
Table S1: Identities and description of all peptides identified in this study.
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0 AAAAAAAAAAPESYIGSLISLMSK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAAAAAAAAPESYIGSLISLM(ox)SK_ B6U1R8_MAIZE 3 765.06299 2292.1671 1.0134 0.95789 1.9344 127.44 127.44 1.00E-07 44.6 314260

1 AAAAAAAAFDAYTDK Acetyl (Protein N-term) _(ac)AAAAAAAAFDAYTDK_ B4FK00_MAIZE 2 735.34899 1468.6834 0.83665 0.19779 1.0037 108.7 108.7 1.56E-01 18.46 291420

2 AAAAAAAAFDAYTDK Acetyl (Protein N-term) _(ac)AAAAAAAAFDAYTDK_ B4FK00_MAIZE 2 735.34899 1468.6834 0.81145 0.18922 0.97059 109.24 109.24 7.01E-11 64.11 171470

3 AAAAAAAAFDAYTDK Acetyl (Protein N-term) _(ac)AAAAAAAAFDAYTDK_ B4FK00_MAIZE 2 735.34899 1468.6834 0.84286 0.2781 1.0908 108.89 108.89 3.88E-01 6.86 90587

4 AAAAAAAAPSR Acetyl (Protein N-term) _(ac)AAAAAAAAPSR_ B4F8V9_MAIZE 2 485.25925 968.50394 -0.026343 -0.093979 -0.17495 47.462 47.462 1.47E-01 20.08 1092200

5 AAAAAAAAPSR Acetyl (Protein N-term) _(ac)AAAAAAAAPSR_ B4F8V9_MAIZE 2 485.25925 968.50394 -0.16774 0.071579 -0.15099 46.616 46.616 1.67E-02 23.01 265190

6 AAAAAAAAPSR Acetyl (Protein N-term) _(ac)AAAAAAAAPSR_ B4F8V9_MAIZE 2 485.25925 968.50394 -0.040229 0.19937 0.10503 49.447 49.447 1.67E-02 23.95 500210

7 AAAAAAAAVAEDKR Unmodified _AAAAAAAAVAEDKR_ B2Y0K4_MAIZE 2 643.34658 1284.6786 0.41178 -0.41657 -0.047951 38.067 38.067 3.40E-25 62.83 417360

8 AAAAAAAGTR Acetyl (Protein N-term) _(ac)AAAAAAAGTR_ B6TFS9_MAIZE 2 436.73287 871.45118 -0.051658 1.2775 1.1793 42.368 42.368 1.45E-01 17.71 282930

9 AAAAAEAEGDSGASDR Unmodified _AAAAAEAEGDSGASDR_ B6TK06_MAIZE 2 724.81604 1447.6175 0.78745 0.20578 0.9676 31.302 31.302 4.21E-20 74.2 31893

10 AAAAAEAEGDSGASDR Unmodified _AAAAAEAEGDSGASDR_ B6TK06_MAIZE 2 724.81604 1447.6175 0.83452 0.010415 0.81914 30.466 30.466 1.82E-38 100.11 49247

11 AAAAAEAEGDSGASDR Unmodified _AAAAAEAEGDSGASDR_ B6TK06_MAIZE 2 724.81604 1447.6175 0.81659 -0.043111 0.74872 31.226 31.226 7.01E-14 65.82 202950

12 AAAAAGGENSGAGAGAGEGEFYLR Acetyl (Protein N-term) _(ac)AAAAAGGENSGAGAGAGEGEFYLR_ B6SJN3_MAIZE 2 1098.5012 2194.9879 1.1595 0.048118 1.1897 83.751 83.751 2.38E-23 66.47 280690

13 AAAAAGGENSGAGAGAGEGEFYLR Acetyl (Protein N-term) _(ac)AAAAAGGENSGAGAGAGEGEFYLR_ B6SJN3_MAIZE 3 732.66992 2194.9879 0.74793 -0.42113 0.30985 83.737 83.737 3.65E-16 46.82 216220

14 AAAAAVASATTAEDEAR Acetyl (Protein N-term) _(ac)AAAAAVASATTAEDEAR_ B6SJZ7_MAIZE 2 809.38937 1616.7642 0.97047 -1.3321 -0.39049 82.486 82.486 1.91E-01 8.23 289370

15 AAAAAVTPIDYFHR Unmodified _AAAAAVTPIDYFHR_ B6TXX8_MAIZE 3 501.59653 1501.7678 -0.00096034 -0.38382 -0.39586 73.758 73.758 2.07E-01 25.08 903070

16 AAAAAVTPIDYFHR Unmodified _AAAAAVTPIDYFHR_ B6TXX8_MAIZE 3 501.59653 1501.7678 0.0021414 -0.20944 -0.21923 75.095 75.095 2.07E-01 32.35 353130

17 AAAAAVTPIDYFHR Unmodified _AAAAAVTPIDYFHR_ B6TXX8_MAIZE 3 501.59653 1501.7678 0.010863 -0.35312 -0.35317 74.697 74.697 2.53E-02 24.5 334490

18 AAAAAVTPIDYFHR Unmodified _AAAAAVTPIDYFHR_ B6TXX8_MAIZE 2 751.89116 1501.7678 0.83139 -0.34013 0.48089 74.824 74.824 2.25E-03 29.95 838380

19 AAAAAVTPIDYFHR Unmodified _AAAAAVTPIDYFHR_ B6TXX8_MAIZE 3 501.59653 1501.7678 -0.11855 -0.061791 -0.19112 74.773 74.773 2.07E-01 18.12 2177500

20 AAAAEEEPEEAK Unmodified _AAAAEEEPEEAK_ B6T8U5_MAIZE 2 622.78569 1243.5568 0.33751 0.1911 0.47751 31.226 31.226 1.68E-09 50.98 222000

21 AAAAEGLAAYR Acetyl (Protein N-term) _(ac)AAAAEGLAAYR_ B6T0D7_MAIZE 2 553.28546 1104.5564 -0.15683 0.23191 0.02741 78.11 78.11 6.35E-09 76.08 1332100

22 AAAAEPVKDEL Unmodified _AAAAEPVKDEL_ Q5EUE1_MAIZE 2 557.29295 1112.5714 0.094672 -0.62312 -0.55913 48.793 48.793 7.60E-01 14.68 1732100

23 AAAAEPVKDEL Unmodified _AAAAEPVKDEL_ Q5EUE1_MAIZE 2 557.29295 1112.5714 0.012113 0.021773 0.0036278 48.747 48.747 4.48E-03 42.18 1022100

24 AAAAEPVKDEL Unmodified _AAAAEPVKDEL_ Q5EUE1_MAIZE 2 557.29295 1112.5714 0.064783 -0.11599 -0.081708 51.052 51.052 3.57E-04 41.29 2939000

25 AAAAEPVKDEL Unmodified _AAAAEPVKDEL_ Q5EUE1_MAIZE 2 557.29295 1112.5714 0.070012 0.038957 0.078199 50.317 50.317 1.67E-02 32.76 2966300

26 AAAAEPVKDEL Unmodified _AAAAEPVKDEL_ Q5EUE1_MAIZE 2 557.29295 1112.5714 -0.081551 -0.1249 -0.2376 51.077 51.077 3.57E-04 48.64 24353000

27 AAAAGFFK Unmodified _AAAAGFFK_ B4FUC4_MAIZE 2 391.71341 781.41227 0.44426 -0.15578 0.27164 53.768 53.768 5.06E-02 30.69 850300

28 AAAAGFFK Unmodified _AAAAGFFK_ B4FUC4_MAIZE 2 391.71341 781.41227 0.43052 -0.79566 -0.38072 51.813 51.813 3.48E-02 35.51 8055200

29 AAAAGFFK Unmodified _AAAAGFFK_ B4FUC4_MAIZE 2 391.71341 781.41227 0.21991 0.23231 0.43643 55.305 55.305 1.90E-02 31.41 1011200

30 AAAAGFLK Unmodified _AAAAGFLK_ B4FAQ9_MAIZE 2 374.72124 747.42792 0.64447 -0.50132 0.11278 48.772 48.772 2.92E-02 43.77 9207700

31 AAAAGFLK Unmodified _AAAAGFLK_ B4FAQ9_MAIZE 2 374.72124 747.42792 0.70102 -0.97949 -0.30546 46.447 46.447 5.06E-02 27.58 1640500

32 AAAAGFLK Unmodified _AAAAGFLK_ B4FAQ9_MAIZE 2 374.72124 747.42792 0.41975 -0.070762 0.31993 49.777 49.777 2.92E-02 40.81 1797100

33 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.22022 0.22079 0.41853 35.819 35.819 1.84E-04 58.09 1222600
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34 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 -0.024436 1.063 1.0162 35.292 35.292 1.25E-02 54.63 300300

35 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.05977 0.12424 0.16248 34.049 34.049 4.40E-05 52.93 196690

36 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.17484 -0.09502 0.060045 37.687 37.687 1.84E-04 54.29 1244400

37 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.12021 0.28476 0.3829 37.646 37.646 1.84E-04 40.99 668370

38 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.12386 -0.088523 0.015586 38.59 38.59 5.76E-06 54.21 9608500

39 AAAAGGGAVR Acetyl (Protein N-term) _(ac)AAAAGGGAVR_ B4FTD2_MAIZE 2 421.72758 841.44061 0.14945 -0.48493 -0.35574 35.672 35.672 2.81E-03 31.78 1627600

40 AAAALAMAEQVVAELR Acetyl (Protein N-term) _(ac)AAAALAMAEQVVAELR_ B4FB85_MAIZE 2 828.4429 1654.8712 0.64235 131.25 131.25 2.07E-03 37.58

41 AAAALAMAEQVVAELR Acetyl (Protein N-term),Oxidation (M) _(ac)AAAALAM(ox)AEQVVAELR_ B4FB85_MAIZE 2 836.44035 1670.8662 1.0134 0.015312 0.99678 129.31 129.31 1.27E-09 48.03 115390

42 AAAALAMAEQVVAELR Acetyl (Protein N-term),Oxidation (M) _(ac)AAAALAM(ox)AEQVVAELR_ B4FB85_MAIZE 2 836.44035 1670.8662 1.0268 -0.38931 0.60584 129.56 129.56 1.48E-07 40.35 118040

43 AAAALAMAEQVVAELR Acetyl (Protein N-term),Oxidation (M) _(ac)AAAALAM(ox)AEQVVAELR_ B4FB85_MAIZE 2 836.44035 1670.8662 1.0521 0.036072 1.057 130.06 130.06 7.73E-25 80 594440

44 AAAASVQPYTAR Unmodified _AAAASVQPYTAR_ B6U6P0_MAIZE 2 603.31729 1204.62 0.23616 -0.13235 0.082207 41.534 41.534 1.98E-03 47.06 517910

45 AAAASVQPYTAR Unmodified _AAAASVQPYTAR_ B6U6P0_MAIZE 2 603.31729 1204.62 0.20012 0.15303 0.33176 45.028 45.028 1.98E-03 43.15 653820

46 AAAAVEPK Unmodified _AAAAVEPK_ B4F9G6_MAIZE 2 378.71615 755.41775 -0.19989 18.885 18.885 1.48E-01 18.15

47 AAAAVEPK Unmodified _AAAAVEPK_ B4F9G6_MAIZE 2 378.71615 755.41775 0.88417 -0.045105 0.79973 18.903 18.903 3.77E-01 16.1 6973.7

48 AAAAVTSNGGAVAANGPAPGR Acetyl (Protein N-term) _(ac)AAAAVTSNGGAVAANGPAPGR_ B4FQM2_MAIZE 3 607.97825 1820.9129 0.29027 -0.22824 0.050711 64.139 64.139 6.80E-02 22.7 700820

49 AAAAVYGGFK Acetyl (Protein N-term) _(ac)AAAAVYGGFK_ B6SIQ7_MAIZE 2 498.76109 995.50763 -0.029189 -0.14377 -0.19055 77.834 77.834 5.45E-09 69.58 707720

50 AAAAVYGGFK Acetyl (Protein N-term) _(ac)AAAAVYGGFK_ B6SIQ7_MAIZE 2 498.76109 995.50763 -0.22959 0.099967 -0.14726 78.346 78.346 4.40E-05 55.07 288440

51 AAAAVYGGFK Acetyl (Protein N-term) _(ac)AAAAVYGGFK_ B6SIQ7_MAIZE 2 498.76109 995.50763 -0.13609 -0.18515 -0.33953 78.098 78.098 1.00E+00 4.24 118080

52 AAAAVYGGFK Acetyl (Protein N-term) _(ac)AAAAVYGGFK_ B6SIQ7_MAIZE 2 498.76109 995.50763 -0.10602 0.38346 0.25912 78.098 78.098 4.40E-05 49.38 1271100

53 AAAAVYGGFK Acetyl (Protein N-term) _(ac)AAAAVYGGFK_ B6SIQ7_MAIZE 2 498.76109 995.50763 -0.25153 0.26574 -0.0044363 79.46 79.46 5.45E-09 93.4 19230000

54 AAADDAVGTR Unmodified _AAADDAVGTR_ B4FAJ3_MAIZE 2 473.73306 945.45157 -0.033508 -0.70485 -0.74085 27.418 27.418 3.43E-01 36.28 25593

55 AAADLAAYLWDAYLGGSR Unmodified _AAADLAAYLWDAYLGGSR_ B4FR99_MAIZE 2 942.46796 1882.9214 1.2836 0.68307 1.946 125.66 125.66 2.32E-57 111.17 789210

56 AAADLAAYLWDAYLGGSR Unmodified _AAADLAAYLWDAYLGGSR_ B4FR99_MAIZE 2 942.46796 1882.9214 1.2796 0.78687 2.046 126.38 126.38 3.87E-04 23.38 117260

57 AAADPDTEVQAEFPPLVR Acetyl (Protein N-term) _(ac)AAADPDTEVQAEFPPLVR_ B6TIA5_MAIZE 2 984.48909 1966.9636 1.1455 0.96818 2.1058 104.35 104.35 5.17E-01 5.43 173880

58 AAADPDTEVQAEFPPLVR Acetyl (Protein N-term) _(ac)AAADPDTEVQAEFPPLVR_ B6TIA5_MAIZE 2 984.48909 1966.9636 1.1953 0.033476 1.222 104.28 104.28 5.25E-26 63.32 1031300

59 AAADSPYGVYSK Unmodified _AAADSPYGVYSK_ B4FF68_MAIZE 2 614.79586 1227.5772 0.25198 -0.050906 0.18532 48.916 48.916 1.68E-09 85.37 522680

60 AAAEASVPAAAPPAATEPIAAA Unmodified _AAAEASVPAAAPPAATEPIAAA_ B4FIZ5_MAIZE 2 959.49945 1916.9844 1.1838 0.15153 1.3051 75.082 75.082 6.41E-05 23.64 1233700

61 AAAEEEIAVKEPLDLIR Acetyl (Protein N-term) _(ac)AAAEEEIAVKEPLDLIR_ B4FPJ2_MAIZE 2 955.01748 1908.0204 1.2104 0.16932 1.3439 109.89 109.89 1.02E-03 55.86 34114

62 AAAEGLAHGAR Unmodified _AAAEGLAHGAR_ B6TC25_MAIZE 2 512.27015 1022.5257 -0.013544 -0.1718 -0.21432 26.753 26.753 4.96E-02 29.66 14574

63 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.083977 -0.12763 -0.093229 66.554 66.554 4.43E-05 52.43 1889000

64 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.044535 -0.16314 -0.16716 68.107 68.107 3.83E-01 12.6 45592

65 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.043957 0.39851 0.39254 67.253 67.253 1.67E-02 26.09 502180

66 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.091964 0.062681 0.10444 68.187 68.187 4.96E-02 21.91 878350

67 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.10668 0.06728 0.1232 67.636 67.636 4.48E-03 42.78 647310
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68 AAAEILNNALK Unmodified _AAAEILNNALK_ B6TBW4_MAIZE 2 564.32459 1126.6346 0.097338 -0.12112 -0.073182 68.058 68.058 3.57E-04 36.38 2967100

69 AAAELER Unmodified _AAAELER_ B4F8L9_MAIZE 2 380.20341 758.39227 0.64938 0.13615 0.73242 26.906 26.906 4.46E-01 42.33 70148

70 AAAEVCEDSIPGLR Unmodified _AAAEVCEDSIPGLR_ B6T653_MAIZE 2 744.36157 1486.7086 0.74579 -0.2793 0.45626 69.154 69.154 1.95E-13 74.1 1392100

71 AAAEVCEDSIPGLR Unmodified _AAAEVCEDSIPGLR_ B6T653_MAIZE 2 744.36157 1486.7086 0.74266 -0.30793 0.42495 70.957 70.957 2.00E-19 67.98 1612900

72 AAAGAEAVR Unmodified _AAAGAEAVR_ B4G191_MAIZE 2 408.22213 814.42972 0.39845 0.016512 0.37932 21.325 21.325 9.73E-03 57.79 38427

73 AAAGAGAVDGLEAVLR Unmodified _AAAGAGAVDGLEAVLR_ B6SPB2_MAIZE 2 720.8939 1439.7732 0.64043 -0.19952 0.42898 88.751 88.751 4.21E-20 57.5 1369300

74 AAAGGENSGAGEGEGEFYLR Acetyl (Protein N-term) _(ac)AAAGGENSGAGEGEGEFYLR_ B4FKM4_MAIZE 2 992.43758 1982.8606 1.1613 0.038874 1.1836 81.588 81.588 1.32E-42 81.06 232410

75 AAAGNPDTLGDCPFSQR Unmodified _AAAGNPDTLGDCPFSQR_ B4FT31_MAIZE 2 888.90212 1775.7897 1.0826 -0.10426 0.98414 63.808 63.808 1.54E-12 99.98 436070

76 AAAGPGLYSEIGK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGK_ Q9SPD7_MAIZE 2 638.33261 1274.6507 0.45353 0.34605 0.77361 78.981 78.981 5.66E-01 13.62 920340

77 AAAGPGLYSEIGK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGK_ Q9SPD7_MAIZE 2 638.33261 1274.6507 0.4037 0.60751 0.98422 79.836 79.836 5.66E-01 13.01 973100

78 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.67057 -0.26924 0.37263 67.478 67.478 3.56E-04 74.85 1226900

79 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.66411 -0.42611 0.209 68.053 68.053 2.25E-03 59.32 335630

80 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.69699 -0.2119 0.45653 69.023 69.023 6.31E-03 53.57 268410

81 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.71476 0.015274 0.70149 68.499 68.499 6.31E-03 55.05 254720

82 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.64191 -0.10654 0.50663 68.849 68.849 3.56E-04 63.92 1180400

83 AAAGPGLYSEIGKK Acetyl (Protein N-term) _(ac)AAAGPGLYSEIGKK_ Q9SPD7_MAIZE 2 702.38009 1402.7456 0.59813 -0.26806 0.30102 67.959 67.959 2.96E-06 64.24 1496500

84 AAAGSSPSFSSSSK Acetyl (Protein N-term) _(ac)AAAGSSPSFSSSSK_ B6TKU7_MAIZE 2 656.80441 1311.5943 0.45083 0.35422 0.78917 51.962 51.962 3.51E-02 20.54 1956500

85 AAAGSSPSFSSSSK Acetyl (Protein N-term) _(ac)AAAGSSPSFSSSSK_ B6TKU7_MAIZE 2 656.80441 1311.5943 0.38113 0.13441 0.49938 49.196 49.196 1.00E+00 10.53 3797900

86 AAAGSYSDELISTAK Unmodified _AAAGSYSDELISTAK_ B6UE86_MAIZE 2 742.36738 1482.7202 0.81674 0.30926 1.1022 64.835 64.835 1.02E-23 87.34 985330

87 AAAGTLDGVIDTVSADHPVVPLLDLLK Unmodified _AAAGTLDGVIDTVSADHPVVPLLDLLK_ B4FVN5_MAIZE 3 900.83213 2699.4745 1.1137 0.47792 1.5971 124.8 124.8 2.30E-17 50.6 1627800

88 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.4991 0.036303 1.4892 9.4028 9.4028 5.26E-01 17.8 30145

89 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.2208 -0.052997 1.1221 7.3948 7.3948 9.46E-01 24.07 22129

90 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.1979 0.24896 1.4004 10.177 10.177 5.26E-01 36.18 88990

91 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.6558 0.23467 1.8434 10.374 10.374 5.26E-01 31.09 287690

92 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.432 0.38265 1.7691 10.389 10.389 2.64E-01 37.4 243400

93 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.5385 0.28057 1.7724 10.275 10.275 2.64E-01 31.71 111560

94 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.3985 0.21209 1.565 9.8772 9.8772 9.46E-01 23.13 663760

95 AAAHLK Unmodified _AAAHLK_ B6SJZ8_MAIZE 2 305.6872 609.35984 1.5404 -0.45799 1.0379 10.156 10.156 1.00E+00 9.13 23502

96 AAAIDASNHFPR Unmodified _AAAIDASNHFPR_ B4FQ64_MAIZE 3 423.88267 1268.6262 0.18898 -0.10571 0.063814 48.875 48.875 7.68E-01 7.03 1233500

97 AAAIDASNHFPR Unmodified _AAAIDASNHFPR_ B4FQ64_MAIZE 3 423.88267 1268.6262 0.15301 -0.075262 0.059075 50.43 50.43 1.00E+00 2.01 379160

98 AAAIDASNHFPR Unmodified _AAAIDASNHFPR_ B4FQ64_MAIZE 3 423.88267 1268.6262 0.15591 -0.14114 -0.0043345 51.01 51.01 4.50E-01 8.75 673990

99 AAAIDASNHFPR Unmodified _AAAIDASNHFPR_ B4FQ64_MAIZE 3 423.88267 1268.6262 0.11603 -0.058461 0.038202 51.717 51.717 6.16E-04 33.99 5988100

100 AAAIDASNHFPR Unmodified _AAAIDASNHFPR_ B4FQ64_MAIZE 2 635.32037 1268.6262 0.35639 0.01327 0.35015 51.719 51.719 2.62E-07 75.32 1716300

101 AAAILR Acetyl (Protein N-term) _(ac)AAAILR_ B4FML9_MAIZE 2 328.70813 655.40171 1.2903 0.17408 1.4047 48.634 48.634 2.64E-01 21.48 938330
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102 AAAKPLGAVAK Unmodified _AAAKPLGAVAK_ B6SSM0_MAIZE 3 332.8782 995.61277 1.4405 -0.24018 1.1661 29.252 29.252 9.89E-02 10.89 22314

103 AAAKPLGAVAK Unmodified _AAAKPLGAVAK_ B6SSM0_MAIZE 3 332.8782 995.61277 1.2107 0.14935 1.3252 27.78 27.78 2.49E-01 14.2 13471

104 AAAKPLGAVAK Unmodified _AAAKPLGAVAK_ B6SSM0_MAIZE 3 332.8782 995.61277 1.419 0.024491 1.4104 30.151 30.151 9.89E-02 19.47 54823

105 AAAKPLGAVAK Unmodified _AAAKPLGAVAK_ B6SSM0_MAIZE 2 498.81366 995.61277 0.035853 -0.16551 -0.16334 29.286 29.286 1.00E+00 0.06 53352

106 AAAKPLGAVAK Unmodified _AAAKPLGAVAK_ B6SSM0_MAIZE 3 332.8782 995.61277 1.3105 -0.030919 1.2467 29.289 29.289 1.17E-02 30 215090

107 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.046 -0.1519 0.84094 41.084 41.084 1.86E-01 21.02 422830

108 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.3005 0.19516 1.4424 43.549 43.549 4.49E-02 40.78 694130

109 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.1103 -0.27767 0.78 42.948 42.948 1.86E-01 45.24 940490

110 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.03 -0.019248 0.9572 43.475 43.475 4.49E-02 41.6 2001200

111 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.1401 -0.18994 0.89789 43.241 43.241 4.49E-02 37.99 4408100

112 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.167 0.16188 1.2738 44.06 44.06 8.04E-02 44.22 668600

113 AAALALR Unmodified _AAALALR_ B6TUA2_MAIZE 2 343.22141 684.42826 1.1866 -0.30271 0.8322 41.558 41.558 8.04E-02 31.39 789360

114 AAALEQLSSSK Acetyl (Protein N-term) _(ac)AAALEQLSSSK_ B6SGP1_MAIZE 2 573.80369 1145.5928 0.2095 0.51225 0.68017 41.659 41.659 1.67E-02 23.05 399760

115 AAALLDVSPVTDVTAVK Unmodified _AAALLDVSPVTDVTAVK_ B4F8E3_MAIZE 2 835.47218 1668.9298 1.0336 0.05501 1.0933 90.286 90.286 1.54E-12 62.05 2067900

116 AAAMVPDMTPFPANR 2 Oxidation (M) _AAAM(ox)VPDM(ox)TPFPANR_ B4F7S5_MAIZE 2 810.87908 1619.7436 0.97791 -0.11556 0.8581 61.558 61.558 2.63E-13 50.98 510150

117 AAANLVQLR Unmodified _AAANLVQLR_ B4FSB7_MAIZE 2 478.28781 954.56106 -0.070744 0.15721 0.056187 56.624 56.624 3.13E-03 95.73 494680

118 AAANTYCQLLSSQSDNNVK Unmodified _AAANTYCQLLSSQSDNNVK_ B6UCF6_MAIZE 2 1042.4893 2082.964 1.1933 -0.12013 1.0629 68.897 68.897 2.86E-31 83.5 204170

119 AAAPAGGGPR Acetyl (Protein N-term) _(ac)AAAPAGGGPR_ B4FZ84_MAIZE 2 433.72758 865.44061 -0.043303 0.75831 0.6943 33.203 33.203 1.00E+00 16.15 62755

120 AAAPAGGGPR Acetyl (Protein N-term) _(ac)AAAPAGGGPR_ B4FZ84_MAIZE 2 433.72758 865.44061 0.14766 0.20705 0.33389 35.733 35.733 1.00E+00 0.03 276600

121 AAAPAGGGPR Acetyl (Protein N-term) _(ac)AAAPAGGGPR_ B4FZ84_MAIZE 2 433.72758 865.44061 0.085434 -0.048852 0.015862 34.869 34.869 3.43E-01 16.48 174360

122 AAAPAGGGPR Acetyl (Protein N-term) _(ac)AAAPAGGGPR_ B4FZ84_MAIZE 2 433.72758 865.44061 0.027714 -0.2015 -0.19436 36.712 36.712 1.00E+00 6.78 2569100

123 AAAPVAPPLASTDDEIVYESMPCIR Acetyl (Protein N-term),Oxidation (M) _(ac)AAAPVAPPLASTDDEIVYESM(ox)PCIR_ B6TRC0_MAIZE 3 911.1033 2730.2881 1.1743 -0.044854 1.1209 103.5 103.5 2.51E-01 8.53 509290

124 AAASSATSVHDFTVK Acetyl (Protein N-term) _(ac)AAASSATSVHDFTVK_ B6SU31_MAIZE 2 767.38082 1532.7471 0.79135 0.08184 0.87315 64.371 64.371 1.60E-05 55.94 114200

125 AAASSATSVHDFTVK Acetyl (Protein N-term) _(ac)AAASSATSVHDFTVK_ B6SU31_MAIZE 2 767.38082 1532.7471 0.79382 -0.26315 0.53069 63.856 63.856 1.12E-07 61.3 2317500

126 AAATTPEENAAAAAAVDAITETTNR Acetyl (Protein N-term) _(ac)AAATTPEENAAAAAAVDAITETTNR_ B6U5C0_MAIZE 3 824.73314 2471.1776 0.99702 0.22662 1.2021 117.8 117.8 3.53E-01 8.24 129910

127 AAAVAAAPAAVPK Unmodified _AAAVAAAPAAVPK_ B6SSM0_MAIZE 2 554.32967 1106.6448 -0.002441 0.086285 0.053376 44.97 44.97 3.13E-02 33.12 348110

128 AAAVAAAPAAVPK Unmodified _AAAVAAAPAAVPK_ B6SSM0_MAIZE 2 554.32967 1106.6448 0.073065 0.2735 0.31552 47.475 47.475 1.15E-02 32.62 1132100

129 AAAVAAAPAAVPK Unmodified _AAAVAAAPAAVPK_ B6SSM0_MAIZE 2 554.32967 1106.6448 0.06093 0.065719 0.096099 46.694 46.694 1.47E-03 39.06 3027400

130 AAAVAAVAAATTAEDEAR Acetyl (Protein N-term) _(ac)AAAVAAVAAATTAEDEAR_ B6TNR5_MAIZE 2 850.92612 1699.8377 1.1149 0.22598 1.3131 113.8 113.8 1.05E-02 11.97 442500

131 AAAVAAVAAATTAEDEAR Acetyl (Protein N-term) _(ac)AAAVAAVAAATTAEDEAR_ B6TNR5_MAIZE 2 850.92612 1699.8377 1.1122 0.34111 1.4257 115.27 115.27 1.00E+00 0.56 9910.2

132 AAAVAAVAAATTAEDEAR Acetyl (Protein N-term) _(ac)AAAVAAVAAATTAEDEAR_ B6TNR5_MAIZE 2 850.92612 1699.8377 1.0636 -0.30874 0.72734 113.92 113.92 3.87E-04 56.6 267720

133 AAAVAAVAAATTAEDEAR Acetyl (Protein N-term) _(ac)AAAVAAVAAATTAEDEAR_ B6TNR5_MAIZE 2 850.92612 1699.8377 1.1027 -0.58228 0.49389 113.86 113.86 1.59E-01 3.77 330210

134 AAAVALPETK Unmodified _AAAVALPETK_ B4F9B5_MAIZE 2 485.78202 969.5495 -0.12372 0.079833 -0.073132 47.923 47.923 2.81E-03 35.31 2703900

135 AAAVDPVEPEK Unmodified _AAAVDPVEPEK_ B4FGF5_MAIZE 2 563.29295 1124.5714 0.072431 0.52042 0.57457 43.874 43.874 1.47E-01 26.11 534390
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136 AAAVDPVEPEK Unmodified _AAAVDPVEPEK_ B4FGF5_MAIZE 2 563.29295 1124.5714 0.036861 -0.14291 -0.12248 41.117 41.117 4.43E-05 48.8 2182500

137 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 0.87638 -0.134 0.72104 41.272 41.272 4.49E-33 86.61 399920

138 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 0.86326 -0.10411 0.73777 40.701 40.701 1.02E-04 46.18 188290

139 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 -0.15136 40.428 40.428 3.91E-27 93.76

140 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 0.89782 -0.11029 0.7659 43.436 43.436 3.76E-20 79.76 221040

141 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 0.90378 -0.12859 0.75377 42.598 42.598 4.21E-20 93.96 290710

142 AAAVGANSQAAQSMLK Oxidation (M) _AAAVGANSQAAQSM(ox)LK_ B4FAR8_MAIZE 2 767.38812 1532.7617 0.91874 0.086604 0.98378 43.633 43.633 7.73E-25 93.66 389230

143 AAAVGANSQAAQSMLK Unmodified _AAAVGANSQAAQSMLK_ B4FAR8_MAIZE 2 759.39066 1516.7668 0.83784 -0.063896 0.74974 54.588 54.588 7.73E-25 91.04 3090200

144 AAAVGANSQAAQSMLK Unmodified _AAAVGANSQAAQSMLK_ B4FAR8_MAIZE 2 759.39066 1516.7668 0.82381 -0.013555 0.78616 54.989 54.989 1.27E-09 65.54 267200

145 AAAVGANSQAAQSMLK Unmodified _AAAVGANSQAAQSMLK_ B4FAR8_MAIZE 2 759.39066 1516.7668 0.75369 -0.2587 0.47084 55.167 55.167 4.21E-20 104.21 4323400

146 AAAVGELATER Unmodified _AAAVGELATER_ B6SMK8_MAIZE 2 544.29075 1086.5669 -0.19438 0.076197 -0.14383 54.395 54.395 1.00E+00 3.72 1469700

147 AAAVGELATER Unmodified _AAAVGELATER_ B6SMK8_MAIZE 2 544.29075 1086.5669 0.046977 0.095177 0.11569 46.622 46.622 3.57E-04 38.11 525880

148 AAAVPESVLR Unmodified _AAAVPESVLR_ B4FTW5_MAIZE 2 506.79292 1011.5713 -0.15422 54.134 54.134 1.25E-01 19.05

149 AAAVPESVLR Unmodified _AAAVPESVLR_ B4FTW5_MAIZE 2 506.79292 1011.5713 -0.092001 0.16617 0.053735 55.477 55.477 1.00E+00 6.93 20874

150 AAAVPESVLR Unmodified _AAAVPESVLR_ B4FTW5_MAIZE 2 506.79292 1011.5713 -0.021925 -0.22255 -0.26541 55.616 55.616 7.11E-01 12.36 347100

151 AAAVPESVLR Unmodified _AAAVPESVLR_ B4FTW5_MAIZE 2 506.79292 1011.5713 -0.66629 56.307 56.307 2.42E-01 11.1

152 AAAVPESVLR Unmodified _AAAVPESVLR_ B4FTW5_MAIZE 2 506.79292 1011.5713 -0.13525 -0.10697 -0.26307 54.833 54.833 2.81E-03 29.27 3636700

153 AAAVVDDAGMDAVQK Acetyl (Protein N-term) _(ac)AAAVVDDAGMDAVQK_ Q71RX2_MAIZE 2 751.86141 1501.7083 0.72587 -2.3909 -1.667 81.275 81.275 2.05E-04 25.48 352240

154 AAAVVDDAGMDAVQK Acetyl (Protein N-term) _(ac)AAAVVDDAGMDAVQK_ Q71RX2_MAIZE 2 751.86141 1501.7083 0.73108 -0.090109 0.63642 81.244 81.244 6.53E-30 100.84 2584900

155 AAAVVDDAGMDAVQK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQK_ Q71RX2_MAIZE 2 759.85886 1517.7032 0.91217 0.28809 1.1981 72.973 72.973 1.12E-07 59.94 240540

156 AAAVVDDAGMDAVQK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQK_ Q71RX2_MAIZE 2 759.85886 1517.7032 0.89359 -0.082794 0.80906 72.524 72.524 7.01E-11 50.94 269990

157 AAAVVDDAGMDAVQK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQK_ Q71RX2_MAIZE 2 759.85886 1517.7032 0.95052 0.041435 0.98962 72.537 72.537 7.01E-11 47.13 249110

158 AAAVVDDAGMDAVQK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQK_ Q71RX2_MAIZE 2 759.85886 1517.7032 0.83707 -0.27436 0.56171 73.103 73.103 6.53E-30 84.85 1231700

159 AAAVVDDAGMDAVQK Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQK_ Q71RX2_MAIZE 2 759.85886 1517.7032 0.73693 -0.68674 0.049578 72.048 72.048 2.40E-39 100.6 12732000

160 AAAVVDDAGMDAVQKR Acetyl (Protein N-term),Oxidation (M) _(ac)AAAVVDDAGM(ox)DAVQKR_ Q71RX2_MAIZE 2 837.90942 1673.8043 0.97785 -0.7559 0.21722 67.32 67.32 2.50E-11 69.22 726100

161 AADAMEAAK Unmodified _AADAMEAAK_ B6SID7_MAIZE 2 439.20784 876.40112 0.22623 0.64291 0.82128 24.326 24.326 3.39E-01 20.4 21522

162 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 0.96063 0.04134 0.98311 91.731 91.731 4.35E-18 63.31 799520

163 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 0.93696 0.2759 1.1944 92.364 92.364 1.62E-14 83.72 288350

164 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 0.914 0.50257 1.3976 92.553 92.553 1.62E-14 53.95 321870

165 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 1.0011 0.50234 1.4848 92.354 92.354 4.35E-18 71.24 654150

166 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 0.99977 0.53716 1.5175 92.014 92.014 1.62E-14 53.66 388160

167 AADAMVEWNNLWK Oxidation (M) _AADAM(ox)VEWNNLWK_ B4FX25_MAIZE 2 782.36666 1562.7188 0.89999 0.007378 0.88906 92.138 92.138 1.62E-14 59.82 4564300

168 AADAMVEWNNLWK Unmodified _AADAMVEWNNLWK_ B4FX25_MAIZE 2 774.3692 1546.7238 0.93398 0.2412 1.1528 103.48 103.48 2.50E-15 75.7 1286600

169 AADATAGQGDSPEAGR Unmodified _AADATAGQGDSPEAGR_ B4G270_MAIZE 2 737.33186 1472.6492 0.87825 0.1082 0.98039 31.531 31.531 9.46E-03 46.65 65626
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170 AADCFLFASPEYNYSISGPLK Unmodified _AADCFLFASPEYNYSISGPLK_ B4FWN1_MAIZE 2 1175.5566 2349.0987 1.1448 0.16449 1.3005 107.81 107.81 1.23E-19 57.81 425770

171 AADCFLFASPEYNYSISGPLK Unmodified _AADCFLFASPEYNYSISGPLK_ B4FWN1_MAIZE 2 1175.5566 2349.0987 1.1717 0.13656 1.2993 109.99 109.99 5.37E-06 42.48 111990

172 AADENIREEAAR Unmodified _AADENIREEAAR_ B6TPP7_MAIZE 3 448.88826 1343.643 0.016821 0.14652 0.12146 38.161 38.161 4.50E-01 17.66 206090

173 AADENIREEAAR Unmodified _AADENIREEAAR_ B6TPP7_MAIZE 3 448.88826 1343.643 0.022719 0.26493 0.24402 38.067 38.067 2.46E-02 23.34 1181900

174 AADENIREEAAR Unmodified _AADENIREEAAR_ B6TPP7_MAIZE 2 672.82875 1343.643 0.59984 0.18381 0.74016 38.055 38.055 6.74E-02 29.21 250200

175 AADGDSVETAPEAVPIEK Unmodified _AADGDSVETAPEAVPIEK_ B6SKY1_MAIZE 2 899.9389 1797.8632 1.0637 0.37114 1.4239 64.432 64.432 1.77E-34 84.53 627850

176 AADIEILNTFQLLSAK Unmodified _AADIEILNTFQLLSAK_ B4FUE0_MAIZE 2 873.98545 1745.9564 1.1062 0.47487 1.5586 120.44 120.44 7.73E-25 70.87 247240

177 AADIEILNTFQLLSAK Unmodified _AADIEILNTFQLLSAK_ B4FUE0_MAIZE 2 873.98545 1745.9564 1.1201 0.41067 1.5093 120.48 120.48 1.48E-07 44.04 184330

178 AADIEILNTFQLLSAK Unmodified _AADIEILNTFQLLSAK_ B4FUE0_MAIZE 2 873.98545 1745.9564 1.1959 0.094609 1.2694 119.98 119.98 1.02E-04 36.05 153570

179 AADIEILNTFQLLSAK Unmodified _AADIEILNTFQLLSAK_ B4FUE0_MAIZE 2 873.98545 1745.9564 1.1144 0.27739 1.3704 121.08 121.08 1.82E-38 91.23 1236700

180 AADILVNFFDK Unmodified _AADILVNFFDK_ SUS1_MAIZE B6 2 626.83225 1251.6499 0.33394 0.44941 0.77833 106.26 106.26 5.66E-08 71.27 3730900

181 AADILVNFFDK Unmodified _AADILVNFFDK_ SUS1_MAIZE B6 2 626.83225 1251.6499 0.36094 0.46864 0.8233 106.3 106.3 5.66E-08 56.67 3370600

182 AADILVNFFDK Unmodified _AADILVNFFDK_ SUS1_MAIZE B6 2 626.83225 1251.6499 0.33486 0.35055 0.67994 106.27 106.27 5.66E-08 68.38 6348200

183 AADILVNFFDK Unmodified _AADILVNFFDK_ SUS1_MAIZE B6 2 626.83225 1251.6499 0.32491 0.35073 0.66968 107.48 107.48 1.67E-02 36.44 82182

184 AADLFDSEGQSSQSNTIK Unmodified _AADLFDSEGQSSQSNTIK_ B6TBM1_MAIZE 2 949.44233 1896.8701 1.1553 0.084203 1.2329 65.289 65.289 2.32E-57 130.52 4202900

185 AADLLR Unmodified _AADLLR_ B4FAJ4_MAIZE 2 329.69776 657.38097 1.2982 -0.326 0.93808 39.762 39.762 2.64E-01 46.88 355600

186 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.52001 -0.003205 0.49289 77.738 77.738 7.61E-14 69.4 13058000

187 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.54582 -0.083505 0.43784 78.131 78.131 9.64E-17 87 4983700

188 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.53335 -0.18972 0.31969 78.792 78.792 7.61E-14 68.59 5443400

189 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.52883 -0.16469 0.34054 78.415 78.415 7.61E-14 70.44 4078500

190 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.5364 -0.026928 0.4847 78.285 78.285 1.68E-09 48.24 2412900

191 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.48166 -0.29742 0.16028 78.724 78.724 7.61E-14 82.97 32170000

192 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.49866 0.21822 0.69262 78.574 78.574 9.64E-17 57.12 2129100

193 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.5158 0.15123 0.64234 78.128 78.128 7.61E-14 78.61 1764600

194 AADLTYWESAAR Unmodified _AADLTYWESAAR_ B6T9P0_MAIZE 2 677.32532 1352.6361 0.50831 0.26319 0.74639 79.508 79.508 7.61E-14 78.76 699970

195 AADMAYAPPMK Acetyl (Protein N-term),2 Oxidation (M) _(ac)AADM(ox)AYAPPM(ox)K_ B4FDT0_MAIZE 2 620.27285 1238.5311 0.27591 0.23253 0.48141 50.087 50.087 1.00E+00 6.53 66653

196 AADMAYAPPMK Acetyl (Protein N-term),2 Oxidation (M) _(ac)AADM(ox)AYAPPM(ox)K_ B4FDT0_MAIZE 2 620.27285 1238.5311 0.31407 0.44401 0.72969 50.651 50.651 1.00E+00 13.62 378520

197 AADMAYAPPMK Acetyl (Protein N-term),2 Oxidation (M) _(ac)AADM(ox)AYAPPM(ox)K_ B4FDT0_MAIZE 2 620.27285 1238.5311 0.24727 -0.080951 0.13941 53.576 53.576 1.67E-02 23.46 5163700

198 AADMAYAPPMK Acetyl (Protein N-term),Oxidation (M) _(ac)AADM(ox)AYAPPMK_ B4FDT0_MAIZE 2 612.27539 1222.5362 0.23163 0.01536 0.2167 63.812 63.812 1.22E-01 24.34 1358900

199 AADMAYAPPMK Acetyl (Protein N-term),Oxidation (M) _(ac)AADMAYAPPM(ox)K_ B4FDT0_MAIZE 2 612.27539 1222.5362 0.22791 0.62393 0.82001 64.859 64.859 7.60E-01 7.55 949250

200 AADNQLFVATCAPAR Unmodified _AADNQLFVATCAPAR_ B6TGE6_MAIZE 2 802.89611 1603.7777 1.0041 -0.44762 0.55245 67.854 67.854 1.12E-07 55.51 626160

201 AADVGADLVGK Unmodified _AADVGADLVGK_ Q4W437_MAIZE 2 508.27456 1014.5346 -0.067048 0.18876 0.12188 52.17 52.17 3.60E-06 51.96 6067900

202 AAEAAGADQAPLVDVTQFGYFK Unmodified _AAEAAGADQAPLVDVTQFGYFK_ B4G1Q1_MAIZE 2 1135.0604 2268.1063 1.2134 -0.014596 1.1984 105.6 105.6 2.62E-84 87.37 307360

203 AAEAAGADQAPLVDVTQFGYFK Unmodified _AAEAAGADQAPLVDVTQFGYFK_ B4G1Q1_MAIZE 2 1135.0604 2268.1063 1.1295 0.18417 1.313 107.59 107.59 6.50E-45 85.72 522730
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204 AAEAAGADQAPLVDVTQFGYFK Unmodified _AAEAAGADQAPLVDVTQFGYFK_ B4G1Q1_MAIZE 3 757.0427 2268.1063 0.82644 -0.65794 0.16953 107.48 107.48 6.10E-05 27.57 337270

205 AAEADSEEEKKAEEAEEAAAGDEAAVIDGTGSFK Unmodified _AAEADSEEEKKAEEAEEAAAGDEAAVIDGTGSFK_ B4FBC9_MAIZE 4 857.13922 3424.5278 1.0844 -0.20323 0.8567 91.425 91.425 1.80E-01 35.92 484840

206 AAEAGFVNANAPVAK Unmodified _AAEAGFVNANAPVAK_ B4FMJ7_MAIZE 2 715.37534 1428.7361 0.66853 -0.47979 0.16932 55.153 55.153 2.37E-16 96.3 251210

207 AAEAGGDKAPQIDVTQFGYFK Unmodified _AAEAGGDKAPQIDVTQFGYFK_ B4G0Z5_MAIZE 3 738.36729 2212.08 0.80137 -0.098529 0.70266 87.355 87.355 4.33E-06 49.87 661620

208 AAEAGGDKAPQIDVTQFGYFK Unmodified _AAEAGGDKAPQIDVTQFGYFK_ B4G0Z5_MAIZE 3 738.36729 2212.08 0.72221 -0.15377 0.56924 89.16 89.16 9.19E-08 52.22 1771800

209 AAEAGGDKAPQIDVTQFGYFK Unmodified _AAEAGGDKAPQIDVTQFGYFK_ B4G0Z5_MAIZE 2 1107.0473 2212.08 1.1425 -0.28577 0.85732 89.154 89.154 1.29E-11 47.49 140650

210 AAEAGQYAK Unmodified _AAEAGQYAK_ B6SID7_MAIZE 2 454.72725 907.43995 0.057853 -0.25976 -0.24111 20.895 20.895 1.00E+00 13.85 4854.3

211 AAEAGQYAK Unmodified _AAEAGQYAK_ B6SID7_MAIZE 2 454.72725 907.43995 0.18639 -0.14389 0.0041184 20.42 20.42 3.32E-02 32.55 8862.7

212 AAEALGVVVPVVETLEQAFR Unmodified _AAEALGVVVPVVETLEQAFR_ B6TLM5_MAIZE 3 700.05628 2097.147 0.67771 0.26906 0.94503 129.33 129.33 9.26E-02 17.55 1162600

213 AAEALGVVVPVVETLEQAFR Unmodified _AAEALGVVVPVVETLEQAFR_ B6TLM5_MAIZE 2 1049.5808 2097.147 1.2579 0.10693 1.3631 129.33 129.33 4.45E-02 14.21 554550

214 AAEALGVVVPVVETLEQAFR Unmodified _AAEALGVVVPVVETLEQAFR_ B6TLM5_MAIZE 3 700.05628 2097.147 0.66849 0.15142 0.81848 130.53 130.53 1.00E+00 7.65 60359

215 AAEALGVVVPVVETLEQAFR Unmodified _AAEALGVVVPVVETLEQAFR_ B6TLM5_MAIZE 3 700.05628 2097.147 0.58115 0.31571 0.89442 131.1 131.1 1.31E-21 67.93 4475300

216 AAEALGVVVPVVETLEQAFR Unmodified _AAEALGVVVPVVETLEQAFR_ B6TLM5_MAIZE 2 1049.5808 2097.147 1.1204 0.23369 1.353 131.11 131.11 1.32E-42 79.33 1260700

217 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.85092 0.022555 0.85548 31.695 31.695 3.88E-01 22.91 8845.7

218 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.85784 0.20503 1.0433 34.429 34.429 3.88E-01 17 47118

219 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.84241 0.27061 1.0934 33.554 33.554 6.37E-03 34.75 36534

220 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.85136 -0.14419 0.68881 34.483 34.483 1.56E-01 9.82 70064

221 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.81604 -0.10128 0.69569 35.501 35.501 1.65E-02 45.56 154220

222 AAEAQPEQPASDSSS Unmodified _AAEAQPEQPASDSSS_ B6SU00_MAIZE 2 737.81825 1473.6219 0.73529 -0.27207 0.4448 32.445 32.445 2.05E-04 50.42 1565900

223 AAEASAVQQLAGLLDQVDAPLKK Acetyl (Protein N-term) _(ac)AAEASAVQQLAGLLDQVDAPLKK_ B6TAH4_MAIZE 3 793.43571 2377.2853 0.94832 -0.080554 0.84981 126.9 126.9 1.27E-06 30.37 803340

224 AAEASAVQQLAGLLDQVDAPLKK Acetyl (Protein N-term) _(ac)AAEASAVQQLAGLLDQVDAPLKK_ B6TAH4_MAIZE 3 793.43571 2377.2853 0.96626 0.1435 1.0917 127.74 127.74 4.10E-06 46.61 193130

225 AAEASAVQQLAGLLDQVDAPLKK Acetyl (Protein N-term) _(ac)AAEASAVQQLAGLLDQVDAPLKK_ B6TAH4_MAIZE 3 793.43571 2377.2853 0.9902 -0.18531 0.78688 128.36 128.36 1.68E-03 29 153150

226 AAEASAVQQLAGLLDQVDAPLKK Acetyl (Protein N-term) _(ac)AAEASAVQQLAGLLDQVDAPLKK_ B6TAH4_MAIZE 3 793.43571 2377.2853 0.94167 0.092414 1.0158 128.53 128.53 5.14E-05 23.03 897750

227 AAEAVGDKAPQIDVTQFGYFK Unmodified _AAEAVGDKAPQIDVTQFGYFK_ B4FQD7_MAIZE 3 752.38294 2254.127 0.8598 0.05121 0.91073 89.838 89.838 6.15E-18 61.87 573290

228 AAEAVGDKAPQIDVTQFGYFK Unmodified _AAEAVGDKAPQIDVTQFGYFK_ B4FQD7_MAIZE 3 752.38294 2254.127 0.77652 -0.058885 0.71746 91.739 91.739 4.33E-06 52.35 1125200

229 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 3 375.8611 1124.5615 0.70987 0.266 0.96314 48.342 48.342 5.86E-01 10.14 2020600

230 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 3 375.8611 1124.5615 0.54318 0.17581 0.7082 48.459 48.459 3.83E-02 20.96 342330

231 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 0.027974 0.084222 0.10145 48.477 48.477 1.25E-02 40.39 434210

232 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 0.15244 0.21744 0.35943 50.739 50.739 2.81E-03 37 825160

233 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 0.1361 -0.16399 -0.038183 50.01 50.01 1.25E-02 39.64 1198000

234 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 0.12458 0.041183 0.15558 50.8 50.8 1.62E-03 45.47 605800

235 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 3 375.8611 1124.5615 0.67879 0.091921 0.75961 50.501 50.501 3.83E-02 38.45 1221300

236 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 -0.0001392 -0.18919 -0.19937 51.225 51.225 1.62E-03 43.98 21950000

237 AAEAVVDWHK Unmodified _AAEAVVDWHK_ B6TPH0_MAIZE 2 563.28801 1124.5615 0.075512 -0.10912 -0.04289 48.847 48.847 1.45E-01 26.45 592720
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238 AAEDAKPLFAALK Unmodified _AAEDAKPLFAALK_ B4FY74_MAIZE 3 448.92224 1343.7449 -0.061233 0.31806 0.22276 70.372 70.372 3.98E-04 46.22 5951900

239 AAEDAKPLFAALK Unmodified _AAEDAKPLFAALK_ B4FY74_MAIZE 2 672.87973 1343.7449 0.52131 -0.024262 0.46383 70.36 70.36 1.15E-02 33.6 1751600

240 AAEDAKPLFAALK Unmodified _AAEDAKPLFAALK_ B4FY74_MAIZE 2 672.87973 1343.7449 0.49368 0.49891 0.95876 69.788 69.788 6.20E-03 35.4 1100500

241 AAEDAKPLFAALK Unmodified _AAEDAKPLFAALK_ B4FY74_MAIZE 3 448.92224 1343.7449 -0.03749 -0.038389 -0.10875 69.77 69.77 3.27E-03 29.91 4127300

242 AAEDAKPLFAALK Unmodified _AAEDAKPLFAALK_ B4FY74_MAIZE 3 448.92224 1343.7449 -0.13855 0.86906 0.6949 71.84 71.84 5.38E-01 8.76 203480

243 AAEDLSGSHLDEVKR Unmodified _AAEDLSGSHLDEVKR_ B6T075_MAIZE 3 542.94091 1625.8009 0.086082 -0.028487 0.04241 46.325 46.325 1.00E+00 5.3 704420

244 AAEDLSGSHLDEVKR Unmodified _AAEDLSGSHLDEVKR_ B6T075_MAIZE 3 542.94091 1625.8009 -0.032549 -0.081199 -0.12929 46.098 46.098 4.82E-01 23.97 488730

245 AAEDLSGSHLDEVKR Unmodified _AAEDLSGSHLDEVKR_ B6T075_MAIZE 3 542.94091 1625.8009 0.065872 -0.037904 0.011147 48.564 48.564 2.34E-01 19.72 508240

246 AAEDLSGSHLDEVKR Unmodified _AAEDLSGSHLDEVKR_ B6T075_MAIZE 3 542.94091 1625.8009 0.10003 0.079069 0.16249 47.798 47.798 8.47E-02 35.98 514230

247 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 2 1196.6052 2391.1958 1.1639 -0.38518 0.75146 120.02 120.02 8.95E-08 70.92 891010

248 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 2 1196.6052 2391.1958 1.1947 -0.048897 1.1177 120.43 120.43 1.29E-11 70.7 544840

249 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 3 798.07255 2391.1958 0.98443 0.49853 1.4549 120.43 120.43 5.35E-30 66.21 365480

250 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 2 1196.6052 2391.1958 1.1465 0.045919 1.1648 120.63 120.63 5.37E-06 54.44 566340

251 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 3 798.07255 2391.1958 0.9829 0.10698 1.0612 120.59 120.59 9.13E-49 92.38 493300

252 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 2 1196.6052 2391.1958 1.1636 0.34288 1.4783 120.71 120.71 8.95E-08 87.09 401620

253 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 3 798.07255 2391.1958 1.0201 0.217 1.2085 120.71 120.71 9.19E-08 47.76 317580

254 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 2 1196.6052 2391.1958 1.2105 0.33797 1.5199 121.1 121.1 7.17E-26 82.76 1302400

255 AAEEEQGFRPLDEASLLAYIK Acetyl (Protein N-term) _(ac)AAEEEQGFRPLDEASLLAYIK_ B6TDT6_MAIZE 3 798.07255 2391.1958 1.1288 0.57886 1.6786 121.07 121.07 6.15E-18 65.14 920040

256 AAEEMAPKKAAAAK Unmodified _AAEEMAPKKAAAAK_ B6TH09_MAIZE 2 693.87412 1385.7337 0.64781 0.01151 0.60599 72.421 72.421 3.49E-01 4.75 388780

257 AAEFWAR Unmodified _AAEFWAR_ B6ST72_MAIZE 2 425.71394 849.41334 0.017542 0.33968 0.32916 60.112 60.112 1.86E-01 46.19 197820

258 AAEGLVEGGK Unmodified _AAEGLVEGGK_ P93852_MAIZE 2 465.74818 929.48181 -0.05476 -0.49575 -0.5651 37.437 37.437 1.25E-02 73.9 438820

259 AAEGLVEGGKK Unmodified _AAEGLVEGGKK_ P93852_MAIZE 2 529.79566 1057.5768 -0.010929 -0.090399 -0.1223 28.378 28.378 1.00E+00 14.75 131200

260 AAEGLVEGGKK Unmodified _AAEGLVEGGKK_ P93852_MAIZE 3 353.53287 1057.5768 1.0852 -0.006244 1.0583 28.357 28.357 2.92E-01 16.37 53426

261 AAEIESFLLSIEDEKNSLLNK Unmodified _AAEIESFLLSIEDEKNSLLNK_ B4FLR0_MAIZE 3 788.4162 2362.2268 0.95449 0.022597 0.9468 124.01 124.01 2.97E-04 48.52 329090

262 AAEIQSGIDGAEALIR Unmodified _AAEIQSGIDGAEALIR_ B6TUE7_MAIZE 2 807.4283 1612.842 0.9652 -0.065581 0.87561 91.048 91.048 4.21E-20 68.66 69889

263 AAEIQSGIDGAEALIR Unmodified _AAEIQSGIDGAEALIR_ B6TUE7_MAIZE 2 807.4283 1612.842 0.93372 -1.7814 -0.87077 89.506 89.506 7.73E-25 70.81 722230

264 AAEKPAPVR Acetyl (Protein N-term) _(ac)AAEKPAPVR_ B4FB35_MAIZE 2 490.77982 979.54508 0.075033 -0.44734 -0.40866 33.315 33.315 7.18E-01 9.64 34425

265 AAEKPAPVR Acetyl (Protein N-term) _(ac)AAEKPAPVR_ B4FB35_MAIZE 2 490.77982 979.54508 -0.099884 0.2405 0.10322 34.196 34.196 3.32E-02 37.12 149690

266 AAEKPAPVR Acetyl (Protein N-term) _(ac)AAEKPAPVR_ B4FB35_MAIZE 2 490.77982 979.54508 -0.083638 -0.62919 -0.74806 31.492 31.492 9.73E-03 39.34 1398600

267 AAELAADESGGGEVR Unmodified _AAELAADESGGGEVR_ B6UBU0_MAIZE 2 716.33915 1430.6638 0.70704 -0.04677 0.64353 46.243 46.243 2.40E-39 107.69 439250

268 AAELAADESGGGEVR Unmodified _AAELAADESGGGEVR_ B6UBU0_MAIZE 2 716.33915 1430.6638 0.71935 0.10717 0.80959 45.429 45.429 2.40E-39 99.18 791740

269 AAELAADESGGGEVR Unmodified _AAELAADESGGGEVR_ B6UBU0_MAIZE 2 716.33915 1430.6638 0.72145 0.09113 0.79522 46.351 46.351 8.98E-47 104.98 701380

270 AAELGMGR Oxidation (M) _AAELGM(ox)GR_ B6SUK9_MAIZE 2 410.70272 819.39089 0.4272 0.0441 0.44689 23.308 23.308 3.77E-01 26.71 42227

271 AAELLPELLPHVLAK Unmodified _AAELLPELLPHVLAK_ B6SQM0_MAIZE 3 538.65902 1612.9552 -0.016701 -0.33326 -0.37666 109.73 109.73 4.35E-01 21.92 115990
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272 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.18975 0.41185 0.57461 82.414 82.414 1.67E-02 36.59 53771

273 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.23401 0.10678 0.31417 81.26 81.26 4.43E-05 77.35 6188000

274 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.22074 0.041772 0.23599 81.702 81.702 5.66E-08 76.99 9229500

275 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.22265 0.26415 0.46004 81.365 81.365 1.67E-02 43.62 4857100

276 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.19631 0.15892 0.32816 81.04 81.04 4.43E-05 85.14 2642600

277 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.2105 0.20425 0.38804 81.514 81.514 5.66E-08 70.68 11214000

278 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.20346 0.4208 0.59677 81.412 81.412 5.66E-08 73.5 1278100

279 AAELTTLLESR Unmodified _AAELTTLLESR_ ATPAM_MAIZE 2 602.33261 1202.6507 0.21078 0.20398 0.38674 81.197 81.197 4.48E-03 47.78 933560

280 AAEQAIAGMDGK Oxidation (M) _AAEQAIAGM(ox)DGK_ B4FTP3_MAIZE 2 589.27952 1176.5445 0.2906 -0.36821 -0.097772 33.819 33.819 4.91E-03 21.22 94923

281 AAEQVALNPDK Unmodified _AAEQVALNPDK_ B6TCK3_MAIZE 2 578.30385 1154.5932 0.043159 -0.15751 -0.13859 42.863 42.863 3.57E-04 60.54 4866500

282 AAEQVALNPDKWLEFK Unmodified _AAEQVALNPDKWLEFK_ B6TCK3_MAIZE 3 620.32811 1857.9625 0.30514 0.18805 0.47327 95.687 95.687 1.36E-01 48.5 741650

283 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.2215 0.042993 1.256 93.187 93.187 2.86E-31 86.34 1117700

284 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.2117 0.07934 1.2835 94.668 94.668 4.53E-07 67.3 49482

285 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.1906 -0.066175 1.1169 93.629 93.629 1.84E-40 81.62 1239500

286 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.1638 0.089853 1.2459 93.986 93.986 2.86E-31 96.54 1583200

287 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.145 0.03292 1.1704 93.759 93.759 1.84E-40 89.92 2049900

288 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.2597 0.004971 1.2568 93.427 93.427 1.84E-40 91.15 1550600

289 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.1476 0.004861 1.1445 94.103 94.103 2.86E-31 90.89 15015000

290 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 3 702.992 2105.9542 0.69707 0.18578 0.87403 93.952 93.952 1.00E+00 10.77 2092800

291 AAESFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDK_ B6T681_MAIZE 2 1053.9844 2105.9542 1.2245 -0.06126 1.1554 93.494 93.494 2.86E-31 84.51 1063800

292 AAESFLFTSESVNEGHPDKLCDQVSDAVLDACLAQDPDSK Acetyl (Protein N-term) _(ac)AAESFLFTSESVNEGHPDKLCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 3 1470.0004 4406.9795 1.1928 -0.19534 0.99967 120.73 120.73 3.10E-09 58.79 878170

293 AAESGDAAAFASLAPADLSLR Unmodified _AAESGDAAAFASLAPADLSLR_ B6TPI5_MAIZE 2 1002.5053 2002.996 1.2471 1.1313 2.3552 100.69 100.69 1.08E-14 61.47 188270

294 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.17317 -0.39923 -0.24655 48.118 48.118 3.57E-04 104.7 1974900

295 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.18269 0.54608 0.7071 48.863 48.863 4.48E-03 45.92 76491

296 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.157 0.1064 0.24278 48.048 48.048 4.48E-03 45.98 576970

297 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.23533 0.075648 0.28938 49.761 49.761 3.60E-06 83.65 361710

298 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.20854 0.075042 0.26254 50.639 50.639 3.60E-06 73.46 389710

299 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 -0.4866 50.336 50.336 5.52E-04 43.97

300 AAESSAEWTVK Unmodified _AAESSAEWTVK_ B6T6D1_MAIZE 2 589.78804 1177.5615 0.093931 0.18227 0.25498 51.783 51.783 3.60E-06 63.94 5199500

301 AAESSVLK Unmodified _AAESSVLK_ B6SK06_MAIZE 2 402.72672 803.43888 0.42032 0.01315 0.40055 30.865 30.865 3.77E-01 19.84 21274

302 AAESSVLK Unmodified _AAESSVLK_ B6SK06_MAIZE 2 402.72672 803.43888 0.37379 0.82918 1.1693 31.258 31.258 1.65E-01 29.96 90655

303 AAETSIFAK Unmodified _AAETSIFAK_ B4FWE4_MAIZE 2 469.2531 936.49165 -0.071873 -0.27985 -0.37694 49.473 49.473 3.32E-02 42.42 586320

304 AAETSIFAK Unmodified _AAETSIFAK_ B4FWE4_MAIZE 2 469.2531 936.49165 -0.16952 0.35382 0.15701 49.691 49.691 3.32E-02 63.67 546500

305 AAETSIFAK Unmodified _AAETSIFAK_ B4FWE4_MAIZE 2 469.2531 936.49165 -0.023858 0.42026 0.36835 51.952 51.952 3.39E-01 42.68 585160
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306 AAETSIFAK Unmodified _AAETSIFAK_ B4FWE4_MAIZE 2 469.2531 936.49165 -0.029785 0.43363 0.37589 51.254 51.254 3.32E-02 48.71 655660

307 AAETSIFAK Unmodified _AAETSIFAK_ B4FWE4_MAIZE 2 469.2531 936.49165 -0.070068 0.59439 0.49641 52.025 52.025 3.32E-02 52.9 541970

308 AAEYIIPSFK Unmodified _AAEYIIPSFK_ B6T6B3_MAIZE 2 569.81078 1137.607 0.13418 -0.63437 -0.52756 80.466 80.466 3.43E-01 10.69 294280

309 AAEYNNVR Unmodified _AAEYNNVR_ B4FMY6_MAIZE 2 468.73032 935.44609 -0.039659 -0.60535 -0.68072 29.48 29.48 5.06E-02 53.74 46203

310 AAFDEAEK Unmodified _AAFDEAEK_ Q43712_MAIZE 2 440.70598 879.39741 0.14016 0.087392 0.19541 35.592 35.592 3.77E-01 27.51 64426

311 AAFDEAEK Unmodified _AAFDEAEK_ Q43712_MAIZE 2 440.70598 879.39741 0.083956 -0.50072 -0.44812 35.66 35.66 3.77E-01 20.49 451820

312 AAFENVTK Unmodified _AAFENVTK_ B4FM96_MAIZE 2 440.23217 878.44978 -0.015097 -0.06066 -0.093193 39.952 39.952 2.92E-02 46.62 6730200

313 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.3444 0.26009 1.5699 40.768 40.768 2.78E-01 34.74 6753800

314 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.1216 0.024727 1.114 41.533 41.533 2.78E-01 35.85 271040

315 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.2685 -0.24186 0.99169 40.409 40.409 2.64E-01 36.61 3815100

316 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.4398 -0.3494 1.0557 42.87 42.87 2.78E-01 37.49 4085000

317 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.2599 -0.22535 1.0016 42.289 42.289 2.64E-01 36.28 6494000

318 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.2407 -0.0621 1.1438 42.773 42.773 2.64E-01 38.71 3821100

319 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.3828 0.038654 1.3855 42.497 42.497 2.78E-01 38.77 3018400

320 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.3145 -0.10881 1.1705 43.234 43.234 2.78E-01 40.15 25099000

321 AAFLAR Unmodified _AAFLAR_ B4FAL9_MAIZE 2 324.69502 647.37549 1.3556 -0.23161 1.09 40.906 40.906 2.64E-01 30.14 531010

322 AAFNDVYIAYELMDTDLHQIIR Unmodified _AAFNDVYIAYELMDTDLHQIIR_ B6TJE9_MAIZE 3 871.10022 2610.2788 1.2632 1.2421 2.492 126.04 126.04 3.07E-12 49.19 1206300

323 AAFNDVYIAYELMDTDLHQIIR Unmodified _AAFNDVYIAYELMDTDLHQIIR_ B6TJE9_MAIZE 3 871.10022 2610.2788 1.0544 0.11484 1.1571 131.57 131.57 1.10E-30 72.21 847890

324 AAFNLYTSTLGYQIHDIEAK Unmodified _AAFNLYTSTLGYQIHDIEAK_ Q94F76_MAIZE 3 752.38294 2254.127 0.85881 -0.030067 0.81495 99.504 99.504 5.91E-04 31.86 332050

325 AAFVGYFR Unmodified _AAFVGYFR_ B4FGD3_MAIZE 2 465.74525 929.47594 -0.010948 0.053464 0.040503 71.798 71.798 2.92E-02 32.24 577050

326 AAGAGGGELEALEGVR Acetyl (Protein N-term) _(ac)AAGAGGGELEALEGVR_ B6TAI5_MAIZE 2 749.87844 1497.7423 0.86261 0.11007 0.95436 91.068 91.068 7.01E-14 53.03 409080

327 AAGASWIQFDEPTLVK Unmodified _AAGASWIQFDEPTLVK_ B6UF55_MAIZE 2 866.94887 1731.8832 1.0573 -0.35326 0.69987 96.407 96.407 4.21E-20 62.57 2475700

328 AAGASWIQFDEPTLVK Unmodified _AAGASWIQFDEPTLVK_ B6UF55_MAIZE 2 866.94887 1731.8832 1.052 -0.20084 0.84723 97.058 97.058 1.27E-09 70.96 1936400

329 AAGASWIQFDEPTLVK Unmodified _AAGASWIQFDEPTLVK_ B6UF55_MAIZE 2 866.94887 1731.8832 1.0429 -0.007261 1.0318 97.07 97.07 1.27E-09 58.48 2328800

330 AAGASWIQFDEPTLVK Unmodified _AAGASWIQFDEPTLVK_ B6UF55_MAIZE 2 866.94887 1731.8832 1.0302 -0.088604 0.93724 96.968 96.968 1.48E-07 54.22 3489200

331 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 2 1196.0894 2390.1642 1.1384 0.32463 1.4615 121.31 121.31 2.21E-30 96.16 9545200

332 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 3 797.72867 2390.1642 0.94999 0.49031 1.4388 121.27 121.27 9.90E-22 56.31 2127100

333 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 2 1196.0894 2390.1642 1.2108 -0.032655 1.1773 121.68 121.68 4.59E-36 89.95 4001800

334 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 3 797.72867 2390.1642 0.91841 0.18239 1.0993 121.66 121.66 9.90E-22 62.73 1085200

335 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 2 1196.0894 2390.1642 1.11 0.29235 1.4007 121.89 121.89 4.20E-18 108.68 3809900

336 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 3 797.72867 2390.1642 0.96027 0.31159 1.2699 121.89 121.89 5.93E-08 56.99 1368100

337 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 2 1196.0894 2390.1642 1.1172 0.19028 1.3058 122.03 122.03 3.03E-22 102.76 3015300

338 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 3 797.72867 2390.1642 0.93871 0.20827 1.1451 122.02 122.02 2.19E-05 53.9 1222200

339 AAGASWIQFDEPTLVLDLDSDK Unmodified _AAGASWIQFDEPTLVLDLDSDK_ Q8W529_MAIZE 2 1196.0894 2390.1642 1.3 -0.10695 1.1917 121.42 121.42 8.70E-13 72.05 206630
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340 AAGEPLAIEEVVVDTPK Unmodified _AAGEPLAIEEVVVDTPK_ B4FGN7_MAIZE 2 869.46709 1736.9196 1.103 -0.009007 1.0856 93.44 93.44 3.42E-29 83.91 997970

341 AAGEPLAIEEVVVDTPK Unmodified _AAGEPLAIEEVVVDTPK_ B4FGN7_MAIZE 2 869.46709 1736.9196 1.0644 -0.011059 1.0448 94.089 94.089 3.42E-29 72.74 487130

342 AAGEPLAIEEVVVDTPK Unmodified _AAGEPLAIEEVVVDTPK_ B4FGN7_MAIZE 2 869.46709 1736.9196 1.0492 -0.073887 0.96663 94.131 94.131 4.07E-45 72.52 547230

343 AAGEPLAIEEVVVDTPK Unmodified _AAGEPLAIEEVVVDTPK_ B4FGN7_MAIZE 2 869.46709 1736.9196 1.0555 -0.15483 0.89198 93.953 93.953 1.43E-21 75.96 703970

344 AAGEPLAIEEVVVDTPK Unmodified _AAGEPLAIEEVVVDTPK_ B4FGN7_MAIZE 2 869.46709 1736.9196 1.0866 0.098305 1.1764 93.705 93.705 8.28E-39 91.38 2834200

345 AAGEPLTIEEIVVDPPK Unmodified _AAGEPLTIEEIVVDPPK_ B4FTP4_MAIZE 2 889.48274 1776.9509 1.1475 -0.037567 1.0984 96.958 96.958 1.54E-12 51.64 455860

346 AAGEQSVFK Unmodified _AAGEQSVFK_ B4FUI0_MAIZE 2 468.7429 935.47125 -0.1218 -0.11681 -0.24888 41.518 41.518 9.73E-03 54.36 1639100

347 AAGEVLALQK Unmodified _AAGEVLALQK_ B6TAY2_MAIZE 2 500.2953 998.57605 -0.0025641 0.13016 0.10063 52.31 52.31 1.62E-03 51.01 1375100

348 AAGEVLALQK Unmodified _AAGEVLALQK_ B6TAY2_MAIZE 2 500.2953 998.57605 -0.17259 0.21537 0.015975 52.617 52.617 1.84E-04 42.51 625270

349 AAGEVLALQK Unmodified _AAGEVLALQK_ B6TAY2_MAIZE 2 500.2953 998.57605 -0.053725 0.16876 0.087615 54.682 54.682 1.62E-03 44.9 1181200

350 AAGEVLALQK Unmodified _AAGEVLALQK_ B6TAY2_MAIZE 2 500.2953 998.57605 -0.023124 0.018551 -0.032232 54.001 54.001 2.81E-03 36.03 560360

351 AAGEVLALQK Unmodified _AAGEVLALQK_ B6TAY2_MAIZE 2 500.2953 998.57605 -0.17103 -0.061672 -0.25933 54.674 54.674 1.84E-04 60.92 3300200

352 AAGFDGELDASNIR Unmodified _AAGFDGELDASNIR_ MMT1_MAIZE 2 718.34424 1434.6739 0.67844 0.81921 1.4841 70.525 70.525 7.64E-09 59.87 55777

353 AAGFDGELDASNIR Unmodified _AAGFDGELDASNIR_ MMT1_MAIZE 2 718.34424 1434.6739 0.73514 -0.023531 0.69923 69.946 69.946 1.95E-13 82.15 257650

354 AAGFDGELDASNIR Unmodified _AAGFDGELDASNIR_ MMT1_MAIZE 2 718.34424 1434.6739 0.7248 -0.18103 0.5316 70.943 70.943 3.56E-04 56.56 223550

355 AAGGAPANVAIAVSR Unmodified _AAGGAPANVAIAVSR_ B6U666_MAIZE 2 662.87023 1323.7259 0.48029 0.26867 0.73217 58.883 58.883 1.12E-07 46.24 982340

356 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.2121 0.11839 1.3324 63.242 63.242 4.46E-39 82.34 1142500

357 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.2165 0.40146 1.6197 63.197 63.197 3.89E-34 62.63 323450

358 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.1975 0.020733 1.2198 64.673 64.673 1.29E-11 48.5 587610

359 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.2039 0.15643 1.3625 64.062 64.062 1.08E-14 78.51 590280

360 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.3007 -0.006002 1.2968 64.368 64.368 3.89E-34 68.56 550670

361 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.1932 0.17562 1.3706 64.981 64.981 7.17E-26 72.53 1015900

362 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1043.4878 2084.9611 1.0217 -0.28321 0.74118 63.45 63.45 2.39E-60 83.04 17509000

363 AAGGDDTTIAQVHSGIDSSNK Acetyl (Protein N-term) _(ac)AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 3 695.99429 2084.9611 0.53166 -0.33213 0.20244 63.447 63.447 1.19E-11 65.89 6134200

364 AAGGDDTTIAQVHSGIDSSNK Unmodified _AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 3 681.99077 2042.9505 0.45445 -0.29755 0.16218 53.133 53.133 3.35E-08 56.33 11497000

365 AAGGDDTTIAQVHSGIDSSNK Unmodified _AAGGDDTTIAQVHSGIDSSNK_ B4G080_MAIZE 2 1022.4825 2042.9505 1.1312 0.042159 1.1779 53.133 53.133 8.95E-08 80.29 1329200

366 AAGGELAWGEEPVAR Acetyl (Protein N-term) _(ac)AAGGELAWGEEPVAR_ B6T574_MAIZE 2 777.88099 1553.7474 0.91435 0.3722 1.2665 86.813 86.813 3.88E-01 16.89 541360

367 AAGGELAWGEEPVAR Acetyl (Protein N-term) _(ac)AAGGELAWGEEPVAR_ B6T574_MAIZE 2 777.88099 1553.7474 0.96927 -0.17439 0.77563 87.136 87.136 1.56E-01 8.73 17372

368 AAGLAFFR Unmodified _AAGLAFFR_ B6TQ13_MAIZE 2 426.73996 851.46537 0.11342 0.10498 0.20676 76.55 76.55 5.06E-02 29.11 499980

369 AAGLLEER Unmodified _AAGLLEER_ B4FY98_MAIZE 2 429.73762 857.46068 0.061298 0.2763 0.29685 48.047 48.047 5.06E-02 23.19 2179400

370 AAGLQVFGQPASTDVAR Acetyl (Protein N-term) _(ac)AAGLQVFGQPASTDVAR_ Q9FQC6_MAIZE 2 865.44703 1728.8795 1.0766 0.07683 1.1552 94 94 3.42E-29 83.76 403310

371 AAGLSEVLAPVEATMEK Oxidation (M) _AAGLSEVLAPVEATM(ox)EK_ B6TJJ4_MAIZE 2 866.4453 1730.8761 1.1632 0.22826 1.3739 87.179 87.179 6.64E-13 53.37 775470

372 AAGMTYIGYSNICAALVR Oxidation (M) _AAGM(ox)TYIGYSNICAALVR_ ATP5E_MAIZE 2 973.97678 1945.939 1.0989 -0.15181 0.93794 93.471 93.471 5.25E-26 96.88 425280

373 AAGMTYIGYSNICAALVR Oxidation (M) _AAGM(ox)TYIGYSNICAALVR_ ATP5E_MAIZE 3 649.65361 1945.939 0.3974 -0.023339 0.36394 93.42 93.42 2.03E-05 51.92 116020
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374 AAGNEVIGIDLGTTNSCVAVMEGK Oxidation (M) _AAGNEVIGIDLGTTNSCVAVM(ox)EGK_ B4F8Q2_MAIZE 2 1211.5831 2421.1516 1.2817 -0.18163 1.1045 84.448 84.448 5.57E-53 98.68 293980

375 AAGNEVIGIDLGTTNSCVSVMEGK Oxidation (M) _AAGNEVIGIDLGTTNSCVSVM(ox)EGK_ B6U4A3_MAIZE 2 1219.5805 2437.1465 1.3018 -0.07784 1.2303 84.182 84.182 7.49E-12 97.57 208100

376 AAGVEESMRPPGR Oxidation (M) _AAGVEESM(ox)RPPGR_ B6UA28_MAIZE 3 458.22611 1371.6565 -0.13935 0.015098 -0.13727 34.263 34.263 5.88E-01 30.19 448780

377 AAGVEESMRPPGR Oxidation (M) _AAGVEESM(ox)RPPGR_ B6UA28_MAIZE 2 686.83553 1371.6565 0.64194 -0.21236 0.41617 34.315 34.315 8.08E-01 1 45985

378 AAGVEESMRPPGR Oxidation (M) _AAGVEESM(ox)RPPGR_ B6UA28_MAIZE 3 458.22611 1371.6565 -0.14429 0.010724 -0.14781 34.827 34.827 8.46E-03 27.5 412960

379 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.708 -0.39002 0.31941 62.791 62.791 2.61E-08 59.32 3574800

380 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.59711 -2.0338 -1.4333 63.904 63.904 9.49E-01 4.65 9036.9

381 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.7093 -0.34807 0.36299 63.234 63.234 1.47E-03 50.26 739230

382 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.70788 -0.38952 0.31891 64.534 64.534 2.61E-08 62.29 1214900

383 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.70191 -0.32218 0.38109 63.899 63.899 2.61E-08 46.01 1380100

384 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.72933 -0.19534 0.53468 64.245 64.245 4.68E-05 42.45 957350

385 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.63527 -0.75378 -0.11639 64.658 64.658 2.50E-15 66.56 22563000

386 AAGVLCSYDPNVR Unmodified _AAGVLCSYDPNVR_ SCRK2_MAIZE 2 711.34572 1420.6769 0.73839 0.24164 0.98042 63.293 63.293 3.13E-02 50.09 402370

387 AAGVLDNHDEGER Unmodified _AAGVLDNHDEGER_ B6T2Z0_MAIZE 2 691.81839 1381.6222 0.48987 -0.271 0.2101 35.183 35.183 6.20E-03 68.72 531890

388 AAGVLDNHDEGER Unmodified _AAGVLDNHDEGER_ B6T2Z0_MAIZE 3 461.54802 1381.6222 -0.31927 -0.12697 -0.4538 35.189 35.189 4.29E-02 36.68 2762100

389 AAGVLENHEEGR Unmodified _AAGVLENHEEGR_ B6T144_MAIZE 3 427.87759 1280.6109 -0.014175 -0.05058 -0.083821 33.307 33.307 9.42E-03 36.04 169550

390 AAGVLENHEEGR Unmodified _AAGVLENHEEGR_ B6T144_MAIZE 2 641.31274 1280.6109 0.38011 0.37734 0.73664 33.315 33.315 7.72E-03 35.77 26803

391 AAGVNPYPHK Unmodified _AAGVNPYPHK_ B6SHH4_MAIZE 3 351.85405 1052.5403 1.0433 -0.022183 1.0058 33.603 33.603 2.94E-01 16.14 58530

392 AAGWGVMVSHR Unmodified _AAGWGVMVSHR_ B4G191_MAIZE 3 390.86608 1169.5764 0.47124 -0.118 0.35528 56.437 56.437 1.00E+00 1.21 1153900

393 AAGWGVMVSHR Unmodified _AAGWGVMVSHR_ B4G191_MAIZE 2 585.79547 1169.5764 0.16941 0.002555 0.17596 56.455 56.455 4.43E-05 78.38 1298200

394 AAGWTPEWVR Unmodified _AAGWTPEWVR_ B4G0V9_MAIZE 2 586.796 1171.5774 0.21364 0.61142 0.82046 78.338 78.338 7.11E-01 14.33 265720

395 AAGWTPEWVR Unmodified _AAGWTPEWVR_ B4G0V9_MAIZE 2 586.796 1171.5774 0.12948 0.27156 0.39641 79.879 79.879 1.45E-01 21.97 579940

396 AAHFEESMK Oxidation (M) _AAHFEESM(ox)K_ B4FZM3_MAIZE 2 533.23712 1064.4597 0.15511 0.17442 0.30633 22.285 22.285 1.00E+00 2.49 3017.7

397 AAHFEESMK Oxidation (M) _AAHFEESM(ox)K_ B4FZM3_MAIZE 2 533.23712 1064.4597 0.14989 0.031335 0.15687 21.952 21.952 5.10E-01 9.55 29910

398 AAHFEESMK Unmodified _AAHFEESMK_ B4FZM3_MAIZE 3 350.49554 1048.4648 1.1971 -0.1775 0.99083 35.604 35.604 9.63E-01 6.81 52795

399 AAHFEESMK Unmodified _AAHFEESMK_ B4FZM3_MAIZE 3 350.49554 1048.4648 1.043 -0.087083 0.92825 34.773 34.773 2.35E-02 33.02 248930

400 AAHVAAGATQEQESSPNR Unmodified _AAHVAAGATQEQESSPNR_ B4FZP8_MAIZE 3 608.62588 1822.8558 0.25393 0.01605 0.2543 31.297 31.297 1.02E-02 43.28 237830

401 AAIAETYNR Unmodified _AAIAETYNR_ B4FW31_MAIZE 2 504.75908 1007.5036 -0.090816 -0.060524 -0.18851 41.231 41.231 1.01E-02 31.37 1338700

402 AAIANAHTLEEAAR Unmodified _AAIANAHTLEEAAR_ B6TS72_MAIZE 3 479.91967 1436.7372 -0.13686 -0.092207 -0.26708 54.495 54.495 1.77E-06 33.82 2937100

403 AAIANAHTLEEAAR Unmodified _AAIANAHTLEEAAR_ B6TS72_MAIZE 2 719.37587 1436.7372 0.69799 0.11034 0.77086 54.5 54.5 3.56E-04 50.87 867810

404 AAICGVDDSQGK Unmodified _AAICGVDDSQGK_ Q41743_MAIZE 2 610.78242 1219.5503 0.35441 0.2085 0.57096 38.872 38.872 2.62E-07 55.09 587100

405 AAIGLSEHGFNTACITK Unmodified _AAIGLSEHGFNTACITK_ B6U124_MAIZE 3 597.30156 1788.8829 0.29705 -0.73603 -0.44135 69.483 69.483 4.33E-01 4.05 758320

406 AAIISQVEDIKETSEK Unmodified _AAIISQVEDIKETSEK_ B6T4K9_MAIZE 3 587.6474 1759.9204 0.11634 -0.070211 0.023405 70.289 70.289 1.90E-03 34.26 97705

407 AAILADSTPAVPVALR Unmodified _AAILADSTPAVPVALR_ B6TJ17_MAIZE 2 782.9565 1563.8984 0.91889 0.65903 1.5633 83.935 83.935 9.46E-03 29.33 329300
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408 AAILVR Unmodified _AAILVR_ PPDK1_MAIZE 2 321.7185 641.42245 1.2053 -0.75194 0.42162 37.862 37.862 1.00E+00 18.35 61530

409 AAILVR Unmodified _AAILVR_ PPDK1_MAIZE 2 321.7185 641.42245 1.3914 -0.53553 0.82331 39.633 39.633 2.78E-01 32.55 308430

410 AAINASVR Unmodified _AAINASVR_ Q9ZQY2_MAIZE 2 401.2325 800.45045 0.47163 3.4061 3.8348 33.507 33.507 1.65E-01 28.31 319540

411 AAINASVR Unmodified _AAINASVR_ Q9ZQY2_MAIZE 2 401.2325 800.45045 0.42119 0.089742 0.47609 34.778 34.778 1.00E+00 14.93 49585

412 AAINASVR Unmodified _AAINASVR_ Q9ZQY2_MAIZE 2 401.2325 800.45045 0.34014 -0.58725 -0.28056 35.58 35.58 1.90E-02 40.8 2660700

413 AAINDIAESVMGFNTNYK Unmodified _AAINDIAESVMGFNTNYK_ B6TG70_MAIZE 3 653.31565 1956.9251 0.5144 0.26911 0.7667 109.39 109.39 1.00E+00 5.5 651540

414 AAINDIAESVMGFNTNYK Unmodified _AAINDIAESVMGFNTNYK_ B6TG70_MAIZE 2 979.46984 1956.9251 1.2118 -0.39571 0.79951 109.39 109.39 4.65E-12 52.93 457130

415 AAINDIAESVMGFNTNYK Unmodified _AAINDIAESVMGFNTNYK_ B6TG70_MAIZE 3 653.31565 1956.9251 0.49674 0.17234 0.65165 110.26 110.26 6.09E-01 19.19 1498700

416 AAINDIAESVMGFNTNYK Unmodified _AAINDIAESVMGFNTNYK_ B6TG70_MAIZE 2 979.46984 1956.9251 1.1917 0.025683 1.2008 110.26 110.26 5.25E-26 84.58 1070700

417 AAINDIAESVMGFNTNYK Oxidation (M) _AAINDIAESVM(ox)GFNTNYK_ B6TG70_MAIZE 2 987.4673 1972.92 1.1959 -0.041109 1.1401 94.415 94.415 5.25E-26 96.65 308160

418 AAINDIAESVMGFNTNYK Oxidation (M) _AAINDIAESVM(ox)GFNTNYK_ B6TG70_MAIZE 2 987.4673 1972.92 1.1895 -0.084374 1.0903 94.241 94.241 1.77E-34 88.34 290120

419 AAINDIAESVMGFNTNYK Oxidation (M) _AAINDIAESVM(ox)GFNTNYK_ B6TG70_MAIZE 2 987.4673 1972.92 1.2622 0.038134 1.2853 93.823 93.823 1.18E-19 64.27 520510

420 AAINDIAESVMGFNTNYK Oxidation (M) _AAINDIAESVM(ox)GFNTNYK_ B6TG70_MAIZE 3 658.64729 1972.92 0.50853 0.13612 0.6297 94.402 94.402 3.92E-01 20.06 2000000

421 AAINDIAESVMGFNTNYK Oxidation (M) _AAINDIAESVM(ox)GFNTNYK_ B6TG70_MAIZE 2 987.4673 1972.92 1.1875 -0.1898 0.98334 94.427 94.427 1.56E-52 87.28 1802700

422 AAINDIAESVMSFNMNYK 2 Oxidation (M) _AAINDIAESVM(ox)SFNM(ox)NYK_ B4F932_MAIZE 2 1025.4664 2048.9183 1.2616 -0.2647 0.97744 98.223 98.223 1.77E-34 82.36 253410

423 AAISEGDQDYR Unmodified _AAISEGDQDYR_ B6SV75_MAIZE 2 612.7782 1223.5418 0.34518 0.044463 0.37253 41.19 41.19 4.43E-05 42.94 714620

424 AAITDYR Unmodified _AAITDYR_ B4FTV9_MAIZE 2 405.21124 808.40792 0.15664 -0.20667 -0.07355 42.018 42.018 4.46E-01 32.01 32944

425 AAITDYR Unmodified _AAITDYR_ B4FTV9_MAIZE 2 405.21124 808.40792 0.31393 0.006141 0.29459 43.943 43.943 1.86E-01 27.72 2544200

426 AALAPEEVVAR Unmodified _AALAPEEVVAR_ B6TKG5_MAIZE 2 563.31676 1124.619 0.073072 0.23753 0.28282 56.627 56.627 1.67E-02 33.28 4981200

427 AALAPEEVVAR Unmodified _AALAPEEVVAR_ B6TKG5_MAIZE 2 563.31676 1124.619 0.060655 0.49592 0.52811 56.914 56.914 4.48E-03 36.5 1111700

428 AALAPEEVVAR Unmodified _AALAPEEVVAR_ B6TKG5_MAIZE 2 563.31676 1124.619 0.12052 0.79096 0.8817 58.649 58.649 3.83E-01 4.51 1205500

429 AALAPEEVVAR Unmodified _AALAPEEVVAR_ B6TKG5_MAIZE 2 563.31676 1124.619 0.1048 0.62296 0.69825 57.949 57.949 7.60E-01 11.82 1290500

430 AALAPEEVVAR Unmodified _AALAPEEVVAR_ B6TKG5_MAIZE 2 563.31676 1124.619 0.010023 0.14783 0.13014 59.071 59.071 5.66E-08 59.95 16770000

431 AALEAACPATVSCADILALAAR Unmodified _AALEAACPATVSCADILALAAR_ B6U9H3_MAIZE 2 1108.0641 2214.1137 1.2467 -0.28118 0.95138 102.95 102.95 6.76E-08 33.69 319860

432 AALEAACPGTVSCADIVALAAR Unmodified _AALEAACPGTVSCADIVALAAR_ B6T3V1_MAIZE 2 1094.0485 2186.0824 1.2185 -0.33988 0.87324 93.657 93.657 5.41E-06 30.01 1031700

433 AALEAACPGTVSCADIVALAAR Unmodified _AALEAACPGTVSCADIVALAAR_ B6T3V1_MAIZE 3 729.7014 2186.0824 0.75098 0.62074 1.3657 93.637 93.637 5.99E-10 39.64 968160

434 AALELGSSYASGDSR Unmodified _AALELGSSYASGDSR_ B4FQV3_MAIZE 2 742.3548 1482.6951 0.80883 -0.10376 0.68631 62.335 62.335 1.04E-33 89.14 808700

435 AALENGVLTVTVPK Unmodified _AALENGVLTVTVPK_ B6SIX0_MAIZE 2 706.41139 1410.8082 0.68024 0.12122 0.7997 77.858 77.858 6.31E-03 26.37 246390

436 AALENGVLTVTVPK Unmodified _AALENGVLTVTVPK_ B6SIX0_MAIZE 2 706.41139 1410.8082 0.659 0.4192 1.0765 79.367 79.367 3.56E-04 53.11 1103300

437 AALFDGIEEGGVR Unmodified _AALFDGIEEGGVR_ B6U0C6_MAIZE 2 667.34097 1332.6674 0.55853 0.7174 1.2703 80.093 80.093 2.61E-08 59.91 244410

438 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.2067 0.24475 1.44 117.17 117.17 4.56E-22 71.54 697670

439 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.2351 0.16967 1.393 117.59 117.59 6.57E-12 90.93 384930

440 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.1577 0.11788 1.2639 117.77 117.77 9.41E-18 49.02 310940

441 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.1981 -0.10378 1.083 117.93 117.93 6.57E-12 92.67 148890
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442 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.3475 -0.34351 0.99265 117.49 117.49 3.79E-06 57.34 85783

443 AALFYDQSLSGEDIYEPFLR Unmodified _AALFYDQSLSGEDIYEPFLR_ B6SIW6_MAIZE 2 1167.5681 2333.1216 1.2296 0.26723 1.4851 118.28 118.28 4.84E-09 57.98 330050

444 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 -0.015895 0.24053 0.1997 85.74 85.74 1.01E-02 36.95 1016800

445 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 -0.072399 0.11719 0.021008 88.475 88.475 3.39E-01 19.35 10708

446 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 -0.16812 0.21612 0.022962 86.33 86.33 1.01E-02 42.36 435750

447 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 -0.026331 0.19109 0.13946 86.509 86.509 7.18E-01 21.47 385270

448 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 0.0057638 0.13774 0.12009 86.163 86.163 3.32E-02 35.74 186530

449 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 0.019312 0.2093 0.20529 85.881 85.881 7.18E-01 14.46 98114

450 AALILVLTR Unmodified _AALILVLTR_ B6T574_MAIZE 2 485.3264 968.63825 -0.015638 0.2858 0.24535 86.332 86.332 1.01E-02 53.43 417410

451 AALIVVLTR Unmodified _AALIVVLTR_ B6TII5_MAIZE 2 478.31858 954.6226 0.015425 0.006833 0.0086426 77.729 77.729 1.01E-02 31.26 478620

452 AALIVVLTR Unmodified _AALIVVLTR_ B6TII5_MAIZE 2 478.31858 954.6226 -0.12123 -0.061176 -0.19682 78.255 78.255 1.01E-02 41.98 249690

453 AALPLATAEVCDANPHLIMNGELR Acetyl (Protein N-term),Oxidation (M) _(ac)AALPLATAEVCDANPHLIM(ox)NGELR_ B6TN41_MAIZE 3 878.77199 2633.2942 1.0544 -0.28589 0.75415 104.43 104.43 3.04E-08 47.36 530510

454 AALPLATAEVCDANPHLIMNGELR Acetyl (Protein N-term),Oxidation (M) _(ac)AALPLATAEVCDANPHLIM(ox)NGELR_ B6TN41_MAIZE 2 1317.6544 2633.2942 1.0826 0.06956 1.1371 104.39 104.39 1.66E-08 27.77 119900

455 AALPLATAEVCDANPHLIMNGELR Acetyl (Protein N-term) _(ac)AALPLATAEVCDANPHLIMNGELR_ B6TN41_MAIZE 3 873.44036 2617.2992 1.1037 -0.56806 0.51977 114.3 114.3 1.13E-01 15.78 76285

456 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 3 619.33392 1854.9799 0.34228 0.12684 0.46516 105.83 105.83 9.01E-03 30.81 331040

457 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 2 928.49725 1854.9799 1.1621 -0.15455 1.005 105.89 105.89 5.25E-26 60.19 171550

458 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 3 619.33392 1854.9799 0.34079 0.1072 0.44505 105.51 105.51 2.20E-01 14.67 698810

459 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 2 928.49725 1854.9799 1.2365 -0.097649 1.1361 105.53 105.53 8.00E-45 107.52 570540

460 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 3 619.33392 1854.9799 0.39616 0.30193 0.69461 106.12 106.12 2.10E-02 29.24 448500

461 AALQEITGLVDGQLQSGR Unmodified _AALQEITGLVDGQLQSGR_ B6THH6_MAIZE 2 928.49725 1854.9799 1.1498 0.060415 1.207 106.13 106.13 2.32E-57 118.55 465940

462 AALSDFDR Unmodified _AALSDFDR_ B4FUA9_MAIZE 2 447.71942 893.4243 -0.13902 0.65112 0.49938 53.659 53.659 5.06E-02 30.09 114180

463 AALSDFDR Unmodified _AALSDFDR_ B4FUA9_MAIZE 2 447.71942 893.4243 -0.14074 0.15782 0.0050957 53.429 53.429 1.00E+00 4.74 417120

464 AALSDFDR Unmodified _AALSDFDR_ B4FUA9_MAIZE 2 447.71942 893.4243 0.090038 0.33072 0.40852 55.648 55.648 1.00E+00 6.88 286880

465 AALSDFDR Unmodified _AALSDFDR_ B4FUA9_MAIZE 2 447.71942 893.4243 -0.18191 0.19618 0.0029009 56.768 56.768 1.00E+00 21.36 1578300

466 AALSIHPILPSFSK Unmodified _AALSIHPILPSFSK_ B4FU36_MAIZE 3 494.28893 1479.8449 -0.10516 -0.14469 -0.26634 85.504 85.504 5.17E-02 22.41 1753700

467 AALTALAYAMNDEFSR Oxidation (M) _AALTALAYAM(ox)NDEFSR_ B6U726_MAIZE 2 880.41962 1758.8247 1.1376 -0.12623 0.98888 86.147 86.147 2.01E-03 39.02 22255

468 AALTPEAVSTR Unmodified _AALTPEAVSTR_ B6TJT9_MAIZE 2 558.3064 1114.5982 0.13581 0.033918 0.15416 48.319 48.319 1.47E-01 46.36 927060

469 AALTPEAVSTR Unmodified _AALTPEAVSTR_ B6TJT9_MAIZE 2 558.3064 1114.5982 0.011696 0.41304 0.40956 51.26 51.26 4.96E-02 51.97 2954900

470 AALTPEAVSTR Unmodified _AALTPEAVSTR_ B6TJT9_MAIZE 2 558.3064 1114.5982 0.0087053 0.35171 0.34432 48.73 48.73 3.57E-04 61.49 3322500

471 AALVGGVAAFAK Unmodified _AALVGGVAAFAK_ B6SQB3_MAIZE 2 537.81894 1073.6233 -0.20563 0.33671 0.12284 72.349 72.349 2.62E-07 35.7 1095400

472 AALVGLYQETSMLTFEGQK Oxidation (M) _AALVGLYQETSM(ox)LTFEGQK_ B4FC92_MAIZE 3 701.354 2101.0402 0.6667 -0.22652 0.43524 106.34 106.34 1.10E-01 9.78 39401

473 AALVGLYQETSMLTFEGQK Oxidation (M) _AALVGLYQETSM(ox)LTFEGQK_ B4FC92_MAIZE 2 1051.5274 2101.0402 1.258 0.006699 1.2597 106.34 106.34 4.50E-02 38.11 24683

474 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 4 451.02034 1800.0523 0.091653 -0.2353 -0.15764 92.808 92.808 1.00E+00 1.43 568920

475 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 3 601.0247 1800.0523 0.30174 -0.23919 0.047823 92.78 92.78 1.00E+00 0.52 591250
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476 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 4 451.02034 1800.0523 -0.12847 -0.12187 -0.26529 94.871 94.871 1.87E-02 31.22 518050

477 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 3 601.0247 1800.0523 0.31666 -0.074627 0.22648 95.068 95.068 9.16E-07 45.03 206020

478 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 3 601.0247 1800.0523 0.32865 -0.095211 0.21903 96.077 96.077 1.13E-04 31.91 280990

479 AALVQFHALALLHQIR Unmodified _AALVQFHALALLHQIR_ B6SV32_MAIZE 4 451.02034 1800.0523 0.062291 -0.14021 -0.093688 96.113 96.113 1.00E+00 9.83 322090

480 AAMAEDDLDK Oxidation (M) _AAM(ox)AEDDLDK_ B6UGG5_MAIZE 2 547.73715 1093.4598 0.1754 -0.73582 -0.58104 32.161 32.161 3.43E-01 22.73 21279

481 AAMAEDDLDK Oxidation (M) _AAM(ox)AEDDLDK_ B6UGG5_MAIZE 2 547.73715 1093.4598 0.16883 -0.64254 -0.49302 32.869 32.869 1.45E-01 10.03 26823

482 AAMAEDDLDK Unmodified _AAMAEDDLDK_ B6UGG5_MAIZE 2 539.7397 1077.4648 0.011655 0.077385 0.063498 43.363 43.363 2.81E-03 46.72 524400

483 AAMAEDDLDKIK Unmodified _AAMAEDDLDKIK_ B6UGG5_MAIZE 2 660.32921 1318.6439 0.49093 -0.16188 0.29939 54.756 54.756 1.68E-09 68.13 756370

484 AAMAEDDLDKIK Unmodified _AAMAEDDLDKIK_ B6UGG5_MAIZE 3 440.55523 1318.6439 0.089432 0.087746 0.14815 56.229 56.229 2.11E-01 14.04 685550

485 AAMAEDDLDKIK Unmodified _AAMAEDDLDKIK_ B6UGG5_MAIZE 3 440.55523 1318.6439 -0.038212 0.14646 0.078288 56.887 56.887 8.04E-02 12.86 2092800

486 AAMAEDDLDKIK Unmodified _AAMAEDDLDKIK_ B6UGG5_MAIZE 2 660.32921 1318.6439 0.47193 0.05849 0.50103 56.861 56.861 2.62E-07 56.45 1343500

487 AAMAEDDLDKIK Oxidation (M) _AAM(ox)AEDDLDKIK_ B6UGG5_MAIZE 2 668.32667 1334.6388 0.58941 -0.14658 0.41753 49.014 49.014 3.52E-11 61.77 375470

488 AAMAEDDLDKIK Oxidation (M) _AAM(ox)AEDDLDKIK_ B6UGG5_MAIZE 3 445.88687 1334.6388 -0.070081 0.19943 0.10403 49.866 49.866 9.20E-10 47.5 3574600

489 AAMAEDDLDKIK Oxidation (M) _AAM(ox)AEDDLDKIK_ B6UGG5_MAIZE 2 668.32667 1334.6388 0.50222 0.10876 0.58473 49.884 49.884 2.98E-17 57.68 1589100

490 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3365 -0.070625 1.2403 25.32 25.32 9.46E-01 20.92 32391

491 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3359 -0.088393 1.2205 26.156 26.156 2.64E-01 18.24 44438

492 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3189 0.15716 1.4498 25.862 25.862 2.78E-01 35.03 171720

493 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3071 -0.082706 1.1995 26.865 26.865 2.78E-01 27.09 172330

494 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.2152 -0.10362 1.0864 25.449 25.449 2.39E-01 33.29 453560

495 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.203 -0.60112 0.57701 26.386 26.386 2.39E-01 35.31 598560

496 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3069 -0.89726 0.38636 29.112 29.112 1.00E+00 11.26 28670

497 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.2093 -0.96833 0.21701 37.14 37.14 2.78E-01 24.76 188460

498 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.1841 0.13638 1.2955 25.419 25.419 2.76E-01 39.35 289590

499 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.1774 0.1808 1.3322 26.405 26.405 2.05E-01 36.86 310960

500 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3697 -0.25131 1.0945 27.042 27.042 1.00E+00 15.27 20154

501 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.2649 -0.38941 0.85153 26.076 26.076 5.26E-01 20.2 81273

502 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.2694 -0.56116 0.68393 27.083 27.083 2.78E-01 39.47 78413

503 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.3169 -0.56168 0.73157 25.167 25.167 2.39E-01 29.4 76906

504 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.9012 25.903 25.903 1.97E-05 31.29

505 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.0657 0.21509 1.2542 27.454 27.454 2.78E-01 41.12 84273

506 AAMLVR Oxidation (M) _AAM(ox)LVR_ B6U4D6_MAIZE 2 338.69417 675.37378 1.0637 -0.14027 0.89868 28.44 28.44 2.78E-01 25.76 83526

507 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.3248 -0.062523 1.2311 36.346 36.346 1.00E+00 1.35 1266100

508 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.3992 -0.55449 0.81283 38.003 38.003 2.64E-01 27.58 606630

509 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.2568 -0.34675 0.87971 37.187 37.187 2.64E-01 34.45 1045300



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

510 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.2026 -0.66718 0.50522 37.781 37.781 2.64E-01 26.57 1170100

511 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.3567 -0.68913 0.6382 36.03 36.03 2.64E-01 30.82 217780

512 AAMLVR Unmodified _AAMLVR_ B6U4D6_MAIZE 2 330.69671 659.37887 1.1872 -0.29982 0.85568 39.372 39.372 2.78E-01 35.32 168170

513 AAMLVR Acetyl (Protein N-term) _(ac)AAMLVR_ B6U4D6_MAIZE 2 351.70199 701.38943 1.0545 -0.95993 0.057232 38.159 38.159 9.46E-01 8.31 151390

514 AAMLVR Acetyl (Protein N-term) _(ac)AAMLVR_ B6U4D6_MAIZE 2 351.70199 701.38943 1.1286 -0.26702 0.82461 43.401 43.401 9.46E-01 9.98 136180

515 AAMLVR Acetyl (Protein N-term) _(ac)AAMLVR_ B6U4D6_MAIZE 2 351.70199 701.38943 0.97393 0.055666 0.99062 43.105 43.105 1.00E+00 7.42 316760

516 AAMLVR Acetyl (Protein N-term) _(ac)AAMLVR_ B6U4D6_MAIZE 2 351.70199 701.38943 -1.2176 39.465 39.465 5.32E-01 9.77

517 AAMWQYCYNQR Unmodified _AAMWQYCYNQR_ P93644_MAIZE 2 745.81882 1489.6231 0.82581 -0.21134 0.59999 67.819 67.819 3.60E-06 37.17 586080

518 AANCDEGQIQPGASAVR Unmodified _AANCDEGQIQPGASAVR_ Q5I204_MAIZE 2 872.40757 1742.8006 1.1005 -0.11155 0.985 48.047 48.047 8.28E-39 104.64 1216600

519 AANGVVIATEK Unmodified _AANGVVIATEK_ B4FFX7_MAIZE 2 536.80349 1071.5924 0.04109 0.030221 0.055727 40.721 40.721 4.96E-02 51.82 859640

520 AANGVVIATEK Unmodified _AANGVVIATEK_ B4FFX7_MAIZE 2 536.80349 1071.5924 -0.13918 0.023949 -0.12988 41.229 41.229 1.67E-02 36.27 207620

521 AANGVVIATEK Unmodified _AANGVVIATEK_ B4FFX7_MAIZE 2 536.80349 1071.5924 0.057294 -0.52632 -0.48512 42.941 42.941 7.60E-01 18.63 205030

522 AANGVVIATEK Unmodified _AANGVVIATEK_ B4FFX7_MAIZE 2 536.80349 1071.5924 0.0065413 -0.076274 -0.085163 42.851 42.851 4.48E-03 50.12 350290

523 AANGVVIATEK Unmodified _AANGVVIATEK_ B4FFX7_MAIZE 2 536.80349 1071.5924 -0.11262 -0.066728 -0.19461 40.945 40.945 1.67E-02 49.37 8511300

524 AANLEDVPSLDLMHELLR Acetyl (Protein N-term) _(ac)AANLEDVPSLDLMHELLR_ B4FI76_MAIZE 2 1039.533 2077.0514 1.3202 0.25641 1.5541 124.7 124.7 1.18E-19 77.06 652710

525 AANLEDVPSLDLMHELLR Acetyl (Protein N-term) _(ac)AANLEDVPSLDLMHELLR_ B4FI76_MAIZE 2 1039.533 2077.0514 1.2499 -0.032299 1.1957 125.91 125.91 3.54E-16 71.32 1073500

526 AANLEDVPSLDLMHELLR Acetyl (Protein N-term) _(ac)AANLEDVPSLDLMHELLR_ B4FI76_MAIZE 2 1039.533 2077.0514 1.3065 0.059442 1.3443 125.21 125.21 5.25E-26 73.37 4900000

527 AANLEDVPSLDLMHELLR Acetyl (Protein N-term) _(ac)AANLEDVPSLDLMHELLR_ B4FI76_MAIZE 2 1039.533 2077.0514 1.0891 -0.40707 0.66075 127.61 127.61 5.25E-26 71.42 3949600

528 AANLEDVPSLDLMHELLR Acetyl (Protein N-term) _(ac)AANLEDVPSLDLMHELLR_ B4FI76_MAIZE 3 693.35774 2077.0514 0.6431 0.036352 0.6581 127.63 127.63 1.00E+00 0.53 292320

529 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.3834 0.88196 2.2451 110.85 110.85 7.65E-01 0.08 106660

530 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.2978 0.6255 1.9034 110.56 110.56 1.04E-01 8.2 299510

531 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.235 -0.1676 1.0476 111.24 111.24 6.74E-04 15.46 300400

532 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.2037 -0.16633 1.0181 110.06 110.06 2.58E-39 57.99 2513400

533 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.1761 -0.12142 1.0349 110.71 110.71 1.39E-52 49.02 2712000

534 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 3 698.68938 2093.0463 0.65156 0.013789 0.64584 110.7 110.7 1.00E+00 5.02 277120

535 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 3 698.68938 2093.0463 0.63915 -0.015501 0.60354 110.7 110.7 6.09E-01 7.12 901740

536 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 2 1047.5304 2093.0463 1.0941 -0.060411 1.0145 111.51 111.51 4.15E-45 56.78 5736600

537 AANLEDVPSLDLMHELLR Acetyl (Protein N-term),Oxidation (M) _(ac)AANLEDVPSLDLM(ox)HELLR_ B4FI76_MAIZE 3 698.68938 2093.0463 0.64114 0.046132 0.66775 111.45 111.45 3.92E-01 14.63 988710

538 AAPADAAGGSSDAFEVIR Acetyl (Protein N-term) _(ac)AAPADAAGGSSDAFEVIR_ B6SUB0_MAIZE 2 873.9183 1745.822 1.0953 0.062736 1.1451 87.522 87.522 5.25E-26 56.72 845600

539 AAPAPATTGDLLR Acetyl (Protein N-term) _(ac)AAPAPATTGDLLR_ B4F9V2_MAIZE 3 432.56998 1294.6881 -0.032497 0.63324 0.5841 51.603 51.603 1.00E+00 4.71 1392400

540 AAPAPATTGDLLR Acetyl (Protein N-term) _(ac)AAPAPATTGDLLR_ B4F9V2_MAIZE 3 432.56998 1294.6881 0.10005 0.088997 0.17203 52.871 52.871 1.00E+00 4.71 894530

541 AAPAPATTGDLLR Acetyl (Protein N-term) _(ac)AAPAPATTGDLLR_ B4F9V2_MAIZE 2 648.35133 1294.6881 0.38564 0.61877 0.98779 75.655 75.655 1.15E-02 31.45 1309400

542 AAPASASVLPDTLER Unmodified _AAPASASVLPDTLER_ B6SWZ4_MAIZE 2 749.39901 1496.7835 0.89203 -0.15338 0.72186 68.908 68.908 2.05E-04 38.6 361790

543 AAPASASVLPDTLER Unmodified _AAPASASVLPDTLER_ B6SWZ4_MAIZE 2 749.39901 1496.7835 0.83412 0.32555 1.1427 70.203 70.203 7.01E-11 51.09 813700
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544 AAPGVTIIDDR Unmodified _AAPGVTIIDDR_ B6TWW1_MAIZE 2 564.3064 1126.5982 0.058886 0.29507 0.35129 61.714 61.714 1.67E-02 36.43 7096600

545 AAPLPLSAEDMLR Acetyl (Protein N-term),Oxidation (M) _(ac)AAPLPLSAEDM(ox)LR_ B6TR41_MAIZE 2 721.37141 1440.7283 0.80614 1.2368 2.0132 90.009 90.009 5.66E-01 16.09 726310

546 AAPPPYPAAFEDELELQEVELR Unmodified _AAPPPYPAAFEDELELQEVELR_ B4G1W8_MAIZE 3 828.74795 2483.222 1.0182 -0.64048 0.35761 111.93 111.93 7.44E-02 11.96 232760

547 AAPPVQPVPTAAAAAAAVNGDAFR Acetyl (Protein N-term) _(ac)AAPPVQPVPTAAAAAAAVNGDAFR_ Q4TZJ2_MAIZE 3 759.06584 2274.1757 0.83756 0.22329 1.0507 104.9 104.9 6.07E-03 12.1 478240

548 AAPSMSDAAMGK Oxidation (M) _AAPSM(ox)SDAAMGK_ B6U8P6_MAIZE 2 576.75482 1151.4951 0.1602 0.28103 0.41918 31.798 31.798 4.56E-01 20.41 51754

549 AAPSMSDAAMGK Oxidation (M) _AAPSMSDAAM(ox)GK_ B6U8P6_MAIZE 2 576.75482 1151.4951 0.13935 -0.67946 -0.55963 40.374 40.374 1.11E-04 58.32 300030

550 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.18953 -0.062918 0.10965 78.317 78.317 9.12E-18 75.89 6032600

551 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 1.0997 -0.23899 0.84459 78.315 78.315 1.43E-21 68.61 1520900

552 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.1644 -0.16979 -0.021697 78.948 78.948 1.92E-13 86.81 1761200

553 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 1.0883 -0.33627 0.73611 78.952 78.952 1.54E-12 69.75 432960

554 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.21636 -0.30061 -0.10052 79.309 79.309 2.02E-06 60.98 1852700

555 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 1.0863 -0.33165 0.73867 79.351 79.351 1.43E-21 65.56 451750

556 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.20841 -0.30717 -0.1145 78.968 78.968 1.35E-01 8.34 2074800

557 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 1.1203 -0.23494 0.86938 78.96 78.96 3.42E-29 69.51 414870

558 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.18622 0.076816 0.24733 78.68 78.68 5.28E-02 31.82 1403200

559 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.22443 -0.56243 -0.3543 79.28 79.28 6.44E-22 66.39 1288600

560 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.13565 0.079465 0.19923 78.972 78.972 1.11E-04 36.18 7391700

561 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 1.1036 -0.19819 0.88888 78.974 78.974 1.24E-09 64.21 1788300

562 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 3 591.65997 1771.9581 0.039438 0.49965 0.52124 78.862 78.862 9.12E-18 68.87 18455000

563 AAQDIALADLAPTHPIR Unmodified _AAQDIALADLAPTHPIR_ B4FRG1_MAIZE 2 886.98632 1771.9581 0.99856 -0.12678 0.85625 78.858 78.858 1.37E-17 74.19 4289400

564 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.16271 0.073895 0.21374 78.867 78.867 4.34E-29 81.44 36536000

565 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.0662 -0.32197 0.7228 78.865 78.865 1.37E-17 81.5 9591300

566 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 4 447.50071 1785.9737 0.082218 -0.18759 -0.12739 78.863 78.863 6.76E-01 16.35 717300

567 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 -0.5588 82.7 82.7 2.41E-02 42.13

568 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.18292 0.045849 0.2066 79.616 79.616 4.34E-29 70.49 13100000

569 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.19653 0.014557 0.18974 79.957 79.957 1.27E-10 67.62 17247000

570 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.0726 -0.17973 0.87138 79.958 79.958 3.42E-29 73.81 3716300

571 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.17258 0.008486 0.15951 79.66 79.66 4.34E-29 71.86 16213000

572 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.0502 -0.16173 0.86748 79.66 79.66 1.37E-17 70.13 3320700

573 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 4 447.50071 1785.9737 0.076863 -0.12589 -0.071136 79.652 79.652 1.00E+00 15.1 340810

574 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.11834 0.12138 0.21759 79.41 79.41 9.12E-18 74.62 14288000

575 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.1013 -0.18882 0.89159 79.408 79.408 1.54E-12 77.7 2734700

576 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 4 447.50071 1785.9737 0.029712 -0.16754 -0.15976 79.4 79.4 1.00E+00 0.19 258450

577 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.1724 0.32784 0.47694 79.902 79.902 1.92E-13 54.79 13431000
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578 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.0927 -0.087615 0.98327 79.906 79.906 1.37E-17 86.6 2576900

579 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.13015 -0.00782 0.10024 79.62 79.62 4.21E-43 91.19 29742000

580 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 2 893.99414 1785.9737 1.1013 -0.26538 0.8146 79.619 79.619 1.43E-21 80.93 5869600

581 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.0018485 -0.35154 -0.3704 79.457 79.457 6.44E-22 83.21 89750000

582 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 4 447.50071 1785.9737 -0.0091655 -0.13485 -0.16622 79.454 79.454 1.35E-01 35.57 2656400

583 AAQDIALAELAPTHPIR Unmodified _AAQDIALAELAPTHPIR_ 14331_MAIZE 3 596.33185 1785.9737 0.16584 0.18103 0.32578 81.317 81.317 5.98E-03 66.14 1243100

584 AAQDIALAELASTHPIR Unmodified _AAQDIALAELASTHPIR_ Q5XPI0_MAIZE 3 592.99161 1775.953 0.22368 0.029643 0.23021 83.879 83.879 2.02E-06 45.43 2124600

585 AAQDIALAELASTHPIR Unmodified _AAQDIALAELASTHPIR_ Q5XPI0_MAIZE 3 592.99161 1775.953 0.2412 -0.070654 0.14725 84.874 84.874 6.76E-01 14.08 708480

586 AAQDIALAELASTHPIR Unmodified _AAQDIALAELASTHPIR_ Q5XPI0_MAIZE 3 592.99161 1775.953 0.25544 0.024278 0.25686 84.585 84.585 9.61E-01 4.65 966180

587 AAQDIALAELASTHPIR Unmodified _AAQDIALAELASTHPIR_ Q5XPI0_MAIZE 3 592.99161 1775.953 0.12727 0.23135 0.33541 84.443 84.443 5.98E-03 33.38 3241900

588 AAQDIALAELASTHPIR Unmodified _AAQDIALAELASTHPIR_ Q5XPI0_MAIZE 2 888.98377 1775.953 1.0914 -0.037799 1.0307 84.441 84.441 1.24E-09 57.51 478010

589 AAQDIALAELPPIHPIR Unmodified _AAQDIALAELPPIHPIR_ B4FT23_MAIZE 3 609.01587 1824.0258 0.35248 0.027539 0.35589 89.499 89.499 9.61E-01 15.55 459400

590 AAQDIALAELPPIHPIR Unmodified _AAQDIALAELPPIHPIR_ B4FT23_MAIZE 3 609.01587 1824.0258 0.3475 0.33487 0.65779 90.118 90.118 2.75E-01 20.46 178440

591 AAQDIALAELPPIHPIR Unmodified _AAQDIALAELPPIHPIR_ B4FT23_MAIZE 4 457.01372 1824.0258 0.023857 -0.059189 -0.057805 90.291 90.291 9.61E-01 11.22 599740

592 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.1031 0.41111 1.4944 122.91 122.91 1.51E-07 60.75 14625000

593 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 3 606.69272 1817.0563 0.27161 0.27572 0.52764 122.9 122.9 4.33E-01 20.98 4387400

594 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.1073 0.11158 1.1999 122.88 122.88 1.22E-02 30.36 934360

595 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 3 606.69272 1817.0563 0.249 0.3075 0.53679 122.89 122.89 1.00E+00 10.52 504310

596 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.1302 -0.06673 1.0442 123.33 123.33 2.72E-05 58.37 4230800

597 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 3 606.69272 1817.0563 0.23709 0.20018 0.41692 123.32 123.32 1.75E-02 36.48 2209800

598 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.1261 0.15381 1.2607 123.1 123.1 7.46E-02 30.07 954400

599 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.1126 0.22095 1.3138 123.56 123.56 1.02E-03 34.68 2802000

600 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 3 606.69272 1817.0563 0.28065 0.23746 0.49834 123.51 123.51 4.34E-02 30.43 1249200

601 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 2 909.53545 1817.0563 1.0835 0.28583 1.349 123.64 123.64 1.02E-03 28.79 2841500

602 AAQEAIVIPPWVALAIR Unmodified _AAQEAIVIPPWVALAIR_ SUS2_MAIZE 3 606.69272 1817.0563 0.30004 0.32161 0.60227 123.61 123.61 9.23E-01 11.18 1279300

603 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.65992 0.18904 0.82833 116.35 116.35 9.90E-01 14.1 916300

604 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.62876 0.17737 0.78603 116.13 116.13 2.20E-01 11.69 209610

605 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.61095 0.14114 0.73226 117.01 117.01 2.20E-01 11.79 652200

606 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.65002 0.69922 1.3281 116.32 116.32 1.00E+00 0.15 159680

607 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.66082 0.23694 0.8783 117.22 117.22 1.10E-01 7.28 587550

608 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.70543 0.043775 0.72913 116.78 116.78 3.96E-01 14.68 173640

609 AAQEAIVIPPWVALAIRPR Unmodified _AAQEAIVIPPWVALAIRPR_ SUS2_MAIZE 3 691.07735 2070.2102 0.67421 0.12782 0.78179 117.84 117.84 9.90E-01 4.36 421270

610 AAQFDALIVR Unmodified _AAQFDALIVR_ B4FWI4_MAIZE 2 552.31402 1102.6135 0.047972 0.011926 0.046446 76.299 76.299 1.25E-02 29.84 738100

611 AAQLDIVVTNK Unmodified _AAQLDIVVTNK_ B4FFZ7_MAIZE 2 586.3377 1170.6608 0.1956 0.17482 0.36134 60.435 60.435 5.66E-08 66.44 1999900
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612 AAQLDIVVTNK Unmodified _AAQLDIVVTNK_ B4FFZ7_MAIZE 2 586.3377 1170.6608 0.14306 0.10032 0.23438 60.708 60.708 3.60E-06 33.18 415250

613 AAQLDIVVTNK Unmodified _AAQLDIVVTNK_ B4FFZ7_MAIZE 2 586.3377 1170.6608 0.11317 -0.13503 -0.030238 63.563 63.563 5.66E-08 76.06 1854300

614 AAQPAGADAAVGR Unmodified _AAQPAGADAAVGR_ B4FNP2_MAIZE 2 577.79927 1153.584 0.17748 0.10317 0.26636 33.586 33.586 6.20E-03 54.93 179500

615 AAQSSDPDDDGEEERDER Unmodified _AAQSSDPDDDGEEERDER_ B6TNC1_MAIZE 3 674.27026 2019.789 0.63788 -0.072436 0.55354 30.058 30.058 6.36E-03 38.29 115140

616 AAQSSDPDDDGEEERDER Unmodified _AAQSSDPDDDGEEERDER_ B6TNC1_MAIZE 3 674.27026 2019.789 0.62659 0.107 0.72149 31.564 31.564 2.82E-02 26.27 56779

617 AAQSSDPDDDGEEERDER Unmodified _AAQSSDPDDDGEEERDER_ B6TNC1_MAIZE 3 674.27026 2019.789 0.6267 -0.23007 0.38426 31.711 31.711 2.82E-02 34.46 110290

618 AASAGESQGVER Acetyl (Protein N-term) _(ac)AASAGESQGVER_ B6SH44_MAIZE 3 401.85819 1202.5527 0.41576 0.95469 1.3455 23.187 23.187 1.00E+00 0.48 15893

619 AASAGESQGVER Acetyl (Protein N-term) _(ac)AASAGESQGVER_ B6SH44_MAIZE 2 602.28365 1202.5527 0.26371 0.15242 0.39402 39.06 39.06 7.72E-03 39.74 292850

620 AASAGGGAVR Acetyl (Protein N-term) _(ac)AASAGGGAVR_ B4G194_MAIZE 2 429.72504 857.43553 0.22263 -0.23056 -0.025077 32.468 32.468 3.43E-01 7.33 116780

621 AASAGGGAVR Acetyl (Protein N-term) _(ac)AASAGGGAVR_ B4G194_MAIZE 2 429.72504 857.43553 -0.047112 0.27873 0.21434 32.053 32.053 1.84E-04 66.13 224150

622 AASAGGGAVR Acetyl (Protein N-term) _(ac)AASAGGGAVR_ B4G194_MAIZE 2 429.72504 857.43553 0.11019 -0.3606 -0.26652 34.416 34.416 4.40E-02 27.55 251680

623 AASAGGGAVR Acetyl (Protein N-term) _(ac)AASAGGGAVR_ B4G194_MAIZE 2 429.72504 857.43553 0.11441 -0.60338 -0.5025 34.38 34.38 1.25E-02 22.2 206640

624 AASAGGGAVR Acetyl (Protein N-term) _(ac)AASAGGGAVR_ B4G194_MAIZE 2 429.72504 857.43553 0.18319 -0.72202 -0.55394 35.291 35.291 4.40E-05 55.27 2730800

625 AASDNPLLVADFDFPPFDR Acetyl (Protein N-term) _(ac)AASDNPLLVADFDFPPFDR_ B4FW57_MAIZE 2 1075.0155 2148.0164 1.2019 0.18933 1.392 128.49 128.49 1.26E-01 12.41 324890

626 AASDVEYR Acetyl (Protein N-term) _(ac)AASDVEYR_ B6STA5_MAIZE 2 476.72216 951.42978 0.13559 49.938 49.938 2.77E-01 18.15

627 AASDVEYR Acetyl (Protein N-term) _(ac)AASDVEYR_ B6STA5_MAIZE 2 476.72216 951.42978 -0.23774 0.22122 -0.045249 49.736 49.736 2.92E-02 38.06 207940

628 AASDVEYR Acetyl (Protein N-term) _(ac)AASDVEYR_ B6STA5_MAIZE 2 476.72216 951.42978 -0.12788 0.11785 -0.038271 52.882 52.882 1.65E-01 28.87 735470

629 AASDVEYR Acetyl (Protein N-term) _(ac)AASDVEYR_ B6STA5_MAIZE 2 476.72216 951.42978 -0.13939 0.5729 0.40339 50.201 50.201 1.65E-01 28.2 3695100

630 AASDVEYR Acetyl (Protein N-term) _(ac)AASDVEYR_ B6STA5_MAIZE 2 476.72216 951.42978 -0.26467 0.38325 0.09092 53.171 53.171 2.92E-02 29.22 17603000

631 AASEGPLK Unmodified _AASEGPLK_ B6SJZ8_MAIZE 2 386.71361 771.41267 0.59395 0.59075 1.1495 25.775 25.775 3.77E-01 24.13 79592

632 AASEGPLK Unmodified _AASEGPLK_ B6SJZ8_MAIZE 2 386.71361 771.41267 0.58239 0.45757 1.0046 25.421 25.421 1.00E+00 19.77 115740

633 AASEGPLK Unmodified _AASEGPLK_ B6SJZ8_MAIZE 2 386.71361 771.41267 0.5818 0.56432 1.1117 25.366 25.366 3.77E-01 24.92 45755

634 AASEGPLK Unmodified _AASEGPLK_ B6SJZ8_MAIZE 2 386.71361 771.41267 0.64525 0.43944 1.0511 26.219 26.219 7.88E-01 13.51 93597

635 AASEGPLK Unmodified _AASEGPLK_ B6SJZ8_MAIZE 2 386.71361 771.41267 0.51347 -0.37024 0.11017 26.061 26.061 5.06E-02 42.93 1865200

636 AASFLSSLLGGGGGEPAATVK Unmodified _AASFLSSLLGGGGGEPAATVK_ B6T4E6_MAIZE 2 945.502 1888.9894 1.2255 1.0641 2.2875 106.49 106.49 3.25E-04 17.47 250970

637 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.6355 -0.57169 0.046515 70.404 70.404 7.01E-11 50.62 49225000

638 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.6502 -0.3967 0.23631 71.817 71.817 1.26E-03 36.64 18225000

639 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.6272 -0.35178 0.25786 71.336 71.336 1.12E-07 43.39 17223000

640 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.61817 -0.25321 0.34823 71.424 71.424 1.60E-05 34.19 10620000

641 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.6801 -0.07099 0.59221 71.698 71.698 1.60E-05 44.71 13191000

642 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.62091 -0.86189 -0.25683 71.479 71.479 7.01E-11 61.14 112220000

643 AASFNIIPSSTGAAK Unmodified _AASFNIIPSSTGAAK_ B6SJZ8_MAIZE 2 717.883 1433.7514 0.65 0.015406 0.64806 72.826 72.826 1.12E-07 47.01 3113100

644 AASFYDAAFGYTVR Unmodified _AASFYDAAFGYTVR_ B6SGF3_MAIZE 2 769.86735 1537.7201 0.98173 0.058383 1.0366 90.394 90.394 7.64E-09 55.32 364050

645 AASFYDAAFGYTVR Unmodified _AASFYDAAFGYTVR_ B6SGF3_MAIZE 2 769.86735 1537.7201 0.85234 0.1876 1.0369 92.422 92.422 1.29E-01 33.68 98478
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646 AASFYDAAFGYTVR Unmodified _AASFYDAAFGYTVR_ B6SGF3_MAIZE 2 769.86735 1537.7201 0.79658 -0.27064 0.52333 91.996 91.996 3.40E-25 95.02 4382800

647 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.16688 0.3653 0.5104 49.745 49.745 4.96E-02 27.82 4142600

648 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.11578 0.029054 0.12258 49.805 49.805 4.96E-02 43.04 598850

649 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.14149 0.14797 0.26766 51.976 51.976 4.48E-03 38.46 1455900

650 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.17326 0.16597 0.31781 51.296 51.296 1.67E-02 42.9 1412200

651 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.13951 -0.17404 -0.056556 51.752 51.752 4.48E-03 28.43 5238200

652 AASSRPLVSVK Acetyl (Protein N-term) _(ac)AASSRPLVSVK_ B4FVJ0_MAIZE 2 578.83786 1155.6612 0.093661 -0.030315 0.042173 52.396 52.396 4.96E-02 27.89 2678900

653 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.98075 0.14288 1.1232 76.576 76.576 2.05E-04 46.53 920580

654 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.78068 -0.12849 0.6523 77.908 77.908 7.01E-11 51.6 675730

655 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.9394 0.24171 1.181 77.101 77.101 2.05E-04 62.28 204790

656 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.97016 0.22984 1.1987 77.652 77.652 2.37E-16 65.39 381310

657 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.93971 0.089067 1.0277 77.285 77.285 1.02E-23 67.4 390980

658 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.9887 0.40241 1.3909 77.11 77.11 1.02E-23 67.61 486670

659 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.95857 -0.58957 0.36974 77.572 77.572 7.01E-11 73.62 714380

660 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.91368 -0.21807 0.69524 77.41 77.41 6.53E-30 89.33 2097700

661 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.80003 -0.018377 0.7816 77.038 77.038 1.02E-23 90.06 8973000

662 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.87855 0.059068 0.93766 75.125 75.125 7.01E-11 64.85 236780

663 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.92163 -0.29018 0.63144 76.307 76.307 6.53E-30 74.41 130530

664 AASSTATSVHDFIVK Acetyl (Protein N-term) _(ac)AASSTATSVHDFIVK_ Q6JAH6_MAIZE 2 788.40429 1574.794 0.79832 -0.86296 -0.063664 78.458 78.458 1.04E-33 100.38 49880000

665 AASTTELPAPSGWTK Unmodified _AASTTELPAPSGWTK_ Q5I204_MAIZE 2 758.88574 1515.7569 0.84829 0.10392 0.94418 68.041 68.041 2.05E-04 38.35 1173800

666 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 -0.037652 -0.024727 -0.081513 48.37 48.37 4.96E-02 40.45 37839

667 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 -0.015762 0.29386 0.25747 47.712 47.712 5.66E-08 70.38 515170

668 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 0.076791 0.2464 0.30253 50.165 50.165 4.43E-05 52.66 761860

669 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 0.071907 -0.14985 -0.096556 49.411 49.411 3.60E-06 65.72 763390

670 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 0.038301 -0.17509 -0.15578 50.276 50.276 5.66E-08 66.22 578890

671 AASVALSSGHR Acetyl (Protein N-term) _(ac)AASVALSSGHR_ B4FMP6_MAIZE 2 549.28854 1096.5625 -0.028584 0.41019 0.36144 50.734 50.734 5.66E-08 65.21 9751900

672 AASWWSSGDPEAK Unmodified _AASWWSSGDPEAK_ B6SI58_MAIZE 2 696.31495 1390.6153 0.57314 0.069939 0.62954 69.247 69.247 4.68E-05 65.16 143280

673 AATAAANSLNR Unmodified _AATAAANSLNR_ B6TB83_MAIZE 2 530.28071 1058.5469 -0.082015 -0.31333 -0.43436 30.424 30.424 3.83E-01 23.37 24311

674 AATAAANSLNR Unmodified _AATAAANSLNR_ B6TB83_MAIZE 2 530.28071 1058.5469 -0.035985 -0.41834 -0.49318 33.703 33.703 7.60E-01 26.1 29563

675 AATAMDHDGGDDVVTPGELLGNSLTLAAGR Acetyl (Protein N-term),Oxidation (M) _(ac)AATAM(ox)DHDGGDDVVTPGELLGNSLTLAAGR_ B6T1M3_MAIZE 3 994.80849 2981.4036 1.2307 0.30675 1.5414 120.28 120.28 1.16E-01 12.38 165000

676 AATDPVFPPGIVDVYGIMR Oxidation (M) _AATDPVFPPGIVDVYGIM(ox)R_ B6TVJ7_MAIZE 2 1017.5219 2033.0292 1.2492 0.43868 1.698 106.04 106.04 1.12E-07 58.42 149290

677 AATDPVFPPGIVDVYGIMR Unmodified _AATDPVFPPGIVDVYGIMR_ B6TVJ7_MAIZE 2 1009.5244 2017.0343 1.2484 0.63499 1.8915 119.63 119.63 7.11E-03 15.35 65088

678 AATEGVLLGMGNPLLDISAVVDDAFLTK Acetyl (Protein N-term),Oxidation (M) _(ac)AATEGVLLGM(ox)GNPLLDISAVVDDAFLTK_ B4FFH8_MAIZE 3 963.50357 2887.4889 1.5163 0.13588 1.6517 131.23 131.23 1.14E-04 36.32 1493100

679 AATEGVLLGMGNPLLDISAVVDDAFLTK Acetyl (Protein N-term),Oxidation (M) _(ac)AATEGVLLGM(ox)GNPLLDISAVVDDAFLTK_ B4FFH8_MAIZE 3 963.50357 2887.4889 1.4948 0.1845 1.6782 131.66 131.66 6.02E-16 65.75 633270
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680 AATEGVLLGMGNPLLDISAVVDDAFLTK Acetyl (Protein N-term),Oxidation (M) _(ac)AATEGVLLGM(ox)GNPLLDISAVVDDAFLTK_ B4FFH8_MAIZE 3 963.50357 2887.4889 1.216 0.40292 1.6179 131.9 131.9 3.13E-08 48.34 263330

681 AATEGVLLGMGNPLLDISAVVDDAFLTK Acetyl (Protein N-term),Oxidation (M) _(ac)AATEGVLLGM(ox)GNPLLDISAVVDDAFLTK_ B4FFH8_MAIZE 3 963.50357 2887.4889 1.1623 -0.31264 0.84943 131.55 131.55 3.95E-19 99.29 4086300

682 AATEGVLLGMGNPLLDISAVVDDAFLTK Acetyl (Protein N-term) _(ac)AATEGVLLGMGNPLLDISAVVDDAFLTK_ B4FFH8_MAIZE 3 958.17193 2871.494 1.3089 -0.020958 1.2859 131.52 131.52 2.08E-13 59.1 1328400

683 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.043616 0.15554 0.07952 42.211 42.211 1.12E-01 58.4 4849000

684 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.14928 0.040412 -0.14056 41.857 41.857 1.12E-01 30.51 2320800

685 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.041803 -0.070624 -0.14402 44.436 44.436 3.39E-01 34.28 3168800

686 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.051451 -0.19939 -0.2833 43.749 43.749 7.18E-01 19.96 2153400

687 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.16297 -0.040298 -0.23494 44.435 44.435 1.12E-01 29.08 6477800

688 AATGELLEK Unmodified _AATGELLEK_ TKTC_MAIZE 2 466.25838 930.50221 -0.023263 -0.031407 -0.087349 44.151 44.151 7.18E-01 23.76 479950

689 AATHPTFATSVK Unmodified _AATHPTFATSVK_ B4F9F9_MAIZE 3 410.88742 1229.6404 0.30704 0.24446 0.55512 39.826 39.826 1.84E-01 31.35 2519700

690 AATHPTFATSVK Unmodified _AATHPTFATSVK_ B4F9F9_MAIZE 3 410.88742 1229.6404 0.29712 0.96409 1.263 41.411 41.411 6.54E-02 28.95 605060

691 AATHPTFATSVK Unmodified _AATHPTFATSVK_ B4F9F9_MAIZE 3 410.88742 1229.6404 0.31665 0.22593 0.54535 41.789 41.789 4.08E-01 13.55 2086000

692 AATHPTFATSVK Unmodified _AATHPTFATSVK_ B4F9F9_MAIZE 2 615.82749 1229.6404 0.39844 0.42355 0.82525 41.807 41.807 7.72E-03 36.53 365760

693 AATTSQASLLLQK Acetyl (Protein N-term) _(ac)AATTSQASLLLQK_ B6TEM7_MAIZE 2 687.38537 1372.7562 0.53868 -0.11001 0.40754 79.86 79.86 1.00E-11 72.79 1740000

694 AAVASSEEAVK Acetyl (Protein N-term) _(ac)AAVASSEEAVK_ B6UD98_MAIZE 2 552.28259 1102.5506 0.075599 0.29151 0.3334 46.184 46.184 4.96E-02 24.41 1676000

695 AAVASSEEAVK Acetyl (Protein N-term) _(ac)AAVASSEEAVK_ B6UD98_MAIZE 2 552.28259 1102.5506 -0.008919 0.46254 0.41941 45.713 45.713 1.00E+00 15.85 734270

696 AAVASSEEAVK Acetyl (Protein N-term) _(ac)AAVASSEEAVK_ B6UD98_MAIZE 2 552.28259 1102.5506 0.073733 0.070267 0.11116 48.352 48.352 1.67E-02 22.9 1134600

697 AAVAWEAGKPLSIEEVEVAPPQAMEVR Oxidation (M) _AAVAWEAGKPLSIEEVEVAPPQAM(ox)EVR_ Q5GA23_MAIZE 3 965.16366 2892.4691 1.1642 -0.7542 0.3953 90.664 90.664 2.43E-03 16.14 713850

698 AAVAWEAGKPLSIEEVEVAPPQAMEVR Oxidation (M) _AAVAWEAGKPLSIEEVEVAPPQAM(ox)EVR_ Q5GA23_MAIZE 3 965.16366 2892.4691 1.1165 0.098309 1.1995 91.281 91.281 1.46E-02 23.95 636380

699 AAVAWEAGKPLSIEEVEVAPPQAMEVR Oxidation (M) _AAVAWEAGKPLSIEEVEVAPPQAM(ox)EVR_ Q5GA23_MAIZE 3 965.16366 2892.4691 1.1746 0.0227 1.1819 91.331 91.331 2.90E-01 6.12 282080

700 AAVAWEAGKPLSIEEVEVAPPQAMEVR Oxidation (M) _AAVAWEAGKPLSIEEVEVAPPQAM(ox)EVR_ Q5GA23_MAIZE 3 965.16366 2892.4691 1.1317 -0.67288 0.44414 90.972 90.972 1.00E+00 0.49 721460

701 AAVAWEAGKPLSIEEVEVAPPQAMEVR Unmodified _AAVAWEAGKPLSIEEVEVAPPQAMEVR_ Q5GA23_MAIZE 3 959.83202 2876.4742 1.1957 0.091078 1.2702 97.626 97.626 1.00E+00 3.48 2263900

702 AAVAWEAGKPLSIEEVEVAPPQAMEVR Unmodified _AAVAWEAGKPLSIEEVEVAPPQAMEVR_ Q5GA23_MAIZE 3 959.83202 2876.4742 1.2477 0.43328 1.6638 97.999 97.999 5.31E-01 10.01 427930

703 AAVAYEPNKPLVIEDVQVAPPQAGEVR Unmodified _AAVAYEPNKPLVIEDVQVAPPQAGEVR_ ADHX_MAIZE 3 954.1783 2859.5131 1.2077 0.13234 1.3302 85.364 85.364 1.32E-02 17.29 612190

704 AAVAYEPNKPLVIEDVQVAPPQAGEVR Unmodified _AAVAYEPNKPLVIEDVQVAPPQAGEVR_ ADHX_MAIZE 3 954.1783 2859.5131 1.1429 0.15536 1.2888 85.954 85.954 4.81E-02 16.52 277660

705 AAVAYEPNKPLVIEDVQVAPPQAGEVR Unmodified _AAVAYEPNKPLVIEDVQVAPPQAGEVR_ ADHX_MAIZE 3 954.1783 2859.5131 1.1841 0.11334 1.2881 86.119 86.119 1.32E-02 19.39 316170

706 AAVAYEPNKPLVIEDVQVAPPQAGEVR Unmodified _AAVAYEPNKPLVIEDVQVAPPQAGEVR_ ADHX_MAIZE 3 954.1783 2859.5131 1.2192 0.16255 1.3721 85.751 85.751 7.84E-01 12.16 446810

707 AAVDAGYVPNDLQVGQTGK Unmodified _AAVDAGYVPNDLQVGQTGK_ B4F8E3_MAIZE 2 951.98143 1901.9483 1.184 -0.20917 0.98145 73.346 73.346 5.48E-24 72.75 1217900

708 AAVDAQAEAVR Unmodified _AAVDAQAEAVR_ B6SML1_MAIZE 2 550.78837 1099.5622 -0.14006 40.567 40.567 2.33E-05 51.07

709 AAVDPSTEVVFAESPDAEFVR Unmodified _AAVDPSTEVVFAESPDAEFVR_ Q9XE93_MAIZE 2 1118.542 2235.0695 1.2365 0.079552 1.3192 94.889 94.889 8.95E-08 42.27 460980

710 AAVDPSTEVVFAESPDAEFVR Unmodified _AAVDPSTEVVFAESPDAEFVR_ Q9XE93_MAIZE 2 1118.542 2235.0695 1.2351 0.20119 1.4391 95.381 95.381 7.17E-26 79.66 405500

711 AAVDPSTEVVFAESPDAEFVR Unmodified _AAVDPSTEVVFAESPDAEFVR_ Q9XE93_MAIZE 2 1118.542 2235.0695 1.1603 0.08607 1.2495 95.559 95.559 3.89E-34 105.29 540990

712 AAVDPSTEVVFAESPDAEFVR Unmodified _AAVDPSTEVVFAESPDAEFVR_ Q9XE93_MAIZE 2 1118.542 2235.0695 1.164 0.44907 1.6159 95.374 95.374 1.06E-48 107.7 536790

713 AAVDPSTEVVFAESPDAEFVR Unmodified _AAVDPSTEVVFAESPDAEFVR_ Q9XE93_MAIZE 2 1118.542 2235.0695 1.2126 -0.001807 1.2139 94.919 94.919 3.89E-34 88.7 1667700
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714 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1903 -0.009094 1.1835 109.14 109.14 4.84E-09 59.36 354210

715 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1655 0.1002 1.2674 105 105 9.41E-18 55.34 220820

716 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1696 0.071175 1.2429 109.31 109.31 9.41E-18 77.37 723080

717 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1956 0.004807 1.2028 104.96 104.96 3.79E-06 69.34 234240

718 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.3117 -0.086956 1.2268 108.85 108.85 9.41E-18 75.39 481870

719 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.2007 0.089431 1.2923 105.28 105.28 3.12E-37 84.05 1840200

720 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1875 0.10848 1.2979 110.05 110.05 4.56E-22 75.61 4894700

721 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.2087 -1.4056 -0.19398 108.95 108.95 4.84E-09 51.38 264580

722 AAVDTFLFTSESVNEGHPDK Acetyl (Protein N-term) _(ac)AAVDTFLFTSESVNEGHPDK_ B4FAD1_MAIZE 2 1103.5186 2205.0226 1.1872 0.07533 1.2647 110.23 110.23 2.16E-03 31.42 72389

723 AAVEAAGGTVR Unmodified _AAVEAAGGTVR_ B4F9S6_MAIZE 2 501.27236 1000.5302 0.049728 0.015369 0.056814 31.641 31.641 4.96E-02 34.27 71810

724 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 2 951.02257 1900.0306 1.1666 -0.17698 0.98142 94.958 94.958 2.77E-53 86.12 2244300

725 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 3 634.3508 1900.0306 0.4512 0.18144 0.62355 94.953 94.953 3.91E-01 16.16 396700

726 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 2 951.02257 1900.0306 1.1343 0.048976 1.1747 95.617 95.617 4.84E-09 58.86 2094800

727 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 2 951.02257 1900.0306 1.1267 -0.080301 1.0376 95.694 95.694 3.46E-29 68.83 3872800

728 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 3 634.3508 1900.0306 0.41593 0.43443 0.84074 95.694 95.694 1.00E+00 8.17 571740

729 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 2 951.02257 1900.0306 1.1024 0.038936 1.1324 95.512 95.512 2.77E-53 72.9 2712500

730 AAVEEGIVPGGGVALLYASK Unmodified _AAVEEGIVPGGGVALLYASK_ CH61_MAIZE 2 951.02257 1900.0306 1.1758 0.12568 1.293 95.578 95.578 3.79E-06 34.24 362550

731 AAVEEGIVPGGGVALLYATK Unmodified _AAVEEGIVPGGGVALLYATK_ B4FMM3_MAIZE 2 958.03039 1914.0462 1.1678 -0.19744 0.96471 97.074 97.074 1.65E-04 31.75 264540

732 AAVEEGIVPGGGVALLYATK Unmodified _AAVEEGIVPGGGVALLYATK_ B4FMM3_MAIZE 2 958.03039 1914.0462 1.1701 -0.22984 0.93484 96.631 96.631 9.41E-18 57.49 1879300

733 AAVEEGIVPGGGVALLYATK Unmodified _AAVEEGIVPGGGVALLYATK_ B4FMM3_MAIZE 2 958.03039 1914.0462 1.1995 0.028638 1.2231 97.109 97.109 9.41E-18 53.24 981510

734 AAVEEGIVVGGGCTLLR Unmodified _AAVEEGIVVGGGCTLLR_ Q6B7Q9_MAIZE 2 850.95363 1699.8927 1.0331 0.18601 1.2275 82.272 82.272 1.43E-21 55.76 146420

735 AAVEEGIVVGGGCTLLR Unmodified _AAVEEGIVVGGGCTLLR_ Q6B7Q9_MAIZE 2 850.95363 1699.8927 1.0533 -0.19301 0.86904 82.675 82.675 1.43E-21 60.89 351970

736 AAVEEGIVVGGGCTLLR Unmodified _AAVEEGIVVGGGCTLLR_ Q6B7Q9_MAIZE 2 850.95363 1699.8927 1.0966 -0.31224 0.79286 82.348 82.348 3.42E-29 82.38 223670

737 AAVEEGIVVGGGCTLLR Unmodified _AAVEEGIVVGGGCTLLR_ Q6B7Q9_MAIZE 2 850.95363 1699.8927 1.0774 -0.29211 0.79478 82.324 82.324 8.28E-39 73.51 2476200

738 AAVEEVQPVK Unmodified _AAVEEVQPVK_ B4FW57_MAIZE 2 535.29804 1068.5815 0.028409 0.14906 0.16479 41.4 41.4 1.25E-02 28.33 1927400

739 AAVEEVQPVK Unmodified _AAVEEVQPVK_ B4FW57_MAIZE 2 535.29804 1068.5815 -0.076481 0.10552 0.015738 40.829 40.829 2.81E-03 52.81 680390

740 AAVEEVQPVK Unmodified _AAVEEVQPVK_ B4FW57_MAIZE 2 535.29804 1068.5815 0.027371 0.05695 0.071634 43.562 43.562 1.62E-03 40.5 988020

741 AAVEEVQPVK Unmodified _AAVEEVQPVK_ B4FW57_MAIZE 2 535.29804 1068.5815 -0.0037275 -0.15274 -0.16947 42.784 42.784 1.62E-03 57.62 2880100

742 AAVEEVQPVK Unmodified _AAVEEVQPVK_ B4FW57_MAIZE 2 535.29804 1068.5815 0.032608 0.1953 0.21587 43.662 43.662 1.25E-02 36.47 291350

743 AAVESGSPLVPNR Unmodified _AAVESGSPLVPNR_ B4FWE4_MAIZE 2 648.84896 1295.6834 0.48434 0.04537 0.51751 51.622 51.622 3.13E-02 29.37 709260

744 AAVESGSPLVPNR Unmodified _AAVESGSPLVPNR_ B4FWE4_MAIZE 2 648.84896 1295.6834 0.49908 0.41351 0.90102 53.767 53.767 9.54E-02 26.1 557250

745 AAVESGTAAIR Unmodified _AAVESGTAAIR_ B6SRL9_MAIZE 2 523.28546 1044.5564 -0.094574 -0.24625 -0.36137 37.08 37.08 4.96E-02 45.37 297390

746 AAVESGTAAIR Unmodified _AAVESGTAAIR_ B6SRL9_MAIZE 2 523.28546 1044.5564 0.039826 -1.5196 -1.4975 39.851 39.851 1.47E-01 17.33 291400

747 AAVESGTAAIR Unmodified _AAVESGTAAIR_ B6SRL9_MAIZE 2 523.28546 1044.5564 0.038959 -0.43914 -0.42143 39.056 39.056 3.83E-01 13.25 250070
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748 AAVETVVLK Acetyl (Protein N-term) _(ac)AAVETVVLK_ B6SQL3_MAIZE 2 486.29223 970.5699 0.01989 -0.017465 -0.01187 79.696 79.696 1.00E+00 3.72 230030

749 AAVETVVLK Acetyl (Protein N-term) _(ac)AAVETVVLK_ B6SQL3_MAIZE 2 486.29223 970.5699 -0.21737 0.29087 0.060516 80.264 80.264 9.73E-03 52.12 133540

750 AAVETVVLK Acetyl (Protein N-term) _(ac)AAVETVVLK_ B6SQL3_MAIZE 2 486.29223 970.5699 -0.23689 -0.031554 -0.28211 81.214 81.214 3.89E-04 85.11 6350200

751 AAVHAVCGPTVSCADITTLATR Unmodified _AAVHAVCGPTVSCADITTLATR_ B4FHG3_MAIZE 3 757.71219 2270.1147 0.86702 -0.51645 0.36616 74.388 74.388 1.93E-06 57.15 607550

752 AAVHAVCGPTVSCADITTLATR Unmodified _AAVHAVCGPTVSCADITTLATR_ B4FHG3_MAIZE 3 757.71219 2270.1147 0.84783 -0.376 0.48769 74.772 74.772 2.19E-05 50.94 2588900

753 AAVHAVCGPTVSCADITTLATR Unmodified _AAVHAVCGPTVSCADITTLATR_ B4FHG3_MAIZE 2 1136.0646 2270.1147 1.2068 -0.47428 0.74814 74.657 74.657 9.69E-63 87.07 1402700

754 AAVIGDTIGDPLK Unmodified _AAVIGDTIGDPLK_ Q4W437_MAIZE 2 635.35608 1268.6976 0.37335 -0.087575 0.28488 74.904 74.904 2.61E-08 41.11 3817100

755 AAVLNRPGYLNALTTTMGAR Oxidation (M) _AAVLNRPGYLNALTTTM(ox)GAR_ B6UCN8_MAIZE 3 702.709 2105.1052 0.65087 -0.46415 0.17544 72.89 72.89 3.64E-02 20.25 789830

756 AAVMDWHTLAPK Oxidation (M) _AAVM(ox)DWHTLAPK_ Q29SB6_MAIZE 3 452.56406 1354.6704 -0.21426 0.117 -0.10294 63.818 63.818 2.42E-04 43.52 7206500

757 AAVMDWHTLAPK Oxidation (M) _AAVM(ox)DWHTLAPK_ Q29SB6_MAIZE 2 678.34245 1354.6704 0.51602 0.000371 0.51013 63.811 63.811 2.16E-07 35.62 1273700

758 AAVMDWHTLAPK Unmodified _AAVMDWHTLAPK_ Q29SB6_MAIZE 3 447.23242 1338.6754 -0.18807 -0.14974 -0.34719 76.397 76.397 2.42E-04 32.03 4853100

759 AAVMDWHTLAPK Unmodified _AAVMDWHTLAPK_ Q29SB6_MAIZE 2 670.345 1338.6754 0.48425 -0.32305 0.15265 76.387 76.387 1.60E-02 37.43 1193300

760 AAVNATLSQSQQ Unmodified _AAVNATLSQSQQ_ B4FSR6_MAIZE 2 609.30967 1216.6048 0.1611 -0.15856 -0.0082471 46.104 46.104 1.60E-02 35.7 6012200

761 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.1375 -0.16978 0.9542 87.273 87.273 5.25E-26 88.31 1458100

762 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.11 -0.000349 1.0967 87.812 87.812 1.56E-52 109.91 796580

763 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.1001 0.13307 1.2193 88.054 88.054 8.00E-45 112.97 1272600

764 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.1017 0.069592 1.1577 87.784 87.784 8.00E-45 116.56 966340

765 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.194 0.067334 1.2482 87.462 87.462 1.56E-52 94.5 558560

766 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.0913 -0.022996 1.0547 87.992 87.992 2.32E-57 109.98 7001100

767 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 3 597.64762 1789.921 0.24319 0.11221 0.34124 87.852 87.852 2.47E-02 28.28 2115000

768 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 3 597.64762 1789.921 0.22365 0.25802 0.46756 94.349 94.349 9.21E-01 14.88 6496000

769 AAVPSGASTGVYEALELR Unmodified _AAVPSGASTGVYEALELR_ B6T3P9_MAIZE 2 895.96779 1789.921 1.0893 0.1633 1.2396 88.946 88.946 1.56E-52 79.63 302150

770 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 2 1278.1768 2554.3391 1.1433 0.22533 1.3601 114.34 114.34 1.50E-08 80.97 198220

771 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 2 1278.1768 2554.3391 1.1839 0.1436 1.319 114.47 114.47 2.38E-23 82.99 212230

772 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 3 852.45365 2554.3391 1.0715 -0.01769 1.0454 114.44 114.44 4.52E-05 34.33 475820

773 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 2 1278.1768 2554.3391 1.2836 0.20221 1.4777 114.19 114.19 6.48E-10 65.14 170850

774 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 3 852.45365 2554.3391 1.1193 0.18577 1.2969 114.18 114.18 4.78E-06 43.48 511340

775 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 2 1278.1768 2554.3391 1.164 0.070965 1.2265 114.97 114.97 5.11E-31 121.41 1457600

776 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 3 852.45365 2554.3391 1.0544 0.17628 1.222 114.97 114.97 4.64E-07 44.23 3613200

777 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 3 852.45365 2554.3391 1.0635 0.051577 1.1069 116.74 116.74 4.52E-05 37.02 470630

778 AAVSALQNQPIVNAVIDGDDIIYR Unmodified _AAVSALQNQPIVNAVIDGDDIIYR_ B6SJN5_MAIZE 2 1278.1768 2554.3391 1.1283 0.16589 1.2862 116.72 116.72 1.50E-08 80.44 148710

779 AAVSLLQNK Acetyl (Protein N-term) _(ac)AAVSLLQNK_ B6UAK0_MAIZE 3 329.19407 984.5604 2.5473 60.198 60.198 5.50E-01 10.64

780 AAVSLLQNK Unmodified _AAVSLLQNK_ B6UAK0_MAIZE 2 472.28219 942.54983 -0.098441 0.30549 0.17795 50.445 50.445 9.73E-03 43.48 1793900

781 AAVVASGGPSYPVPLGQR Unmodified _AAVVASGGPSYPVPLGQR_ B4FG39_MAIZE 2 863.46776 1724.921 1.0832 -0.36894 0.71767 70.91 70.91 3.54E-16 68.43 881230
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782 AAVVASGGPSYPVPLGQR Unmodified _AAVVASGGPSYPVPLGQR_ B4FG39_MAIZE 2 863.46776 1724.921 1.0564 -0.39208 0.6681 70.907 70.907 8.00E-45 89.07 11529000

783 AAVYIEMGK Oxidation (M) _AAVYIEM(ox)GK_ B4FA63_MAIZE 2 499.25479 996.49502 -0.14036 -1.0878 -1.2498 43.193 43.193 3.32E-02 23.54 1224700

784 AAVYIEMGK Unmodified _AAVYIEMGK_ B4FA63_MAIZE 2 491.25733 980.5001 -0.13651 -0.79961 -0.96261 58.304 58.304 1.01E-02 55.81 926660

785 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.13154 0.14564 0.24683 46.733 46.733 5.66E-08 77.86 3306200

786 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 -0.012588 0.2545 0.21172 47.218 47.218 4.48E-03 37.95 142390

787 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.068163 0.043293 0.080811 46.462 46.462 5.66E-08 57.76 996940

788 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.12162 -0.013997 0.076436 48.997 48.997 1.47E-01 25.46 1566400

789 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.14506 -0.001909 0.11374 48.25 48.25 4.43E-05 68.93 1720000

790 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.091647 0.052431 0.11366 49.082 49.082 4.43E-05 49.92 1795100

791 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.14673 0.22114 0.33637 48.827 48.827 3.57E-04 48.46 1295400

792 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 0.045583 -0.13435 -0.1188 49.618 49.618 3.60E-06 59.19 9225200

793 AAVYLASDEAK Unmodified _AAVYLASDEAK_ B6U8U1_MAIZE 2 569.29295 1136.5714 -0.059305 -0.16028 -0.24895 47.052 47.052 5.66E-08 69.5 32438000

794 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.73637 0.47447 1.1792 58.651 58.651 9.39E-03 35.89 999840

795 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.70456 -0.07968 0.5941 61.14 61.14 8.40E-02 23.71 842030

796 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.67098 -0.082341 0.55758 60.515 60.515 2.35E-01 22.04 1003800

797 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.58261 0.18257 0.73279 60.989 60.989 2.35E-01 20.05 1089100

798 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.65601 -0.29256 0.3323 60.738 60.738 9.39E-03 38.15 8149900

799 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 2 562.796 1123.5774 0.097017 0.0501 0.1157 60.734 60.734 1.01E-02 36.06 1512200

800 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.62376 -0.33094 0.26128 61.054 61.054 9.39E-03 40.66 19948000

801 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 2 562.796 1123.5774 0.025648 0.83142 0.82519 61.058 61.058 1.01E-02 44.14 4329900

802 AAWHELIER Unmodified _AAWHELIER_ B4FZU9_MAIZE 3 375.53309 1123.5774 0.79798 -0.14582 0.62169 59.805 59.805 2.35E-02 39.34 218670

803 AAWSLPLR Unmodified _AAWSLPLR_ B6SI77_MAIZE 2 457.26634 912.51814 -0.11218 0.28224 0.14186 79.385 79.385 1.65E-01 19.45 19635

804 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 -0.00074611 -0.001768 -0.032753 45.215 45.215 1.62E-03 57.19 2249200

805 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 -0.071899 -0.36938 -0.4714 45.077 45.077 2.81E-03 43.37 605600

806 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 0.029147 -0.060535 -0.06124 47.576 47.576 1.45E-01 17.54 597030

807 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 0.03029 -0.004455 -0.0040899 46.853 46.853 4.40E-02 31.21 691530

808 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 -0.014153 -0.35095 -0.39491 47.695 47.695 3.43E-01 17.27 681440

809 AAYALSQNVK Unmodified _AAYALSQNVK_ B4FDF4_MAIZE 2 532.79038 1063.5662 -0.10481 -0.92381 -1.0578 45.524 45.524 2.81E-03 27.23 7859300

810 AAYGGPAFEPHVTVVGDFR Unmodified _AAYGGPAFEPHVTVVGDFR_ B6U6P0_MAIZE 3 663.99876 1988.9745 0.50052 0.22836 0.74147 83.437 83.437 5.53E-03 35.87 894500

811 AAYGGPAFEPHVTVVGDFR Unmodified _AAYGGPAFEPHVTVVGDFR_ B6U6P0_MAIZE 3 663.99876 1988.9745 0.45984 -1.1787 -0.70394 85.245 85.245 5.79E-03 30.5 1654400

812 AAYHQQFGAK Unmodified _AAYHQQFGAK_ B4FSS8_MAIZE 3 374.18932 1119.5461 0.72521 -0.53253 0.18044 32.445 32.445 3.11E-02 26.08 778640

813 AAYSYYNVSTK Unmodified _AAYSYYNVSTK_ B6T7G0_MAIZE 2 633.80369 1265.5928 2.1753 53.892 53.892 3.33E-02 29.82

814 ACAAQTNATFLK Unmodified _ACAAQTNATFLK_ B4FBJ7_MAIZE 2 648.32426 1294.634 0.485 0.54822 1.025 50.8 50.8 1.60E-02 30.01 767990

815 ACAAQTNATFLK Unmodified _ACAAQTNATFLK_ B4FBJ7_MAIZE 2 648.32426 1294.634 0.48877 0.25429 0.73458 52.656 52.656 6.74E-02 31.55 406890
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816 ACAAQTNATFLK Unmodified _ACAAQTNATFLK_ B4FBJ7_MAIZE 2 648.32426 1294.634 0.41154 0.26616 0.66948 53.403 53.403 1.68E-09 75.25 757190

817 ACAAQTNATFLK Unmodified _ACAAQTNATFLK_ B4FBJ7_MAIZE 2 648.32426 1294.634 0.41036 -0.20157 0.20186 53.01 53.01 9.64E-17 71.92 9181500

818 ACAAQTNATFLK Unmodified _ACAAQTNATFLK_ B4FBJ7_MAIZE 2 648.32426 1294.634 0.405 -0.088741 0.30913 51.511 51.511 1.68E-09 53.01 334740

819 ACCEASLR Unmodified _ACCEASLR_ B6TJT2_MAIZE 2 483.71021 965.40588 -0.063033 -0.18506 -0.25584 31.807 31.807 3.48E-02 53.99 163330

820 ACCGAPSTPER Unmodified _ACCGAPSTPER_ B4FG74_MAIZE 2 603.25552 1204.4965 0.33797 0.11855 0.46295 32.654 32.654 4.48E-03 37.6 104540

821 ACCGLLTLR Unmodified _ACCGLLTLR_ B4F7U1_MAIZE 2 532.27298 1062.5314 -0.015375 -0.3418 -0.3503 67.781 67.781 9.73E-03 50.6 917460

822 ACELGLEVKPWVK Unmodified _ACELGLEVKPWVK_ B4FIT6_MAIZE 2 764.91324 1527.8119 0.88734 -0.21439 0.66601 76.498 76.498 6.20E-03 52.02 361950

823 ACELGLEVKPWVK Unmodified _ACELGLEVKPWVK_ B4FIT6_MAIZE 3 510.27792 1527.8119 -0.11396 0.055512 -0.065331 77.389 77.389 8.46E-03 26.9 567070

824 ACELGLEVKPWVK Unmodified _ACELGLEVKPWVK_ B4FIT6_MAIZE 3 510.27792 1527.8119 -0.037843 -0.10447 -0.15057 77.412 77.412 4.29E-02 24.29 2386400

825 ACELGLEVKPWVK Unmodified _ACELGLEVKPWVK_ B4FIT6_MAIZE 2 764.91324 1527.8119 0.87297 -0.46577 0.40063 77.396 77.396 1.15E-02 45.31 363470

826 ACFPANECR Unmodified _ACFPANECR_ B6T304_MAIZE 2 562.73422 1123.4539 0.15406 0.19324 0.34615 39.62 39.62 1.12E-01 26.34 354590

827 ACFPANECR Unmodified _ACFPANECR_ B6T304_MAIZE 2 562.73422 1123.4539 0.057987 0.2794 0.33627 39.727 39.727 3.39E-01 20.54 35519

828 ACFPANECR Unmodified _ACFPANECR_ B6T304_MAIZE 2 562.73422 1123.4539 0.02065 -0.53029 -0.50868 43.1 43.1 9.73E-03 34.08 635210

829 ACGAVIVNRPEELQESDVGTR Unmodified _ACGAVIVNRPEELQESDVGTR_ B6UCD0_MAIZE 3 767.38149 2299.1227 0.87016 -0.36183 0.50738 63.553 63.553 4.34E-05 35.63 808540

830 ACGVSNVVLTEALR Unmodified _ACGVSNVVLTEALR_ B6STY4_MAIZE 2 744.89558 1487.7766 0.78601 -0.20709 0.58063 80.024 80.024 3.40E-25 86.39 707290

831 ACLDFLDK Unmodified _ACLDFLDK_ B4FF57_MAIZE 2 491.23913 980.46371 -0.034178 0.5338 0.49979 74.748 74.748 2.92E-02 22.99 869140

832 ACLDFLDK Unmodified _ACLDFLDK_ B4FF57_MAIZE 2 491.23913 980.46371 -0.093063 0.46405 0.37081 75.554 75.554 1.65E-01 19.92 1205400

833 ACLDFLDK Unmodified _ACLDFLDK_ B4FF57_MAIZE 2 491.23913 980.46371 -0.045037 0.31596 0.27204 75.936 75.936 3.48E-02 35.89 703090

834 ACLDFLDKFK Unmodified _ACLDFLDKFK_ B4FF57_MAIZE 3 419.54964 1255.6271 0.26752 -0.20431 0.063353 88.034 88.034 5.86E-01 20.84 465090

835 ACLDFLDKFK Unmodified _ACLDFLDKFK_ B4FF57_MAIZE 3 419.54964 1255.6271 0.16974 -0.071538 0.097972 88.395 88.395 2.99E-03 26.6 277570

836 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.2127 0.04475 1.247 119.99 119.99 1.43E-21 78.33 1139300

837 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.2287 0.29156 1.5103 120.71 120.71 1.51E-07 65.48 28499

838 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.1636 0.065593 1.2186 120.23 120.23 4.07E-45 110.73 695740

839 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.174 -0.042671 1.1205 120.41 120.41 8.28E-39 84.44 927620

840 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.1348 0.12254 1.2472 120.33 120.33 4.07E-45 86.05 917400

841 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.2474 -0.29835 0.9394 119.72 119.72 3.42E-29 74.67 550750

842 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.2052 0.030895 1.2262 120.82 120.82 4.07E-45 99.38 1645200

843 ACLTDLVNLNLSDNTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDNTEK_ B4G1P1_MAIZE 2 981.47786 1960.9412 1.1785 -0.22728 0.94121 120.29 120.29 4.07E-45 119.59 10820000

844 ACLTDLVNLNLSDTTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDTTEK_ GLNA4_MAIZE 2 974.98024 1947.9459 1.3576 -3.2054 -1.85 121.62 121.62 8.28E-39 70.41 311150

845 ACLTDLVNLNLSDTTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDTTEK_ GLNA4_MAIZE 2 974.98024 1947.9459 1.2025 0.52399 1.7206 121.68 121.68 2.72E-05 55.15 220960

846 ACLTDLVNLNLSDTTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDTTEK_ GLNA4_MAIZE 2 974.98024 1947.9459 1.1835 0.07595 1.2543 121.6 121.6 1.02E-03 22.81 335030

847 ACLTDLVNLNLSDTTEK Acetyl (Protein N-term) _(ac)ACLTDLVNLNLSDTTEK_ GLNA4_MAIZE 2 974.98024 1947.9459 1.3587 -5.1376 -3.7788 121.64 121.64 1.37E-17 61.79 6501600

848 ACLVDGLTGASYTYAEVESLSR Unmodified _ACLVDGLTGASYTYAEVESLSR_ B4FQP4_MAIZE 2 1181.5652 2361.1158 1.2532 0.40191 1.6514 108.25 108.25 4.59E-36 117.56 395600

849 ACLVDGLTGASYTYAEVESLSR Unmodified _ACLVDGLTGASYTYAEVESLSR_ B4FQP4_MAIZE 2 1181.5652 2361.1158 1.2877 0.29153 1.5755 108.82 108.82 6.50E-45 114.47 355510
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850 ACLVDGLTGASYTYAEVESLSR Unmodified _ACLVDGLTGASYTYAEVESLSR_ B4FQP4_MAIZE 2 1181.5652 2361.1158 1.1778 0.36736 1.5415 108.94 108.94 2.21E-30 114.38 434060

851 ACLVDGLTGASYTYAEVESLSR Unmodified _ACLVDGLTGASYTYAEVESLSR_ B4FQP4_MAIZE 2 1181.5652 2361.1158 1.2018 0.03379 1.232 108.95 108.95 4.20E-18 85.85 206970

852 ACLVDGLTGASYTYAEVESLSR Unmodified _ACLVDGLTGASYTYAEVESLSR_ B4FQP4_MAIZE 2 1181.5652 2361.1158 1.2684 -0.17243 1.0932 108.54 108.54 6.50E-45 110.97 794580

853 ACNALLLK Unmodified _ACNALLLK_ B4G191_MAIZE 2 451.76004 901.50552 -0.035792 0.25451 0.18939 53.504 53.504 1.90E-02 42.74 4593800

854 ACPDPTCIEIADCCSHLK Unmodified _ACPDPTCIEIADCCSHLK_ B4FK58_MAIZE 3 716.30566 2145.8951 0.71594 -1.1052 -0.37561 69.649 69.649 6.09E-01 4.53 204210

855 ACQHLNFSR Unmodified _ACQHLNFSR_ B4FHT6_MAIZE 3 378.18206 1131.5244 0.72011 -0.18012 0.53743 38.028 38.028 8.40E-02 17.37 1047300

856 ACQHLNFSR Unmodified _ACQHLNFSR_ B4FHT6_MAIZE 3 378.18206 1131.5244 0.39376 0.11156 0.50148 41.837 41.837 9.39E-03 20.13 1215200

857 ACTALGDHGEESALPTLWDSLPAIAVVGGQSSGK Unmodified _ACTALGDHGEESALPTLWDSLPAIAVVGGQSSGK_ B6U4J8_MAIZE 3 1132.2243 3393.6511 1.3269 -0.13651 1.1944 121.13 121.13 6.52E-03 26.98 329270

858 ACTVLLR Unmodified _ACTVLLR_ B6UCD0_MAIZE 2 416.7391 831.46365 0.20553 0.43005 0.63388 48.427 48.427 7.83E-01 12.73 837850

859 ACTVLLR Unmodified _ACTVLLR_ B6UCD0_MAIZE 2 416.7391 831.46365 0.21877 0.5631 0.78146 47.762 47.762 7.83E-01 8.21 429630

860 ACTVLLR Unmodified _ACTVLLR_ B6UCD0_MAIZE 2 416.7391 831.46365 0.07842 0.018902 0.098528 48.43 48.43 8.04E-02 40.74 4852700

861 ACTYTVQIK Unmodified _ACTYTVQIK_ B4G0V9_MAIZE 2 542.27879 1082.543 -0.15853 0.002906 -0.15157 50.729 50.729 1.01E-02 39.98 2184500

862 ACTYTVQIK Unmodified _ACTYTVQIK_ B4G0V9_MAIZE 2 542.27879 1082.543 -0.033863 0.7003 0.66855 53.67 53.67 7.18E-01 20.5 797820

863 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 0.20677 -0.017133 0.1881 46.083 46.083 4.49E-02 31.51 7326700

864 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 0.18842 0.28403 0.46844 48.425 48.425 4.49E-02 42.9 873520

865 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 0.18233 0.42132 0.59971 47.783 47.783 1.86E-01 28.62 915720

866 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 0.22179 0.27142 0.49012 48.036 48.036 1.00E+00 7.42 577180

867 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 0.16931 0.05666 0.22296 46.432 46.432 4.49E-02 39.12 3383300

868 ACYGVLR Unmodified _ACYGVLR_ B4FHH2_MAIZE 2 419.71563 837.4167 -0.012589 0.41246 0.39706 49.73 49.73 1.86E-01 29.33 347690

869 ADAEDAAAAR Acetyl (Protein N-term) _(ac)ADAEDAAAAR_ B4FTV9_MAIZE 2 501.72798 1001.4414 -0.13704 -0.25768 -0.43756 41.865 41.865 3.43E-01 14.48 23318

870 ADAEDAAAAR Acetyl (Protein N-term) _(ac)ADAEDAAAAR_ B4FTV9_MAIZE 2 501.72798 1001.4414 -0.21369 45.821 45.821 2.51E-02 21.14

871 ADAEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADAEDIQPLVCDNGTGM(ox)VK_ B6TQ08_MAIZE 2 1045.9721 2089.9296 1.2252 -0.034924 1.1946 83.459 83.459 3.71E-05 37.18 672310

872 ADAEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADAEDIQPLVCDNGTGM(ox)VK_ B6TQ08_MAIZE 2 1045.9721 2089.9296 1.1864 -0.39348 0.79735 83.434 83.434 4.53E-07 62.67 727520

873 ADAEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADAEDIQPLVCDNGTGM(ox)VK_ B6TQ08_MAIZE 2 1045.9721 2089.9296 1.1631 -0.23567 0.93184 84.123 84.123 3.71E-05 44.56 1121400

874 ADAEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADAEDIQPLVCDNGTGM(ox)VK_ B6TQ08_MAIZE 2 1045.9721 2089.9296 1.1514 -0.28964 0.86644 83.781 83.781 5.07E-01 2.24 1013400

875 ADAEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADAEDIQPLVCDNGTGM(ox)VK_ B6TQ08_MAIZE 2 1045.9721 2089.9296 1.1903 -0.47055 0.72485 84.056 84.056 2.65E-01 10.73 9344500

876 ADAFLNIFER Unmodified _ADAFLNIFER_ B4FY98_MAIZE 2 598.30894 1194.6033 0.19212 0.76207 0.93498 101.44 101.44 4.40E-05 63.72 1878000

877 ADAFLNIFER Unmodified _ADAFLNIFER_ B4FY98_MAIZE 2 598.30894 1194.6033 0.31993 0.91853 1.2186 101.66 101.66 1.45E-01 31.39 196320

878 ADAIITAYR Unmodified _ADAIITAYR_ B4FML9_MAIZE 2 497.27182 992.5291 -0.13083 0.34328 0.18348 58.626 58.626 1.01E-02 39.26 1264400

879 ADAPPAEAEK Unmodified _ADAPPAEAEK_ Q5I204_MAIZE 2 499.7431 997.47164 0.12538 -0.16621 -0.078464 25.443 25.443 3.43E-01 24.31 13346

880 ADATEETDLAQR Unmodified _ADATEETDLAQR_ Q5EUD8_MAIZE 2 660.30732 1318.6001 0.43207 -0.3116 0.10419 46.437 46.437 2.05E-12 84.97 903580

881 ADATVSVVHSR Unmodified _ADATVSVVHSR_ B4FH88_MAIZE 2 571.30164 1140.5887 0.0014445 -0.83053 -0.81917 33.354 33.354 4.96E-02 28.29 188940

882 ADATVSVVHSR Unmodified _ADATVSVVHSR_ B4FH88_MAIZE 2 571.30164 1140.5887 0.23637 -1.186 -0.93959 35.222 35.222 1.67E-02 46.86 72314

883 ADCLDDLAFAIMHEMSK Unmodified _ADCLDDLAFAIMHEMSK_ B4F932_MAIZE 3 656.29509 1965.8635 0.49226 -0.31543 0.16857 124.39 124.39 1.92E-13 43.67 1974800
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884 ADCLDDLAFAIMHEMSK Unmodified _ADCLDDLAFAIMHEMSK_ B4F932_MAIZE 3 656.29509 1965.8635 0.55411 -0.056688 0.48922 125.15 125.15 5.28E-02 29.67 292560

885 ADCLDDLAFAIMHEMSK Unmodified _ADCLDDLAFAIMHEMSK_ B4F932_MAIZE 3 656.29509 1965.8635 0.50994 -0.13227 0.36905 126.28 126.28 2.75E-01 6.81 912860

886 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.54122 -0.29148 0.24336 115.22 115.22 8.51E-01 8.12 126090

887 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.60695 -0.38856 0.21322 110.96 110.96 5.28E-02 17.21 147560

888 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.59827 -0.14939 0.44309 114.09 114.09 1.00E+00 5.28 125880

889 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.58869 -0.39613 0.1875 115.1 115.1 1.00E+00 0.73 134290

890 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.55251 -0.44642 0.1006 111.47 111.47 9.61E-01 26.52 688740

891 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.55112 -0.24358 0.30132 114.75 114.75 5.28E-02 32.31 447070

892 ADCLDDLAFAIMHEMSK Oxidation (M) _ADCLDDLAFAIM(ox)HEMSK_ B4F932_MAIZE 3 661.62673 1981.8584 0.5462 -0.25266 0.28742 115.77 115.77 1.35E-01 19.84 707410

893 ADCLDDLAFAIMHEMSK 2 Oxidation (M) _ADCLDDLAFAIM(ox)HEM(ox)SK_ B4F932_MAIZE 3 666.95837 1997.8533 0.57651 -0.27481 0.29797 97.084 97.084 2.75E-01 18.47 293860

894 ADCLDDLAFAIMHEMSK 2 Oxidation (M) _ADCLDDLAFAIM(ox)HEM(ox)SK_ B4F932_MAIZE 3 666.95837 1997.8533 0.60519 -0.31657 0.28407 96.231 96.231 1.00E+00 1.27 621240

895 ADCLDDLAFAIMHEMSK 2 Oxidation (M) _ADCLDDLAFAIM(ox)HEM(ox)SK_ B4F932_MAIZE 3 666.95837 1997.8533 0.56882 -0.31957 0.24438 96.892 96.892 6.76E-01 15.8 754180

896 ADCLDDLAFAIMHEMSK 2 Oxidation (M) _ADCLDDLAFAIM(ox)HEM(ox)SK_ B4F932_MAIZE 3 666.95837 1997.8533 0.5845 -0.23848 0.34072 97.592 97.592 5.28E-02 49.78 858350

897 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 3 665.34583 1993.0157 0.48528 0.30447 0.78017 125.22 125.22 9.50E-02 27.95 1075000

898 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 3 665.34583 1993.0157 0.39413 -0.009228 0.37543 125.71 125.71 5.79E-03 42.08 539720

899 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 3 665.34583 1993.0157 0.50792 -0.040716 0.45814 126.06 126.06 5.79E-03 43.5 699410

900 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 3 665.34583 1993.0157 0.60662 0.18546 0.78364 127.1 127.1 3.44E-01 1.82 289850

901 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 2 997.5151 1993.0157 1.234 0.51386 1.7384 126.92 126.92 1.06E-14 49.02 152800

902 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 3 665.34583 1993.0157 0.41201 0.16945 0.57283 130.09 130.09 4.19E-09 56.99 5453000

903 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 2 997.5151 1993.0157 1.1015 0.10222 1.1945 130.09 130.09 1.51E-46 108.22 620900

904 ADDALKDFLAFVGGEANLK Unmodified _ADDALKDFLAFVGGEANLK_ B6TKU7_MAIZE 4 499.26119 1993.0157 -0.031378 -0.28714 -0.32678 130.09 130.09 1.00E+00 9.65 501860

905 ADDDYDYLFK Unmodified _ADDDYDYLFK_ B4FQ28_MAIZE 2 632.77205 1263.5295 0.37398 0.17568 0.54296 84.054 84.054 2.81E-03 22.07 204340

906 ADDDYDYLFK Unmodified _ADDDYDYLFK_ B4FQ28_MAIZE 2 632.77205 1263.5295 0.34081 0.5818 0.91599 83.963 83.963 4.40E-05 35.98 1011300

907 ADDGGSHEGSGGGGGVR Acetyl (Protein N-term) _(ac)ADDGGSHEGSGGGGGVR_ B6UBN3_MAIZE 2 757.31674 1512.6189 0.8396 -0.14768 0.71311 29.572 29.572 2.47E-02 41.45 68465

908 ADDGTAAEAFSSLFQSALSK Unmodified _ADDGTAAEAFSSLFQSALSK_ B6U245_MAIZE 2 1008.4815 2014.9484 1.4265 0.70539 2.123 123.09 123.09 3.46E-29 89.25 231230

909 ADDIDDWSR Unmodified _ADDIDDWSR_ B6TZD9_MAIZE 2 546.73326 1091.452 0.014624 0.30971 0.32227 60.217 60.217 1.12E-01 33.32 1433600

910 ADDPGLLK Unmodified _ADDPGLLK_ B6TQA2_MAIZE 2 414.72672 827.43888 0.11878 0.1616 0.26838 44.5 44.5 5.06E-02 41.28 37670

911 ADDVIGPEVEK Unmodified _ADDVIGPEVEK_ B6STH5_MAIZE 2 586.29569 1170.5768 0.11675 0.2736 0.38522 54.655 54.655 1.67E-02 25.9 1045500

912 ADDVVAYK Unmodified _ADDVVAYK_ B4FKD4_MAIZE 2 440.72418 879.4338 0.057517 0.035067 0.086043 39.061 39.061 2.34E-03 54.63 1313100

913 ADDVVLYK Unmodified _ADDVVLYK_ B6T1C9_MAIZE 2 461.74765 921.48075 -0.03158 0.12939 0.090775 51.093 51.093 2.34E-03 66.01 876450

914 ADEADDWGATK Unmodified _ADEADDWGATK_ B6TZD9_MAIZE 2 589.75165 1177.4887 0.27591 0.089234 0.35898 46.526 46.526 3.60E-06 54.24 339950

915 ADEADDWGATK Unmodified _ADEADDWGATK_ B6TZD9_MAIZE 2 589.75165 1177.4887 0.17655 0.27037 0.43948 47.386 47.386 5.66E-08 60.63 1264300

916 ADEEQAPSSR Acetyl (Protein N-term) _(ac)ADEEQAPSSR_ B4FYD7_MAIZE 2 566.24927 1130.484 0.14275 0.12157 0.23481 36.303 36.303 1.25E-02 23.99 511680

917 ADEEVTDPK Unmodified _ADEEVTDPK_ B6SPA1_MAIZE 2 502.23256 1002.4506 -0.11199 0.096124 -0.023725 27.023 27.023 3.21E-03 52.06 19478
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918 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.30002 0.9438 1.2171 59.694 59.694 7.83E-01 14.74 821480

919 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.051319 0.21282 0.23955 60.983 60.983 4.49E-02 36.15 63223

920 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.073667 -0.72423 -0.67305 60.172 60.172 1.86E-01 34.34 314160

921 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.22014 0.39992 0.5945 61.779 61.779 8.04E-02 46.2 797380

922 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.18091 -0.092865 0.064009 61.083 61.083 4.49E-02 47.23 1103800

923 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.10654 0.53482 0.61612 61.606 61.606 1.86E-01 38.05 1130600

924 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.17098 0.11871 0.26553 61.592 61.592 4.49E-02 48.45 5006000

925 ADEFIIK Unmodified _ADEFIIK_ B6TMB2_MAIZE 2 418.23164 834.44872 0.10202 -0.64126 -0.5611 62.03 62.03 4.49E-02 55.49 21127000

926 ADEFIIKK Unmodified _ADEFIIKK_ B6TMB2_MAIZE 2 482.27912 962.54368 -0.05633 0.25802 0.17255 47.318 47.318 5.06E-02 46.17 892960

927 ADEFIIKK Unmodified _ADEFIIKK_ B6TMB2_MAIZE 3 321.85517 962.54368 1.0566 47.312 47.312 7.43E-01 12.06

928 ADEFIIKK Unmodified _ADEFIIKK_ B6TMB2_MAIZE 3 321.85517 962.54368 1.3779 0.074899 1.4224 48.449 48.449 2.47E-01 25.96 3969400

929 ADEFIIKK Unmodified _ADEFIIKK_ B6TMB2_MAIZE 2 482.27912 962.54368 -0.13639 -0.063276 -0.22946 48.452 48.452 2.92E-02 38.24 4414700

930 ADEFIVK Unmodified _ADEFIVK_ Q5EUD6_MAIZE 2 411.22381 820.43307 0.098867 -0.026998 0.05944 52.44 52.44 4.49E-02 38.09 63979

931 ADEFIVK Unmodified _ADEFIVK_ Q5EUD6_MAIZE 2 411.22381 820.43307 0.2692 -0.29857 -0.039966 53.906 53.906 1.00E+00 8.5 497170

932 ADEFIVK Unmodified _ADEFIVK_ Q5EUD6_MAIZE 2 411.22381 820.43307 0.18233 0.2555 0.42611 53.961 53.961 1.86E-01 26.97 545490

933 ADEFIVK Unmodified _ADEFIVK_ Q5EUD6_MAIZE 2 411.22381 820.43307 0.24711 -0.27799 -0.042642 53.684 53.684 9.32E-03 43.24 1867600

934 ADEFIVK Unmodified _ADEFIVK_ Q5EUD6_MAIZE 2 411.22381 820.43307 0.17122 0.15075 0.30965 54.483 54.483 9.32E-03 53.35 12827000

935 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.02608 -0.10298 -0.12789 47.077 47.077 1.84E-04 41.11 6251900

936 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.07845 -0.095639 -0.17323 47.304 47.304 1.62E-03 55.64 43809

937 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.098572 0.16513 0.066434 46.69 46.69 2.81E-03 63.04 1519200

938 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.011067 -0.20633 -0.21664 49.301 49.301 1.84E-04 69.19 3202900

939 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.01686 -0.25296 -0.26831 48.549 48.549 1.84E-04 56.23 3973100

940 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.082271 -0.1232 -0.2046 49.399 49.399 1.62E-03 58.99 5318400

941 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.058306 -0.30481 -0.36308 49.269 49.269 4.40E-05 81.59 15969000

942 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.1363 -0.60974 -0.74392 49.986 49.986 5.76E-06 81.67 68144000

943 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.080121 -0.23593 -0.31493 47.365 47.365 1.62E-03 61.4 1933000

944 ADEGFSATVR Unmodified _ADEGFSATVR_ B4G0K5_MAIZE 2 526.754 1051.4934 -0.14951 -0.14892 -0.29695 50.496 50.496 5.45E-09 84.51 2457400

945 ADEGFSATVR Acetyl (Protein N-term) _(ac)ADEGFSATVR_ B4G0K5_MAIZE 2 547.75928 1093.504 0.045201 0.36934 0.40882 55.727 55.727 4.40E-02 34.93 901380

946 ADEGFSATVR Acetyl (Protein N-term) _(ac)ADEGFSATVR_ B4G0K5_MAIZE 2 547.75928 1093.504 -0.022813 0.38732 0.3591 56.369 56.369 4.40E-02 22.89 6228100

947 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.2655 -0.30047 0.92919 36.364 36.364 1.96E-01 24.92 1581200

948 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 2 501.77694 1001.5393 -0.0089394 -0.22758 -0.27159 36.389 36.389 3.32E-02 19.87 4587100

949 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.148 -0.26017 0.85216 35.526 35.526 6.12E-02 31.13 1418900

950 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.3312 -0.26792 1.0282 38.248 38.248 1.96E-01 27.29 813010

951 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.2393 -0.34064 0.86546 37.415 37.415 4.68E-01 23.01 765340
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952 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 2 501.77694 1001.5393 -0.0077991 -0.31403 -0.35701 38.059 38.059 3.39E-01 21.18 361320

953 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.3185 -0.41486 0.86863 36.179 36.179 4.68E-01 24.87 68249

954 ADEKELIGK Unmodified _ADEKELIGK_ B6U0S1_MAIZE 3 334.85372 1001.5393 1.0682 -0.40034 0.6328 39.546 39.546 8.75E-03 29.81 117680

955 ADELLGGHVIMLGANPSSQAAALEALR Oxidation (M) _ADELLGGHVIM(ox)LGANPSSQAAALEALR_ B4FIP2_MAIZE 3 907.47271 2719.3963 1.1639 -0.38651 0.76208 103.04 103.04 1.13E-01 39.37 233080

956 ADELVAELASR Unmodified _ADELVAELASR_ B6U3Y1_MAIZE 2 587.30913 1172.6037 0.32723 0.72464 1.0221 74.239 74.239 3.83E-01 15.88 660060

957 ADELVAELASR Unmodified _ADELVAELASR_ B6U3Y1_MAIZE 2 587.30913 1172.6037 0.066129 0.10528 0.14137 74.669 74.669 3.60E-06 53 8376100

958 ADEVAGLR Unmodified _ADEVAGLR_ B5AMJ8_MAIZE 2 415.72197 829.42938 0.20364 0.025305 0.21178 41.045 41.045 3.77E-01 18.6 338960

959 ADEVSQHIYDFISK Unmodified _ADEVSQHIYDFISK_ B6TXX8_MAIZE 3 551.27026 1650.789 0.10819 0.13479 0.235 89.482 89.482 1.00E+00 1.51 515840

960 ADEVSQHIYDFISK Unmodified _ADEVSQHIYDFISK_ B6TXX8_MAIZE 3 551.27026 1650.789 0.0027143 0.096978 0.092444 89.985 89.985 1.00E+00 2.79 260470

961 ADEVSQHIYDFISK Unmodified _ADEVSQHIYDFISK_ B6TXX8_MAIZE 2 826.40175 1650.789 1.0337 0.094636 1.121 89.901 89.901 6.31E-03 33.14 220590

962 ADEYGGSVENR Unmodified _ADEYGGSVENR_ Q49HE2_MAIZE 2 598.76255 1195.5105 0.27301 1.4112 1.6685 37.449 37.449 4.96E-02 42.37 264180

963 ADEYGGSVENR Unmodified _ADEYGGSVENR_ Q49HE2_MAIZE 2 598.76255 1195.5105 0.23368 -0.082436 0.13703 38.163 38.163 5.66E-08 60.97 466440

964 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 2 511.22402 1020.4335 0.11144 -0.064977 0.038178 26.291 26.291 1.00E+00 12.93 7726.6

965 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 2 511.22402 1020.4335 -0.18816 0.21532 0.018829 25.775 25.775 9.18E-02 22.71 136320

966 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 3 341.15177 1020.4335 0.98017 0.29274 1.2628 25.774 25.774 3.27E-01 30.73 193230

967 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 2 511.22402 1020.4335 -0.16628 0.14672 -0.027365 26.366 26.366 1.00E+00 6.53 160740

968 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 3 341.15177 1020.4335 1.0533 -0.17471 0.87169 38.961 38.961 8.82E-01 19.61 61444

969 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 2 511.22402 1020.4335 -0.11366 0.12908 0.0067394 38.959 38.959 9.18E-02 18.64 43855

970 ADFDAHMAK Oxidation (M) _ADFDAHM(ox)AK_ B6SMC1_MAIZE 2 511.22402 1020.4335 -0.7683 28.212 28.212 8.57E-01 10.68

971 ADFDAHMAK Unmodified _ADFDAHMAK_ B6SMC1_MAIZE 3 335.82013 1004.4386 1.0322 -0.23578 0.78364 38.959 38.959 4.68E-01 25.79 340790

972 ADFDAHMAK Unmodified _ADFDAHMAK_ B6SMC1_MAIZE 2 503.22656 1004.4386 -0.24277 0.20526 -0.050556 38.967 38.967 9.73E-03 30.85 298130

973 ADFDSTVGIHPSAAEEFVTMR Unmodified _ADFDSTVGIHPSAAEEFVTMR_ B4FWU6_MAIZE 3 760.69156 2279.0528 0.8696 -0.20699 0.66656 93.146 93.146 4.33E-06 44.82 2051500

974 ADFDSTVGIHPSAAEEFVTMR Oxidation (M) _ADFDSTVGIHPSAAEEFVTM(ox)R_ B4FWU6_MAIZE 3 766.0232 2295.0478 0.8781 -0.36448 0.51945 91.615 91.615 2.43E-04 38.19 42848

975 ADFDSTVGIHPSAAEEFVTMR Oxidation (M) _ADFDSTVGIHPSAAEEFVTM(ox)R_ B4FWU6_MAIZE 3 766.0232 2295.0478 0.87749 0.043671 0.92645 87.813 87.813 1.81E-14 40.34 483050

976 ADFDSTVGIHPSAAEEFVTMR Oxidation (M) _ADFDSTVGIHPSAAEEFVTM(ox)R_ B4FWU6_MAIZE 3 766.0232 2295.0478 0.91399 0.28145 1.2003 87.668 87.668 2.59E-09 50.02 393020

977 ADFDSTVGIHPSAAEEFVTMR Oxidation (M) _ADFDSTVGIHPSAAEEFVTM(ox)R_ B4FWU6_MAIZE 3 766.0232 2295.0478 0.93097 0.017617 0.95445 87.803 87.803 1.81E-14 40.51 458500

978 ADFGAVMDVLK Oxidation (M) _ADFGAVM(ox)DVLK_ B6TPP7_MAIZE 2 591.29718 1180.5798 0.28953 0.24665 0.54183 80.811 80.811 1.00E+00 7.04 114510

979 ADFGAVMDVLK Oxidation (M) _ADFGAVM(ox)DVLK_ B6TPP7_MAIZE 2 591.29718 1180.5798 0.2309 0.094761 0.33289 80.681 80.681 3.10E-05 54.42 653020

980 ADFGAVMDVLK Unmodified _ADFGAVMDVLK_ B6TPP7_MAIZE 2 583.29972 1164.5849 0.19895 0.56294 0.76346 98.265 98.265 4.48E-03 34.84 863520

981 ADFISLHMPLIPTTSK Unmodified _ADFISLHMPLIPTTSK_ B4FWI4_MAIZE 3 590.98681 1769.9386 0.25814 0.44958 0.70108 101.12 101.12 6.54E-03 32.28 301990

982 ADGEDAAAAR Acetyl (Protein N-term) _(ac)ADGEDAAAAR_ B6U249_MAIZE 2 494.72015 987.42575 -0.094599 0.083256 -0.043679 34.455 34.455 1.25E-02 33.67 12470

983 ADGEDAAAAR Acetyl (Protein N-term) _(ac)ADGEDAAAAR_ B6U249_MAIZE 2 494.72015 987.42575 -0.031456 0.017571 -0.047653 37.47 37.47 2.81E-03 28.24 545890

984 ADGEDAAAAR Acetyl (Protein N-term) _(ac)ADGEDAAAAR_ B6U249_MAIZE 2 494.72015 987.42575 -0.057532 0.17851 0.086733 38.209 38.209 1.45E-01 8.64 153950

985 ADGEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADGEDIQPLVCDNGTGM(ox)VK_ B4F989_MAIZE 2 1038.9643 2075.914 1.1732 -0.47362 0.70959 80.175 80.175 4.50E-02 13.2 418720
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986 ADGEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADGEDIQPLVCDNGTGM(ox)VK_ B4F989_MAIZE 2 1038.9643 2075.914 1.1727 -0.7297 0.45269 79.798 79.798 5.92E-02 19.28 428800

987 ADGEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADGEDIQPLVCDNGTGM(ox)VK_ B4F989_MAIZE 2 1038.9643 2075.914 1.2145 -0.44856 0.77575 80.47 80.47 1.26E-01 14.82 1068900

988 ADGEDIQPLVCDNGTGMVK Acetyl (Protein N-term),Oxidation (M) _(ac)ADGEDIQPLVCDNGTGM(ox)VK_ B4F989_MAIZE 2 1038.9643 2075.914 1.1933 -0.39531 0.80767 80.227 80.227 5.63E-03 36.21 3408700

989 ADGEDIQPLVCDNGTGMVK Acetyl (Protein N-term) _(ac)ADGEDIQPLVCDNGTGMVK_ B4F989_MAIZE 2 1030.9668 2059.9191 1.2595 -0.28907 0.97834 88.717 88.717 5.92E-02 27.39 642850

990 ADGFAGVFPEHK Unmodified _ADGFAGVFPEHK_ Q43271_MAIZE 2 637.81184 1273.6091 0.42849 0.33296 0.76772 65.122 65.122 7.72E-03 29.18 845220

991 ADGGELQLLGSWYSPYVIR Acetyl (Protein N-term) _(ac)ADGGELQLLGSWYSPYVIR_ B6TLM5_MAIZE 2 1083.5469 2165.0793 1.16 -0.12295 1.0282 127.06 127.06 2.46E-02 15.27 261410

992 ADGNGALIAEQVFEK Unmodified _ADGNGALIAEQVFEK_ A1YLY4_MAIZE 2 781.39647 1560.7784 0.91475 -0.25721 0.64457 85.559 85.559 4.63E-02 39.91 155600

993 ADGSFAISEDTWNEPLGR Unmodified _ADGSFAISEDTWNEPLGR_ B6U0V6_MAIZE 2 982.95287 1963.8912 1.2304 0.15319 1.3773 92.21 92.21 3.54E-16 71.64 858380

994 ADGSFAISEDTWNEPLGR Unmodified _ADGSFAISEDTWNEPLGR_ B6U0V6_MAIZE 2 982.95287 1963.8912 1.2505 1.1212 2.3655 92.656 92.656 1.18E-19 84.55 434470

995 ADGSFAISEDTWNEPLGR Unmodified _ADGSFAISEDTWNEPLGR_ B6U0V6_MAIZE 2 982.95287 1963.8912 1.2562 1.4805 2.7296 93.016 93.016 4.65E-12 72.36 761980

996 ADGTGPLIYLK Unmodified _ADGTGPLIYLK_ TRPB2_MAIZE 2 574.32151 1146.6285 0.16865 -0.92432 -0.76345 77.651 77.651 3.83E-01 15.29 1083200

997 ADGVLVNTFDAVEPAPLAALR Unmodified _ADGVLVNTFDAVEPAPLAALR_ B6SWX3_MAIZE 2 1070.0759 2138.1372 1.2622 0.33619 1.5945 115.34 115.34 1.23E-19 79.53 477550

998 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.072316 -0.19301 -0.28503 52.034 52.034 3.13E-03 73.53 9880400

999 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.24292 0.21029 -0.053979 52.563 52.563 3.13E-03 51.07 277670

1000 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.1528 -0.025064 -0.19825 51.898 51.898 3.21E-03 69.27 1122300

1001 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.07214 0.070402 -0.023769 54.159 54.159 3.21E-03 49.08 1200900

1002 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.064208 0.20835 0.12266 54.206 54.206 9.73E-03 59.18 840500

1003 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.061909 -0.15603 -0.23863 54.091 54.091 3.39E-01 35.01 409600

1004 ADGYILEGK Unmodified _ADGYILEGK_ B4FE90_MAIZE 2 483.25056 964.48656 -0.11207 0.33683 0.20383 55.46 55.46 1.01E-02 36.29 118350

1005 ADICQLGMDQR Oxidation (M) _ADICQLGM(ox)DQR_ B4FKK9_MAIZE 2 661.79501 1321.5755 0.46411 0.24173 0.70882 53.285 53.285 3.10E-05 54.41 776770

1006 ADICQLGMDQR Unmodified _ADICQLGMDQR_ B4FKK9_MAIZE 2 653.79755 1305.5806 0.44667 -0.20599 0.24169 62.144 62.144 4.48E-03 34.89 515780

1007 ADIEDYLAK Unmodified _ADIEDYLAK_ B6TUA2_MAIZE 2 519.26112 1036.5077 0.0033631 0.32352 0.29644 74.014 74.014 1.01E-02 27.37 558560

1008 ADIEDYLAK Unmodified _ADIEDYLAK_ B6TUA2_MAIZE 2 519.26112 1036.5077 -0.055301 0.61226 0.52638 73.629 73.629 3.21E-03 46.33 1112700

1009 ADIEDYLAK Unmodified _ADIEDYLAK_ B6TUA2_MAIZE 2 519.26112 1036.5077 -0.066245 -0.000681 -0.097421 74.101 74.101 9.73E-03 40.03 7485600

1010 ADIEDYLASVAK Unmodified _ADIEDYLASVAK_ Q9SWR9_MAIZE 2 647.8299 1293.6452 0.4201 -0.92331 -0.52536 99.801 99.801 2.62E-07 63.73 1624500

1011 ADIEDYLASVAK Unmodified _ADIEDYLASVAK_ Q9SWR9_MAIZE 2 647.8299 1293.6452 0.43347 -1.2213 -0.80824 99.596 99.596 7.72E-03 35.41 1148300

1012 ADIEDYLASVAK Unmodified _ADIEDYLASVAK_ Q9SWR9_MAIZE 2 647.8299 1293.6452 0.38805 99.485 99.485 2.13E-21 96.66

1013 ADIEDYLASVAK Unmodified _ADIEDYLASVAK_ Q9SWR9_MAIZE 2 647.8299 1293.6452 0.39639 0.45996 0.83231 99.087 99.087 2.00E-01 27.5 696620

1014 ADINAQCPAALK Unmodified _ADINAQCPAALK_ B6TGN8_MAIZE 2 636.32426 1270.634 0.38849 -2.2438 -1.8716 54.047 54.047 6.74E-02 37.06 471110

1015 ADINAQCPAALK Unmodified _ADINAQCPAALK_ B6TGN8_MAIZE 2 636.32426 1270.634 0.34415 0.024424 0.34921 51.599 51.599 1.60E-02 38.64 1747000

1016 ADINAQCPAALK Unmodified _ADINAQCPAALK_ B6TGN8_MAIZE 2 636.32426 1270.634 0.36285 0.014709 0.35771 54.622 54.622 1.98E-03 31.05 307990

1017 ADKEPVVER Acetyl (Protein N-term) _(ac)ADKEPVVER_ B6T5R1_MAIZE 2 542.7853 1083.556 -0.070036 -0.016584 -0.10946 39.73 39.73 1.01E-02 49.93 7371200

1018 ADLAFAK Unmodified _ADLAFAK_ B6SSQ5_MAIZE 2 368.20542 734.39629 0.83874 0.18793 0.99903 49.469 49.469 4.46E-01 32.01 468780

1019 ADLEFLVGLLK Unmodified _ADLEFLVGLLK_ B4FJT5_MAIZE 2 609.36064 1216.7067 0.29146 0.17356 0.4531 122.37 122.37 4.43E-05 63.66 472830
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1020 ADLEFLVGLLK Unmodified _ADLEFLVGLLK_ B4FJT5_MAIZE 2 609.36064 1216.7067 0.27496 0.045126 0.30812 122.98 122.98 3.57E-04 54.94 342720

1021 ADLEFLVGLLK Unmodified _ADLEFLVGLLK_ B4FJT5_MAIZE 2 609.36064 1216.7067 0.32346 0.4201 0.73106 122.96 122.96 4.43E-05 59.08 361120

1022 ADLEFLVGLLK Unmodified _ADLEFLVGLLK_ B4FJT5_MAIZE 2 609.36064 1216.7067 0.33863 0.34502 0.67199 122.39 122.39 1.67E-02 31.91 246740

1023 ADLEFLVGLLK Unmodified _ADLEFLVGLLK_ B4FJT5_MAIZE 2 609.36064 1216.7067 0.33281 0.35569 0.67557 123.41 123.41 4.43E-05 66.15 384350

1044 ADLGMPQLPFIQVALASGNK Oxidation (M) _ADLGM(ox)PQLPFIQVALASGNK_ B6UFW7_MAIZE 2 1043.5537 2085.0929 1.2058 -0.005978 1.1939 114.32 114.32 6.57E-12 59.89 349670

1045 ADLGMPQLPFIQVALASGNKR Oxidation (M) _ADLGM(ox)PQLPFIQVALASGNKR_ B6UFW7_MAIZE 3 748.07193 2241.194 0.84643 -0.20143 0.63713 105.5 105.5 6.76E-03 13.3 169180

1046 ADLGYNYGVILIPEGLIDFIPEVQK Unmodified _ADLGYNYGVILIPEGLIDFIPEVQK_ B4FQM2_MAIZE 3 926.1651 2775.4735 1.0681 0.047433 1.1084 128.89 128.89 1.20E-09 44.8 3970100

1047 ADLGYNYGVILIPEGLIDFIPEVQK Unmodified _ADLGYNYGVILIPEGLIDFIPEVQK_ B4FQM2_MAIZE 2 1388.744 2775.4735 1.1082 0.067249 1.1681 128.87 128.87 2.78E-06 62.85 857830

1048 ADLGYNYGVILIPEGLIDFIPEVQK Unmodified _ADLGYNYGVILIPEGLIDFIPEVQK_ B4FQM2_MAIZE 3 926.1651 2775.4735 1.1683 0.27544 1.4365 129.92 129.92 2.33E-10 35.45 1488200

1049 ADLGYNYGVILIPEGLIDFIPEVQK Unmodified _ADLGYNYGVILIPEGLIDFIPEVQK_ B4FQM2_MAIZE 2 1388.744 2775.4735 1.2236 0.34714 1.5637 129.93 129.93 1.02E-07 48.78 276180

1050 ADLIAYLK Unmodified _ADLIAYLK_ B6SKR4_MAIZE 2 453.76839 905.52222 -0.14116 0.21278 0.03436 82.551 82.551 2.34E-03 40.74 103610

1051 ADLIAYLK Unmodified _ADLIAYLK_ B6SKR4_MAIZE 2 453.76839 905.52222 -0.12788 0.20154 0.035541 81.678 81.678 1.00E+00 2.57 165630

1052 ADLIAYLK Unmodified _ADLIAYLK_ B6SKR4_MAIZE 2 453.76839 905.52222 0.040821 -0.38567 -0.38172 81.922 81.922 1.00E+00 11.03 462150

1053 ADLIAYLK Unmodified _ADLIAYLK_ B6SKR4_MAIZE 2 453.76839 905.52222 -0.047263 0.10504 0.019999 81.827 81.827 7.88E-01 3.71 685780

1054 ADLIAYLK Unmodified _ADLIAYLK_ B6SKR4_MAIZE 2 453.76839 905.52222 -0.0016852 0.18353 0.14488 81.549 81.549 1.65E-01 18.38 778510

1055 ADLLSDSQR Unmodified _ADLLSDSQR_ B6TCR9_MAIZE 2 502.754 1003.4934 -0.11893 0.14217 0.006686 49.155 49.155 1.01E-02 44.32 1491400

1056 ADLLSDSQR Unmodified _ADLLSDSQR_ B6TCR9_MAIZE 2 502.754 1003.4934 -0.20562 -0.28525 -0.50581 46.386 46.386 3.21E-03 53.12 19316000

1057 ADLLSDSQR Unmodified _ADLLSDSQR_ B6TCR9_MAIZE 2 502.754 1003.4934 -0.13292 -0.63027 -0.77679 49.612 49.612 1.12E-01 11.43 393130

1058 ADLLVK Unmodified _ADLLVK_ B6TUE7_MAIZE 2 329.71034 657.40613 1.1475 -0.58698 0.54349 43.661 43.661 1.00E+00 22.95 58184

1059 ADLLVK Unmodified _ADLLVK_ B6TUE7_MAIZE 2 329.71034 657.40613 1.3217 0.078112 1.378 43.174 43.174 1.00E+00 3.68 513350

1060 ADLLVK Unmodified _ADLLVK_ B6TUE7_MAIZE 2 329.71034 657.40613 1.2647 -2.0325 -0.78248 46.586 46.586 5.26E-01 30.87 55958

1061 ADLLVLLSDVDGLYSGPPSEPGSK Unmodified _ADLLVLLSDVDGLYSGPPSEPGSK_ B6T989_MAIZE 2 1215.1259 2428.2373 1.4265 0.87993 2.3049 125.91 125.91 2.64E-19 73.88 304400

1062 ADLLVLLSDVDGLYSGPPSEPGSK Unmodified _ADLLVLLSDVDGLYSGPPSEPGSK_ B6T989_MAIZE 2 1215.1259 2428.2373 1.2073 0.52242 1.7285 126.18 126.18 6.01E-07 42.7 272920

1063 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.42378 -0.38003 0.03352 62.541 62.541 2.62E-07 43.39 8825600

1064 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.32015 0.064118 0.37376 62.972 62.972 1.60E-02 27.75 384800

1065 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.44103 -0.17476 0.25546 62.603 62.603 2.00E-01 20.78 3817400

1066 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.43183 -0.236 0.18596 64.067 64.067 6.74E-02 20.69 7357900

1067 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.42064 -0.2354 0.17575 63.438 63.438 1.60E-02 29.52 6760400

1068 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.41441 0.24055 0.64367 63.801 63.801 4.56E-01 16.51 3467800

1069 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.375 -0.24022 0.12421 64.051 64.051 1.68E-09 62.77 30936000

1070 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.49318 0.51737 0.99972 64.398 64.398 1.00E+00 2.06 406540

1071 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.42921 -0.36797 0.050626 62.755 62.755 8.05E-01 8.08 998320

1072 ADLNVPLDDAQK Unmodified _ADLNVPLDDAQK_ B4G0K4_MAIZE 2 649.83297 1297.6514 0.45169 0.56054 1.0016 65.092 65.092 2.00E-01 28.53 373390

1073 ADLPGVK Unmodified _ADLPGVK_ B6SIX0_MAIZE 2 350.20542 698.39629 1.0369 0.82133 1.8488 41.384 41.384 1.00E+00 1.89 1742000
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1074 ADLPGVK Unmodified _ADLPGVK_ B6SIX0_MAIZE 2 350.20542 698.39629 0.82453 -0.021525 0.79557 44.525 44.525 8.04E-02 45.81 652330

1075 ADLQAQLK Unmodified _ADLQAQLK_ B6T2K5_MAIZE 2 443.75327 885.49198 0.044516 0.37295 0.39077 43.707 43.707 3.48E-02 47.73 2235300

1076 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 2 683.87551 1365.7365 0.61849 -0.5403 0.080422 59.708 59.708 3.51E-02 39.02 658260

1077 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 3 456.25276 1365.7365 0.026579 0.13253 0.16038 61.585 61.585 6.34E-01 9.94 551850

1078 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 2 683.87551 1365.7365 0.57552 -0.75857 -0.18011 61.582 61.582 2.96E-06 52.86 525450

1079 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 2 683.87551 1365.7365 0.60473 -0.49747 0.11021 60.962 60.962 7.64E-09 60.13 587340

1080 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 3 456.25276 1365.7365 -0.0076643 -0.020071 -0.026362 60.949 60.949 1.00E+00 21.58 875650

1081 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 2 683.87551 1365.7365 0.57016 -0.20058 0.37221 61.399 61.399 1.95E-13 59.97 994500

1082 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 2 683.87551 1365.7365 0.5815 -0.35677 0.22714 61.423 61.423 1.95E-13 69.02 4435500

1083 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 3 456.25276 1365.7365 -0.051475 0.14992 0.098339 61.412 61.412 1.34E-01 25.47 5738100

1084 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 3 456.25276 1365.7365 -0.11082 -0.097882 -0.20753 61.821 61.821 3.47E-16 59.21 33581000

1085 ADLVALSGAHTVGR Unmodified _ADLVALSGAHTVGR_ B4FHG3_MAIZE 3 456.25276 1365.7365 -0.042603 -0.5358 -0.57637 60.118 60.118 1.00E+00 3.83 959970

1086 ADLVVDVLIK Unmodified _ADLVVDVLIK_ B4F9K0_MAIZE 2 542.83426 1083.654 0.10397 0.10039 0.20329 93.388 93.388 3.43E-01 18.46 418650

1087 ADLVVDVLIK Unmodified _ADLVVDVLIK_ B4F9K0_MAIZE 2 542.83426 1083.654 0.025627 0.031886 0.057372 93.128 93.128 7.11E-01 4.45 1122400

1088 ADLVVDVLIK Unmodified _ADLVVDVLIK_ B4F9K0_MAIZE 2 542.83426 1083.654 0.12827 96.526 96.526 1.25E-01 27.19

1089 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 -0.0025913 -0.42932 -0.44875 38.049 38.049 4.96E-02 42.47 1034200

1090 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 -0.12472 -0.042826 -0.18565 37.274 37.274 4.48E-03 35.1 458990

1091 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 -0.014529 -0.28071 -0.31282 39.99 39.99 1.00E+00 8.06 1014100

1092 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 0.0035272 -0.27708 -0.29129 39.147 39.147 4.48E-03 39.37 515660

1093 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 -0.15617 -0.29791 -0.46989 39.77 39.77 4.48E-03 42.85 11217000

1094 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 0.021163 -0.37615 -0.37114 39.829 39.829 1.00E+00 10.17 191930

1095 ADNAVLGTAAK Unmodified _ADNAVLGTAAK_ B6SH83_MAIZE 2 515.78001 1029.5455 0.015632 -0.81385 -0.8146 37.859 37.859 1.67E-02 33 273660

1096 ADNIFPNSVVSTLIAATDPFVK Unmodified _ADNIFPNSVVSTLIAATDPFVK_ B4FKG3_MAIZE 2 1160.1152 2318.2158 1.3222 0.62795 1.9528 130.27 130.27 5.68E-10 67.78 166380

1097 ADNYGGFMIWDR Unmodified _ADNYGGFMIWDR_ B4G1C2_MAIZE 2 722.81934 1443.6241 0.77907 -0.087509 0.68869 97.75 97.75 4.56E-01 8.9 398020

1098 ADNYGGFMIWDR Unmodified _ADNYGGFMIWDR_ B4G1C2_MAIZE 2 722.81934 1443.6241 0.71823 -0.33241 0.38265 98.082 98.082 1.11E-04 36.86 2669600

1099 ADNYGGFMIWDR Unmodified _ADNYGGFMIWDR_ B4G1C2_MAIZE 2 722.81934 1443.6241 0.73738 -0.000534 0.73325 98.147 98.147 1.00E+00 2.38 263250

1100 ADNYGGFMIWDR Oxidation (M) _ADNYGGFM(ox)IWDR_ B4G1C2_MAIZE 2 730.8168 1459.619 0.79247 0.35648 1.1477 88.196 88.196 7.72E-03 34.39 379640

1101 ADNYGGFMIWDR Oxidation (M) _ADNYGGFM(ox)IWDR_ B4G1C2_MAIZE 2 730.8168 1459.619 0.80199 0.25203 1.0531 87.872 87.872 2.16E-07 48.07 317500

1102 ADNYGGFMIWDR Oxidation (M) _ADNYGGFM(ox)IWDR_ B4G1C2_MAIZE 2 730.8168 1459.619 0.80064 0.1523 0.95149 88.459 88.459 1.11E-04 34.73 470300

1103 ADNYGGFMIWDR Oxidation (M) _ADNYGGFM(ox)IWDR_ B4G1C2_MAIZE 2 730.8168 1459.619 0.72042 -0.17914 0.54038 88.125 88.125 3.52E-11 43.93 9136800

1104 ADNYGGFMIWDR Oxidation (M) _ADNYGGFM(ox)IWDR_ B4G1C2_MAIZE 2 730.8168 1459.619 0.72525 -0.40402 0.32131 87.843 87.843 2.16E-07 53.27 856710

1105 ADPASPYTVAQYNSPFEFTGR Unmodified _ADPASPYTVAQYNSPFEFTGR_ B6T0C0_MAIZE 2 1159.5398 2317.0651 1.1304 0.19866 1.3279 96.135 96.135 7.17E-26 92.86 346750

1106 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.014026 -0.033851 -0.060182 76.76 76.76 2.11E-01 22.33 2514200

1107 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 2 696.3619 1390.7092 0.66934 0.51551 1.1729 76.732 76.732 2.00E-01 28.32 861740
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1108 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.15845 0.36584 0.19601 77.407 77.407 7.68E-01 13.29 648190

1109 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.018133 0.16408 0.13328 77.967 77.967 8.04E-02 19.13 1101800

1110 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 2 696.3619 1390.7092 0.61369 -0.24506 0.35774 77.923 77.923 4.56E-01 21.03 245910

1111 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.028965 0.28487 0.24315 77.595 77.595 7.68E-01 15.45 1322800

1112 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 2 696.3619 1390.7092 0.68762 -0.89078 -0.21375 77.531 77.531 2.00E-01 26.25 321180

1113 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.063669 0.20047 0.12505 77.44 77.44 1.00E+00 1.57 974220

1114 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 2 696.3619 1390.7092 0.59507 0.28655 0.86955 77.662 77.662 1.98E-03 42.12 7300300

1115 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.14343 0.38074 0.22507 77.657 77.657 2.46E-02 22.62 22368000

1116 ADPKDEFLSTLR Unmodified _ADPKDEFLSTLR_ B4FHT1_MAIZE 3 464.57702 1390.7092 -0.017494 0.27715 0.24827 77.428 77.428 7.68E-01 8.83 618390

1117 ADPSYWDK Unmodified _ADPSYWDK_ B6U1D7_MAIZE 2 491.21926 980.42396 -0.069835 -0.29133 -0.37303 48.688 48.688 1.00E+00 17.37 5556300

1118 ADPSYWDK Unmodified _ADPSYWDK_ B6U1D7_MAIZE 2 491.21926 980.42396 -0.16312 0.18544 0.009981 48.451 48.451 1.00E+00 11.51 1703600

1119 ADPSYWDK Unmodified _ADPSYWDK_ B6U1D7_MAIZE 2 491.21926 980.42396 -0.057952 -0.044205 -0.11368 50.989 50.989 3.77E-01 16.33 1772900

1120 ADPSYWDK Unmodified _ADPSYWDK_ B6U1D7_MAIZE 2 491.21926 980.42396 -0.084941 -0.237 -0.3335 50.292 50.292 1.00E+00 17.73 3460400

1121 ADQFADSANNVIIEEVNK Acetyl (Protein N-term) _(ac)ADQFADSANNVIIEEVNK_ B6SLS1_MAIZE 2 1009.9869 2017.9593 1.1465 0.021197 1.1504 106.2 106.2 2.85E-09 49.42 291530

1122 ADQLTDDQIAEFK Acetyl (Protein N-term) _(ac)ADQLTDDQIAEFK_ B4FBY6_MAIZE 2 768.36484 1534.7151 0.90801 -0.45009 0.4485 90.327 90.327 3.13E-02 15.12 19464

1123 ADQLTDDQIAEFK Acetyl (Protein N-term) _(ac)ADQLTDDQIAEFK_ B4FBY6_MAIZE 2 768.36484 1534.7151 0.93963 0.30236 1.2318 90.695 90.695 6.20E-03 27.76 91423

1124 ADQLTDDQIAEFK Acetyl (Protein N-term) _(ac)ADQLTDDQIAEFK_ B4FBY6_MAIZE 2 768.36484 1534.7151 0.78784 -0.2938 0.48519 90.989 90.989 2.50E-15 66.2 7584300

1125 ADQLTDEQIAEFK Acetyl (Protein N-term) _(ac)ADQLTDEQIAEFK_ CALM_MAIZE 2 775.37266 1548.7308 0.83938 -0.24371 0.58026 91.043 91.043 1.56E-17 80.25 2141200

1126 ADQQMLIYQGK Oxidation (M) _ADQQM(ox)LIYQGK_ B4FZM9_MAIZE 2 655.82409 1309.6336 0.44963 0.18868 0.62573 49.482 49.482 1.67E-02 22.38 22124

1127 ADQQMLIYQGK Unmodified _ADQQMLIYQGK_ B4FZM9_MAIZE 2 647.82664 1293.6387 0.4536 0.8611 1.2967 60.915 60.915 3.60E-06 50.13 1755300

1128 ADRDESSPYAAMLAAQDVAQR Unmodified _ADRDESSPYAAMLAAQDVAQR_ B4FBS3_MAIZE 3 755.69033 2264.0492 0.86434 -0.622 0.2252 81.679 81.679 9.86E-04 34.54 763450

1129 ADRDESSPYAAMLAAQDVAQR Unmodified _ADRDESSPYAAMLAAQDVAQR_ B4FBS3_MAIZE 3 755.69033 2264.0492 0.80164 -0.41928 0.36438 83.46 83.46 5.77E-05 59.58 629310

1130 ADRDESSPYAAMLAAQDVAQR Oxidation (M) _ADRDESSPYAAM(ox)LAAQDVAQR_ B4FBS3_MAIZE 3 761.02197 2280.0441 0.81302 -0.097212 0.69972 66.646 66.646 3.55E-03 45.6 107060

1131 ADRDESSPYAAMLAAQDVAQR Oxidation (M) _ADRDESSPYAAM(ox)LAAQDVAQR_ B4FBS3_MAIZE 3 761.02197 2280.0441 0.82065 -0.23391 0.57122 67.891 67.891 4.33E-06 54 715070

1132 ADSATSRPTVLVTGAGGR Acetyl (Protein N-term) _(ac)ADSATSRPTVLVTGAGGR_ B6T962_MAIZE 2 879.46066 1756.9068 1.0219 -0.027647 0.99916 62.373 62.373 4.65E-12 58.36 3360200

1133 ADSQEDDFAR Unmodified _ADSQEDDFAR_ B4FG39_MAIZE 2 577.24145 1152.4683 0.22664 -0.20946 0.010325 40.076 40.076 3.43E-01 32.63 210460

1134 ADSQEDDFAR Unmodified _ADSQEDDFAR_ B4FG39_MAIZE 2 577.24145 1152.4683 0.1943 -0.85155 -0.66347 40.155 40.155 7.11E-01 23.6 184860

1135 ADSQEDDFAR Unmodified _ADSQEDDFAR_ B4FG39_MAIZE 2 577.24145 1152.4683 0.086141 -0.11568 -0.036706 40.946 40.946 1.62E-03 54.42 3618000

1136 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.49365 -0.065043 0.42335 77.207 77.207 1.98E-03 45.63 1662300

1137 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.47957 0.11969 0.59454 78.488 78.488 7.72E-03 62.43 67486

1138 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.44095 -0.17448 0.26219 77.758 77.758 8.05E-01 9.32 314370

1139 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.51788 -1.5169 -1.0019 78.406 78.406 1.60E-02 29.16 429680

1140 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.51777 -0.97353 -0.4595 78.003 78.003 2.62E-07 49.05 451870

1141 ADSQVFLFANSK Unmodified _ADSQVFLFANSK_ B4FFR7_MAIZE 2 663.83806 1325.6616 0.40753 -0.10101 0.30117 77.744 77.744 2.62E-07 71.72 3242400
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1142 ADTLDPALLR Unmodified _ADTLDPALLR_ B6TDT1_MAIZE 2 542.80349 1083.5924 0.033168 -0.38937 -0.37178 72.402 72.402 3.43E-01 24.98 621940

1146 ADTPEPLCQVMLR Unmodified _ADTPEPLCQVMLR_ B6TPH0_MAIZE 2 765.37617 1528.7378 0.89458 0.28028 1.173 81.744 81.744 1.00E-11 41.54 912660

1147 ADTPEPLCQVMLR Unmodified _ADTPEPLCQVMLR_ B6TPH0_MAIZE 2 765.37617 1528.7378 0.83313 -0.56154 0.27145 82.329 82.329 1.00E-11 62.72 5612100

1148 ADTQSVDFQK Unmodified _ADTQSVDFQK_ B4G1Q6_MAIZE 2 569.77239 1137.5302 0.16911 0.42033 0.5978 43.947 43.947 7.11E-01 9.28 279880

1149 ADTQSVDFQK Unmodified _ADTQSVDFQK_ B4G1Q6_MAIZE 2 569.77239 1137.5302 0.20821 -0.095004 0.12181 43.176 43.176 1.00E+00 5.61 282420

1150 ADTQSVDFQK Unmodified _ADTQSVDFQK_ B4G1Q6_MAIZE 2 569.77239 1137.5302 0.13303 0.082436 0.22492 44.064 44.064 1.45E-01 20.22 280420

1151 ADTQSVDFQK Unmodified _ADTQSVDFQK_ B4G1Q6_MAIZE 2 569.77239 1137.5302 0.13463 0.046955 0.19086 43.888 43.888 1.45E-01 26.75 1159400

1152 ADVAGLASTAITTTSSYFYGK Unmodified _ADVAGLASTAITTTSSYFYGK_ B4FJE0_MAIZE 2 1062.5284 2123.0423 1.2746 1.3371 2.6106 119.12 119.12 8.95E-08 41.81 547180

1153 ADVDLAVK Unmodified _ADVDLAVK_ Q8S531_MAIZE 2 415.73454 829.45453 0.20763 1.2679 1.4666 49.021 49.021 2.92E-02 32.43 1060700

1154 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.85322 -0.29441 0.54948 74.738 74.738 1.12E-07 42.52 1086400

1155 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.84062 -0.11691 0.71577 74.613 74.613 2.05E-04 40.43 37666

1156 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.84865 0.002521 0.84145 75.466 75.466 7.01E-11 52.66 264360

1157 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.89163 0.22298 1.1056 75.017 75.017 1.02E-23 71.75 388990

1158 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.88202 -0.086042 0.78745 74.989 74.989 1.02E-23 85.87 576600

1159 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.88635 0.372 1.2481 75.787 75.787 6.37E-03 14.6 929750

1160 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.82876 0.29549 1.1146 75.687 75.687 7.01E-11 42.84 2745400

1161 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.74154 0.37885 1.1107 74.716 74.716 1.02E-23 64.08 3993900

1162 ADVDVEPEVAAGAPK Acetyl (Protein N-term) _(ac)ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 755.3752 1508.7359 0.71793 -0.54505 0.16513 76.071 76.071 1.04E-33 77.88 19950000

1163 ADVDVEPEVAAGAPK Unmodified _ADVDVEPEVAAGAPK_ B6SII4_MAIZE 2 734.36992 1466.7253 0.74074 -0.37208 0.36377 62.744 62.744 2.37E-16 85.26 443910

1164 ADVEAPAEEHPGQADYWLR Unmodified _ADVEAPAEEHPGQADYWLR_ B4FFK9_MAIZE 3 718.66774 2152.9814 0.72523 -0.1667 0.54494 73.663 73.663 6.75E-01 5.88 702830

1165 ADVEAPAEEHPGQADYWLR Unmodified _ADVEAPAEEHPGQADYWLR_ B4FFK9_MAIZE 3 718.66774 2152.9814 0.67764 -0.1801 0.48431 73.158 73.158 5.55E-03 27.71 1325900

1166 ADVFLLVGTQPR Unmodified _ADVFLLVGTQPR_ B4F8V5_MAIZE 2 658.37207 1314.7296 0.51979 -6.6855 -6.1455 88.524 88.524 2.00E-01 7.61 1172500

1167 ADVFLLVGTQPR Unmodified _ADVFLLVGTQPR_ B4F8V5_MAIZE 2 658.37207 1314.7296 0.47275 0.095305 0.57787 89.063 89.063 1.11E-04 42 4054100

1168 ADVHEPLVR Unmodified _ADVHEPLVR_ Q5YFA2_MAIZE 3 345.85757 1034.5509 1.1484 -0.16997 0.97401 39.99 39.99 9.53E-03 39.76 2955600

1169 ADVHEPLVR Unmodified _ADVHEPLVR_ Q5YFA2_MAIZE 3 345.85757 1034.5509 1.0631 0.27793 1.3345 39.491 39.491 2.35E-01 25.68 188090

1170 ADVILK Unmodified _ADVILK_ B4FUJ1_MAIZE 2 329.71034 657.40613 1.1856 0.039269 1.2032 41.621 41.621 2.78E-01 34.52 162980

1171 ADVLHLSTK Unmodified _ADVLHLSTK_ CAPP2_MAIZE 3 328.52219 982.54475 1.3437 0.31087 1.6463 48.471 48.471 8.82E-01 19.72 992820

1172 ADVLHLSTK Unmodified _ADVLHLSTK_ CAPP2_MAIZE 3 328.52219 982.54475 1.2221 -0.083386 1.1328 48.619 48.619 4.68E-01 24.64 430100

1173 ADVLHLSTK Unmodified _ADVLHLSTK_ CAPP2_MAIZE 2 492.27965 982.54475 -0.17692 -0.045729 -0.22925 48.622 48.622 3.89E-04 58.21 433520

1174 ADVPGLK Unmodified _ADVPGLK_ B4G250_MAIZE 2 350.20542 698.39629 0.82081 -0.055889 0.75769 46.375 46.375 4.46E-01 28.4 772790

1175 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 0.049388 -0.059187 -0.0048395 80.255 80.255 1.00E+00 8.23 791700

1176 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 -0.022075 0.61959 0.60298 81.534 81.534 1.00E+00 17.59 30748

1177 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 0.11901 0.083386 0.20848 80.818 80.818 1.00E+00 14.5 385920

1178 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 0.022993 -0.062963 -0.034079 80.565 80.565 1.00E+00 6.62 339120
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1179 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 -0.017991 -0.056478 -0.068821 80.945 80.945 1.00E+00 0.76 473090

1180 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 3 543.26188 1626.7638 -0.097782 0.025036 -0.067069 80.53 80.53 1.07E-03 36.97 11813000

1181 ADVSDPDAVHALFDR Unmodified _ADVSDPDAVHALFDR_ B6U3Y1_MAIZE 2 814.38918 1626.7638 0.92197 -0.11942 0.8086 80.531 80.531 6.53E-30 87 2157000

1182 ADVSTIGMGIAGSTASIILGGGTK Oxidation (M) _ADVSTIGM(ox)GIAGSTASIILGGGTK_ B4FP39_MAIZE 3 731.71923 2192.1358 0.79355 -0.14494 0.65492 113.38 113.38 1.82E-07 31.9 149550

1183 ADWEINPLELDFTK Unmodified _ADWEINPLELDFTK_ B6STV2_MAIZE 2 845.91978 1689.825 1.0788 0.5313 1.5975 115.46 115.46 1.95E-13 58.97 174000

1184 ADWEINPLELDFTK Unmodified _ADWEINPLELDFTK_ B6STV2_MAIZE 2 845.91978 1689.825 1.0791 0.27839 1.3448 115.97 115.97 7.64E-09 63.21 152360

1185 ADWEINPLELDFTK Unmodified _ADWEINPLELDFTK_ B6STV2_MAIZE 2 845.91978 1689.825 1.1068 0.20782 1.3021 115.91 115.91 3.56E-04 37.48 138010

1186 ADWEINPLELDFTK Unmodified _ADWEINPLELDFTK_ B6STV2_MAIZE 2 845.91978 1689.825 1.1434 0.26662 1.398 115.48 115.48 2.25E-03 20.31 129170

1187 ADWEINPLELDFTK Unmodified _ADWEINPLELDFTK_ B6STV2_MAIZE 2 845.91978 1689.825 1.0525 0.37388 1.4132 116.22 116.22 7.64E-09 53.96 1239800

1188 ADWSLEK Unmodified _ADWSLEK_ B4G0J2_MAIZE 2 424.71107 847.40758 0.15035 0.36122 0.48591 55.725 55.725 4.46E-01 15.6 1185600

1189 ADYDYLIK Unmodified _ADYDYLIK_ B4FB55_MAIZE 2 500.75293 999.49131 -0.039517 0.32617 0.25914 68.777 68.777 5.06E-02 35.75 1269100

1190 ADYDYLIK Unmodified _ADYDYLIK_ B4FB55_MAIZE 2 500.75293 999.49131 -0.1018 0.25828 0.13129 69.649 69.649 1.65E-01 38.01 22360

1191 ADYDYLIK Unmodified _ADYDYLIK_ B4FB55_MAIZE 2 500.75293 999.49131 -0.18875 0.75356 0.53804 69.09 69.09 3.77E-01 15.14 256950

1192 ADYDYLIK Unmodified _ADYDYLIK_ B4FB55_MAIZE 2 500.75293 999.49131 -0.0081098 0.23071 0.19681 69.824 69.824 1.00E+00 3.54 158050

1193 ADYEQEQDMEVEALQAILMDDIK Acetyl (Protein N-term),2 Oxidation (M) _(ac)ADYEQEQDM(ox)EVEALQAILM(ox)DDIK_ B6TXU4_MAIZE 3 924.41398 2770.2201 1.1902 -0.12417 1.0488 127.71 127.71 1.61E-06 36.89 464750

1194 ADYHFVYK Acetyl (Protein N-term) _(ac)ADYHFVYK_ B4FF90_MAIZE 2 542.75855 1083.5025 -0.08003 -0.18674 -0.27931 68.811 68.811 5.06E-02 30.22 1322700

1195 ADYHFVYK Acetyl (Protein N-term) _(ac)ADYHFVYK_ B4FF90_MAIZE 2 542.75855 1083.5025 -0.036708 -0.29532 -0.34473 67.737 67.737 5.06E-02 49.76 2529800

1196 AEAAGNDNCPVK Unmodified _AEAAGNDNCPVK_ B4FGK8_MAIZE 2 623.28005 1244.5455 0.57405 0.49418 1.0571 25.598 25.598 1.60E-02 18.82 3649.9

1197 AEAAGNDNCPVK Unmodified _AEAAGNDNCPVK_ B4FGK8_MAIZE 2 623.28005 1244.5455 0.39035 -0.15047 0.22977 26.676 26.676 1.00E+00 1.71 12771

1198 AEAALCLK Unmodified _AEAALCLK_ B4FSR6_MAIZE 2 438.23639 874.45823 -0.0098816 0.00023 -0.041578 46.57 46.57 5.06E-02 29.22 6352000

1199 AEAAPAAGGGIGDILATSDR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDR_ B4FLB0_MAIZE 2 927.96324 1853.9119 1.2262 0.061308 1.274 97.185 97.185 1.74E-02 10.34 547960

1200 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 3 829.09423 2484.2609 1.0908 0.22302 1.3065 116.34 116.34 2.80E-03 17.29 321980

1201 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 2 1243.1377 2484.2609 1.1889 0.073677 1.2554 116.33 116.33 1.00E+00 18.1 303870

1202 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 3 829.09423 2484.2609 0.98737 -0.058915 0.92157 116.77 116.77 3.46E-04 24.64 404780

1203 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 2 1243.1377 2484.2609 1.2968 -0.078237 1.2118 116.78 116.78 3.64E-01 14.71 249100

1204 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 3 829.09423 2484.2609 1.0114 0.063694 1.0677 116.89 116.89 3.46E-04 13.6 647700

1205 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 2 1243.1377 2484.2609 1.1499 0.19935 1.342 116.9 116.9 1.00E+00 12.39 353610

1206 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 3 829.09423 2484.2609 1.0388 -0.22319 0.80851 116.93 116.93 3.53E-01 16.82 383000

1207 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 2 1243.1377 2484.2609 1.1581 -0.10283 1.0482 116.94 116.94 3.64E-01 14.74 231740

1208 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 3 829.09423 2484.2609 0.99814 0.20337 1.1938 116.57 116.57 4.62E-09 47.34 2893900

1209 AEAAPAAGGGIGDILATSDRDFLVR Acetyl (Protein N-term) _(ac)AEAAPAAGGGIGDILATSDRDFLVR_ B4FLB0_MAIZE 2 1243.1377 2484.2609 1.1917 0.083819 1.2685 116.57 116.57 7.39E-01 17.75 2178900

1210 AEAATEAVAEETKPAEPVPEEEEK Unmodified _AEAATEAVAEETKPAEPVPEEEEK_ B4FBC9_MAIZE 3 852.07294 2553.197 1.0419 0.2102 1.2228 59.441 59.441 5.45E-31 70.69 485450

1211 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.013088 0.048577 -0.0030313 45.756 45.756 3.60E-06 37.86 1130600

1212 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.17361 -0.80717 -1.0168 45.41 45.41 3.60E-06 46.69 263230
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1213 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.063242 -0.6777 -0.77836 47.973 47.973 4.43E-05 33.14 482990

1214 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.027068 -0.31245 -0.37617 47.234 47.234 3.57E-04 76.49 644810

1215 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.045634 -0.27699 -0.35958 48.072 48.072 5.66E-08 52.18 586040

1216 AEAEALGAAVK Unmodified _AEAEALGAAVK_ B4FSS8_MAIZE 2 515.28239 1028.5502 -0.12985 -0.23736 -0.40398 48.642 48.642 5.66E-08 53.97 10094000

1217 AEAEATVGR Acetyl (Protein N-term) _(ac)AEAEATVGR_ B6TYS6_MAIZE 2 473.23544 944.45632 -0.031006 0.44701 0.3867 47.051 47.051 3.32E-02 39.71 610730

1225 AEAFQVLR Unmodified _AEAFQVLR_ B6UFY0_MAIZE 2 467.26126 932.50797 -0.19246 0.70021 0.48967 63.783 63.783 5.06E-02 22.65 88121

1226 AEAGGGINPAIR Unmodified _AEAGGGINPAIR_ B6SI08_MAIZE 2 563.30419 1124.5938 0.018911 0.48939 0.48484 46.324 46.324 1.60E-02 47.55 35829

1227 AEAHPPPSYGGRPDR Unmodified _AEAHPPPSYGGRPDR_ B6SY37_MAIZE 4 402.44848 1605.7648 0.41262 -0.044544 0.3582 32.928 32.928 1.00E+00 0.68 172560

1228 AEAHPPPSYGGRPDR Unmodified _AEAHPPPSYGGRPDR_ B6SY37_MAIZE 4 402.44848 1605.7648 0.36636 -0.15034 0.20641 33.743 33.743 1.98E-01 10.7 378120

1229 AEAIDQFLLK Unmodified _AEAIDQFLLK_ B4FUA0_MAIZE 2 574.32151 1146.6285 0.11485 0.44086 0.53199 86.282 86.282 3.43E-01 11.03 949190

1230 AEALQILGLFQVLPR Unmodified _AEALQILGLFQVLPR_ B4FHW6_MAIZE 3 556.66629 1666.977 -0.022686 0.057499 0.021561 130.2 130.2 2.34E-01 10.89 366750

1231 AEALQILGLFQVLPR Unmodified _AEALQILGLFQVLPR_ B4FHW6_MAIZE 2 834.49579 1666.977 0.91635 -0.043282 0.85941 130.2 130.2 2.40E-39 77.96 210640

1232 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.342 1.6866 3.0161 125.51 125.51 7.59E-08 59.54 833190

1233 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0097 0.26891 1.2682 126.82 126.82 7.59E-08 52.71 11115000

1234 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 2 1243.1427 2484.2708 1.1157 0.21134 1.3167 126.82 126.82 1.05E-87 148.67 5393200

1235 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0062 0.052185 1.0476 125.92 125.92 1.78E-06 33.12 499070

1236 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0003 0.066676 1.057 127.35 127.35 2.77E-20 121.3 2743200

1237 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 2 1243.1427 2484.2708 1.29 -0.019466 1.2606 127.34 127.34 4.26E-74 153.9 1197700

1238 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 4 622.07497 2484.2708 0.33771 0.27519 0.60271 127.31 127.31 6.52E-01 6.46 349960

1239 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0154 0.14943 1.1538 127.76 127.76 2.77E-20 84.69 1607300

1240 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 2 1243.1427 2484.2708 1.1419 0.21384 1.3455 127.74 127.74 1.90E-60 179.91 753940

1241 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 2 1243.1427 2484.2708 1.1815 -0.28477 0.88709 128.2 128.2 5.97E-42 100.19 158300

1242 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0324 0.21759 1.2397 128.22 128.22 1.78E-06 60.58 373200

1243 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 3 829.09753 2484.2708 1.0703 -0.090075 0.97052 127.99 127.99 2.09E-09 57.9 555520

1244 AEATDVANAVLDGSDAILLGAETLR Unmodified _AEATDVANAVLDGSDAILLGAETLR_ B4F9G8_MAIZE 2 1243.1427 2484.2708 1.2429 -0.25753 0.97538 127.96 127.96 6.61E-18 109.29 258310

1245 AEATDVANAVLDGTDGILLGAETLR Unmodified _AEATDVANAVLDGTDGILLGAETLR_ B4F8J8_MAIZE 2 1243.1427 2484.2708 1.0564 0.21577 1.2676 125.46 125.46 1.02E-07 26.34 434280

1246 AEATDVANAVLDGTDGILLGAETLR Unmodified _AEATDVANAVLDGTDGILLGAETLR_ B4F8J8_MAIZE 2 1243.1427 2484.2708 1.3056 -0.17927 1.1226 125.92 125.92 8.03E-11 80.08 313160

1247 AEATDVANAVLDGTDGILLGAETLR Unmodified _AEATDVANAVLDGTDGILLGAETLR_ B4F8J8_MAIZE 2 1243.1427 2484.2708 1.2021 0.007339 1.2051 126.2 126.2 6.61E-18 95.12 287280

1248 AEATDVANAVLDGTDGILLGAETLR Unmodified _AEATDVANAVLDGTDGILLGAETLR_ B4F8J8_MAIZE 2 1243.1427 2484.2708 1.2081 0.38866 1.5924 126.61 126.61 4.61E-15 77.53 116030

1249 AEDASAAEGEADSK Unmodified _AEDASAAEGEADSK_ LONH2_MAIZE 2 675.78642 1349.5583 0.58008 -0.23769 0.31257 34.144 34.144 2.00E-19 73.73 134120

1250 AEDATSSHPSR Acetyl (Protein N-term) _(ac)AEDATSSHPSR_ B6SGC5_MAIZE 2 600.268 1198.5214 0.40642 0.22056 0.60953 29.348 29.348 1.00E+00 4.9 5947.5

1251 AEDATSSHPSR Acetyl (Protein N-term) _(ac)AEDATSSHPSR_ B6SGC5_MAIZE 2 600.268 1198.5214 0.21895 -0.020266 0.18143 30.173 30.173 4.96E-02 31.08 16393

1252 AEDATSSHPSR Acetyl (Protein N-term) _(ac)AEDATSSHPSR_ B6SGC5_MAIZE 2 600.268 1198.5214 0.3026 0.30603 0.59023 27.747 27.747 4.48E-03 52.58 123530

1253 AEDAVAEATSR Unmodified _AEDAVAEATSR_ B4FUC4_MAIZE 2 560.26747 1118.5204 0.025194 -0.66452 -0.66233 42.808 42.808 3.60E-06 61.11 2040300



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

1254 AEDAVAEATSR Unmodified _AEDAVAEATSR_ B4FUC4_MAIZE 2 560.26747 1118.5204 -0.054106 -0.16583 -0.24299 39.919 39.919 3.60E-06 60.17 9720200

1255 AEDAVAEATSR Unmodified _AEDAVAEATSR_ B4FUC4_MAIZE 2 560.26747 1118.5204 -0.00027245 -0.025018 -0.048184 43.255 43.255 3.60E-06 68.3 1001700

1256 AEDDYDYLFK Unmodified _AEDDYDYLFK_ B4FIB2_MAIZE 2 639.77988 1277.5452 0.45161 0.36412 0.80074 82.958 82.958 4.40E-02 21.76 551590

1257 AEDDYDYLFK Unmodified _AEDDYDYLFK_ B4FIB2_MAIZE 2 639.77988 1277.5452 0.35753 0.089954 0.43278 83.058 83.058 1.25E-02 26.4 1406800

1258 AEDSKPTAIPTAAGS Unmodified _AEDSKPTAIPTAAGS_ B4FS63_MAIZE 2 708.35427 1414.694 0.6629 0.93843 1.5865 49.369 49.369 2.05E-04 62.39 2802900

1259 AEDVVSTMLAK Oxidation (M) _AEDVVSTM(ox)LAK_ B6TI68_MAIZE 2 590.29992 1178.5853 0.2021 0.60048 0.79378 52.764 52.764 1.00E+00 1.34 1131900

1260 AEDVVSTMLAK Oxidation (M) _AEDVVSTM(ox)LAK_ B6TI68_MAIZE 2 590.29992 1178.5853 0.13824 0.73306 0.86279 53.528 53.528 4.48E-03 28.56 3067000

1261 AEDVVSTMLAK Oxidation (M) _AEDVVSTM(ox)LAK_ B6TI68_MAIZE 2 590.29992 1178.5853 0.20083 0.29716 0.4902 50.999 50.999 4.96E-02 46.18 373710

1262 AEEAAAGADGLSDFQK Unmodified _AEEAAAGADGLSDFQK_ B4FAK8_MAIZE 2 790.36537 1578.7162 0.97821 0.999 1.9602 62.802 62.802 4.21E-20 61.44 183630

1263 AEEAAAGADGLSDFQK Unmodified _AEEAAAGADGLSDFQK_ B4FAK8_MAIZE 2 790.36537 1578.7162 0.94111 -0.1815 0.74485 62.538 62.538 5.87E-44 128.86 858470

1264 AEEAAAQEPVK Unmodified _AEEAAAQEPVK_ B4FBC9_MAIZE 2 571.78804 1141.5615 0.35076 -2.7486 -2.4284 31.211 31.211 3.57E-04 38.08 23274

1265 AEEAAAQEPVKEEAKPEEPK Unmodified _AEEAAAQEPVKEEAKPEEPK_ B4FBC9_MAIZE 3 727.3621 2179.0645 0.81317 0.042636 0.81792 40.91 40.91 7.26E-03 30.24 256750

1266 AEEAAAQEPVKEEAKPEEPK Unmodified _AEEAAAQEPVKEEAKPEEPK_ B4FBC9_MAIZE 4 545.77339 2179.0645 0.078349 -0.15745 -0.1153 40.903 40.903 9.26E-02 11.9 1395400

1267 AEEAELIASK Unmodified _AEEAELIASK_ B4FRH5_MAIZE 2 530.77968 1059.5448 -0.077869 -0.46381 -0.58876 49.83 49.83 4.40E-05 57.28 5011500

1268 AEEAESIAR Unmodified _AEEAESIAR_ B6TS21_MAIZE 2 488.24072 974.46689 0.012959 -0.12173 -0.15702 34.036 34.036 9.73E-03 36.94 99778

1269 AEEAESIAR Unmodified _AEEAESIAR_ B6TS21_MAIZE 2 488.24072 974.46689 -0.008308 0.3592 0.30298 33.185 33.185 3.13E-03 52.19 186570

1270 AEEAESIAR Unmodified _AEEAESIAR_ B6TS21_MAIZE 2 488.24072 974.46689 -0.020197 0.63964 0.57019 34.07 34.07 9.73E-03 44.33 159980

1271 AEEAESIAR Unmodified _AEEAESIAR_ B6TS21_MAIZE 2 488.24072 974.46689 -0.10481 0.87652 0.72153 34.737 34.737 1.63E-07 76.5 1338900

1272 AEEAFGSPPHIVVCCAGLLNAK Unmodified _AEEAFGSPPHIVVCCAGLLNAK_ B6U3Y1_MAIZE 3 780.72068 2339.1402 0.88276 -0.38256 0.5009 87.981 87.981 4.71E-18 63.88 1073200

1273 AEEAFGSPPHVVVACAGIMDAK Oxidation (M) _AEEAFGSPPHVVVACAGIM(ox)DAK_ B6U543_MAIZE 3 758.0294 2271.0664 0.81411 -0.45468 0.36254 73.167 73.167 1.82E-12 56.63 937080

1274 AEEAQAELPDSTHDVQQLIDNFAR Unmodified _AEEAQAELPDSTHDVQQLIDNFAR_ B6UBA1_MAIZE 3 899.76321 2696.2678 1.1546 0.059179 1.2038 112.74 112.74 1.93E-11 43.81 721790

1275 AEEASAPAAGTEAPPGK Acetyl (Protein N-term) _(ac)AEEASAPAAGTEAPPGK_ B6TLW3_MAIZE 2 798.38102 1594.7475 0.91707 0.32981 1.2188 53.525 53.525 2.72E-05 52.83 539740

1276 AEEEAAAGADGLSEFQK Unmodified _AEEEAAAGADGLSEFQK_ B6TNF1_MAIZE 2 861.89449 1721.7744 1.1197 -0.22384 0.87346 66.109 66.109 4.22E-59 123.59 544610

1277 AEEEEGASGEVDYEKK Unmodified _AEEEEGASGEVDYEKK_ A8IK79_MAIZE 3 590.59525 1768.7639 0.17677 -0.18767 -0.037348 41.832 41.832 1.87E-02 17.74 225720

1278 AEEIMGQAIR Unmodified _AEEIMGQAIR_ B6SGM5_MAIZE 2 559.28715 1116.5597 0.11296 -0.45777 -0.37616 58.536 58.536 1.25E-02 18.48 1952600

1279 AEEIMGQAIR Unmodified _AEEIMGQAIR_ B6SGM5_MAIZE 2 559.28715 1116.5597 -0.0097273 -0.58119 -0.62107 59.774 59.774 7.11E-01 2.47 19951

1280 AEEIMGQAIR Unmodified _AEEIMGQAIR_ B6SGM5_MAIZE 2 559.28715 1116.5597 -0.0069829 0.59607 0.55509 61.015 61.015 5.76E-06 57.49 3240800

1281 AEEIMGQAIR Oxidation (M) _AEEIM(ox)GQAIR_ B6SGM5_MAIZE 2 567.28461 1132.5547 0.040361 0.46527 0.47624 45.384 45.384 1.84E-04 37.41 1260200

1282 AEEIMGQAIR Oxidation (M) _AEEIM(ox)GQAIR_ B6SGM5_MAIZE 2 567.28461 1132.5547 0.10371 0.36638 0.44056 45.82 45.82 5.76E-06 50.42 1218300

1283 AEELIHVGQK Unmodified _AEELIHVGQK_ EIF3A_MAIZE 2 562.30894 1122.6033 0.14407 -0.23421 -0.10826 45.882 45.882 4.40E-05 45.32 595690

1284 AEELIHVGQK Unmodified _AEELIHVGQK_ EIF3A_MAIZE 3 375.20838 1122.6033 0.76361 0.33322 1.076 45.878 45.878 2.55E-01 24.89 593880

1285 AEELVAELASR Unmodified _AEELVAELASR_ B6U543_MAIZE 2 594.31696 1186.6194 0.11118 0.19067 0.26458 73.282 73.282 3.60E-06 43.58 4596700

1286 AEEPAKEELK Unmodified _AEEPAKEELK_ B4FBC9_MAIZE 2 572.29824 1142.5819 0.30278 -0.18609 0.068677 29.867 29.867 7.11E-01 10.98 10362

1287 AEEPAKEELK Unmodified _AEEPAKEELK_ B4FBC9_MAIZE 2 572.29824 1142.5819 0.25273 0.069539 0.27378 29.05 29.05 3.43E-01 11.18 65154
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1288 AEEPAKEELK Unmodified _AEEPAKEELK_ B4FBC9_MAIZE 3 381.86792 1142.5819 0.64397 0.082667 0.6759 29.066 29.066 1.25E-01 23.83 151620

1289 AEEPAKEELK Unmodified _AEEPAKEELK_ B4FBC9_MAIZE 2 572.29824 1142.5819 0.32573 0.045276 0.32215 29.616 29.616 1.00E+00 3.49 10572

1290 AEEPWFGIEQEYTLLQK Unmodified _AEEPWFGIEQEYTLLQK_ B4F9A2_MAIZE 2 1041.0149 2080.0153 1.2373 -0.17465 1.0468 115.02 115.02 3.42E-29 87.77 335520

1291 AEEQSNPQHQQAEER Acetyl (Protein N-term) _(ac)AEEQSNPQHQQAEER_ B6TQG2_MAIZE 2 911.90117 1821.7878 1.1793 0.1563 1.3087 31.442 31.442 1.26E-03 35.61 56701

1292 AEESAASGDPLAMASK Oxidation (M) _AEESAASGDPLAM(ox)ASK_ B4FBV8_MAIZE 2 775.85378 1549.693 0.88556 -0.02685 0.83263 51.535 51.535 1.14E-36 96.04 2321900

1293 AEESAASGDPLAMASK Oxidation (M) _AEESAASGDPLAM(ox)ASK_ B4FBV8_MAIZE 2 775.85378 1549.693 0.86311 0.29286 1.1303 48.913 48.913 1.42E-33 76.02 412800

1294 AEESAASGDPLAMASK Unmodified _AEESAASGDPLAMASK_ B4FBV8_MAIZE 2 767.85632 1533.6981 0.86231 -0.15779 0.6767 61.696 61.696 1.82E-38 104.24 1702600

1295 AEESGRPLPK Acetyl (Protein N-term) _(ac)AEESGRPLPK_ B6SJI8_MAIZE 2 563.29857 1124.5826 -0.059148 -0.28068 -0.37257 38.768 38.768 4.40E-02 37.43 375610

1296 AEESGRPLPK Acetyl (Protein N-term) _(ac)AEESGRPLPK_ B6SJI8_MAIZE 2 563.29857 1124.5826 0.087325 0.30991 0.36344 42.326 42.326 1.45E-01 8.98 42272

1297 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.23789 0.032168 0.23866 32.488 32.488 4.96E-02 27.27 319600

1298 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.17769 0.39629 0.54132 30.728 30.728 4.48E-03 27.26 60252

1299 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.25044 0.027977 0.24565 33.951 33.951 4.43E-05 43.69 453630

1300 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.22966 -0.20932 -0.010627 33.054 33.054 4.43E-05 37.98 1435200

1301 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.20004 0.030205 0.1988 33.871 33.871 5.66E-08 56.02 650830

1302 AEETAPVAEEK Unmodified _AEETAPVAEEK_ B4FBC9_MAIZE 2 587.28533 1172.5561 0.27225 0.38653 0.6267 34.017 34.017 4.48E-03 43.78 123530

1303 AEETDTRPASAGSR Acetyl (Protein N-term) _(ac)AEETDTRPASAGSR_ B4G0T4_MAIZE 2 745.34751 1488.6805 0.80199 0.010755 0.79294 34.56 34.56 3.51E-02 28.79 552910

1304 AEEYHQQYLEK Unmodified _AEEYHQQYLEK_ B6U8S9_MAIZE 3 479.89301 1436.6572 -0.050617 -0.001158 -0.081996 42.02 42.02 5.15E-02 15.73 707410

1305 AEEYLLSVPQDTPYSEFNHR Unmodified _AEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 799.04488 2394.1128 0.94228 -0.3099 0.6214 90.307 90.307 1.83E-03 26.86 834050

1306 AEEYLLSVPQDTPYSEFNHR Unmodified _AEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 799.04488 2394.1128 0.96021 -0.14851 0.79991 90.88 90.88 8.07E-04 25.63 439950

1307 AEEYLLSVPQDTPYSEFNHR Unmodified _AEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 799.04488 2394.1128 0.96564 -0.363 0.59112 91.041 91.041 1.83E-03 27.28 317960

1308 AEEYLLSVPQDTPYSEFNHR Unmodified _AEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 799.04488 2394.1128 0.99038 0.03517 1.0143 90.828 90.828 5.84E-09 46.53 479750

1309 AEFAGLFAK Unmodified _AEFAGLFAK_ B6SJ11_MAIZE 2 477.25819 952.50182 -0.016775 0.35323 0.31671 76.914 76.914 3.21E-03 43.05 1603300

1310 AEFAGLFAK Unmodified _AEFAGLFAK_ B6SJ11_MAIZE 2 477.25819 952.50182 -0.069503 0.40201 0.31326 78.67 78.67 1.00E+00 15.75 15378

1311 AEFAGLFAK Unmodified _AEFAGLFAK_ B6SJ11_MAIZE 2 477.25819 952.50182 -0.22164 0.3705 0.13046 79.049 79.049 3.21E-03 30.63 2642000

1312 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 2 533.23712 1064.4597 0.14384 0.1326 0.26751 26.927 26.927 5.10E-01 7.82 21464

1313 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 2 533.23712 1064.4597 -0.056795 0.11061 0.045782 26.539 26.539 5.10E-01 11.76 48727

1314 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 3 355.82717 1064.4597 0.77632 0.18013 0.94799 26.311 26.311 5.45E-01 28.86 120270

1315 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 2 533.23712 1064.4597 -0.038873 0.020318 -0.026859 29.036 29.036 1.06E-02 14.55 49961

1316 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 3 355.82717 1064.4597 0.761 0.51165 1.2612 29.036 29.036 5.45E-01 23.35 162130

1317 AEFDAHMTK Oxidation (M) _AEFDAHM(ox)TK_ B4FH44_MAIZE 3 355.82717 1064.4597 0.78847 0.60465 1.3831 42.839 42.839 1.00E+00 3.13 54352

1318 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 2 525.23967 1048.4648 0.043912 -0.14343 -0.11322 39.092 39.092 3.21E-03 43.3 858600

1319 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 3 350.49554 1048.4648 0.83497 -0.067531 0.75467 39.759 39.759 2.35E-01 16.16 698020

1320 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 2 525.23967 1048.4648 -0.1575 -0.009351 -0.17998 39.75 39.75 3.21E-03 37.8 179760

1321 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 3 350.49554 1048.4648 1.0903 -0.32629 0.75221 41.316 41.316 5.45E-01 9.71 123450
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1322 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 3 350.49554 1048.4648 1.0692 0.27631 1.3305 40.641 40.641 2.35E-01 21.31 148180

1323 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 3 350.49554 1048.4648 0.99522 0.12769 1.108 41.414 41.414 5.45E-01 13.19 328150

1324 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 3 350.49554 1048.4648 0.82983 -0.051822 0.76365 42.869 42.869 2.35E-02 31.83 1187200

1325 AEFDAHMTK Unmodified _AEFDAHMTK_ B4FH44_MAIZE 2 525.23967 1048.4648 -0.16343 0.1437 -0.032988 42.851 42.851 1.01E-02 39.16 393550

1326 AEFDDVKEFFEDVGEVVDVR Unmodified _AEFDDVKEFFEDVGEVVDVR_ B4FI73_MAIZE 3 782.0375 2343.0907 0.92067 0.092656 1.024 126.8 126.8 7.26E-03 26.37 219310

1327 AEFDDVKEFFEDVGEVVDVR Unmodified _AEFDDVKEFFEDVGEVVDVR_ B4FI73_MAIZE 3 782.0375 2343.0907 0.94402 0.099233 1.0534 127.39 127.39 5.91E-04 44.87 418180

1328 AEFDDVKEFFEDVGEVVDVR Unmodified _AEFDDVKEFFEDVGEVVDVR_ B4FI73_MAIZE 3 782.0375 2343.0907 0.91978 0.26286 1.1929 128.63 128.63 4.23E-09 49 1002900

1329 AEFFCK Unmodified _AEFFCK_ B6U6D8_MAIZE 2 401.18363 800.35271 0.13659 0.31565 0.452 49.958 49.958 5.26E-01 19.31 324040

1330 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 3 445.56657 1333.6779 -0.017129 0.047267 0.020272 51.186 51.186 3.98E-04 40.62 33586000

1331 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 2 667.84622 1333.6779 0.48228 -0.17543 0.29741 51.197 51.197 2.61E-08 48.38 8966000

1332 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 2 667.84622 1333.6779 0.52674 -0.025723 0.49128 51.777 51.777 1.15E-02 81.54 2012800

1333 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 3 445.56657 1333.6779 -0.11045 -0.052716 -0.17423 51.801 51.801 2.66E-01 12.01 9742700

1334 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 2 667.84622 1333.6779 0.52608 -0.13686 0.38002 53.703 53.703 1.15E-02 50.58 1934100

1335 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 3 445.56657 1333.6779 -0.0038164 0.10008 0.086633 53.7 53.7 3.64E-02 16.72 8976900

1336 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 2 667.84622 1333.6779 0.56323 -0.20825 0.34472 53.03 53.03 9.54E-02 46.69 1051200

1337 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 3 445.56657 1333.6779 0.0015532 0.16516 0.15702 53.042 53.042 1.02E-01 12.67 5375300

1338 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 2 667.84622 1333.6779 0.50532 -0.22856 0.26666 53.31 53.31 6.20E-03 57.97 3478200

1339 AEFGPSKPFAGAR Unmodified _AEFGPSKPFAGAR_ B6T440_MAIZE 3 445.56657 1333.6779 -0.03638 0.27456 0.22761 53.309 53.309 7.68E-03 27.55 17780000

1340 AEFPFHAIPSLASLGLAGGTIK Unmodified _AEFPFHAIPSLASLGLAGGTIK_ B4G0E0_MAIZE 3 733.07204 2196.1943 0.77315 0.005246 0.77084 115.27 115.27 6.16E-02 73.02 1279600

1341 AEFPFHAIPSLASLGLAGGTIK Unmodified _AEFPFHAIPSLASLGLAGGTIK_ B4G0E0_MAIZE 3 733.07204 2196.1943 0.77051 0.13198 0.89515 115.99 115.99 1.00E+00 0.72 367590

1342 AEFPFHAIPSLASLGLAGGTIK Unmodified _AEFPFHAIPSLASLGLAGGTIK_ B4G0E0_MAIZE 3 733.07204 2196.1943 0.79463 -0.018431 0.76925 116.36 116.36 1.00E+00 10.75 328350

1343 AEFPFHAIPSLASLGLAGGTIK Unmodified _AEFPFHAIPSLASLGLAGGTIK_ B4G0E0_MAIZE 3 733.07204 2196.1943 0.78732 -0.011441 0.76918 116.39 116.39 3.65E-01 36.95 292360

1344 AEFRPLSGR Unmodified _AEFRPLSGR_ B6UDC2_MAIZE 3 344.85769 1031.5512 1.1476 0.40334 1.5304 43.474 43.474 4.68E-01 22.14 3372900

1345 AEFRPLSGR Unmodified _AEFRPLSGR_ B6UDC2_MAIZE 3 344.85769 1031.5512 1.1442 0.28413 1.4076 45.78 45.78 8.82E-01 14.08 1524100

1346 AEFVER Unmodified _AEFVER_ B6SLG3_MAIZE 2 375.69268 749.3708 0.74395 0.34592 1.0694 36.179 36.179 5.26E-01 22.36 106980

1347 AEGAMYLFPR Oxidation (M) _AEGAM(ox)YLFPR_ Q5GAU1_MAIZE 2 585.78424 1169.5539 0.22483 0.14079 0.34731 69.278 69.278 2.75E-01 27.99 306090

1348 AEGAMYLFPR Oxidation (M) _AEGAM(ox)YLFPR_ Q5GAU1_MAIZE 2 585.78424 1169.5539 0.24218 0.16267 0.38542 68.76 68.76 1.25E-02 54.98 343420

1349 AEGAMYLFPR Oxidation (M) _AEGAM(ox)YLFPR_ Q5GAU1_MAIZE 2 585.78424 1169.5539 0.1659 0.47795 0.62429 69.146 69.146 5.45E-09 51.16 3660700

1350 AEGEVILEDVQPSAVSTR Unmodified _AEGEVILEDVQPSAVSTR_ B4G0V4_MAIZE 2 950.48654 1898.9585 1.1872 -0.30769 0.8747 79.062 79.062 4.65E-12 48.96 479940

1351 AEGEVILEDVQPSAVSTR Unmodified _AEGEVILEDVQPSAVSTR_ B4G0V4_MAIZE 2 950.48654 1898.9585 1.1703 -0.16697 0.99814 79.457 79.457 8.00E-45 73.35 255810

1352 AEGEVILEDVQPSAVSTR Unmodified _AEGEVILEDVQPSAVSTR_ B4G0V4_MAIZE 2 950.48654 1898.9585 1.1701 -0.11934 1.0462 79.964 79.964 5.25E-26 63.3 352540

1353 AEGEVILEDVQPSAVSTR Unmodified _AEGEVILEDVQPSAVSTR_ B4G0V4_MAIZE 2 950.48654 1898.9585 1.1945 -0.14871 1.041 80.026 80.026 1.18E-19 89 766150

1354 AEGFEHYR Unmodified _AEGFEHYR_ PCNA_MAIZE Q 3 336.82264 1007.4461 1.3156 -0.16749 1.1296 37.441 37.441 1.00E+00 13.02 320940

1355 AEGFEHYR Unmodified _AEGFEHYR_ PCNA_MAIZE Q 3 336.82264 1007.4461 1.2355 -0.40274 0.81539 37.332 37.332 1.37E-01 26.52 1276400
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1356 AEGFEHYR Unmodified _AEGFEHYR_ PCNA_MAIZE Q 2 504.73032 1007.4461 -0.05028 -0.35311 -0.42098 37.333 37.333 2.92E-02 40.72 353900

1357 AEGITAEVK Unmodified _AEGITAEVK_ B6TMR8_MAIZE 2 459.25056 916.48656 -0.12107 0.32207 0.17901 40.126 40.126 1.12E-01 22.4 39790

1358 AEGITAEVK Unmodified _AEGITAEVK_ B6TMR8_MAIZE 2 459.25056 916.48656 -0.18341 0.21711 0.011206 43.36 43.36 3.13E-03 41.17 1355600

1359 AEGNLPVYGFHDPASFVK Unmodified _AEGNLPVYGFHDPASFVK_ B4FSV6_MAIZE 3 649.9915 1946.9527 0.49725 0.94501 1.4423 85.77 85.77 2.20E-01 11.96 502880

1360 AEGNLPVYGFHDPASFVK Unmodified _AEGNLPVYGFHDPASFVK_ B4FSV6_MAIZE 3 649.9915 1946.9527 0.5115 0.50533 1.0177 85.559 85.559 1.02E-02 24.12 808250

1361 AEGNLPVYGFHDPASFVK Unmodified _AEGNLPVYGFHDPASFVK_ B4FSV6_MAIZE 3 649.9915 1946.9527 0.51972 0.47731 0.99774 85.456 85.456 8.87E-01 2.75 441610

1362 AEGNLPVYGFHDPASFVK Unmodified _AEGNLPVYGFHDPASFVK_ B4FSV6_MAIZE 2 974.48361 1946.9527 1.2061 -0.041368 1.1671 85.747 85.747 3.54E-16 55.84 473620

1363 AEGNLPVYGFHDPASFVK Unmodified _AEGNLPVYGFHDPASFVK_ B4FSV6_MAIZE 3 649.9915 1946.9527 0.463 0.72169 1.1855 85.389 85.389 1.00E+00 6.19 434210

1364 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 462.97586 1847.8744 -0.036838 0.14125 0.099369 94.16 94.16 2.65E-02 27.16 5868700

1365 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 3 616.96539 1847.8744 0.33634 0.061161 0.39213 94.129 94.129 5.46E-07 50.27 1766300

1366 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 462.97586 1847.8744 -0.16494 0.12424 -0.046162 95.466 95.466 2.65E-02 26.75 2147800

1367 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 3 616.96539 1847.8744 0.30065 0.17024 0.46565 95.459 95.459 1.65E-10 41.01 557710

1368 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 462.97586 1847.8744 -0.0077496 -0.10826 -0.12153 95.645 95.645 5.05E-03 23.16 1077200

1369 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 3 616.96539 1847.8744 0.34472 0.13905 0.47749 95.518 95.518 2.27E-24 59.73 270580

1370 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 462.97586 1847.8744 -0.044567 -0.019713 -0.070292 95.727 95.727 2.34E-01 21.84 2791600

1371 AEHAFYLDWAVHSFR Unmodified _AEHAFYLDWAVHSFR_ B4G1T4_MAIZE 3 616.96539 1847.8744 0.3601 0.21136 0.56558 95.658 95.658 2.27E-24 52.58 723090

1372 AEHLASIFGTEK Acetyl (Protein N-term) _(ac)AEHLASIFGTEK_ B4FAF4_MAIZE 2 672.84334 1343.6721 0.57883 0.20986 0.7681 89.348 89.348 2.00E-01 22.08 724790

1373 AEHLASIFGTEK Acetyl (Protein N-term) _(ac)AEHLASIFGTEK_ B4FAF4_MAIZE 2 672.84334 1343.6721 0.51061 0.13797 0.62727 88.967 88.967 1.98E-03 47.49 2265300

1374 AEHLASIFGTEKDR Acetyl (Protein N-term) _(ac)AEHLASIFGTEKDR_ B4FAF4_MAIZE 3 539.274 1614.8002 -0.041917 -0.78147 -0.84079 81.484 81.484 3.01E-06 45.74 1253500

1376 AEIGWEPK Unmodified _AEIGWEPK_ B6SJW9_MAIZE 2 465.23999 928.46543 0.010224 -0.43606 -0.45116 55.934 55.934 3.77E-01 9.97 210060

1377 AEIPIEEILEVAQPK Unmodified _AEIPIEEILEVAQPK_ AMYB_MAIZE 2 839.96673 1677.9189 1.0829 0.1197 1.1733 119.75 119.75 1.12E-07 49.44 382710

1378 AEIPVIDLR Acetyl (Protein N-term) _(ac)AEIPVIDLR_ B4FN73_MAIZE 2 534.30841 1066.6023 -0.056394 0.17737 0.094677 102.89 102.89 3.39E-01 17.02 2347600

1379 AEIVQVVR Unmodified _AEIVQVVR_ B4FVJ9_MAIZE 2 457.27691 912.53927 -0.10994 -0.17086 -0.28641 50.607 50.607 2.34E-03 48.9 5129100

1380 AEKDSVANNPSMR Oxidation (M) _AEKDSVANNPSM(ox)R_ B4FSW5_MAIZE 3 478.89291 1433.6569 -0.023802 -0.67014 -0.71583 24.1 24.1 1.00E+00 5.1 20546

1381 AEKDSVANNPSMR Unmodified _AEKDSVANNPSMR_ B4FSW5_MAIZE 3 473.56127 1417.662 -0.049003 -0.10238 -0.17581 32.473 32.473 1.28E-01 10.53 136220

1382 AEKPAAAAEPK Unmodified _AEKPAAAAEPK_ B6TFG3_MAIZE 3 361.53287 1081.5768 1.0584 0.27803 1.2852 19.554 19.554 2.49E-01 24.8 15961

1383 AEKPAAAAEPK Unmodified _AEKPAAAAEPK_ B6TFG3_MAIZE 2 541.79566 1081.5768 0.19875 -0.30815 -0.15806 19.523 19.523 1.00E+00 6.43 4457.2

1384 AEKPAAAAEPK Unmodified _AEKPAAAAEPK_ B6TFG3_MAIZE 3 361.53287 1081.5768 0.99917 0.25993 1.209 19.849 19.849 9.89E-02 25.96 7484.2

1385 AEKPAAAAEPK Unmodified _AEKPAAAAEPK_ B6TFG3_MAIZE 3 361.53287 1081.5768 1.0761 0.16529 1.1906 19.651 19.651 2.49E-01 32.44 28253

1386 AEKPAAAAEPK Unmodified _AEKPAAAAEPK_ B6TFG3_MAIZE 2 541.79566 1081.5768 0.21634 -0.066777 0.10049 19.638 19.638 1.00E+00 0.59 4911.7

1387 AELAAAVAK Unmodified _AELAAAVAK_ B6T8D6_MAIZE 2 422.25036 842.48617 0.15868 -0.28803 -0.17462 39.762 39.762 1.01E-02 33.21 628680

1388 AELAAAVAK Unmodified _AELAAAVAK_ B6T8D6_MAIZE 2 422.25036 842.48617 0.14742 -0.85722 -0.75303 40.227 40.227 3.39E-01 19.36 262260

1389 AELDDPLLDDFK Unmodified _AELDDPLLDDFK_ B4FNE5_MAIZE 2 695.84046 1389.6664 0.69595 0.3822 1.0707 98.744 98.744 1.60E-02 37.46 320060

1390 AELDDPLLDDFK Unmodified _AELDDPLLDDFK_ B4FNE5_MAIZE 2 695.84046 1389.6664 0.68771 -0.11724 0.56292 98.602 98.602 1.60E-02 25.16 505470
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1391 AELDHMAATFGK Unmodified _AELDHMAATFGK_ B4FFK9_MAIZE 2 645.81099 1289.6074 0.46412 0.65327 1.1045 64.209 64.209 1.11E-04 37.77 309480

1393 AELFEGAVRPLFALSADAK Unmodified _AELFEGAVRPLFALSADAK_ B4FR59_MAIZE 3 669.02995 2004.068 0.51432 0.4147 0.91091 106.01 106.01 9.50E-02 23.09 678630

1394 AELLDPAVK Unmodified _AELLDPAVK_ B4G1Y5_MAIZE 2 478.27658 954.5386 -0.11521 -0.12493 -0.26355 58.29 58.29 3.39E-01 19.83 24662

1395 AELLDPAVK Unmodified _AELLDPAVK_ B4G1Y5_MAIZE 2 478.27658 954.5386 0.039662 0.74272 0.75566 58.445 58.445 3.39E-01 17.77 683150

1396 AELLDPAVK Unmodified _AELLDPAVK_ B4G1Y5_MAIZE 2 478.27658 954.5386 -0.049252 -0.27337 -0.34673 59.008 59.008 3.39E-01 37.35 438040

1397 AELLDPAVK Unmodified _AELLDPAVK_ B4G1Y5_MAIZE 2 478.27658 954.5386 -0.11119 -0.21645 -0.35286 59.548 59.548 3.39E-01 26.88 2288600

1398 AELTTEQVLK Unmodified _AELTTEQVLK_ B6SIW6_MAIZE 2 566.31643 1130.6183 0.057828 0.011026 0.052935 55.93 55.93 1.25E-02 35.24 775340

1399 AELTTEQVLK Unmodified _AELTTEQVLK_ B6SIW6_MAIZE 2 566.31643 1130.6183 0.15729 -0.18237 -0.04103 57.743 57.743 2.81E-03 28.3 900240

1400 AELTTEQVLK Unmodified _AELTTEQVLK_ B6SIW6_MAIZE 2 566.31643 1130.6183 0.18236 -0.51723 -0.34987 56.979 56.979 1.00E+00 2.51 556320

1401 AELTTEQVLK Unmodified _AELTTEQVLK_ B6SIW6_MAIZE 2 566.31643 1130.6183 0.095879 0.029061 0.10899 57.696 57.696 4.40E-05 49.83 1908200

1402 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.053084 -0.15562 -0.24191 66.589 66.589 3.48E-02 37.56 1142200

1403 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.046823 -0.78721 -0.86581 68.279 68.279 3.48E-02 35.84 219590

1404 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.12942 -0.14278 -0.30486 67.958 67.958 3.48E-02 45.43 462180

1405 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.054544 0.34404 0.25602 68.127 68.127 2.34E-03 39.58 1956700

1406 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.13612 0.35104 0.18115 68.182 68.182 2.34E-03 45.63 3475300

1407 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.21447 -0.51473 -0.76045 67.04 67.04 3.48E-02 45.51 36752000

1408 AEMVEILR Unmodified _AEMVEILR_ B6TJ22_MAIZE 2 480.76278 959.511 -0.20462 -1.2958 -1.5304 69.376 69.376 3.48E-02 42.59 364170

1409 AEMVEILR Oxidation (M) _AEM(ox)VEILR_ B6TJ22_MAIZE 2 488.76024 975.50592 -0.12474 0.33339 0.18031 55.497 55.497 2.39E-02 42.6 1951500

1410 AEMVEILR Oxidation (M) _AEM(ox)VEILR_ B6TJ22_MAIZE 2 488.76024 975.50592 -0.25719 0.34563 0.058318 53.325 53.325 2.34E-03 46.64 23857000

1411 AEMVEILR Oxidation (M) _AEM(ox)VEILR_ B6TJ22_MAIZE 2 488.76024 975.50592 -0.077965 -0.033658 -0.14089 54.955 54.955 2.34E-03 45.98 583990

1412 AEMVEILR Oxidation (M) _AEM(ox)VEILR_ B6TJ22_MAIZE 2 488.76024 975.50592 -0.19037 -0.33255 -0.55109 56.582 56.582 1.90E-02 34.73 243310

1413 AENDPTVPDAPAK Unmodified _AENDPTVPDAPAK_ B6TFD8_MAIZE 2 662.82261 1323.6307 0.49101 -0.032002 0.44827 47.289 47.289 2.61E-08 57.28 777190

1414 AENFQLQGR Acetyl (Protein N-term) _(ac)AENFQLQGR_ B4FTA4_MAIZE 2 552.77526 1103.536 0.010336 -0.090854 -0.099618 67.705 67.705 3.39E-01 10.99 20000

1415 AENFQLQGR Acetyl (Protein N-term) _(ac)AENFQLQGR_ B4FTA4_MAIZE 2 552.77526 1103.536 0.18494 0.71081 0.87503 68.503 68.503 3.39E-01 5.25 282320

1416 AENGVILTKPFLDVCK Unmodified _AENGVILTKPFLDVCK_ B6STJ0_MAIZE 3 601.99396 1802.9601 0.18935 0.082935 0.27285 84.218 84.218 5.29E-01 21.88 758870

1417 AENITVVSVPGSFEVPITAQK Unmodified _AENITVVSVPGSFEVPITAQK_ B6TGS8_MAIZE 2 1093.5888 2185.163 1.1375 0.13463 1.2746 99.888 99.888 7.17E-26 84.76 730540

1418 AENITVVSVPGSFEVPITAQK Unmodified _AENITVVSVPGSFEVPITAQK_ B6TGS8_MAIZE 3 729.39496 2185.163 0.74323 -0.088696 0.65707 99.875 99.875 4.03E-01 2.18 315950

1419 AENIWLTAEGVYLPVNGSK Unmodified _AENIWLTAEGVYLPVNGSK_ B6TVP8_MAIZE 2 1031.0362 2060.0579 1.2214 0.47539 1.6845 106.99 106.99 1.30E-03 37.28 165930

1420 AENVACIR Unmodified _AENVACIR_ B6SQF9_MAIZE 2 466.73455 931.45455 0.043152 -0.63501 -0.6082 37.212 37.212 2.92E-02 20.65 158630

1421 AEPAEHRPAEEEEAAAAGEDEDTGAQVAPIVK Acetyl (Protein N-term) _(ac)AEPAEHRPAEEEEAAAAGEDEDTGAQVAPIVK_ B4FFF1_MAIZE 3 1110.5183 3328.5331 1.0968 0.15445 1.2296 68.833 68.833 2.63E-16 149.41 1954500

1422 AEPEPSQPK Unmodified _AEPEPSQPK_ Q9SWR9_MAIZE 2 491.74564 981.47673 0.065165 -0.47709 -0.43672 25.381 25.381 1.00E+00 5.75 17099

1423 AEPEPSQPK Unmodified _AEPEPSQPK_ Q9SWR9_MAIZE 2 491.74564 981.47673 0.075026 -0.43386 -0.38444 25.691 25.691 1.00E+00 8.78 21060

1424 AEPEPSQPK Unmodified _AEPEPSQPK_ Q9SWR9_MAIZE 2 491.74564 981.47673 0.018574 -0.24568 -0.25298 26.307 26.307 3.39E-01 15.64 90430

1425 AEPNGAAMGR Oxidation (M) _AEPNGAAM(ox)GR_ B4FZU9_MAIZE 2 495.22709 988.43963 -0.024313 -0.30315 -0.3511 15.749 15.749 5.33E-01 16.24 9618.7



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

1426 AEPNGAAMGR Unmodified _AEPNGAAMGR_ B4FZU9_MAIZE 2 487.22963 972.44471 -0.057251 -0.037062 -0.1214 30.375 30.375 1.00E+00 1.97 35578

1427 AEPSAAAVTAAEVGEESDAAAMEEVAAAAK Acetyl (Protein N-term),Oxidation (M) _(ac)AEPSAAAVTAAEVGEESDAAAM(ox)EEVAAAAK_ B6T6U2_MAIZE 3 959.10984 2874.3077 1.2966 -0.46682 0.80344 114.56 114.56 4.33E-01 2.97 96852

1428 AEPSAAAVTAAEVGEESDAAAMEEVAAAAK Acetyl (Protein N-term),Oxidation (M) _(ac)AEPSAAAVTAAEVGEESDAAAM(ox)EEVAAAAK_ B6T6U2_MAIZE 3 959.10984 2874.3077 1.2275 -0.33296 0.86843 115.41 115.41 2.51E-01 8.86 266430

1429 AEQLIK Unmodified _AEQLIK_ B6U6T8_MAIZE 2 351.21325 700.41194 1.122 -0.32505 0.75673 33.818 33.818 2.64E-01 37.99 78446

1430 AEQLIK Unmodified _AEQLIK_ B6U6T8_MAIZE 2 351.21325 700.41194 1.1126 -0.20043 0.86942 33.116 33.116 2.64E-01 33.88 91240

1431 AEQMETDKPEGATDPSA Oxidation (M) _AEQM(ox)ETDKPEGATDPSA_ B4FLU9_MAIZE 2 896.88072 1791.7469 1.1725 0.11562 1.2789 35.799 35.799 3.42E-29 78.42 218920

1432 AEQMETDKPEGATDPSA Oxidation (M) _AEQM(ox)ETDKPEGATDPSA_ B4FLU9_MAIZE 2 896.88072 1791.7469 1.0997 0.19568 1.2859 34.458 34.458 1.51E-07 62.61 68264

1433 AEQMETDKPEGATDPSA Oxidation (M) _AEQM(ox)ETDKPEGATDPSA_ B4FLU9_MAIZE 2 896.88072 1791.7469 1.1529 0.085544 1.2287 37.761 37.761 2.72E-05 53.02 189710

1434 AEQMLINNPSR Unmodified _AEQMLINNPSR_ B4FUH2_MAIZE 2 636.82189 1271.6292 0.42189 0.90356 1.2924 51.266 51.266 4.43E-05 66.14 1419200

1435 AESAVATASR Unmodified _AESAVATASR_ B6T7J1_MAIZE 2 481.74871 961.48287 0.091525 -0.15781 -0.09149 24.533 24.533 1.25E-02 41.6 12137

1436 AESAVATASR Unmodified _AESAVATASR_ B6T7J1_MAIZE 2 481.74871 961.48287 -0.067053 -0.2881 -0.38133 24.243 24.243 1.45E-01 35.4 64001

1437 AESLEDAIQIINR Unmodified _AESLEDAIQIINR_ B4G066_MAIZE 2 736.39119 1470.7678 0.81761 0.49375 1.2791 95.865 95.865 4.68E-05 42.38 861070

1438 AESPLDSFLSSLGLEK Unmodified _AESPLDSFLSSLGLEK_ B4F8L5_MAIZE 2 846.93817 1691.8618 1.2596 1.1779 2.4203 128.96 128.96 1.02E-04 71.22 90509

1439 AESTAAGLMDR Unmodified _AESTAAGLMDR_ B4FUW7_MAIZE 2 561.26641 1120.5183 0.08789 0.28002 0.34768 48.524 48.524 4.43E-05 72.89 597230

1445 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.5129 0.43465 0.91469 47.72 47.72 3.47E-07 52.77 1603500

1446 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.48129 -0.013001 0.43704 47.542 47.542 2.73E-05 58.79 962500

1447 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.50565 0.10713 0.58045 49.932 49.932 1.22E-09 52.54 935600

1448 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.47388 -0.048703 0.39322 49.155 49.155 1.22E-09 56.89 4260500

1449 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 2 991.98129 1981.948 1.1845 0.19146 1.3442 49.155 49.155 3.87E-04 65.93 556670

1450 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.54199 0.16714 0.67698 49.931 49.931 2.73E-05 60.06 947060

1451 AETLAEEAKPSEPEPQEK Unmodified _AETLAEEAKPSEPEPQEK_ B6TVE3_MAIZE 3 661.65662 1981.948 0.47602 -0.29963 0.14531 50.604 50.604 1.22E-09 54.13 1145700

1452 AETLDMTLDDIIK Acetyl (Protein N-term),Oxidation (M) _(ac)AETLDM(ox)TLDDIIK_ B4FUT7_MAIZE 2 768.3791 1534.7436 1.0363 0.40079 1.4242 124.03 124.03 1.00E+00 2.66 97619

1453 AETLDMTLDDIIK Acetyl (Protein N-term),Oxidation (M) _(ac)AETLDM(ox)TLDDIIK_ B4FUT7_MAIZE 2 768.3791 1534.7436 0.91496 0.76631 1.6671 123.28 123.28 9.54E-02 8.65 764750

1454 AETLDMTLDDIIK Acetyl (Protein N-term),Oxidation (M) _(ac)AETLDM(ox)TLDDIIK_ B4FUT7_MAIZE 2 768.3791 1534.7436 0.91004 0.52913 1.4261 123.79 123.79 1.00E+00 9.35 745950

1455 AETLDMTLDDIIK Acetyl (Protein N-term),Oxidation (M) _(ac)AETLDM(ox)TLDDIIK_ B4FUT7_MAIZE 2 768.3791 1534.7436 0.87963 0.10225 0.96856 123.28 123.28 1.09E-26 80.35 2374000

1456 AETLDMTLDDIIK Acetyl (Protein N-term),Oxidation (M) _(ac)AETLDM(ox)TLDDIIK_ B4FUT7_MAIZE 2 768.3791 1534.7436 0.82268 -0.1245 0.68574 123.82 123.82 4.93E-21 67.01 2059700

1457 AETLDMTLDDIIK Acetyl (Protein N-term) _(ac)AETLDMTLDDIIK_ B4FUT7_MAIZE 2 760.38164 1518.7487 0.81388 0.43843 1.2367 124.87 124.87 1.00E-11 69.72 376550

1458 AETVFTPSLEGMK Acetyl (Protein N-term),Oxidation (M) _(ac)AETVFTPSLEGM(ox)K_ B6STJ0_MAIZE 2 734.35542 1466.6963 0.76864 -0.25964 0.5029 86.414 86.414 9.54E-02 25.07 395270

1459 AETVFTPSLEGMK Acetyl (Protein N-term),Oxidation (M) _(ac)AETVFTPSLEGM(ox)K_ B6STJ0_MAIZE 2 734.35542 1466.6963 0.74574 -0.503 0.23835 87.55 87.55 4.68E-05 47.92 722340

1460 AEVASMASDLK Oxidation (M) _AEVASM(ox)ASDLK_ B4FUW7_MAIZE 2 569.27645 1136.5383 0.1167 0.004248 0.099422 38.471 38.471 4.96E-02 29.97 391140

1461 AEVASMASDLK Oxidation (M) _AEVASM(ox)ASDLK_ B4FUW7_MAIZE 2 569.27645 1136.5383 0.045951 -0.38993 -0.36607 39.192 39.192 4.43E-05 53.14 472610

1462 AEVCTDFGPNFDPK Unmodified _AEVCTDFGPNFDPK_ B6TNG4_MAIZE 2 798.85358 1595.6926 0.87608 0.18438 1.0749 74.742 74.742 1.95E-13 49.18 237160

1463 AEVDLK Unmodified _AEVDLK_ B4FHT1_MAIZE 2 337.6896 673.36466 -0.50641 31.626 31.626 4.11E-01 13.81

1464 AEVDLK Unmodified _AEVDLK_ B4FHT1_MAIZE 2 337.6896 673.36466 1.3598 -0.034087 1.3 32.718 32.718 9.46E-01 27.72 74318
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1465 AEVDLK Unmodified _AEVDLK_ B4FHT1_MAIZE 2 337.6896 673.36466 1.2755 -0.23047 1.0196 32.013 32.013 5.26E-01 14.01 102210

1466 AEVDLK Unmodified _AEVDLK_ B4FHT1_MAIZE 2 337.6896 673.36466 1.359 -0.3013 1.032 32.819 32.819 2.64E-01 29.96 79415

1467 AEVDLK Unmodified _AEVDLK_ B4FHT1_MAIZE 2 337.6896 673.36466 1.2292 -0.41014 0.7945 33.355 33.355 2.78E-01 33.26 1970100

1468 AEVEAPAAAVAAATPEVATVTEGGAATEAK Acetyl (Protein N-term) _(ac)AEVEAPAAAVAAATPEVATVTEGGAATEAK_ B6T1D2_MAIZE 3 932.46969 2794.3872 1.0835 -0.18017 0.88805 107.19 107.19 4.76E-22 49.79 2230400

1469 AEVEQPQDAVK Acetyl (Protein N-term) _(ac)AEVEQPQDAVK_ B4FB66_MAIZE 2 628.31187 1254.6092 0.21334 0.42609 0.62334 55.064 55.064 4.48E-03 44.14 461280

1470 AEVEQPQDAVK Acetyl (Protein N-term) _(ac)AEVEQPQDAVK_ B4FB66_MAIZE 2 628.31187 1254.6092 0.29505 0.22136 0.50096 58.139 58.139 4.43E-05 46.92 1830700

1471 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.49396 0.20887 0.69017 44.467 44.467 3.60E-06 46.54 2385700

1472 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.32473 -0.45467 -0.141 43.765 43.765 3.60E-06 56.23 547660

1473 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.48243 -0.039953 0.42987 46.492 46.492 6.35E-09 69.24 661570

1474 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.51189 0.11509 0.61437 45.67 45.67 3.83E-01 21.15 760000

1475 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.47678 0.13107 0.59568 46.614 46.614 3.60E-06 56.91 770270

1476 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.50307 -0.08331 0.40744 46.796 46.796 5.66E-08 58.27 811280

1477 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.47012 -0.17831 0.27903 47.556 47.556 5.66E-08 49.31 1299100

1478 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.39513 0.26001 0.6426 44.514 44.514 5.66E-08 65.32 2732900

1479 AEVEQQQDTPK Acetyl (Protein N-term) _(ac)AEVEQQQDTPK_ B6SHZ1_MAIZE 2 657.81224 1313.6099 0.38595 -0.051512 0.32262 47.667 47.667 6.35E-09 103.48 7726700

1480 AEVHNERPVGMVGDVR Acetyl (Protein N-term),Oxidation (M) _(ac)AEVHNERPVGM(ox)VGDVR_ Q4FZ53_MAIZE 3 608.30034 1821.8792 0.16801 -0.055548 0.11322 50.464 50.464 4.93E-01 5.71 147770

1481 AEVLLDPNTLSK Unmodified _AEVLLDPNTLSK_ B6U134_MAIZE 2 650.36137 1298.7082 0.49848 -0.48769 -0.0058838 74.165 74.165 2.00E-01 19.36 228710

1482 AEVLSLFR Unmodified _AEVLSLFR_ B6SQD4_MAIZE 2 467.77146 933.52837 -0.3179 0.27117 -0.06511 85.208 85.208 1.90E-02 39.26 1639500

1483 AEVLSLFR Unmodified _AEVLSLFR_ B6SQD4_MAIZE 2 467.77146 933.52837 -0.16864 0.045206 -0.14052 85.207 85.207 5.06E-02 35.36 128060

1484 AEVSDIAIAVR Unmodified _AEVSDIAIAVR_ B4FYH2_MAIZE 2 572.32205 1142.6295 0.15721 -0.22516 -0.085582 67.946 67.946 4.43E-05 48.19 532230

1485 AEVSDIAIAVR Unmodified _AEVSDIAIAVR_ B4FYH2_MAIZE 2 572.32205 1142.6295 0.11169 -0.16683 -0.073392 69.357 69.357 1.00E+00 2.08 445930

1486 AEVSDIAIAVR Unmodified _AEVSDIAIAVR_ B4FYH2_MAIZE 2 572.32205 1142.6295 0.16383 0.15125 0.29625 69.335 69.335 3.60E-06 51.04 734320

1487 AEVTWVR Unmodified _AEVTWVR_ B4FFB0_MAIZE 2 430.73488 859.4552 -0.072051 0.19181 0.11628 55.042 55.042 4.46E-01 17.11 537980

1488 AEVVAQDEK Unmodified _AEVVAQDEK_ B4FS26_MAIZE 2 494.75092 987.48729 0.15818 -0.92218 -0.77887 25.659 25.659 3.39E-01 15.73 3826.3

1489 AEVVAQDEK Unmodified _AEVVAQDEK_ B4FS26_MAIZE 2 494.75092 987.48729 -0.043522 -0.14352 -0.20367 25.486 25.486 1.12E-01 22.83 28543

1490 AEVVAQDEKESGLR Unmodified _AEVVAQDEKESGLR_ B4FS26_MAIZE 3 510.93013 1529.7686 -0.1067 -0.17019 -0.2942 44.046 44.046 3.82E-03 48.12 1188800

1491 AEVYFHDIPDEVIK Unmodified _AEVYFHDIPDEVIK_ B6U7X1_MAIZE 3 558.95064 1673.8301 0.099491 0.10083 0.19391 81.847 81.847 2.26E-02 18.87 617230

1492 AEYDESGPAIVHR Unmodified _AEYDESGPAIVHR_ B4FRH8_MAIZE 3 481.90028 1442.679 -0.062133 0.48724 0.40912 51.179 51.179 3.27E-03 22.57 1000900

1493 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.72202 -0.12054 0.58964 49.092 49.092 1.00E-11 76.68 9493000

1494 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.11308 -0.19458 -0.32086 49.099 49.099 5.97E-15 55.69 32192000

1495 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.31568 0.00488 -0.32332 49.997 49.997 2.15E-08 50.97 1596800

1496 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.71135 0.38331 1.0817 50.018 50.018 1.15E-02 71.11 146190

1497 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.1822 -0.43243 -0.62633 48.977 48.977 1.69E-19 64.74 10248000

1498 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.76127 -0.20757 0.54149 48.973 48.973 1.47E-03 58.06 2861400
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1499 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.092165 -0.48028 -0.58499 51.295 51.295 1.53E-11 55.79 17637000

1500 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.74408 -0.20058 0.53074 51.298 51.298 6.20E-03 60.8 3150700

1501 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.13229 -0.2823 -0.42586 50.581 50.581 1.53E-11 61.66 13777000

1502 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.72525 -0.032068 0.68046 50.583 50.583 6.20E-03 53.54 2509800

1503 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.17764 -0.295 -0.48527 51.4 51.4 2.15E-08 45.1 8262700

1504 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.74002 -0.18051 0.54726 51.4 51.4 1.47E-03 61.07 1406500

1505 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.16541 -0.29944 -0.47738 51.234 51.234 4.96E-17 58.12 46660000

1506 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.70111 -0.33371 0.35511 51.231 51.231 4.68E-05 61.31 9445300

1507 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.19767 -0.24924 -0.45898 51.876 51.876 1.53E-11 51.19 109780000

1508 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.6899 -0.38704 0.29079 51.872 51.872 4.68E-05 60.64 30023000

1509 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.12707 -0.37489 -0.51453 49.54 49.54 2.26E-05 34.1 5214100

1510 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 2 730.34424 1458.6739 0.76425 -0.099295 0.65309 49.517 49.517 4.68E-05 64.03 711540

1511 AEYDESGPSIVHR Unmodified _AEYDESGPSIVHR_ B6TQ08_MAIZE 3 487.23192 1458.6739 -0.064186 0.49104 0.41361 52.749 52.749 5.97E-15 50 783850

1512 AEYPIFDK Unmodified _AEYPIFDK_ B6SU31_MAIZE 2 491.74765 981.48075 -5.51 26.488 26.488 7.17E-01 1.23

1513 AEYPIFDK Unmodified _AEYPIFDK_ B6SU31_MAIZE 2 491.74765 981.48075 -0.23677 -0.22917 -0.48681 67.261 67.261 3.48E-02 41.78 4950500

1514 AEYPIFDKVDVNGSNAAPIYK Unmodified _AEYPIFDKVDVNGSNAAPIYK_ Q6JAH6_MAIZE 3 771.05835 2310.1532 0.86003 -0.35879 0.48818 87.572 87.572 8.74E-04 23.09 465880

1515 AEYPVFQK Unmodified _AEYPVFQK_ B6T5N2_MAIZE 2 491.25564 980.49673 -0.1821 -0.047085 -0.24293 58.585 58.585 2.92E-02 23.88 308080

1516 AEYQGEYGHPYPR Acetyl (Protein N-term) _(ac)AEYQGEYGHPYPR_ B6UGS5_MAIZE 2 804.85751 1607.7005 0.95801 0.2211 1.1591 60.671 60.671 4.77E-34 79.3 2723900

1517 AFAACADLAR Unmodified _AFAACADLAR_ B6ST21_MAIZE 2 533.26093 1064.5073 -0.075451 0.4036 0.31338 59.052 59.052 1.62E-03 53.68 202030

1518 AFACFLLEK Unmodified _AFACFLLEK_ B6TCV9_MAIZE 2 549.78625 1097.5579 0.079797 0.43027 0.50014 85.798 85.798 1.00E+00 6.61 848220

1519 AFACFLLEK Unmodified _AFACFLLEK_ B6TCV9_MAIZE 2 549.78625 1097.5579 0.0093396 0.25683 0.2566 86.212 86.212 9.73E-03 32.01 1404200

1520 AFADAGADVLFIDALASVEEMK Oxidation (M) _AFADAGADVLFIDALASVEEM(ox)K_ B4F9T3_MAIZE 3 767.0436 2298.109 0.89919 -0.61103 0.28096 127.97 127.97 8.27E-10 40.49 234530

1521 AFADAGADVLFIDALASVEEMK Oxidation (M) _AFADAGADVLFIDALASVEEM(ox)K_ B4F9T3_MAIZE 2 1150.0618 2298.109 1.2351 -0.053619 1.1739 127.86 127.86 8.22E-26 62.66 279260

1522 AFADEMGIPFMETSAK Unmodified _AFADEMGIPFMETSAK_ B4FQY4_MAIZE 2 872.89967 1743.7848 1.1194 0.11617 1.2241 103.78 103.78 4.21E-20 49.4 892120

1523 AFAEASMTTAYEK Oxidation (M) _AFAEASM(ox)TTAYEK_ B4G249_MAIZE 2 718.32412 1434.6337 0.7128 -0.075813 0.61594 48.913 48.913 1.00E-11 70.35 278970

1524 AFAEASMTTAYEK Oxidation (M) _AFAEASM(ox)TTAYEK_ B4G249_MAIZE 2 718.32412 1434.6337 0.78767 0.20056 0.9674 50.571 50.571 4.45E-03 48.7 224330

1525 AFASQFIDR Unmodified _AFASQFIDR_ B4FKX6_MAIZE 2 527.76945 1053.5243 0.010724 0.1652 0.17002 69.254 69.254 3.21E-03 58.99 3387000

1526 AFASQFIDR Unmodified _AFASQFIDR_ B4FKX6_MAIZE 2 527.76945 1053.5243 0.01762 1.6603 1.6689 68.505 68.505 9.73E-03 40.05 714380

1527 AFATGGYAAMQR Oxidation (M) _AFATGGYAAM(ox)QR_ B6TAK0_MAIZE 2 630.2955 1258.5765 0.38039 -0.16515 0.20823 48.332 48.332 1.68E-09 81.75 1818800

1528 AFATGGYAAMQR Unmodified _AFATGGYAAMQR_ B6TAK0_MAIZE 2 622.29805 1242.5815 0.32369 0.1367 0.44903 58.592 58.592 7.61E-14 81.36 2294200

1529 AFATYTNAK Unmodified _AFATYTNAK_ B5AMJ8_MAIZE 2 493.75072 985.4869 -0.02455 0.65099 0.60511 41.057 41.057 7.18E-01 12.03 1127100

1530 AFATYTNAK Unmodified _AFATYTNAK_ B5AMJ8_MAIZE 2 493.75072 985.4869 -0.12196 1.138 0.99404 40.665 40.665 7.18E-01 4.02 348750

1531 AFATYTNAK Unmodified _AFATYTNAK_ B5AMJ8_MAIZE 2 493.75072 985.4869 -0.0057131 0.81371 0.78573 43.323 43.323 1.00E+00 4.1 381530

1532 AFATYTNAK Unmodified _AFATYTNAK_ B5AMJ8_MAIZE 2 493.75072 985.4869 -0.014279 0.64858 0.61324 42.596 42.596 1.01E-02 33.76 589580
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1533 AFATYTNAK Unmodified _AFATYTNAK_ B5AMJ8_MAIZE 2 493.75072 985.4869 -0.034939 -0.014768 -0.069304 41.313 41.313 1.12E-01 18.81 300620

1534 AFCAGGDVVR Unmodified _AFCAGGDVVR_ B6UCN8_MAIZE 2 526.25311 1050.4917 0.0076194 -0.40893 -0.37758 50.317 50.317 4.40E-05 41.18 850690

1535 AFCAGGDVVR Unmodified _AFCAGGDVVR_ B6UCN8_MAIZE 2 526.25311 1050.4917 -0.076525 -0.27247 -0.3248 51.042 51.042 2.81E-03 30.06 2307800

1536 AFDAAAAGPNFPWMSR Unmodified _AFDAAAAGPNFPWMSR_ B4FRC6_MAIZE 2 854.89866 1707.7828 1.1184 0.23738 1.3461 98.271 98.271 4.21E-20 46.53 327200

1537 AFDAAAAGPNFPWMSR Unmodified _AFDAAAAGPNFPWMSR_ B4FRC6_MAIZE 2 854.89866 1707.7828 1.0893 0.11257 1.1919 98.922 98.922 1.42E-33 72.57 804420

1538 AFDAAAAGPNFPWMSR Unmodified _AFDAAAAGPNFPWMSR_ B4FRC6_MAIZE 2 854.89866 1707.7828 1.0909 0.25542 1.3371 98.523 98.523 1.27E-09 62.45 508800

1539 AFDAAAAGPNFPWMSR Oxidation (M) _AFDAAAAGPNFPWM(ox)SR_ B4FRC6_MAIZE 2 862.89611 1723.7777 1.1106 0.16158 1.2646 89.102 89.102 7.01E-14 57.58 1267400

1540 AFDAAAAGPNFPWMSR Oxidation (M) _AFDAAAAGPNFPWM(ox)SR_ B4FRC6_MAIZE 2 862.89611 1723.7777 1.0943 0.34726 1.434 88.827 88.827 3.09E-14 51.44 1464400

1541 AFDDDEHPYLPK Unmodified _AFDDDEHPYLPK_ B6ETR5_MAIZE 3 482.88938 1445.6463 -0.038256 0.59988 0.55357 62.233 62.233 4.50E-01 9.22 355600

1542 AFDDVNHQLQTK Unmodified _AFDDVNHQLQTK_ B4FS99_MAIZE 3 472.56864 1414.6841 -0.079704 0.43014 0.35144 49.944 49.944 4.50E-01 20.93 1511100

1543 AFDDVNHQLQTK Unmodified _AFDDVNHQLQTK_ B4FS99_MAIZE 2 708.34932 1414.6841 0.63005 -0.97512 -0.34056 49.942 49.942 2.05E-12 71.51 591880

1544 AFDDVNHQLQTK Unmodified _AFDDVNHQLQTK_ B4FS99_MAIZE 2 708.34932 1414.6841 0.6196 -0.025896 0.59721 53.18 53.18 1.68E-09 66.12 1455100

1545 AFDEGPWPK Unmodified _AFDEGPWPK_ Q43274_MAIZE 2 523.75072 1045.4869 -0.015748 0.17534 0.15566 67.166 67.166 3.32E-02 21.9 247370

1546 AFDEGPWPK Unmodified _AFDEGPWPK_ Q43274_MAIZE 2 523.75072 1045.4869 -0.035741 0.28792 0.24729 67.332 67.332 1.01E-02 37.58 2726300

1547 AFDEGWGAVIAK Unmodified _AFDEGWGAVIAK_ B4FZU9_MAIZE 2 632.32205 1262.6295 0.44284 0.42585 0.86366 84.113 84.113 1.68E-09 52.14 603130

1548 AFDEGWGAVIAK Unmodified _AFDEGWGAVIAK_ B4FZU9_MAIZE 2 632.32205 1262.6295 0.34923 0.30164 0.64628 85.587 85.587 6.74E-02 18.92 24263

1549 AFDEGWGAVIAK Unmodified _AFDEGWGAVIAK_ B4FZU9_MAIZE 2 632.32205 1262.6295 0.35703 0.20233 0.55374 84.991 84.991 7.61E-14 55.73 5009400

1550 AFDEGWGAVIAK Unmodified _AFDEGWGAVIAK_ B4FZU9_MAIZE 2 632.32205 1262.6295 0.32647 0.74789 1.0677 84.681 84.681 7.02E-22 57.88 10649000

1551 AFDFVSDHLAAAR Unmodified _AFDFVSDHLAAAR_ B6U0U2_MAIZE 3 473.90536 1418.6943 -0.02012 -0.010912 -0.032999 78.584 78.584 3.98E-04 46.95 294860

1552 AFDFVSDHLAAAR Unmodified _AFDFVSDHLAAAR_ B6U0U2_MAIZE 3 473.90536 1418.6943 -0.043874 -0.056334 -0.10208 78.251 78.251 7.68E-03 38.37 1670600

1553 AFDLASKPEGVGTPTK Unmodified _AFDLASKPEGVGTPTK_ B6T962_MAIZE 2 809.42777 1616.841 0.91431 0.47466 1.3889 59.202 59.202 2.01E-03 34.93 425710

1554 AFDLASKPEGVGTPTK Unmodified _AFDLASKPEGVGTPTK_ B6T962_MAIZE 3 539.95427 1616.841 -0.010516 -0.1296 -0.13995 59.346 59.346 8.94E-02 29.74 2665600

1555 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 3 395.54388 1183.6098 0.45225 0.2265 0.67461 57.69 57.69 6.17E-01 14.06 3047400

1556 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 2 592.81218 1183.6098 0.23654 -0.20016 0.033708 57.747 57.747 5.66E-08 60.73 1416600

1557 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 3 395.54388 1183.6098 0.30743 0.21126 0.51441 58.358 58.358 2.92E-01 12.59 534820

1558 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 3 395.54388 1183.6098 0.42543 -0.12177 0.29964 58.491 58.491 4.33E-02 38.22 2351500

1559 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 2 592.81218 1183.6098 0.18142 0.39022 0.56799 58.49 58.49 5.66E-08 70.72 495980

1560 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 3 395.54388 1183.6098 0.14866 -0.44091 -0.29412 61.328 61.328 1.15E-01 29.2 5813800

1561 AFDLGGHQIAR Unmodified _AFDLGGHQIAR_ B4FPT6_MAIZE 2 592.81218 1183.6098 0.14637 0.009409 0.15354 61.329 61.329 6.35E-09 65.79 1327900

1562 AFDLLLQGK Unmodified _AFDLLLQGK_ B4FTP4_MAIZE 2 502.79239 1003.5702 -0.13131 1.2477 1.1024 83.004 83.004 3.13E-03 28.85 951570

1563 AFDLLLQGK Unmodified _AFDLLLQGK_ B4FTP4_MAIZE 2 502.79239 1003.5702 -0.054039 0.60688 0.54037 83.63 83.63 3.13E-03 31.52 324470

1564 AFDLLLQGK Unmodified _AFDLLLQGK_ B4FTP4_MAIZE 2 502.79239 1003.5702 -0.1011 0.15612 0.043165 83.703 83.703 3.13E-03 43.17 1842000

1565 AFDLMAK Unmodified _AFDLMAK_ Q5GA23_MAIZE 2 398.20711 794.39966 0.43485 0.45724 0.86751 61.506 61.506 8.04E-02 31.15 2219000

1566 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 2 1013.4736 2024.9327 1.1976 0.055738 1.2349 103.57 103.57 1.51E-46 98.64 815550
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1567 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 2 1013.4736 2024.9327 1.2622 0.31651 1.5604 108.45 108.45 2.46E-02 23.35 16794

1568 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 3 675.98485 2024.9327 0.53872 0.12671 0.64666 104.06 104.06 2.05E-01 19.51 492950

1569 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 2 1013.4736 2024.9327 1.161 0.031395 1.1742 104.06 104.06 5.57E-58 115.89 391270

1570 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 3 675.98485 2024.9327 0.58111 0.25748 0.81945 104.24 104.24 4.99E-02 25.59 461730

1571 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 2 1013.4736 2024.9327 1.1794 -0.12525 1.0352 104.24 104.24 2.86E-31 96.41 373290

1572 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 3 675.98485 2024.9327 0.62869 0.17577 0.78543 104.24 104.24 5.95E-01 14.21 224630

1573 AFDNEATDEAIGFAIENAK Unmodified _AFDNEATDEAIGFAIENAK_ B6T574_MAIZE 2 1013.4736 2024.9327 1.1928 -0.64006 0.5346 104.24 104.24 5.89E-20 78.84 155680

1574 AFEAMAMAGR 2 Oxidation (M) _AFEAM(ox)AM(ox)AGR_ B4FZF3_MAIZE 2 543.73898 1085.4634 -0.014373 -2.4526 -2.4834 38.595 38.595 3.55E-05 48.04 519890

1575 AFEAMAMAGR 2 Oxidation (M) _AFEAM(ox)AM(ox)AGR_ B4FZF3_MAIZE 2 543.73898 1085.4634 0.040839 -0.34799 -0.32762 35.833 35.833 4.34E-04 41.05 449100

1576 AFEEAEK Unmodified _AFEEAEK_ B6T8X9_MAIZE 2 412.19525 822.37595 0.40857 25.63 25.63 5.81E-01 5.47

1577 AFEEAEK Unmodified _AFEEAEK_ B6T8X9_MAIZE 2 412.19525 822.37595 0.34029 0.60208 0.90058 28.01 28.01 7.83E-01 8.95 44730

1578 AFEEAEK Unmodified _AFEEAEK_ B6T8X9_MAIZE 2 412.19525 822.37595 0.31529 0.1207 0.39441 27.557 27.557 1.86E-01 26.08 190650

1579 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.10715 0.06379 0.16263 56.927 56.927 1.45E-01 29.21 5493600

1580 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.0447 0.08848 0.12557 58.215 58.215 1.45E-01 26.53 70319

1581 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.071437 0.25171 0.31441 57.285 57.285 1.62E-03 42.37 949790

1582 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.014784 0.14099 0.14733 59.497 59.497 1.62E-03 44.56 55028000

1583 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.090929 0.2171 0.29957 57.64 57.64 7.11E-01 10.62 757690

1584 AFEGWGTNEK Unmodified _AFEGWGTNEK_ B4FHT1_MAIZE 2 569.76182 1137.5091 0.1251 0.22744 0.34346 60.447 60.447 1.45E-01 21.93 98197

1585 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.1242 -0.6875 0.44382 108.11 108.11 1.06E-14 65.91 363630

1586 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.1769 -0.47571 0.70876 108.14 108.14 4.53E-07 70.74 310310

1587 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.2852 -0.66371 0.62954 107.68 107.68 5.48E-24 66.41 183590

1588 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.1873 -0.086476 1.1079 108.45 108.45 1.51E-46 115.43 1941900

1589 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.2273 -0.99252 0.24263 107.8 107.8 2.86E-31 61.55 260200

1590 AFEISGTPVDCVSLALSGR Unmodified _AFEISGTPVDCVSLALSGR_ B6SLG3_MAIZE 2 989.99876 1977.983 1.1834 -0.17099 1.0193 108.55 108.55 1.84E-40 116.63 406570

1591 AFELFNELAER Unmodified _AFELFNELAER_ B4FA01_MAIZE 2 669.83806 1337.6616 0.5949 0.33243 0.89928 101.4 101.4 3.60E-06 40.46 284150

1592 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 0.0094857 0.17303 0.16015 84.256 84.256 1.62E-03 47.8 9703500

1593 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.10255 -0.30544 -0.42874 86.359 86.359 2.81E-03 21.83 142000

1594 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.043842 0.32136 0.25398 84.938 84.938 7.11E-01 19.02 1021300

1595 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 0.059635 0.11944 0.15694 85.25 85.25 1.84E-04 45.54 1331800

1596 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.0058892 0.26522 0.23562 84.64 84.64 2.81E-03 27.84 1812600

1597 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 0.019456 0.2259 0.2226 85.059 85.059 1.25E-02 29.77 3459900

1598 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.046015 0.22738 0.15813 84.832 84.832 2.81E-03 37.93 4503300

1599 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.044706 0.49308 0.42463 84.677 84.677 4.40E-02 18.86 3306700

1600 AFEPILLAGR Unmodified _AFEPILLAGR_ B6TG61_MAIZE 2 543.81894 1085.6233 -0.1165 -0.050782 -0.18853 86.101 86.101 5.76E-06 61.92 11978000
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1601 AFETSGTPVDCVSLALSGR Unmodified _AFETSGTPVDCVSLALSGR_ B4G027_MAIZE 2 983.98057 1965.9466 1.2017 -0.59667 0.61688 97.217 97.217 4.53E-07 67.41 529390

1602 AFFAGSQR Unmodified _AFFAGSQR_ B6SIH5_MAIZE 2 442.22468 882.4348 0.15526 -0.20285 -0.050338 47.376 47.376 2.92E-02 44 884020

1603 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.30147 0.33796 0.64753 99.459 99.459 9.05E-18 81.88 8950300

1604 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.30891 0.025363 0.34244 102.08 102.08 4.48E-03 45.8 31201

1605 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.30648 0.23879 0.55349 99.999 99.999 5.66E-08 62.77 1972600

1606 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.32268 0.20571 0.5364 100.13 100.13 5.66E-08 50.14 2676000

1607 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.32857 0.24243 0.57886 100.01 100.01 5.66E-08 57.74 3013200

1608 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.29934 0.25261 0.56006 99.596 99.596 3.57E-04 56.37 2452400

1609 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.30566 0.17071 0.48386 100.17 100.17 5.66E-08 58.27 2450900

1610 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.28776 0.31002 0.60619 99.759 99.759 3.60E-06 57.62 2237000

1611 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.16643 0.19285 0.36812 99.894 99.894 1.62E-12 72.43 28695000

1612 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 0.21003 -0.000803 0.2174 100.88 100.88 9.05E-18 85.47 17512000

1613 AFFDATGGLWR Unmodified _AFFDATGGLWR_ B6TFN1_MAIZE 2 620.8091 1239.6037 -0.41788 103.09 103.09 8.09E-02 20.81

1614 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.074198 0.25787 0.1822 68.161 68.161 7.83E-01 6.47 36201

1615 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.13101 0.32437 0.19104 67.645 67.645 4.46E-01 11.61 348910

1616 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 0.015902 0.30301 0.31686 68.956 68.956 4.46E-01 27.68 784630

1617 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.0063519 0.30159 0.29214 68.406 68.406 7.83E-01 14.35 907770

1618 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.049337 0.18637 0.13445 68.692 68.692 4.46E-01 22.27 1198500

1619 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.014898 0.15887 0.14275 68.977 68.977 4.49E-02 28.42 2239600

1620 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.080936 0.10395 0.021312 69.074 69.074 8.04E-02 39.72 7674300

1621 AFFDDYK Unmodified _AFFDDYK_ B6TM55_MAIZE 2 453.20562 904.39668 -0.15929 -0.11826 -0.27891 67.694 67.694 9.32E-03 40.2 43841000

1622 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 4 371.68586 1482.7143 0.81237 -0.59151 0.20709 65.75 65.75 4.50E-01 2.93 466700

1623 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 4 371.68586 1482.7143 0.72524 -0.019195 0.6908 67.241 67.241 7.68E-01 5.96 2059100

1624 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 3 495.24539 1482.7143 -0.15097 -0.17432 -0.33811 67.225 67.225 2.11E-01 19.88 1406900

1625 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 3 495.24539 1482.7143 -0.18094 -0.042324 -0.2378 66.467 66.467 2.11E-01 17.78 10646000

1626 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 2 742.36444 1482.7143 0.76512 0.21194 0.96264 66.462 66.462 1.98E-03 34.35 1230100

1627 AFFDDYKEAHLK Unmodified _AFFDDYKEAHLK_ B6TM55_MAIZE 4 371.68586 1482.7143 0.68427 -0.6365 0.036235 66.454 66.454 4.50E-01 8.9 15487000

1628 AFFDSTGSLWEAQK Unmodified _AFFDSTGSLWEAQK_ B6SPB2_MAIZE 2 793.87791 1585.7413 0.91858 0.21281 1.1308 94.715 94.715 7.64E-09 59.5 1217900

1629 AFFPDENVLATVVK Unmodified _AFFPDENVLATVVK_ B4FB70_MAIZE 2 775.41667 1548.8188 0.88838 -0.028962 0.86305 105.22 105.22 7.64E-09 67.74 936790

1630 AFFPDENVLATVVK Unmodified _AFFPDENVLATVVK_ B4FB70_MAIZE 2 775.41667 1548.8188 0.86041 0.068712 0.93376 105.82 105.82 1.95E-13 65.77 551370

1631 AFFPDENVLATVVK Unmodified _AFFPDENVLATVVK_ B4FB70_MAIZE 2 775.41667 1548.8188 0.88479 0.10957 0.99788 105.81 105.81 2.96E-06 66.18 384680

1632 AFGAELVLTDAAK Unmodified _AFGAELVLTDAAK_ B4FR08_MAIZE 2 653.35608 1304.6976 0.39316 -0.10348 0.27694 84.087 84.087 4.93E-21 74.04 2339700

1633 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0624 0.054324 1.1126 108.9 108.9 1.14E-36 82.55 3650000

1634 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 3 564.30766 1689.9011 0.16129 0.17445 0.33134 108.88 108.88 7.63E-01 6.83 1304200
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1635 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0637 -0.015415 1.0441 109.42 109.42 3.76E-20 73.05 1311900

1636 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 3 564.30766 1689.9011 0.049134 0.020682 0.066244 109.41 109.41 1.05E-01 14.97 613220

1637 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0233 -0.045904 0.97346 109.45 109.45 2.02E-24 57.53 1949700

1638 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 3 564.30766 1689.9011 0.13477 0.17127 0.30181 109.42 109.42 7.63E-01 7.46 876690

1639 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 3 564.30766 1689.9011 0.14137 0.03207 0.16973 109.45 109.45 7.63E-01 17.45 910130

1640 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0116 -0.11883 0.88896 109.45 109.45 7.73E-25 65.11 1807500

1641 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.1322 0.82641 1.9538 109.08 109.08 1.09E-40 75.47 1127600

1642 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0589 0.021186 1.0758 109.72 109.72 7.01E-14 59.38 890130

1643 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 3 564.30766 1689.9011 0.024311 0.081449 0.10171 109.13 109.13 1.03E-03 37.94 8612900

1644 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0205 -0.12733 0.88863 110.2 110.2 2.02E-24 73.25 720900

1645 AFGAELVLTDPLLGMK Oxidation (M) _AFGAELVLTDPLLGM(ox)K_ CYSK_MAIZE 2 845.95785 1689.9011 1.0582 -0.078983 0.97566 112.46 112.46 2.01E-03 46.31 59652

1646 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.0235 -0.021343 0.99578 117.87 117.87 7.73E-25 88.89 3222000

1647 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.024 0.045978 1.0638 118.29 118.29 7.73E-25 85.91 155020

1648 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.0499 -0.060538 0.98251 118.41 118.41 7.73E-25 67.89 141820

1649 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.1065 0.17954 1.2787 118.51 118.51 7.42E-06 35.65 70553

1650 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.1077 0.23987 1.3403 119.02 119.02 7.42E-06 40.84 201850

1651 AFGAELVLTDPLLGMK Unmodified _AFGAELVLTDPLLGMK_ CYSK_MAIZE 2 837.96039 1673.9062 1.0558 0.20267 1.252 118.26 118.26 1.42E-33 84.78 2916700

1652 AFGANLVLTDPAK Unmodified _AFGANLVLTDPAK_ B6TBZ1_MAIZE 2 658.86408 1315.7136 0.23832 -3.9948 -3.7573 79.553 79.553 3.13E-02 21.32 447860

1653 AFGDDEKR Unmodified _AFGDDEKR_ B6TVE3_MAIZE 2 469.22233 936.43011 0.096317 -0.23753 -0.15197 23.837 23.837 7.88E-01 16.22 11035

1654 AFGDDEKR Unmodified _AFGDDEKR_ B6TVE3_MAIZE 2 469.22233 936.43011 0.04772 -0.12592 -0.090641 23.549 23.549 7.88E-01 26.82 83176

1655 AFGDDEKR Unmodified _AFGDDEKR_ B6TVE3_MAIZE 3 313.15065 936.43011 1.4758 0.067364 1.5315 23.551 23.551 1.05E-01 34.72 163130

1656 AFGDVK Unmodified _AFGDVK_ B4F9J5_MAIZE 2 318.67121 635.32788 1.566 -0.27064 1.3035 33.575 33.575 1.00E+00 21.4 60617

1657 AFGDVK Unmodified _AFGDVK_ B4F9J5_MAIZE 2 318.67121 635.32788 1.4507 -0.17549 1.282 34.106 34.106 2.78E-01 34.87 130400

1658 AFGGQSLDFGK Unmodified _AFGGQSLDFGK_ B6U124_MAIZE 2 563.78001 1125.5455 0.11164 0.10943 0.2306 68.133 68.133 5.66E-08 60.22 3044200

1659 AFGGQSLDFGK Unmodified _AFGGQSLDFGK_ B6U124_MAIZE 2 563.78001 1125.5455 0.1087 0.12222 0.2413 69.611 69.611 3.60E-06 71.37 1587700

1660 AFGGQSLDFGK Unmodified _AFGGQSLDFGK_ B6U124_MAIZE 2 563.78001 1125.5455 0.11092 0.35066 0.47164 69.068 69.068 3.60E-06 68.51 696340

1661 AFGGQSLDFGK Unmodified _AFGGQSLDFGK_ B6U124_MAIZE 2 563.78001 1125.5455 -0.017363 0.20212 0.19595 69.219 69.219 3.60E-06 56.85 4320600

1662 AFGMELLR Unmodified _AFGMELLR_ B6TBM0_MAIZE 2 468.75221 935.48987 -0.091862 0.2723 0.15835 84.001 84.001 1.90E-02 39.48 410810

1663 AFGMLAGGSGITPMFQVAR Unmodified _AFGMLAGGSGITPMFQVAR_ Q9ZPN0_MAIZE 2 955.98441 1909.9543 1.2828 0.22936 1.517 106.36 106.36 4.44E-10 49.1 278030

1664 AFGMLAGGSGITPMFQVAR 2 Oxidation (M) _AFGM(ox)LAGGSGITPM(ox)FQVAR_ Q9ZPN0_MAIZE 2 971.97932 1941.9441 1.236 -0.20255 1.0425 87.107 87.107 2.32E-52 59.6 504340

1665 AFGPVSR Unmodified _AFGPVSR_ B4FBV8_MAIZE 2 367.20321 732.39187 0.64197 0.17451 0.81885 40.946 40.946 1.00E+00 13.88 44594

1666 AFGPVSR Unmodified _AFGPVSR_ B4FBV8_MAIZE 2 367.20321 732.39187 0.85277 0.72902 1.5818 41.883 41.883 1.00E+00 6.09 144040

1667 AFGPVSR Unmodified _AFGPVSR_ B4FBV8_MAIZE 2 367.20321 732.39187 0.76981 0.038212 0.80939 43.227 43.227 1.86E-01 23.65 3412000

1668 AFGTQVAEPLR Unmodified _AFGTQVAEPLR_ B4FYF0_MAIZE 2 594.82221 1187.6299 0.23328 -0.047625 0.18162 62.885 62.885 5.66E-08 59.17 1437400
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1669 AFGVLIPDQGIALR Unmodified _AFGVLIPDQGIALR_ B4FM07_MAIZE 2 735.42738 1468.8402 0.85025 0.92881 1.7751 102.93 102.93 1.00E+00 0.76 11328

1670 AFGVLIPDQGIALR Unmodified _AFGVLIPDQGIALR_ B4FM07_MAIZE 2 735.42738 1468.8402 0.82406 0.7105 1.5301 98.743 98.743 1.29E-01 13.69 614240

1671 AFGVLIPDQGIALR Unmodified _AFGVLIPDQGIALR_ B4FM07_MAIZE 2 735.42738 1468.8402 0.66973 -0.020788 0.64596 99.384 99.384 2.96E-06 33.1 6989800

1672 AFGVLIPDQGIALR Unmodified _AFGVLIPDQGIALR_ B4FM07_MAIZE 2 735.42738 1468.8402 0.70477 -0.32898 0.37298 100.54 100.54 6.31E-03 26.82 2290000

1673 AFIAGVADDNGYGWAIAK Unmodified _AFIAGVADDNGYGWAIAK_ B6TYG2_MAIZE 2 919.95723 1837.8999 1.1271 -0.27832 0.842 96.525 96.525 4.65E-12 36.91 205770

1674 AFIAGVADDNGYGWAIAK Unmodified _AFIAGVADDNGYGWAIAK_ B6TYG2_MAIZE 2 919.95723 1837.8999 1.1747 0.019354 1.1871 96.279 96.279 2.32E-57 99.56 2078700

1675 AFIEADEAK Unmodified _AFIEADEAK_ B4F917_MAIZE 2 497.24801 992.48148 0.00089682 -0.91499 -0.94373 48.569 48.569 1.01E-02 18.63 750250

1676 AFILQGGDCAESFK Unmodified _AFILQGGDCAESFK_ B6TUB8_MAIZE 2 771.86649 1541.7184 0.89166 -0.26505 0.62983 78.183 78.183 2.96E-06 52.93 350470

1677 AFILQGGDCAESFK Unmodified _AFILQGGDCAESFK_ B6TUB8_MAIZE 2 771.86649 1541.7184 0.9428 -0.15189 0.79416 77.803 77.803 2.25E-03 52.28 265650

1678 AFILQGGDCAESFK Unmodified _AFILQGGDCAESFK_ B6TUB8_MAIZE 2 771.86649 1541.7184 0.87398 0.18414 1.0616 78.104 78.104 3.40E-25 86.51 1684900

1679 AFLDFLDQDVGK Unmodified _AFLDFLDQDVGK_ MCM31_MAIZE 2 684.34572 1366.6769 0.64842 0.35757 1.0144 111.41 111.41 1.11E-04 52.18 372200

1680 AFLDYHDIPYK Unmodified _AFLDYHDIPYK_ B4F8B3_MAIZE 3 461.23108 1380.6714 -0.076842 -0.35769 -0.44612 79.56 79.56 5.15E-02 18.8 3788300

1681 AFLHEINTFELPLLK Unmodified _AFLHEINTFELPLLK_ B6SQF9_MAIZE 3 595.6697 1783.9873 0.26994 0.11598 0.36881 115.26 115.26 4.82E-01 6.58 251530

1682 AFLLYGPPGTGK Unmodified _AFLLYGPPGTGK_ B6T3Y2_MAIZE 2 610.83733 1219.6601 0.27285 -0.22956 0.043905 79.342 79.342 6.74E-02 34.64 2483900

1683 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.1475 0.022664 1.17 113.96 113.96 1.65E-02 10.02 102620

1684 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.093 0.14841 1.2402 113.29 113.29 6.37E-03 19.61 63164

1685 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.0236 0.37742 1.3996 114.5 114.5 1.65E-02 9.92 61632

1686 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.0787 0.27661 1.3546 113.39 113.39 1.26E-03 41.64 70706

1687 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.2012 0.24323 1.4438 114.59 114.59 1.26E-03 25.7 108490

1688 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.1307 -0.1383 0.99192 113.81 113.81 8.73E-24 58.12 558560

1689 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.1084 -0.32243 0.78589 115.03 115.03 1.12E-07 46.69 499230

1690 AFLMPIEDVFSIQGR Oxidation (M) _AFLM(ox)PIEDVFSIQGR_ B4FH57_MAIZE 2 869.94527 1737.876 1.1201 0.38428 1.5033 114.36 114.36 7.50E-32 53.25 443870

1691 AFLMPIEDVFSIQGR Unmodified _AFLMPIEDVFSIQGR_ B4FH57_MAIZE 2 861.94782 1721.8811 1.1061 -1.2197 -0.11525 121.25 121.25 6.53E-30 71.59 414860

1692 AFLMPIEDVFSIQGR Unmodified _AFLMPIEDVFSIQGR_ B4FH57_MAIZE 2 861.94782 1721.8811 1.167 0.17735 1.3414 122.28 122.28 2.40E-39 100.49 473010

1693 AFLMPIEDVFSIQGR Unmodified _AFLMPIEDVFSIQGR_ B4FH57_MAIZE 2 861.94782 1721.8811 1.0716 -0.037497 1.0312 121.54 121.54 2.37E-16 61.5 225720

1694 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.23168 0.29291 0.524 120.2 120.2 1.08E-05 54.55 7920400

1695 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.095 0.14154 1.2361 120.19 120.19 1.34E-51 84.52 11246000

1696 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.19039 0.38913 0.57802 120.64 120.64 2.89E-01 19.64 4566000

1697 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.1034 0.003478 1.1068 120.63 120.63 1.34E-51 86.69 5463800

1698 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.0757 0.037019 1.1124 120.87 120.87 1.34E-51 84.89 4166600

1699 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.0754 0.15431 1.2289 121.11 121.11 1.67E-64 92.5 3304400

1700 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.25737 0.27507 0.53131 121.12 121.12 4.32E-02 17.59 2236400

1701 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.29246 0.067256 0.36005 120.67 120.67 1.00E+00 8.19 364680

1702 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.1713 0.17911 1.3499 120.65 120.65 1.82E-38 69.52 446510



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

1703 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.26775 0.21336 0.4811 121.55 121.55 1.21E-01 30.3 1641300

1704 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.1222 0.19222 1.3137 121.58 121.58 1.42E-33 81.9 2074300

1705 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.1332 0.15248 1.2857 120.61 120.61 5.87E-44 81.5 3304600

1706 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 3 599.98932 1796.9461 0.19553 0.32555 0.5205 120.62 120.62 1.21E-01 13.04 2699300

1707 AFLPVIESFGFSSQLR Unmodified _AFLPVIESFGFSSQLR_ B6U0S1_MAIZE 2 899.48034 1796.9461 1.1681 -0.089283 1.0789 123.08 123.08 1.48E-07 50.29 125780

1708 AFLVDTLALVR Unmodified _AFLVDTLALVR_ B6UC57_MAIZE 2 609.36626 1216.718 0.24425 0.28958 0.53204 107.65 107.65 6.35E-09 73.06 221320

1709 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.085755 0.19718 0.089963 51.317 51.317 1.90E-02 47.79 6333500

1710 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.1931 0.32416 0.11121 52.147 52.147 1.90E-02 36.28 90687

1711 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.17642 0.03281 -0.16309 51.306 51.306 1.90E-02 37.45 517320

1712 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.018173 -0.056303 -0.094435 53.499 53.499 2.92E-02 32.58 398450

1713 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.022092 -0.17061 -0.21369 52.782 52.782 5.06E-02 35.58 385810

1714 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 0.076016 1.4468 1.5 53.69 53.69 2.92E-02 25.85 385640

1715 AFLVEEQK Unmodified _AFLVEEQK_ B4FGQ6_MAIZE 2 482.26092 962.5073 -0.23554 0.17286 -0.083664 54.994 54.994 5.06E-02 47.56 2855300

1716 AFMEAHLPAFK Oxidation (M) _AFM(ox)EAHLPAFK_ B4FA94_MAIZE 3 426.54975 1276.6274 -0.0021778 -0.070815 -0.086109 68.53 68.53 9.88E-04 30.55 122640

1717 AFNLPR Unmodified _AFNLPR_ B6TBI6_MAIZE 2 359.20576 716.39696 0.82311 0.041723 0.84132 56.11 56.11 5.26E-01 22.62 476070

1718 AFPGIVSAMDK Oxidation (M) _AFPGIVSAM(ox)DK_ B6SP44_MAIZE 2 576.2919 1150.5692 0.07401 0.23897 0.31119 65.347 65.347 3.57E-04 30.76 492270

1719 AFPLYMNALEYFK Oxidation (M) _AFPLYM(ox)NALEYFK_ B6T3Y2_MAIZE 2 811.8998 1621.7851 1.0242 0.83447 1.8364 111.31 111.31 1.00E-11 61.3 488370

1720 AFPLYMNALEYFK Oxidation (M) _AFPLYM(ox)NALEYFK_ B6T3Y2_MAIZE 2 811.8998 1621.7851 1.0032 0.17059 1.1525 116.06 116.06 2.65E-01 20.95 47438

1721 AFPLYMNALEYFK Unmodified _AFPLYMNALEYFK_ B6T3Y2_MAIZE 2 803.90235 1605.7901 0.97408 0.32572 1.2757 121.46 121.46 2.50E-15 69.83 1279600

1722 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.50541 0.008073 0.49848 86.905 86.905 1.68E-09 76.23 2724000

1723 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.4861 0.19606 0.66729 87.646 87.646 1.11E-04 44.06 1604400

1724 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.48761 0.18897 0.66122 87.807 87.807 2.62E-07 79.92 2794600

1725 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.50933 0.24051 0.73444 87.497 87.497 7.72E-03 38.13 1187900

1726 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.41394 0.17835 0.57746 87.115 87.115 9.64E-17 67.31 9502800

1727 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.4706 -0.41527 0.041498 87.352 87.352 1.60E-02 19.47 1134700

1728 AFPSLTYIAVNK Unmodified _AFPSLTYIAVNK_ MTHR1_MAIZE 2 662.369 1322.7234 0.51563 0.009519 0.5108 88.913 88.913 1.11E-04 38.79 156750

1729 AFPVTAFQLEPAAAEGDHKEEAEDAAAAAAN Unmodified _AFPVTAFQLEPAAAEGDHKEEAEDAAAAAAN_ B4FMB1_MAIZE 3 1038.1547 3111.4421 1.1387 0.094037 1.2134 92.81 92.81 2.45E-02 26.18 940900

1730 AFQDCLNNYGSEISK Unmodified _AFQDCLNNYGSEISK_ B4FPU2_MAIZE 2 873.3936 1744.7726 1.1549 -0.13329 1.0119 76.482 76.482 2.37E-16 96.06 412300

1731 AFQDCLNNYGSEISK Unmodified _AFQDCLNNYGSEISK_ B4FPU2_MAIZE 2 873.3936 1744.7726 1.0784 -0.1084 0.96088 75.851 75.851 1.02E-23 87.04 546810

1732 AFQDCLNNYGSEISK Unmodified _AFQDCLNNYGSEISK_ B4FPU2_MAIZE 2 873.3936 1744.7726 1.0162 -0.13806 0.86927 77.211 77.211 6.53E-30 100.21 2462200

1733 AFQGWGTNEALIISILGHR Unmodified _AFQGWGTNEALIISILGHR_ Q43863_MAIZE 3 695.04096 2082.1011 0.64614 0.15934 0.79783 117.98 117.98 7.02E-03 34.36 1399000

1734 AFQGWGTNEALIISILGHR Unmodified _AFQGWGTNEALIISILGHR_ Q43863_MAIZE 3 695.04096 2082.1011 0.6077 -0.2451 0.35546 118.74 118.74 7.02E-03 17.77 202390

1735 AFQGWGTNEALIISILGHR Unmodified _AFQGWGTNEALIISILGHR_ Q43863_MAIZE 3 695.04096 2082.1011 0.66706 0.31511 0.97432 119.07 119.07 2.05E-01 12.66 210070

1736 AFQGWGTNEALIISILGHR Unmodified _AFQGWGTNEALIISILGHR_ Q43863_MAIZE 3 695.04096 2082.1011 0.64906 1.3707 2.0107 118.94 118.94 2.20E-02 9.85 2220600
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1737 AFQLYNSGIFTGTCGTALDHGVTAVGYGTENGK Unmodified _AFQLYNSGIFTGTCGTALDHGVTAVGYGTENGK_ B6TGM9_MAIZE 3 1136.2051 3405.5936 1.2446 0.097937 1.3562 101.16 101.16 1.75E-13 41.37 846130

1738 AFQLYSSGIFDGR Unmodified _AFQLYSSGIFDGR_ B4FU56_MAIZE 2 730.86207 1459.7096 0.6241 93.617 93.617 1.05E-06 46.4

1739 AFQLYSSGIFDGR Unmodified _AFQLYSSGIFDGR_ B4FU56_MAIZE 2 730.86207 1459.7096 0.70533 0.014064 0.71858 93.004 93.004 4.93E-21 91.8 1596300

1740 AFQTLLTYIGNVAK Unmodified _AFQTLLTYIGNVAK_ B4G0G8_MAIZE 2 769.93249 1537.8504 0.90671 0.74857 1.646 112.76 112.76 2.25E-03 32.39 155370

1741 AFQTLLTYIGNVAK Unmodified _AFQTLLTYIGNVAK_ B4G0G8_MAIZE 2 769.93249 1537.8504 0.93881 0.40799 1.3381 112.86 112.86 2.96E-06 52.81 129280

1742 AFQTLLTYIGNVAK Unmodified _AFQTLLTYIGNVAK_ B4G0G8_MAIZE 2 769.93249 1537.8504 0.90536 0.44841 1.3453 113.23 113.23 3.56E-04 57.11 557180

1743 AFQTVLSDIHQIISK Unmodified _AFQTVLSDIHQIISK_ B4F7V4_MAIZE 3 567.31743 1698.9305 0.18286 0.14544 0.32429 104.69 104.69 1.00E+00 10.86 565100

1744 AFQTVLSDIHQIISK Unmodified _AFQTVLSDIHQIISK_ B4F7V4_MAIZE 3 567.31743 1698.9305 0.08777 0.12188 0.2064 105.66 105.66 4.82E-01 20.98 221480

1745 AFQTVLSDIHQIISK Unmodified _AFQTVLSDIHQIISK_ B4F7V4_MAIZE 3 567.31743 1698.9305 0.15312 0.25007 0.39984 105.71 105.71 1.00E+00 2.35 180150

1746 AFQTVLSDIHQIISK Unmodified _AFQTVLSDIHQIISK_ B4F7V4_MAIZE 3 567.31743 1698.9305 0.20452 -0.056352 0.14471 106.29 106.29 1.00E+00 19.53 173250

1747 AFQTVLSDIHQIISK Unmodified _AFQTVLSDIHQIISK_ B4F7V4_MAIZE 3 567.31743 1698.9305 0.14449 0.067682 0.20942 110.2 110.2 1.29E-02 38.87 235800

1748 AFSALSLSSSSR Unmodified _AFSALSLSSSSR_ B6SNW4_MAIZE 2 606.81458 1211.6146 0.2561 -0.20348 0.035052 66.79 66.79 1.60E-02 41.87 458620

1749 AFSELLK Unmodified _AFSELLK_ B4F917_MAIZE 2 404.23418 806.4538 0.32683 0.23483 0.53137 64.939 64.939 1.86E-01 22.68 487200

1750 AFSELLK Unmodified _AFSELLK_ B4F917_MAIZE 2 404.23418 806.4538 0.18387 -0.012434 0.14105 64.704 64.704 4.46E-01 15.94 5090700

1751 AFSELLK Unmodified _AFSELLK_ B4F917_MAIZE 2 404.23418 806.4538 0.30487 0.47797 0.75114 64.998 64.998 1.00E+00 7.75 441960

1752 AFSEVAAER Unmodified _AFSEVAAER_ B4FH61_MAIZE 2 490.24581 978.47706 -0.035561 -0.78458 -0.84424 43.149 43.149 9.73E-03 36.36 651310

1753 AFSEVAAER Unmodified _AFSEVAAER_ B4FH61_MAIZE 2 490.24581 978.47706 -0.051979 0.42679 0.34941 45.343 45.343 3.21E-03 51.58 858790

1754 AFSEVAAER Unmodified _AFSEVAAER_ B4FH61_MAIZE 2 490.24581 978.47706 -0.056078 -0.036147 -0.11601 45.22 45.22 3.13E-03 51.27 6449700

1755 AFSEVAAER Unmodified _AFSEVAAER_ B4FH61_MAIZE 2 490.24581 978.47706 -0.067661 -0.14967 -0.24203 43.344 43.344 1.12E-01 41.49 367650

1756 AFSGLGGLGVDEPAMVSALAR Unmodified _AFSGLGGLGVDEPAMVSALAR_ B4FSS8_MAIZE 2 1009.5224 2017.0303 1.246 0.065742 1.3096 109.36 109.36 4.46E-39 84.02 585510

1757 AFSGLGGLGVDEPAMVSALAR Unmodified _AFSGLGGLGVDEPAMVSALAR_ B4FSS8_MAIZE 2 1009.5224 2017.0303 1.2075 -0.19225 1.0141 109.68 109.68 2.39E-60 107.07 2081500

1758 AFSGLGGLGVDEPAMVSALAR Oxidation (M) _AFSGLGGLGVDEPAM(ox)VSALAR_ B4FSS8_MAIZE 2 1017.5199 2033.0252 1.1983 0.077602 1.276 96.613 96.613 1.11E-54 89.63 256120

1759 AFSGLGGLGVDEPAMVSALAR Oxidation (M) _AFSGLGGLGVDEPAM(ox)VSALAR_ B4FSS8_MAIZE 2 1017.5199 2033.0252 1.3155 0.63975 1.9552 96.26 96.26 7.74E-05 47.67 190930

1760 AFSGLGGLGVDEPAMVSALAR Oxidation (M) _AFSGLGGLGVDEPAM(ox)VSALAR_ B4FSS8_MAIZE 2 1017.5199 2033.0252 1.2082 -0.23875 0.9698 96.314 96.314 1.49E-48 86.47 2386100

1761 AFSNYLGSTK Unmodified _AFSNYLGSTK_ B6T2Y5_MAIZE 2 544.27456 1086.5346 -0.037636 0.76015 0.70839 59.455 59.455 4.40E-02 17.04 1767100

1762 AFSVFLFNSK Unmodified _AFSVFLFNSK_ Q71RX2_MAIZE 2 580.31095 1158.6073 0.12854 0.26171 0.39014 98.454 98.454 1.25E-02 38.72 681120

1763 AFSVFLFNSK Unmodified _AFSVFLFNSK_ Q71RX2_MAIZE 2 580.31095 1158.6073 0.048954 0.32337 0.37126 98.744 98.744 4.40E-05 62.54 5284600

1764 AFSVINSLEIWK Unmodified _AFSVINSLEIWK_ B6U5R6_MAIZE 2 703.88755 1405.7606 0.64709 -0.17382 0.45655 111.06 111.06 7.72E-03 46.03 327430

1765 AFSVINSLEIWK Unmodified _AFSVINSLEIWK_ B6U5R6_MAIZE 2 703.88755 1405.7606 0.68134 0.27167 0.9356 111.1 111.1 6.74E-02 54.89 352700

1766 AFVEHYYR Unmodified _AFVEHYYR_ B4FC92_MAIZE 3 362.17854 1083.5138 0.57507 -0.209 0.35145 48.01 48.01 4.12E-02 24.4 1730000

1767 AFVEHYYR Unmodified _AFVEHYYR_ B4FC92_MAIZE 2 542.76417 1083.5138 -0.14748 0.06326 -0.098652 48.015 48.015 2.92E-02 51.06 420350

1768 AFVEHYYR Unmodified _AFVEHYYR_ B4FC92_MAIZE 3 362.17854 1083.5138 0.63145 0.23123 0.84747 48.875 48.875 4.12E-02 28.93 584810

1769 AFVEHYYR Unmodified _AFVEHYYR_ B4FC92_MAIZE 2 542.76417 1083.5138 -0.10071 -0.036415 -0.15268 48.883 48.883 2.92E-02 45.64 144690

1777 AFVSEYAVWR Unmodified _AFVSEYAVWR_ B6T9B9_MAIZE 2 614.31148 1226.6084 0.4374 -0.46276 -0.033437 82.863 82.863 1.25E-02 28.31 170880
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1778 AFVSEYAVWR Unmodified _AFVSEYAVWR_ B6T9B9_MAIZE 2 614.31148 1226.6084 0.30637 -0.68916 -0.3895 82.343 82.343 3.43E-01 17.24 380640

1779 AFVVHELEDDLGK Unmodified _AFVVHELEDDLGK_ B1PEY4_MAIZE 3 491.25243 1470.7355 -0.15658 -0.078024 -0.23542 80.927 80.927 7.68E-03 32.69 234490

1780 AFVVVGDGDGHVGLGVK Unmodified _AFVVVGDGDGHVGLGVK_ B6TFA7_MAIZE 2 813.43593 1624.8573 0.9954 -0.46487 0.56421 75.622 75.622 3.33E-51 91.84 839370

1781 AFVVVGDGDGHVGLGVK Unmodified _AFVVVGDGDGHVGLGVK_ B6TFA7_MAIZE 3 542.62638 1624.8573 0.1044 -0.14804 -0.010034 76.429 76.429 2.56E-01 19.09 471920

1782 AFVVVGDGDGHVGLGVK Unmodified _AFVVVGDGDGHVGLGVK_ B6TFA7_MAIZE 2 813.43593 1624.8573 0.98116 -0.20957 0.80542 76.373 76.373 3.42E-29 64.33 602680

1783 AFVVVGDGDGHVGLGVK Unmodified _AFVVVGDGDGHVGLGVK_ B6TFA7_MAIZE 3 542.62638 1624.8573 -0.026842 0.28463 0.29024 76.534 76.534 4.34E-02 28.69 2939500

1784 AFVWDSGSTVGEFDGHSK Unmodified _AFVWDSGSTVGEFDGHSK_ B6UDC2_MAIZE 3 642.627 1924.8592 0.45661 0.12082 0.59484 81.51 81.51 3.64E-01 14.05 927070

1785 AFVWDSGSTVGEFDGHSK Unmodified _AFVWDSGSTVGEFDGHSK_ B6UDC2_MAIZE 3 642.627 1924.8592 0.38907 -0.080972 0.32574 82.099 82.099 1.00E+00 3 367540

1786 AFVWDSGSTVGEFDGHSK Unmodified _AFVWDSGSTVGEFDGHSK_ B6UDC2_MAIZE 3 642.627 1924.8592 0.42822 -0.42387 0.023956 81.959 81.959 1.02E-02 14.45 733650

1787 AFWDEVR Unmodified _AFWDEVR_ A1XCI6_MAIZE 2 461.72451 921.43447 0.072499 0.37596 0.44507 76.086 76.086 8.04E-02 21.1 567860

1788 AFWDEVR Unmodified _AFWDEVR_ A1XCI6_MAIZE 2 461.72451 921.43447 -0.16209 0.3999 0.23381 76.5 76.5 8.04E-02 21.53 261140

1789 AFWDEVR Unmodified _AFWDEVR_ A1XCI6_MAIZE 2 461.72451 921.43447 0.02846 0.30806 0.33273 77.288 77.288 4.46E-01 15.04 220740

1790 AFWDEVR Unmodified _AFWDEVR_ A1XCI6_MAIZE 2 461.72451 921.43447 0.030828 0.65933 0.68599 76.952 76.952 1.00E+00 1.6 393750

1791 AFWLPSATPEATVK Unmodified _AFWLPSATPEATVK_ B4FMP2_MAIZE 2 759.40357 1516.7926 0.84596 0.15066 0.99114 87.993 87.993 3.56E-04 49.86 617410

1792 AGAAAAAAAVAK Unmodified _AGAAAAAAAVAK_ B4FFV2_MAIZE 2 471.77199 941.52943 -0.23327 -0.54016 -0.81566 36.489 36.489 9.64E-17 84.34 337780

1793 AGAAAAAAAVAK Unmodified _AGAAAAAAAVAK_ B4FFV2_MAIZE 2 471.77199 941.52943 -0.16047 0.97839 0.77212 39.535 39.535 7.61E-14 84.02 461940

1794 AGAAALNEGILSSVSEK Acetyl (Protein N-term) _(ac)AGAAALNEGILSSVSEK_ B4FWT5_MAIZE 2 829.93342 1657.8523 0.99941 -0.3265 0.64528 98.794 98.794 1.24E-09 53.6 300330

1795 AGAAAVETAAAAAAANGK Acetyl (Protein N-term) _(ac)AGAAAVETAAAAAAANGK_ B4FAL8_MAIZE 2 764.39172 1526.7689 0.76781 2.095 2.8236 87.577 87.577 8.00E-45 99.57 1051600

1796 AGAAAVETAAAAAAANGK Acetyl (Protein N-term) _(ac)AGAAAVETAAAAAAANGK_ B4FAL8_MAIZE 2 764.39172 1526.7689 0.86237 0.45042 1.2759 88.294 88.294 2.32E-57 129.62 4962500

1797 AGAAAVETAAAAAAANGK Unmodified _AGAAAVETAAAAAAANGK_ B4FAL8_MAIZE 2 743.38644 1484.7583 0.82491 0.034562 0.82549 62.006 62.006 1.56E-52 95.89 857110

1798 AGAEIDTMK Oxidation (M) _AGAEIDTM(ox)K_ B4FGM4_MAIZE 2 476.22623 950.4379 -0.13558 -0.056407 -0.20827 28.633 28.633 3.05E-02 32.82 44264

1799 AGAEVGEDKYR Acetyl (Protein N-term) _(ac)AGAEVGEDKYR_ B6TQA1_MAIZE 2 618.79639 1235.5782 0.24348 0.14692 0.36583 45.524 45.524 3.57E-04 69.95 3513100

1800 AGAGDKVDYVFK Acetyl (Protein N-term) _(ac)AGAGDKVDYVFK_ B4FJB2_MAIZE 2 656.33261 1310.6507 0.54643 -0.0593 0.48459 68.634 68.634 6.74E-02 27.89 487460

1801 AGAGSATLSMAYAAAK Oxidation (M) _AGAGSATLSM(ox)AYAAAK_ B4FZW5_MAIZE 2 728.85867 1455.7028 0.73097 -0.16681 0.54012 58.663 58.663 4.21E-20 87.9 2272100

1802 AGAGSATLSMAYAAAK Unmodified _AGAGSATLSMAYAAAK_ B4FZW5_MAIZE 2 720.86121 1439.7079 0.69033 -0.035575 0.62681 67.444 67.444 1.48E-07 74.17 1578800

1803 AGAGSATLSMAYAAAR Oxidation (M) _AGAGSATLSM(ox)AYAAAR_ B4FFV3_MAIZE 2 742.86174 1483.7089 0.78648 0.098824 0.86132 60.248 60.248 2.02E-24 76.4 1798900

1804 AGAGSATLSMAYAAAR Unmodified _AGAGSATLSMAYAAAR_ B4FFV3_MAIZE 2 734.86428 1467.714 0.77559 0.21137 0.9601 69.151 69.151 1.48E-07 91.6 2084600

1805 AGALAVVDGR Unmodified _AGALAVVDGR_ B6TV27_MAIZE 2 464.76417 927.51378 0.019139 0.84271 0.85876 50.342 50.342 1.25E-02 46.7 1754900

1806 AGALAVVDGR Unmodified _AGALAVVDGR_ B6TV27_MAIZE 2 464.76417 927.51378 -0.042911 0.61889 0.57339 52.92 52.92 2.81E-03 45.65 522770

1807 AGALAVVDGR Unmodified _AGALAVVDGR_ B6TV27_MAIZE 2 464.76417 927.51378 0.019352 0.43127 0.44832 50.697 50.697 2.81E-03 43.01 506170

1808 AGALAVVDGR Unmodified _AGALAVVDGR_ B6TV27_MAIZE 2 464.76417 927.51378 -0.2317 0.38459 0.15068 53.988 53.988 1.25E-02 39.66 328390

1809 AGALPGVAGVPTSLK Unmodified _AGALPGVAGVPTSLK_ B6TS38_MAIZE 2 669.393 1336.7715 0.5205 0.24895 0.77077 75.46 75.46 1.65E-02 18.21 1004500

1810 AGALYINPK Unmodified _AGALYINPK_ B4FD14_MAIZE 2 473.77146 945.52837 -0.2541 0.4009 0.11368 50.115 50.115 3.32E-02 19.46 387820

1811 AGANVVLTTK Unmodified _AGANVVLTTK_ B6TKY3_MAIZE 2 487.28747 972.5604 -0.042096 0.022915 -0.020857 44.018 44.018 4.40E-05 93.98 923700
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1812 AGANVVLTTK Unmodified _AGANVVLTTK_ B6TKY3_MAIZE 2 487.28747 972.5604 -0.036721 -0.20891 -0.24748 43.296 43.296 1.62E-03 58.63 374090

1813 AGANVVLTTK Unmodified _AGANVVLTTK_ B6TKY3_MAIZE 2 487.28747 972.5604 -0.11574 0.4817 0.36373 44.013 44.013 1.84E-04 67.24 905830

1814 AGAQESLSLVGTMR Acetyl (Protein N-term),Oxidation (M) _(ac)AGAQESLSLVGTM(ox)R_ B4FKM1_MAIZE 2 739.3694 1476.7242 0.79412 -0.25139 0.53183 77.721 77.721 6.95E-06 35.14 1729500

1815 AGAQESLSLVGTMR Acetyl (Protein N-term),Oxidation (M) _(ac)AGAQESLSLVGTM(ox)R_ B4FKM1_MAIZE 2 739.3694 1476.7242 0.78372 -0.29696 0.47696 77.73 77.73 2.44E-16 71.31 1562300

1816 AGAQESLSLVGTMR Acetyl (Protein N-term),Oxidation (M) _(ac)AGAQESLSLVGTM(ox)R_ B4FKM1_MAIZE 2 739.3694 1476.7242 0.76092 -0.13389 0.61608 78.601 78.601 3.36E-04 35.04 1164400

1817 AGAQESLSLVGTMR Acetyl (Protein N-term),Oxidation (M) _(ac)AGAQESLSLVGTM(ox)R_ B4FKM1_MAIZE 2 739.3694 1476.7242 0.79269 -0.23221 0.54955 78.2 78.2 3.36E-08 46.73 898590

1818 AGAQESLSLVGTMR Acetyl (Protein N-term),Oxidation (M) _(ac)AGAQESLSLVGTM(ox)R_ B4FKM1_MAIZE 2 739.3694 1476.7242 0.81585 -0.15432 0.65154 77.951 77.951 3.36E-04 27.75 407640

1819 AGAQESLSLVGTMR Acetyl (Protein N-term) _(ac)AGAQESLSLVGTMR_ B4FKM1_MAIZE 2 731.37194 1460.7293 0.77794 0.17199 0.93641 91.111 91.111 1.95E-13 58.54 2312500

1820 AGAQESLSLVGTMR Acetyl (Protein N-term) _(ac)AGAQESLSLVGTMR_ B4FKM1_MAIZE 2 731.37194 1460.7293 0.76932 0.037295 0.79313 91.395 91.395 2.96E-06 54.45 570020

1821 AGAQESLSLVGTMR Acetyl (Protein N-term) _(ac)AGAQESLSLVGTMR_ B4FKM1_MAIZE 2 731.37194 1460.7293 0.78648 0.28788 1.06 91.676 91.676 2.25E-03 37.83 262610

1822 AGASGFTFHIEVAR Unmodified _AGASGFTFHIEVAR_ B6TIR4_MAIZE 3 488.25276 1461.7365 -0.052153 -0.2459 -0.29682 76.772 76.772 4.14E-01 15.91 649360

1823 AGATTLNIPDTVGYNLPYEFGK Unmodified _AGATTLNIPDTVGYNLPYEFGK_ B6SH97_MAIZE 2 1171.0892 2340.1638 1.2813 0.13456 1.4135 106.39 106.39 5.41E-06 65.72 175750

1824 AGATTLNIPDTVGYTLPYEFGK Unmodified _AGATTLNIPDTVGYTLPYEFGK_ B6SWM0_MAIZE 2 1164.5915 2327.1685 1.1947 0.42191 1.6177 108.26 108.26 3.03E-22 124.87 636690

1825 AGATTLNIPDTVGYTLPYEFGK Unmodified _AGATTLNIPDTVGYTLPYEFGK_ B6SWM0_MAIZE 2 1164.5915 2327.1685 1.2433 0.18998 1.4348 108.81 108.81 4.20E-18 62.47 292580

1826 AGATTLNIPDTVGYTLPYEFGK Unmodified _AGATTLNIPDTVGYTLPYEFGK_ B6SWM0_MAIZE 2 1164.5915 2327.1685 1.1598 0.68743 1.8479 108.83 108.83 5.68E-10 77.43 525630

1827 AGATTLNIPDTVGYTLPYEFGK Unmodified _AGATTLNIPDTVGYTLPYEFGK_ B6SWM0_MAIZE 3 776.73012 2327.1685 0.90769 0.093571 1.0031 108.81 108.81 7.44E-02 7.68 206890

1828 AGATTLNIPDTVGYTLPYEFGK Unmodified _AGATTLNIPDTVGYTLPYEFGK_ B6SWM0_MAIZE 2 1164.5915 2327.1685 1.2226 0.54247 1.7663 108.4 108.4 8.70E-13 99.29 2054500

1829 AGAVSALFLLDMK Acetyl (Protein N-term) _(ac)AGAVSALFLLDMK_ B4FQ20_MAIZE 2 689.37596 1376.7374 0.64733 0.15214 0.78204 128.22 128.22 3.13E-02 29.18 279780

1830 AGAVYER Unmodified _AGAVYER_ B4FZ29_MAIZE 2 383.19813 764.3817 0.66986 -0.1826 0.4609 28.171 28.171 1.86E-01 27.69 24080

1831 AGCLECYK Unmodified _AGCLECYK_ B6T5B2_MAIZE 2 500.71497 999.41538 -0.099214 -0.26892 -0.37179 39.229 39.229 5.06E-02 42.67 1461500

1832 AGCYAANVIIQR Unmodified _AGCYAANVIIQR_ B4FFH8_MAIZE 2 668.34553 1334.6765 0.49977 0.0042 0.49048 63.474 63.474 2.62E-07 58.93 2804500

1833 AGCYAANVIIQRPGCTYPEKPDFN Unmodified _AGCYAANVIIQRPGCTYPEKPDFN_ B4FFH8_MAIZE 3 914.43186 2740.2737 1.1454 -0.19071 0.95392 77.339 77.339 1.93E-11 48.91 1576800

1834 AGDESFESFMSEK Oxidation (M) _AGDESFESFM(ox)SEK_ Q5GAU1_MAIZE 2 740.30085 1478.5871 0.79795 -0.044082 0.74568 63.003 63.003 2.03E-21 81.12 1361800

1835 AGDESFESFMSEK Unmodified _AGDESFESFMSEK_ Q5GAU1_MAIZE 2 732.30339 1462.5922 0.77392 -0.12954 0.63335 81.203 81.203 4.93E-21 78.05 2074700

1838 AGDGVFHFVVEIPK Unmodified _AGDGVFHFVVEIPK_ B4FRR1_MAIZE 3 505.60491 1513.7929 -0.064929 -0.27926 -0.32867 94.861 94.861 6.81E-01 18.22 266830

1839 AGDGVFHFVVEIPK Unmodified _AGDGVFHFVVEIPK_ B4FRR1_MAIZE 3 505.60491 1513.7929 -0.056244 -0.10752 -0.14907 95.732 95.732 1.32E-03 34.27 637030

1840 AGDHLLLLHVIK Unmodified _AGDHLLLLHVIK_ B6TC12_MAIZE 3 443.60648 1327.7976 -0.14021 0.095532 -0.055416 77.604 77.604 8.04E-02 13.01 803880

1841 AGDLTIADVESLLNSYK Unmodified _AGDLTIADVESLLNSYK_ B4FT69_MAIZE 2 904.96746 1807.9204 1.2467 0.88109 2.1125 122.6 122.6 4.07E-45 106.14 460810

1842 AGDLTIADVESLLNSYK Unmodified _AGDLTIADVESLLNSYK_ B4FT69_MAIZE 2 904.96746 1807.9204 1.1661 0.17882 1.3305 123.54 123.54 8.28E-39 94.03 400460

1843 AGDSTPEELATATQVQGDYMPFTR Oxidation (M) _AGDSTPEELATATQVQGDYM(ox)PFTR_ B6T5F2_MAIZE 3 867.73063 2600.1701 1.0884 -0.33897 0.7542 88.006 88.006 2.20E-09 33.28 357580

1844 AGDTVGVGYFVGSCR Unmodified _AGDTVGVGYFVGSCR_ B4FU39_MAIZE 2 772.86174 1543.7089 0.85192 -1.1117 -0.22847 77.079 77.079 7.01E-11 61.34 537130

1845 AGDVCFSEVYR Unmodified _AGDVCFSEVYR_ Q64HC3_MAIZE 2 651.79279 1301.571 0.45034 0.23258 0.69251 67.745 67.745 3.60E-06 39.49 1151000

1846 AGDVCFTDVYR Unmodified _AGDVCFTDVYR_ Q64HB8_MAIZE 2 651.79279 1301.571 0.49654 0.64362 1.161 70.426 70.426 1.47E-01 23.13 833270

1847 AGDVLAAANTAAEVAMR Unmodified _AGDVLAAANTAAEVAMR_ B6TBW4_MAIZE 2 815.9145 1629.8145 1.1014 -0.62043 0.46236 89.889 89.889 4.07E-45 91.62 556210
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1848 AGDVLAFR Unmodified _AGDVLAFR_ B6TSH8_MAIZE 2 424.73488 847.4552 0.081776 0.3126 0.39056 62.447 62.447 5.06E-02 23.55 17961

1849 AGDVLVFK Unmodified _AGDVLVFK_ B6UDV3_MAIZE 2 424.74745 847.48035 0.063381 -0.062631 0.010009 64.317 64.317 3.48E-02 70.22 45021

1850 AGEDADSLGLTGHER Unmodified _AGEDADSLGLTGHER_ B4FIT6_MAIZE 2 764.35533 1526.6961 0.8562 0.2138 1.064 50.228 50.228 7.01E-11 91.81 1066800

1851 AGEDADSLGLTGHER Unmodified _AGEDADSLGLTGHER_ B4FIT6_MAIZE 2 764.35533 1526.6961 0.85884 0.13079 0.98444 50.114 50.114 7.01E-11 91.87 459290

1852 AGEDADSLGLTGHER Unmodified _AGEDADSLGLTGHER_ B4FIT6_MAIZE 3 509.90598 1526.6961 -0.04629 -0.20197 -0.25379 52.412 52.412 5.46E-07 64.17 2664100

1853 AGEDADSLGLTGHER Unmodified _AGEDADSLGLTGHER_ B4FIT6_MAIZE 2 764.35533 1526.6961 0.83119 0.16786 0.99387 51.707 51.707 7.01E-11 91.81 1729100

1854 AGEDADSLGLTGR Unmodified _AGEDADSLGLTGR_ B6SRL2_MAIZE 2 631.30458 1260.5946 0.41819 0.015569 0.42941 56.644 56.644 2.61E-08 61.05 903430

1855 AGEDADSLGLTGR Unmodified _AGEDADSLGLTGR_ B6SRL2_MAIZE 2 631.30458 1260.5946 0.33898 0.076641 0.41102 56.331 56.331 4.68E-05 51.7 416610

1856 AGEDQYSLASR Unmodified _AGEDQYSLASR_ B4G019_MAIZE 2 598.78074 1195.5469 0.25886 -0.12137 0.11723 48.886 48.886 5.66E-08 83.11 322490

1857 AGEDQYSLASR Unmodified _AGEDQYSLASR_ B4G019_MAIZE 2 598.78074 1195.5469 0.21034 -0.43597 -0.24498 48.976 48.976 3.57E-04 63.44 861130

1858 AGEDQYSLASR Unmodified _AGEDQYSLASR_ B4G019_MAIZE 2 598.78074 1195.5469 0.21645 0.036866 0.23186 48.88 48.88 5.66E-08 61.71 5494000

1859 AGEDQYSLASR Unmodified _AGEDQYSLASR_ B4G019_MAIZE 2 598.78074 1195.5469 0.13894 -0.09665 0.021786 49.618 49.618 1.62E-12 80.34 28913000

1860 AGEDQYSLASR Unmodified _AGEDQYSLASR_ B4G019_MAIZE 2 598.78074 1195.5469 0.14716 -0.11033 0.015999 50.043 50.043 6.35E-09 83.87 1383700

1861 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.33235 0.12294 0.46151 79.948 79.948 8.21E-03 34.07 526090

1862 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.23797 0.25222 0.49549 80.316 80.316 5.29E-01 21.3 259870

1863 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.29682 0.046489 0.34982 80.903 80.903 1.21E-01 26.59 616420

1864 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.30041 0.23496 0.54079 80.554 80.554 5.29E-01 20.51 751640

1865 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.25237 0.23813 0.49613 80.879 80.879 8.21E-03 34.51 3274000

1866 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 2 907.41559 1812.8166 1.1581 0.35121 1.5152 80.882 80.882 2.01E-03 60.52 526650

1867 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 2 907.41559 1812.8166 1.1385 -0.042266 1.1025 80.593 80.593 1.27E-09 41.9 3054000

1868 AGEDYDGDRDLVDFVK Unmodified _AGEDYDGDRDLVDFVK_ B6TMB2_MAIZE 3 605.27948 1812.8166 0.20669 0.15742 0.36985 80.598 80.598 7.98E-01 14.48 15097000

1869 AGEEDATAILGR Unmodified _AGEEDATAILGR_ B6SU37_MAIZE 2 601.80422 1201.5939 0.18205 -0.11653 0.046516 65.928 65.928 2.05E-12 68.48 2365600

1870 AGEELPSTEVVVVR Unmodified _AGEELPSTEVVVVR_ B6STY4_MAIZE 2 742.90139 1483.7882 0.7461 -0.39265 0.35416 70.37 70.37 2.25E-03 41.88 870780

1871 AGELLIK Unmodified _AGELLIK_ B6T6Y2_MAIZE 2 372.23672 742.45889 0.64109 2.3744 2.9689 52.748 52.748 1.86E-01 31.4 1509100

1872 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.29511 -0.15663 0.11784 59.306 59.306 4.48E-03 25.59 4041100

1873 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.25069 0.20994 0.43955 59.854 59.854 1.00E+00 6.43 76751

1874 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.29663 0.29435 0.57028 59.297 59.297 4.48E-03 35.22 401360

1875 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.31559 0.006081 0.30134 61.061 61.061 1.47E-01 36.51 566920

1876 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.34996 -0.087604 0.24251 60.383 60.383 1.47E-01 21.14 581300

1877 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.3126 -0.38577 -0.093861 60.886 60.886 3.83E-01 29.59 652530

1878 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.22584 -0.079491 0.12551 61.491 61.491 1.00E+00 6.14 2249400

1879 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.23304 0.10633 0.31837 59.694 59.694 1.67E-02 25.04 2823700

1880 AGELTPDELER Unmodified _AGELTPDELER_ B4FUS2_MAIZE 2 615.30405 1228.5935 0.18214 -0.12919 0.032718 62.14 62.14 3.57E-04 35.47 11596000

1881 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.33444 0.12074 0.42666 60.255 60.255 4.96E-02 25.5 2669300
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1882 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.27341 -0.040503 0.20547 61.002 61.002 3.83E-01 17.04 72623

1883 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.3967 0.2174 0.58432 62.006 62.006 3.83E-01 11.59 524330

1884 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.34864 -0.10315 0.21647 61.354 61.354 4.96E-02 24.75 640680

1885 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.31105 0.14381 0.42553 61.781 61.781 3.83E-01 11.71 755800

1886 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.3313 -0.24396 0.058684 61.92 61.92 4.43E-05 44.35 1065000

1887 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.295 0.28775 0.55385 62.269 62.269 3.57E-04 34.53 1587500

1888 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.24143 0.07439 0.28675 60.514 60.514 4.48E-03 44.55 3287100

1889 AGELTPEELER Unmodified _AGELTPEELER_ B4G286_MAIZE 2 622.31187 1242.6092 0.22141 -0.21185 -0.01905 63.061 63.061 1.67E-02 30.48 11384000

1890 AGEQFGSVFPHLITQDLPR Unmodified _AGEQFGSVFPHLITQDLPR_ B4FAI1_MAIZE 3 704.70061 2111.08 0.66312 0.23516 0.90399 102.15 102.15 7.51E-03 26.83 1248400

1891 AGETFVIPR Unmodified _AGETFVIPR_ B4FRS8_MAIZE 2 495.27437 988.53418 -0.16568 -0.10438 -0.27114 64.23 64.23 1.00E+00 5.15 1800500

1892 AGETFVIPR Unmodified _AGETFVIPR_ B4FRS8_MAIZE 2 495.27437 988.53418 -0.084839 -0.066277 -0.15177 64.705 64.705 1.00E+00 6.28 4568100

1893 AGETFVIPR Unmodified _AGETFVIPR_ B4FRS8_MAIZE 2 495.27437 988.53418 -0.096543 0.16675 0.068827 64.182 64.182 1.01E-02 28.82 1851600

1894 AGEYADKNPNFVGCVEGALGIR Unmodified _AGEYADKNPNFVGCVEGALGIR_ B6TRR5_MAIZE 3 779.71458 2336.1219 0.92227 0.096356 1.0154 103.92 103.92 1.93E-06 44.4 1029400

1895 AGEYADKNPNFVGCVEGALGIR Unmodified _AGEYADKNPNFVGCVEGALGIR_ B6TRR5_MAIZE 3 779.71458 2336.1219 0.92972 0.98864 1.9139 109.96 109.96 7.91E-01 0.23 46870

1896 AGEYAVGIK Unmodified _AGEYAVGIK_ B6SKY1_MAIZE 2 454.24782 906.48108 0.030593 0.20953 0.2187 46.736 46.736 3.21E-03 64.9 1422000

1897 AGEYAVGIK Unmodified _AGEYAVGIK_ B6SKY1_MAIZE 2 454.24782 906.48108 0.036846 1.1265 1.1409 49.027 49.027 3.21E-03 73.23 431590

1913 AGFEAGMMDPQHR 2 Oxidation (M) _AGFEAGM(ox)M(ox)DPQHR_ B4FDT0_MAIZE 3 493.54322 1477.6078 -0.17411 -0.15236 -0.32524 35.596 35.596 1.00E+00 14.57 62752

1914 AGFEAGMMDPQHR 2 Oxidation (M) _AGFEAGM(ox)M(ox)DPQHR_ B4FDT0_MAIZE 3 493.54322 1477.6078 -0.096545 -0.31193 -0.40804 38.382 38.382 8.13E-01 20.26 325120

1915 AGFEAGMMDPQHR 2 Oxidation (M) _AGFEAGM(ox)M(ox)DPQHR_ B4FDT0_MAIZE 3 493.54322 1477.6078 -0.052568 -0.34814 -0.40023 35.487 35.487 1.28E-01 17.89 857630

1916 AGFEAGMMDPQHR 2 Oxidation (M) _AGFEAGM(ox)M(ox)DPQHR_ B4FDT0_MAIZE 3 493.54322 1477.6078 -0.22955 -0.77087 -0.99867 39.057 39.057 1.60E-02 28.33 5822900

1917 AGFEAGMMDPQHR 2 Oxidation (M) _AGFEAGM(ox)M(ox)DPQHR_ B4FDT0_MAIZE 2 739.81119 1477.6078 0.74279 -0.35601 0.38769 39.037 39.037 3.58E-13 33.76 778890

1918 AGFEAGMMDPQHR Oxidation (M) _AGFEAGMM(ox)DPQHR_ B4FDT0_MAIZE 3 488.21158 1461.6129 -0.20242 -0.49946 -0.70347 49.815 49.815 1.60E-02 28.98 1405500

1919 AGFEAGMMDPQHR Oxidation (M) _AGFEAGMM(ox)DPQHR_ B4FDT0_MAIZE 2 731.81374 1461.6129 0.74779 -0.036269 0.70852 49.799 49.799 2.03E-21 41.55 281400

1920 AGFEAGMMDPQHR Oxidation (M) _AGFEAGM(ox)MDPQHR_ B4FDT0_MAIZE 3 488.21158 1461.6129 -0.19888 -0.095108 -0.29686 51.457 51.457 1.60E-02 27.19 1446500

1921 AGFEAGMMDPQHR Unmodified _AGFEAGMMDPQHR_ B4FDT0_MAIZE 3 482.87994 1445.618 -0.19615 -0.55614 -0.7554 60.941 60.941 4.23E-03 43.48 1586800

1922 AGFEAGMMDPQHR Unmodified _AGFEAGMMDPQHR_ B4FDT0_MAIZE 2 723.81628 1445.618 0.70066 -0.62532 0.071694 60.947 60.947 6.20E-03 40.46 410140

1923 AGFEILK Unmodified _AGFEILK_ B4FRD9_MAIZE 2 389.2289 776.44324 0.47934 0.1801 0.63517 66.747 66.747 8.04E-02 32.26 3421600

1924 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.034354 -0.54366 -0.58348 75.898 75.898 9.73E-03 33.5 1224500

1925 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.16938 -0.30906 -0.48309 76.721 76.721 1.01E-02 48.54 483820

1926 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.037959 -0.33299 -0.37697 77.252 77.252 9.73E-03 61.65 787500

1927 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.028094 -0.31697 -0.35001 76.887 76.887 3.21E-03 52.07 390130

1928 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.035139 -0.29211 -0.33301 76.745 76.745 1.12E-01 24.39 327680

1929 AGFISLVSR Unmodified _AGFISLVSR_ B6T4R3_MAIZE 2 475.27691 948.53927 -0.097498 -0.047204 -0.15005 77.035 77.035 3.21E-03 51.63 3357000

1930 AGFLYGR Unmodified _AGFLYGR_ B4FHK5_MAIZE 2 392.21104 782.40752 0.44814 0.20306 0.63989 56.556 56.556 4.46E-01 27.21 1341300
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1931 AGFPDKEITAR Unmodified _AGFPDKEITAR_ B6U7D0_MAIZE 2 602.81967 1203.6248 0.33604 -0.90417 -0.57957 50.598 50.598 3.83E-01 42.43 289530

1932 AGFPDKEITAR Unmodified _AGFPDKEITAR_ B6U7D0_MAIZE 3 402.21554 1203.6248 0.31854 1.369 1.6706 50.748 50.748 5.15E-02 27.42 2578200

1933 AGFVAQVGR Unmodified _AGFVAQVGR_ B4FGR6_MAIZE 2 452.7536 903.49265 -0.14037 -0.31118 -0.43923 48.973 48.973 1.01E-02 40.9 44117

1934 AGFVAQVGR Unmodified _AGFVAQVGR_ B4FGR6_MAIZE 2 452.7536 903.49265 -0.10789 0.22572 0.12889 50.989 50.989 9.73E-03 45.87 5757200

1935 AGFVAQVGR Unmodified _AGFVAQVGR_ B4FGR6_MAIZE 2 452.7536 903.49265 -0.14345 0.48784 0.3543 51.826 51.826 3.32E-02 27.1 245090

1936 AGGALGMVDEQK Oxidation (M) _AGGALGM(ox)VDEQK_ B6TPK4_MAIZE 2 596.28735 1190.5601 0.18072 1.333 1.5092 43.656 43.656 9.49E-04 44.82 758080

1937 AGGALGMVDEQK Unmodified _AGGALGMVDEQK_ B6TPK4_MAIZE 3 392.52902 1174.5652 0.53564 0.77536 1.3024 55.702 55.702 1.00E+00 1.06 762580

1938 AGGAYTMNTASAVTVR Unmodified _AGGAYTMNTASAVTVR_ B4FMW5_MAIZE 2 785.38812 1568.7617 0.89746 -0.044747 0.85014 58.894 58.894 7.73E-25 99.61 1932100

1939 AGGAYTMNTASAVTVR Unmodified _AGGAYTMNTASAVTVR_ B4FMW5_MAIZE 2 785.38812 1568.7617 0.86597 -0.024106 0.8407 60.307 60.307 1.02E-04 86.65 292200

1940 AGGAYTMNTASAVTVR Oxidation (M) _AGGAYTM(ox)NTASAVTVR_ B4FMW5_MAIZE 2 793.38558 1584.7566 0.81848 -0.053175 0.76638 49.818 49.818 1.27E-09 94.08 937190

1941 AGGAYTMNTASAVTVR Oxidation (M) _AGGAYTM(ox)NTASAVTVR_ B4FMW5_MAIZE 2 793.38558 1584.7566 0.90989 0.026431 0.9371 48.878 48.878 2.50E-11 95.77 330880

1942 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.10631 -0.14236 -0.038811 54.156 54.156 6.35E-09 76.62 603610

1943 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.18353 0.007303 0.18764 56.229 56.229 3.57E-04 67 1142900

1944 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.17862 -0.10463 0.070779 55.49 55.49 3.60E-06 84.21 1339200

1945 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.15773 0.11168 0.26627 56.17 56.17 4.43E-05 57.5 1165200

1946 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.16296 -0.25138 -0.091937 56.085 56.085 6.35E-09 78.93 4270400

1947 AGGEDYSLTVR Unmodified _AGGEDYSLTVR_ B4FUK7_MAIZE 2 584.28566 1166.5568 0.085939 0.14309 0.2246 56.818 56.818 3.60E-06 61.45 18351000

1948 AGGIDEYLLK Unmodified _AGGIDEYLLK_ B6TH56_MAIZE 2 539.79259 1077.5706 0.019355 0.24153 0.23793 76.36 76.36 1.62E-03 44.16 651420

1949 AGGLESEKDYPYTGSDGK Unmodified _AGGLESEKDYPYTGSDGK_ B4FX40_MAIZE 3 625.28653 1872.8378 0.30107 0.30041 0.59243 53.117 53.117 2.12E-07 65.73 2986700

1950 AGGLESEKDYPYTGSDGK Unmodified _AGGLESEKDYPYTGSDGK_ B4FX40_MAIZE 2 937.42615 1872.8378 1.1071 0.63983 1.739 50.703 50.703 1.18E-19 64.58 1111100

1951 AGGNLFGR Unmodified _AGGNLFGR_ B6T0S8_MAIZE 2 396.21157 790.40859 0.18225 -0.20172 -0.01978 48.049 48.049 2.92E-02 40.42 520570

1952 AGGPAAVSFLTNIAK Acetyl (Protein N-term) _(ac)AGGPAAVSFLTNIAK_ Q9M588_MAIZE 2 729.90119 1457.7878 0.75599 0.39811 1.1399 116 116 2.37E-16 72.96 1044300

1953 AGGVDDLPLVGNK Unmodified _AGGVDDLPLVGNK_ B4FM07_MAIZE 2 627.83806 1253.6616 0.29157 0.39553 0.69278 72.549 72.549 6.20E-03 29.6 1773600

1954 AGGVDDLPLVGNK Unmodified _AGGVDDLPLVGNK_ B4FM07_MAIZE 2 627.83806 1253.6616 0.28703 1.1961 1.4888 74.182 74.182 6.20E-03 30.83 371400

1955 AGGVETGTLTVDGVPVDTYLTR Unmodified _AGGVETGTLTVDGVPVDTYLTR_ B4FSJ1_MAIZE 2 1111.071 2220.1274 1.2161 -0.027492 1.2104 97.853 97.853 8.70E-13 97.85 740430

1956 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 3 482.22364 1443.6491 -0.036855 -0.39645 -0.43023 34.795 34.795 6.81E-01 40.68 2149400

1957 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 2 722.83183 1443.6491 0.71088 -1.4334 -0.71808 34.802 34.802 7.64E-09 60.2 315170

1958 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 3 482.22364 1443.6491 -0.18122 -0.36549 -0.54341 33.968 33.968 6.81E-01 21.24 233680

1959 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 3 482.22364 1443.6491 0.00037247 -0.19901 -0.19433 36.693 36.693 1.00E+00 26.88 655340

1960 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 3 482.22364 1443.6491 -0.052075 -0.22108 -0.26938 36.545 36.545 6.81E-01 10.44 524640

1961 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 3 482.22364 1443.6491 -0.00058845 -0.068567 -0.066013 36.326 36.326 6.81E-01 35.85 1124500

1962 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 2 722.83183 1443.6491 0.77259 0.022868 0.79804 36.323 36.323 1.95E-13 63.64 232030

1963 AGHQTSAESWGTGR Unmodified _AGHQTSAESWGTGR_ B4F9G0_MAIZE 2 722.83183 1443.6491 0.7326 -0.28876 0.44702 37.265 37.265 2.25E-03 48.56 194260

1964 AGHVTTTTTGTHAAGTHEK Unmodified _AGHVTTTTTGTHAAGTHEK_ B6UGS5_MAIZE 3 626.64153 1876.9028 0.39758 -0.056488 0.35898 19.428 19.428 3.70E-01 12.72 18102
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1965 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.44268 -0.25338 0.18128 59.235 59.235 3.45E-01 13.05 6160700

1966 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 2 592.82476 1183.635 0.22572 -0.28549 -0.066238 59.23 59.23 3.60E-06 68.29 2184900

1967 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.45595 -0.2819 0.16676 61.44 61.44 6.15E-03 32.93 2400300

1968 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.36902 -0.081351 0.28126 60.83 60.83 5.15E-02 23.92 2922800

1969 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.32853 -0.21838 0.10311 61.245 61.245 1.00E+00 8.69 1585300

1970 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.41923 0.032204 0.44419 61.097 61.097 1.00E+00 10.64 2028200

1971 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.33706 -0.44743 -0.11807 61.286 61.286 9.88E-04 42.81 49134000

1972 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.47105 0.21195 0.67559 60.073 60.073 6.79E-01 8.76 636380

1973 AGIALNDHFVK Unmodified _AGIALNDHFVK_ B6SJZ8_MAIZE 3 395.55226 1183.635 0.18318 0.37439 0.55003 63.096 63.096 1.00E+00 0.44 463660

1974 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 0.027371 -0.19553 -0.18034 67.496 67.496 1.67E-02 36.21 14802000

1975 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 -0.091498 0.46196 0.3567 69.318 69.318 1.67E-02 46.19 221820

1976 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 0.018375 0.022661 0.027903 68.334 68.334 4.96E-02 44.49 5436800

1977 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 0.023269 -0.002585 0.0074966 68.805 68.805 4.43E-05 57.42 2911000

1978 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 0.0741 0.15292 0.21452 69.017 69.017 1.67E-02 38.82 1686600

1979 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 -0.036114 -0.27359 -0.32183 68.997 68.997 1.67E-02 38.79 25705000

1980 AGIALNGNFVK Unmodified _AGIALNGNFVK_ G3PE_MAIZE 2 552.31402 1102.6135 -0.035671 0.90791 0.85841 70.255 70.255 3.57E-04 56.12 811020

1981 AGIGLSSSFMK Oxidation (M) _AGIGLSSSFM(ox)K_ B6TDF8_MAIZE 2 557.28407 1112.5536 0.024028 -0.002498 0.014728 61.931 61.931 1.67E-02 30.49 231690

1982 AGIGLSSSFMK Oxidation (M) _AGIGLSSSFM(ox)K_ B6TDF8_MAIZE 2 557.28407 1112.5536 0.12742 0.21243 0.33347 62.611 62.611 1.22E-01 31.92 341420

1983 AGIGLSSSFMK Oxidation (M) _AGIGLSSSFM(ox)K_ B6TDF8_MAIZE 2 557.28407 1112.5536 0.13179 0.06295 0.18835 63.01 63.01 1.47E-01 20.61 221930

1984 AGIGLSSSFMK Oxidation (M) _AGIGLSSSFM(ox)K_ B6TDF8_MAIZE 2 557.28407 1112.5536 0.020406 0.64554 0.65728 63.421 63.421 7.13E-03 36.13 2444200

1985 AGIHASLNAR Unmodified _AGIHASLNAR_ MCM31_MAIZE 3 337.18944 1008.5465 1.2218 -0.40895 0.78543 36.515 36.515 3.11E-02 30.28 95658

1986 AGIIALR Unmodified _AGIIALR_ B4FF57_MAIZE 2 357.23706 712.45956 0.83712 -0.044193 0.7567 55.722 55.722 4.46E-01 23.62 541340

1987 AGIIALR Unmodified _AGIIALR_ B4FF57_MAIZE 2 357.23706 712.45956 0.78911 0.36934 1.1225 57.25 57.25 8.04E-02 50.35 2248000

1988 AGIIDPLK Unmodified _AGIIDPLK_ CH62_MAIZE 2 413.75528 825.496 0.28554 0.63024 0.89352 63.724 63.724 1.00E+00 1.48 1814400

1989 AGIIDPLK Unmodified _AGIIDPLK_ CH62_MAIZE 2 413.75528 825.496 0.12311 0.045497 0.14607 64.442 64.442 7.88E-01 15.97 970890

1990 AGIIDPLK Unmodified _AGIIDPLK_ CH62_MAIZE 2 413.75528 825.496 0.22857 0.52887 0.73449 64.971 64.971 5.06E-02 37.4 1383300

1991 AGIIDPLK Unmodified _AGIIDPLK_ CH62_MAIZE 2 413.75528 825.496 0.067478 0.1061 0.15242 65.292 65.292 1.90E-02 43.05 11641000

1992 AGIIDPVK Unmodified _AGIIDPVK_ B4FMM3_MAIZE 2 406.74745 811.48035 0.32471 1.4938 1.8065 52.644 52.644 1.65E-01 22.84 1272600

1993 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.2003 0.32072 1.5063 124.57 124.57 5.57E-58 99.42 1833300

1994 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 3 644.0314 1929.0724 0.4608 0.30984 0.75542 124.58 124.58 2.77E-04 41.39 2548900

1995 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 3 644.0314 1929.0724 0.41647 0.27198 0.67431 125.02 125.02 1.07E-11 55.2 671600

1996 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.1851 0.3684 1.5389 125.03 125.03 5.57E-58 91.85 415590

1997 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.1734 0.30938 1.468 125.36 125.36 5.57E-58 99.07 588210

1998 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.1975 0.081381 1.2651 126.33 126.33 1.30E-03 38.63 228520
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1999 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 3 644.0314 1929.0724 0.49581 -0.13068 0.35069 126.29 126.29 2.05E-01 16.14 247110

2000 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.3074 0.59558 1.8879 126.3 126.3 4.53E-07 37.16 138270

2001 AGLALQPIATAIFANSPFK Unmodified _AGLALQPIATAIFANSPFK_ Q8W4W3_MAIZE 2 965.54347 1929.0724 1.1605 0.1068 1.253 126.56 126.56 1.06E-14 56.73 3653600

2002 AGLFEVK Unmodified _AGLFEVK_ B6UCD0_MAIZE 2 382.22107 762.42759 0.66713 1.2764 1.9284 59.28 59.28 1.86E-01 40.31 775690

2003 AGLFEVK Unmodified _AGLFEVK_ B6UCD0_MAIZE 2 382.22107 762.42759 0.49563 1.4017 1.8835 59.997 59.997 1.86E-01 45.83 387030

2004 AGLFEVK Unmodified _AGLFEVK_ B6UCD0_MAIZE 2 382.22107 762.42759 0.6118 0.031853 0.63097 61.508 61.508 1.86E-01 29.79 724940

2005 AGLFEVK Unmodified _AGLFEVK_ B6UCD0_MAIZE 2 382.22107 762.42759 0.43381 0.10574 0.52853 61.372 61.372 1.86E-01 42.94 3879700

2006 AGLGVFANLRPAAVLPQLVDASTLK Unmodified _AGLGVFANLRPAAVLPQLVDASTLK_ B6THR9_MAIZE 3 841.15487 2520.4428 1.0676 0.25374 1.3151 125.67 125.67 9.95E-10 38.37 1015600

2007 AGLHNLEVR Unmodified _AGLHNLEVR_ B4F891_MAIZE 3 336.85769 1007.5512 1.26 0.17396 1.4142 42.571 42.571 2.35E-02 33.46 761600

2008 AGLHNLEVR Unmodified _AGLHNLEVR_ B4F891_MAIZE 3 336.85769 1007.5512 1.2452 -0.16876 1.0559 44.438 44.438 9.63E-01 12.34 489950

2009 AGLHVTATCGAR Unmodified _AGLHVTATCGAR_ B4FJT5_MAIZE 3 405.20839 1212.6033 0.30649 -0.25405 0.062084 38.359 38.359 6.54E-02 29.6 2123000

2010 AGLHVTATCGAR Unmodified _AGLHVTATCGAR_ B4FJT5_MAIZE 2 607.30894 1212.6033 0.2812 0.56897 0.85968 38.355 38.355 6.74E-02 39.52 168720

2011 AGLISLR Acetyl (Protein N-term) _(ac)AGLISLR_ B6SU38_MAIZE 2 386.2398 770.46504 0.55332 0.058979 0.57659 60.404 60.404 8.04E-02 28.76 2722300

2012 AGLPLQDLEFVQFHPTGIYGAGCLITEGSR Unmodified _AGLPLQDLEFVQFHPTGIYGAGCLITEGSR_ B6U124_MAIZE 3 1082.8799 3245.6179 1.2279 0.28351 1.5176 120.26 120.26 2.06E-16 49.94 2342300

2013 AGLPLQDLEFVQFHPTGIYGAGCLITEGSR Unmodified _AGLPLQDLEFVQFHPTGIYGAGCLITEGSR_ B6U124_MAIZE 3 1082.8799 3245.6179 1.2162 0.45977 1.6823 121 121 4.10E-08 35.82 290110

2014 AGLPLQDLEFVQFHPTGIYGAGCLITEGSR Unmodified _AGLPLQDLEFVQFHPTGIYGAGCLITEGSR_ B6U124_MAIZE 3 1082.8799 3245.6179 1.1835 0.24817 1.4378 121.5 121.5 3.28E-20 55.9 371860

2015 AGLPLQDLEFVQFHPTGIYGAGCLITEGSR Unmodified _AGLPLQDLEFVQFHPTGIYGAGCLITEGSR_ B6U124_MAIZE 3 1082.8799 3245.6179 1.2689 -0.31222 0.96338 123.83 123.83 2.06E-16 55.02 1075000

2016 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.074893 -0.041169 -0.10995 66.669 66.669 3.21E-03 54.97 10930000

2017 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.3061 -0.05486 -0.35557 68.185 68.185 9.73E-03 52.53 1374800

2018 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.17451 0.64993 0.47982 67.389 67.389 3.32E-02 42.29 1300900

2019 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.006215 0.46942 0.46743 68.324 68.324 9.73E-03 57 2224300

2020 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.07871 0.44071 0.36721 67.733 67.733 3.13E-03 60.11 3010500

2021 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.13384 0.41014 0.28204 67.98 67.98 3.13E-03 57.28 3883400

2022 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.11743 -0.099815 -0.21075 68.166 68.166 3.21E-03 50.46 10876000

2023 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.026259 -0.33658 -0.3557 23.805 23.805 1.00E+00 3.63 12770

2024 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.15745 -0.10765 -0.2596 68.204 68.204 3.13E-03 52.14 10724000

2025 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.16159 0.037161 -0.11934 67.25 67.25 9.73E-03 46.66 10862000

2026 AGLQFPVGR Unmodified _AGLQFPVGR_ B4FIA6_MAIZE 2 472.76925 943.52395 -0.28506 -0.21231 -0.49146 69.367 69.367 3.21E-03 59.42 37918000

2027 AGLQFPVSR Unmodified _AGLQFPVSR_ B6TH74_MAIZE 2 487.77453 973.53451 -0.82278 66.401 66.401 9.17E-02 26.79

2028 AGLQFPVSR Unmodified _AGLQFPVSR_ B6TH74_MAIZE 2 487.77453 973.53451 -0.015188 -0.45 -0.46493 65.351 65.351 1.12E-01 31.47 215500

2029 AGLQFPVSR Unmodified _AGLQFPVSR_ B6TH74_MAIZE 2 487.77453 973.53451 -0.21024 0.024764 -0.18534 67.914 67.914 9.73E-03 50.44 1354500

2030 AGLTFWSPNVNIFR Unmodified _AGLTFWSPNVNIFR_ B6SWK9_MAIZE 2 811.42791 1620.8413 1.1299 1.381 2.5097 113.77 113.77 2.96E-06 39.12 147560

2031 AGLVAAR Unmodified _AGLVAAR_ B4FK84_MAIZE 2 329.20576 656.39696 1.3469 -0.43537 0.88541 29.453 29.453 1.86E-01 43.1 139700

2032 AGLVAARPHVK Unmodified _AGLVAARPHVK_ B4FK84_MAIZE 3 373.56461 1117.672 0.77978 0.038837 0.80533 32.595 32.595 1.40E-01 13.51 707660
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2033 AGLVNALK Unmodified _AGLVNALK_ Q84UX6_MAIZE 2 393.24762 784.48069 0.36675 0.50709 0.84399 52.056 52.056 5.06E-02 46.47 746190

2034 AGLVNALK Unmodified _AGLVNALK_ Q84UX6_MAIZE 2 393.24762 784.48069 0.42338 -0.14272 0.25416 51.549 51.549 1.90E-02 51.32 4145600

2035 AGLWTDVGVPEALQSSEMASLAR Oxidation (M) _AGLWTDVGVPEALQSSEM(ox)ASLAR_ B6UI56_MAIZE 3 802.06528 2403.174 0.93702 -0.23205 0.69925 106.83 106.83 1.60E-11 50.75 551930

2036 AGLWTDVGVPEALQSSEMASLAR Oxidation (M) _AGLWTDVGVPEALQSSEM(ox)ASLAR_ B6UI56_MAIZE 2 1202.5943 2403.174 1.1287 -0.32484 0.79816 106.86 106.86 1.48E-26 63.71 369670

2037 AGLYSEDTGR Unmodified _AGLYSEDTGR_ B6T4W5_MAIZE 2 534.75145 1067.4884 -0.040174 0.1773 0.12692 43.482 43.482 1.25E-02 34.16 942140

2038 AGMAPEGSQFDAK Acetyl (Protein N-term),Oxidation (M) _(ac)AGM(ox)APEGSQFDAK_ O24558_MAIZE 2 683.80082 1365.5871 0.59642 0.017643 0.60296 54.52 54.52 5.66E-01 4.16 1021300

2039 AGMAPEGSQFDAK Acetyl (Protein N-term),Oxidation (M) _(ac)AGM(ox)APEGSQFDAK_ O24558_MAIZE 2 683.80082 1365.5871 0.58417 0.013663 0.5873 53.922 53.922 4.68E-05 40.93 1254600

2040 AGMAPEGSQFDAK Acetyl (Protein N-term),Oxidation (M) _(ac)AGM(ox)APEGSQFDAK_ O24558_MAIZE 2 683.80082 1365.5871 0.57661 -0.098133 0.46714 56.292 56.292 3.13E-02 17.03 1957300

2041 AGMAPEGSQFDAK Acetyl (Protein N-term),Oxidation (M) _(ac)AGM(ox)APEGSQFDAK_ O24558_MAIZE 2 683.80082 1365.5871 0.59394 -0.11382 0.47004 55.554 55.554 9.54E-02 19.52 1512600

2042 AGMAPEGSQFDAK Acetyl (Protein N-term),Oxidation (M) _(ac)AGM(ox)APEGSQFDAK_ O24558_MAIZE 2 683.80082 1365.5871 0.6024 -0.085868 0.5062 56.49 56.49 9.54E-02 16.94 3357000

2043 AGMAPEGSQFDAK Acetyl (Protein N-term) _(ac)AGMAPEGSQFDAK_ O24558_MAIZE 2 675.80336 1349.5922 0.54898 0.37386 0.9078 65.772 65.772 1.00E+00 9.18 3101400

2044 AGMAPEGSQFDAK Acetyl (Protein N-term) _(ac)AGMAPEGSQFDAK_ O24558_MAIZE 2 675.80336 1349.5922 0.55626 -0.011519 0.53034 67.31 67.31 5.66E-01 11.5 1824400

2046 AGMEFGTTTGRPR Oxidation (M) _AGM(ox)EFGTTTGRPR_ PURA_MAIZE 3 466.22611 1395.6565 0.018583 0.20862 0.23308 37.596 37.596 4.54E-01 18.67 315090

2047 AGMEFGTTTGRPR Unmodified _AGMEFGTTTGRPR_ PURA_MAIZE 3 460.89447 1379.6616 -0.0038635 -0.015315 -0.013859 47.631 47.631 3.64E-02 33.26 1017400

2048 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 0.12139 0.39523 0.50098 48.267 48.267 1.00E+00 12.3 608910

2049 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 -0.053663 0.70194 0.63336 48.419 48.419 1.56E-01 33.86 547200

2050 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 0.088496 0.48316 0.55682 50.735 50.735 1.56E-01 42.52 901310

2051 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 0.093623 0.6745 0.75402 50.062 50.062 1.86E-01 31.79 884840

2052 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 -0.16735 50.915 50.915 1.09E-01 24.98

2053 AGMIFYR Oxidation (M) _AGM(ox)IFYR_ B4FBF4_MAIZE 2 437.21801 872.42146 0.027872 0.034511 0.049276 50.307 50.307 2.71E-02 50.58 4807300

2054 AGMIFYR Unmodified _AGMIFYR_ B4FBF4_MAIZE 2 429.22055 856.42654 0.13751 -0.017188 0.10044 62.482 62.482 7.83E-01 17.24 2631700

2055 AGMIFYR Unmodified _AGMIFYR_ B4FBF4_MAIZE 2 429.22055 856.42654 0.058908 -0.051583 -0.011624 64.187 64.187 4.49E-02 37.44 13807000

2056 AGMIFYR Unmodified _AGMIFYR_ B4FBF4_MAIZE 2 429.22055 856.42654 0.046979 0.38512 0.41309 64.64 64.64 1.00E+00 8.72 374620

2057 AGMSYFHETIWK Oxidation (M) _AGM(ox)SYFHETIWK_ CAPP2_MAIZE 3 495.89922 1484.6758 -0.17619 0.13165 -0.052188 69.926 69.926 2.11E-01 23.3 392730

2058 AGMSYFHETIWK Oxidation (M) _AGM(ox)SYFHETIWK_ CAPP2_MAIZE 3 495.89922 1484.6758 -0.022205 -0.42793 -0.45666 70.571 70.571 2.46E-02 25.68 530640

2059 AGMSYLLLDMVDPSESR Unmodified _AGMSYLLLDMVDPSESR_ B6TCV9_MAIZE 2 942.44752 1882.8805 1.1602 -0.9458 0.20317 117.99 117.99 1.24E-09 39.07 257680

2060 AGMTDLLMLTDK Oxidation (M) _AGMTDLLM(ox)LTDK_ P93644_MAIZE 2 662.82799 1323.6414 0.53964 0.1539 0.68839 94.914 94.914 1.00E+00 5.18 551430

2061 AGMTDLLMLTDK Oxidation (M) _AGMTDLLM(ox)LTDK_ P93644_MAIZE 2 662.82799 1323.6414 0.5129 0.33426 0.84191 95.388 95.388 2.00E-01 20.43 207140

2062 AGMTDLLMLTDK Unmodified _AGMTDLLMLTDK_ P93644_MAIZE 2 654.83053 1307.6465 0.47487 0.35115 0.81738 99.724 99.724 2.05E-12 72.01 984570

2063 AGMTDLLMLTDK Unmodified _AGMTDLLMLTDK_ P93644_MAIZE 2 654.83053 1307.6465 0.45744 -1.0513 -0.59885 37.18 37.18 1.00E+00 0.04 12555

2064 AGMTDLLMLTDK 2 Oxidation (M) _AGM(ox)TDLLM(ox)LTDK_ P93644_MAIZE 2 670.82545 1339.6363 0.56605 -0.057155 0.50657 73.442 73.442 1.68E-09 63.13 291200

2065 AGMTDLLMLTDK 2 Oxidation (M) _AGM(ox)TDLLM(ox)LTDK_ P93644_MAIZE 2 670.82545 1339.6363 0.57385 0.44845 1.02 74.211 74.211 1.11E-04 62.44 232370

2066 AGMTDLLMLTDK 2 Oxidation (M) _AGM(ox)TDLLM(ox)LTDK_ P93644_MAIZE 2 670.82545 1339.6363 0.59792 -0.12549 0.46998 73.762 73.762 4.56E-01 16.07 215030

2067 AGMTHIVR Oxidation (M) _AGM(ox)THIVR_ B4FBM9_MAIZE 3 300.82885 899.46472 1.4607 0.46995 1.9296 19.731 19.731 1.00E+00 19.04 29539
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2068 AGMTHIVR Oxidation (M) _AGM(ox)THIVR_ B4FBM9_MAIZE 3 300.82885 899.46472 1.4276 -1.2678 0.16345 31.554 31.554 2.47E-01 24.29 104330

2069 AGNASLEEVVMAIK Oxidation (M) _AGNASLEEVVM(ox)AIK_ B6SWM0_MAIZE 2 724.37669 1446.7388 0.76538 1.0305 1.773 89.131 89.131 6.22E-01 12.46 162430

2070 AGNASLEEVVMAIK Oxidation (M) _AGNASLEEVVM(ox)AIK_ B6SWM0_MAIZE 2 724.37669 1446.7388 0.78963 0.28231 1.0503 88.478 88.478 2.25E-03 44.33 781370

2071 AGNASLEEVVMAIK Unmodified _AGNASLEEVVMAIK_ B6SWM0_MAIZE 2 716.37923 1430.7439 0.7485 -0.77275 -0.046913 95.046 95.046 6.31E-03 39.65 191240

2072 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.2081 0.72755 1.9208 124.1 124.1 1.04E-04 29.08 1559900

2073 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.2029 0.66994 1.8583 124.56 124.56 1.09E-03 37.97 1089000

2074 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.2038 0.43048 1.6197 124.85 124.85 1.04E-04 35.69 1747500

2075 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.1545 0.1959 1.3359 125.43 125.43 1.04E-04 41.2 1904800

2076 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.2174 0.47869 1.6818 124.92 124.92 1.09E-03 21.77 2854000

2077 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.237 0.42231 1.6451 124.89 124.89 1.09E-03 34.86 344140

2078 AGNGAIVESDPLNWGAAAAELAGSHLDEVK Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVK_ B6U4D6_MAIZE 3 1002.1597 3003.4574 1.1795 1.5605 2.7243 128.3 128.3 1.87E-02 25.76 109410

2079 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.1542 0.086193 1.2249 120.87 120.87 2.35E-03 14.14 10047000

2080 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.93483 0.21153 1.1302 120.87 120.87 9.35E-06 33.98 2913900

2081 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.2081 -0.17106 1.0218 121.4 121.4 9.35E-06 26.9 5634500

2082 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.90642 -0.064396 0.82594 121.39 121.39 9.88E-07 43.1 1837100

2083 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.1415 -0.10623 1.0195 121.75 121.75 2.18E-13 67.49 8026600

2084 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.93119 0.1033 1.0181 121.75 121.75 5.67E-19 42.42 2003700

2085 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.1205 0.12361 1.228 122.82 122.82 1.09E-10 52.61 4652400

2086 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.95104 0.57336 1.5083 122.75 122.75 1.91E-01 9.55 1058200

2087 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.181 -0.11226 1.0537 122.95 122.95 1.79E-08 68.47 5793400

2088 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.93553 -0.086302 0.83342 122.97 122.97 1.47E-16 49.32 1574600

2089 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.2296 0.25127 1.4648 123.03 123.03 1.00E+00 2.75 523160

2090 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.0948 -2.4353 -1.3536 128 128 5.67E-19 63.12 1002800

2091 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.90027 -2.2986 -1.4114 128.04 128.04 1.23E-02 21.22 307390

2092 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 3 1054.1934 3159.5585 1.1024 -2.4337 -1.3446 128.95 128.95 9.35E-06 39.01 667190

2093 AGNGAIVESDPLNWGAAAAELAGSHLDEVKR Acetyl (Protein N-term) _(ac)AGNGAIVESDPLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 790.8969 3159.5585 0.90902 -2.1907 -1.294 128.97 128.97 1.23E-02 19.56 258210

2094 AGNIFFR Unmodified _AGNIFFR_ B6TIM1_MAIZE 2 412.72431 823.43407 0.10259 0.15797 0.25335 66.58 66.58 8.04E-02 34.99 83760

2095 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.19553 -0.011569 0.18237 53.033 53.033 1.98E-03 59.91 6371100

2096 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.061127 -0.05421 0.0065156 53.716 53.716 1.11E-04 63.17 786970

2097 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.17836 -0.43019 -0.25329 53.069 53.069 1.98E-03 43.33 669570

2098 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.19541 -0.36213 -0.16857 55.237 55.237 1.98E-03 56.92 754210

2099 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.22468 -0.49955 -0.27669 54.473 54.473 1.11E-04 51.37 862410

2100 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.22281 -0.49262 -0.27042 55.165 55.165 1.60E-02 53.47 1008100

2101 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.21714 -0.16615 0.048587 55.213 55.213 6.74E-02 49.36 1309800
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2102 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.28611 1.1382 1.4201 55.786 55.786 1.11E-04 63.52 1853600

2103 AGNLGDSVTISR Unmodified _AGNLGDSVTISR_ B4FCK9_MAIZE 2 595.31221 1188.6099 0.1421 -0.098006 0.042351 53.513 53.513 1.11E-04 46.63 2279600

2104 AGNLGESVIISR Unmodified _AGNLGESVIISR_ B6THM9_MAIZE 2 608.33823 1214.6619 0.30278 0.17956 0.46493 61.739 61.739 6.74E-02 45.48 1235400

2105 AGNLGESVIISR Unmodified _AGNLGESVIISR_ B6THM9_MAIZE 2 608.33823 1214.6619 0.19899 0.27072 0.45177 64.774 64.774 2.62E-07 50.68 2070200

2106 AGNLIPVALK Unmodified _AGNLIPVALK_ B4FE30_MAIZE 2 498.31603 994.61752 -0.27493 0.068522 -0.23 73.766 73.766 1.62E-03 38.02 815450

2107 AGNLVESMTADLAGEVTSAAGPVR Unmodified _AGNLVESMTADLAGEVTSAAGPVR_ B4G1K7_MAIZE 3 772.72152 2315.1427 1.0011 -0.26812 0.72938 122.03 122.03 5.09E-01 18.18 339830

2108 AGNVGHVLNLGHGIK Unmodified _AGNVGHVLNLGHGIK_ B4FIM3_MAIZE 4 372.21258 1484.8212 0.71756 0.30962 1.0286 55.405 55.405 1.98E-01 15.07 1118000

2109 AGPALLSGPIFATFEK Unmodified _AGPALLSGPIFATFEK_ B6TK17_MAIZE 2 809.9456 1617.8766 1.0164 0.68653 1.6952 112.52 112.52 1.81E-01 25.81 70122

2110 AGPALLSGPIFATFEK Unmodified _AGPALLSGPIFATFEK_ B6TK17_MAIZE 2 809.9456 1617.8766 1.1004 0.21997 1.3125 112.27 112.27 2.01E-03 26.36 95108

2111 AGPALLSGPIFATFEK Unmodified _AGPALLSGPIFATFEK_ B6TK17_MAIZE 2 809.9456 1617.8766 1.031 0.25652 1.2806 112.81 112.81 7.01E-14 50.78 486240

2112 AGPALLSGPIFATFEK Unmodified _AGPALLSGPIFATFEK_ B6TK17_MAIZE 2 809.9456 1617.8766 0.9603 0.37972 1.3318 112.2 112.2 1.42E-33 79.24 5783700

2113 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 3 606.68764 1817.0411 0.30594 0.25481 0.53879 126.78 126.78 6.09E-01 12.07 1806100

2114 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 2 909.52782 1817.0411 1.1832 0.37644 1.5385 126.78 126.78 4.65E-12 45.17 646460

2115 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 3 606.68764 1817.0411 0.23965 0.22385 0.44236 127.19 127.19 6.09E-01 22.29 667240

2116 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 2 909.52782 1817.0411 1.129 0.15396 1.2617 127.18 127.18 1.77E-34 79.57 247480

2117 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 3 606.68764 1817.0411 0.33903 0.1472 0.46453 127.51 127.51 6.30E-02 37.33 598370

2118 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 2 909.52782 1817.0411 1.1757 0.34148 1.4956 127.51 127.51 8.00E-45 83.5 285650

2119 AGPALPLEALLALGLDQR Unmodified _AGPALPLEALLALGLDQR_ B6UC34_MAIZE 3 606.68764 1817.0411 0.3323 0.21154 0.52227 128.31 128.31 2.39E-01 14.79 534070

2120 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.1858 0.023117 1.2133 101.66 101.66 1.05E-10 45.46 819120

2121 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.1248 -0.016612 1.1125 102.67 102.67 4.68E-10 43.73 249880

2122 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.1254 -0.10976 1.0207 102.82 102.82 4.68E-10 39.12 451130

2123 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.1283 0.072861 1.2053 103.24 103.24 7.02E-03 23.64 340380

2124 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.2241 -0.54978 0.68003 103.42 103.42 4.68E-10 37.14 401140

2125 AGPFGGIFRPDNFVYGQSGAGNNWAK Unmodified _AGPFGGIFRPDNFVYGQSGAGNNWAK_ B4F946_MAIZE 3 909.7736 2726.299 1.1226 -0.083598 1.0438 103.3 103.3 1.58E-15 65.39 4490000

2126 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.39746 0.017068 0.41852 60.742 60.742 7.64E-09 55.19 692500

2127 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.32929 -0.042117 0.2934 62.166 62.166 2.96E-06 51.28 36895

2128 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.40145 -0.041745 0.36386 62.612 62.612 2.96E-06 50.59 240480

2129 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.44725 -0.067027 0.38467 61.953 61.953 6.31E-03 64.41 340760

2130 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.40301 0.063656 0.47173 62.372 62.372 7.64E-09 60.44 273130

2131 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.36737 0.060246 0.43204 62.845 62.845 6.31E-03 50.16 422250

2132 AGPGAALVTVGEGR Unmodified _AGPGAALVTVGEGR_ B6TPA4_MAIZE 2 627.84368 1253.6728 0.23287 -0.079082 0.15825 61.151 61.151 7.68E-22 89.82 7383000

2133 AGPWTIHVPTGEK Unmodified _AGPWTIHVPTGEK_ B6SRL2_MAIZE 3 464.91386 1391.7197 0.03646 0.038051 0.079798 67.362 67.362 2.66E-01 30.34 436710

2134 AGPWTIHVPTGEK Unmodified _AGPWTIHVPTGEK_ B6SRL2_MAIZE 3 464.91386 1391.7197 -0.14977 0.075378 -0.070808 68.345 68.345 2.66E-01 18.82 327350

2135 AGPWTIHVPTGEK Unmodified _AGPWTIHVPTGEK_ B6SRL2_MAIZE 3 464.91386 1391.7197 0.0086377 0.052622 0.064934 69.08 69.08 8.81E-01 29.48 355840
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2136 AGPWTIHVPTGEK Unmodified _AGPWTIHVPTGEK_ B6SRL2_MAIZE 3 464.91386 1391.7197 -0.012048 -0.13919 -0.14714 68.583 68.583 8.81E-01 16.85 815840

2137 AGQETHDASTEFDR Unmodified _AGQETHDASTEFDR_ B4FBM9_MAIZE 3 521.89385 1562.6597 -0.021493 -0.31702 -0.33859 37.423 37.423 4.14E-01 29.32 5005000

2138 AGQETHDASTEFDR Unmodified _AGQETHDASTEFDR_ B4FBM9_MAIZE 2 782.33714 1562.6597 0.93314 -0.077688 0.85622 37.414 37.414 1.95E-13 64.33 1149300

2139 AGQETHDASTEFDR Unmodified _AGQETHDASTEFDR_ B4FBM9_MAIZE 3 521.89385 1562.6597 -0.09986 -0.09526 -0.19421 36.671 36.671 1.83E-01 21.52 427320

2140 AGQETHDASTEFDR Unmodified _AGQETHDASTEFDR_ B4FBM9_MAIZE 3 521.89385 1562.6597 0.015133 -0.15655 -0.14114 39.573 39.573 1.83E-01 24.95 312820

2141 AGQETHDASTEFDRTEK Unmodified _AGQETHDASTEFDRTEK_ B4FBM9_MAIZE 4 481.21852 1920.845 -0.0031035 -0.3996 -0.40616 36.866 36.866 4.56E-01 9.58 1112700

2142 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.27862 -0.52888 -0.2409 32.826 32.826 4.96E-02 30.62 124200

2143 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.30314 0.574 0.88518 34.264 34.264 1.36E-04 47.12 132550

2144 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.29726 -0.65088 -0.34401 33.447 33.447 1.96E-02 25.24 198160

2145 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.30663 0.25475 0.56918 34.127 34.127 5.00E-02 22.55 104990

2146 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.28681 -0.51027 -0.21409 34.209 34.209 1.30E-03 31.29 201090

2147 AGQGAFGNMCR Oxidation (M) _AGQGAFGNM(ox)CR_ B4F9G0_MAIZE 2 592.7504 1183.4863 0.19107 0.18116 0.38092 34.87 34.87 2.73E-06 50.44 482710

2148 AGQGAFGNMCR Unmodified _AGQGAFGNMCR_ B4F9G0_MAIZE 2 584.75295 1167.4913 0.17759 0.079274 0.26092 46.05 46.05 4.96E-02 28.83 3792000

2149 AGQGAFGNMCR Unmodified _AGQGAFGNMCR_ B4F9G0_MAIZE 2 584.75295 1167.4913 0.17886 0.21033 0.39421 48.444 48.444 3.83E-01 21.51 487490

2150 AGQGAFGNMCR Unmodified _AGQGAFGNMCR_ B4F9G0_MAIZE 2 584.75295 1167.4913 0.22978 0.14821 0.38346 47.746 47.746 1.67E-02 35.74 548220

2151 AGQGAFGNMCR Unmodified _AGQGAFGNMCR_ B4F9G0_MAIZE 2 584.75295 1167.4913 0.18712 -0.84984 -0.65612 48.114 48.114 1.67E-02 36.88 2082400

2152 AGQLGEGVTVTR Unmodified _AGQLGEGVTVTR_ B6TXN7_MAIZE 2 594.32258 1186.6306 0.20745 0.21421 0.43318 48.982 48.982 2.62E-07 66.22 1456700

2153 AGQLGEGVTVTR Unmodified _AGQLGEGVTVTR_ B6TXN7_MAIZE 2 594.32258 1186.6306 0.14728 -0.087077 0.073034 51.814 51.814 2.62E-07 64.36 966880

2154 AGQLGEGVTVTR Unmodified _AGQLGEGVTVTR_ B6TXN7_MAIZE 2 594.32258 1186.6306 0.046618 -0.10681 -0.048524 49.356 49.356 1.11E-04 58.46 1061600

2155 AGQLGEGVTVTR Unmodified _AGQLGEGVTVTR_ B6TXN7_MAIZE 2 594.32258 1186.6306 0.10195 -0.085212 0.029876 52.556 52.556 2.05E-12 62.69 7018900

2156 AGQVWFPDSATK Unmodified _AGQVWFPDSATK_ Q41743_MAIZE 2 653.82495 1305.6354 0.49482 -0.094886 0.40648 69.575 69.575 1.60E-02 23.12 993420

2157 AGQVWFPDSATK Unmodified _AGQVWFPDSATK_ Q41743_MAIZE 2 653.82495 1305.6354 0.4343 -0.58117 -0.13838 70.052 70.052 8.05E-01 15.43 233600

2158 AGSDDVGAASANSTAASGEDLK Unmodified _AGSDDVGAASANSTAASGEDLK_ B4FST4_MAIZE 2 997.45089 1992.8872 1.1217 0.4078 1.5214 50.996 50.996 9.69E-63 111.26 1481400

2159 AGSDDVGAASANSTAASGEDLKNWDADFVK Unmodified _AGSDDVGAASANSTAASGEDLKNWDADFVK_ B4FST4_MAIZE 3 990.45136 2968.3323 1.1593 -0.062371 1.0944 86.705 86.705 3.90E-24 68.29 310750

2160 AGSEDQALQITELICAK Unmodified _AGSEDQALQITELICAK_ B6T6B3_MAIZE 2 923.96439 1845.9142 1.1952 -0.088661 1.0933 98.799 98.799 1.43E-21 88.56 590920

2161 AGSGVATLGLPDSPGVPK Unmodified _AGSGVATLGLPDSPGVPK_ B6TPE4_MAIZE 2 811.94104 1621.8675 0.98274 -0.26122 0.73318 77.024 77.024 1.05E-02 55.38 1878900

2162 AGSSDPDKLMSK Acetyl (Protein N-term),Oxidation (M) _(ac)AGSSDPDKLM(ox)SK_ B4FUG2_MAIZE 2 647.30319 1292.5918 -0.2553 40.668 40.668 1.12E-14 47.3

2163 AGSTIVIMR Oxidation (M) _AGSTIVIM(ox)R_ B4FQP4_MAIZE 2 482.26823 962.5219 -0.19935 -0.066477 -0.2712 44.023 44.023 3.32E-02 36.89 64446

2164 AGSTIVIMR Oxidation (M) _AGSTIVIM(ox)R_ B4FQP4_MAIZE 2 482.26823 962.5219 -0.17975 -0.00459 -0.1905 43.141 43.141 1.01E-02 50.72 1029600

2165 AGSTIVIMR Oxidation (M) _AGSTIVIM(ox)R_ B4FQP4_MAIZE 2 482.26823 962.5219 -0.067522 -0.12279 -0.19643 45.705 45.705 1.01E-02 48.47 997310

2166 AGSTIVIMR Oxidation (M) _AGSTIVIM(ox)R_ B4FQP4_MAIZE 2 482.26823 962.5219 -0.013807 0.39457 0.37256 44.972 44.972 3.32E-02 40.55 705680

2167 AGSTIVIMR Oxidation (M) _AGSTIVIM(ox)R_ B4FQP4_MAIZE 2 482.26823 962.5219 -0.13745 0.067091 -0.076629 45.738 45.738 9.82E-03 37.25 3018300

2168 AGSTIVIMR Unmodified _AGSTIVIMR_ B4FQP4_MAIZE 2 474.27077 946.52699 -0.1792 0.018589 -0.17038 54.545 54.545 9.73E-03 39.39 643080

2169 AGSTIVIMR Unmodified _AGSTIVIMR_ B4FQP4_MAIZE 2 474.27077 946.52699 -0.089265 -0.37923 -0.47782 56.36 56.36 3.39E-01 13.93 856400
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2170 AGSTIVIMR Unmodified _AGSTIVIMR_ B4FQP4_MAIZE 2 474.27077 946.52699 -0.13448 0.029099 -0.11428 56.247 56.247 9.73E-03 46.46 1754900

2171 AGTPSQASLLLQK Acetyl (Protein N-term) _(ac)AGTPSQASLLLQK_ B4FNT2_MAIZE 2 678.38009 1354.7456 0.49611 0.66472 1.1417 80.788 80.788 5.66E-01 18.85 2566400

2172 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.1469 -0.075345 1.0734 71.869 71.869 3.69E-03 30.99 582700

2173 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.0926 -0.033823 1.0607 72.931 72.931 3.69E-03 24.54 317290

2174 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.0953 -0.073196 1.0238 72.456 72.456 1.05E-02 33.36 387350

2175 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.2023 -0.11632 1.0885 72.408 72.408 3.69E-03 33.27 260760

2176 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.1298 -0.12121 1.0102 73.003 73.003 3.69E-03 35.1 1026500

2177 AGTVTVPGSSKPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLK_ B4G039_MAIZE 2 891.50401 1780.9935 1.0986 -0.19731 0.9029 72.934 72.934 3.87E-04 52.77 6653100

2178 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.91617 0.84296 1.7579 112.72 112.72 6.53E-01 6.96 320750

2179 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 1016.2393 3045.6962 1.1545 -0.10081 1.0533 113 113 2.21E-05 44.76 2089700

2180 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.8716 0.18057 1.0512 112.99 112.99 2.14E-01 8.38 531600

2181 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.92183 0.3207 1.2416 114.02 114.02 9.15E-01 4.87 239290

2182 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 1016.2393 3045.6962 1.1585 0.013381 1.1718 114.06 114.06 9.97E-17 57.54 1409900

2183 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 1016.2393 3045.6962 1.2699 0.11417 1.3838 114.75 114.75 1.18E-06 35.57 914210

2184 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.95231 0.16375 1.1158 114.7 114.7 6.53E-01 9.41 203210

2185 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.91766 0.10564 1.0229 114.94 114.94 9.15E-01 1.04 454920

2186 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 1016.2393 3045.6962 1.1948 0.020604 1.2148 114.97 114.97 3.76E-18 59.21 2461800

2187 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 1016.2393 3045.6962 1.165 -0.24523 0.91938 112.98 112.98 9.97E-17 69.88 26458000

2188 AGTVTVPGSSKPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSKPSTPLLKDELDIVIPTIR_ B4G039_MAIZE 4 762.43132 3045.6962 0.84478 -0.018685 0.82502 112.97 112.97 3.33E-02 15.75 4564600

2189 AGTVTVPGSSTPSTPLLK Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLK_ B4FQX1_MAIZE 2 877.98037 1753.9462 1.1612 -0.08384 1.087 86.426 86.426 1.05E-02 24.15 312530

2190 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 3 1007.2236 3018.6489 1.1789 -0.21399 0.96935 122.52 122.52 1.00E+00 5.52 1365200

2191 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 3 1007.2236 3018.6489 1.1337 -0.12368 1.0139 122.79 122.79 8.38E-02 16.26 1872500

2192 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 3 1007.2236 3018.6489 1.1989 -0.090903 1.1118 122.57 122.57 2.14E-01 14.22 1382200

2193 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 3 1007.2236 3018.6489 1.1588 -0.10283 1.0601 123.45 123.45 2.14E-01 11.07 3949000

2194 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 2 1510.3317 3018.6489 1.1928 -0.27841 0.91861 123.4 123.4 1.54E-05 89.71 429570

2195 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 3 1007.2236 3018.6489 1.1547 0.004548 1.1634 122.65 122.65 2.06E-03 26.53 21336000

2196 AGTVTVPGSSTPSTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)AGTVTVPGSSTPSTPLLKDELDIVIPTIR_ B4FQX1_MAIZE 2 1510.3317 3018.6489 1.1458 -0.069989 1.0796 122.64 122.64 4.37E-07 64.01 2616000

2197 AGTVWVNCFDVFDAAIPFGGYK Unmodified _AGTVWVNCFDVFDAAIPFGGYK_ Q43274_MAIZE 2 1217.5805 2433.1463 1.1714 -0.086577 1.1026 124.34 124.34 6.76E-08 85.12 1199800

2198 AGTVWVNCFDVFDAAIPFGGYK Unmodified _AGTVWVNCFDVFDAAIPFGGYK_ Q43274_MAIZE 2 1217.5805 2433.1463 1.3008 0.11036 1.4289 125.32 125.32 6.35E-05 46.45 208910

2199 AGTVWVNCFDVFDAAIPFGGYK Unmodified _AGTVWVNCFDVFDAAIPFGGYK_ Q43274_MAIZE 2 1217.5805 2433.1463 1.1762 -0.20774 0.98662 126.05 126.05 8.70E-13 103.48 1196300

2200 AGTVWVNCFDVFDAAIPFGGYK Unmodified _AGTVWVNCFDVFDAAIPFGGYK_ Q43274_MAIZE 3 812.05606 2433.1463 1.0441 0.31504 1.3759 125.93 125.93 3.84E-01 12.93 468050

2201 AGVAAGMPVVGVATR Unmodified _AGVAAGMPVVGVATR_ B4FN43_MAIZE 2 678.37683 1354.7391 0.54706 -0.43121 0.12806 69.105 69.105 1.56E-01 20.73 217360

2202 AGVADAHFEVVK Unmodified _AGVADAHFEVVK_ Q3S3T0_MAIZE 3 414.88742 1241.6404 0.0020437 -0.072075 -0.066618 59.378 59.378 4.78E-08 27.06 764930

2203 AGVCALGAVIAK Unmodified _AGVCALGAVIAK_ B6TCV9_MAIZE 2 565.32353 1128.6325 0.12144 -0.10786 0.0099874 67.36 67.36 1.11E-04 47.28 1095200
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2204 AGVCALGAVIAK Unmodified _AGVCALGAVIAK_ B6TCV9_MAIZE 2 565.32353 1128.6325 0.15698 -0.079736 0.074263 68.522 68.522 1.98E-03 45.24 408170

2205 AGVCALGAVIAK Unmodified _AGVCALGAVIAK_ B6TCV9_MAIZE 2 565.32353 1128.6325 0.036138 -0.27502 -0.24089 68.892 68.892 1.11E-04 67.61 2177000

2206 AGVGPETGVLVVGAGPIGLVSLLAAR Unmodified _AGVGPETGVLVVGAGPIGLVSLLAAR_ B6TEC1_MAIZE 3 791.80032 2372.3791 0.97256 0.12277 1.1025 129.5 129.5 4.68E-10 54.55 289090

2207 AGVIGFTK Unmodified _AGVIGFTK_ B4FTC8_MAIZE 2 396.73435 791.45414 0.42443 0.016491 0.44978 53.673 53.673 1.00E+00 16.68 263010

2208 AGVIGFTK Unmodified _AGVIGFTK_ B4FTC8_MAIZE 2 396.73435 791.45414 0.38875 -0.13503 0.26356 54.372 54.372 1.00E+00 3.32 219080

2209 AGVIGFTK Unmodified _AGVIGFTK_ B4FTC8_MAIZE 2 396.73435 791.45414 0.42014 -0.004358 0.4242 52.635 52.635 1.65E-01 24 1970600

2210 AGVLVGTGMGGLTVFSDGVQNLIEK Oxidation (M) _AGVLVGTGM(ox)GGLTVFSDGVQNLIEK_ B6TGG7_MAIZE 3 826.76847 2477.2836 1.0294 0.14483 1.1894 117.34 117.34 2.18E-06 35.71 195370

2211 AGVLVGTGMGGLTVFSDGVQNLIEK Oxidation (M) _AGVLVGTGM(ox)GGLTVFSDGVQNLIEK_ B6TGG7_MAIZE 3 826.76847 2477.2836 1.0247 0.20139 1.2409 117.62 117.62 2.18E-06 28.61 263940

2212 AGVLVGTGMGGLTVFSDGVQNLIEK Oxidation (M) _AGVLVGTGM(ox)GGLTVFSDGVQNLIEK_ B6TGG7_MAIZE 3 826.76847 2477.2836 1.0638 -0.30565 0.77357 118.23 118.23 2.80E-03 23.78 161920

2213 AGVLVGTGMGGLTVFSDGVQNLIEK Oxidation (M) _AGVLVGTGM(ox)GGLTVFSDGVQNLIEK_ B6TGG7_MAIZE 3 826.76847 2477.2836 1.1463 0.22238 1.3842 118.12 118.12 2.18E-06 30.21 142090

2214 AGVLVGTGMGGLTVFSDGVQNLIEK Oxidation (M) _AGVLVGTGM(ox)GGLTVFSDGVQNLIEK_ B6TGG7_MAIZE 3 826.76847 2477.2836 1.0596 -0.023785 1.0511 119.06 119.06 1.20E-23 64.01 1063800

2215 AGVPMEVMGLMLGEFVDDYTVR 3 Oxidation (M) _AGVPM(ox)EVM(ox)GLM(ox)LGEFVDDYTVR_ B4FLQ8_MAIZE 2 1239.0735 2476.1324 1.2135 0.042134 1.2662 109.95 109.95 1.97E-35 74.76 424040

2216 AGVPMEVMGLMLGEFVDDYTVR 3 Oxidation (M) _AGVPM(ox)EVM(ox)GLM(ox)LGEFVDDYTVR_ B4FLQ8_MAIZE 3 826.38475 2476.1324 1.026 0.18914 1.2251 109.96 109.96 6.10E-05 41.41 522880

2217 AGVPVTEVNVPVVGGHAGITILPLFSQATPASNSLSQEDIEALTK Unmodified _AGVPVTEVNVPVVGGHAGITILPLFSQATPASNSLSQEDIEALTK_ B4FVH1_MAIZE 3 1509.8042 4526.3908 1.1851 -0.34565 0.84317 126.26 126.26 3.46E-06 37.46 400730

2218 AGVPVTGVNVPVVGGHAGITILPLFSQATPASNSLSQEDIEALTK Unmodified _AGVPVTGVNVPVVGGHAGITILPLFSQATPASNSLSQEDIEALTK_ B4FZU8_MAIZE 3 1485.7972 4454.3697 1.153 -0.21683 0.942 125.68 125.68 2.35E-10 55.63 1656100

2219 AGVQAADTPTR Unmodified _AGVQAADTPTR_ B6U921_MAIZE 2 543.78054 1085.5465 -0.008594 -0.18806 -0.19354 33.921 33.921 3.57E-04 43.66 98133

2220 AGVQEIHFLPFNPTDKR Unmodified _AGVQEIHFLPFNPTDKR_ Q43242_MAIZE 4 493.01271 1968.0217 -0.004613 -0.34299 -0.34923 81.256 81.256 2.75E-01 2.99 944110

2221 AGVQFFTQIK Unmodified _AGVQFFTQIK_ B4G066_MAIZE 2 569.8164 1137.6182 0.1177 0.14893 0.27556 78.513 78.513 1.62E-03 50.29 1210000

2222 AGVSAIR Unmodified _AGVSAIR_ B6UCD0_MAIZE 2 337.20321 672.39187 1.225 -0.52567 0.68156 30.23 30.23 8.04E-02 46.34 77836

2223 AGVTEAILR Unmodified _AGVTEAILR_ B6SZK3_MAIZE 2 465.27437 928.53418 -0.022377 0.011435 -0.0298 68.951 68.951 1.12E-01 22.74 617530

2224 AGVYGYDTNYAVDGEPGALR Unmodified _AGVYGYDTNYAVDGEPGALR_ B4FMF7_MAIZE 2 1044.4871 2086.9596 1.2138 -0.076988 1.1354 79.652 79.652 1.49E-82 109.85 1595800

2225 AGVYLDALGVYVR Unmodified _AGVYLDALGVYVR_ A0FDH4_MAIZE 2 698.38518 1394.7558 0.66441 0.35136 1.0122 98.175 98.175 2.61E-08 76.79 2570100

2226 AGVYLDALGVYVR Unmodified _AGVYLDALGVYVR_ A0FDH4_MAIZE 2 698.38518 1394.7558 0.71569 0.32878 1.0412 98.08 98.08 5.66E-01 4.59 230450

2227 AGVYLDALGVYVR Unmodified _AGVYLDALGVYVR_ A0FDH4_MAIZE 2 698.38518 1394.7558 0.63598 0.22502 0.85845 98.317 98.317 1.00E-11 65.2 750480

2228 AGWEEEAR Unmodified _AGWEEEAR_ B4FQS9_MAIZE 2 474.21451 946.41446 -0.026936 0.10678 0.046056 43.648 43.648 5.06E-02 31.37 410480

2229 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 0.93766 1.0629 1.9986 36.559 36.559 1.00E+00 11.97 398100

2230 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 2.1841 37.57 37.57 6.49E-01 12.2

2231 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 2 544.25873 1086.5029 -0.10271 0.21167 0.109 36.023 36.023 4.20E-02 29.74 91590

2232 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 2 544.25873 1086.5029 0.10138 0.37801 0.47842 38.628 38.628 9.99E-05 43.18 174800

2233 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 0.9064 -0.007631 0.89897 38.683 38.683 3.83E-02 19.42 539910

2234 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 0.87219 0.2721 1.1443 37.976 37.976 2.15E-01 10.81 269810

2235 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 0.80481 -0.23001 0.57645 38.444 38.444 5.86E-01 15.49 472810

2236 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 3 363.17491 1086.5029 0.8547 -0.21784 0.63669 38.158 38.158 2.15E-01 16.97 3192100

2237 AGWGVMASHR Oxidation (M) _AGWGVM(ox)ASHR_ ENO1_MAIZE 2 544.25873 1086.5029 0.035797 0.25799 0.29323 38.144 38.144 9.99E-05 49.85 1376800
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2238 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 2 536.26127 1070.508 -0.0007346 0.33942 0.33583 46.933 46.933 1.84E-04 60.37 3255100

2239 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 3 357.84327 1070.508 0.84224 0.005603 0.84469 47.408 47.408 1.67E-03 44.95 1356900

2240 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 2 536.26127 1070.508 -0.071124 0.95375 0.87767 47.422 47.422 1.84E-04 54.48 547540

2241 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 2 536.26127 1070.508 0.033115 0.30541 0.33532 49.609 49.609 1.62E-03 48.43 532320

2242 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 3 357.84327 1070.508 0.95023 0.066275 1.013 49.601 49.601 1.26E-02 35.79 1740100

2243 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 3 357.84327 1070.508 0.88918 -0.15508 0.7309 48.973 48.973 3.83E-02 36.48 1791000

2244 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 2 536.26127 1070.508 0.046994 0.20269 0.2463 48.978 48.978 4.40E-02 31.66 545080

2245 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 3 357.84327 1070.508 0.84825 -0.67722 0.17082 48.758 48.758 1.67E-03 44.63 44942000

2246 AGWGVMASHR Unmodified _AGWGVMASHR_ ENO1_MAIZE 3 357.84327 1070.508 0.93307 -0.34234 0.58836 49.799 49.799 1.26E-02 32.16 1959800

2247 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.81321 0.23656 1.056 47.697 47.697 2.94E-01 13.14 2967300

2248 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.065663 0.03393 0.10504 47.699 47.699 1.25E-02 42.19 1476300

2249 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.72501 0.24872 0.97927 48.176 48.176 1.00E+00 7.42 438790

2250 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.038406 -0.26013 -0.21422 48.145 48.145 4.40E-05 67.24 173150

2251 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.12543 0.44831 0.57906 50.368 50.368 2.81E-03 43.65 371770

2252 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.81344 0.12574 0.94475 50.373 50.373 3.83E-02 25.69 959640

2253 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.25522 1.1986 1.4584 49.654 49.654 7.11E-01 17.22 181460

2254 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.76074 0.31812 1.0853 49.652 49.652 5.86E-01 16.88 761490

2255 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.29997 1.5899 1.8944 50.439 50.439 1.25E-02 50.86 210810

2256 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.74044 0.34416 1.0914 50.456 50.456 5.86E-01 18.55 631070

2257 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.74295 -0.14408 0.60621 49.838 49.838 3.83E-02 34.23 11586000

2258 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 2 551.26655 1100.5185 0.015978 0.76277 0.7845 49.823 49.823 1.62E-03 62.86 3379400

2259 AGWGVMTSHR Unmodified _AGWGVMTSHR_ B6T3P9_MAIZE 3 367.84679 1100.5185 0.79875 0.42721 1.2305 50.567 50.567 5.86E-01 17.25 1078100

2260 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.51139 0.022452 0.53441 40.142 40.142 1.00E-11 56.43 1994400

2261 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.42451 0.20703 0.63233 39.85 39.85 6.20E-03 54.75 168490

2262 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.5018 -0.13849 0.36446 39.302 39.302 1.00E-11 77.28 1954600

2263 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.4936 -0.32989 0.1657 42.233 42.233 2.50E-15 70.34 4903100

2264 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.51934 -0.15301 0.36837 41.449 41.449 2.61E-08 58.64 1386900

2265 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.52031 -0.1274 0.39459 42.378 42.378 1.00E-11 80.98 500540

2266 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.4752 -0.17368 0.30323 40.201 40.201 2.61E-08 66.94 610920

2267 AGYDACSGSNPVK Unmodified _AGYDACSGSNPVK_ B6SQI9_MAIZE 2 663.29316 1324.5718 0.46586 0.096671 0.56413 43.534 43.534 1.00E-11 76.49 415860

2268 AGYDGSVLK Unmodified _AGYDGSVLK_ B6SUB0_MAIZE 2 455.23745 908.46035 -0.061113 0.27009 0.20203 48.898 48.898 3.32E-02 33.66 1524800

2269 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.57423 -0.17124 0.41587 113.36 113.36 1.60E-02 38.09 187180

2270 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.59445 -0.06469 0.54224 113.39 113.39 1.00E+00 1.73 224930

2271 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.61751 0.020938 0.65098 113.37 113.37 1.60E-02 28.39 250120
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2272 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.6088 0.31083 0.93148 113.05 113.05 6.74E-02 13 273520

2273 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.47036 0.007162 0.49083 114.21 114.21 1.68E-09 59.98 3030600

2274 AGYFVVVPDFLK Unmodified _AGYFVVVPDFLK_ B4FY74_MAIZE 2 677.87391 1353.7333 0.57255 0.33483 0.91965 116.66 116.66 6.74E-02 16.53 97356

2275 AGYGQSDPNPNR Unmodified _AGYGQSDPNPNR_ B6TKK1_MAIZE 2 638.28926 1274.564 0.43816 0.17445 0.60261 33.89 33.89 1.11E-04 68.86 285260

2276 AGYLWACLFLNK Unmodified _AGYLWACLFLNK_ B6TCV9_MAIZE 2 728.3763 1454.738 0.81722 0.66956 1.4743 115.93 115.93 1.68E-09 52.89 551700

2277 AGYLWACLFLNK Unmodified _AGYLWACLFLNK_ B6TCV9_MAIZE 2 728.3763 1454.738 0.75308 0.11874 0.86044 116.43 116.43 1.11E-04 51.85 163300

2278 AGYLWACLFLNK Unmodified _AGYLWACLFLNK_ B6TCV9_MAIZE 2 728.3763 1454.738 0.82217 0.11633 0.9275 116.53 116.53 1.68E-09 46.31 158070

2279 AGYLWACLFLNK Unmodified _AGYLWACLFLNK_ B6TCV9_MAIZE 2 728.3763 1454.738 0.85648 -0.77621 0.070955 116.56 116.56 2.05E-12 46.97 91007

2280 AGYSIYLNFSENPYFEDTK Unmodified _AGYSIYLNFSENPYFEDTK_ Q94F78_MAIZE 2 1129.518 2257.0215 1.2598 0.34877 1.5944 109.14 109.14 5.13E-03 54.17 213160

2281 AGYSIYLNFSENPYFEDTK Unmodified _AGYSIYLNFSENPYFEDTK_ Q94F78_MAIZE 2 1129.518 2257.0215 1.2167 0.34718 1.5504 110.04 110.04 4.44E-10 95.95 91228

2282 AGYTLYNTVLSFDPLGK Unmodified _AGYTLYNTVLSFDPLGK_ A4ULE0_MAIZE 2 929.98291 1857.9513 1.1338 0.35191 1.4836 121.74 121.74 2.47E-02 37.7 69330

2283 AGYTLYNTVLSFDPLGK Unmodified _AGYTLYNTVLSFDPLGK_ A4ULE0_MAIZE 2 929.98291 1857.9513 1.1945 0.28597 1.4784 121.6 121.6 1.37E-17 81.54 369680

2284 AGYTTNASGTSSSISAATAK Unmodified _AGYTTNASGTSSSISAATAK_ B6SJJ4_MAIZE 2 923.44488 1844.8752 1.065 0.16137 1.2169 49.352 49.352 3.12E-37 126.54 1885500

2285 AGYVPQEEVAIYQSK Unmodified _AGYVPQEEVAIYQSK_ B6TLX6_MAIZE 2 841.42523 1680.8359 1.042 -0.12752 0.89968 70.551 70.551 2.37E-16 66.48 341670

2286 AHAESVNLQFEKPLDEDTAR Unmodified _AHAESVNLQFEKPLDEDTAR_ B4F8G4_MAIZE 4 568.28165 2269.0975 0.10339 -0.19733 -0.1077 66.343 66.343 7.35E-01 4.69 963360

2287 AHAESVNLQFEKPLDEDTAR Unmodified _AHAESVNLQFEKPLDEDTAR_ B4F8G4_MAIZE 3 757.37311 2269.0975 0.86432 -0.34805 0.50287 66.339 66.339 4.23E-09 34.09 754740

2288 AHAQVVEDFAK Unmodified _AHAQVVEDFAK_ B4FV48_MAIZE 2 607.81184 1213.6091 0.28138 -0.10653 0.17032 46.29 46.29 4.48E-03 24.98 290280

2289 AHASTEGVTK Unmodified _AHASTEGVTK_ B4G0K4_MAIZE 2 500.75654 999.49852 0.1089 0.013011 0.11755 15.621 15.621 1.00E+00 6.52 11312

2290 AHASTEGVTK Unmodified _AHASTEGVTK_ B4G0K4_MAIZE 2 500.75654 999.49852 0.036902 -0.05646 -0.022719 15.495 15.495 7.11E-01 9.64 32121

2291 AHASTEGVTK Unmodified _AHASTEGVTK_ B4G0K4_MAIZE 2 500.75654 999.49852 0.094837 -0.11844 -0.027191 15.742 15.742 1.45E-01 17 19515

2292 AHASTEGVTK Unmodified _AHASTEGVTK_ B4G0K4_MAIZE 2 500.75654 999.49852 0.029299 -0.10773 -0.081686 16.414 16.414 7.11E-01 23.27 118020

2293 AHASTEGVTK Unmodified _AHASTEGVTK_ B4G0K4_MAIZE 2 500.75654 999.49852 0.14773 0.008249 0.15178 15.51 15.51 1.00E+00 4.56 3137.8

2294 AHEIQAAVLLHPSFVTVDDIK Unmodified _AHEIQAAVLLHPSFVTVDDIK_ B4FPA0_MAIZE 3 768.41799 2302.2321 0.88229 -0.67787 0.20526 93.037 93.037 2.97E-04 33.51 643230

2295 AHFEFMEK Unmodified _AHFEFMEK_ B4FHJ2_MAIZE 2 519.7393 1037.4641 0.03285 0.81718 0.83089 56.995 56.995 1.65E-01 15.67 354330

2296 AHFEFMEK Unmodified _AHFEFMEK_ B4FHJ2_MAIZE 2 519.7393 1037.4641 -0.049799 0.58447 0.51566 56.551 56.551 1.90E-02 28.1 3408600

2297 AHFEFMEK Oxidation (M) _AHFEFM(ox)EK_ B4FHJ2_MAIZE 2 527.73676 1053.459 0.029785 -0.43603 -0.41787 45.301 45.301 4.49E-02 12.3 811010

2298 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 2 536.78035 1071.5461 0.026579 -0.34494 -0.31837 38.293 38.293 4.40E-02 29.15 5087000

2299 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 2 536.78035 1071.5461 -0.057389 -0.1212 -0.17887 38.031 38.031 3.43E-01 17.63 327480

2300 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 2 536.78035 1071.5461 0.0046176 -0.26504 -0.26073 40.621 40.621 3.43E-01 21.34 212130

2301 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 2 536.78035 1071.5461 0.070936 -0.36574 -0.29465 39.896 39.896 1.45E-01 25.71 239620

2302 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 3 358.18932 1071.5461 0.75041 0.10021 0.84939 42.202 42.202 1.00E+00 11.7 664830

2303 AHFTAPSSVR Unmodified _AHFTAPSSVR_ B6TPG2_MAIZE 2 536.78035 1071.5461 -0.071564 -0.040705 -0.11238 42.206 42.206 1.45E-01 20.27 539930

2304 AHGGFSVFAGVGER Unmodified _AHGGFSVFAGVGER_ ATPBM_MAIZE 2 695.84675 1389.6789 0.63088 -0.004551 0.64214 69.62 69.62 7.68E-22 60.7 1452800

2305 AHGGFSVFAGVGER Unmodified _AHGGFSVFAGVGER_ ATPBM_MAIZE 3 464.23359 1389.6789 -0.055717 0.062371 0.02129 70.005 70.005 1.59E-01 24.9 7697700



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

2306 AHGGVHDGTEIVLWK Unmodified _AHGGVHDGTEIVLWK_ B4FUK7_MAIZE 3 540.28272 1617.8263 0.043416 0.067017 0.11812 61.041 61.041 1.00E+00 2.26 829510

2307 AHGGVHDGTEIVLWK Unmodified _AHGGVHDGTEIVLWK_ B4FUK7_MAIZE 3 540.28272 1617.8263 0.0069807 -0.30843 -0.29167 62.621 62.621 1.07E-03 35.65 2335600

2308 AHGGVHDGTEIVLWK Unmodified _AHGGVHDGTEIVLWK_ B4FUK7_MAIZE 3 540.28272 1617.8263 -0.076055 0.14361 0.075474 63.041 63.041 1.07E-03 49.58 13478000

2309 AHGLAPEIPEDLYFLIK Unmodified _AHGLAPEIPEDLYFLIK_ B4FML8_MAIZE 2 963.5222 1925.0299 1.2276 0.3499 1.5591 112.33 112.33 2.72E-05 26.56 462200

2310 AHGLAPEIPEDLYFLIK Unmodified _AHGLAPEIPEDLYFLIK_ B4FML8_MAIZE 3 642.68389 1925.0299 0.45352 0.2185 0.65289 113.34 113.34 4.56E-01 14.24 576940

2311 AHGLAPEIPEDLYFLIK Unmodified _AHGLAPEIPEDLYFLIK_ B4FML8_MAIZE 3 642.68389 1925.0299 0.47607 0.23718 0.69422 113.83 113.83 2.01E-02 29.34 611490

2312 AHGLAPEIPEDLYFLIK Unmodified _AHGLAPEIPEDLYFLIK_ B4FML8_MAIZE 3 642.68389 1925.0299 0.4414 0.26181 0.68465 120.47 120.47 6.76E-01 10.49 340650

2313 AHGLAPEIPEDLYFLIK Unmodified _AHGLAPEIPEDLYFLIK_ B4FML8_MAIZE 2 963.5222 1925.0299 1.1021 0.14585 1.2297 128.94 128.94 1.54E-12 44.41 1415400

2314 AHGTAVGLPSDDDMGNSEVGHNALGAGR Unmodified _AHGTAVGLPSDDDMGNSEVGHNALGAGR_ B6TGG2_MAIZE 4 677.06376 2704.226 0.58329 -0.41036 0.17762 63.769 63.769 4.83E-03 27.43 1751600

2315 AHGTAVGLPSDDDMGNSEVGHNALGAGR Unmodified _AHGTAVGLPSDDDMGNSEVGHNALGAGR_ B6TGG2_MAIZE 4 677.06376 2704.226 0.53201 -0.12501 0.41153 65.06 65.06 1.15E-14 50.7 3333400

2316 AHGTAVGLPSDDDMGNSEVGHNALGAGR Oxidation (M) _AHGTAVGLPSDDDM(ox)GNSEVGHNALGAGR_ B6TGG2_MAIZE 4 681.06249 2720.2209 0.57867 -0.3691 0.21586 57.371 57.371 1.00E-10 43.88 862610

2317 AHGTAVGLPSDDDMGNSEVGHNALGAGR Oxidation (M) _AHGTAVGLPSDDDM(ox)GNSEVGHNALGAGR_ B6TGG2_MAIZE 4 681.06249 2720.2209 0.59531 -0.00608 0.59521 58.879 58.879 2.67E-08 40.05 1800200

2318 AHGTAVGLPSDDDMGNSEVGHNALGAGR Oxidation (M) _AHGTAVGLPSDDDM(ox)GNSEVGHNALGAGR_ B6TGG2_MAIZE 4 681.06249 2720.2209 0.64269 0.077939 0.72717 58.242 58.242 6.05E-02 7.53 840840

2319 AHGTAVGLPSDDDMGNSEVGHNALGAGR Oxidation (M) _AHGTAVGLPSDDDM(ox)GNSEVGHNALGAGR_ B6TGG2_MAIZE 4 681.06249 2720.2209 0.47234 -0.28307 0.19565 58.713 58.713 2.67E-06 34.34 15183000

2320 AHGTAVGLPSDDDMGNSEVGHNALGAGR Oxidation (M) _AHGTAVGLPSDDDM(ox)GNSEVGHNALGAGR_ B6TGG2_MAIZE 3 907.74757 2720.2209 1.1403 0.13418 1.2805 58.713 58.713 1.30E-24 68.07 2123500

2321 AHIPHAPDVASTLLR Unmodified _AHIPHAPDVASTLLR_ B6THU9_MAIZE 3 533.29848 1596.8736 0.045916 -0.40183 -0.3632 70.332 70.332 9.97E-11 46.91 1137500

2322 AHLAHLEEMER Oxidation (M) _AHLAHLEEM(ox)ER_ B6TLX2_MAIZE 2 676.32479 1350.635 0.52384 -0.003042 0.49186 36.337 36.337 3.82E-10 45.98 46777

2323 AHLAHLEEMER Oxidation (M) _AHLAHLEEM(ox)ER_ B6TLX2_MAIZE 3 451.21895 1350.635 -0.21803 -0.28587 -0.53268 36.34 36.34 3.98E-07 29.17 825020

2324 AHLAHLEEMER Oxidation (M) _AHLAHLEEM(ox)ER_ B6TLX2_MAIZE 3 451.21895 1350.635 0.1449 0.21493 0.3296 33.069 33.069 5.26E-02 16.95 78114

2325 AHLAHLEEMER Oxidation (M) _AHLAHLEEM(ox)ER_ B6TLX2_MAIZE 3 451.21895 1350.635 -0.074532 0.19658 0.092055 37.535 37.535 2.19E-04 32.89 54082

2326 AHLKPEPFDR Unmodified _AHLKPEPFDR_ B6T4U8_MAIZE 3 403.88401 1208.6302 0.13184 0.10784 0.22487 43.3 43.3 1.67E-03 39 289090

2327 AHLLFDLHQAVDGLR Unmodified _AHLLFDLHQAVDGLR_ PURA_MAIZE 3 568.97752 1703.9107 0.12812 -0.19665 -0.069651 92.733 92.733 1.09E-07 31.05 1583200

2328 AHNVVPVSAAGYSSCSAPR Unmodified _AHNVVPVSAAGYSSCSAPR_ B6UDV3_MAIZE 3 643.97937 1928.9163 0.41625 0.17658 0.59253 54.763 54.763 3.70E-01 36.03 35657

2329 AHPGGPASSEFDWGTSDTPR Unmodified _AHPGGPASSEFDWGTSDTPR_ Q5I204_MAIZE 3 691.30833 2070.9031 0.64419 -0.18751 0.46636 66.345 66.345 1.00E+00 0.95 470900

2330 AHPGGPASSEFDWGTSDTPR Unmodified _AHPGGPASSEFDWGTSDTPR_ Q5I204_MAIZE 3 691.30833 2070.9031 0.58614 -0.22318 0.37288 66.576 66.576 1.99E-03 37.54 2334100

2331 AHPGGPAVSEFDWGTGDTPR Unmodified _AHPGGPAVSEFDWGTGDTPR_ B6TRL2_MAIZE 3 685.31693 2052.929 0.63072 -0.17836 0.46939 73.031 73.031 3.91E-01 12.24 1096900

2332 AHPMYGSGPLR Acetyl (Protein N-term),Oxidation (M) _(ac)AHPM(ox)YGSGPLR_ B6T5B3_MAIZE 2 622.29805 1242.5815 0.3296 0.5068 0.82344 52.643 52.643 1.96E-02 22.46 228410

2333 AHPVGATAISWAPATASLAGAGELVYK Unmodified _AHPVGATAISWAPATASLAGAGELVYK_ B4FQL2_MAIZE 3 870.46226 2608.3649 1.1312 -0.067425 1.0541 98.278 98.278 1.30E-01 37.89 537530

2334 AHQLVQEGLK Unmodified _AHQLVQEGLK_ B4FVS0_MAIZE 3 374.88038 1121.6193 0.69905 -0.18991 0.49736 40.583 40.583 5.31E-01 13.62 918450

2335 AHSSTEQYTKPTEER Unmodified _AHSSTEQYTKPTEER_ B4FAX3_MAIZE 3 588.61135 1762.8122 0.29764 0.009292 0.29241 30.128 30.128 2.34E-01 18.03 72277

2336 AHTYLGNPENESEIYPDFVTIAK Unmodified _AHTYLGNPENESEIYPDFVTIAK_ ILVB1_MAIZE 3 870.09038 2607.2493 1.1406 0.021309 1.1499 91.67 91.67 5.14E-05 18.27 517690

2337 AHYDALADAVADPAANVEGLAAEASEYK Unmodified _AHYDALADAVADPAANVEGLAAEASEYK_ Q9ZRQ5_MAIZE 3 944.78227 2831.325 1.1897 0.028076 1.1959 109.77 109.77 4.74E-39 101.69 957240

2338 AHYDALADAVADPAANVEGLAAEASEYK Unmodified _AHYDALADAVADPAANVEGLAAEASEYK_ Q9ZRQ5_MAIZE 3 944.78227 2831.325 1.1566 0.19664 1.3313 110.41 110.41 4.74E-39 101.71 710030

2339 AHYDALADAVADPAANVEGLAAEASEYK Unmodified _AHYDALADAVADPAANVEGLAAEASEYK_ Q9ZRQ5_MAIZE 3 944.78227 2831.325 1.1585 0.15708 1.2938 110.62 110.62 2.43E-21 75.72 349850
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2340 AHYDALADAVADPAANVEGLAAEASEYK Unmodified _AHYDALADAVADPAANVEGLAAEASEYK_ Q9ZRQ5_MAIZE 3 944.78227 2831.325 1.1769 0.025617 1.1808 110.93 110.93 5.01E-17 57.45 236460

2341 AHYDALADAVADPAANVEGLAAEASEYK Unmodified _AHYDALADAVADPAANVEGLAAEASEYK_ Q9ZRQ5_MAIZE 3 944.78227 2831.325 1.195 -0.009761 1.1629 110.44 110.44 5.01E-17 81.05 427740

2342 AHYDALADAVAEPAANVEGLAAEASEYK Unmodified _AHYDALADAVAEPAANVEGLAAEASEYK_ P93644_MAIZE 3 949.45415 2845.3406 1.1314 -0.074684 1.0319 109.47 109.47 2.90E-09 41.07 137680

2343 AIAASSSAPAAAAYEK Unmodified _AIAASSSAPAAAAYEK_ B6T5T8_MAIZE 2 739.87791 1477.7413 0.74694 0.36338 1.0677 52.482 52.482 1.42E-33 80.07 326260

2344 AIADASKPAEQQNER Unmodified _AIADASKPAEQQNER_ B4FTB0_MAIZE 3 543.27266 1626.7962 0.078185 -0.3279 -0.27968 33.488 33.488 4.82E-01 20.06 263170

2345 AIADASKPAEQQNER Unmodified _AIADASKPAEQQNER_ B4FTB0_MAIZE 2 814.40536 1626.7962 1.1056 -0.20127 0.87333 33.476 33.476 7.29E-01 27.97 37295

2346 AIAEIFADAGFSDVTK Unmodified _AIAEIFADAGFSDVTK_ B6TBW2_MAIZE 2 827.91978 1653.825 1.0915 0.88982 1.9764 104.01 104.01 4.18E-01 6.77 289230

2347 AIAEIFADAGFSDVTK Unmodified _AIAEIFADAGFSDVTK_ B6TBW2_MAIZE 2 827.91978 1653.825 1.0798 0.10642 1.1828 109.26 109.26 2.16E-02 20.52 9268.1

2348 AIAEPDPR Unmodified _AIAEPDPR_ B6STW7_MAIZE 2 434.72979 867.44503 -0.10341 0.67997 0.54629 39.513 39.513 5.06E-02 27.53 507580

2349 AIAGAGVLSGYDQLQILFFGK Unmodified _AIAGAGVLSGYDQLQILFFGK_ ADT1_MAIZE 2 1084.5911 2167.1677 1.2174 0.064398 1.281 125.84 125.84 7.17E-26 81.75 1365900

2350 AIAGAGVLSGYDQLQILFFGK Unmodified _AIAGAGVLSGYDQLQILFFGK_ ADT1_MAIZE 2 1084.5911 2167.1677 1.2475 0.22313 1.4702 136.78 136.78 5.37E-06 32.95 884700

2351 AIAGAGVLSGYDQLQILFFGK Unmodified _AIAGAGVLSGYDQLQILFFGK_ ADT1_MAIZE 2 1084.5911 2167.1677 1.1861 -0.21722 0.9684 125.67 125.67 4.46E-39 101.63 235300

2352 AIAGVSVSSNSDSAK Unmodified _AIAGVSVSSNSDSAK_ B6TV98_MAIZE 2 696.8519 1391.6892 0.62632 -0.023291 0.59277 48.38 48.38 7.01E-11 65.84 900830

2353 AIAIVKPGVR Unmodified _AIAIVKPGVR_ B4FZK6_MAIZE 3 341.89396 1022.66 1.1837 -0.12205 1.0465 47.734 47.734 5.31E-01 11.48 1683000

2354 AIANAGLESSR Unmodified _AIANAGLESSR_ B4F9B2_MAIZE 2 544.78837 1087.5622 -0.0079984 -0.1654 -0.20846 39.574 39.574 1.47E-01 10.99 186880

2355 AIANAGLESSR Unmodified _AIANAGLESSR_ B4F9B2_MAIZE 2 544.78837 1087.5622 0.11026 0.05219 0.12683 42.315 42.315 3.57E-04 62.63 254850

2356 AIANAGLESSR Unmodified _AIANAGLESSR_ B4F9B2_MAIZE 2 544.78837 1087.5622 0.085325 -0.035171 0.015996 41.559 41.559 3.60E-06 63.43 368160

2357 AIANAGLESSR Unmodified _AIANAGLESSR_ B4F9B2_MAIZE 2 544.78837 1087.5622 0.058361 -0.32881 -0.3054 42.135 42.135 4.43E-05 62.51 1535000

2358 AIANECQANFISVK Unmodified _AIANECQANFISVK_ B4FZM3_MAIZE 2 782.89304 1563.7715 0.9282 -0.26626 0.64807 66.206 66.206 2.96E-06 62.02 1454500

2359 AIANECQANFISVK Unmodified _AIANECQANFISVK_ B4FZM3_MAIZE 2 782.89304 1563.7715 0.91022 -0.053537 0.84279 66.898 66.898 3.56E-04 72.95 1628500

2360 AIANECQANFISVK Unmodified _AIANECQANFISVK_ B4FZM3_MAIZE 2 782.89304 1563.7715 0.88091 0.083403 0.94919 67.806 67.806 2.96E-06 64.2 3076700

2361 AIANECQANFISVK Unmodified _AIANECQANFISVK_ B4FZM3_MAIZE 2 782.89304 1563.7715 0.83117 -0.36699 0.44973 67.232 67.232 1.95E-13 79.41 10143000

2362 AIANECQANFISVK Unmodified _AIANECQANFISVK_ B4FZM3_MAIZE 2 782.89304 1563.7715 0.94955 -0.078896 0.85663 67.425 67.425 3.56E-04 48.84 529130

2363 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 2 598.34532 1194.6761 0.25444 0.15272 0.3868 60.721 60.721 1.47E-01 18.42 1123100

2364 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.38433 -0.13271 0.23254 60.732 60.732 4.33E-07 40.97 6120700

2365 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.055672 -0.38165 -0.3449 64.987 64.987 7.13E-05 41.29 4377100

2366 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 2 598.34532 1194.6761 0.076103 -0.078642 -0.020383 64.991 64.991 4.48E-03 41.07 523190

2367 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.25802 0.28495 0.52192 62.176 62.176 5.15E-02 16.15 1011900

2368 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.37624 0.54439 0.90056 62.817 62.817 1.00E+00 1.36 1454500

2369 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.4256 -0.36639 0.040071 61.98 61.98 1.00E+00 13.81 997280

2370 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 3 399.23264 1194.6761 0.095686 -0.026051 0.051598 65.144 65.144 1.73E-05 40.39 10566000

2371 AIAPLFVEHAK Unmodified _AIAPLFVEHAK_ B4FH44_MAIZE 2 598.34532 1194.6761 0.16627 0.18489 0.33106 65.152 65.152 4.48E-03 42.46 1434200

2372 AIAPLVSK Unmodified _AIAPLVSK_ B6TFF1_MAIZE 2 399.75782 797.50109 0.10748 -0.59628 -0.51494 47.352 47.352 3.77E-01 25.53 1601800

2373 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.45487 0.50336 0.92967 77.312 77.312 1.60E-02 28.75 1275300
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2374 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.4028 0.28258 0.65686 77.95 77.95 1.60E-02 34.5 510910

2375 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.40494 0.06327 0.43933 78.456 78.456 8.05E-01 10.73 933630

2376 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.44115 0.16952 0.58307 78.059 78.059 1.11E-04 46.43 928870

2377 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.42608 0.18969 0.58717 77.9 77.9 6.74E-02 35.71 510240

2378 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.36624 0.21989 0.55818 78.315 78.315 7.61E-14 71.34 8874800

2379 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.36154 0.12186 0.45461 78.21 78.21 6.74E-02 24.35 4808500

2380 AIASNIDANFLK Unmodified _AIASNIDANFLK_ B4FTV9_MAIZE 2 638.84843 1275.6823 0.41812 0.40424 0.79349 77.961 77.961 1.60E-02 38.1 426520

2381 AIATQAPPAMPQYSSGEK Oxidation (M) _AIATQAPPAM(ox)PQYSSGEK_ B6TDF8_MAIZE 2 931.95128 1861.888 1.1721 0.29629 1.4518 52.412 52.412 3.54E-16 73.15 1072300

2382 AIATQAPPAMPQYSSGEK Unmodified _AIATQAPPAMPQYSSGEK_ B6TDF8_MAIZE 2 923.95383 1845.8931 1.1881 0.062446 1.2329 63.416 63.416 4.65E-12 57.13 663420

2383 AIATQAPPAVPQYLSGEK Unmodified _AIATQAPPAVPQYLSGEK_ B4FAK9_MAIZE 2 920.99381 1839.9731 1.1719 -0.076767 1.0809 74.383 74.383 3.69E-03 34.94 842450

2384 AIAVDTQAVQR Unmodified _AIAVDTQAVQR_ B6SV75_MAIZE 2 586.32512 1170.6357 0.15416 0.09434 0.24408 48.826 48.826 3.60E-06 82.54 390170

2385 AICPFFQDR Unmodified _AICPFFQDR_ B4FG39_MAIZE 2 577.27658 1152.5386 0.18662 0.64433 0.83886 74.254 74.254 1.00E+00 4.24 591080

2386 AICPFFQDR Unmodified _AICPFFQDR_ B4FG39_MAIZE 2 577.27658 1152.5386 0.069646 0.29213 0.36938 74.091 74.091 3.32E-02 19 6385800

2387 AICTEAGLLALR Unmodified _AICTEAGLLALR_ B6T2S0_MAIZE 2 644.3581 1286.7017 0.38749 0.25237 0.62264 83.19 83.19 7.72E-03 32.99 47012

2388 AICTEAGLLALR Unmodified _AICTEAGLLALR_ B6T2S0_MAIZE 2 644.3581 1286.7017 0.42671 -0.27679 0.13299 81.617 81.617 7.72E-03 40.96 317360

2389 AICTEAGLLALR Unmodified _AICTEAGLLALR_ B6T2S0_MAIZE 2 644.3581 1286.7017 0.41816 -0.59591 -0.19394 81.937 81.937 7.72E-03 31.49 540810

2390 AICTEAGLLALR Unmodified _AICTEAGLLALR_ B6T2S0_MAIZE 2 644.3581 1286.7017 0.49146 -0.02534 0.44835 81.601 81.601 4.56E-01 21.73 369250

2391 AIDLAAR Unmodified _AIDLAAR_ B4FSZ7_MAIZE 2 365.21632 728.41809 0.77118 1.1539 1.8828 42.775 42.775 8.04E-02 30.05 1412700

2392 AIDLAAR Unmodified _AIDLAAR_ B4FSZ7_MAIZE 2 365.21632 728.41809 0.87018 1.0909 1.9174 45.296 45.296 4.46E-01 12.63 2068200

2393 AIDLAAR Unmodified _AIDLAAR_ B4FSZ7_MAIZE 2 365.21632 728.41809 0.79384 0.79149 1.5438 44.944 44.944 8.04E-02 33.11 6568300

2394 AIDLAER Unmodified _AIDLAER_ B4F9D4_MAIZE 2 394.21906 786.42357 0.51684 1.4241 1.8994 44.021 44.021 1.86E-01 17.53 857600

2395 AIDLDDIK Unmodified _AIDLDDIK_ B4FQ20_MAIZE 2 451.74511 901.47566 0.031889 0.12509 0.13948 65.532 65.532 5.06E-02 19.46 882970

2396 AIDLGPMVSIK Unmodified _AIDLGPMVSIK_ B6UCD5_MAIZE 2 572.32574 1142.6369 0.057051 0.077739 0.12265 86.612 86.612 4.96E-02 28.98 731520

2397 AIDLIDEAGSR Unmodified _AIDLIDEAGSR_ B6TZH2_MAIZE 2 580.30131 1158.5881 0.12721 0.13028 0.23631 68.426 68.426 3.60E-06 55.95 494030

2398 AIDLIDEAGSR Unmodified _AIDLIDEAGSR_ B6TZH2_MAIZE 2 580.30131 1158.5881 0.20638 0.1175 0.30275 69.604 69.604 6.35E-09 84.56 861300

2399 AIDLIDEAGSR Unmodified _AIDLIDEAGSR_ B6TZH2_MAIZE 2 580.30131 1158.5881 0.15323 -0.19238 -0.060381 69.079 69.079 1.62E-12 96.2 3562700

2400 AIDQIIQIPTVLR Unmodified _AIDQIIQIPTVLR_ B6SWM0_MAIZE 2 740.44831 1478.8821 0.83558 -0.24692 0.5785 104.34 104.34 4.68E-05 39.23 359990

2401 AIDQIIQIPTVLR Unmodified _AIDQIIQIPTVLR_ B6SWM0_MAIZE 2 740.44831 1478.8821 0.79331 -0.11107 0.67337 104.96 104.96 4.68E-05 30.26 237790

2402 AIDQIIQIPTVLR Unmodified _AIDQIIQIPTVLR_ B6SWM0_MAIZE 2 740.44831 1478.8821 0.78926 -0.015969 0.76313 104.93 104.93 4.68E-05 44.25 445910

2403 AIDQIIQIPTVLR Unmodified _AIDQIIQIPTVLR_ B6SWM0_MAIZE 2 740.44831 1478.8821 0.76771 0.16129 0.91901 104.48 104.48 2.61E-08 48.94 1880900

2404 AIDQIIQIPTVLR Unmodified _AIDQIIQIPTVLR_ B6SWM0_MAIZE 3 493.96796 1478.8821 -0.020829 -0.32422 -0.35336 104.51 104.51 1.00E+00 8.64 246920

2405 AIDYLYSGIPENVEAPPVAR Unmodified _AIDYLYSGIPENVEAPPVAR_ B6TB61_MAIZE 2 1087.56 2173.1055 1.2155 0.14709 1.3457 94.823 94.823 3.12E-37 84.86 876050

2406 AIDYLYSGIPENVEAQPVAR Unmodified _AIDYLYSGIPENVEAQPVAR_ B4FZM9_MAIZE 2 1103.063 2204.1113 1.21 0.25231 1.4461 90.914 90.914 3.46E-29 75.23 1478600

2407 AIEAVLELK Unmodified _AIEAVLELK_ B6SHW0_MAIZE 2 493.30005 984.58555 -0.047034 -0.22292 -0.30805 75.086 75.086 3.21E-03 52.39 1246100
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2408 AIEAVLELK Unmodified _AIEAVLELK_ B6SHW0_MAIZE 2 493.30005 984.58555 -0.17817 -0.060611 -0.27729 75.651 75.651 9.73E-03 48.4 187900

2409 AIEAVLELK Unmodified _AIEAVLELK_ B6SHW0_MAIZE 2 493.30005 984.58555 -0.055961 -0.074822 -0.16942 75.618 75.618 9.73E-03 49.52 426430

2410 AIEAVPELK Unmodified _AIEAVPELK_ B4F9G6_MAIZE 2 485.2844 968.55425 -0.057977 -0.79502 -0.88557 60.264 60.264 1.12E-01 10.56 1441100

2411 AIEDEDFVDAVDCLSR Unmodified _AIEDEDFVDAVDCLSR_ B6TAE3_MAIZE 2 927.41473 1852.8149 1.284 -0.23723 1.0514 103.56 103.56 1.42E-33 69.36 180850

2412 AIEDVQDR Unmodified _AIEDVQDR_ B4F9N8_MAIZE 2 473.23544 944.45632 0.0020497 -0.27005 -0.27895 37.152 37.152 1.65E-01 30.46 116710

2413 AIEDVQDR Unmodified _AIEDVQDR_ B4F9N8_MAIZE 2 473.23544 944.45632 0.05008 0.13755 0.17501 36.467 36.467 1.65E-01 42.12 180140

2414 AIEDVQDR Unmodified _AIEDVQDR_ B4F9N8_MAIZE 2 473.23544 944.45632 -0.095394 0.28286 0.17635 37.131 37.131 3.48E-02 38.44 381770

2415 AIEDVQDR Unmodified _AIEDVQDR_ B4F9N8_MAIZE 2 473.23544 944.45632 -0.013478 0.080361 0.05454 37.199 37.199 5.06E-02 43.35 552780

2416 AIELADPMENAGASLIR Unmodified _AIELADPMENAGASLIR_ B6SXW8_MAIZE 2 885.95637 1769.8982 1.1208 -0.09241 0.99838 95.819 95.819 4.07E-45 96.07 1071000

2417 AIELADPMENAGASLIR Unmodified _AIELADPMENAGASLIR_ B6SXW8_MAIZE 2 885.95637 1769.8982 1.1009 0.088078 1.1588 96.416 96.416 3.33E-51 79.73 271340

2418 AIELADPMENAGASLIR Unmodified _AIELADPMENAGASLIR_ B6SXW8_MAIZE 2 885.95637 1769.8982 1.091 -0.054109 1.0066 96.461 96.461 3.33E-51 99.96 536440

2419 AIELADPMENAGASLIR Unmodified _AIELADPMENAGASLIR_ B6SXW8_MAIZE 2 885.95637 1769.8982 1.0847 -0.19565 0.85981 95.946 95.946 3.33E-51 90.39 1157300

2420 AIELADPMENAGASLIR Unmodified _AIELADPMENAGASLIR_ B6SXW8_MAIZE 2 885.95637 1769.8982 1.1255 0.17754 1.2727 96.506 96.506 4.07E-45 102.29 1787400

2421 AIELADPMENAGASLIR Oxidation (M) _AIELADPM(ox)ENAGASLIR_ B6SXW8_MAIZE 2 893.95383 1785.8931 1.0895 0.093441 1.1561 80.732 80.732 1.37E-17 70.11 229040

2422 AIELADPMENAGASLIR Oxidation (M) _AIELADPM(ox)ENAGASLIR_ B6SXW8_MAIZE 2 893.95383 1785.8931 1.1012 0.003357 1.0773 81.156 81.156 3.33E-51 95.78 431790

2423 AIELADPMENAGASLIR Oxidation (M) _AIELADPM(ox)ENAGASLIR_ B6SXW8_MAIZE 2 893.95383 1785.8931 1.1133 0.086314 1.1722 80.871 80.871 8.28E-39 66.89 236190

2424 AIELADPMENAGASLIR Oxidation (M) _AIELADPM(ox)ENAGASLIR_ B6SXW8_MAIZE 2 893.95383 1785.8931 1.1419 0.086096 1.2004 80.562 80.562 3.33E-51 92.38 922840

2425 AIELADPMENAGASLIR Oxidation (M) _AIELADPM(ox)ENAGASLIR_ B6SXW8_MAIZE 2 893.95383 1785.8931 1.1217 0.098839 1.1936 81.161 81.161 7.78E-69 110.47 1250700

2426 AIELAESR Unmodified _AIELAESR_ B4FP50_MAIZE 2 444.7429 887.47125 0.043617 -0.046982 -0.048396 43.175 43.175 1.90E-02 44.87 5171700

2427 AIELAESR Unmodified _AIELAESR_ B4FP50_MAIZE 2 444.7429 887.47125 0.019874 -0.18115 -0.20588 45.413 45.413 1.90E-02 44.57 3232200

2428 AIELAESR Unmodified _AIELAESR_ B4FP50_MAIZE 2 444.7429 887.47125 -0.073786 0.021793 -0.096578 45.483 45.483 2.92E-02 44.93 4455300

2429 AIELDKESDGAELQNALK Unmodified _AIELDKESDGAELQNALK_ B6THA1_MAIZE 3 648.66886 1942.9848 0.2102 0.018721 0.20088 75.604 75.604 2.73E-10 49.74 4922700

2430 AIELDKESDGAELQNALK Unmodified _AIELDKESDGAELQNALK_ B6THA1_MAIZE 2 972.49965 1942.9848 0.97309 -1.0425 -0.09638 75.592 75.592 5.25E-26 59.42 642760

2431 AIEMMLQSK 2 Oxidation (M) _AIEM(ox)M(ox)LQSK_ B6SXV4_MAIZE 2 541.76466 1081.5148 -0.039922 -0.040346 -0.10545 36.276 36.276 3.04E-03 38.03 129780

2432 AIEMMLQSK 2 Oxidation (M) _AIEM(ox)M(ox)LQSK_ B6SXV4_MAIZE 2 541.76466 1081.5148 0.13356 -0.28837 -0.17993 38.272 38.272 9.15E-03 40.98 101080

2433 AIEMMLQSK 2 Oxidation (M) _AIEM(ox)M(ox)LQSK_ B6SXV4_MAIZE 2 541.76466 1081.5148 0.09474 0.37276 0.44169 38.992 38.992 3.32E-02 43.78 132170

2434 AIEMMLQSK 2 Oxidation (M) _AIEM(ox)M(ox)LQSK_ B6SXV4_MAIZE 2 541.76466 1081.5148 0.037759 0.20043 0.21246 36.941 36.941 3.04E-03 33.89 283330

2435 AIEQRPVQVAER Unmodified _AIEQRPVQVAER_ B6T9H3_MAIZE 3 465.92828 1394.763 0.066992 0.15744 0.20564 41.152 41.152 8.04E-02 17.88 172810

2436 AIEQRPVQVAER Unmodified _AIEQRPVQVAER_ B6T9H3_MAIZE 3 465.92828 1394.763 -0.02153 0.061003 0.019617 41.74 41.74 8.04E-02 18.76 1522700

2437 AIETNLYAQMK Oxidation (M) _AIETNLYAQM(ox)K_ B6TFD8_MAIZE 2 649.32647 1296.6384 0.42109 0.14058 0.53281 54.811 54.811 1.96E-02 31.33 981210

2438 AIETNLYAQMK Unmodified _AIETNLYAQMK_ B6TFD8_MAIZE 2 641.32901 1280.6435 0.42953 0.7753 1.1724 66.92 66.92 1.00E+00 9.4 619130

2439 AIEVAEAIVR Unmodified _AIEVAEAIVR_ B6TF44_MAIZE 2 535.81386 1069.6132 -0.056316 -0.014734 -0.099843 68.028 68.028 2.81E-03 43.21 1380200

2440 AIFAPYSLK Unmodified _AIFAPYSLK_ B6T904_MAIZE 2 505.28949 1008.5644 -0.16308 0.12236 -0.066759 74.812 74.812 3.39E-01 17.18 7821700

2441 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.80526 -0.067877 0.71964 56.744 56.744 1.00E+00 9.69 3993200
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2442 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.62654 0.27573 0.88499 57.85 57.85 1.00E+00 5.74 86647

2443 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.68138 0.1815 0.84505 57.087 57.087 2.64E-01 17.19 1764500

2444 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.788 0.03123 0.80127 58.889 58.889 2.64E-01 23.68 3605200

2445 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.72076 -0.059947 0.64307 58.202 58.202 1.00E+00 10.96 3201000

2446 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.66413 0.23332 0.88009 58.763 58.763 1.00E+00 18.17 1848300

2447 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.71904 -0.3505 0.35236 58.666 58.666 2.78E-01 39.28 23563000

2448 AIFLDR Unmodified _AIFLDR_ B4FSV6_MAIZE 2 367.71341 733.41227 0.54786 0.3322 0.86118 60.274 60.274 5.26E-01 17.37 321880

2449 AIFLSQPNLLELEAPIK Unmodified _AIFLSQPNLLELEAPIK_ B4FS28_MAIZE 2 948.54568 1895.0768 1.2185 0.31427 1.5069 113.46 113.46 8.28E-39 57.06 225980

2450 AIFTEGCK Unmodified _AIFTEGCK_ CH61_MAIZE C 2 463.22603 924.4375 -0.022327 0.39216 0.37079 43.852 43.852 5.06E-02 18.97 3234500

2451 AIFTEGCK Unmodified _AIFTEGCK_ CH61_MAIZE C 2 463.22603 924.4375 -0.16554 0.29083 0.12585 43.539 43.539 2.92E-02 31.31 1694500

2452 AIFTEGCK Unmodified _AIFTEGCK_ CH61_MAIZE C 2 463.22603 924.4375 -0.074847 0.36779 0.29421 46.093 46.093 5.06E-02 25.36 3269800

2453 AIFTEGCK Unmodified _AIFTEGCK_ CH61_MAIZE C 2 463.22603 924.4375 -0.081834 0.15343 0.072234 45.418 45.418 3.77E-01 23.59 1720600

2454 AIFTEGCK Unmodified _AIFTEGCK_ CH61_MAIZE C 2 463.22603 924.4375 -0.20086 0.32382 0.12482 46.105 46.105 2.92E-02 34.09 24748000

2455 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.044 -0.01013 1.035 106.38 106.38 6.53E-30 68.83 4871000

2456 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0421 -0.078688 0.96467 106.96 106.96 6.53E-30 59.62 2783800

2457 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.018 -0.146 0.87257 106.97 106.97 2.40E-39 64.79 4044200

2458 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0171 -0.14824 0.87007 107 107 1.02E-23 66.94 3018500

2459 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0815 -0.036565 1.0462 106.61 106.61 1.02E-23 46.57 1173000

2460 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 3 572.64533 1714.9142 0.17937 -0.082048 0.099245 106.59 106.59 4.82E-01 6.41 246150

2461 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0363 -0.33132 0.70679 107.26 107.26 1.04E-33 67.86 11976000

2462 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0693 -0.001268 1.0687 106.72 106.72 6.53E-30 71.07 314300

2463 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.1063 0.073496 1.181 107.66 107.66 1.04E-33 69.13 220510

2464 AIFVDLEPTVIDEVR Unmodified _AIFVDLEPTVIDEVR_ TBA3_MAIZE Q 2 858.46435 1714.9142 1.0424 -0.000745 1.0435 109.64 109.64 1.26E-03 20.31 104740

2465 AIFVFVK Unmodified _AIFVFVK_ B6SIF1_MAIZE 2 412.25746 822.50036 0.1189 1.0051 1.1274 81.447 81.447 1.00E+00 12.11 113200

2466 AIFVFVK Unmodified _AIFVFVK_ B6SIF1_MAIZE 2 412.25746 822.50036 0.02605 0.040977 0.072019 81.467 81.467 4.46E-01 29.16 1227400

2467 AIGAAQAVGTAPDAYYAK Unmodified _AIGAAQAVGTAPDAYYAK_ Q5GAU1_MAIZE 2 869.44395 1736.8733 1.1267 0.42107 1.5309 64.913 64.913 1.18E-19 70.02 771620

2468 AIGAAQAVGTAPDAYYAK Unmodified _AIGAAQAVGTAPDAYYAK_ Q5GAU1_MAIZE 2 869.44395 1736.8733 1.0646 -0.56846 0.48037 66.418 66.418 5.25E-26 69.91 771350

2469 AIGAAQAVGTAPDAYYAK Unmodified _AIGAAQAVGTAPDAYYAK_ Q5GAU1_MAIZE 2 869.44395 1736.8733 1.0736 -0.71159 0.34687 65.829 65.829 1.77E-34 100.99 591810

2470 AIGAAQAVGTAPDAYYAK Unmodified _AIGAAQAVGTAPDAYYAK_ Q5GAU1_MAIZE 2 869.44395 1736.8733 1.1251 -0.21219 0.89753 66.067 66.067 1.77E-34 77.73 643200

2471 AIGAAQAVGTAPDAYYAK Unmodified _AIGAAQAVGTAPDAYYAK_ Q5GAU1_MAIZE 2 869.44395 1736.8733 1.0481 -0.28466 0.74749 66.322 66.322 1.56E-52 92.16 8473900

2472 AIGDLIGVVK Unmodified _AIGDLIGVVK_ PURA_MAIZE 2 492.80804 983.60153 -0.039432 -0.35728 -0.39584 83.269 83.269 1.25E-02 21.14 411020

2473 AIGDLIGVVK Unmodified _AIGDLIGVVK_ PURA_MAIZE 2 492.80804 983.60153 -0.11666 -0.16771 -0.28417 83.871 83.871 5.76E-06 66.95 7249300

2474 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.14418 -0.22602 -0.070791 73.727 73.727 1.11E-04 57.91 2673700

2475 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.15811 -0.32392 -0.15394 74.845 74.845 1.60E-02 30.68 969450
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2476 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.21995 0.20933 0.43968 74.416 74.416 2.62E-07 39.77 1222700

2477 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.15724 0.034604 0.20303 74.411 74.411 2.62E-07 53.54 1349400

2478 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.17764 -0.27411 -0.085245 74.905 74.905 2.62E-07 63.1 1132900

2479 AIGFDGLGDPGR Unmodified _AIGFDGLGDPGR_ CHIB_MAIZE 2 587.79619 1173.5778 0.046198 -0.14777 -0.090303 74.032 74.032 1.68E-09 67.22 13023000

2480 AIGFIEK Unmodified _AIGFIEK_ B6TYG2_MAIZE 2 389.2289 776.44324 0.37025 0.61107 0.95583 54.958 54.958 7.83E-01 16.84 448490

2481 AIGFIEK Unmodified _AIGFIEK_ B6TYG2_MAIZE 2 389.2289 776.44324 0.40498 0.70743 1.0877 56.715 56.715 4.46E-01 26.24 1049000

2482 AIGFIEK Unmodified _AIGFIEK_ B6TYG2_MAIZE 2 389.2289 776.44324 0.43705 -0.059457 0.35452 56.985 56.985 1.86E-01 22.57 10047000

2483 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.16204 0.061643 0.20574 56.254 56.254 1.90E-02 48.85 13408000

2484 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.0017861 0.37835 0.36142 57.904 57.904 5.06E-02 33.29 207910

2485 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.07195 -0.08089 -0.026065 56.76 56.76 1.90E-02 35.31 4421200

2486 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.14543 -0.12176 0.0047947 58.414 58.414 2.34E-03 44.89 8039300

2487 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.12778 -0.22072 -0.10956 57.749 57.749 1.90E-02 36.52 4689600

2488 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.046927 0.43536 0.46379 58.348 58.348 2.92E-02 50.99 4419800

2489 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.079873 -0.22017 -0.15832 58.216 58.216 1.90E-02 44.82 35734000

2490 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 0.17484 0.8558 1.0108 56.994 56.994 1.00E+00 7.18 849180

2491 AIGINVPR Unmodified _AIGINVPR_ B4FAD9_MAIZE 2 420.25852 838.50249 -0.028603 0.15703 0.1104 59.939 59.939 1.90E-02 31.21 1126400

2492 AIGLMPMIDQGEADDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEADDK_ B4FJX6_MAIZE 2 868.3975 1734.7804 1.047 0.063747 1.1042 64.124 64.124 2.01E-43 64.48 789080

2493 AIGLMPMIDQGEADDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEADDK_ B4FJX6_MAIZE 2 868.3975 1734.7804 1.0527 -0.23716 0.80946 64.827 64.827 2.61E-38 63.48 849880

2494 AIGLMPMIDQGEADDK Oxidation (M) _AIGLMPM(ox)IDQGEADDK_ B4FJX6_MAIZE 2 860.40004 1718.7855 1.0816 -0.35517 0.71774 78.215 78.215 7.01E-14 54.65 276250

2495 AIGLMPMIDQGEADDKIIAVCADDPEYR 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEADDKIIAVCADDPEYR_ B4FJX6_MAIZE 3 1046.8191 3137.4355 1.1272 -0.032013 1.0892 88.974 88.974 5.01E-17 55.07 978050

2496 AIGLMPMIDQGEADDKIIAVCADDPEYR 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEADDKIIAVCADDPEYR_ B4FJX6_MAIZE 3 1046.8191 3137.4355 1.1224 -0.32174 0.79498 89.377 89.377 5.85E-15 55.82 1560900

2497 AIGLMPMIDQGEK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEK_ B4FXF9_MAIZE 2 717.852 1433.6894 0.64061 -0.087219 0.54275 60.379 60.379 1.86E-06 43.72 1980600

2498 AIGLMPMIDQGEK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEK_ B4FXF9_MAIZE 2 717.852 1433.6894 0.63654 -0.2044 0.42196 61.18 61.18 1.94E-19 48.12 2277600

2499 AIGLMPMIDQGEK Oxidation (M) _AIGLM(ox)PMIDQGEK_ B4FXF9_MAIZE 2 709.85454 1417.6945 0.63969 1.9863 2.6091 70.195 70.195 3.13E-02 18.88 544940

2500 AIGLMPMIDQGEK Oxidation (M) _AIGLM(ox)PMIDQGEK_ B4FXF9_MAIZE 2 709.85454 1417.6945 0.67233 -0.1482 0.51104 70.739 70.739 2.50E-01 10.06 308740

2501 AIGLMPMIDQGEK Oxidation (M) _AIGLMPM(ox)IDQGEK_ B4FXF9_MAIZE 2 709.85454 1417.6945 0.64359 0.43585 1.0647 74.79 74.79 2.65E-01 15.19 799440

2502 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 3 598.28671 1791.8383 0.23406 -0.090105 0.13576 57.536 57.536 1.00E+00 4.11 1098000

2503 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 3 598.28671 1791.8383 0.10107 -0.5213 -0.42873 55.565 55.565 8.78E-05 23.03 11973000

2504 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 2 896.92642 1791.8383 1.0692 -0.16524 0.89512 55.571 55.571 1.25E-09 41.91 980780

2505 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 2 896.92642 1791.8383 1.0528 -0.11613 0.92829 56.231 56.231 5.93E-17 47.79 1323000

2506 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 3 598.28671 1791.8383 0.092214 -0.64687 -0.56168 56.251 56.251 2.60E-01 6.74 17239000

2507 AIGLMPMIDQGEKDDK 2 Oxidation (M) _AIGLM(ox)PM(ox)IDQGEKDDK_ B4FXF9_MAIZE 3 598.28671 1791.8383 0.21851 -0.25964 -0.049873 58.495 58.495 1.00E+00 10.28 220730

2508 AIGLMPMIDQGEKDDK Oxidation (M) _AIGLM(ox)PMIDQGEKDDK_ B4FXF9_MAIZE 3 592.95507 1775.8434 0.13725 -0.80308 -0.6749 65.194 65.194 6.54E-03 31.04 3528400

2509 AIGLMPMIDQGEKDDK Oxidation (M) _AIGLM(ox)PMIDQGEKDDK_ B4FXF9_MAIZE 3 592.95507 1775.8434 0.12297 0.33891 0.44949 65.973 65.973 4.93E-01 16.23 3017900
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2510 AIGLMPMIDQGEKDDK Oxidation (M) _AIGLMPM(ox)IDQGEKDDK_ B4FXF9_MAIZE 3 592.95507 1775.8434 0.12421 -0.1341 -0.021 68.384 68.384 1.05E-01 13.26 4491200

2511 AIGLMPMIDQGEKDDK Oxidation (M) _AIGLMPM(ox)IDQGEKDDK_ B4FXF9_MAIZE 2 888.92896 1775.8434 1.0798 -0.52209 0.54707 68.404 68.404 1.67E-02 14.37 699200

2512 AIGLMPMIDQGEKDDK Unmodified _AIGLMPMIDQGEKDDK_ B4FXF9_MAIZE 3 587.62343 1759.8485 0.1224 0.54482 0.65216 78.612 78.612 2.60E-01 13.83 3135200

2513 AIGSGSEGADSSLQEQYNK Unmodified _AIGSGSEGADSSLQEQYNK_ B6TJB6_MAIZE 2 970.94524 1939.8759 1.0456 0.058201 1.0893 53.307 53.307 1.84E-40 131.23 6173900

2514 AIGTEIEWYPGK Unmodified _AIGTEIEWYPGK_ Q8L8G5_MAIZE 2 682.34826 1362.682 0.5259 -0.89287 -0.38159 81.792 81.792 1.60E-02 16.7 153980

2515 AIGTEIEWYPGK Unmodified _AIGTEIEWYPGK_ Q8L8G5_MAIZE 2 682.34826 1362.682 0.58497 -0.14908 0.41978 82.262 82.262 4.56E-01 34.09 409060

2516 AIGTEIEWYPGK Unmodified _AIGTEIEWYPGK_ Q8L8G5_MAIZE 2 682.34826 1362.682 0.60872 -0.17666 0.41593 81.953 81.953 1.98E-03 49.28 640530

2517 AIGTEIEWYPGK Unmodified _AIGTEIEWYPGK_ Q8L8G5_MAIZE 2 682.34826 1362.682 0.54185 -0.18236 0.34368 82.098 82.098 2.05E-12 69.21 10020000

2518 AIGVDLLNNPDLVATDPVISFK Unmodified _AIGVDLLNNPDLVATDPVISFK_ B6TR38_MAIZE 2 1156.1308 2310.2471 1.2525 0.42846 1.6813 119.72 119.72 4.59E-36 83.53 1522300

2519 AIGVDLLNNPDLVATDPVISFK Unmodified _AIGVDLLNNPDLVATDPVISFK_ B6TR38_MAIZE 3 771.08965 2310.2471 0.90656 0.28345 1.1911 119.72 119.72 2.15E-02 20.6 558680

2520 AIGVDLLNNPDLVATDPVISFK Unmodified _AIGVDLLNNPDLVATDPVISFK_ B6TR38_MAIZE 3 771.08965 2310.2471 0.87914 0.19194 1.0716 121.48 121.48 1.22E-04 51.67 598360

2521 AIGVDLLNNPDLVATDPVISFK Unmodified _AIGVDLLNNPDLVATDPVISFK_ B6TR38_MAIZE 2 1156.1308 2310.2471 1.1023 0.24172 1.3449 121.5 121.5 6.50E-45 117.89 1133200

2522 AIGVEINK Unmodified _AIGVEINK_ B6SYW9_MAIZE 2 422.25036 842.48617 0.17925 -0.082114 0.069148 46.477 46.477 7.88E-01 2.46 4497400

2523 AIGVEINK Unmodified _AIGVEINK_ B6SYW9_MAIZE 2 422.25036 842.48617 0.16736 0.086762 0.22521 48.719 48.719 3.77E-01 5.32 1464400

2524 AIGVEINK Unmodified _AIGVEINK_ B6SYW9_MAIZE 2 422.25036 842.48617 0.22084 -0.003444 0.18972 46.758 46.758 3.77E-01 10.17 846910

2525 AIGVEINK Unmodified _AIGVEINK_ B6SYW9_MAIZE 2 422.25036 842.48617 -0.052316 0.26784 0.18685 50.003 50.003 5.06E-02 19.26 2994200

2526 AIGVSNFSCK Unmodified _AIGVSNFSCK_ B4FID4_MAIZE 2 541.76859 1081.5226 0.074192 0.36422 0.44146 56.083 56.083 1.62E-03 23.25 808410

2527 AIGVSNFSCK Unmodified _AIGVSNFSCK_ B4FID4_MAIZE 2 541.76859 1081.5226 -0.062967 0.20664 0.146 56.796 56.796 4.40E-05 51.06 8072000

2528 AIGVSNFSSK Unmodified _AIGVSNFSSK_ A2T1W7_MAIZE 2 505.26928 1008.524 -0.038158 -0.4568 -0.5016 51.265 51.265 1.25E-02 26.91 641480

2529 AIGVSNFSSK Unmodified _AIGVSNFSSK_ A2T1W7_MAIZE 2 505.26928 1008.524 -0.13586 -0.081197 -0.22592 54.035 54.035 2.81E-03 35.46 12011000

2530 AIGVSNFTTR Unmodified _AIGVSNFTTR_ B4FQR3_MAIZE 2 533.28801 1064.5615 -0.076167 0.47814 0.40374 61.75 61.75 1.62E-03 41.71 4594700

2531 AIHYTSGGPWFDR Unmodified _AIHYTSGGPWFDR_ B6TJT9_MAIZE 3 502.909 1505.7052 0.032373 0.3113 0.34685 68.187 68.187 3.48E-01 14.65 253380

2532 AIHYTSGGPWFDR Unmodified _AIHYTSGGPWFDR_ B6TJT9_MAIZE 3 502.909 1505.7052 -0.10565 -0.18427 -0.28566 69.448 69.448 9.19E-03 22.36 1194100

2533 AIHYTSGGPWFDR Unmodified _AIHYTSGGPWFDR_ B6TJT9_MAIZE 3 502.909 1505.7052 -0.091706 0.030016 -0.056081 69.086 69.086 1.86E-02 19.77 1445300

2534 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.32112 -0.16425 0.14811 42.183 42.183 1.98E-03 53.48 468110

2535 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.31719 0.34208 0.65057 44.347 44.347 7.61E-14 72.9 715930

2536 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.25522 -0.038512 0.20759 41.619 41.619 1.98E-03 64.07 154840

2537 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.2377 0.42344 0.65107 43.941 43.941 2.62E-07 80.75 241420

2538 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.31875 -0.43902 -0.12835 44.336 44.336 2.05E-12 75.8 324230

2539 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.28589 0.027865 0.30513 46.547 46.547 2.05E-12 81.7 394090

2540 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.2439 0.013784 0.24982 44.422 44.422 7.61E-14 75.84 1617300

2541 AIIAEGSCGSPR Unmodified _AIIAEGSCGSPR_ B4FQC6_MAIZE 2 609.30078 1216.587 0.24544 0.59245 0.829 46.674 46.674 2.05E-12 75.57 1247100

2542 AIIALMAHPEPDSPLNCDSGNLLR Oxidation (M) _AIIALM(ox)AHPEPDSPLNCDSGNLLR_ B4FA99_MAIZE 3 874.10011 2619.2785 1.0559 -0.54301 0.50212 90.069 90.069 7.69E-47 75.39 339780

2543 AIIEPGNQELEIESGPISLR Unmodified _AIIEPGNQELEIESGPISLR_ B6SIH5_MAIZE 2 1083.0761 2164.1376 1.1999 0.12984 1.3054 95.483 95.483 3.46E-29 97.45 289350
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2544 AIIEPGNQEVEIESGPISLR Unmodified _AIIEPGNQEVEIESGPISLR_ B6SLP8_MAIZE 2 1076.0682 2150.1219 1.1955 0.1927 1.3689 90.525 90.525 3.46E-29 110.36 343220

2545 AIIISVIDNLVK Unmodified _AIIISVIDNLVK_ B4FAI1_MAIZE 2 649.40812 1296.8017 0.46349 0.48513 0.93066 117.32 117.32 8.05E-01 8.42 125430

2546 AIIISVIDNLVK Unmodified _AIIISVIDNLVK_ B4FAI1_MAIZE 2 649.40812 1296.8017 0.54041 0.42755 0.95004 117.81 117.81 6.74E-02 20.7 131250

2547 AIIVQPER Unmodified _AIIVQPER_ Q8S4W9_MAIZE 2 463.27691 924.53927 -0.14992 0.21942 0.046177 45.148 45.148 5.06E-02 33.78 339290

2548 AIIVQPER Unmodified _AIIVQPER_ Q8S4W9_MAIZE 2 463.27691 924.53927 -0.030425 0.23944 0.18713 47.755 47.755 3.77E-01 22.69 369230

2549 AIKEEIDKR Unmodified _AIKEEIDKR_ B6UC34_MAIZE 3 367.88027 1100.619 0.98597 0.14841 1.0908 29.109 29.109 2.35E-02 30.05 34559

2550 AIKEEIDKR Unmodified _AIKEEIDKR_ B6UC34_MAIZE 3 367.88027 1100.619 0.83747 0.39896 1.1927 29.313 29.313 5.45E-01 27.23 30515

2551 AILCVPFPYQK Unmodified _AILCVPFPYQK_ Q9SPD7_MAIZE 2 668.36011 1334.7057 0.53962 0.23756 0.77574 89.608 89.608 4.96E-02 19.39 1963200

2552 AILCVPFPYQK Unmodified _AILCVPFPYQK_ Q9SPD7_MAIZE 2 668.36011 1334.7057 0.5563 0.65095 1.2044 90.221 90.221 3.83E-01 7.05 290950

2553 AILCVPFPYQK Unmodified _AILCVPFPYQK_ Q9SPD7_MAIZE 2 668.36011 1334.7057 0.48315 0.41077 0.89126 89.924 89.924 1.47E-01 21.44 1489600

2554 AILEDR Unmodified _AILEDR_ B6TBL9_MAIZE 2 358.7005 715.38645 0.68222 -0.12322 0.52535 38.589 38.589 2.78E-01 26.68 349040

2555 AILENPNDNTK Unmodified _AILENPNDNTK_ Q9ZPN0_MAIZE 2 614.81204 1227.6095 0.3093 0.00451 0.28592 42.375 42.375 1.47E-01 30.85 1004400

2556 AILENPNDNTK Unmodified _AILENPNDNTK_ Q9ZPN0_MAIZE 2 614.81204 1227.6095 0.27244 0.31567 0.55953 41.748 41.748 1.47E-01 21.33 201860

2557 AILENPNDNTK Unmodified _AILENPNDNTK_ Q9ZPN0_MAIZE 2 614.81204 1227.6095 0.31062 -0.31979 -0.036436 44.511 44.511 7.60E-01 28.45 229680

2558 AILENPNDNTK Unmodified _AILENPNDNTK_ Q9ZPN0_MAIZE 2 614.81204 1227.6095 0.25824 0.10121 0.33155 45.383 45.383 3.83E-01 20.64 1860900

2559 AILGDAFDVGMK Oxidation (M) _AILGDAFDVGM(ox)K_ B6SS66_MAIZE 2 626.81574 1251.6169 0.37619 0.10979 0.48848 79.492 79.492 2.00E-01 11.12 285410

2560 AILGDAFDVGMK Oxidation (M) _AILGDAFDVGM(ox)K_ B6SS66_MAIZE 2 626.81574 1251.6169 0.42033 0.28809 0.71039 80.048 80.048 1.00E+00 0.67 815590

2561 AILPYSQALEK Unmodified _AILPYSQALEK_ B4G0N0_MAIZE 2 616.8479 1231.6812 0.30855 -0.027059 0.24754 71.866 71.866 3.57E-04 35.42 2951200

2562 AILPYSQALEK Unmodified _AILPYSQALEK_ B4G0N0_MAIZE 2 616.8479 1231.6812 0.29259 -0.034894 0.22353 72.559 72.559 1.47E-01 28.69 1105600

2563 AILPYSQALEK Unmodified _AILPYSQALEK_ B4G0N0_MAIZE 2 616.8479 1231.6812 0.31387 -0.087183 0.19319 73.191 73.191 4.96E-02 28.6 1791400

2564 AILPYSQALEK Unmodified _AILPYSQALEK_ B4G0N0_MAIZE 2 616.8479 1231.6812 0.34314 -0.11229 0.19701 72.78 72.78 4.96E-02 30.16 612830

2565 AILPYSQALEK Unmodified _AILPYSQALEK_ B4G0N0_MAIZE 2 616.8479 1231.6812 0.24046 0.053287 0.26089 72.755 72.755 1.67E-02 27.62 4463800

2566 AILVNIFGGIMK Oxidation (M) _AILVNIFGGIM(ox)K_ B4FRH5_MAIZE 2 646.37577 1290.737 0.48443 0.20889 0.68356 101.09 101.09 1.00E+00 14.01 659410

2567 AILVNIFGGIMK Oxidation (M) _AILVNIFGGIM(ox)K_ B4FRH5_MAIZE 2 646.37577 1290.737 0.49318 0.19742 0.68144 101.75 101.75 1.85E-01 18.08 464770

2568 AILVNIFGGIMK Oxidation (M) _AILVNIFGGIM(ox)K_ B4FRH5_MAIZE 2 646.37577 1290.737 0.48271 0.33147 0.80496 101.4 101.4 1.00E+00 4.93 318300

2569 AILVNIFGGIMK Oxidation (M) _AILVNIFGGIM(ox)K_ B4FRH5_MAIZE 2 646.37577 1290.737 0.49095 0.32596 0.80801 101.87 101.87 1.00E+00 15.28 614770

2570 AILYALVAR Unmodified _AILYALVAR_ B6U726_MAIZE 2 495.31075 988.60695 -0.18482 0.10792 -0.11098 81.392 81.392 9.73E-03 50.26 96823

2571 AILYALVAR Unmodified _AILYALVAR_ B6U726_MAIZE 2 495.31075 988.60695 -0.16031 -0.076024 -0.27069 81.226 81.226 3.13E-03 46.36 191240

2572 AILYALVAR Acetyl (Protein N-term) _(ac)AILYALVAR_ B6U726_MAIZE 2 516.31603 1030.6175 0.017754 0.269 0.24663 127.28 127.28 1.00E+00 3.15 141140

2573 AINAITAHLK Unmodified _AINAITAHLK_ B4FMM3_MAIZE 3 351.21347 1050.6186 1.1021 0.3417 1.4112 53.107 53.107 5.31E-01 13.79 283020

2574 AINAITAHLK Unmodified _AINAITAHLK_ B4FMM3_MAIZE 3 351.21347 1050.6186 1.0319 0.15793 1.1573 52.421 52.421 5.31E-01 10.69 244260

2575 AINAITAHLK Unmodified _AINAITAHLK_ B4FMM3_MAIZE 2 526.31657 1050.6186 -0.042199 -0.027329 -0.10025 53.09 53.09 1.84E-04 42.83 1247000

2576 AINAITAHLK Unmodified _AINAITAHLK_ B4FMM3_MAIZE 2 526.31657 1050.6186 0.012967 -0.018628 -0.037823 52.401 52.401 1.45E-01 33.01 711620

2577 AINEILQPVR Unmodified _AINEILQPVR_ B4FKK9_MAIZE 2 576.84041 1151.6663 0.21241 0.022919 0.21032 68.579 68.579 3.43E-01 13.69 369770
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2578 AINEILQPVR Unmodified _AINEILQPVR_ B4FKK9_MAIZE 2 576.84041 1151.6663 0.15303 0.25663 0.3848 69.034 69.034 1.25E-02 39.85 1286000

2579 AINEILQPVR Unmodified _AINEILQPVR_ B4FKK9_MAIZE 2 576.84041 1151.6663 0.091132 -0.017699 0.04839 69.061 69.061 1.84E-04 58.17 3285700

2580 AINETHELK Unmodified _AINETHELK_ B6U4J8_MAIZE 3 352.1891 1053.5455 1.0429 0.11375 1.1241 30.951 30.951 2.35E-01 18.11 81155

2581 AINETHELK Unmodified _AINETHELK_ B6U4J8_MAIZE 2 527.78001 1053.5455 0.093924 0.17735 0.23943 30.954 30.954 3.32E-02 26.29 57190

2582 AINGALECNGNNPAQMNAR Oxidation (M) _AINGALECNGNNPAQM(ox)NAR_ B4FTS6_MAIZE 2 1015.9602 2029.9058 1.1585 -0.28452 0.85434 49.991 49.991 1.10E-40 95.67 585490

2583 AINGALECNGNNPAQMNAR Unmodified _AINGALECNGNNPAQMNAR_ B4FTS6_MAIZE 2 1007.9627 2013.9109 1.1511 -0.17012 0.95967 57.357 57.357 5.89E-20 84 409590

2584 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 3 439.21275 1314.6164 0.14871 0.01184 0.12721 28.817 28.817 1.00E+00 7.41 17860

2585 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 2 658.31548 1314.6164 0.63602 -0.31014 0.29347 27.994 27.994 1.47E-01 15.84 23814

2586 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 3 439.21275 1314.6164 0.12815 0.15692 0.25141 27.996 27.996 5.15E-02 19.04 122890

2587 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 3 439.21275 1314.6164 0.084402 0.34791 0.39979 28.61 28.61 6.79E-01 9.84 194190

2588 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 2 658.31548 1314.6164 0.60189 -0.30932 0.26057 28.598 28.598 7.60E-01 13.63 41045

2589 AINRPESDEER Unmodified _AINRPESDEER_ B6TZD9_MAIZE 3 439.21275 1314.6164 0.074179 0.34371 0.38485 29.342 29.342 1.00E+00 1.12 8923.4

2590 AINTIQANK Unmodified _AINTIQANK_ B6T6B3_MAIZE 2 486.77727 971.53999 0.042069 -0.008521 -9.42E-05 33.03 33.03 3.32E-02 15.22 119060

2591 AINTIQANK Unmodified _AINTIQANK_ B6T6B3_MAIZE 2 486.77727 971.53999 -0.017351 -0.12035 -0.16991 33.858 33.858 1.12E-01 16.84 176110

2592 AINTLESWIK Unmodified _AINTLESWIK_ B4FB65_MAIZE 2 587.82696 1173.6394 0.15454 0.35747 0.48463 85.947 85.947 1.45E-01 21.82 585810

2593 AIPEIWGEAAER Unmodified _AIPEIWGEAAER_ B4FL38_MAIZE 2 671.34351 1340.6725 0.46448 0.11041 0.54318 80.677 80.677 2.05E-12 70.87 1920100

2594 AIPGYGGGMSSAK Unmodified _AIPGYGGGMSSAK_ B6TFF6_MAIZE 2 598.29243 1194.5703 0.25529 -0.09171 0.1538 50.048 50.048 9.49E-01 8.11 948630

2595 AIPGYGGGMSSAK Unmodified _AIPGYGGGMSSAK_ B6TFF6_MAIZE 2 598.29243 1194.5703 0.14917 0.20707 0.34671 52.903 52.903 5.66E-01 18.04 3217100

2596 AIPGYGGGMSSAK Oxidation (M) _AIPGYGGGM(ox)SSAK_ B6TFF6_MAIZE 2 606.28989 1210.5652 0.12641 -0.14741 -0.026797 41.065 41.065 1.00E+00 9.61 23372

2597 AIPGYGGGMSSAK Oxidation (M) _AIPGYGGGM(ox)SSAK_ B6TFF6_MAIZE 2 606.28989 1210.5652 0.24888 0.07137 0.31342 40.238 40.238 1.00E+00 10.53 151900

2598 AIPGYGGGMSSAK Oxidation (M) _AIPGYGGGM(ox)SSAK_ B6TFF6_MAIZE 2 606.28989 1210.5652 0.32825 -0.12423 0.19762 42.987 42.987 8.08E-01 11.56 204830

2599 AIPGYGGGMSSAK Oxidation (M) _AIPGYGGGM(ox)SSAK_ B6TFF6_MAIZE 2 606.28989 1210.5652 0.33934 0.29201 0.62453 42.247 42.247 1.00E+00 24.77 262240

2600 AIPGYGGGMSSAK Oxidation (M) _AIPGYGGGM(ox)SSAK_ B6TFF6_MAIZE 2 606.28989 1210.5652 0.2184 0.024586 0.23601 43.536 43.536 7.84E-04 40.9 3913200

2601 AIPNQQIIGK Unmodified _AIPNQQIIGK_ B4FI06_MAIZE 2 541.32185 1080.6291 -0.061293 0.28283 0.19995 55.081 55.081 1.45E-01 25.81 706550

2602 AIPNQQIISK Unmodified _AIPNQQIISK_ B4FGM4_MAIZE 2 556.32713 1110.6397 -0.0054528 -0.64679 -0.67719 50.576 50.576 1.00E+00 2 41770

2603 AIPNQQIISK Unmodified _AIPNQQIISK_ B4FGM4_MAIZE 2 556.32713 1110.6397 0.063325 -0.17692 -0.1403 50.16 50.16 1.00E+00 6.81 504420

2604 AIPNQQIISK Unmodified _AIPNQQIISK_ B4FGM4_MAIZE 2 556.32713 1110.6397 -0.02066 0.055882 0.009227 53.463 53.463 2.81E-03 43.23 2075500

2605 AIPSACNLPNAK Unmodified _AIPSACNLPNAK_ B6ST99_MAIZE 2 628.3268 1254.6391 0.2614 -2.5708 -2.3276 53.47 53.47 2.00E-01 22.56 162640

2606 AIPTLPINLEDAAR Unmodified _AIPTLPINLEDAAR_ B6TIG4_MAIZE 2 747.41975 1492.8249 0.78465 -0.086886 0.6723 94.693 94.693 2.96E-06 61.11 4706300

2607 AIPTLPINLEDAAR Unmodified _AIPTLPINLEDAAR_ B6TIG4_MAIZE 2 747.41975 1492.8249 0.81241 0.25218 1.0387 95.357 95.357 2.25E-03 50.41 1246000

2608 AIPTLPINLEDAAR Unmodified _AIPTLPINLEDAAR_ B6TIG4_MAIZE 2 747.41975 1492.8249 0.81244 0.22645 1.0129 95.358 95.358 3.56E-04 58.82 1087600

2609 AIPTLPINLEDAAR Unmodified _AIPTLPINLEDAAR_ B6TIG4_MAIZE 2 747.41975 1492.8249 0.87335 0.51296 1.3597 95.171 95.171 2.25E-03 45.96 435310

2610 AIPTLPINLEDAAR Unmodified _AIPTLPINLEDAAR_ B6TIG4_MAIZE 2 747.41975 1492.8249 0.82277 0.18902 0.98628 94.831 94.831 2.25E-03 43.02 1076100

2611 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 2 745.40116 1488.7878 0.79086 0.209 0.9963 121.04 121.04 1.68E-09 61.34 9114300
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2612 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 3 497.26987 1488.7878 -0.015608 -0.36529 -0.38385 121.02 121.02 1.00E+00 1.47 727740

2613 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 2 745.40116 1488.7878 0.81606 -0.18205 0.63159 121.5 121.5 1.68E-09 66.44 3761100

2614 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 3 497.26987 1488.7878 -0.15741 -0.16324 -0.32225 121.5 121.5 1.00E+00 5.31 556060

2615 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 2 745.40116 1488.7878 0.7928 -0.19019 0.59966 121.68 121.68 1.68E-09 76.43 3263700

2616 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 2 745.40116 1488.7878 0.82932 0.23398 1.0604 121.71 121.71 1.68E-09 52.6 389850

2617 AIPWIFAWTQTR Unmodified _AIPWIFAWTQTR_ CAPP2_MAIZE 2 745.40116 1488.7878 0.88811 -0.57428 0.31246 122.52 122.52 6.74E-02 26 56988

2618 AIQAFSPLR Unmodified _AIQAFSPLR_ B4FB16_MAIZE 2 501.79018 1001.5658 0.062369 -0.34239 -0.29944 66.093 66.093 1.12E-01 18.01 279950

2619 AIQESTGATIR Unmodified _AIQESTGATIR_ B6T6U2_MAIZE 2 573.8093 1145.6041 0.13998 0.031478 0.15604 41.629 41.629 3.60E-06 41.58 1484600

2620 AIQESTSATIR Unmodified _AIQESTSATIR_ B6TJ76_MAIZE 2 588.81458 1175.6146 0.21544 -0.10337 0.092458 41.971 41.971 5.66E-08 58.57 1205500

2621 AISAEVLQASFNTTPEMEK Unmodified _AISAEVLQASFNTTPEMEK_ B6THG1_MAIZE 2 1033.5092 2065.0038 1.232 -0.55971 0.65613 89.467 89.467 5.63E-03 19.1 456750

2622 AISAEVLQASFNTTPEMEK Oxidation (M) _AISAEVLQASFNTTPEM(ox)EK_ B6THG1_MAIZE 2 1041.5066 2080.9987 1.2355 0.13782 1.359 83.818 83.818 5.48E-24 76.58 756580

2623 AISEECGPQGLPIDLR Unmodified _AISEECGPQGLPIDLR_ B6TFF6_MAIZE 2 877.94072 1753.8669 1.0797 -0.15229 0.92031 82.579 82.579 1.02E-04 55.9 92016

2624 AISEECGPQGLPIDLR Unmodified _AISEECGPQGLPIDLR_ B6TFF6_MAIZE 2 877.94072 1753.8669 1.1123 0.027499 1.1322 82.734 82.734 1.27E-09 77.42 2087300

2625 AISELIPHEIANIEK Unmodified _AISELIPHEIANIEK_ B4FIZ5_MAIZE 3 559.64544 1675.9145 0.088508 0.06783 0.12197 88.431 88.431 1.98E-01 28.7 2642300

2626 AISELIPHEIANIEK Unmodified _AISELIPHEIANIEK_ B4FIZ5_MAIZE 2 838.96452 1675.9145 1.065 -0.26512 0.76578 88.466 88.466 1.60E-05 40.69 878150

2627 AISELIPHEIANIEK Unmodified _AISELIPHEIANIEK_ B4FIZ5_MAIZE 2 838.96452 1675.9145 1.0545 0.070062 1.0904 88.126 88.126 1.12E-07 50.15 538450

2628 AISELIPHEIANIEK Unmodified _AISELIPHEIANIEK_ B4FIZ5_MAIZE 3 559.64544 1675.9145 0.06344 0.22797 0.25734 90.599 90.599 1.98E-01 13.83 125090

2629 AISGGPVYVSDAPGK Unmodified _AISGGPVYVSDAPGK_ Q575Z7_MAIZE 2 709.36972 1416.7249 0.73002 -0.28808 0.4449 57.429 57.429 2.05E-04 58.37 269210

2630 AISGVQTVR Unmodified _AISGVQTVR_ B6TNU0_MAIZE 2 465.77199 929.52943 -0.010588 0.026566 0.019786 38.293 38.293 9.73E-03 43.05 2037100

2631 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.67991 0.2615 0.90123 54.869 54.869 1.00E+00 1.23 36586

2632 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.71205 0.18447 0.85704 54.036 54.036 7.83E-01 18.6 409670

2633 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.82112 0.44734 1.2265 55.826 55.826 1.00E+00 5.65 702590

2634 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.82287 0.40485 1.1882 55.144 55.144 1.00E+00 8.15 391090

2635 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.73258 0.20611 0.8994 55.766 55.766 1.00E+00 4.52 473310

2636 AISSLLK Unmodified _AISSLLK_ B4FYH2_MAIZE 2 366.23672 730.45889 0.84888 0.31309 1.1225 55.341 55.341 4.46E-01 21.76 947590

2637 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.663 -0.17578 0.47591 54.431 54.431 1.00E-11 69.17 3936000

2638 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.6698 -0.24821 0.4117 54.455 54.455 1.00E-11 71.16 1403700

2639 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.67184 -0.27125 0.38936 56.488 56.488 2.50E-15 75.57 2457900

2640 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.68811 -0.34073 0.33757 55.757 55.757 2.50E-15 84.47 2011600

2641 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.67222 -0.057204 0.6041 56.42 56.42 2.61E-08 73.82 1177000

2642 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.70503 0.005589 0.69955 56.397 56.397 4.68E-05 56.45 1985800

2643 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.65531 -0.18351 0.4614 57.031 57.031 2.61E-08 100.85 9137400

2644 AISSSSAYDDQFK Unmodified _AISSSSAYDDQFK_ B4FRC9_MAIZE 2 709.82535 1417.6361 0.65059 -0.25402 0.38631 54.825 54.825 1.47E-03 61.98 878570

2645 AITAPTPDILGER Unmodified _AITAPTPDILGER_ B6TKY3_MAIZE 2 677.37227 1352.73 0.60143 -0.09339 0.49725 75.747 75.747 3.13E-02 28.78 1705800
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2646 AITAPTPDILGER Unmodified _AITAPTPDILGER_ B6TKY3_MAIZE 2 677.37227 1352.73 0.57292 0.067316 0.62927 76.17 76.17 3.13E-02 25.47 694860

2647 AITAPTPDILGER Unmodified _AITAPTPDILGER_ B6TKY3_MAIZE 2 677.37227 1352.73 0.62099 -0.28295 0.32716 76.346 76.346 5.66E-01 30.28 355010

2648 AITAPTPDILGER Unmodified _AITAPTPDILGER_ B6TKY3_MAIZE 2 677.37227 1352.73 0.63932 0.44473 1.072 76.207 76.207 3.13E-02 33.24 791560

2649 AITELNGVTSR Unmodified _AITELNGVTSR_ B6SV32_MAIZE 2 580.81713 1159.6197 0.17641 -1.4864 -1.3174 54.617 54.617 5.66E-08 85.71 2644700

2650 AITELNGVTSR Unmodified _AITELNGVTSR_ B6SV32_MAIZE 2 580.81713 1159.6197 0.10607 -0.7019 -0.60536 54.884 54.884 3.57E-04 59.27 947950

2651 AITELNGVTSR Unmodified _AITELNGVTSR_ B6SV32_MAIZE 2 580.81713 1159.6197 0.16783 -1.7599 -1.5984 56.811 56.811 4.43E-05 55.25 1119900

2652 AITELNGVTSR Unmodified _AITELNGVTSR_ B6SV32_MAIZE 2 580.81713 1159.6197 0.17497 -1.3813 -1.2137 56.081 56.081 4.43E-05 62.68 1448400

2653 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0903 -0.55836 0.54069 131.44 131.44 3.81E-04 31.3 260440

2654 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0785 0.2867 1.3723 136.75 136.75 6.00E-05 28.48 574320

2655 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 2 1250.6174 2499.2203 1.2009 -0.091818 1.1174 136.84 136.84 1.96E-09 77.46 535110

2656 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0433 0.13607 1.1874 128.78 128.78 7.34E-03 17.77 67002

2657 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 0.98821 -0.15265 0.84367 123.94 123.94 4.65E-06 45.48 197030

2658 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 2 1250.6174 2499.2203 1.2233 0.26982 1.5013 127.13 127.13 1.32E-07 60.5 136380

2659 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0686 0.16939 1.2456 128.77 128.77 1.61E-06 46.61 268700

2660 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.051 0.54871 1.6068 131.67 131.67 8.99E-06 44.38 221180

2661 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.07 0.21741 1.2951 137.08 137.08 6.49E-11 48.16 459920

2662 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0964 -0.011865 1.0921 137.77 137.77 6.00E-05 21.14 52022

2663 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.0659 -0.19299 0.88052 128.74 128.74 6.00E-05 22.03 222830

2664 AITGSFIGSIDETAEVLQFCVDK Unmodified _AITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 834.08071 2499.2203 1.1048 0.00387 1.116 137.2 137.2 4.92E-01 13.96 112370

2665 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.038011 0.17823 0.10976 46.371 46.371 2.92E-02 42.14 4521200

2666 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.18608 0.12848 -0.087004 46.876 46.876 1.90E-02 46 85182

2667 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.17938 0.3394 0.12837 46.167 46.167 5.06E-02 28.49 1032800

2668 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.11667 0.32005 0.17286 48.769 48.769 5.06E-02 30.61 1381600

2669 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.11665 0.34704 0.19968 49.271 49.271 1.65E-01 13.88 759000

2670 AITSAYYR Unmodified _AITSAYYR_ B4FIB2_MAIZE 2 472.74544 943.47633 -0.11059 0.21416 0.073186 46.604 46.604 2.92E-02 42.32 3562100

2671 AITTGWVHPSINQFNPEEAVEFDTVPNVK Unmodified _AITTGWVHPSINQFNPEEAVEFDTVPNVK_ B6TGG7_MAIZE 3 1080.5384 3238.5935 1.198 0.13868 1.34 106.24 106.24 1.00E+00 12.99 337260

2672 AITTGWVHPSINQFNPEEAVEFDTVPNVK Unmodified _AITTGWVHPSINQFNPEEAVEFDTVPNVK_ B6TGG7_MAIZE 3 1080.5384 3238.5935 1.348 0.24835 1.6005 107.09 107.09 1.08E-02 20.32 237890

2673 AITTGWVHPSINQFNPEEAVEFDTVPNVK Unmodified _AITTGWVHPSINQFNPEEAVEFDTVPNVK_ B6TGG7_MAIZE 3 1080.5384 3238.5935 1.1915 0.19276 1.3875 107.67 107.67 1.72E-04 36.92 2098600

2674 AITVFSPDGHLFQVEYALEAVR Unmodified _AITVFSPDGHLFQVEYALEAVR_ A3FMB9_MAIZE 3 821.42866 2461.2642 1.019 0.18701 1.2048 117.83 117.83 6.58E-05 34.35 1610300

2675 AITVFSPDGHLFQVEYALEAVR Unmodified _AITVFSPDGHLFQVEYALEAVR_ A3FMB9_MAIZE 3 821.42866 2461.2642 1.0821 0.14499 1.2263 121.79 121.79 2.04E-03 35.97 231210

2676 AITVFSPDGHLFQVEYALEAVR Unmodified _AITVFSPDGHLFQVEYALEAVR_ A3FMB9_MAIZE 3 821.42866 2461.2642 1.0081 0.36324 1.3702 119.47 119.47 6.58E-05 33.59 1359200

2677 AITVFSPDGHLFQVEYALEAVR Unmodified _AITVFSPDGHLFQVEYALEAVR_ A3FMB9_MAIZE 3 821.42866 2461.2642 0.88327 -0.078495 0.80495 128.72 128.72 1.22E-04 30.57 4577000

2678 AITVFSPDGHLFQVEYALEAVR Unmodified _AITVFSPDGHLFQVEYALEAVR_ A3FMB9_MAIZE 2 1231.6394 2461.2642 1.0669 -0.051274 1.0152 128.77 128.77 3.03E-22 86.89 358170

2679 AITVTNLR Unmodified _AITVTNLR_ B6TV55_MAIZE 2 444.26908 886.52362 -0.0013721 -0.028483 -0.043339 51.168 51.168 1.65E-01 24.94 2207600
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2680 AIVAAAEAGDSR Unmodified _AIVAAAEAGDSR_ B6TES9_MAIZE 2 565.79365 1129.5728 0.13188 -0.039153 0.067588 43.17 43.17 1.68E-09 67.42 573450

2681 AIVAEGYAR Unmodified _AIVAEGYAR_ B6SZA5_MAIZE 2 475.25872 948.50288 -0.11929 -0.049867 -0.19829 45.349 45.349 3.21E-03 49.43 3279300

2682 AIVAEGYAR Unmodified _AIVAEGYAR_ B6SZA5_MAIZE 2 475.25872 948.50288 -0.20254 -0.23415 -0.46565 48.68 48.68 3.13E-03 47.71 2502600

2683 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.042212 -0.41032 -0.47815 48.171 48.171 5.76E-06 55.45 8565600

2684 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.12005 -0.13438 -0.2808 47.954 47.954 5.76E-06 52.84 3073700

2685 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.037153 -0.28491 -0.34753 50.367 50.367 4.40E-05 55.33 4393000

2686 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.057055 -0.31439 -0.39596 49.922 49.922 1.25E-02 49.41 6193300

2687 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.055856 -0.33338 -0.4144 50.665 50.665 1.62E-03 49.56 958790

2688 AIVASNLEGR Unmodified _AIVASNLEGR_ B4FWU6_MAIZE 2 515.28801 1028.5615 -0.063322 -0.50687 -0.595 50.312 50.312 2.81E-03 49.87 5424300

2689 AIVDEILPPVFLTR Unmodified _AIVDEILPPVFLTR_ B6SW65_MAIZE 2 791.96379 1581.913 0.93602 -0.044545 0.88812 120.18 120.18 3.51E-02 17.37 231600

2690 AIVDEILPPVFLTR Unmodified _AIVDEILPPVFLTR_ B6SW65_MAIZE 2 791.96379 1581.913 0.96672 0.16124 1.1242 119.87 119.87 2.96E-06 30.26 688220

2691 AIVDSIIILIR Unmodified _AIVDSIIILIR_ B6SV32_MAIZE 2 613.39756 1224.7806 0.25029 -0.12479 0.10488 118.74 118.74 3.83E-01 8.26 112480

2692 AIVDSIIILIR Unmodified _AIVDSIIILIR_ B6SV32_MAIZE 2 613.39756 1224.7806 0.35128 -0.41861 -0.088968 118.87 118.87 1.47E-01 11.6 108660

2693 AIVDSIIILIR Unmodified _AIVDSIIILIR_ B6SV32_MAIZE 2 613.39756 1224.7806 0.41483 -0.41969 -0.026384 118.91 118.91 4.96E-02 11.65 130500

2694 AIVFNR Unmodified _AIVFNR_ Q9M589_MAIZE 2 360.21358 718.41261 0.70326 0.022392 0.7099 46.42 46.42 5.26E-01 21.51 143330

2695 AIVFNR Unmodified _AIVFNR_ Q9M589_MAIZE 2 360.21358 718.41261 0.88597 -0.13256 0.73791 48.343 48.343 9.46E-01 10.31 5428900

2696 AIVLCQVEK Unmodified _AIVLCQVEK_ B6UEQ3_MAIZE 2 530.29698 1058.5794 -0.1101 0.064724 -0.049632 54.913 54.913 3.39E-01 16 270890

2697 AIVLCQVEK Unmodified _AIVLCQVEK_ B6UEQ3_MAIZE 2 530.29698 1058.5794 -0.02495 -0.091273 -0.12124 56.739 56.739 3.39E-01 9.19 313990

2698 AIVLTGAGGK Unmodified _AIVLTGAGGK_ B6SXV4_MAIZE 2 443.77146 885.52837 0.05519 -0.12056 -0.067956 43.588 43.588 1.45E-01 30.07 2629400

2699 AIVLTGAGGK Unmodified _AIVLTGAGGK_ B6SXV4_MAIZE 2 443.77146 885.52837 -0.096835 0.2462 0.14716 43.418 43.418 4.40E-02 33.99 890490

2700 AIVLTGAGGK Unmodified _AIVLTGAGGK_ B6SXV4_MAIZE 2 443.77146 885.52837 0.020187 0.076569 0.094457 45.188 45.188 1.25E-02 40.24 1016600

2701 AIVLTGAGGK Unmodified _AIVLTGAGGK_ B6SXV4_MAIZE 2 443.77146 885.52837 0.010494 -0.43633 -0.42738 43.937 43.937 1.25E-02 30.65 977270

2702 AIVNFIR Unmodified _AIVNFIR_ B6UE82_MAIZE 2 416.75561 831.49667 0.062567 0.15439 0.19851 70.73 70.73 1.86E-01 39.5 69870

2703 AIVPTSDPETVYDIK Unmodified _AIVPTSDPETVYDIK_ B6TU01_MAIZE 2 824.42744 1646.8403 0.90243 -0.028451 0.87372 77.621 77.621 1.02E-23 51.99 551020

2704 AIVPTSDPETVYDIK Unmodified _AIVPTSDPETVYDIK_ B6TU01_MAIZE 2 824.42744 1646.8403 0.96649 0.32566 1.2914 76.94 76.94 1.02E-23 69.68 900190

2705 AIVPTSDPETVYDIK Unmodified _AIVPTSDPETVYDIK_ B6TU01_MAIZE 2 824.42744 1646.8403 0.935 -0.55448 0.38002 78.392 78.392 6.53E-30 68.92 4620900

2706 AIYDIPAIK Unmodified _AIYDIPAIK_ B6TBF5_MAIZE 2 502.29477 1002.575 -0.012319 0.32327 0.27763 76.24 76.24 3.32E-02 30.35 898830

2707 AIYDIPAIK Unmodified _AIYDIPAIK_ B6TBF5_MAIZE 2 502.29477 1002.575 -0.16933 0.15715 -0.044256 76.799 76.799 1.12E-01 28.23 415670

2708 AIYDIPAIK Unmodified _AIYDIPAIK_ B6TBF5_MAIZE 2 502.29477 1002.575 0.0052851 0.32809 0.30077 76.96 76.96 1.12E-01 19.73 365670

2709 AIYDIPAIK Unmodified _AIYDIPAIK_ B6TBF5_MAIZE 2 502.29477 1002.575 -0.011599 0.19507 0.15186 77.297 77.297 1.01E-02 30.72 1012700

2710 AIYDQAGEEGLK Unmodified _AIYDQAGEEGLK_ B4F810_MAIZE 2 647.3197 1292.6248 0.41697 0.30011 0.69423 59.83 59.83 1.68E-09 57.14 1388900

2711 AIYGATFR Unmodified _AIYGATFR_ B4FI86_MAIZE 2 449.7427 897.47085 -0.12684 0.14207 0.00078955 55.403 55.403 1.65E-01 24.64 584920

2712 AIYGATFR Unmodified _AIYGATFR_ B4FI86_MAIZE 2 449.7427 897.47085 -0.076576 0.014656 -0.075447 55.682 55.682 2.92E-02 33.7 8079100

2713 AIYGATFR Unmodified _AIYGATFR_ B4FI86_MAIZE 2 449.7427 897.47085 -0.15538 0.87164 0.70178 58.697 58.697 7.88E-01 9.37 509630
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2714 AIYLDPFYAVLEYTK Unmodified _AIYLDPFYAVLEYTK_ B6TG62_MAIZE 2 903.47165 1804.9287 1.1315 0.22754 1.343 124.76 124.76 1.04E-33 71.93 648550

2715 AIYNLGTVLYGLAEDTMR Oxidation (M) _AIYNLGTVLYGLAEDTM(ox)R_ B4F855_MAIZE 3 672.67507 2015.0034 0.55644 0.004912 0.54989 122.69 122.69 9.21E-01 4.24 246550

2716 AIYNLGTVLYGLAEDTMR Oxidation (M) _AIYNLGTVLYGLAEDTM(ox)R_ B4F855_MAIZE 3 672.67507 2015.0034 0.58441 0.11276 0.6857 122.63 122.63 6.30E-02 19.04 409200

2717 AIYNLGTVLYGLAEDTVR Unmodified _AIYNLGTVLYGLAEDTVR_ B4FAU8_MAIZE 2 984.52547 1967.0364 0.95348 -0.61991 0.32657 125.44 125.44 9.02E-03 27.88 134310

2718 AKDNDWFR Unmodified _AKDNDWFR_ B6T7R3_MAIZE 3 351.17004 1050.4883 1.0776 -0.12967 0.9355 49.65 49.65 1.37E-01 28.39 1102700

2719 AKDNDWFR Unmodified _AKDNDWFR_ B6T7R3_MAIZE 3 351.17004 1050.4883 0.83068 -0.33016 0.48876 52.933 52.933 1.00E+00 10.43 339570

2720 AKDNDWFR Unmodified _AKDNDWFR_ B6T7R3_MAIZE 2 526.25142 1050.4883 -0.031538 0.51897 0.47523 52.937 52.937 5.06E-02 29.6 208130

2721 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 3 376.5559 1126.6459 0.80993 -0.15781 0.63947 24.165 24.165 1.00E+00 14.08 35842

2722 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 3 376.5559 1126.6459 0.76859 0.10456 0.86233 24.041 24.041 6.17E-01 18.6 13829

2723 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 3 376.5559 1126.6459 0.79531 -0.16091 0.62248 24.173 24.173 1.00E+00 5.55 7129.8

2724 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 3 376.5559 1126.6459 0.79985 0.075923 0.86299 24.672 24.672 2.92E-01 19.17 26792

2725 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 3 376.5559 1126.6459 0.72667 0.088254 0.80194 24.644 24.644 1.00E+00 9.73 31938

2726 AKDSVGIRPGK Unmodified _AKDSVGIRPGK_ B4F9G0_MAIZE 2 564.3302 1126.6459 0.17268 -0.006718 0.15509 24.646 24.646 7.60E-01 7.76 6006.7

2727 AKDYVNMLK Oxidation (M) _AKDYVNM(ox)LK_ B6SJJ4_MAIZE 3 366.52684 1096.5587 0.93504 -0.08691 0.82369 39.284 39.284 2.35E-01 12.46 273660

2728 AKDYVNMLK Oxidation (M) _AKDYVNM(ox)LK_ B6SJJ4_MAIZE 2 549.28662 1096.5587 0.07651 -0.02581 0.027355 39.286 39.286 9.82E-03 22.26 194320

2729 AKECLEPLYQKPDVLN Unmodified _AKECLEPLYQKPDVLN_ B6TGT3_MAIZE 3 639.66439 1915.9713 0.31932 -0.42573 -0.12248 72.67 72.67 6.54E-03 31.88 152920

2730 AKECLETVYQK Unmodified _AKECLETVYQK_ B6UGA4_MAIZE 3 456.89911 1367.6755 -0.15289 0.048891 -0.11933 43.848 43.848 5.15E-02 25.65 90578

2731 AKEEAEGAPAVAAHH Unmodified _AKEEAEGAPAVAAHH_ B6SPR5_MAIZE 3 496.57943 1486.7165 -0.2058 -0.24511 -0.47758 28.05 28.05 1.98E-01 15.79 174830

2732 AKEEAEGAPAVAAHH Unmodified _AKEEAEGAPAVAAHH_ B6SPR5_MAIZE 3 496.57943 1486.7165 0.11591 -0.34253 -0.25284 27.771 27.771 4.35E-01 19.49 10077

2733 AKEFIVK Unmodified _AKEFIVK_ B4FHS1_MAIZE 2 417.75782 833.50109 0.17932 0.36811 0.51921 39.496 39.496 1.86E-01 26.49 190620

2734 AKEFLGWEPK Unmodified _AKEFLGWEPK_ B6SHM4_MAIZE 3 402.21688 1203.6288 0.33392 0.91071 1.2205 65.768 65.768 1.00E+00 12.6 2014700

2735 AKEFLGWEPK Unmodified _AKEFLGWEPK_ B6SHM4_MAIZE 2 602.82168 1203.6288 0.242 0.4064 0.62568 65.766 65.766 1.25E-02 35.39 1987900

2736 AKEIIASSPVDLALR Unmodified _AKEIIASSPVDLALR_ B6SN61_MAIZE 3 528.31028 1581.909 -0.056025 -0.16653 -0.24835 79.671 79.671 1.00E+00 4.9 34577

2737 AKEIIASSPVDLALR Unmodified _AKEIIASSPVDLALR_ B6SN61_MAIZE 3 528.31028 1581.909 -0.098805 -0.009621 -0.13501 78.33 78.33 6.35E-02 27.27 697610

2738 AKEIVASAPLVVFSK Unmodified _AKEIVASAPLVVFSK_ B6THA1_MAIZE 2 779.96379 1557.913 0.85989 0.007537 0.8553 80.547 80.547 1.60E-05 45.33 95211

2739 AKEIVASAPLVVFSK Unmodified _AKEIVASAPLVVFSK_ B6THA1_MAIZE 3 520.31162 1557.913 -0.22886 0.032571 -0.20901 80.544 80.544 4.35E-01 28.4 915440

2740 AKELLGWEPK Unmodified _AKELLGWEPK_ B4FP94_MAIZE 3 390.88876 1169.6445 0.45769 0.36779 0.79402 62.983 62.983 2.94E-01 17.22 705740

2741 AKESVTAIFK Unmodified _AKESVTAIFK_ Q29SB6_MAIZE 3 365.21325 1092.6179 0.56379 0.07743 0.62213 56.581 56.581 2.55E-01 26.93 1894300

2742 AKESVTAIFK Unmodified _AKESVTAIFK_ Q29SB6_MAIZE 2 547.31623 1092.6179 -0.021007 -0.015008 -0.054599 56.581 56.581 4.40E-02 32.22 1852600

2743 AKETVASHPVVVFSK Unmodified _AKETVASHPVVVFSK_ B6SN61_MAIZE 3 533.63487 1597.8828 -0.060999 -0.35876 -0.41684 52.793 52.793 7.48E-04 37.53 202050

2744 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 3 386.21688 1155.6288 0.556 0.53751 1.0689 53.178 53.178 5.86E-01 19.16 2550800

2745 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.15933 0.1109 0.24742 53.188 53.188 1.84E-04 48.38 2532100

2746 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.092929 -1.2655 -1.1934 54.19 54.19 1.84E-04 57.51 650860

2747 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.16449 -0.012981 0.12908 55.861 55.861 1.62E-03 48.81 804510



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

2748 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.18022 0.12444 0.28282 55.13 55.13 1.62E-03 35.8 1001400

2749 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.12334 -0.042223 0.05828 55.806 55.806 2.81E-03 35.74 551180

2750 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 3 386.21688 1155.6288 0.52277 0.40313 0.90202 55.386 55.386 1.25E-01 20.85 2052700

2751 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.14505 0.28285 0.40474 55.394 55.394 1.62E-03 44.22 1980800

2752 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 3 386.21688 1155.6288 0.49063 0.39975 0.86546 55.979 55.979 3.83E-02 27.14 14210000

2753 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.071576 0.13582 0.18498 55.982 55.982 1.84E-04 48.02 12140000

2754 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 2 578.82168 1155.6288 0.12227 -0.011875 0.087867 54.408 54.408 2.81E-03 46.72 1056900

2755 AKEVLGWEPK Unmodified _AKEVLGWEPK_ B4FAG0_MAIZE 3 386.21688 1155.6288 0.59622 0.001971 0.57611 54.419 54.419 1.26E-02 31.53 1215300

2756 AKFEELCSDLIDR Unmodified _AKFEELCSDLIDR_ B6UFB3_MAIZE 2 798.39033 1594.7661 0.99034 -0.016095 0.96215 80.954 80.954 2.61E-08 62.4 252140

2757 AKFEELCSDLIDR Unmodified _AKFEELCSDLIDR_ B6UFB3_MAIZE 2 798.39033 1594.7661 0.97453 0.1088 1.0704 76.701 76.701 1.56E-17 79.48 355230

2758 AKFEELCSDLIDR Unmodified _AKFEELCSDLIDR_ B6UFB3_MAIZE 2 798.39033 1594.7661 1.0103 -0.37278 0.62558 80.733 80.733 1.56E-17 69.07 312400

2759 AKIEIILGK Unmodified _AKIEIILGK_ B4FAF8_MAIZE 2 492.82624 983.63792 -0.19369 -0.11116 -0.34474 61.149 61.149 7.18E-01 5.01 32903

2760 AKIEIILGK Unmodified _AKIEIILGK_ B4FAF8_MAIZE 2 492.82624 983.63792 -0.18963 0.028071 -0.20274 62.094 62.094 3.21E-03 44.59 1382800

2761 AKIEIILGK Unmodified _AKIEIILGK_ B4FAF8_MAIZE 3 328.88658 983.63792 1.1797 -0.2454 0.89396 62.136 62.136 8.82E-01 14.54 936950

2762 AKVEFDEQPPDNFDPK Unmodified _AKVEFDEQPPDNFDPK_ B4F980_MAIZE 3 625.9635 1874.8687 0.32296 -0.005688 0.31461 68.435 68.435 1.21E-01 21.12 403570

2763 AKVELSSTSQTEINLPFITADASGAK Unmodified _AKVELSSTSQTEINLPFITADASGAK_ B4F8Q2_MAIZE 3 893.46762 2677.381 1.2113 -0.13115 1.0701 95.876 95.876 4.15E-10 45.22 262840

2764 AKWDAWK Unmodified _AKWDAWK_ B4FER8_MAIZE 3 302.16071 903.46029 1.1523 0.11715 1.2467 52.342 52.342 1.40E-01 29.03 62324

2765 ALAADADAAPSAVSR Unmodified _ALAADADAAPSAVSR_ B6SGY5_MAIZE 2 693.3546 1384.6947 0.58545 0.45421 1.016 53.815 53.815 1.04E-33 79.18 577360

2766 ALAADDRVEICQLPVGDGVTLCR Unmodified _ALAADDRVEICQLPVGDGVTLCR_ CAMT1_MAIZE 3 843.4247 2527.2523 1.0207 -0.18468 0.84507 88.468 88.468 1.82E-07 41.32 1985400

2767 ALAAFHLDAASWGVNVQPYSGSPANFAAYTALLNPHDR Unmodified _ALAAFHLDAASWGVNVQPYSGSPANFAAYTALLNPHDR_ B4FBF4_MAIZE 4 1003.9987 4011.9656 1.2102 -0.11728 1.086 120.93 120.93 4.21E-02 14.05 845510

2768 ALAATAGNVHAAVER Unmodified _ALAATAGNVHAAVER_ B6TNT9_MAIZE 3 484.26355 1449.7688 -0.0484 -0.005518 -0.072176 48.924 48.924 6.35E-02 14.87 422970

2769 ALAATAGNVHAAVER Unmodified _ALAATAGNVHAAVER_ B6TNT9_MAIZE 3 484.26355 1449.7688 -0.050436 -0.53077 -0.59783 48.683 48.683 4.00E-03 29.71 651910

2770 ALADASAAAAAFSEGK Unmodified _ALADASAAAAAFSEGK_ B6SQD4_MAIZE 2 725.86226 1449.71 0.62283 -0.55911 0.035742 76.367 76.367 1.82E-38 95.89 630590

2771 ALADASAAAAAFSEGK Unmodified _ALADASAAAAAFSEGK_ B6SQD4_MAIZE 3 484.24393 1449.71 -0.23251 0.20587 -0.055617 76.368 76.368 4.93E-01 23.79 404750

2772 ALADASAAAAAFSEGKK Unmodified _ALADASAAAAAFSEGKK_ B6SQD4_MAIZE 3 526.94225 1577.8049 -0.24152 -0.079297 -0.35171 68.537 68.537 6.49E-01 9.45 1283500

2773 ALADASAAAAAFSEGKK Unmodified _ALADASAAAAAFSEGKK_ B6SQD4_MAIZE 2 789.90974 1577.8049 0.87362 0.10387 0.94661 68.535 68.535 2.47E-02 49.3 193720

2774 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.0291 0.22279 1.2392 112.2 112.2 7.73E-25 62.88 1410200

2775 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.0043 0.11038 1.1021 112.7 112.7 7.42E-06 52.18 325520

2776 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.0309 0.068678 1.0877 112.76 112.76 7.01E-14 42.49 339410

2777 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.0372 -0.45721 0.56896 112.68 112.68 7.01E-14 50.75 282280

2778 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.0755 -1.3327 -0.26694 112.41 112.41 7.01E-14 51.62 345330

2779 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 1.1605 0.87259 2.0204 112.96 112.96 1.48E-07 38.65 173250

2780 ALADDIGIPFLETSAK Unmodified _ALADDIGIPFLETSAK_ B4FAE1_MAIZE 2 830.94325 1659.872 0.96648 0.19164 1.1465 114.58 114.58 1.42E-33 88.89 637240

2781 ALADSPIIGEIR Unmodified _ALADSPIIGEIR_ B4G0T5_MAIZE 2 627.85625 1253.698 0.42867 0.67592 1.0802 78.734 78.734 1.11E-04 61.02 443940
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2782 ALADSPIIGEIR Unmodified _ALADSPIIGEIR_ B4G0T5_MAIZE 2 627.85625 1253.698 0.31114 0.60123 0.88759 79.245 79.245 7.72E-03 38.85 137520

2783 ALADSPIIGEIR Unmodified _ALADSPIIGEIR_ B4G0T5_MAIZE 2 627.85625 1253.698 0.41575 -0.13097 0.26106 79.105 79.105 1.00E+00 16.84 166930

2784 ALADSPIIGEIR Unmodified _ALADSPIIGEIR_ B4G0T5_MAIZE 2 627.85625 1253.698 0.41408 0.23829 0.6282 79.662 79.662 9.64E-17 73.09 3294000

2785 ALADYVHAK Unmodified _ALADYVHAK_ B4FFJ4_MAIZE 3 329.84679 986.51853 1.3378 0.18772 1.5026 52.315 52.315 9.39E-03 31.17 1697500

2786 ALADYVHAK Unmodified _ALADYVHAK_ B4FFJ4_MAIZE 2 494.26654 986.51853 -0.19605 -0.62524 -0.84315 52.305 52.305 3.32E-02 21.29 727230

2787 ALADYVHGK Unmodified _ALADYVHGK_ B4F9X0_MAIZE 3 325.1749 972.50288 3.3964 49.914 49.914 1.45E-01 13.55

2788 ALADYVHGK Unmodified _ALADYVHGK_ B4F9X0_MAIZE 2 487.25872 972.50288 -0.040723 0.62637 0.57168 49.567 49.567 1.01E-02 49.72 1026000

2789 ALADYVHGK Unmodified _ALADYVHGK_ B4F9X0_MAIZE 3 325.1749 972.50288 1.3701 0.38884 1.7453 49.571 49.571 8.40E-02 24.01 3852300

2790 ALADYVHGK Unmodified _ALADYVHGK_ B4F9X0_MAIZE 3 325.1749 972.50288 0.62005 50.28 50.28 1.85E-02 26.45

2791 ALAEAGLTTENVHFVEVVGSGSR Unmodified _ALAEAGLTTENVHFVEVVGSGSR_ B6SV64_MAIZE 3 781.73616 2342.1866 0.96593 0.20337 1.1715 85.857 85.857 6.78E-19 69.15 1138400

2792 ALAEAGLTTENVHFVEVVGSGSR Unmodified _ALAEAGLTTENVHFVEVVGSGSR_ B6SV64_MAIZE 3 781.73616 2342.1866 0.90159 0.11399 1.0185 86.551 86.551 9.30E-07 41.95 640580

2793 ALAEAGLTTENVHFVEVVGSGSR Unmodified _ALAEAGLTTENVHFVEVVGSGSR_ B6SV64_MAIZE 3 781.73616 2342.1866 0.94509 0.057561 1.006 86.449 86.449 5.19E-06 31.85 471910

2794 ALAEALVPFYPMAGR Oxidation (M) _ALAEALVPFYPM(ox)AGR_ B6SXY1_MAIZE 2 811.42398 1620.8334 0.97866 0.12803 1.091 96.606 96.606 6.37E-03 21.41 1353100

2795 ALAEALVPFYPMAGR Oxidation (M) _ALAEALVPFYPM(ox)AGR_ B6SXY1_MAIZE 2 811.42398 1620.8334 0.92698 -0.39717 0.51412 97.204 97.204 1.26E-03 26.8 14128000

2796 ALAEALVPFYPMAGR Unmodified _ALAEALVPFYPMAGR_ B6SXY1_MAIZE 2 803.42652 1604.8385 0.95805 0.20687 1.1465 105.35 105.35 2.05E-04 36.41 2665200

2797 ALAEALVPFYPMAGR Unmodified _ALAEALVPFYPMAGR_ B6SXY1_MAIZE 2 803.42652 1604.8385 0.96592 0.77041 1.7164 106.02 106.02 1.26E-03 22.33 248570

2798 ALAEALVPFYPMAGR Unmodified _ALAEALVPFYPMAGR_ B6SXY1_MAIZE 2 803.42652 1604.8385 0.96358 0.25047 1.1955 106.17 106.17 1.60E-05 38.02 2195600

2799 ALAEGPFLDVLR Unmodified _ALAEGPFLDVLR_ Q8L5H0_MAIZE 2 650.86662 1299.7187 0.48346 -0.2932 0.17991 98.633 98.633 1.11E-04 44.76 1107300

2800 ALAEGPFLDVLR Unmodified _ALAEGPFLDVLR_ Q8L5H0_MAIZE 2 650.86662 1299.7187 0.44326 0.11193 0.54404 99.316 99.316 2.05E-12 64.84 628030

2801 ALAEGPFLDVLR Unmodified _ALAEGPFLDVLR_ Q8L5H0_MAIZE 2 650.86662 1299.7187 0.4839 -0.17246 0.30065 99.285 99.285 2.00E-01 22.42 427960

2802 ALAEGPFLDVLR Unmodified _ALAEGPFLDVLR_ Q8L5H0_MAIZE 2 650.86662 1299.7187 0.5009 -0.076367 0.41382 99.168 99.168 7.72E-03 38.57 676750

2803 ALAEIALEQQR Unmodified _ALAEIALEQQR_ B4FUX9_MAIZE 2 621.34605 1240.6776 0.2983 0.11299 0.37464 65.708 65.708 1.67E-02 22.71 503720

2804 ALAEIAVK Unmodified _ALAEIAVK_ B4FS49_MAIZE 2 407.75528 813.496 0.28548 0.94495 1.1867 52.55 52.55 7.88E-01 5.37 741630

2805 ALAEIAVK Unmodified _ALAEIAVK_ B4FS49_MAIZE 2 407.75528 813.496 0.36041 1.6637 1.9793 52.396 52.396 1.65E-01 16.44 553020

2806 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.22466 -0.23582 -0.041039 41.395 41.395 2.62E-07 75.53 1178100

2807 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.16121 0.045862 0.17794 40.644 40.644 1.11E-04 58.67 299730

2808 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.23399 0.16136 0.36525 43.468 43.468 1.68E-09 76.18 813200

2809 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.26581 0.11126 0.34815 42.694 42.694 1.98E-03 46.77 402750

2810 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.18282 0.26975 0.42217 43.599 43.599 2.05E-12 71.02 1042200

2811 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.19314 0.19245 0.35668 43.428 43.428 2.05E-12 59.81 5351400

2812 ALAENEGDGLAK Unmodified _ALAENEGDGLAK_ B6SQ61_MAIZE 2 594.29877 1186.583 0.21495 0.066034 0.25109 44.805 44.805 2.62E-07 65.73 1596800

2813 ALAEQLFDDENLLVR Unmodified _ALAEQLFDDENLLVR_ Q9S822_MAIZE 2 873.45706 1744.8996 1.0445 -0.38811 0.64076 108.4 108.4 2.05E-04 57.06 120460

2814 ALAEQLFDDENLLVR Unmodified _ALAEQLFDDENLLVR_ Q9S822_MAIZE 2 873.45706 1744.8996 1.0574 0.029253 1.0699 108.49 108.49 2.05E-04 28.15 215040

2815 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.0623 0.005889 1.0557 124.53 124.53 6.37E-03 49.56 8375500
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2816 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.0824 -0.040215 1.0298 124.95 124.95 2.05E-04 44.91 2880700

2817 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.0686 0.022675 1.0786 125.22 125.22 4.63E-02 21.15 3099800

2818 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.0842 0.10866 1.1806 125.52 125.52 1.65E-02 46.44 609360

2819 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.1217 0.13598 1.2448 125.16 125.16 4.63E-02 37.35 2919800

2820 ALAFDEFGRPFIILR Acetyl (Protein N-term) _(ac)ALAFDEFGRPFIILR_ B4FS49_MAIZE 2 903.9987 1805.9828 1.0988 -0.30226 0.78501 125.8 125.8 4.63E-02 46.48 1740800

2821 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.24981 0.21103 0.44552 102.02 102.02 4.43E-05 54.1 16109000

2822 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.26855 0.24672 0.50041 102.77 102.77 5.66E-08 40.5 4400200

2823 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.27298 0.24683 0.50439 102.72 102.72 5.66E-08 56.44 4700400

2824 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.23742 0.30736 0.52952 102.68 102.68 5.66E-08 51.85 19655000

2825 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.26287 0.27202 0.51954 102.86 102.86 3.83E-01 7.3 906690

2826 ALAFFYPLAGR Unmodified _ALAFFYPLAGR_ B6TJ78_MAIZE 2 613.34004 1224.6655 0.26426 0.071289 0.3221 104.07 104.07 1.67E-02 25.49 181420

2827 ALAGEMGPDTR Unmodified _ALAGEMGPDTR_ B6TC19_MAIZE 2 559.26896 1116.5234 0.1165 0.25335 0.35864 45.823 45.823 4.48E-03 37.12 750940

2828 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.043559 -0.24044 -0.20463 33.562 33.562 4.96E-02 27.15 54935

2829 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.1837 0.17386 0.35022 36.521 36.521 4.48E-03 39 73987

2830 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.29674 0.42949 0.71859 35.691 35.691 1.67E-02 32.71 71050

2831 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.16332 0.2047 0.36002 36.498 36.498 1.47E-01 27.93 79685

2832 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.2244 -0.11831 0.098109 36.509 36.509 1.47E-01 14.97 43542

2833 ALAGEMGPDTR Oxidation (M) _ALAGEM(ox)GPDTR_ B6TC19_MAIZE 2 567.26641 1132.5183 0.095552 -0.42709 -0.33831 34.41 34.41 1.67E-02 51.53 438880

2834 ALAGQKDEAYFAANAAAQASR Unmodified _ALAGQKDEAYFAANAAAQASR_ Q8W529_MAIZE 3 708.68714 2123.0396 0.66708 -0.21851 0.41951 66.717 66.717 6.80E-02 35.87 2610400

2835 ALAGQKDEAYFAANAAAQASR Unmodified _ALAGQKDEAYFAANAAAQASR_ Q8W529_MAIZE 3 708.68714 2123.0396 0.65556 -0.27566 0.35144 67.434 67.434 1.47E-01 29.34 1402800

2836 ALAGQKDEAYFAANAAAQASR Unmodified _ALAGQKDEAYFAANAAAQASR_ Q8W529_MAIZE 3 708.68714 2123.0396 0.67053 -0.3622 0.28068 68.287 68.287 7.38E-01 25.18 1064600

2837 ALAGQKDEAYFAANAAAQASR Unmodified _ALAGQKDEAYFAANAAAQASR_ Q8W529_MAIZE 3 708.68714 2123.0396 0.66486 -0.29481 0.3417 67.857 67.857 1.47E-01 31.02 1543400

2838 ALAGQKDEVYFAANAAAQASR Unmodified _ALAGQKDEVYFAANAAAQASR_ O82578_MAIZE 3 718.0309 2151.0709 0.73377 -1.9431 -1.2292 72.644 72.644 6.80E-02 28.6 499700

2839 ALAGTGVFAEILDSEVYR Acetyl (Protein N-term) _(ac)ALAGTGVFAEILDSEVYR_ B4FR32_MAIZE 2 977.00183 1951.9891 1.1944 1.1818 2.3653 130.12 130.12 9.02E-03 12.83 179880

2840 ALAIDGYSLPLFR Unmodified _ALAIDGYSLPLFR_ B6TJS6_MAIZE 2 718.40083 1434.7871 0.75009 0.67911 1.4124 114.42 114.42 2.65E-01 14.92 206990

2841 ALAIDGYSLPLFR Unmodified _ALAIDGYSLPLFR_ B6TJS6_MAIZE 2 718.40083 1434.7871 0.73341 0.99336 1.7099 114.94 114.94 4.68E-05 49.77 77676

2842 ALAIDGYSLPLFR Unmodified _ALAIDGYSLPLFR_ B6TJS6_MAIZE 2 718.40083 1434.7871 0.77024 0.84144 1.5947 114.99 114.99 1.47E-03 56.59 111630

2843 ALAIDGYSLPLFR Unmodified _ALAIDGYSLPLFR_ B6TJS6_MAIZE 2 718.40083 1434.7871 0.81383 0.2559 1.0538 114.6 114.6 1.47E-03 54.66 146420

2844 ALAIPK Unmodified _ALAIPK_ B6ST28_MAIZE 2 306.7076 611.40065 1.0986 0.56637 1.6179 45.348 45.348 2.64E-01 31.68 316740

2845 ALAIPK Unmodified _ALAIPK_ B6ST28_MAIZE 2 306.7076 611.40065 1.4657 -0.19722 1.2232 48.049 48.049 2.64E-01 31.71 269070

2846 ALAIVEK Unmodified _ALAIVEK_ B4G1B0_MAIZE 2 372.23672 742.45889 0.70417 -0.314 0.35197 45.922 45.922 4.46E-01 15.23 7993300

2847 ALAIVEK Unmodified _ALAIVEK_ B4G1B0_MAIZE 2 372.23672 742.45889 0.69858 -0.32155 0.33992 43.462 43.462 4.49E-02 45.22 7710100

2848 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 0.028698 0.17984 0.17839 65.691 65.691 3.60E-06 45.57 9814800

2849 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 -0.018654 -0.076685 -0.12327 66.985 66.985 1.47E-01 23.25 35668
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2850 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 -0.02046 0.028489 -0.022284 66.297 66.297 4.48E-03 40.3 2798600

2851 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 0.061299 0.081332 0.11231 67.291 67.291 1.67E-02 29.87 3975900

2852 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 0.061521 0.13559 0.1673 66.661 66.661 4.48E-03 30.42 3175600

2853 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 0.044411 0.088465 0.10421 66.921 66.921 1.47E-01 15.22 1324400

2854 ALALDPAAEVK Unmodified _ALALDPAAEVK_ B6TJ78_MAIZE 2 549.31369 1096.6128 -0.0016158 0.026559 -0.0055129 67.219 67.219 1.62E-12 58.72 14257000

2855 ALAMALPDDAEVR Unmodified _ALAMALPDDAEVR_ B6TXM6_MAIZE 2 686.35048 1370.6864 0.61191 0.41458 1.0032 76.266 76.266 5.66E-01 12.2 1102200

2856 ALAMALPDDAEVR Unmodified _ALAMALPDDAEVR_ B6TXM6_MAIZE 2 686.35048 1370.6864 0.59895 -0.69798 -0.12004 76.619 76.619 9.54E-02 17.05 253280

2857 ALAMALPDDAEVR Unmodified _ALAMALPDDAEVR_ B6TXM6_MAIZE 2 686.35048 1370.6864 0.59708 -0.025426 0.55045 77.214 77.214 2.61E-08 52.09 2127100

2858 ALANAELIEPASHR Unmodified _ALANAELIEPASHR_ B6TVC7_MAIZE 3 497.93532 1490.7841 -0.16785 -0.3547 -0.55699 60.421 60.421 3.82E-03 56.36 369910

2859 ALANAGLIEPASHR Unmodified _ALANAGLIEPASHR_ B6T8Y0_MAIZE 3 473.92828 1418.763 -0.099005 -1.4778 -1.6027 57.493 57.493 3.76E-01 16.39 411100

2860 ALAPVYVGTK Unmodified _ALAPVYVGTK_ B4FSA2_MAIZE 2 509.80022 1017.5859 -0.084271 -0.18616 -0.2766 55.292 55.292 1.25E-02 41.98 1151200

2861 ALASPNLDVK Unmodified _ALASPNLDVK_ B6UCF6_MAIZE 2 514.29276 1026.571 -0.035922 -0.35663 -0.41305 55.224 55.224 3.43E-01 12.96 3002700

2862 ALASPNLDVK Unmodified _ALASPNLDVK_ B6UCF6_MAIZE 2 514.29276 1026.571 -0.14312 0.15931 -0.0050619 55.524 55.524 1.25E-02 27.93 1253500

2863 ALASPNLDVK Unmodified _ALASPNLDVK_ B6UCF6_MAIZE 2 514.29276 1026.571 -0.038919 0.008628 -0.052855 57.33 57.33 4.40E-02 23.96 1203300

2864 ALASPNLDVK Unmodified _ALASPNLDVK_ B6UCF6_MAIZE 2 514.29276 1026.571 -0.05012 0.17186 0.10023 56.604 56.604 1.45E-01 24.06 1286200

2865 ALASPNLDVK Unmodified _ALASPNLDVK_ B6UCF6_MAIZE 2 514.29276 1026.571 -0.11041 -0.095768 -0.22815 65.011 65.011 7.11E-01 2.65 4637000

2866 ALATGGYAAMQR Oxidation (M) _ALATGGYAAM(ox)QR_ B6TUB8_MAIZE 2 613.30333 1224.5921 0.33922 -0.16554 0.15776 43.413 43.413 7.72E-03 51.03 322480

2867 ALATGGYAAMQR Oxidation (M) _ALATGGYAAM(ox)QR_ B6TUB8_MAIZE 2 613.30333 1224.5921 0.33155 0.36372 0.6779 43.291 43.291 6.98E-15 65.46 852880

2868 ALATGGYAAMQR Unmodified _ALATGGYAAMQR_ B6TUB8_MAIZE 2 605.30587 1208.5972 0.2347 0.020788 0.23539 53.904 53.904 7.61E-14 107.92 2609100

2869 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.58411 -0.42083 0.15593 78.568 78.568 2.50E-15 88.16 4155600

2870 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.58994 -0.01199 0.5705 79.051 79.051 6.20E-03 65.69 1510600

2871 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.59551 -0.088636 0.498 79.565 79.565 1.47E-03 92.8 1763700

2872 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.60302 -0.32832 0.26666 79.194 79.194 4.68E-05 61.85 1442600

2873 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.71342 0.089882 0.79551 78.872 78.872 6.20E-03 65.18 520020

2874 ALAVDFAPDAEVR Unmodified _ALAVDFAPDAEVR_ B4G1P9_MAIZE 2 687.35662 1372.6987 0.58083 -0.18845 0.38509 79.505 79.505 2.61E-08 66.21 5508800

2875 ALAVLGLAAAESAAALR Unmodified _ALAVLGLAAAESAAALR_ B6SGY5_MAIZE 2 784.46195 1566.9093 0.90465 0.17491 1.0441 116.82 116.82 1.54E-12 48.82 117920

2876 ALAYDVPIPGYK Unmodified _ALAYDVPIPGYK_ B5AMJ8_MAIZE 2 653.85572 1305.6969 0.50842 0.61126 1.1026 83.062 83.062 2.00E-01 22.09 1049200

2877 ALAYDVPIPGYK Unmodified _ALAYDVPIPGYK_ B5AMJ8_MAIZE 2 653.85572 1305.6969 0.46358 0.50335 0.9502 83.551 83.551 6.74E-02 25.24 548900

2878 ALAYDVPIPGYK Unmodified _ALAYDVPIPGYK_ B5AMJ8_MAIZE 2 653.85572 1305.6969 0.52227 0.52567 1.0313 83.613 83.613 2.00E-01 12.53 575920

2879 ALCAEHNVHLVTVPAAK Unmodified _ALCAEHNVHLVTVPAAK_ B4FGC8_MAIZE 4 458.24772 1828.9618 -0.12699 -0.34572 -0.47496 60.877 60.877 6.22E-01 9.28 85326

2880 ALCAEHNVHLVTVPAAK Unmodified _ALCAEHNVHLVTVPAAK_ B4FGC8_MAIZE 3 610.6612 1828.9618 0.21821 -0.3833 -0.16792 60.288 60.288 9.74E-06 40.06 2361700

2881 ALCAEHNVHLVTVPAAK Unmodified _ALCAEHNVHLVTVPAAK_ B4FGC8_MAIZE 4 458.24772 1828.9618 -0.21658 0.13777 -0.083329 60.293 60.293 1.07E-01 13.79 3895800

2882 ALCAEHNVHLVTVPSAK Unmodified _ALCAEHNVHLVTVPSAK_ B6SKZ9_MAIZE 3 615.99284 1844.9567 0.25696 -0.17565 0.080318 60.446 60.446 5.01E-03 25.69 487590

2883 ALCAEHNVHLVTVPSAK Unmodified _ALCAEHNVHLVTVPSAK_ B6SKZ9_MAIZE 4 462.24645 1844.9567 -0.19601 -0.27918 -0.47616 60.469 60.469 4.33E-01 16.14 1001900



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

2884 ALCEDISK Unmodified _ALCEDISK_ B6T6D7_MAIZE 2 468.22877 934.44298 -0.20518 0.13744 -0.083646 44.091 44.091 2.92E-02 29.8 1747300

2885 ALCTAIAK Unmodified _ALCTAIAK_ B4FVH1_MAIZE 2 424.23894 846.46332 0.099714 -0.18081 -0.10133 42.258 42.258 5.06E-02 22.52 5998400

2886 ALDAVK Unmodified _ALDAVK_ B6TZR1_MAIZE 2 308.68686 615.35918 1.477 0.4898 1.9408 27.572 27.572 5.26E-01 24.17 132080

2887 ALDCPCVADLK Unmodified _ALDCPCVADLK_ B6U8Z7_MAIZE 2 631.29939 1260.5842 0.3367 -0.92322 -0.57675 66.742 66.742 3.57E-04 36.28 156310

2888 ALDDAGDFFGK Unmodified _ALDDAGDFFGK_ A1XCI6_MAIZE 2 578.26948 1154.5244 0.11912 0.62834 0.75542 79.536 79.536 4.43E-05 50.66 287880

2889 ALDDAGDFFGK Unmodified _ALDDAGDFFGK_ A1XCI6_MAIZE 2 578.26948 1154.5244 0.21792 0.60778 0.83353 79.914 79.914 1.00E+00 3.07 484330

2890 ALDDAIAVLDK Unmodified _ALDDAIAVLDK_ B6UCD0_MAIZE 2 572.31643 1142.6183 0.16336 0.57738 0.72364 85.283 85.283 4.43E-05 74.11 1223800

2891 ALDDAIAVLDK Unmodified _ALDDAIAVLDK_ B6UCD0_MAIZE 2 572.31643 1142.6183 0.12353 0.58808 0.69483 85.546 85.546 7.60E-01 6.63 634040

2892 ALDDAIAVLDK Unmodified _ALDDAIAVLDK_ B6UCD0_MAIZE 2 572.31643 1142.6183 0.15702 0.43267 0.57305 86.057 86.057 1.47E-01 11.37 1340300

2893 ALDDAIAVLDK Unmodified _ALDDAIAVLDK_ B6UCD0_MAIZE 2 572.31643 1142.6183 0.03505 0.33497 0.3537 85.447 85.447 1.62E-12 84.61 6823300

2894 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.91538 0.53623 1.4259 44.511 44.511 5.26E-01 25.65 1987200

2895 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.77826 -0.071225 0.68357 44.169 44.169 5.26E-01 21.28 1174500

2896 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.89467 0.051751 0.92149 46.693 46.693 2.64E-01 23.77 1427500

2897 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.77668 0.088423 0.84089 46.045 46.045 2.64E-01 33.89 7495600

2898 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.7911 0.77053 1.5365 46.749 46.749 5.26E-01 21.52 657410

2899 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.90437 0.41722 1.2971 46.472 46.472 5.26E-01 27.45 1081900

2900 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 0.8759 0.25233 1.1036 47.351 47.351 2.78E-01 30.35 943400

2901 ALDEFK Unmodified _ALDEFK_ B6TVE3_MAIZE 2 361.6896 721.36466 1.007 0.25446 1.2357 44.795 44.795 1.00E+00 18.45 225180

2902 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.16939 0.13001 0.28041 43.928 43.928 4.46E-01 21.69 4056100

2903 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.033522 -0.18565 -0.17119 43.785 43.785 1.86E-01 15.4 836350

2904 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.16739 0.05942 0.20714 46.185 46.185 4.46E-01 24.46 2982000

2905 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.13321 0.12733 0.24207 45.509 45.509 4.49E-02 32.73 1259100

2906 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.086985 -0.36672 -0.29771 45.803 45.803 8.04E-02 23.08 12633000

2907 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.1463 0.31446 0.44166 46.873 46.873 1.00E+00 8.22 330840

2908 ALDFRPK Unmodified _ALDFRPK_ B4FBF4_MAIZE 2 423.74525 845.47594 0.21506 0.40035 0.59609 44.338 44.338 4.46E-01 20.8 361860

2909 ALDGGADKDEEDSEGR Unmodified _ALDGGADKDEEDSEGR_ B4G137_MAIZE 3 555.23958 1662.6969 0.040673 -0.20794 -0.17856 35.308 35.308 7.42E-06 51.44 607320

2910 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 3 607.27328 1818.798 0.45042 -0.048627 0.38915 31.338 31.338 1.00E+00 29.13 36847

2911 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 3 607.27328 1818.798 0.36702 -0.21333 0.14128 32.182 32.182 1.19E-02 65.86 52298

2912 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 3 607.27328 1818.798 0.28528 -0.15276 0.1188 32.248 32.248 5.98E-03 69.41 452920

2913 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 4 455.70678 1818.798 0.016503 -0.12472 -0.12116 32.245 32.245 4.56E-01 4.1 476950

2914 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 3 607.27328 1818.798 0.2238 -0.23647 -0.026316 32.944 32.944 1.40E-03 65.03 2547200

2915 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 4 455.70678 1818.798 -0.05517 -0.21448 -0.28188 32.95 32.95 9.61E-01 4.26 2933200

2916 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 2 910.40628 1818.798 1.1672 -0.027545 1.1261 32.96 32.96 8.75E-01 11.53 53035

2917 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 4 455.70678 1818.798 0.086541 -0.21532 -0.14102 30.115 30.115 6.76E-01 6.51 130190
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2918 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 4 455.70678 1818.798 -0.11849 -0.27411 -0.40517 33.388 33.388 1.00E+00 2.05 122890

2919 ALDGGADKDEEDSEGRR Unmodified _ALDGGADKDEEDSEGRR_ B4G137_MAIZE 3 607.27328 1818.798 0.28152 -0.056383 0.21222 33.388 33.388 1.40E-03 73.55 68144

2920 ALDLELDLTDK Unmodified _ALDLELDLTDK_ B4FN24_MAIZE 2 623.33228 1244.65 0.28432 0.29286 0.56141 91.536 91.536 1.67E-02 27.8 60694

2921 ALDLELDLTDK Unmodified _ALDLELDLTDK_ B4FN24_MAIZE 2 623.33228 1244.65 0.23539 0.099027 0.31879 91.725 91.725 1.62E-12 82.86 10988000

2922 ALDLGPAGLMLPAIESPEAAAEAVSHCR Oxidation (M) _ALDLGPAGLM(ox)LPAIESPEAAAEAVSHCR_ B4FNT8_MAIZE 3 954.809 2861.4052 1.2216 -0.073044 1.1346 110.9 110.9 2.43E-21 37.71 294590

2923 ALDLGSLLK Unmodified _ALDLGSLLK_ B6TFN9_MAIZE 2 465.28694 928.55933 -0.070267 0.44383 0.34856 94.115 94.115 3.32E-02 38.38 534350

2924 ALDNDQIHIPFR Unmodified _ALDNDQIHIPFR_ B6SXM5_MAIZE 3 480.25276 1437.7365 -0.0091261 0.05107 0.033587 76.884 76.884 2.46E-02 24.5 292160

2925 ALDNELPNIFAAPK Unmodified _ALDNELPNIFAAPK_ B6U4T0_MAIZE 2 756.90647 1511.7984 0.89365 -0.074262 0.79358 98.331 98.331 3.56E-04 32.39 200620

2926 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 3 568.97708 1703.9094 0.23222 0.12458 0.36016 113 113 9.61E-01 1.28 181990

2927 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 3 568.97708 1703.9094 0.070362 0.018599 0.092816 113.49 113.49 1.00E+00 3.41 192730

2928 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 2 852.96198 1703.9094 1.1002 0.38658 1.4912 113.41 113.41 1.43E-21 65.82 186420

2929 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 2 852.96198 1703.9094 1.1497 1.0177 2.1701 113.61 113.61 3.42E-29 64.78 230310

2930 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 2 852.96198 1703.9094 1.1555 0.63715 1.7961 113.47 113.47 2.72E-05 35.16 101730

2931 ALDSGVVAQAALDVFTK Unmodified _ALDSGVVAQAALDVFTK_ B6TZX0_MAIZE 2 852.96198 1703.9094 1.1263 0.19145 1.3226 113.36 113.36 3.42E-29 68.06 434200

2932 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.033372 -0.04341 -0.084379 70.71 70.71 3.89E-04 47.21 1618900

2933 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.12646 0.20459 0.070046 71.133 71.133 3.13E-03 46.86 500020

2934 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.038934 0.037793 -0.0087595 72.067 72.067 3.13E-03 45.58 1040000

2935 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.054897 0.084074 0.021503 71.597 71.597 1.63E-07 64.3 1348200

2936 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.086829 0.22104 0.12522 71.748 71.748 3.89E-04 45.92 1507200

2937 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.070908 0.08428 0.0044913 72.068 72.068 3.13E-03 43.22 3723500

2938 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.15307 0.040332 -0.12056 71.922 71.922 1.63E-07 55.83 38300000

2939 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.14529 0.19102 0.038033 71.132 71.132 1.63E-07 50.65 4852900

2940 ALDTGIFER Unmodified _ALDTGIFER_ B4G1C2_MAIZE 2 511.26928 1020.524 -0.087545 0.60826 0.51168 72.953 72.953 3.21E-03 25.58 104750

2941 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 1.0125 0.1155 1.1274 112.8 112.8 1.12E-07 44.41 1587100

2942 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 0.99228 0.05389 1.0451 113.34 113.34 1.60E-05 52.73 652590

2943 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 0.99298 0.001502 0.99401 113.34 113.34 2.05E-04 36.82 767540

2944 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 0.99852 0.039388 1.0376 113.3 113.3 2.05E-04 46.84 859820

2945 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 1.047 0.15087 1.1972 112.97 112.97 1.60E-05 41.01 623990

2946 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 1.0739 0.14101 1.2139 113.61 113.61 1.12E-07 43.48 207050

2947 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 1.0023 0.048553 1.0501 113.07 113.07 2.37E-16 67.07 2962000

2948 ALDVIPLLTPEVVDR Unmodified _ALDVIPLLTPEVVDR_ B6SGM5_MAIZE 2 825.47726 1648.94 1.0631 -0.4551 0.60749 114.16 114.16 6.37E-03 16.47 84898

2949 ALDVTTSAK Unmodified _ALDVTTSAK_ Q0VH26_MAIZE 2 453.25056 904.48656 -0.15983 0.34385 0.17702 40.109 40.109 3.21E-03 52.57 172930

2950 ALDWAVNEK Unmodified _ALDWAVNEK_ B4G1I6_MAIZE 2 523.26928 1044.524 -0.11564 0.024596 -0.11305 65.257 65.257 3.21E-03 46.02 397290

2951 ALEASGIAHGSKPMEK Oxidation (M) _ALEASGIAHGSKPM(ox)EK_ B6TGG7_MAIZE 3 547.94701 1640.8192 0.10662 -0.24799 -0.16472 36.478 36.478 1.00E+00 4.5 76911
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2952 ALEASGIAHGSKPMEK Oxidation (M) _ALEASGIAHGSKPM(ox)EK_ B6TGG7_MAIZE 3 547.94701 1640.8192 0.09784 -0.14575 -0.072156 36.153 36.153 4.32E-02 29.64 668450

2953 ALEASGIAHGSKPMEK Unmodified _ALEASGIAHGSKPMEK_ B6TGG7_MAIZE 3 542.61537 1624.8243 0.050429 -0.36646 -0.3417 37.665 37.665 1.00E+00 14.21 917630

2954 ALEDAFNK Unmodified _ALEDAFNK_ B6TBZ8_MAIZE 2 454.22962 906.4447 -0.0092831 0.37823 0.33901 55.237 55.237 3.77E-01 23 2067500

2955 ALEDKIEK Unmodified _ALEDKIEK_ B4FSH6_MAIZE 3 315.84656 944.51786 1.3763 -0.61945 0.71629 38.114 38.114 1.05E-01 20.81 535560

2956 ALEEAEALKK Unmodified _ALEEAEALKK_ B4FUS0_MAIZE 2 551.31115 1100.6077 0.057591 -0.040482 -0.036586 42.78 42.78 1.84E-04 41.5 1076300

2957 ALEEAEALKK Unmodified _ALEEAEALKK_ B4FUS0_MAIZE 3 367.87652 1100.6077 0.82818 0.36384 1.1372 42.776 42.776 2.55E-01 29.34 899070

2958 ALEEAFNSLEGITCNK Unmodified _ALEEAFNSLEGITCNK_ Q5GAU1_MAIZE 2 898.43018 1794.8458 1.1211 -0.27611 0.82784 94.644 94.644 4.21E-20 61.08 254100

2959 ALEEAFNSLEGITCNK Unmodified _ALEEAFNSLEGITCNK_ Q5GAU1_MAIZE 2 898.43018 1794.8458 1.116 0.16774 1.2664 94.449 94.449 4.21E-20 46.04 282540

2960 ALEEAFNSLEGITCNK Unmodified _ALEEAFNSLEGITCNK_ Q5GAU1_MAIZE 2 898.43018 1794.8458 1.1352 -1.0333 0.086399 94.085 94.085 7.01E-14 53.23 189570

2961 ALEEAFNSLEGITCNK Unmodified _ALEEAFNSLEGITCNK_ Q5GAU1_MAIZE 2 898.43018 1794.8458 1.1085 0.055289 1.1465 94.663 94.663 1.42E-33 66.81 2830800

2966 ALEEGGELHGK Unmodified _ALEEGGELHGK_ B6TIQ8_MAIZE 3 380.52789 1138.5619 0.6974 0.1486 0.82377 35.279 35.279 1.00E+00 1.75 48033

2967 ALEEGGELHGK Unmodified _ALEEGGELHGK_ B6TIQ8_MAIZE 3 380.52789 1138.5619 0.6955 -0.40399 0.27119 34.389 34.389 1.00E+00 11.46 87019

2968 ALEEGGELHGK Unmodified _ALEEGGELHGK_ B6TIQ8_MAIZE 3 380.52789 1138.5619 0.65684 -0.49188 0.14621 35.097 35.097 9.89E-02 23.37 126130

2969 ALEEGGELHGK Unmodified _ALEEGGELHGK_ B6TIQ8_MAIZE 3 380.52789 1138.5619 0.66006 -0.063681 0.57669 35.101 35.101 9.89E-02 23.21 428870

2970 ALEEGGELHGK Unmodified _ALEEGGELHGK_ B6TIQ8_MAIZE 2 570.2882 1138.5619 0.15494 -0.14361 -0.0083704 35.099 35.099 3.57E-04 54.88 375180

2981 ALEGDMATDSAGVPLADVLR Unmodified _ALEGDMATDSAGVPLADVLR_ B4F9G0_MAIZE 2 1001.0015 1999.9885 1.2161 -0.16048 1.0525 99.016 99.016 4.56E-22 67.17 391000

2982 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.1991 0.041386 1.2462 109.08 109.08 1.18E-55 93.57 1696200

2983 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.1672 0.16071 1.3334 109.7 109.7 2.55E-25 75.35 952460

2984 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 4 748.15085 2988.5743 0.78829 -0.060131 0.73307 109.69 109.69 1.00E+00 5.94 293530

2985 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.1564 0.10514 1.267 109.77 109.77 2.55E-25 71.82 1820400

2986 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 4 748.15085 2988.5743 0.82779 -0.19701 0.63637 109.77 109.77 2.29E-01 23.07 443990

2987 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.1483 0.27867 1.4325 109.96 109.96 2.98E-22 69.99 2377900

2988 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 4 748.15085 2988.5743 0.84793 -0.13691 0.71645 109.95 109.95 2.29E-01 21.24 618530

2989 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.2422 -0.11715 1.1303 109.89 109.89 2.98E-22 104.68 1432300

2990 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.189 -0.082928 1.1116 110.63 110.63 3.83E-35 100.94 2536500

2991 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 4 748.15085 2988.5743 0.85496 -0.35563 0.50497 110.62 110.62 4.02E-01 7.03 731670

2992 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Oxidation (M) _ALEGDM(ox)VTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 997.1987 2988.5743 1.2114 -0.24055 0.97624 109.66 109.66 3.83E-35 87.07 2947900

2993 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Unmodified _ALEGDMVTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 991.86706 2972.5794 1.1704 -0.16075 1.0137 114.42 114.42 1.18E-55 87.86 2996900

2994 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Unmodified _ALEGDMVTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 4 744.15212 2972.5794 0.84668 0.077427 0.92778 114.39 114.39 2.30E-03 14.03 915280

2995 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Unmodified _ALEGDMVTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 991.86706 2972.5794 1.1457 -0.14825 1.0014 114.98 114.98 1.39E-16 42.92 175770

2996 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Unmodified _ALEGDMVTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 991.86706 2972.5794 1.1804 -0.091681 1.0932 115.18 115.18 2.55E-25 87.32 299060

2997 ALEGDMVTDAPGIALPPVFGAPIRPDVVR Unmodified _ALEGDMVTDAPGIALPPVFGAPIRPDVVR_ B4FVJ0_MAIZE 3 991.86706 2972.5794 1.2151 0.18021 1.3992 115.21 115.21 2.98E-22 54.56 798750

2998 ALEGGADKDEEDAEGRR Unmodified _ALEGGADKDEEDAEGRR_ B6TNC0_MAIZE 3 606.61353 1816.8187 0.23787 -0.68156 -0.46393 37.838 37.838 1.40E-03 58.96 630520

2999 ALEHDDEDISYLTNR Unmodified _ALEHDDEDISYLTNR_ B4FA63_MAIZE 3 597.61123 1789.8119 0.27356 -0.15613 0.10138 67.763 67.763 1.00E+00 11.71 883840
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3000 ALEHDDEDISYLTNR Unmodified _ALEHDDEDISYLTNR_ B4FA63_MAIZE 3 597.61123 1789.8119 0.20343 0.053917 0.24214 67.952 67.952 2.34E-01 26.81 2060800

3001 ALEHDDEDISYLTNR Unmodified _ALEHDDEDISYLTNR_ B4FA63_MAIZE 2 895.91321 1789.8119 1.1814 -0.84506 0.322 67.954 67.954 2.37E-16 98.19 326490

3002 ALEIAEK Unmodified _ALEIAEK_ B6TGG2_MAIZE 2 387.22381 772.43307 0.59166 0.69716 1.2331 39.254 39.254 1.00E+00 6.92 300180

3003 ALEIAEK Unmodified _ALEIAEK_ B6TGG2_MAIZE 2 387.22381 772.43307 0.55395 0.63835 1.1381 40.6 40.6 7.83E-01 11.73 253450

3004 ALEIAEK Unmodified _ALEIAEK_ B6TGG2_MAIZE 2 387.22381 772.43307 0.43176 -0.47704 -0.096735 41.134 41.134 4.46E-01 21.77 4006200

3005 ALEIDPDNR Unmodified _ALEIDPDNR_ B6TI78_MAIZE 2 521.76182 1041.5091 0.017871 0.011898 0.0068521 51.635 51.635 7.18E-01 14.24 1344800

3006 ALEIDPDNR Unmodified _ALEIDPDNR_ B6TI78_MAIZE 2 521.76182 1041.5091 -0.11637 0.11747 -0.022674 51.657 51.657 3.32E-02 22.24 86145

3007 ALEIDPDNR Unmodified _ALEIDPDNR_ B6TI78_MAIZE 2 521.76182 1041.5091 -0.018898 0.084078 0.041462 53.772 53.772 3.32E-02 30.07 1144100

3008 ALEIDPDNR Unmodified _ALEIDPDNR_ B6TI78_MAIZE 2 521.76182 1041.5091 -0.11072 0.043744 -0.090282 53.877 53.877 9.73E-03 37.05 3788200

3009 ALEIDPDNRDVK Unmodified _ALEIDPDNRDVK_ B6TI78_MAIZE 3 462.24041 1383.6994 -0.072736 -0.042301 -0.13089 52.709 52.709 9.42E-03 28 1044400

3010 ALEIYR Unmodified _ALEIYR_ B6TIF5_MAIZE 2 382.7187 763.42284 0.52509 0.71888 1.1987 52.116 52.116 2.64E-01 33.35 503080

3011 ALELDDEDISYLTNR Unmodified _ALELDDEDISYLTNR_ B6TJM0_MAIZE 2 883.92579 1765.837 1.0057 -1.0913 -0.10405 94.193 94.193 2.37E-16 57.12 1720800

3012 ALELNPSYLK Unmodified _ALELNPSYLK_ B4FL68_MAIZE 2 574.32151 1146.6285 0.091636 0.20685 0.26055 74.285 74.285 1.45E-01 29.39 1187400

3013 ALELSGSDIGGGYELYVDEAKPR Unmodified _ALELSGSDIGGGYELYVDEAKPR_ B4FI73_MAIZE 3 813.73945 2438.1965 0.98687 -0.014749 0.95896 92.968 92.968 6.49E-11 45.83 1061700

3014 ALELSGSDIGGGYELYVDEAKPR Unmodified _ALELSGSDIGGGYELYVDEAKPR_ B4FI73_MAIZE 3 813.73945 2438.1965 0.94866 -0.11862 0.8169 92.904 92.904 6.36E-09 50.07 4621800

3015 ALELSGSDIGGGYELYVDEAKPR Unmodified _ALELSGSDIGGGYELYVDEAKPR_ B4FI73_MAIZE 2 1220.1055 2438.1965 1.1603 -0.20352 0.94372 92.77 92.77 4.97E-06 57.03 306700

3016 ALELVEWVQK Unmodified _ALELVEWVQK_ B6ST71_MAIZE 2 607.84261 1213.6707 0.27372 0.15178 0.40876 91.689 91.689 2.81E-03 32.31 582910

3017 ALELVYLLVNDTNVKPLTK Unmodified _ALELVYLLVNDTNVKPLTK_ B6SV75_MAIZE 2 1072.1223 2142.23 1.2578 0.083436 1.3283 117.53 117.53 5.48E-24 69.26 223470

3018 ALELVYLLVNDTNVKPLTK Unmodified _ALELVYLLVNDTNVKPLTK_ B6SV75_MAIZE 3 715.08395 2142.23 0.71569 0.18726 0.89021 118.28 118.28 5.54E-24 67.16 316780

3019 ALELWANQPGVQFYTGNFLQDVK Unmodified _ALELWANQPGVQFYTGNFLQDVK_ B4FMF7_MAIZE 3 880.11486 2637.3227 1.1819 0.59622 1.778 121.87 121.87 4.65E-06 33.11 2908900

3020 ALELWANQPGVQFYTGNFLQDVK Unmodified _ALELWANQPGVQFYTGNFLQDVK_ B4FMF7_MAIZE 2 1319.6686 2637.3227 1.1307 0.14083 1.2714 121.85 121.85 4.97E-06 55.83 1047900

3021 ALENEMLLR Unmodified _ALENEMLLR_ SUS1_MAIZE B6 2 544.79207 1087.5696 0.021128 0.15071 0.12873 68.694 68.694 3.13E-03 48.76 7910200

3022 ALENEMLLR Unmodified _ALENEMLLR_ SUS1_MAIZE B6 2 544.79207 1087.5696 0.036547 0.047592 0.041253 70.211 70.211 7.18E-01 21.9 1296100

3023 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 0.11749 1.5617 1.6378 68.692 68.692 3.39E-01 16.91 485490

3024 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 -0.0075852 -0.49285 -0.53771 57.338 57.338 1.01E-02 35.94 1595900

3025 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 -0.0489 -0.37505 -0.46149 57.986 57.986 3.39E-01 28.62 1382900

3026 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 0.084765 -1.2201 -1.1723 59.076 59.076 1.12E-01 34.33 1611900

3027 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 0.04134 -0.40095 -0.39654 59.679 59.679 9.73E-03 35.91 1282900

3028 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 0.070072 -0.8197 -0.78643 58.358 58.358 3.05E-02 30.82 2551900

3029 ALENEMLLR Oxidation (M) _ALENEM(ox)LLR_ SUS1_MAIZE B6 2 552.78952 1103.5645 0.035179 -0.15639 -0.1601 59.02 59.02 9.73E-03 36.64 2241400

3030 ALENEMVLR Unmodified _ALENEMVLR_ B4F8R3_MAIZE 2 537.78424 1073.5539 0.035213 0.18578 0.18631 62.279 62.279 3.21E-03 48.5 935080

3031 ALENEMVLR Oxidation (M) _ALENEM(ox)VLR_ B4F8R3_MAIZE 2 545.7817 1089.5488 0.085514 4.1929 4.2414 49.302 49.302 3.39E-01 10.11 191080

3032 ALEPFVK Unmodified _ALEPFVK_ B4FI21_MAIZE 2 402.23672 802.45889 0.22694 2.3792 2.5852 59.234 59.234 1.00E+00 4.45 842730

3033 ALEPFVK Unmodified _ALEPFVK_ B4FI21_MAIZE 2 402.23672 802.45889 0.35334 0.85797 1.1928 59.793 59.793 4.46E-01 31.56 2043800
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3034 ALEQLDAAVAK Unmodified _ALEQLDAAVAK_ B4F9H6_MAIZE 2 564.8166 1127.6186 0.021915 -0.11912 -0.12502 60.867 60.867 4.43E-05 58.44 2771200

3035 ALEQLDTAVSK Unmodified _ALEQLDTAVSK_ B4F925_MAIZE 2 587.81934 1173.6241 0.08137 0.060144 0.12564 57.076 57.076 5.66E-08 61.64 5475000

3036 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.23938 0.28353 0.50501 43.93 43.93 4.43E-05 44.6 2999000

3037 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.2461 0.34405 0.57095 64.744 64.744 1.00E+00 3.23 1764900

3038 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.18274 0.041856 0.20579 43.376 43.376 4.48E-03 41.52 1985000

3039 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.17547 0.063713 0.22111 64.816 64.816 1.00E+00 5.75 496310

3040 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.25311 0.37376 0.60777 46.088 46.088 3.60E-06 48.36 2688300

3041 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.18126 0.070047 0.23291 45.293 45.293 3.60E-06 60.61 8176900

3042 ALESENVDSVK Unmodified _ALESENVDSVK_ B6U0V6_MAIZE 2 595.7986 1189.5826 0.19352 0.44716 0.62193 46.949 46.949 3.57E-04 56.3 837500

3043 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.059557 0.22785 0.13704 57.746 57.746 1.90E-02 28.23 3986800

3044 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.16513 -0.15786 -0.35439 57.956 57.956 1.65E-01 47.49 2691300

3045 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.080074 -0.094471 -0.20693 59.758 59.758 1.90E-02 31.8 4177500

3046 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.22752 0.10648 -0.15313 59.63 59.63 2.34E-03 58.15 18996000

3047 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.060488 -0.12868 -0.21995 59.723 59.723 2.92E-02 27.06 1153000

3048 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.12636 -0.48053 -0.63741 58.155 58.155 1.00E+00 9.17 495440

3049 ALESFYEK Unmodified _ALESFYEK_ VATA_MAIZE B6 2 493.74511 985.47566 -0.1657 -0.030375 -0.2263 60.968 60.968 1.65E-01 29.91 497630

3050 ALESFYEKFDPDFIDIR Unmodified _ALESFYEKFDPDFIDIR_ VATA_MAIZE B6 3 702.34572 2104.0153 0.72265 0.28112 0.99419 110.12 110.12 1.40E-03 21.25 456200

3051 ALESFYEKFDPDFIDIR Unmodified _ALESFYEKFDPDFIDIR_ VATA_MAIZE B6 3 702.34572 2104.0153 0.69587 0.15988 0.84651 110.75 110.75 2.01E-02 22.72 264240

3052 ALESFYEKFDPDFIDIR Unmodified _ALESFYEKFDPDFIDIR_ VATA_MAIZE B6 3 702.34572 2104.0153 0.73163 0.53095 1.2531 110.92 110.92 1.19E-02 22.07 213090

3053 ALESFYEKFDPDFIDIR Unmodified _ALESFYEKFDPDFIDIR_ VATA_MAIZE B6 3 702.34572 2104.0153 0.70141 0.16259 0.85536 111.09 111.09 5.98E-03 31.27 456470

3054 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 3 463.58552 1387.7347 0.010502 -0.082995 -0.099338 70.482 70.482 8.04E-02 25.1 1458100

3055 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 2 694.87464 1387.7347 0.65241 0.40413 1.0299 70.494 70.494 1.11E-04 44.45 815530

3056 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 2 694.87464 1387.7347 0.55132 0.11919 0.64469 71.193 71.193 1.60E-02 32.33 296840

3057 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 3 463.58552 1387.7347 -0.14592 0.25899 0.085348 71.19 71.19 7.68E-01 21.05 512750

3058 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 3 463.58552 1387.7347 0.0045763 0.13262 0.11041 71.834 71.834 2.46E-02 22.46 572150

3059 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 2 694.87464 1387.7347 0.644 0.19375 0.81128 71.462 71.462 1.11E-04 47.33 278220

3060 ALESLKEWEGVK Unmodified _ALESLKEWEGVK_ B4FX25_MAIZE 3 463.58552 1387.7347 -0.10984 0.127 -0.0090316 71.59 71.59 2.46E-02 29.81 5150200

3061 ALEVLNFAPLNNKPIR Unmodified _ALEVLNFAPLNNKPIR_ B6U4M0_MAIZE 3 603.68423 1808.0309 0.28619 -0.15392 0.10663 91.156 91.156 2.89E-01 23.74 671650

3062 ALEVLNFAPLNNKPIR Unmodified _ALEVLNFAPLNNKPIR_ B6U4M0_MAIZE 3 603.68423 1808.0309 0.28468 0.11723 0.37594 91.748 91.748 2.89E-01 29.36 550050

3063 ALEVTHYLGGENYVFWGGR Unmodified _ALEVTHYLGGENYVFWGGR_ B4FHJ2_MAIZE 3 723.35684 2167.0487 0.78403 -0.18359 0.60154 100.82 100.82 7.51E-03 29.82 893680

3064 ALEVVPLK Unmodified _ALEVVPLK_ B6TU35_MAIZE 2 434.77875 867.54295 0.032968 0.39398 0.40548 64.459 64.459 1.65E-01 9.82 730580

3065 ALEYADFDNFDR Unmodified _ALEYADFDNFDR_ B6TGG2_MAIZE 2 738.32551 1474.6365 0.77623 0.28868 1.0547 86.309 86.309 7.61E-14 81.2 1925100

3066 ALEYADFDNFDR Unmodified _ALEYADFDNFDR_ B6TGG2_MAIZE 2 738.32551 1474.6365 0.76683 0.10523 0.86221 87.116 87.116 7.61E-14 82.19 3351400

3067 ALEYADFDNFDR Unmodified _ALEYADFDNFDR_ B6TGG2_MAIZE 2 738.32551 1474.6365 0.79887 -0.32502 0.46483 81.215 81.215 9.64E-17 69.52 1056900
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3068 ALEYADFDNFDR Unmodified _ALEYADFDNFDR_ B6TGG2_MAIZE 2 738.32551 1474.6365 0.67958 0.1985 0.86854 86.445 86.445 2.05E-12 81.38 17774000

3069 ALEYADFDNFDR Unmodified _ALEYADFDNFDR_ B6TGG2_MAIZE 2 738.32551 1474.6365 0.83703 0.13529 0.96212 87.107 87.107 2.05E-12 64.77 600210

3070 ALEYVGLAPQGSER Unmodified _ALEYVGLAPQGSER_ P93852_MAIZE 2 745.38591 1488.7573 0.78187 -0.27199 0.49425 68.947 68.947 2.00E-19 62.05 2908200

3071 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1358 -0.22446 0.90267 110.26 110.26 4.53E-07 79.14 1931400

3072 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1952 0.28115 1.468 124.55 124.55 1.26E-01 14.55 28518

3073 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1057 -0.017858 1.0794 110.95 110.95 1.06E-14 79.19 864330

3074 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1017 -0.11587 0.97713 111.01 111.01 5.89E-20 88.68 872460

3075 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.0845 -0.048039 1.0277 111.12 111.12 1.06E-14 98.03 960320

3076 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.2492 -0.053907 1.1873 111.04 111.04 5.48E-24 93.11 678690

3077 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1283 0.11762 1.2371 113.11 113.11 5.57E-58 120.93 940400

3078 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.095 0.05108 1.1384 117.35 117.35 2.86E-31 92.57 1321800

3079 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 3 624.99999 1871.9781 0.34213 0.33207 0.6649 117.32 117.32 4.99E-02 24.17 174350

3080 ALFGGTGNYASALFLTAAK Unmodified _ALFGGTGNYASALFLTAAK_ B6TBW2_MAIZE 2 936.99635 1871.9781 1.1535 0.61305 1.7582 120.6 120.6 4.53E-07 88.38 175550

3081 ALFHSDEALLR Unmodified _ALFHSDEALLR_ B6T6D4_MAIZE 3 424.56294 1270.667 0.1251 -0.10859 -0.0029617 69.11 69.11 5.15E-02 18.87 1286800

3082 ALFLQQNLLSGPIPTGIQK Unmodified _ALFLQQNLLSGPIPTGIQK_ B6SWA2_MAIZE 2 1019.5884 2037.1623 1.3345 -0.053299 1.2743 107.18 107.18 2.46E-02 18.38 167210

3083 ALFLQQNLLSGPIPTGIQK Unmodified _ALFLQQNLLSGPIPTGIQK_ B6SWA2_MAIZE 2 1019.5884 2037.1623 1.2347 0.27131 1.4979 107.77 107.77 5.63E-03 28.61 347060

3084 ALFSQITAR Unmodified _ALFSQITAR_ B6T962_MAIZE 2 503.78764 1005.5607 -0.11787 0.22278 0.08903 68.402 68.402 3.13E-03 49.61 2734000

3085 ALGDDEVGR Unmodified _ALGDDEVGR_ B6U3R0_MAIZE 2 466.22761 930.44067 -0.013 0.39485 0.37973 38.492 38.492 1.01E-02 20.29 166400

3086 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.4481 0.047939 1.4805 36.382 36.382 1.96E-01 27.33 1451900

3087 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.053714 0.84071 0.76967 36.433 36.433 1.01E-02 34.37 768420

3088 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.1082 36.585 36.585 3.82E-01 17.92

3089 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.12235 0.46308 0.32538 35.529 35.529 3.32E-02 22.08 333760

3090 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.037966 1.9656 1.9088 38.399 38.399 3.13E-03 48.08 501720

3091 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 0.78851 38.146 38.146 6.33E-02 27.8

3092 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.034087 0.19531 0.14722 37.457 37.457 1.01E-02 35.8 426080

3093 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.4278 37.333 37.333 2.38E-01 25.83

3094 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.3844 -0.13105 1.2383 38.15 38.15 1.96E-01 37.24 1556400

3095 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.047812 0.58181 0.51899 38.186 38.186 1.01E-02 36.13 532100

3096 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.083176 1.3952 1.295 38.123 38.123 3.32E-02 29.92 588910

3097 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 0.78851 37.993 37.993 3.82E-01 21.51

3098 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.3688 -0.34844 1.0052 38.901 38.901 1.82E-02 37.4 20492000

3099 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 1.3811 0.10167 1.4671 36.171 36.171 1.96E-01 30.67 535100

3100 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 2 470.24835 938.48214 -0.027563 0.2924 0.24984 36.165 36.165 1.01E-02 32.41 274960

3101 ALGDEIHGK Unmodified _ALGDEIHGK_ B4FHT1_MAIZE 3 313.83466 938.48214 0.78851 39.571 39.571 3.82E-01 16.94
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3102 ALGDSATTPPVAK Unmodified _ALGDSATTPPVAK_ B6TQS8_MAIZE 2 614.33261 1226.6507 0.26881 0.21862 0.48508 49.686 49.686 5.66E-01 19.38 607670

3103 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.071606 0.4771 0.39668 71.323 71.323 3.21E-03 47.61 14284000

3104 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.16092 0.20283 0.032997 72.323 72.323 7.18E-01 14.7 63889

3105 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.16093 0.25372 0.083616 71.655 71.655 3.13E-03 39.75 4597600

3106 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.063857 0.26054 0.18825 72.606 72.606 3.89E-04 53.29 6030400

3107 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.078449 0.31662 0.22863 72.176 72.176 3.21E-03 42.56 5158700

3108 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.11423 0.36197 0.23763 72.319 72.319 3.13E-03 42.91 2184000

3109 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.048381 0.58223 0.52433 55.362 55.362 7.18E-01 8.63 1339600

3110 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.10893 0.68554 0.56696 72.432 72.432 1.01E-02 30.99 1105000

3111 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.065664 0.3755 0.30085 71.726 71.726 9.73E-03 43.23 1018200

3112 ALGDYLGVK Unmodified _ALGDYLGVK_ B4FBK3_MAIZE 2 468.26347 934.51238 -0.19934 0.61042 0.40059 73.516 73.516 1.01E-02 32.36 394720

3113 ALGFYDVVFDAVYAPK Unmodified _ALGFYDVVFDAVYAPK_ B6UCV5_MAIZE 2 887.95616 1773.8978 1.1559 0.96701 2.1259 122.86 122.86 7.42E-06 52.74 175870

3114 ALGFYDVVFDAVYAPK Unmodified _ALGFYDVVFDAVYAPK_ B6UCV5_MAIZE 2 887.95616 1773.8978 1.139 0.67502 1.8171 123.11 123.11 7.73E-25 95.32 275270

3115 ALGFYDVVFDAVYAPK Unmodified _ALGFYDVVFDAVYAPK_ B6UCV5_MAIZE 2 887.95616 1773.8978 1.14 0.18803 1.332 123.71 123.71 4.21E-20 72.06 855510

3116 ALGGGKPADVFLWR Unmodified _ALGGGKPADVFLWR_ B6TQ43_MAIZE 3 496.27702 1485.8092 -0.017412 0.99613 0.97748 82.454 82.454 7.06E-02 15.99 662280

3117 ALGGGKPADVFLWR Unmodified _ALGGGKPADVFLWR_ B6TQ43_MAIZE 3 496.27702 1485.8092 -0.075218 -0.31589 -0.38946 83.237 83.237 1.27E-02 26.85 790280

3118 ALGGSVAGSDKR Unmodified _ALGGSVAGSDKR_ B4F871_MAIZE 2 559.30164 1116.5887 0.21806 -0.38432 -0.17054 27.763 27.763 8.05E-01 6.28 16710

3119 ALGGSVAGSDKR Unmodified _ALGGSVAGSDKR_ B4F871_MAIZE 2 559.30164 1116.5887 0.16001 -0.40557 -0.24967 28.55 28.55 2.00E-01 38.25 8669.8

3120 ALGGSVAGSDKR Unmodified _ALGGSVAGSDKR_ B4F871_MAIZE 2 559.30164 1116.5887 0.26864 -0.4301 -0.16613 27.793 27.793 2.00E-01 19.78 15481

3121 ALGGSVAGSDKR Unmodified _ALGGSVAGSDKR_ B4F871_MAIZE 2 559.30164 1116.5887 0.20054 -0.26713 -0.071219 28.579 28.579 1.60E-02 42.29 25623

3122 ALGGSVAGSDKR Unmodified _ALGGSVAGSDKR_ B4F871_MAIZE 2 559.30164 1116.5887 0.08082 -0.20818 -0.1329 28.969 28.969 1.60E-02 46.45 235150

3123 ALGHGEYTEVPEK Unmodified _ALGHGEYTEVPEK_ B6TV19_MAIZE 3 477.23678 1428.6885 -0.078735 -0.16427 -0.25609 45.043 45.043 1.28E-01 13.42 1241200

3124 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 2 1077.6428 2153.2711 1.1233 0.052062 1.1776 127.31 127.31 1.29E-11 55.25 28888000

3125 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.67469 0.24108 0.91788 127.32 127.32 5.35E-30 66.53 14919000

3126 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 2 1077.6428 2153.2711 1.2006 0.096838 1.2999 128.01 128.01 8.95E-08 46.04 4350700

3127 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.71004 0.14281 0.85459 128.1 128.1 4.23E-22 57.76 2556600

3128 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 2 1077.6428 2153.2711 1.1414 0.15859 1.3022 128.57 128.57 1.29E-11 66.31 3703000

3129 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.70876 0.12886 0.83898 128.65 128.65 1.77E-34 70.94 2559600

3130 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.70749 0.072092 0.78214 129.46 129.46 1.77E-34 69.18 3167500

3131 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 2 1077.6428 2153.2711 1.3204 0.2078 1.5306 129.29 129.29 3.25E-04 58.62 258240

3132 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.75593 0.10377 0.86236 129.3 129.3 9.86E-04 21.13 431810

3133 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 2 1077.6428 2153.2711 1.2524 0.21086 1.4656 130.32 130.32 2.60E-01 9.74 221410

3134 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.79189 0.32882 1.1225 130.33 130.33 4.26E-01 6.2 375600

3135 ALGIDTVPVLVGPVSYLLLSK Unmodified _ALGIDTVPVLVGPVSYLLLSK_ B6UF55_MAIZE 3 718.76432 2153.2711 0.7401 0.1979 0.93981 129.89 129.89 8.27E-01 16.03 369340
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3136 ALGIDTVPVLVGPVSYLLLSKPAK Unmodified _ALGIDTVPVLVGPVSYLLLSKPAK_ B6UF55_MAIZE 3 817.4926 2449.456 0.97496 -0.1844 0.78848 124.15 124.15 1.00E-07 30.07 6425100

3137 ALGIDTVPVLVGPVSYLLLSKPAK Unmodified _ALGIDTVPVLVGPVSYLLLSKPAK_ B6UF55_MAIZE 3 817.4926 2449.456 0.95357 -0.04304 0.90725 124.67 124.67 1.00E-07 30.7 5781100

3138 ALGIDTVPVLVGPVSYLLLSKPAK Unmodified _ALGIDTVPVLVGPVSYLLLSKPAK_ B6UF55_MAIZE 3 817.4926 2449.456 0.95477 0.093874 1.0463 127.54 127.54 1.64E-08 37.49 2836600

3139 ALGLPLER Unmodified _ALGLPLER_ B4FIC0_MAIZE 2 434.76618 867.5178 0.06087 0.4377 0.46565 69.353 69.353 3.77E-01 13.2 4055900

3140 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.85232 -0.083209 0.73914 59.05 59.05 2.94E-01 22.69 2914700

3141 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 0.087502 0.19135 0.24889 59.052 59.052 2.81E-03 26.76 989700

3142 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.64893 0.089954 0.70829 62.45 62.45 2.94E-01 16.8 143620

3143 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.74392 -0.10731 0.60768 60.211 60.211 5.86E-01 10.78 1201200

3144 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 -0.021322 0.094037 0.043381 60.207 60.207 2.81E-03 30.35 327640

3145 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.84919 -0.28554 0.53471 61.429 61.429 3.83E-02 22.24 2240800

3146 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 0.06369 -0.063146 -0.029331 61.434 61.434 1.45E-01 25.48 635510

3147 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.78423 -0.067469 0.6872 60.804 60.804 2.94E-01 14.57 1938600

3148 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 0.085262 -0.058317 -0.0036873 60.796 60.796 1.25E-02 47.09 518280

3149 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.73401 0.25466 0.95746 61.232 61.232 3.83E-02 25.76 1282300

3150 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 0.075091 0.025866 0.07094 61.234 61.234 3.43E-01 20.61 304030

3151 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.75441 -0.41201 0.3146 61.055 61.055 3.83E-02 23.22 24740000

3152 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 2 547.34004 1092.6655 0.010009 0.14534 0.12567 61.052 61.052 4.40E-02 18.39 6255800

3153 ALGLPLERPK Unmodified _ALGLPLERPK_ B4FIC0_MAIZE 3 365.22912 1092.6655 0.88778 -0.094998 0.76368 60.153 60.153 1.00E+00 2.6 676450

3154 ALGLQLFNFDMIR Oxidation (M) _ALGLQLFNFDM(ox)IR_ B6TJ44_MAIZE 2 777.41087 1552.8072 0.84841 -1.1807 -0.33671 115.15 115.15 1.62E-14 53.8 315140

3155 ALGLSDVVFHLLDITDASSIAR Unmodified _ALGLSDVVFHLLDITDASSIAR_ B6T3T7_MAIZE 3 771.75315 2312.2376 0.79806 0.15887 0.95617 128.43 128.43 6.58E-05 55.51 1106700

3156 ALGLSDVVFHLLDITDASSIAR Unmodified _ALGLSDVVFHLLDITDASSIAR_ B6T3T7_MAIZE 3 771.75315 2312.2376 1.0241 0.20284 1.2264 131.13 131.13 1.22E-04 64.19 14937000

3157 ALGLTPDLLACR Unmodified _ALGLTPDLLACR_ B6SHC1_MAIZE 2 650.3581 1298.7017 0.48368 -0.043624 0.43507 88.558 88.558 6.74E-02 25.56 320290

3158 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.063289 -0.15037 -0.11339 39.035 39.035 3.48E-02 59.76 7761700

3159 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 -0.12319 -0.013302 -0.16244 38.464 38.464 2.34E-03 67.3 2355100

3160 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.048426 0.079685 0.1025 41.126 41.126 2.92E-02 39.15 3587300

3161 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.024636 0.046363 0.043691 40.426 40.426 3.48E-02 50.45 4500500

3162 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 -0.041728 -0.076226 -0.1445 41.097 41.097 1.90E-02 43.07 5257300

3163 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.041333 -0.052595 -0.037888 40.928 40.928 3.48E-02 62.21 4831600

3164 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 -0.048511 -0.073097 -0.14714 41.681 41.681 2.34E-03 56.09 88472000

3165 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.049115 0.40797 0.43036 39.053 39.053 2.92E-02 26.17 2186600

3166 ALGQISER Unmodified _ALGQISER_ MDHC_MAIZE 2 437.24307 872.47158 0.027417 2.7051 2.7003 42.641 42.641 5.06E-02 19.3 289460

3167 ALGTQVAEPLR Unmodified _ALGTQVAEPLR_ B4F876_MAIZE 2 577.83004 1153.6455 0.17475 0.24852 0.41057 58.264 58.264 1.47E-01 29.72 1449400

3168 ALGVDILTGVGTIVGK Unmodified _ALGVDILTGVGTIVGK_ B6U7D0_MAIZE 2 756.95342 1511.8923 0.89047 0.052202 0.95865 110.73 110.73 1.82E-38 83.73 324930

3169 ALGVDILTGVGTIVGK Unmodified _ALGVDILTGVGTIVGK_ B6U7D0_MAIZE 2 756.95342 1511.8923 0.85778 0.13292 1.0061 111.33 111.33 1.42E-33 80.69 361560
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3170 ALGVDILTGVGTIVGK Unmodified _ALGVDILTGVGTIVGK_ B6U7D0_MAIZE 2 756.95342 1511.8923 0.90353 0.22342 1.1432 111.1 111.1 1.27E-09 64.71 249570

3171 ALGVDILTGVGTIVGK Unmodified _ALGVDILTGVGTIVGK_ B6U7D0_MAIZE 2 756.95342 1511.8923 0.87412 -0.023483 0.86684 111.97 111.97 1.42E-33 75.66 1376900

3172 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.64908 0.25132 0.90583 126.22 126.22 3.23E-43 88.8 17561000

3173 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.1158 -0.042706 1.0794 126.22 126.22 3.89E-34 66.47 36961000

3174 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.1934 -0.087051 1.1135 126.75 126.75 1.23E-19 62.55 11447000

3175 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.69111 0.13499 0.8323 126.77 126.77 3.77E-10 51.06 6559200

3176 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.1276 -0.005697 1.1283 127.14 127.14 1.23E-19 51.12 8912400

3177 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.67332 0.096207 0.77594 127.16 127.16 1.77E-34 64.24 5940500

3178 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.0843 0.099932 1.1908 128.18 128.18 1.08E-14 55.67 7477800

3179 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.66275 0.20277 0.87144 128.23 128.23 1.77E-34 61.81 5234800

3180 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.2885 -0.015058 1.2804 128.11 128.11 5.37E-06 42.83 536840

3181 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.74777 0.085444 0.84007 128.14 128.14 1.00E+00 2.38 555390

3182 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 3 714.09244 2139.2555 0.79029 0.01258 0.80941 128.8 128.8 8.27E-01 7.02 159540

3183 ALGVDTVPVLVGPVSYLLLSK Unmodified _ALGVDTVPVLVGPVSYLLLSK_ Q8W529_MAIZE 2 1070.635 2139.2555 1.2591 0.062124 1.3282 128.22 128.22 2.60E-01 2.07 214810

3184 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 0.93319 0.17591 1.1104 122.18 122.18 1.64E-08 36.77 12744000

3185 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 0.95838 -0.18248 0.77738 122.76 122.76 1.00E-07 37.29 12733000

3186 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 2 1218.7274 2435.4403 1.2746 0.005163 1.2817 122.73 122.73 1.04E-04 48.58 321720

3187 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 0.93192 -0.15689 0.77659 123.17 123.17 1.64E-08 38.98 13093000

3188 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 0.91708 -0.047841 0.87058 125.19 125.19 1.47E-16 40.59 7799300

3189 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 2 1218.7274 2435.4403 1.2042 0.069181 1.2752 125.08 125.08 6.01E-07 35.02 162390

3190 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 1.0536 0.14041 1.1955 126.07 126.07 2.86E-06 22.23 384500

3191 ALGVDTVPVLVGPVSYLLLSKPAK Unmodified _ALGVDTVPVLVGPVSYLLLSKPAK_ Q8W529_MAIZE 3 812.82072 2435.4403 1.0028 0.31924 1.3235 130.02 130.02 1.68E-04 17.76 368960

3192 ALGVEEDMAHTSIR Unmodified _ALGVEEDMAHTSIR_ B4FLP7_MAIZE 3 510.25232 1527.7351 0.0058164 -0.18277 -0.18893 63.087 63.087 1.59E-01 22 505050

3193 ALGVELVSFDEAIAR Unmodified _ALGVELVSFDEAIAR_ B4FWI4_MAIZE 2 795.43031 1588.8461 1.0508 -0.10487 0.93429 104.63 104.63 2.05E-04 42.83 146850

3194 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 0.082306 0.16191 0.22426 82.327 82.327 2.81E-03 47.81 1752500

3195 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 -0.0048316 0.35116 0.3247 83.09 83.09 1.62E-03 35.52 817300

3196 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 0.072253 0.27996 0.33172 83.279 83.279 1.25E-02 33.21 1552400

3197 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 0.082717 0.30336 0.36577 82.962 82.962 2.81E-03 33.22 800150

3198 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 -0.038007 0.1915 0.13355 82.592 82.592 1.25E-02 50.6 6898300

3199 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 0.0096626 0.55211 0.54048 82.852 82.852 3.43E-01 22.42 427740

3200 ALHAPVLVLK Acetyl (Protein N-term) _(ac)ALHAPVLVLK_ B6UCD0_MAIZE 2 551.85278 1101.691 0.0094954 0.47868 0.46626 82.819 82.819 1.25E-02 29.73 890700

3201 ALHFACGYGELK Unmodified _ALHFACGYGELK_ B4G137_MAIZE 3 455.89218 1364.6547 -0.084132 0.43471 0.34434 65.013 65.013 4.69E-06 52.74 4831400

3202 ALHFACGYGELK Unmodified _ALHFACGYGELK_ B4G137_MAIZE 2 683.33463 1364.6547 0.5671 0.10495 0.66523 65.01 65.01 2.62E-07 70.14 668360

3203 ALHFACGYGELK Unmodified _ALHFACGYGELK_ B4G137_MAIZE 3 455.89218 1364.6547 -0.12456 -0.66685 -0.79603 66.867 66.867 1.00E+00 10.13 120100
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3204 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.59042 -0.40986 0.1866 58.154 58.154 7.26E-03 30.33 3343500

3205 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.58487 -0.27197 0.319 58.795 58.795 6.15E-07 72.38 4649200

3206 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 2 1029.4947 2056.9749 1.1995 0.18063 1.3858 58.789 58.789 6.01E-60 66.01 473670

3207 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.56105 -0.30195 0.26435 60.184 60.184 6.15E-07 49.81 7201600

3208 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 2 1029.4947 2056.9749 1.1783 0.31109 1.4946 60.179 60.179 2.15E-93 73.27 717480

3209 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.55299 -0.294 0.26512 59.563 59.563 5.05E-05 50.85 8042400

3210 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 2 1029.4947 2056.9749 1.1604 0.28744 1.4532 59.544 59.544 8.00E-106 71.88 797550

3211 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.68611 -0.38588 0.30651 68.86 68.86 4.16E-01 14.15 438880

3212 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.50848 -0.37425 0.14051 60.032 60.032 6.15E-07 55.7 12885000

3213 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 2 1029.4947 2056.9749 1.2276 0.044813 1.2782 60.009 60.009 3.94E-53 58.54 1508600

3214 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.65039 -0.91242 -0.25473 68.919 68.919 9.26E-02 17.65 668560

3215 ALHGGNFQGTPIGVSMDNAR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNAR_ B6U4D6_MAIZE 3 686.66557 2056.9749 0.60883 -0.81464 -0.19873 60.003 60.003 6.15E-07 45.79 2447200

3216 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 3 681.33393 2040.98 0.57119 -0.10221 0.47299 67.854 67.854 2.26E-05 44.83 10232000

3217 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 2 1021.4973 2040.98 1.2041 -0.000786 1.2073 67.863 67.863 1.49E-82 99.74 1732100

3218 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 3 681.33393 2040.98 0.58848 -0.25058 0.34175 68.644 68.644 1.00E+00 2.87 2898400

3219 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 2 1021.4973 2040.98 1.1696 -0.016381 1.1572 68.645 68.645 2.77E-53 88.86 343000

3220 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 3 681.33393 2040.98 0.59301 -0.064119 0.53192 69.39 69.39 1.62E-02 50 3620800

3221 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 2 1021.4973 2040.98 1.1781 -0.11458 1.067 69.385 69.385 2.77E-53 96.42 441200

3222 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 3 681.33393 2040.98 0.56205 -0.34758 0.21872 68.913 68.913 3.70E-04 53.6 6058800

3223 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 2 1021.4973 2040.98 1.1741 -0.19765 0.9802 68.912 68.912 2.77E-53 97.49 596740

3224 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 3 681.33393 2040.98 0.51599 -0.53056 -0.010451 68.924 68.924 6.04E-03 32.3 8247800

3225 ALHGGNFQGTPIGVSMDNAR Unmodified _ALHGGNFQGTPIGVSMDNAR_ B6U4D6_MAIZE 2 1021.4973 2040.98 1.2633 -0.15378 1.1133 68.92 68.92 8.25E-66 94.14 747110

3226 ALHGGNFQGTPIGVSMDNTR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNTR_ B4FW68_MAIZE 3 696.66909 2086.9854 0.63406 -0.13643 0.50721 58.917 58.917 5.91E-04 56.55 436170

3227 ALHGGNFQGTPIGVSMDNTR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNTR_ B4FW68_MAIZE 3 696.66909 2086.9854 0.62201 -0.07218 0.55916 59.702 59.702 1.97E-01 18.29 478710

3228 ALHGGNFQGTPIGVSMDNTR Oxidation (M) _ALHGGNFQGTPIGVSM(ox)DNTR_ B4FW68_MAIZE 3 696.66909 2086.9854 0.71449 0.19064 0.91521 60.168 60.168 4.16E-01 19.18 383530

3229 ALHNYLITK Unmodified _ALHNYLITK_ B6U1K3_MAIZE 3 358.20984 1071.6077 0.91872 0.67384 1.5627 51.002 51.002 5.45E-01 2.18 828400

3230 ALHNYLITK Unmodified _ALHNYLITK_ B6U1K3_MAIZE 2 536.81112 1071.6077 0.06587 0.20539 0.24278 51.01 51.01 1.01E-02 45 333000

3231 ALHSGGVLEK Unmodified _ALHSGGVLEK_ B6TL88_MAIZE 3 337.52582 1009.5556 1.2272 -0.13749 1.0787 33.899 33.899 2.37E-02 30.17 85045

3232 ALHVNTVIGK Unmodified _ALHVNTVIGK_ B6TQW0_MAIZE 3 351.21347 1050.6186 1.0982 0.46991 1.5639 47.005 47.005 5.31E-01 17.16 680130

3233 ALHVNTVIGK Unmodified _ALHVNTVIGK_ B6TQW0_MAIZE 3 351.21347 1050.6186 0.93934 -0.10177 0.83458 48.353 48.353 9.39E-01 35.46 19795

3234 ALHVNTVIGK Unmodified _ALHVNTVIGK_ B6TQW0_MAIZE 3 351.21347 1050.6186 0.79616 0.13345 0.925 50.995 50.995 9.79E-02 19.81 1233200

3235 ALHVNTVIGK Unmodified _ALHVNTVIGK_ B6TQW0_MAIZE 2 526.31657 1050.6186 -0.1125 -0.17685 -0.29178 50.993 50.993 4.40E-02 36.33 420580

3236 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 2 468.26908 934.52362 0.041015 0.13511 0.18039 36.403 36.403 1.12E-01 32.44 57454

3237 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 2 468.26908 934.52362 0.016689 0.14563 0.16666 36.308 36.308 9.73E-03 42.52 156050
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3238 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 3 312.51515 934.52362 1.4172 0.078806 1.4996 37.212 37.212 2.17E-03 40.67 1612400

3239 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 2 468.26908 934.52362 -0.099771 0.36023 0.26473 37.214 37.214 3.21E-03 28.03 338940

3240 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 3 312.51515 934.52362 1.2417 -0.28474 0.96232 34.331 34.331 2.17E-03 52.56 8483300

3241 ALHVVGPDK Unmodified _ALHVVGPDK_ B4FYU6_MAIZE 2 468.26908 934.52362 -0.069965 0.1893 0.12429 34.322 34.322 3.21E-03 33 2253400

3242 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.2482 0.17492 0.38554 66.481 66.481 4.43E-05 36.42 4109300

3243 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.00078363 -0.42837 -0.46376 67.296 67.296 3.57E-04 26.72 2041400

3244 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.13644 -0.023797 0.075987 68.175 68.175 4.48E-03 27.11 2730600

3245 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.079461 -0.42778 -0.38554 67.621 67.621 4.48E-03 22.26 1969200

3246 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.077299 -0.15848 -0.11864 68.027 68.027 3.57E-04 34.71 5770900

3247 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.033343 -0.17752 -0.18128 67.101 67.101 1.47E-01 23.11 2640400

3248 ALIAAEYSGIK Unmodified _ALIAAEYSGIK_ B6TGB2_MAIZE 2 568.32151 1134.6285 0.085894 -0.44772 -0.39852 69.291 69.291 1.47E-01 22.97 118220

3249 ALIAAEYSGVK Unmodified _ALIAAEYSGVK_ B6T7G7_MAIZE 2 561.31369 1120.6128 0.087693 -0.044615 0.013305 60.843 60.843 7.60E-01 4.81 2539200

3250 ALIAAEYSGVK Unmodified _ALIAAEYSGVK_ B6T7G7_MAIZE 2 561.31369 1120.6128 0.088188 -0.1407 -0.08166 62.673 62.673 1.67E-02 11.74 1062200

3251 ALIAAEYSGVK Unmodified _ALIAAEYSGVK_ B6T7G7_MAIZE 2 561.31369 1120.6128 0.11401 -0.054277 0.030673 62.018 62.018 4.48E-03 23.09 916430

3252 ALIAAEYSGVK Unmodified _ALIAAEYSGVK_ B6T7G7_MAIZE 2 561.31369 1120.6128 0.13217 -0.14852 -0.044591 62.435 62.435 3.83E-01 8.88 344780

3253 ALIAAEYSGVK Unmodified _ALIAAEYSGVK_ B6T7G7_MAIZE 2 561.31369 1120.6128 0.063749 -0.13292 -0.098508 62.533 62.533 4.96E-02 17.36 3040600

3254 ALIAEK Unmodified _ALIAEK_ B6TM55_MAIZE 2 322.70251 643.39048 1.5235 -0.31753 1.1512 32.408 32.408 9.46E-01 22.39 83740

3255 ALIAEK Unmodified _ALIAEK_ B6TM55_MAIZE 2 322.70251 643.39048 1.2903 -0.3131 0.92278 30.963 30.963 2.64E-01 30.55 3510500

3256 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.2777 -0.42881 0.79678 55.597 55.597 1.00E+00 15.81 153630

3257 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.568 -0.26957 1.2467 57.268 57.268 1.00E+00 16.02 1014900

3258 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.3641 -0.16887 1.1427 56.593 56.593 5.26E-01 34.84 1553200

3259 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.3239 0.1594 1.4315 57.149 57.149 5.26E-01 26.65 3661600

3260 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.3938 0.12977 1.4698 56.719 56.719 2.64E-01 40.09 20096000

3261 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.4009 0.069835 1.418 55.563 55.563 9.46E-01 11.65 1905400

3262 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.3497 -0.023102 1.2732 55.742 55.742 1.00E+00 2.96 447060

3263 ALIALK Unmodified _ALIALK_ B4FJ73_MAIZE 2 314.72325 627.43195 1.4131 -0.37232 0.99155 58.682 58.682 1.00E+00 16.14 163820

3264 ALIAYTSVNK Unmodified _ALIAYTSVNK_ B6T7R3_MAIZE 2 540.30841 1078.6023 -0.035972 -0.38464 -0.44458 60.338 60.338 1.84E-04 57.15 1016400

3265 ALIDIR Unmodified _ALIDIR_ B4F8Q2_MAIZE 2 350.72124 699.42792 0.95004 -0.044471 0.87287 60.787 60.787 1.00E+00 18.53 597860

3266 ALIDIR Unmodified _ALIDIR_ B4F8Q2_MAIZE 2 350.72124 699.42792 1.0688 0.19914 1.2337 62.302 62.302 2.64E-01 28.89 1608000

3267 ALIDIR Unmodified _ALIDIR_ B4F8Q2_MAIZE 2 350.72124 699.42792 0.95602 0.015028 0.93927 61.662 61.662 2.78E-01 43.23 3493900

3268 ALIDIR Unmodified _ALIDIR_ B4F8Q2_MAIZE 2 350.72124 699.42792 0.84774 -0.039073 0.77622 62.139 62.139 2.64E-01 43.34 10014000

3269 ALIEQAER Unmodified _ALIEQAER_ B4F8U6_MAIZE 2 465.25617 928.49779 -0.014706 -0.18351 -0.23927 43.555 43.555 1.90E-02 31.85 925050

3270 ALIGLFHGR Unmodified _ALIGLFHGR_ B6TDE0_MAIZE 3 328.53102 982.57123 1.405 -0.12013 1.2759 67.195 67.195 1.00E+00 35.22 579390

3271 ALIGLFHGR Unmodified _ALIGLFHGR_ B6TDE0_MAIZE 3 328.53102 982.57123 1.3031 -0.32075 0.97611 67.123 67.123 8.75E-03 41.61 8898300
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3272 ALIGLFHGR Unmodified _ALIGLFHGR_ B6TDE0_MAIZE 2 492.29289 982.57123 -0.1606 0.052763 -0.11643 67.123 67.123 1.01E-02 43.06 3209000

3273 ALIPDLYR Unmodified _ALIPDLYR_ B6T599_MAIZE 2 480.77928 959.54402 0.009562 0.052822 0.03455 79.329 79.329 1.00E+00 2.27 363520

3274 ALIPDLYR Unmodified _ALIPDLYR_ B6T599_MAIZE 2 480.77928 959.54402 -0.15983 -0.31669 -0.50396 79.842 79.842 1.65E-01 27.84 5764800

3275 ALIPYFELTNAVR Unmodified _ALIPYFELTNAVR_ B6TBG8_MAIZE 2 753.91938 1505.8242 0.8486 -0.004168 0.82639 104.49 104.49 1.00E-11 52.52 1558400

3276 ALIPYFELTNAVR Unmodified _ALIPYFELTNAVR_ B6TBG8_MAIZE 2 753.91938 1505.8242 0.82202 -0.12679 0.67719 105.14 105.14 2.50E-15 55.21 447630

3277 ALIPYFELTNAVR Unmodified _ALIPYFELTNAVR_ B6TBG8_MAIZE 2 753.91938 1505.8242 0.83641 0.028998 0.84692 105.13 105.13 2.50E-15 50.57 321180

3278 ALIPYFELTNAVR Unmodified _ALIPYFELTNAVR_ B6TBG8_MAIZE 2 753.91938 1505.8242 0.88024 0.032546 0.89425 105.34 105.34 1.00E-11 54.12 375990

3279 ALIQDLEFLSNNCR Unmodified _ALIQDLEFLSNNCR_ B4FBP3_MAIZE 2 846.92233 1691.8301 1.1497 0.24817 1.3848 105.01 105.01 2.00E-19 81.76 223410

3280 ALKDTLNWAVHR Unmodified _ALKDTLNWAVHR_ B6SHX4_MAIZE 3 475.265 1422.7732 -0.10111 0.44165 0.32594 72.309 72.309 9.42E-03 33.67 233890

3281 ALKENLEK Unmodified _ALKENLEK_ B4F9G1_MAIZE 3 315.51856 943.53385 1.5788 -0.36795 1.1593 29.225 29.225 1.00E+00 7.07 16010

3282 ALKENLEK Unmodified _ALKENLEK_ B4F9G1_MAIZE 3 315.51856 943.53385 1.4647 0.2368 1.6486 29.568 29.568 5.41E-01 19.5 76991

3283 ALKENLEK Unmodified _ALKENLEK_ B4F9G1_MAIZE 2 472.7742 943.53385 -0.044143 0.008938 -0.087056 29.574 29.574 1.00E+00 8.94 29674

3284 ALLAGVPNLDMVESVDDEK Oxidation (M) _ALLAGVPNLDM(ox)VESVDDEK_ B4FAQ2_MAIZE 2 1016.0012 2029.9878 1.1885 -0.12489 1.0586 95.255 95.255 2.86E-31 93.03 546050

3285 ALLAGVPNLDMVESVDDEK Oxidation (M) _ALLAGVPNLDM(ox)VESVDDEK_ B4FAQ2_MAIZE 2 1016.0012 2029.9878 1.162 -0.13672 1.0204 95.973 95.973 1.42E-05 29.41 471590

3286 ALLAGVPNLDMVESVDDEK Unmodified _ALLAGVPNLDMVESVDDEK_ B4FAQ2_MAIZE 2 1008.0037 2013.9929 1.201 -0.34488 0.84955 105.93 105.93 4.44E-10 63.61 245490

3287 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 2 1046.5352 2091.0558 1.1933 0.29114 1.467 106.39 106.39 9.05E-02 10.61 376290

3288 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 2 1046.5352 2091.0558 1.2004 0.16093 1.3438 106.47 106.47 1.99E-02 10.28 438350

3289 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 2 1046.5352 2091.0558 1.3122 0.092605 1.3875 106.07 106.07 6.84E-03 10.1 390590

3290 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 3 698.02588 2091.0558 0.72267 -0.16659 0.53881 105.98 105.98 1.00E+00 4.55 133090

3291 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 2 1046.5352 2091.0558 1.062 -0.16867 0.87606 107.29 107.29 4.44E-10 64.13 8359800

3292 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 3 698.02588 2091.0558 0.58839 -0.031419 0.53974 107.11 107.11 1.97E-18 69.08 3234800

3293 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 3 698.02588 2091.0558 0.73915 0.35881 1.0802 137.08 137.08 9.90E-01 3.95 27308

3294 ALLALEEAGVDYELVPMSR Oxidation (M) _ALLALEEAGVDYELVPM(ox)SR_ GSTF4_MAIZE 2 1046.5352 2091.0558 1.2536 0.20626 1.442 137.11 137.11 8.65E-01 4.39 37937

3295 ALLAQAER Unmodified _ALLAQAER_ B4FAF0_MAIZE 2 436.25343 870.49232 0.10189 -0.11287 -0.052871 41.303 41.303 2.92E-02 35.63 867890

3296 ALLAQAER Unmodified _ALLAQAER_ B4FAF0_MAIZE 2 436.25343 870.49232 -0.018749 -0.70173 -0.76268 41.126 41.126 5.06E-02 27.99 371860

3297 ALLAQAER Unmodified _ALLAQAER_ B4FAF0_MAIZE 2 436.25343 870.49232 0.016519 0.64345 0.61633 43.612 43.612 1.00E+00 5.28 284080

3298 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.45444 0.17306 0.60597 48.674 48.674 1.00E+00 14.68 892670

3299 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.31323 -0.14566 0.14851 48.695 48.695 1.65E-01 25.03 358800

3300 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.44867 0.011945 0.43926 50.981 50.981 1.65E-01 20.44 830100

3301 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.4298 0.070571 0.47933 50.298 50.298 1.65E-01 26.4 445600

3302 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.36212 0.052189 0.39412 50.951 50.951 5.06E-02 27.71 735510

3303 ALLAVSGR Unmodified _ALLAVSGR_ B6U7D0_MAIZE 2 393.74525 785.47594 0.40576 -0.19209 0.19446 50.742 50.742 2.92E-02 34.45 6605300

3304 ALLDELQALDDHLK Unmodified _ALLDELQALDDHLK_ B4FT31_MAIZE 2 797.42777 1592.841 0.92952 -1.3696 -0.45707 111.31 111.31 7.64E-09 52.45 296090

3305 ALLDELQALDDHLK Unmodified _ALLDELQALDDHLK_ B4FT31_MAIZE 3 531.95427 1592.841 -0.046284 -0.050617 -0.11621 111.32 111.32 1.00E+00 22.3 1490300
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3306 ALLDELQALDEHLK Unmodified _ALLDELQALDEHLK_ B4F817_MAIZE 3 536.62616 1606.8566 0.013677 -0.030386 -0.040896 112.01 112.01 1.83E-01 19.2 805400

3307 ALLDEMAVVATEEYR Unmodified _ALLDEMAVVATEEYR_ CAPP2_MAIZE 2 855.42437 1708.8342 1.0009 -0.033765 0.94645 110.46 110.46 7.01E-11 53.05 134010

3308 ALLDEWETNPSVK Unmodified _ALLDEWETNPSVK_ B4FQL1_MAIZE 2 751.38029 1500.746 0.80924 -0.63065 0.16445 82.966 82.966 1.00E-11 69.95 470800

3309 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.10045 -0.14868 -0.26368 87.506 87.506 1.63E-07 63.36 20336000

3310 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.10356 0.0604 -0.058545 89.797 89.797 1.01E-02 35.48 15697

3311 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.1848 0.17792 -0.022345 88.131 88.131 1.63E-07 66.41 3508500

3312 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.065665 0.088889 0.008461 88.365 88.365 3.89E-04 64.73 3116400

3313 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.080391 0.1078 0.011203 88.078 88.078 1.63E-07 57.08 3092800

3314 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.1244 0.11122 -0.028152 87.738 87.738 3.89E-04 68.79 2160400

3315 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.063116 -0.09102 -0.16929 88.317 88.317 3.13E-03 53.17 1600200

3316 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.16213 0.11421 -0.062791 87.981 87.981 1.63E-07 61.95 10262000

3317 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.10465 -0.084369 -0.20374 87.893 87.893 3.89E-04 68.7 1265400

3318 ALLDVGLIR Unmodified _ALLDVGLIR_ B6THG9_MAIZE 2 485.30821 968.60187 -0.17608 0.022597 -0.16893 89.341 89.341 9.73E-03 37.89 437140

3319 ALLEEDVALK Unmodified _ALLEEDVALK_ B4FHU9_MAIZE 2 550.81352 1099.6125 -0.066646 0.039226 -0.05795 71.195 71.195 3.43E-01 18.21 66041

3320 ALLEEDVALK Unmodified _ALLEEDVALK_ B4FHU9_MAIZE 2 550.81352 1099.6125 0.10092 -0.10425 -0.03456 92.223 92.223 1.00E+00 0.89 380630

3321 ALLEEDVALKR Unmodified _ALLEEDVALKR_ B4FHU9_MAIZE 2 628.86408 1255.7136 0.27798 0.38228 0.6278 63.026 63.026 1.67E-02 50.59 121560

3322 ALLEEDVALKR Unmodified _ALLEEDVALKR_ B4FHU9_MAIZE 3 419.57848 1255.7136 0.002833 -0.026252 -0.054036 63.042 63.042 9.88E-04 41.4 349280

3323 ALLEVVESGGK Unmodified _ALLEVVESGGK_ A3FMB9_MAIZE 2 551.31115 1100.6077 0.082926 0.16477 0.23616 69.918 69.918 4.96E-02 21.84 1235400

3324 ALLEVVESGGK Unmodified _ALLEVVESGGK_ A3FMB9_MAIZE 2 551.31115 1100.6077 0.072321 0.066673 0.12695 71.288 71.288 7.60E-01 5.46 659030

3325 ALLEVVESGGK Unmodified _ALLEVVESGGK_ A3FMB9_MAIZE 2 551.31115 1100.6077 0.077333 0.21725 0.28224 70.786 70.786 6.35E-09 73.25 719840

3326 ALLEVVESGGK Unmodified _ALLEVVESGGK_ A3FMB9_MAIZE 2 551.31115 1100.6077 0.057593 0.16697 0.21337 70.916 70.916 3.83E-01 8.96 661990

3327 ALLEVVESGGK Unmodified _ALLEVVESGGK_ A3FMB9_MAIZE 2 551.31115 1100.6077 -0.10083 -0.39413 -0.50596 70.397 70.397 3.60E-06 54.59 14066000

3328 ALLFIPPK Unmodified _ALLFIPPK_ B6U0V6_MAIZE 2 449.79166 897.56878 0.080751 0.095412 0.15415 76.431 76.431 1.00E+00 4.74 471500

3329 ALLFIPPK Unmodified _ALLFIPPK_ B6U0V6_MAIZE 2 449.79166 897.56878 0.042041 0.15232 0.17159 77.795 77.795 7.88E-01 5.23 530360

3330 ALLFIPPK Unmodified _ALLFIPPK_ B6U0V6_MAIZE 2 449.79166 897.56878 0.0094703 0.28193 0.26966 77.487 77.487 1.90E-02 31.9 1525900

3331 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.59867 0.37635 0.96489 70.283 70.283 2.61E-08 70.66 4388900

3332 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.57181 0.18071 0.74345 71.438 71.438 1.15E-02 43.62 134480

3333 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.59231 -0.047791 0.53536 70.62 70.62 2.50E-15 68.36 1590000

3334 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.5673 0.10875 0.66601 71.057 71.057 1.00E-11 86.18 3706700

3335 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.55198 0.29494 0.83648 71.149 71.149 1.47E-03 49.96 3439600

3336 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.58633 0.24368 0.81995 71.478 71.478 2.50E-15 62.94 4453200

3337 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.38488 -0.73909 -0.36265 70.568 70.568 1.56E-17 59.45 90065000

3338 ALLGESNEFVGDK Unmodified _ALLGESNEFVGDK_ B4FNW1_MAIZE 2 689.84608 1377.6776 0.53209 -0.34682 0.17701 72.376 72.376 1.00E-11 52.76 442420

3339 ALLGESNEFVGDKVAYALSQGLK Unmodified _ALLGESNEFVGDKVAYALSQGLK_ B4FNW1_MAIZE 3 803.76019 2408.2587 1.0403 1.6962 2.7229 117.57 117.57 5.14E-05 25.26 152650
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3340 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.58387 0.35286 0.9298 72.136 72.136 2.61E-08 53.95 1841700

3341 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.58428 0.20649 0.78468 73.221 73.221 9.54E-02 45.6 20102

3342 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.54756 0.25306 0.79377 72.513 72.513 1.00E-11 71.77 671050

3343 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.57583 0.18826 0.75722 73.32 73.32 4.68E-05 65.72 853100

3344 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.5735 0.017788 0.58388 72.901 72.901 4.68E-05 72.26 1129300

3345 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.55308 0.22522 0.77163 72.913 72.913 1.00E-11 93.08 917550

3346 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.60424 0.23288 0.82919 73.389 73.389 6.20E-03 54.79 892060

3347 ALLGESSDFVADK Unmodified _ALLGESSDFVADK_ B6SMQ5_MAIZE 2 676.34063 1350.6667 0.40759 0.089809 0.49056 72.567 72.567 2.50E-15 77.1 20620000

3348 ALLGSVSNYVVNNATCPVTVVR Unmodified _ALLGSVSNYVVNNATCPVTVVR_ B4FFW5_MAIZE 2 1167.1177 2332.2209 1.1028 -0.84758 0.26475 100.55 100.55 8.70E-13 63.71 233000

3349 ALLLLDSWQEAFGGPGGK Unmodified _ALLLLDSWQEAFGGPGGK_ B6U266_MAIZE 2 929.98853 1857.9625 1.0244 -1.2968 -0.27441 122.69 122.69 1.77E-34 92.05 285180

3350 ALLLLDSWQEAFGGPGGK Unmodified _ALLLLDSWQEAFGGPGGK_ B6U266_MAIZE 2 929.98853 1857.9625 1.2755 0.3124 1.5848 122.12 122.12 2.85E-09 50.3 197910

3351 ALLQDIAIVTGAEYQSK Unmodified _ALLQDIAIVTGAEYQSK_ B6SXW8_MAIZE 2 910.49364 1818.9727 1.1446 0.50829 1.6374 107.91 107.91 4.07E-45 92.2 374350

3352 ALLQDIAIVTGAEYQSK Unmodified _ALLQDIAIVTGAEYQSK_ B6SXW8_MAIZE 3 607.33152 1818.9727 0.28431 0.2639 0.5333 107.75 107.75 2.75E-01 22.14 693390

3353 ALLQDIAIVTGAEYQSK Unmodified _ALLQDIAIVTGAEYQSK_ B6SXW8_MAIZE 2 910.49364 1818.9727 1.2072 0.19958 1.3909 107.85 107.85 8.28E-39 89.07 509550

3354 ALLQDIAIVTGAEYQSK Unmodified _ALLQDIAIVTGAEYQSK_ B6SXW8_MAIZE 2 910.49364 1818.9727 1.1932 0.43551 1.6124 108.27 108.27 8.28E-39 84.18 345400

3355 ALLQDIAIVTGAEYQSK Unmodified _ALLQDIAIVTGAEYQSK_ B6SXW8_MAIZE 3 607.33152 1818.9727 0.036284 108.02 108.02 9.66E-01 13.55

3356 ALLSDLINLDLSGR Acetyl (Protein N-term) _(ac)ALLSDLINLDLSGR_ B4F9A2_MAIZE 2 771.43031 1540.8461 0.91836 0.52431 1.4201 130.35 130.35 1.29E-01 11.17 333370

3357 ALLSDLINLDLSGR Acetyl (Protein N-term) _(ac)ALLSDLINLDLSGR_ B4F9A2_MAIZE 2 771.43031 1540.8461 0.89727 0.32341 1.1986 131 131 6.31E-03 40.45 193880

3358 ALLSDLINLDLSGR Acetyl (Protein N-term) _(ac)ALLSDLINLDLSGR_ B4F9A2_MAIZE 2 771.43031 1540.8461 0.84106 0.38469 1.2031 130.98 130.98 1.29E-01 31.66 139460

3359 ALLSDLINLDLSGR Acetyl (Protein N-term) _(ac)ALLSDLINLDLSGR_ B4F9A2_MAIZE 2 771.43031 1540.8461 0.86529 0.81178 1.6539 131.46 131.46 2.00E-19 72.25 833260

3360 ALLSDLINLDLSGR Acetyl (Protein N-term) _(ac)ALLSDLINLDLSGR_ B4F9A2_MAIZE 2 771.43031 1540.8461 0.92585 1.1134 2.0152 130.74 130.74 3.56E-04 35.78 2627800

3361 ALLSDPEFR Unmodified _ALLSDPEFR_ B4FA06_MAIZE 2 524.27711 1046.5397 -0.084777 -0.32843 -0.42976 69.34 69.34 3.39E-01 24.02 2131800

3362 ALLSDPSFR Unmodified _ALLSDPSFR_ B4G031_MAIZE 2 503.27182 1004.5291 -0.11206 0.073557 -0.051116 66.871 66.871 3.32E-02 28.01 1759800

3363 ALLSDPSFRPLVDK Unmodified _ALLSDPSFRPLVDK_ B4G031_MAIZE 3 519.95936 1556.8562 -0.10339 -0.1792 -0.28921 79.74 79.74 1.00E+00 6.11 2517300

3364 ALLSDPSFRPLVDK Unmodified _ALLSDPSFRPLVDK_ B4G031_MAIZE 2 779.4354 1556.8562 0.80004 -1.3259 -0.53101 79.542 79.542 1.49E-02 24.14 3531700

3365 ALLSDPVFR Unmodified _ALLSDPVFR_ B6TM55_MAIZE 2 509.29002 1016.5655 -0.10361 -0.12479 -0.23388 78.747 78.747 1.00E+00 11.01 12772

3366 ALLSDPVFR Unmodified _ALLSDPVFR_ B6TM55_MAIZE 2 509.29002 1016.5655 -0.001524 -0.10291 -0.10958 78.189 78.189 3.39E-01 22.31 285360

3367 ALLSDPVFR Unmodified _ALLSDPVFR_ B6TM55_MAIZE 2 509.29002 1016.5655 0.01684 -0.036998 -0.025607 77.823 77.823 3.32E-02 23.27 340170

3368 ALLSDPVFR Unmodified _ALLSDPVFR_ B6TM55_MAIZE 2 509.29002 1016.5655 -0.044434 -0.23429 -0.28413 77.629 77.629 1.01E-02 31.1 432530

3369 ALLSDPVFR Unmodified _ALLSDPVFR_ B6TM55_MAIZE 2 509.29002 1016.5655 -0.21387 0.005346 -0.21469 77.635 77.635 9.73E-03 41.84 20211000

3370 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.02847 0.034916 -0.0027633 86.663 86.663 7.27E-01 5.83 7380000

3371 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 2 792.46142 1582.9083 0.95972 0.041866 0.99126 86.664 86.664 2.96E-06 46.93 1019200

3372 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.05043 -0.35064 -0.4096 95.009 95.009 1.00E+00 2.18 23044

3373 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.083762 -0.036858 -0.12968 87.502 87.502 1.00E+00 4.45 1746800
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3374 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.074499 0.14609 0.061878 87.347 87.347 1.00E+00 3.79 3365500

3375 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.041528 -0.26078 -0.31217 87.526 87.526 4.14E-01 2.27 7883700

3376 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.10492 0.068414 -0.046857 87.25 87.25 4.14E-01 15.21 18834000

3377 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 2 792.46142 1582.9083 0.9215 0.034299 0.94615 87.253 87.253 2.96E-06 48.69 2566400

3378 ALLSDPVFRPLVEK Unmodified _ALLSDPVFRPLVEK_ B6TM55_MAIZE 3 528.64337 1582.9083 -0.092474 0.20407 0.10092 89.83 89.83 1.00E+00 3.81 661100

3379 ALLSLQDGAPDNFHFVENWVK Unmodified _ALLSLQDGAPDNFHFVENWVK_ B6U0H7_MAIZE 3 800.73761 2399.191 1.0206 0.30895 1.3278 111.65 111.65 3.77E-10 38.74 214700

3380 ALLVEALSPLGEDNVK Unmodified _ALLVEALSPLGEDNVK_ B6TMW7_MAIZE 2 834.46435 1666.9142 1.0598 0.04022 1.0829 98.543 98.543 4.21E-20 67.85 695580

3381 ALLVEALSPLGEDNVK Unmodified _ALLVEALSPLGEDNVK_ B6TMW7_MAIZE 2 834.46435 1666.9142 1.0118 0.55137 1.5457 99.176 99.176 1.02E-04 20.87 322070

3382 ALLYESTEK Unmodified _ALLYESTEK_ B4G0D8_MAIZE 2 527.27677 1052.539 -0.014878 0.28748 0.23899 51.247 51.247 3.32E-02 27.77 1151500

3383 ALMDEMAVVATK Unmodified _ALMDEMAVVATK_ Q9SAZ6_MAIZE 2 639.82525 1277.6359 0.43981 0.16373 0.58686 82.036 82.036 2.62E-07 46.5 2264500

3384 ALMDEMAVVATK Unmodified _ALMDEMAVVATK_ Q9SAZ6_MAIZE 2 639.82525 1277.6359 0.44444 0.82788 1.2544 82.332 82.332 4.56E-01 1.69 385040

3385 ALMDEMAVVATK 2 Oxidation (M) _ALM(ox)DEM(ox)AVVATK_ Q9SAZ6_MAIZE 2 655.82016 1309.6258 0.53562 -0.079225 0.44679 82.01 82.01 2.00E-01 23.96 515620

3386 ALMDEMAVVATK 2 Oxidation (M) _ALM(ox)DEM(ox)AVVATK_ Q9SAZ6_MAIZE 2 655.82016 1309.6258 0.43624 0.12195 0.54881 47.387 47.387 5.29E-15 77.03 527070

3387 ALMDEMAVVATK 2 Oxidation (M) _ALM(ox)DEM(ox)AVVATK_ Q9SAZ6_MAIZE 2 655.82016 1309.6258 0.50183 0.031557 0.52454 49.91 49.91 5.29E-15 68.11 487160

3388 ALMDEMAVVATK Oxidation (M) _ALMDEM(ox)AVVATK_ Q9SAZ6_MAIZE 2 647.82271 1293.6309 0.4967 0.88798 1.3711 59.698 59.698 4.56E-01 11.78 204110

3389 ALMHVIGTK Oxidation (M) _ALM(ox)HVIGTK_ B6SL54_MAIZE 3 329.18816 984.54264 1.1866 0.0171 1.1998 36.751 36.751 1.82E-02 21.22 135510

3390 ALMLIEAWGESGDELR Oxidation (M) _ALM(ox)LIEAWGESGDELR_ B4FH61_MAIZE 2 903.44055 1804.8665 1.195 0.31861 1.4936 101.32 101.32 1.34E-51 86.04 391670

3391 ALNEDCVR Unmodified _ALNEDCVR_ B6ETR5_MAIZE 2 488.72946 975.44437 -0.0087522 -0.64564 -0.66239 35.574 35.574 1.00E+00 1.51 139310

3392 ALNEDCVR Unmodified _ALNEDCVR_ B6ETR5_MAIZE 2 488.72946 975.44437 -0.18278 0.12424 -0.067888 34.418 34.418 1.00E+00 6.11 59073

3393 ALNEDCVR Unmodified _ALNEDCVR_ B6ETR5_MAIZE 2 488.72946 975.44437 0.0072517 -0.02212 -0.024838 37.314 37.314 1.65E-01 25.28 133590

3394 ALNEDCVR Unmodified _ALNEDCVR_ B6ETR5_MAIZE 2 488.72946 975.44437 -0.11975 -0.3106 -0.43859 37.261 37.261 2.92E-02 41.72 259680

3395 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 4 704.87073 2815.4538 0.73971 -0.019546 0.71358 69.603 69.603 7.28E-02 36.56 963310

3396 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 4 704.87073 2815.4538 0.6632 0.14271 0.79884 70.962 70.962 4.95E-05 50.99 1106800

3397 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 4 704.87073 2815.4538 0.67182 0.3111 0.97552 71.201 71.201 1.61E-09 43.9 2204200

3398 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 4 704.87073 2815.4538 0.69825 0.067503 0.76013 71.476 71.476 1.61E-09 38.19 790410

3399 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 4 704.87073 2815.4538 0.63296 -0.16268 0.46406 70.902 70.902 7.07E-10 46.46 10135000

3400 ALNEHHVLLEGTLLKPNMVTPGSDSK Oxidation (M) _ALNEHHVLLEGTLLKPNM(ox)VTPGSDSK_ B4FAL9_MAIZE 3 939.49189 2815.4538 1.1869 -0.12468 1.0559 70.87 70.87 7.07E-10 46.69 759760

3401 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.66909 -0.095932 0.56479 76.324 76.324 7.28E-02 21.51 2810500

3402 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.66292 -0.2419 0.41289 77.89 77.89 9.87E-01 12.2 478600

3403 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.69204 -0.40428 0.28025 78.042 78.042 2.03E-02 40.56 612080

3404 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.70294 -0.2439 0.45197 78.044 78.044 1.00E+00 18.55 464330

3405 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.71322 -0.32436 0.38099 78.235 78.235 1.00E+00 5.96 976340

3406 ALNEHHVLLEGTLLKPNMVTPGSDSK Unmodified _ALNEHHVLLEGTLLKPNMVTPGSDSK_ B4FAL9_MAIZE 4 700.872 2799.4589 0.61518 -0.16161 0.44556 77.56 77.56 4.95E-05 49.68 6067200

3407 ALNHQIASIVASGIQPLHNLTVLR Unmodified _ALNHQIASIVASGIQPLHNLTVLR_ B6TYS6_MAIZE 4 642.12105 2564.4551 0.34079 0.20513 0.53445 129.97 129.97 2.84E-01 24.4 2573500
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3408 ALNHQIASIVASGIQPLHNLTVLR Unmodified _ALNHQIASIVASGIQPLHNLTVLR_ B6TYS6_MAIZE 3 855.82564 2564.4551 0.98966 -0.11892 0.85999 129.97 129.97 5.45E-31 55.15 675720

3409 ALNSPELPLGHAAR Unmodified _ALNSPELPLGHAAR_ B6UCF3_MAIZE 3 482.60016 1444.7787 -0.15488 -0.041231 -0.22137 62.301 62.301 5.17E-02 15.19 91563

3410 ALPASSSGLFR Unmodified _ALPASSSGLFR_ B6SQL0_MAIZE 2 553.30366 1104.5928 -0.11932 0.20204 0.068583 66.725 66.725 4.48E-03 53.17 548890

3411 ALPEMILICQNLR Unmodified _ALPEMILICQNLR_ B6UCF6_MAIZE 2 785.92583 1569.8371 0.99349 0.090989 1.0633 101.1 101.1 2.61E-08 66.81 892030

3412 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.9073 -0.075993 0.8282 87.6 87.6 2.96E-06 44.83 4094300

3413 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.909 -0.076138 0.82994 87.956 87.956 3.49E-01 15.6 66614

3414 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.91207 -0.001255 0.90692 87.736 87.736 1.49E-02 44.07 993340

3415 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.90215 -0.1679 0.73055 88.2 88.2 7.64E-09 54.55 1044000

3416 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.9054 -0.25379 0.64854 87.85 87.85 7.64E-09 56.33 1072200

3417 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.97477 -0.48373 0.48836 88.265 88.265 2.96E-06 41.32 1019200

3418 ALPNQGTVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQGTVDYPSFK_ B4G1P4_MAIZE 2 789.89356 1577.7726 0.89238 -0.80123 0.088844 87.95 87.95 6.31E-03 39.81 1473300

3419 ALPNQQGVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQQGVDYPSFK_ B6TBX3_MAIZE 2 803.39901 1604.7835 1.0012 0.12213 1.1169 85.667 85.667 1.29E-01 11.72 867040

3420 ALPNQQGVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQQGVDYPSFK_ B6TBX3_MAIZE 2 803.39901 1604.7835 0.89759 -0.17798 0.71317 85.8 85.8 1.49E-02 22.73 185590

3421 ALPNQQGVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQQGVDYPSFK_ B6TBX3_MAIZE 2 803.39901 1604.7835 0.98766 0.010827 0.99264 86.34 86.34 6.77E-01 5.29 213280

3422 ALPNQQGVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQQGVDYPSFK_ B6TBX3_MAIZE 2 803.39901 1604.7835 0.98188 -0.27208 0.70399 86.011 86.011 6.77E-01 8.41 197990

3423 ALPNQQGVDYPSFK Acetyl (Protein N-term) _(ac)ALPNQQGVDYPSFK_ B6TBX3_MAIZE 2 803.39901 1604.7835 0.87433 -0.14899 0.71979 85.594 85.594 7.68E-22 97.3 3412400

3424 ALPPELADNVLR Unmodified _ALPPELADNVLR_ B4FNE4_MAIZE 2 654.36953 1306.7245 0.37178 0.27926 0.62846 82.699 82.699 6.74E-02 23.39 245660

3425 ALPPELADNVLR Unmodified _ALPPELADNVLR_ B4FNE4_MAIZE 3 436.58211 1306.7245 0.061257 0.37335 0.41162 59.355 59.355 1.00E+00 10.56 380520

3426 ALPTPGDEHPK Unmodified _ALPTPGDEHPK_ B4F9R6_MAIZE 3 387.86814 1160.5826 0.40543 -0.69345 -0.29354 37.18 37.18 1.00E+00 2.14 156790

3427 ALPTPGDEHPK Unmodified _ALPTPGDEHPK_ B4F9R6_MAIZE 3 387.86814 1160.5826 0.51368 0.044069 0.55243 39.85 39.85 1.00E+00 2.8 242460

3428 ALPTPGDEHPK Unmodified _ALPTPGDEHPK_ B4F9R6_MAIZE 3 387.86814 1160.5826 0.27721 0.12273 0.39286 41.302 41.302 1.00E+00 4.64 866700

3429 ALPTPGDEHPK Unmodified _ALPTPGDEHPK_ B4F9R6_MAIZE 2 581.29857 1160.5826 0.13707 0.052072 0.18361 41.297 41.297 4.96E-02 27.19 203860

3430 ALPTPTDEHPK Unmodified _ALPTPTDEHPK_ B6SX76_MAIZE 2 603.31168 1204.6088 0.25958 -0.2401 0.012933 38.849 38.849 4.96E-02 30.57 1858000

3431 ALPTPTDEHPK Unmodified _ALPTPTDEHPK_ B6SX76_MAIZE 2 603.31168 1204.6088 0.20713 0.32487 0.52469 42.514 42.514 3.83E-01 33.2 537410

3432 ALPYEPGSR Unmodified _ALPYEPGSR_ B6TSB3_MAIZE 2 495.25617 988.49779 -0.065532 0.15725 0.067877 51.64 51.64 3.39E-01 21.82 737090

3433 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 2 568.33275 1134.6509 0.15438 0.016276 0.15466 38.606 38.606 3.60E-06 55.03 797420

3434 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 3 379.22426 1134.6509 0.52524 0.19034 0.70043 38.364 38.364 2.92E-01 13.13 828080

3435 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 2 568.33275 1134.6509 0.07601 0.049325 0.10964 38.364 38.364 4.43E-05 52.17 311440

3436 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 3 379.22426 1134.6509 0.65027 -0.002644 0.63133 40.921 40.921 1.15E-01 15.66 1154000

3437 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 2 568.33275 1134.6509 0.1385 -0.19301 -0.068624 40.921 40.921 3.60E-06 50.62 474220

3438 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 3 379.22426 1134.6509 0.55167 0.10632 0.6417 40.17 40.17 1.15E-01 14.06 716110

3439 ALQAHVGAIQK Unmodified _ALQAHVGAIQK_ B4G0N0_MAIZE 2 568.33275 1134.6509 0.090528 -0.057968 0.017475 40.782 40.782 4.43E-05 49.76 1479200

3440 ALQASTLK Unmodified _ALQASTLK_ B4FAL9_MAIZE 2 416.25036 830.48617 0.090401 -0.064808 -0.0012349 33.822 33.822 2.34E-03 49.55 1226300

3441 ALQASTLK Unmodified _ALQASTLK_ B4FAL9_MAIZE 2 416.25036 830.48617 0.22159 -0.18239 0.010364 36.45 36.45 3.48E-02 51.27 1736600
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3442 ALQASTLK Unmodified _ALQASTLK_ B4FAL9_MAIZE 2 416.25036 830.48617 0.1886 -0.31175 -0.1493 35.574 35.574 2.92E-02 30.54 2980900

3443 ALQASTLK Unmodified _ALQASTLK_ B4FAL9_MAIZE 2 416.25036 830.48617 0.16229 0.019906 0.15452 36.221 36.221 1.90E-02 42.35 909130

3444 ALQASTLK Unmodified _ALQASTLK_ B4FAL9_MAIZE 2 416.25036 830.48617 0.13549 -0.37622 -0.26899 36.959 36.959 2.34E-03 57.61 16215000

3445 ALQAVSNHLR Unmodified _ALQAVSNHLR_ B6T6U2_MAIZE 3 370.21224 1107.6149 0.70036 0.40366 1.0822 42.574 42.574 5.86E-01 1.78 393220

3446 ALQAVSNHLR Unmodified _ALQAVSNHLR_ B6T6U2_MAIZE 2 554.81472 1107.6149 0.074977 -0.2898 -0.23469 42.145 42.145 1.84E-04 63.32 1568500

3447 ALQAVSNHLR Unmodified _ALQAVSNHLR_ B6T6U2_MAIZE 3 370.21224 1107.6149 0.78127 -0.14445 0.61542 42.149 42.149 1.00E+00 16.05 1381300

3448 ALQDPHTLDGR Unmodified _ALQDPHTLDGR_ B6T430_MAIZE 2 611.81238 1221.6102 0.33181 -0.05307 0.27747 44.622 44.622 4.48E-03 55.07 730680

3449 ALQDPHTLDGR Unmodified _ALQDPHTLDGR_ B6T430_MAIZE 3 408.21068 1221.6102 0.27593 0.10083 0.37628 44.599 44.599 1.15E-01 19.13 2301800

3450 ALQEAGLPASSIDWLLLHQANQR Unmodified _ALQEAGLPASSIDWLLLHQANQR_ B6SM26_MAIZE 3 844.45035 2530.3292 1.0849 0.04666 1.1147 105.84 105.84 7.34E-03 20.06 666780

3451 ALQGGVR Unmodified _ALQGGVR_ B4FT62_MAIZE 2 350.70866 699.40277 1.0968 0.18602 1.2788 23.215 23.215 4.46E-01 14.1 65330

3452 ALQLIDDIR Unmodified _ALQLIDDIR_ B4FG39_MAIZE 2 528.80603 1055.5975 -0.091764 -0.24051 -0.3517 80.28 80.28 1.00E+00 13 26630

3453 ALQLIDDIR Unmodified _ALQLIDDIR_ B4FG39_MAIZE 2 528.80603 1055.5975 -0.12304 -0.31153 -0.45522 79.392 79.392 1.12E-01 7.66 148090

3454 ALQLIDDIR Unmodified _ALQLIDDIR_ B4FG39_MAIZE 2 528.80603 1055.5975 -0.10913 0.06842 -0.060707 79.616 79.616 3.13E-03 45.75 13071000

3455 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.2178 0.22215 1.4217 101.98 101.98 4.65E-12 55.87 807240

3456 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.1828 0.20856 1.3727 102.55 102.55 8.94E-06 43.75 372890

3457 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.1734 0.23196 1.3872 102.59 102.59 4.65E-12 50.69 650550

3458 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.1755 0.20896 1.3663 102.61 102.61 3.54E-16 59.82 488450

3459 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.2759 -0.035651 1.2219 102.1 102.1 1.18E-19 53.05 274830

3460 ALQLPEYPNQEELDTVLK Unmodified _ALQLPEYPNQEELDTVLK_ B6TUB8_MAIZE 2 1050.5466 2099.0787 1.1994 0.15134 1.3319 102.78 102.78 8.00E-45 79.43 2147400

3461 ALQNIGASNR Acetyl (Protein N-term) _(ac)ALQNIGASNR_ B6T7C2_MAIZE 2 543.28854 1084.5625 0.055212 -0.021985 6.38E-05 62.436 62.436 3.43E-01 15.8 1716700

3462 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 0.081015 0.061707 0.11698 42.706 42.706 5.06E-02 51.42 4990300

3463 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 -0.06126 0.42142 0.33465 42.433 42.433 2.92E-02 37.48 1937000

3464 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 0.023874 0.11859 0.11681 44.253 44.253 5.06E-02 34.24 2884300

3465 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 -0.01743 0.050847 0.0080428 44.969 44.969 1.90E-02 53.51 2411400

3466 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 0.061801 0.30181 0.33642 44.597 44.597 5.06E-02 31.51 1827500

3467 ALQNSVLK Unmodified _ALQNSVLK_ B6UE86_MAIZE 2 436.76363 871.51272 -0.029255 -0.23277 -0.28815 45.411 45.411 5.06E-02 47 22983000

3468 ALQPIFQIYGR Unmodified _ALQPIFQIYGR_ B6TN41_MAIZE 2 653.36933 1304.7241 0.47386 -0.012955 0.44966 92.463 92.463 3.83E-01 17.82 22528

3469 ALQPIFQIYGR Unmodified _ALQPIFQIYGR_ B6TN41_MAIZE 2 653.36933 1304.7241 0.38427 -0.17005 0.20227 91.588 91.588 3.60E-06 46.06 4657000

3470 ALQPYMGGIEFLPFK Oxidation (M) _ALQPYM(ox)GGIEFLPFK_ B4FQC4_MAIZE 2 863.94728 1725.88 1.0798 0.3844 1.458 106.1 106.1 6.37E-03 32.4 128270

3471 ALQPYMGGIEFLPFK Oxidation (M) _ALQPYM(ox)GGIEFLPFK_ B4FQC4_MAIZE 2 863.94728 1725.88 1.0702 -0.15578 0.90856 106.13 106.13 6.37E-03 24.89 250230

3472 ALQPYMGGIEFLPFK Oxidation (M) _ALQPYM(ox)GGIEFLPFK_ B4FQC4_MAIZE 2 863.94728 1725.88 1.1049 0.31052 1.4084 106.12 106.12 1.60E-05 37.45 226160

3473 ALQPYMGGIEFLPFK Oxidation (M) _ALQPYM(ox)GGIEFLPFK_ B4FQC4_MAIZE 2 863.94728 1725.88 1.0939 0.72641 1.8132 106.31 106.31 2.05E-04 48.42 1668100

3474 ALQPYMGGIEFLPFK Unmodified _ALQPYMGGIEFLPFK_ B4FQC4_MAIZE 2 855.94983 1709.8851 1.1679 1.2664 2.4239 115.64 115.64 4.63E-02 16.38 438450

3475 ALQYSYR Unmodified _ALQYSYR_ B6SIR6_MAIZE 2 450.73233 899.45012 -0.19844 -0.88747 -1.1153 49.112 49.112 1.86E-01 14.11 300700
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3476 ALQYVEAQR Acetyl (Protein N-term) _(ac)ALQYVEAQR_ B4FQ29_MAIZE 2 560.29329 1118.572 0.10559 0.18232 0.25804 79.744 79.744 1.01E-02 29.74 1043200

3477 ALRPDWAK Unmodified _ALRPDWAK_ B6TBS1_MAIZE 3 319.51526 955.52395 1.4749 0.02594 1.4746 47.144 47.144 3.42E-02 20.64 880390

3478 ALSEGGFEK Unmodified _ALSEGGFEK_ B6U8P6_MAIZE 2 469.23491 936.45526 0.030731 0.020207 0.033323 43.238 43.238 3.39E-01 28.13 539270

3479 ALSEGGFEK Unmodified _ALSEGGFEK_ B6U8P6_MAIZE 2 469.23491 936.45526 -0.01902 0.26971 0.23259 45.471 45.471 7.18E-01 14.71 330530

3480 ALSEGGFEK Unmodified _ALSEGGFEK_ B6U8P6_MAIZE 2 469.23491 936.45526 0.012915 -0.32774 -0.33067 44.759 44.759 3.39E-01 24.96 245220

3481 ALSEGGFEK Unmodified _ALSEGGFEK_ B6U8P6_MAIZE 2 469.23491 936.45526 -0.088884 0.47607 0.36847 46.197 46.197 3.32E-02 32.88 3069900

3482 ALSEVAGALLPYDSLSAVR Unmodified _ALSEVAGALLPYDSLSAVR_ B4F8V5_MAIZE 2 966.52547 1931.0364 1.2125 0.44109 1.6367 106.47 106.47 4.44E-10 55.57 817090

3483 ALSEVAGALLPYDSLSAVR Unmodified _ALSEVAGALLPYDSLSAVR_ B4F8V5_MAIZE 2 966.52547 1931.0364 1.1687 0.30963 1.4621 107.06 107.06 5.89E-20 48.02 646180

3484 ALSEVAGALLPYDSLSAVR Unmodified _ALSEVAGALLPYDSLSAVR_ B4F8V5_MAIZE 2 966.52547 1931.0364 1.1555 0.17084 1.3106 107.1 107.1 5.89E-20 57.92 804570

3485 ALSEVAGALLPYDSLSAVR Unmodified _ALSEVAGALLPYDSLSAVR_ B4F8V5_MAIZE 2 966.52547 1931.0364 1.0873 -0.10658 0.96453 107.15 107.15 1.51E-46 64.16 5476900

3486 ALSGGGVYVSDKPGVHDFSVLK Unmodified _ALSGGGVYVSDKPGVHDFSVLK_ B6UBW7_MAIZE 3 744.72682 2231.1586 0.84774 -0.24278 0.61779 73.874 73.874 6.10E-05 43.54 233920

3487 ALSIDKDNAPK Unmodified _ALSIDKDNAPK_ B6TN48_MAIZE 2 586.3195 1170.6245 0.2281 -0.10195 0.09863 38.524 38.524 4.48E-03 69.63 256410

3488 ALSIDKDNAPK Unmodified _ALSIDKDNAPK_ B6TN48_MAIZE 3 391.21543 1170.6245 0.46012 -0.017706 0.41328 41.335 41.335 1.00E+00 3.82 993240

3489 ALSIDKDNAPK Unmodified _ALSIDKDNAPK_ B6TN48_MAIZE 2 586.3195 1170.6245 0.19616 -0.1672 0.00084175 41.329 41.329 4.43E-05 45.23 287440

3490 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 3 351.52471 1051.5523 1.178 0.13953 1.3031 19.168 19.168 1.00E+00 1.49 28840

3491 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 2 526.78342 1051.5523 0.16363 -0.27224 -0.12104 19.119 19.119 3.39E-01 22.62 5783.4

3492 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 3 351.52471 1051.5523 1.1372 0.29389 1.4164 19.287 19.287 1.00E+00 2.91 71112

3493 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 2 526.78342 1051.5523 0.10153 -0.054162 0.034339 19.28 19.28 7.18E-01 21.75 15155

3494 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 3 351.52471 1051.5523 1.0522 -0.035171 1.0041 19.178 19.178 9.63E-01 10.1 205700

3495 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 2 526.78342 1051.5523 0.12541 -0.09318 0.018505 19.177 19.177 1.00E+00 12.57 39268

3496 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 3 351.52471 1051.5523 0.98336 -0.014774 0.95498 18.702 18.702 9.63E-01 7.84 439530

3497 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 2 526.78342 1051.5523 0.083921 -0.19166 -0.12006 18.705 18.705 3.39E-01 34.1 57939

3498 ALSNQHQVR Unmodified _ALSNQHQVR_ B4FW90_MAIZE 3 351.52471 1051.5523 1.4217 19.965 19.965 4.08E-01 13.22

3499 ALSPGFYIGSTLIR Unmodified _ALSPGFYIGSTLIR_ B6U1E6_MAIZE 2 747.91938 1493.8242 0.80797 -0.23767 0.56318 100.11 100.11 3.56E-04 69.22 150720

3500 ALSPVELEIEDISHLHK Unmodified _ALSPVELEIEDISHLHK_ B6UE68_MAIZE 4 483.26246 1929.0207 -0.09457 -0.12103 -0.23385 94.906 94.906 4.56E-01 26.51 608050

3501 ALSSLWIAR Unmodified _ALSSLWIAR_ B4FJT6_MAIZE 2 508.79801 1015.5815 -0.070846 0.37489 0.27387 83.211 83.211 9.73E-03 39.09 545430

3502 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.68914 0.064604 0.74671 96.621 96.621 2.25E-03 41.62 4939100

3503 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.68346 0.015454 0.69266 97.376 97.376 2.25E-03 50.52 2053300

3504 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.67312 0.037065 0.70374 97.252 97.252 1.00E+00 22.53 3608600

3505 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.67325 -0.027571 0.63916 97.132 97.132 1.49E-02 42.42 3375500

3506 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.68386 0.13705 0.81326 96.727 96.727 1.00E+00 4.92 1541600

3507 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.62075 -0.15195 0.46214 97.172 97.172 6.31E-03 41.37 23302000

3508 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.69736 0.11193 0.80179 96.871 96.871 6.77E-01 4.25 1065700

3509 ALSVPVFAVAPLNK Unmodified _ALSVPVFAVAPLNK_ B4G072_MAIZE 2 713.42684 1424.8391 0.66545 0.36623 1.0237 97.312 97.312 1.00E+00 11.51 1290900
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3510 ALSVPVFAVAPLNK Acetyl (Protein N-term) _(ac)ALSVPVFAVAPLNK_ B4G072_MAIZE 2 734.43213 1466.8497 0.86428 -1.4085 -0.55253 109.56 109.56 2.25E-03 34.15 795300

3511 ALTEHR Unmodified _ALTEHR_ B4FA63_MAIZE 2 363.69829 725.38204 0.9682 0.38352 1.3238 12.907 12.907 1.00E+00 15.77 8697.4

3512 ALTEHR Unmodified _ALTEHR_ B4FA63_MAIZE 2 363.69829 725.38204 0.92184 0.34547 1.2407 11.036 11.036 5.26E-01 33.41 22851

3513 ALTFGIENVSSQPSILK Unmodified _ALTFGIENVSSQPSILK_ B6SW65_MAIZE 2 902.49618 1802.9778 1.1836 -0.28176 0.89299 94.712 94.712 1.37E-17 62.29 552850

3514 ALTNAVGNLGITGAYAEAVK Unmodified _ALTNAVGNLGITGAYAEAVK_ B5AMJ8_MAIZE 2 967.0231 1932.0316 1.2006 0.11273 1.3003 89.367 89.367 1.32E-42 94.49 697810

3515 ALTNAVGNLGITGAYAEAVK Unmodified _ALTNAVGNLGITGAYAEAVK_ B5AMJ8_MAIZE 2 967.0231 1932.0316 1.1829 0.14598 1.3154 89.935 89.935 1.32E-42 107.45 493470

3516 ALTNAVGNLGITGAYAEAVK Unmodified _ALTNAVGNLGITGAYAEAVK_ B5AMJ8_MAIZE 2 967.0231 1932.0316 1.195 0.21322 1.3947 90.082 90.082 1.32E-42 96.04 393760

3517 ALTNAVGNLGITGAYAEAVK Unmodified _ALTNAVGNLGITGAYAEAVK_ B5AMJ8_MAIZE 2 967.0231 1932.0316 1.1705 -0.02262 1.1348 89.845 89.845 3.46E-29 141.24 608920

3518 ALTNAVGNLGITGAYAEAVKK Unmodified _ALTNAVGNLGITGAYAEAVKK_ B5AMJ8_MAIZE 3 687.71614 2060.1266 0.56285 -0.053906 0.49296 81.946 81.946 1.00E+00 6.53 223120

3519 ALTNAVGNLGITGAYAEAVKK Unmodified _ALTNAVGNLGITGAYAEAVKK_ B5AMJ8_MAIZE 3 687.71614 2060.1266 0.64363 -0.17786 0.44945 81.919 81.919 2.92E-02 25.76 258730

3520 ALTPYFELTNAVR Unmodified _ALTPYFELTNAVR_ B4FQZ2_MAIZE 2 747.90119 1493.7878 0.81268 0.063146 0.86283 92.507 92.507 2.61E-08 62.67 1529600

3521 ALTTEEIDQHLTAISERD Unmodified _ALTTEEIDQHLTAISERD_ Q9FER4_MAIZE 3 681.3394 2040.9964 0.51463 -0.35773 0.14523 81.835 81.835 2.10E-02 33.22 3178100

3522 ALTTEEIDQHLTAISERD Unmodified _ALTTEEIDQHLTAISERD_ Q9FER4_MAIZE 2 1021.5055 2040.9964 1.1395 -0.31706 0.81009 81.834 81.834 5.25E-26 89.98 610130

3523 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.147 0.25641 1.3978 86.104 86.104 7.01E-11 51.21 597650

3524 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.0566 0.43583 1.4877 86.596 86.596 7.01E-11 60.6 441940

3525 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.081 0.48062 1.5559 86.884 86.884 2.37E-16 88.75 1008200

3526 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.0697 0.20448 1.2687 86.565 86.565 1.02E-23 84.24 1162900

3527 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.1245 0.3283 1.4475 86.328 86.328 1.02E-23 82.32 1084700

3528 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 1.0438 -0.3435 0.69609 86.866 86.866 8.73E-24 72.53 12024000

3529 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 0.10997 86.326 86.326 6.91E-05 64.6

3530 ALTVPELTQQMWDAK Oxidation (M) _ALTVPELTQQM(ox)WDAK_ TBB5_MAIZE B4 2 873.94019 1745.8658 0.10997 86.723 86.723 1.04E-12 59.44

3531 ALTVPELTQQMWDAK Unmodified _ALTVPELTQQMWDAK_ TBB5_MAIZE B4 2 865.94273 1729.8709 1.0718 0.037068 1.1014 101.38 101.38 2.37E-16 68.43 3204900

3532 ALTVPELTQQMWDAK Unmodified _ALTVPELTQQMWDAK_ TBB5_MAIZE B4 2 865.94273 1729.8709 1.0566 0.22656 1.2762 101.99 101.99 1.12E-07 32.49 436170

3533 ALTVPELTQQMWDAK Unmodified _ALTVPELTQQMWDAK_ TBB5_MAIZE B4 2 865.94273 1729.8709 1.0582 0.080543 1.1313 102.01 102.01 6.37E-03 33.2 871210

3534 ALTVPELTQQMWDAK Unmodified _ALTVPELTQQMWDAK_ TBB5_MAIZE B4 2 865.94273 1729.8709 1.0634 0.21177 1.2684 101.96 101.96 2.05E-04 40.66 727680

3535 ALTVPELTQQMWDSK Unmodified _ALTVPELTQQMWDSK_ TBB7_MAIZE 2 873.94019 1745.8658 1.1327 -0.46301 0.66508 100.25 100.25 1.12E-07 65.69 556080

3536 ALTVPELTQQMWDSK Unmodified _ALTVPELTQQMWDSK_ TBB7_MAIZE 2 873.94019 1745.8658 1.1062 -0.037632 1.0646 100.94 100.94 1.02E-23 73.37 1530800

3537 ALTVPELTQQMWDSK Oxidation (M) _ALTVPELTQQM(ox)WDSK_ TBB7_MAIZE 2 881.93764 1761.8607 1.1045 -0.43103 0.67159 86.031 86.031 7.01E-11 53.13 1610400

3538 ALTVPELTQQMWDSK Oxidation (M) _ALTVPELTQQM(ox)WDSK_ TBB7_MAIZE 2 881.93764 1761.8607 1.1132 -1.1609 -0.048595 89.752 89.752 1.56E-01 25.9 379980

3539 ALVAGFVK Unmodified _ALVAGFVK_ B6UED8_MAIZE 2 402.75254 803.49052 0.35909 0.32679 0.68332 62.394 62.394 1.65E-01 16.66 1052300

3540 ALVAPAALIAHNAGVEGEVIVDK Unmodified _ALVAPAALIAHNAGVEGEVIVDK_ B6SXW8_MAIZE 3 753.08987 2256.2478 0.85895 0.10925 0.95601 93.905 93.905 4.65E-06 38.06 944830

3541 ALVAPAALIAHNAGVEGEVIVDK Unmodified _ALVAPAALIAHNAGVEGEVIVDK_ B6SXW8_MAIZE 3 753.08987 2256.2478 0.83076 0.17701 0.99561 94.93 94.93 8.99E-06 39.81 631740

3542 ALVAPAALIAHNAGVEGEVIVDK Unmodified _ALVAPAALIAHNAGVEGEVIVDK_ B6SXW8_MAIZE 3 753.08987 2256.2478 0.8964 -0.094001 0.79157 94.965 94.965 8.99E-06 26.24 358760

3543 ALVAPAALIAHNAGVEGEVIVDK Unmodified _ALVAPAALIAHNAGVEGEVIVDK_ B6SXW8_MAIZE 3 753.08987 2256.2478 0.83672 0.025253 0.85014 95.019 95.019 4.65E-06 53.01 1405600
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3544 ALVAPAALIAHNAGVEGEVIVDK Unmodified _ALVAPAALIAHNAGVEGEVIVDK_ B6SXW8_MAIZE 3 753.08987 2256.2478 0.85469 0.034267 0.87722 95.078 95.078 6.49E-11 55.98 2029400

3545 ALVDAPDMVR Oxidation (M) _ALVDAPDM(ox)VR_ B4FUA9_MAIZE 2 551.7817 1101.5488 0.10086 0.21186 0.30969 53.528 53.528 1.45E-01 23.97 706470

3546 ALVDAPDMVR Oxidation (M) _ALVDAPDM(ox)VR_ B4FUA9_MAIZE 2 551.7817 1101.5488 0.2007 1.1814 1.3785 65.704 65.704 7.11E-01 9.95 396040

3547 ALVDAPDMVR Oxidation (M) _ALVDAPDM(ox)VR_ B4FUA9_MAIZE 2 551.7817 1101.5488 -0.10647 0.12703 0.018624 53.995 53.995 1.25E-02 30.93 264900

3548 ALVDAPDMVR Oxidation (M) _ALVDAPDM(ox)VR_ B4FUA9_MAIZE 2 551.7817 1101.5488 0.14514 -3.9745 -3.8234 52.929 52.929 1.45E-01 26.92 1473100

3549 ALVDAPDMVR Oxidation (M) _ALVDAPDM(ox)VR_ B4FUA9_MAIZE 2 551.7817 1101.5488 -0.037285 0.079718 0.040217 56.686 56.686 4.53E-03 34.68 1566400

3550 ALVDAPDMVR Unmodified _ALVDAPDMVR_ B4FUA9_MAIZE 2 543.78424 1085.5539 0.010941 0.40058 0.40655 65.709 65.709 1.25E-02 29.17 6833500

3551 ALVDAPDMVR Unmodified _ALVDAPDMVR_ B4FUA9_MAIZE 2 543.78424 1085.5539 -0.066752 0.27026 0.19826 66.615 66.615 2.81E-03 33.1 86739

3552 ALVDSFVR Unmodified _ALVDSFVR_ Q6RFK3_MAIZE 2 453.75581 905.49707 -0.087789 -0.95583 -1.0393 70.361 70.361 7.88E-01 7 1549200

3553 ALVDSFVR Unmodified _ALVDSFVR_ Q6RFK3_MAIZE 2 453.75581 905.49707 -0.020636 -0.73209 -0.74876 71.21 71.21 2.92E-02 28.74 3764800

3554 ALVDSFVR Unmodified _ALVDSFVR_ Q6RFK3_MAIZE 2 453.75581 905.49707 -0.066695 -0.39992 -0.4629 70.67 70.67 1.90E-02 38.36 3664900

3555 ALVDSFVR Unmodified _ALVDSFVR_ Q6RFK3_MAIZE 2 453.75581 905.49707 -0.16598 -0.1615 -0.32332 70.735 70.735 3.48E-02 54.03 10653000

3556 ALVDSFVR Unmodified _ALVDSFVR_ Q6RFK3_MAIZE 2 453.75581 905.49707 -0.093444 -0.53808 -0.62782 70.995 70.995 2.34E-03 49.56 35673000

3557 ALVDVSR Unmodified _ALVDVSR_ B6SIR6_MAIZE 2 380.2216 758.42865 0.36874 0.34787 0.71276 47.91 47.91 8.04E-02 33.19 387550

3558 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.34669 0.14399 0.48255 88.463 88.463 6.35E-09 61.2 20931000

3559 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.30464 0.39755 0.69444 90.172 90.172 3.83E-01 29.11 153150

3560 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.37359 0.10771 0.4737 88.919 88.919 6.35E-09 72.99 4956000

3561 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.38455 0.34429 0.71958 89.266 89.266 3.57E-04 51.89 4716200

3562 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.3878 0.35001 0.72916 88.938 88.938 6.35E-09 63.22 3636800

3563 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.3765 0.48481 0.85311 88.642 88.642 4.96E-02 40.12 1266100

3564 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.38026 0.82165 1.1925 88.875 88.875 4.96E-02 27.97 776260

3565 ALVDYYPFAGR Unmodified _ALVDYYPFAGR_ B4G029_MAIZE 2 636.32459 1270.6346 0.36001 0.33345 0.68439 90.032 90.032 3.57E-04 49.7 492050

3566 ALVEELR Unmodified _ALVEELR_ B6U280_MAIZE 2 415.24254 828.47052 0.10336 3.5356 3.5965 55.548 55.548 4.46E-01 12.75 4168700

3567 ALVEELRK Unmodified _ALVEELRK_ B6U280_MAIZE 2 479.29002 956.56548 0.01432 -0.018204 -0.041261 43.844 43.844 2.92E-02 35.27 278370

3568 ALVEELRK Unmodified _ALVEELRK_ B6U280_MAIZE 3 319.86244 956.56548 1.3557 0.22 1.5366 46.082 46.082 1.00E+00 8.19 976530

3569 ALVEELRK Unmodified _ALVEELRK_ B6U280_MAIZE 2 479.29002 956.56548 -0.078009 0.7218 0.60519 46.077 46.077 1.65E-01 29.04 661240

3570 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.085511 0.003067 -0.10289 57.306 57.306 3.21E-03 36.16 4910300

3571 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.42438 4.9105 4.4574 58.951 58.951 3.13E-03 40.19 164640

3572 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.16324 -0.19128 -0.37389 57.734 57.734 3.32E-02 30.89 984430

3573 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.04793 -0.37177 -0.43963 59.393 59.393 3.21E-03 31.51 1917900

3574 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.047839 0.015807 -0.051662 58.688 58.688 3.32E-02 23.11 2086800

3575 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.11889 -0.14979 -0.28763 59.26 59.26 3.89E-04 53.88 2092800

3576 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.080819 0.092342 -0.007876 59.306 59.306 3.89E-04 43.23 3377100

3577 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.17107 -0.14827 -0.33826 59.782 59.782 1.63E-07 67.1 39664000
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3578 ALVEIACAR Unmodified _ALVEIACAR_ B4FHT1_MAIZE 2 501.77367 1001.5328 -0.13607 -0.80472 -0.95959 60.772 60.772 3.21E-03 34.01 149140

3579 ALVHVFFAQR Unmodified _ALVHVFFAQR_ B6SXV4_MAIZE 3 396.56098 1186.6611 0.43711 0.002684 0.44233 70.176 70.176 5.86E-01 11.18 1482800

3580 ALVHVFFAQR Unmodified _ALVHVFFAQR_ B6SXV4_MAIZE 3 396.56098 1186.6611 0.23362 0.007389 0.245 76.11 76.11 2.99E-03 29.12 182240

3581 ALVHVFFAQR Unmodified _ALVHVFFAQR_ B6SXV4_MAIZE 3 396.56098 1186.6611 0.27622 -0.040089 0.24126 71.585 71.585 1.26E-02 31.95 351940

3582 ALVHVFFAQR Unmodified _ALVHVFFAQR_ B6SXV4_MAIZE 3 396.56098 1186.6611 0.40839 -0.19717 0.21614 71.708 71.708 1.00E+00 10.15 560220

3583 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.026642 -0.17283 -0.16438 53.003 53.003 3.57E-04 49.33 16053000

3584 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.0028519 -0.099669 -0.11442 53.497 53.497 3.57E-04 39.68 4554900

3585 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.053936 -0.084224 -0.0489 55.458 55.458 3.57E-04 47.89 6592700

3586 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.032817 0.026027 0.040424 54.752 54.752 4.43E-05 50.6 5449300

3587 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.033034 0.10301 0.11852 55.422 55.422 1.47E-01 20.5 1705100

3588 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.014246 -0.3494 -0.35309 55.14 55.14 4.43E-05 56.07 16175000

3589 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 -0.0064451 0.12167 0.096994 55.689 55.689 4.48E-03 40.07 3040000

3590 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 -0.034575 -0.27617 -0.32812 53.657 53.657 3.60E-06 58.25 4841100

3591 ALVLHSGAGNK Acetyl (Protein N-term) _(ac)ALVLHSGAGNK_ B6T7G7_MAIZE 2 554.80911 1107.6037 0.02995 0.71715 0.72783 56.926 56.926 3.57E-04 47.43 140320

3592 ALVNAVIPAIR Unmodified _ALVNAVIPAIR_ Q9LKL4_MAIZE 2 568.86114 1135.7077 0.14069 0.24698 0.36415 82.852 82.852 4.48E-03 51.91 1439200

3593 ALVNAVIPAIR Unmodified _ALVNAVIPAIR_ Q9LKL4_MAIZE 2 568.86114 1135.7077 0.067723 0.31883 0.36421 83.534 83.534 1.67E-02 34.63 671140

3594 ALVNAVIPAIR Unmodified _ALVNAVIPAIR_ Q9LKL4_MAIZE 2 568.86114 1135.7077 0.15292 0.3091 0.43834 83.777 83.777 4.96E-02 19.64 461390

3595 ALVNAVIPAIR Unmodified _ALVNAVIPAIR_ Q9LKL4_MAIZE 2 568.86114 1135.7077 0.16508 0.26833 0.40957 83.471 83.471 7.60E-01 10.08 541510

3596 ALVPYYPIAGR Unmodified _ALVPYYPIAGR_ B6TQC0_MAIZE 2 610.34532 1218.6761 0.25285 0.52385 0.75714 80.142 80.142 3.83E-01 10.4 609180

3597 ALVPYYPIAGR Unmodified _ALVPYYPIAGR_ B6TQC0_MAIZE 2 610.34532 1218.6761 0.31481 0.50465 0.79889 80.545 80.545 7.60E-01 9.08 617460

3598 ALVPYYPIAGR Unmodified _ALVPYYPIAGR_ B6TQC0_MAIZE 2 610.34532 1218.6761 0.29534 0.57188 0.8478 80.414 80.414 1.00E+00 0.48 2143400

3599 ALVPYYPVAGR Unmodified _ALVPYYPVAGR_ B4G1P9_MAIZE 2 603.3375 1204.6604 0.23503 0.015589 0.23922 74.217 74.217 4.96E-02 21.3 4578100

3600 ALVPYYPVAGR Unmodified _ALVPYYPVAGR_ B4G1P9_MAIZE 2 603.3375 1204.6604 0.21296 -1.228 -1.0233 74.783 74.783 3.83E-01 11.36 1619600

3601 ALVPYYPVAGR Unmodified _ALVPYYPVAGR_ B4G1P9_MAIZE 2 603.3375 1204.6604 0.26718 -1.5437 -1.2858 75.372 75.372 3.83E-01 13.78 2318600

3602 ALVPYYPVAGR Unmodified _ALVPYYPVAGR_ B4G1P9_MAIZE 2 603.3375 1204.6604 0.36941 -5.0704 -4.7031 74.989 74.989 7.60E-01 9.14 1717100

3603 ALVPYYPVAGR Unmodified _ALVPYYPVAGR_ B4G1P9_MAIZE 2 603.3375 1204.6604 0.21263 0.081191 0.28314 75.293 75.293 1.67E-02 23.18 8186200

3604 ALVQETDQPEQFLK Unmodified _ALVQETDQPEQFLK_ B4FKC9_MAIZE 2 823.42523 1644.8359 1.0064 -0.069488 0.93031 76.886 76.886 2.00E-19 67.29 1436500

3605 ALVSELQK Unmodified _ALVSELQK_ B6SH83_MAIZE 2 444.26347 886.51238 0.061917 0.2293 0.26548 48.652 48.652 1.65E-01 29.27 1960600

3606 ALVSELQK Unmodified _ALVSELQK_ B6SH83_MAIZE 2 444.26347 886.51238 0.021089 0.13783 0.13235 51.076 51.076 2.92E-02 28.1 2328700

3607 ALVSELQK Unmodified _ALVSELQK_ B6SH83_MAIZE 2 444.26347 886.51238 0.017402 0.20519 0.19624 50.352 50.352 2.92E-02 29.14 1434000

3608 ALVSELQK Unmodified _ALVSELQK_ B6SH83_MAIZE 2 444.26347 886.51238 -0.13937 -0.008845 -0.17305 51.162 51.162 2.34E-03 52.73 14156000

3609 ALVSPTHHR Unmodified _ALVSPTHHR_ B6TY79_MAIZE 3 339.8578 1016.5516 1.2767 0.20049 1.4725 22.112 22.112 5.45E-01 14.28 43607

3610 ALVSPTHHR Unmodified _ALVSPTHHR_ B6TY79_MAIZE 2 509.28306 1016.5516 -0.018946 -0.29137 -0.31407 22.126 22.126 1.00E+00 20.79 5605.3

3611 ALVVDDLIATGGTLCAAVK Unmodified _ALVVDDLIATGGTLCAAVK_ B4FS03_MAIZE 2 944.01642 1886.0183 1.2097 0.095998 1.3147 121.42 121.42 5.13E-03 34.79 18671
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3612 ALVVDDLIATGGTLCAAVK Unmodified _ALVVDDLIATGGTLCAAVK_ B4FS03_MAIZE 3 629.68004 1886.0183 0.36717 -0.066779 0.31009 121.21 121.21 9.57E-01 5.89 35100

3613 ALVVDDLIATGGTLCAAVK Unmodified _ALVVDDLIATGGTLCAAVK_ B4FS03_MAIZE 2 944.01642 1886.0183 1.1525 0.090189 1.2508 115.58 115.58 1.06E-14 60.43 134590

3614 ALVVDDLIATGGTLCAAVK Unmodified _ALVVDDLIATGGTLCAAVK_ B4FS03_MAIZE 2 944.01642 1886.0183 1.1576 0.064739 1.2307 120.61 120.61 4.44E-10 55.61 62917

3615 ALVVDDLIATGGTLCAAVK Unmodified _ALVVDDLIATGGTLCAAVK_ B4FS03_MAIZE 3 629.68004 1886.0183 0.34584 -0.00578 0.34811 137.2 137.2 9.57E-01 9.01 158250

3616 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.1402 0.15866 1.2969 98.081 98.081 1.51E-11 36.06 1395800

3617 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.1646 -0.012359 1.1502 98.187 98.187 6.61E-18 66.93 608110

3618 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.3804 -0.23917 1.1395 98.64 98.64 6.61E-18 77.47 291050

3619 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.1062 0.18012 1.2846 98.638 98.638 3.15E-13 44.89 1162500

3620 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.1073 0.20848 1.3135 98.651 98.651 8.12E-10 52.34 483140

3621 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.0978 0.17098 1.267 98.653 98.653 1.31E-27 54.64 1719700

3622 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.1818 0.30657 1.4863 98.586 98.586 1.26E-23 78.35 407120

3623 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.0791 0.20906 1.286 98.583 98.583 3.15E-13 38.29 1728400

3624 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.2566 -0.082967 1.1717 98.158 98.158 6.90E-13 71.25 252160

3625 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 2 1334.203 2666.3915 1.1331 0.067985 1.1987 98.849 98.849 6.61E-18 90.46 2931900

3626 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.0728 -0.048277 1.0228 98.849 98.849 1.40E-41 52.95 7648700

3627 ALVVINPGNPTGQVLAEDNQYDIVK Unmodified _ALVVINPGNPTGQVLAEDNQYDIVK_ B6TBZ8_MAIZE 3 889.80446 2666.3915 1.157 -0.13084 1.0245 98.985 98.985 9.95E-03 10.41 217880

3628 ALVVINPGNPTGQVLVEENQK Unmodified _ALVVINPGNPTGQVLVEENQK_ Q5GAU1_MAIZE 2 1110.1051 2218.1957 1.1789 0.25767 1.4333 86.24 86.24 1.06E-48 87.02 273510

3629 ALVVINPGNPTGQVLVEENQK Unmodified _ALVVINPGNPTGQVLVEENQK_ Q5GAU1_MAIZE 2 1110.1051 2218.1957 1.1952 0.21187 1.4034 85.893 85.893 1.23E-19 69.01 237510

3630 ALVVINPGNPTGQVLVEENQK Unmodified _ALVVINPGNPTGQVLVEENQK_ Q5GAU1_MAIZE 2 1110.1051 2218.1957 1.1861 0.1561 1.3393 86.25 86.25 6.01E-71 130.35 2428700

3631 ALVVINPGNPTGQVLVEENQK Unmodified _ALVVINPGNPTGQVLVEENQK_ Q5GAU1_MAIZE 3 740.40586 2218.1957 0.79479 0.053312 0.8452 86.256 86.256 1.81E-14 53.3 2923500

3632 ALWFSPPTNDGYSGTGTYGPLPR Unmodified _ALWFSPPTNDGYSGTGTYGPLPR_ B6TJW0_MAIZE 2 1227.5899 2453.1652 1.2031 0.32624 1.5362 103.39 103.39 1.16E-15 90.65 309730

3633 ALWYHR Unmodified _ALWYHR_ B6TMI7_MAIZE 2 423.22448 844.43441 0.11837 0.89856 0.99106 48.182 48.182 2.78E-01 25.97 3950200

3634 ALYAEFLGAQK Unmodified _ALYAEFLGAQK_ B6U7U8_MAIZE 2 605.82696 1209.6394 0.13599 1.2312 1.3388 80.785 80.785 4.96E-02 24.68 258140

3635 ALYDGDILDEETIVDWYNDAVAAGK Unmodified _ALYDGDILDEETIVDWYNDAVAAGK_ B6T7C2_MAIZE 2 1378.6505 2755.2865 1.2848 0.14242 1.4204 127.92 127.92 1.02E-07 38.85 141610

3636 ALYGGGYISYGALR Unmodified _ALYGGGYISYGALR_ B6SJC1_MAIZE 2 730.88026 1459.746 0.79804 -0.19006 0.59283 83.953 83.953 2.25E-03 74.19 25008

3637 ALYIANK Unmodified _ALYIANK_ B4FKW0_MAIZE 2 396.73435 791.45414 0.19561 -0.10864 0.039204 43.848 43.848 4.46E-01 21.32 677100

3638 ALYNEIR Unmodified _ALYNEIR_ B6TLX2_MAIZE 2 439.74016 877.46577 -0.20993 0.095954 -0.15692 52.52 52.52 4.49E-02 33.2 1175800

3639 ALYQPEVPPCLQGTTVR Unmodified _ALYQPEVPPCLQGTTVR_ B6SGB6_MAIZE 2 964.99857 1927.9826 1.188 -0.16615 1.0281 81.798 81.798 1.37E-17 65.68 1045500

3640 ALYQPEVPPCLQGTTVR Unmodified _ALYQPEVPPCLQGTTVR_ B6SGB6_MAIZE 2 964.99857 1927.9826 1.1543 -0.10917 1.051 82.342 82.342 1.51E-07 50.75 328050

3641 ALYQPEVPPCLQGTTVR Unmodified _ALYQPEVPPCLQGTTVR_ B6SGB6_MAIZE 2 964.99857 1927.9826 1.1789 -0.089339 1.0953 82.668 82.668 1.37E-17 46.89 442840

3642 ALYQPEVPPCLQGTTVR Unmodified _ALYQPEVPPCLQGTTVR_ B6SGB6_MAIZE 2 964.99857 1927.9826 1.265 -0.23148 1.04 82.082 82.082 1.51E-07 36.78 600580

3643 ALYSTHTFK Unmodified _ALYSTHTFK_ B6T8F8_MAIZE 3 356.52219 1066.5447 0.97111 0.01017 0.97343 44.599 44.599 2.35E-02 32.28 2230100

3644 ALYSTHTFK Unmodified _ALYSTHTFK_ B6T8F8_MAIZE 2 534.27965 1066.5447 -0.035704 0.178 0.1362 44.579 44.579 1.01E-02 24.77 906530

3645 ALYSYTR Unmodified _ALYSYTR_ B6TE04_MAIZE 2 437.22689 872.43922 0.07565 48.428 48.428 4.50E-01 8.7
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3646 ALYSYTR Unmodified _ALYSYTR_ B6TE04_MAIZE 2 437.22689 872.43922 0.01037 0.40831 0.38967 49.343 49.343 4.46E-01 20.85 3710600

3647 AMAATPADVK Unmodified _AMAATPADVK_ B6SJE9_MAIZE 2 487.75241 973.49027 -0.17021 0.85578 0.66557 41.042 41.042 3.43E-01 17.29 78647

3648 AMAGGYVGQHYFQR Oxidation (M) _AM(ox)AGGYVGQHYFQR_ B4FIY7_MAIZE 3 534.24903 1599.7252 -0.07836 0.043919 -0.032699 54.642 54.642 4.57E-04 53.95 2022500

3649 AMAGGYVGQHYFQR Oxidation (M) _AM(ox)AGGYVGQHYFQR_ B4FIY7_MAIZE 3 534.24903 1599.7252 -0.079713 -0.13303 -0.2099 57.932 57.932 1.94E-01 18.74 1086900

3650 AMAGGYVGQHYFQR Unmodified _AMAGGYVGQHYFQR_ B4FIY7_MAIZE 3 528.91739 1583.7303 -0.065499 -0.272 -0.33808 63.5 63.5 7.70E-01 4.56 319710

3651 AMALSEDHKPNR Unmodified _AMALSEDHKPNR_ B6TEB8_MAIZE 3 456.89447 1367.6616 -0.02601 -0.10932 -0.16347 32.62 32.62 8.04E-02 21.65 178780

3652 AMANELVAK Oxidation (M) _AM(ox)ANELVAK_ B6SLJ2_MAIZE 2 481.75241 961.49027 -0.95685 33.407 33.407 2.54E-01 15.75

3653 AMANELVAK Oxidation (M) _AM(ox)ANELVAK_ B6SLJ2_MAIZE 2 481.75241 961.49027 -0.95685 33.672 33.672 4.81E-01 20.02

3654 AMAPIFADMAK 2 Oxidation (M) _AM(ox)APIFADM(ox)AK_ B6TVJ4_MAIZE 2 599.28576 1196.557 0.14506 0.30405 0.43177 54.599 54.599 4.96E-02 16.57 26282

3655 AMAPIFADMAK 2 Oxidation (M) _AM(ox)APIFADM(ox)AK_ B6TVJ4_MAIZE 2 599.28576 1196.557 0.14197 -0.014756 0.11 56.999 56.999 4.43E-05 52.98 428840

3656 AMCLVSLLK Unmodified _AMCLVSLLK_ B6SV75_MAIZE 2 517.79048 1033.5664 0.01574 0.13268 0.13549 88.531 88.531 3.39E-01 20.84 389330

3657 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.43608 0.37867 0.80994 113.23 113.23 7.11E-01 9.44 173370

3658 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.36797 0.66899 1.0319 113.84 113.84 1.84E-04 43.19 111460

3659 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.39929 0.40279 0.79674 113.85 113.85 1.84E-04 47.67 111190

3660 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.48085 0.45409 0.92938 113.84 113.84 1.75E-03 32.99 93905

3661 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.44621 -0.042867 0.39908 113.53 113.53 2.81E-03 46.36 115550

3662 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.32822 0.37885 0.70126 113.41 113.41 1.84E-04 54.91 137830

3663 AMDFLVELFR Oxidation (M) _AM(ox)DFLVELFR_ B4FFS7_MAIZE 2 628.82082 1255.6271 0.35309 0.37679 0.72533 114.43 114.43 4.40E-05 51.26 471990

3664 AMDFLVELFR Unmodified _AMDFLVELFR_ B4FFS7_MAIZE 2 620.82337 1239.6322 0.37988 0.42023 0.79284 123.7 123.7 2.81E-03 55.24 734240

3665 AMDFLVELFR Unmodified _AMDFLVELFR_ B4FFS7_MAIZE 2 620.82337 1239.6322 0.33907 0.31059 0.64238 128.41 128.41 7.11E-01 6.3 44422

3666 AMDLSMK Oxidation (M) _AM(ox)DLSMK_ B6TEX6_MAIZE 2 406.18806 810.36156 0.41877 0.13822 0.53241 25.171 25.171 1.00E+00 8.34 22186

3667 AMDLSMK Oxidation (M) _AM(ox)DLSMK_ B6TEX6_MAIZE 2 406.18806 810.36156 0.41484 -0.061686 0.32833 25.913 25.913 1.00E+00 5.45 29991

3668 AMDLSMK Oxidation (M) _AMDLSM(ox)K_ B6TEX6_MAIZE 2 406.18806 810.36156 0.12244 -1.8773 -1.7741 37.275 37.275 1.56E-01 24.7 82902

3669 AMDLSMK Unmodified _AMDLSMK_ B6TEX6_MAIZE 2 398.1906 794.36665 0.15738 -0.4082 -0.27979 53.26 53.26 1.00E+00 10.37 648820

3670 AMDPDAVAK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)DPDAVAK_ B4FC92_MAIZE 2 488.22623 974.4379 -0.28969 0.20103 -0.10595 39.634 39.634 9.73E-03 47.56 751230

3671 AMDPDAVAK Acetyl (Protein N-term) _(ac)AMDPDAVAK_ B4FC92_MAIZE 2 480.22877 958.44298 -0.22573 0.33945 0.092327 55.663 55.663 1.00E+00 10.43 144620

3672 AMEAISEGK Oxidation (M) _AM(ox)EAISEGK_ B6TL91_MAIZE 2 476.22623 950.4379 0.065074 -0.28579 -0.25408 25.309 25.309 3.32E-02 22.86 20267

3673 AMEDAGLEK Oxidation (M) _AM(ox)EDAGLEK_ B4FW90_MAIZE 2 490.22368 978.43281 0.063024 -0.072249 -0.037058 27.575 27.575 8.86E-01 13.86 64398

3674 AMEDAGLEK Oxidation (M) _AM(ox)EDAGLEK_ B4FW90_MAIZE 2 490.22368 978.43281 -0.14819 -0.005562 -0.18128 25.727 25.727 5.10E-01 17.5 20977

3675 AMEDAGLEK Oxidation (M) _AM(ox)EDAGLEK_ B4FW90_MAIZE 2 490.22368 978.43281 0.012997 -0.041326 -0.055899 28.889 28.889 9.18E-02 23.23 84027

3676 AMEDAGLEK Oxidation (M) _AM(ox)EDAGLEK_ B4FW90_MAIZE 2 490.22368 978.43281 0.016328 -0.079274 -0.09124 28.265 28.265 5.10E-01 21.87 195420

3677 AMEDAGLEK Oxidation (M) _AM(ox)EDAGLEK_ B4FW90_MAIZE 2 490.22368 978.43281 0.06215 0.069118 0.10267 29.079 29.079 3.39E-01 21.52 34348

3678 AMEDAGLEK Unmodified _AMEDAGLEK_ B4FW90_MAIZE 2 482.22622 962.4379 -0.042766 0.10575 0.030101 38.504 38.504 3.21E-03 39.63 1765800

3679 AMEDAGLEK Unmodified _AMEDAGLEK_ B4FW90_MAIZE 2 482.22622 962.4379 -0.017792 0.1889 0.13729 40.492 40.492 3.32E-02 37.94 598560



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

3680 AMEDAGLEK Unmodified _AMEDAGLEK_ B4FW90_MAIZE 2 482.22622 962.4379 -0.057555 0.043408 -0.047815 39.752 39.752 9.73E-03 46.1 1241200

3681 AMEDAGLEK Unmodified _AMEDAGLEK_ B4FW90_MAIZE 2 482.22622 962.4379 -0.16666 -0.022276 -0.22178 40.457 40.457 1.63E-07 55.32 6054500

3682 AMEDYYYGK Oxidation (M) _AM(ox)EDYYYGK_ B4FNE9_MAIZE 2 578.23679 1154.459 0.13637 0.5233 0.63577 44.704 44.704 3.21E-03 40.87 560640

3683 AMEESPLFR Unmodified _AMEESPLFR_ B6U7U8_MAIZE 2 540.26314 1078.5117 -0.02298 -0.39257 -0.44076 64.398 64.398 1.12E-01 40.65 813080

3684 AMEGAAGAGAGADPAAVTVFFGANDASLPDQVQAHQHVPLK Oxidation (M) _AM(ox)EGAAGAGAGADPAAVTVFFGANDASLPDQVQAHQHVPLK_ B6THH7_MAIZE 4 1001.4905 4001.933 1.2065 -0.008875 1.2016 98.209 98.209 1.26E-09 69.05 277430

3685 AMELILEK Oxidation (M) _AM(ox)ELILEK_ B4FS84_MAIZE 2 481.76499 961.51542 -0.10259 0.34009 0.19562 55.624 55.624 3.42E-02 41.21 1386500

3686 AMELILEK Unmodified _AMELILEK_ B4FS84_MAIZE 2 473.76753 945.5205 -0.10895 0.000642 -0.15335 69.8 69.8 1.90E-02 40.62 1062800

3687 AMENEMLLR Unmodified _AMENEMLLR_ SUS2_MAIZE 2 553.77028 1105.526 0.098596 63.332 63.332 4.98E-02 32.13

3688 AMENEMLLR 2 Oxidation (M) _AM(ox)ENEM(ox)LLR_ SUS2_MAIZE 2 569.76519 1137.5158 0.073104 -0.95443 -0.91276 42.821 42.821 9.73E-03 42.86 424180

3689 AMENEMLLR 2 Oxidation (M) _AM(ox)ENEM(ox)LLR_ SUS2_MAIZE 2 569.76519 1137.5158 0.05791 -0.39004 -0.36514 43.291 43.291 1.03E-02 38.08 326020

3690 AMENEMLLR 2 Oxidation (M) _AM(ox)ENEM(ox)LLR_ SUS2_MAIZE 2 569.76519 1137.5158 0.11086 -0.20999 -0.13225 45.895 45.895 1.01E-02 31.65 309110

3691 AMENEMLLR 2 Oxidation (M) _AM(ox)ENEM(ox)LLR_ SUS2_MAIZE 2 569.76519 1137.5158 0.17799 -0.45456 -0.3084 44.712 44.712 9.87E-03 33.48 757490

3692 AMENEMLLR 2 Oxidation (M) _AM(ox)ENEM(ox)LLR_ SUS2_MAIZE 2 569.76519 1137.5158 0.15864 0.32609 0.45059 45.183 45.183 1.52E-03 49.12 825600

3693 AMENEMLLR Oxidation (M) _AM(ox)ENEMLLR_ SUS2_MAIZE 2 561.76773 1121.5209 0.14827 -0.11746 -0.0069716 55.125 55.125 3.32E-02 24.17 319020

3694 AMEPVLLAGR Unmodified _AMEPVLLAGR_ B6TVN0_MAIZE 2 528.79715 1055.5798 0.024765 -0.10055 -0.097658 67.818 67.818 7.11E-01 7.18 1017000

3695 AMETYQAGLK Oxidation (M) _AM(ox)ETYQAGLK_ B4FA63_MAIZE 2 564.27371 1126.5329 0.15562 0.11166 0.24676 41.03 41.03 9.71E-04 38.99 546040

3696 AMETYQAGLK Oxidation (M) _AM(ox)ETYQAGLK_ B4FA63_MAIZE 2 564.27371 1126.5329 0.06459 -0.38997 -0.34583 41.799 41.799 1.25E-02 21.17 1879200

3697 AMETYQAGLK Unmodified _AMETYQAGLK_ B4FA63_MAIZE 2 556.27625 1110.5379 0.12113 0.11628 0.21145 49.715 49.715 4.40E-05 45.8 630360

3698 AMETYQAGLK Unmodified _AMETYQAGLK_ B4FA63_MAIZE 2 556.27625 1110.5379 0.037702 0.090635 0.10345 50.559 50.559 1.62E-03 35.48 2142300

3699 AMEVDEKPTEDYNDIGGLEK Oxidation (M) _AM(ox)EVDEKPTEDYNDIGGLEK_ B4FBJ7_MAIZE 3 757.01073 2268.0104 0.87341 -0.41479 0.44578 65.195 65.195 5.39E-22 47.52 1170900

3700 AMEVDEKPTEDYNDIGGLEK Unmodified _AMEVDEKPTEDYNDIGGLEK_ B4FBJ7_MAIZE 3 751.6791 2252.0155 0.84704 -0.31528 0.51809 71.055 71.055 2.26E-05 31.81 1114100

3701 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1001.0071 1999.9997 1.2023 -0.50448 0.67776 113.65 113.65 2.32E-57 102.25 318030

3702 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1001.0071 1999.9997 1.1725 -0.51726 0.63567 114.05 114.05 3.69E-03 30.75 76046

3703 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1001.0071 1999.9997 1.1904 -0.22691 0.94352 114.2 114.2 5.25E-26 70.26 119270

3704 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1001.0071 1999.9997 1.2718 -0.35381 0.89792 113.97 113.97 1.18E-19 50.81 154240

3705 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1001.0071 1999.9997 1.2017 -0.049139 1.1326 114.74 114.74 2.32E-57 113.28 911260

3706 AMEVLADILQNSNLDQAR Unmodified _AMEVLADILQNSNLDQAR_ B6TG70_MAIZE 3 667.67384 1999.9997 0.58975 0.27436 0.84372 114.71 114.71 1.02E-03 35.91 549090

3707 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1009.0046 2015.9946 1.2449 -0.088064 1.1385 100.67 100.67 4.44E-30 94.63 172490

3708 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1009.0046 2015.9946 1.1637 0.35414 1.4994 100.74 100.74 3.67E-78 100.12 405090

3709 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1009.0046 2015.9946 1.198 -0.75248 0.42793 100.67 100.67 1.77E-34 92.41 207950

3710 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1009.0046 2015.9946 1.3057 0.14107 1.4286 100.25 100.25 2.32E-57 98.11 458450

3711 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 2 1009.0046 2015.9946 1.206 -0.12797 1.0599 100.87 100.87 8.29E-68 114.95 1570800

3712 AMEVLADILQNSNLDQAR Oxidation (M) _AM(ox)EVLADILQNSNLDQAR_ B6TG70_MAIZE 3 673.00548 2015.9946 0.57196 0.059031 0.61315 100.88 100.88 9.13E-03 33.56 1288800

3713 AMEVLSDILQNSNLDQAR Unmodified _AMEVLSDILQNSNLDQAR_ B4F932_MAIZE 2 1009.0046 2015.9946 1.2356 -0.68623 0.5318 108.91 108.91 1.77E-34 65.77 350880
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3714 AMEVLSDILQNSNLDQAR Unmodified _AMEVLSDILQNSNLDQAR_ B4F932_MAIZE 2 1009.0046 2015.9946 1.2012 0.061512 1.2448 109.84 109.84 8.00E-45 79.35 563870

3715 AMEVLSDILQNSNLDQAR Oxidation (M) _AM(ox)EVLSDILQNSNLDQAR_ B4F932_MAIZE 3 678.33712 2031.9895 0.61145 0.1527 0.7482 96.642 96.642 3.81E-01 16.33 1256700

3716 AMEVLSDILQNSNLDQAR Oxidation (M) _AM(ox)EVLSDILQNSNLDQAR_ B4F932_MAIZE 2 1017.002 2031.9895 1.2125 -0.32761 0.86899 96.631 96.631 2.32E-57 102.86 842370

3717 AMFDPTWEFICGGK Oxidation (M) _AM(ox)FDPTWEFICGGK_ B6TLN8_MAIZE 2 837.86817 1673.7218 1.0596 -0.050649 1.0216 99.207 99.207 1.95E-13 43.44 261290

3718 AMGGDVAPPK Oxidation (M) _AM(ox)GGDVAPPK_ B6SP44_MAIZE 2 479.73676 957.45897 0.049775 1.4273 1.4756 28.919 28.919 1.00E+00 9.14 16847

3719 AMGGDVAPPK Unmodified _AMGGDVAPPK_ B6SP44_MAIZE 2 471.7393 941.46405 -0.011881 -0.060988 -0.074479 40.293 40.293 4.40E-02 24.56 171460

3720 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.86859 0.045386 0.91913 25.823 25.823 1.49E-02 39.76 41686

3721 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.086129 -0.25355 -0.33389 28.663 28.663 6.81E-01 12.89 11568

3722 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.78376 0.026691 0.81581 24.757 24.757 6.22E-01 10.55 20776

3723 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.13314 -0.36968 -0.49692 30.928 30.928 6.81E-01 21.15 84610

3724 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.83574 -0.2052 0.63606 26.762 26.762 9.62E-01 18.31 17781

3725 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 0.079342 -0.04652 0.037499 33.302 33.302 1.32E-03 38.85 105290

3726 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.90464 -0.15874 0.75086 25.887 25.887 3.46E-01 18.82 14753

3727 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 0.034387 -1.2269 -1.1862 32.383 32.383 5.17E-02 30.51 89978

3728 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.94552 -0.353 0.5973 26.124 26.124 1.00E+00 14.61 11301

3729 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.091351 -1.9137 -1.997 32.725 32.725 5.17E-02 35.42 55839

3730 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 0.017485 -0.60109 -0.57877 26.02 26.02 9.21E-03 38.82 346540

3731 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.90673 -0.052907 0.85792 26.02 26.02 2.08E-02 31.15 19897

3732 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.1206 -0.91146 -1.0251 26.203 26.203 3.82E-03 36.57 3064400

3733 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 2 728.86428 1455.714 0.78002 0.065384 0.8499 26.18 26.18 1.49E-02 20.5 82251

3734 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.050113 -0.33236 -0.37707 28.404 28.404 5.17E-02 23.65 66599

3735 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.013079 -0.50781 -0.51467 25.127 25.127 1.32E-03 47.37 269660

3736 AMGHHVTVISSSSK Oxidation (M) _AM(ox)GHHVTVISSSSK_ B6U7D8_MAIZE 3 486.24528 1455.714 -0.12159 -0.099932 -0.21641 28.894 28.894 1.00E+00 37.97 73760

3737 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 2 720.86683 1439.7191 0.82106 0.011489 0.83435 31.673 31.673 1.95E-13 58.98 184170

3738 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.1707 -0.20291 -0.37073 30.986 30.986 8.17E-05 52.88 515040

3739 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 2 720.86683 1439.7191 0.74441 0.027691 0.7741 30.976 30.976 1.29E-01 23.97 39183

3740 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 2 720.86683 1439.7191 0.80658 0.088572 0.89624 33.316 33.316 1.29E-01 27.32 48282

3741 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.016654 -0.52353 -0.53815 32.436 32.436 1.32E-03 50.08 498450

3742 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 2 720.86683 1439.7191 0.86068 -0.11095 0.75138 32.466 32.466 3.49E-01 9.91 33003

3743 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.025221 -0.33333 -0.35651 32.889 32.889 8.17E-05 51.93 418890

3744 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.0026705 -0.27387 -0.27358 32.379 32.379 5.17E-02 40.9 448190

3745 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.128 -0.86699 -0.99044 32.98 32.98 1.87E-13 51.84 7742100

3746 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 2 720.86683 1439.7191 0.74979 -0.14254 0.6093 32.971 32.971 2.25E-03 43.43 201740

3747 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.043527 -0.34188 -0.38286 34.462 34.462 8.17E-05 44.09 87626
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3748 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.012781 -0.18634 -0.19622 30.735 30.735 8.17E-05 55.71 280760

3749 AMGHHVTVISSSSK Unmodified _AMGHHVTVISSSSK_ B6U7D8_MAIZE 3 480.91364 1439.7191 -0.16944 -0.30036 -0.46732 35.447 35.447 9.21E-03 38.57 66870

3750 AMGLINANPIIHEK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)GLINANPIIHEK_ B4FEK4_MAIZE 2 789.91906 1577.8236 0.91612 -0.35253 0.53402 84.368 84.368 2.96E-06 70.46 178110

3751 AMGLINANPIIHEK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)GLINANPIIHEK_ B4FEK4_MAIZE 2 789.91906 1577.8236 0.90411 0.16464 1.0391 84.85 84.85 3.48E-20 71.47 237260

3752 AMGQAISK Unmodified _AMGQAISK_ B4FSE0_MAIZE 2 403.21546 804.41637 0.31687 -0.1451 0.14283 28.465 28.465 5.06E-02 25.83 36687

3753 AMGSAVAFAK Unmodified _AMGSAVAFAK_ Q5EUD0_MAIZE 2 476.74967 951.48479 -0.06605 -0.33371 -0.41646 52.753 52.753 1.62E-03 43.45 497900

3754 AMGSAVAFAK Unmodified _AMGSAVAFAK_ Q5EUD0_MAIZE 2 476.74967 951.48479 0.0072226 -0.32112 -0.32951 52.513 52.513 1.25E-02 30.03 482110

3755 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 0.22853 -0.030658 0.19741 23.899 23.899 1.00E+00 5.2 7771

3756 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 0.013199 0.57993 0.59337 23.579 23.579 1.00E+00 28.53 4929.2

3757 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 4.3552 24.24 24.24 3.32E-01 8.57

3758 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 0.17167 1.0084 1.1782 23.785 23.785 1.00E+00 14.28 28236

3759 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 -0.11186 0.3591 0.24657 25.765 25.765 2.74E-01 18.9 344730

3760 AMGTTDIR Oxidation (M) _AM(ox)GTTDIR_ Q5XLD9_MAIZE 2 440.71328 879.41202 -0.098132 0.40686 0.30809 26.307 26.307 3.77E-01 28.28 320140

3761 AMGTTDVR Unmodified _AMGTTDVR_ B6SJJ1_MAIZE 2 425.708 849.40145 -0.012617 0.33832 0.33234 31.521 31.521 3.77E-01 26.43 80544

3762 AMGVELDLSDKPVGLGVR Oxidation (M) _AM(ox)GVELDLSDKPVGLGVR_ B6T2Y1_MAIZE 3 624.66803 1870.9822 0.36304 -0.35922 0.0081614 82.073 82.073 8.53E-01 7.99 15910

3763 AMGVELDLSDKPVGLGVR Oxidation (M) _AM(ox)GVELDLSDKPVGLGVR_ B6T2Y1_MAIZE 3 624.66803 1870.9822 0.27954 -0.1393 0.14272 81.355 81.355 2.41E-22 44.78 2001600

3764 AMGVELDLSDKPVGLGVR Unmodified _AMGVELDLSDKPVGLGVR_ B6T2Y1_MAIZE 3 619.33639 1854.9873 0.29609 -0.14479 0.15211 88.781 88.781 8.89E-03 47.74 507880

3765 AMIDEPLYPIAVLIDELK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)IDEPLYPIAVLIDELK_ B6TLT1_MAIZE 3 701.04276 2100.1064 0.12512 -0.61668 -0.51258 131.49 131.49 2.39E-01 9.26 95601

3766 AMIDEPLYPIAVLIDELK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)IDEPLYPIAVLIDELK_ B6TLT1_MAIZE 3 701.04276 2100.1064 0.79816 0.017313 0.79334 131 131 1.22E-09 41.44 1255600

3767 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 0.0080812 0.092157 0.10409 35.11 35.11 7.13E-03 46.14 727270

3768 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 -0.11267 0.18531 0.076974 34.1 34.1 1.96E-02 40.4 171040

3769 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 -0.0038287 -0.10267 -0.10178 36.88 36.88 3.57E-04 40.49 266000

3770 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 0.044701 -0.12803 -0.077256 36.076 36.076 1.96E-02 35.92 165550

3771 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 0.021482 -0.28243 -0.25558 36.76 36.76 4.48E-03 44.73 155870

3772 AMIGQVAGGGR Oxidation (M) _AM(ox)IGQVAGGGR_ B6TGT0_MAIZE 2 516.76638 1031.5182 -0.093496 1.5427 1.4513 34.69 34.69 1.36E-04 44.26 1308200

3773 AMIGQVAGGGR Unmodified _AMIGQVAGGGR_ B6TGT0_MAIZE 2 508.76893 1015.5233 -0.078694 -0.12453 -0.20303 43.904 43.904 3.60E-06 82.32 11825000

3774 AMIGQVAGGGR Unmodified _AMIGQVAGGGR_ B6TGT0_MAIZE 2 508.76893 1015.5233 0.023733 0.23562 0.2595 45.354 45.354 4.48E-03 49.05 381920

3775 AMIGQVAGGGR Unmodified _AMIGQVAGGGR_ B6TGT0_MAIZE 2 508.76893 1015.5233 -0.10578 0.28389 0.17811 44.224 44.224 5.66E-08 56.55 1131900

3776 AMLKPVLK Unmodified _AMLKPVLK_ B4F9D4_MAIZE 2 450.29097 898.56739 0.050796 0.34908 0.36923 44.042 44.042 3.77E-01 23 992730

3777 AMLKPVLK Unmodified _AMLKPVLK_ B4F9D4_MAIZE 2 450.29097 898.56739 0.031216 0.040297 0.040194 45.74 45.74 5.06E-02 21.01 864090

3778 AMLLVEQVK Oxidation (M) _AM(ox)LLVEQVK_ B4FFH4_MAIZE 2 523.79936 1045.5842 -0.12758 -1.5782 -1.7183 56.647 56.647 3.39E-01 15.52 246050

3779 AMLQAYR Oxidation (M) _AM(ox)LQAYR_ B6TGT3_MAIZE 2 434.72091 867.42727 0.0042472 0.9143 0.88599 35.745 35.745 5.90E-01 23.8 50787

3780 AMLQAYR Unmodified _AMLQAYR_ B6TGT3_MAIZE 2 426.72346 851.43236 -0.038164 0.30952 0.23352 46.688 46.688 4.49E-02 28.91 95890

3781 AMLSLPASK Oxidation (M) _AM(ox)LSLPASK_ B4FLA2_MAIZE 2 467.25733 932.5001 -0.047666 0.39779 0.31846 51.911 51.911 1.01E-02 41.63 1688600
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3782 AMLSLPASK Unmodified _AMLSLPASK_ B4FLA2_MAIZE 2 459.25987 916.50519 -0.055242 0.36732 0.27605 61.869 61.869 9.73E-03 38.6 3770400

3783 AMMDEYLVGEIDAATIPSK 2 Oxidation (M) _AM(ox)M(ox)DEYLVGEIDAATIPSK_ B4FKH7_MAIZE 2 1043.4896 2084.9646 1.1785 -0.38736 0.77968 93.168 93.168 5.89E-20 57.53 183140

3784 AMNEINAAAR Unmodified _AMNEINAAAR_ Q9M584_MAIZE 2 530.76384 1059.5131 0.0075263 0.36997 0.32762 40.444 40.444 1.25E-02 17.46 4710500

3785 AMNEINAAAR Oxidation (M) _AM(ox)NEINAAAR_ Q9M584_MAIZE 2 538.7613 1075.508 0.079088 0.26034 0.2951 31.225 31.225 2.81E-03 35.33 192830

3786 AMQDALVAIK Oxidation (M) _AM(ox)QDALVAIK_ B4F9T3_MAIZE 2 538.29444 1074.5743 -0.035209 0.42238 0.36706 57.003 57.003 9.99E-05 44.62 1498700

3787 AMQDALVAIK Unmodified _AMQDALVAIK_ B4F9T3_MAIZE 2 530.29698 1058.5794 -0.05954 0.30369 0.21903 69.379 69.379 1.62E-03 40.25 912140

3788 AMQDFGDAEYK Oxidation (M) _AM(ox)QDFGDAEYK_ B4FQ84_MAIZE 2 645.76899 1289.5234 0.39562 -0.12589 0.261 50.425 50.425 3.60E-06 48.56 833480

3789 AMQDFGDAEYK Unmodified _AMQDFGDAEYK_ B4FQ84_MAIZE 2 637.77153 1273.5285 0.39626 0.068521 0.45184 59.816 59.816 1.00E+00 8.54 551800

3790 AMQDPEIQNILTDPIMR 2 Oxidation (M) _AM(ox)QDPEIQNILTDPIM(ox)R_ B4FA63_MAIZE 2 1008.9901 2015.9656 1.2693 -0.44277 0.81577 91.936 91.936 4.75E-48 64.26 322140

3791 AMQDVVGFYK Oxidation (M) _AM(ox)QDVVGFYK_ B6TIG6_MAIZE 2 587.28407 1172.5536 0.23501 -0.011746 0.2306 61.789 61.789 4.40E-05 61.2 664120

3792 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 0.070405 -0.19783 -0.15241 55.494 55.494 2.81E-03 38.03 1656700

3793 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 -0.064566 0.23463 0.1463 57.18 57.18 1.62E-03 34.69 128640

3794 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 -0.011268 0.27905 0.24164 56.041 56.041 7.11E-01 10.66 624420

3795 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 0.097164 0.02672 0.098898 57.088 57.088 1.22E-01 31.56 596600

3796 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 0.080058 0.76456 0.81866 57.719 57.719 1.25E-02 39.34 667700

3797 AMQLLESGLK Oxidation (M) _AM(ox)QLLESGLK_ B4FCG9_MAIZE 2 553.29972 1104.5849 0.054936 1.279 1.3075 56.306 56.306 1.22E-01 18.3 354630

3798 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 0.0011492 0.2838 0.25725 69.862 69.862 1.84E-04 73.96 7776000

3799 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 -0.047738 0.26846 0.1924 70.57 70.57 2.81E-03 40.32 466670

3800 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 0.11436 0.34982 0.43626 71.341 71.341 2.81E-03 33.16 319650

3801 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 0.13094 0.35262 0.45422 70.816 70.816 1.00E+00 22.34 302630

3802 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 0.10035 0.07393 0.14674 71.148 71.148 3.43E-01 23.19 430850

3803 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 0.059317 0.62528 0.65599 70.43 70.43 1.00E+00 2.71 259110

3804 AMQLLESGLK Unmodified _AMQLLESGLK_ B4FCG9_MAIZE 2 545.30227 1088.59 -0.043754 0.59215 0.52012 72.529 72.529 1.84E-04 60.14 615220

3805 AMSDFGDDEYKR Oxidation (M) _AM(ox)SDFGDDEYKR_ B6TBG6_MAIZE 3 483.86988 1448.5878 -0.18009 0.93675 0.74658 41.381 41.381 2.36E-01 12.99 230110

3806 AMSDFGDDEYKR Oxidation (M) _AM(ox)SDFGDDEYKR_ B6TBG6_MAIZE 3 483.86988 1448.5878 -0.11968 -0.2288 -0.35526 45.042 45.042 2.97E-05 47.76 2112700

3807 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1318 0.030787 1.148 103.18 103.18 1.60E-05 88.16 771080

3808 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1673 0.31669 1.47 103.89 103.89 1.12E-07 63.35 699070

3809 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1432 -0.22946 0.90098 111.5 111.5 1.60E-05 74.33 44545

3810 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.0891 0.087383 1.1622 103.85 103.85 1.60E-05 80.12 395000

3811 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1025 0.18455 1.2726 104.57 104.57 6.37E-03 75.5 393190

3812 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1224 0.024139 1.1322 103.88 103.88 1.23E-13 88.63 604830

3813 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1096 0.3938 1.4885 104.61 104.61 2.05E-04 61.08 605550

3814 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1117 -0.059382 1.0382 103.86 103.86 6.53E-30 86.25 875690

3815 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1199 0.3382 1.4435 104.62 104.62 1.02E-23 75.95 903470
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3816 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1566 0.2902 1.4322 103.4 103.4 1.02E-23 76.4 1011000

3817 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1884 0.31253 1.4865 104.21 104.21 1.60E-05 67.67 997750

3818 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1209 0.030105 1.1368 103.91 103.91 1.26E-03 38.68 1943200

3819 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1128 -0.077921 1.0205 103.49 103.49 1.60E-05 50.78 3079000

3820 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.1381 0.17224 1.2963 104.26 104.26 1.12E-07 79.25 2731300

3821 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.0463 -0.16764 0.8652 104.07 104.07 6.53E-30 101.76 2671500

3822 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.0695 -0.13079 0.92512 104.92 104.92 2.37E-16 76.05 2966600

3823 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.0229 -1.3773 -0.36655 105.31 105.31 1.02E-23 72.76 10321000

3824 AMSIMNSFINDIFEK 2 Oxidation (M) _AM(ox)SIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 896.41823 1790.8219 1.0273 -0.84681 0.1682 106.31 106.31 2.60E-32 88.71 8486800

3825 AMSIMNSFINDIFEK Oxidation (M) _AMSIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.1545 -0.096006 1.0417 110.9 110.9 1.26E-03 81.2 274570

3826 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.0937 0.34685 1.424 121.74 121.74 2.37E-16 77.68 2849700

3827 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.045 0.12029 1.1488 122.14 122.14 7.01E-11 91.16 409000

3828 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.0904 0.1507 1.2244 122.38 122.38 2.37E-16 100.56 527530

3829 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.116 0.16283 1.2622 122.53 122.53 1.02E-23 81.97 582990

3830 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.142 -0.097103 1.0285 122.09 122.09 6.53E-30 85.99 834060

3831 AMSIMNSFINDIFEK Oxidation (M) _AMSIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.1672 0.84607 1.9964 111.96 111.96 1.65E-02 43.46 197250

3832 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.115 0.16431 1.2624 122.99 122.99 1.60E-05 86.56 1838100

3833 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.1209 0.10934 1.2136 122.05 122.05 3.13E-13 86.02 2867800

3834 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.1126 -0.049173 1.0475 125 125 1.12E-07 63.17 622300

3835 AMSIMNSFINDIFEK Oxidation (M) _AMSIM(ox)NSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.0834 0.43529 1.502 115.4 115.4 1.12E-07 89.9 118750

3836 AMSIMNSFINDIFEK Oxidation (M) _AM(ox)SIMNSFINDIFEK_ B4FSE9_MAIZE 2 888.42077 1774.827 1.0355 -0.21266 0.80763 128.5 128.5 1.04E-33 83 2468900

3837 AMSIMNSFINDIFEK Unmodified _AMSIMNSFINDIFEK_ B4FSE9_MAIZE 2 880.42332 1758.8321 1.0544 0.31332 1.3496 124.06 124.06 2.37E-16 95.9 3647200

3838 AMSIMNSFINDIFEK Unmodified _AMSIMNSFINDIFEK_ B4FSE9_MAIZE 2 880.42332 1758.8321 1.0788 0.027631 1.0885 130.02 130.02 7.01E-11 99.52 329480

3839 AMSLVTGVLDYER Oxidation (M) _AM(ox)SLVTGVLDYER_ B6UC41_MAIZE 2 735.36887 1468.7232 0.80783 -0.59966 0.20514 83.452 83.452 2.61E-08 50.8 303540

3840 AMTAEYEGIFLDYSR Oxidation (M) _AM(ox)TAEYEGIFLDYSR_ B4G0N0_MAIZE 2 891.40618 1780.7978 1.1896 -0.34547 0.82893 92.483 92.483 2.37E-16 86.24 558010

3841 AMTGTVPFEEALAAR Oxidation (M) _AM(ox)TGTVPFEEALAAR_ B6SU38_MAIZE 2 790.39287 1578.7712 0.89551 0.038999 0.92477 80.547 80.547 6.37E-03 64.33 915360

3842 AMTGTVPFEEALAAR Unmodified _AMTGTVPFEEALAAR_ B6SU38_MAIZE 2 782.39542 1562.7763 0.90115 -0.93262 -0.042227 87.222 87.222 1.56E-01 26.16 251660

3843 AMVDVAK Oxidation (M) _AM(ox)VDVAK_ B4FZ29_MAIZE 2 375.19674 748.37893 0.83731 0.31286 1.1424 23.875 23.875 1.56E-01 17.74 21524

3844 AMVDVAK Oxidation (M) _AM(ox)VDVAK_ B4FZ29_MAIZE 2 375.19674 748.37893 0.85798 -0.058606 0.79246 24.495 24.495 4.46E-01 30.19 22793

3845 AMVDVAK Unmodified _AMVDVAK_ B4FZ29_MAIZE 2 367.19928 732.38401 0.90932 0.17184 1.0688 37.923 37.923 4.46E-01 20.41 112580

3846 AMVEELLK Unmodified _AMVEELLK_ B6UIE1_MAIZE 2 466.7597 931.50485 -0.004854 0.26061 0.21979 70.089 70.089 1.90E-02 30.89 1109400

3847 AMVEELLK Unmodified _AMVEELLK_ B6UIE1_MAIZE 2 466.7597 931.50485 -0.12292 0.10669 -0.052075 71.423 71.423 1.90E-02 32.63 6283900

3848 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.13545 0.072523 -0.092547 57.304 57.304 7.88E-01 21.47 209140

3849 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.06879 0.17952 0.080268 59.033 59.033 4.49E-02 18.24 370860
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3850 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.0040217 0.22293 0.18703 58.362 58.362 1.90E-02 31.03 338370

3851 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 0.040106 0.18494 0.19387 58.837 58.837 1.33E-01 21.91 266300

3852 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.069507 0.11264 0.013623 58.954 58.954 1.33E-01 20.62 461660

3853 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.069321 0.18863 0.089447 59.414 59.414 3.77E-01 19.68 358070

3854 AMVEELLK Oxidation (M) _AM(ox)VEELLK_ B6UIE1_MAIZE 2 474.75716 947.49977 -0.14341 0.37971 0.2046 59.403 59.403 2.39E-02 35.23 7070000

3855 AMVELDAAPFK Oxidation (M) _AM(ox)VELDAAPFK_ B4FQM2_MAIZE 2 604.30501 1206.5955 0.21784 0.14493 0.34903 71 71 6.35E-09 69.98 1848300

3856 AMVELDAAPFKK Unmodified _AMVELDAAPFKK_ B4FQM2_MAIZE 3 440.57245 1318.6955 0.12219 0.17634 0.27602 67.909 67.909 1.00E+00 14.48 740000

3857 AMVELDAAPFKK Unmodified _AMVELDAAPFKK_ B4FQM2_MAIZE 2 660.35503 1318.6955 0.55307 0.27265 0.80383 67.986 67.986 4.56E-01 18.6 458310

3858 AMVELDAAPFKK Unmodified _AMVELDAAPFKK_ B4FQM2_MAIZE 2 660.35503 1318.6955 0.49832 0.1457 0.62175 69.059 69.059 1.98E-03 35.28 575560

3859 AMVELDAAPFKK Oxidation (M) _AM(ox)VELDAAPFKK_ B4FQM2_MAIZE 3 445.90408 1334.6904 -0.055095 0.41745 0.34314 61.005 61.005 7.47E-09 47.33 2682200

3860 AMVLGMVLGK Acetyl (Protein N-term),2 Oxidation (M) _(ac)AM(ox)VLGM(ox)VLGK_ B4FVG0_MAIZE 2 546.79322 1091.5719 0.019771 0.60039 0.61454 101.57 101.57 1.62E-03 39.97 335540

3861 AMVLGMVLGK Acetyl (Protein N-term),2 Oxidation (M) _(ac)AM(ox)VLGM(ox)VLGK_ B4FVG0_MAIZE 2 546.79322 1091.5719 -0.0069328 0.44528 0.43158 101.56 101.56 1.25E-02 38.83 1216300

3862 AMVLGMVLGK Acetyl (Protein N-term),Oxidation (M) _(ac)AM(ox)VLGMVLGK_ B4FVG0_MAIZE 2 538.79576 1075.577 0.037038 0.1218 0.15061 119.09 119.09 3.43E-01 11.26 227500

3863 AMVQDHGIAPDTAAYNALLTYK Oxidation (M) _AM(ox)VQDHGIAPDTAAYNALLTYK_ B4F8Z9_MAIZE 3 793.72649 2378.1576 0.95107 -0.14433 0.79643 86.318 86.318 1.59E-04 59.29 521230

3864 ANALLGFEK Unmodified _ANALLGFEK_ P93627_MAIZE 2 481.76892 961.52328 -0.30804 -0.20841 -0.54471 67.561 67.561 1.01E-02 34.93 1432000

3865 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.1656 0.072547 1.2328 106.61 106.61 5.97E-42 131.13 453030

3866 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.0963 -0.085949 1.0052 106.61 106.61 4.19E-09 47.13 564800

3867 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.0113 -0.13679 0.86962 107.14 107.14 2.46E-05 20.29 464130

3868 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.3373 0.18881 1.521 107.14 107.14 1.90E-60 125.65 344650

3869 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.0538 -0.092511 0.95564 107.29 107.29 9.91E-12 43.62 857190

3870 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.1094 0.17869 1.2825 107.24 107.24 5.97E-42 127.67 433020

3871 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.0888 0.065711 1.1489 107.41 107.41 9.91E-12 58.6 557910

3872 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.1692 0.19486 1.3586 107.31 107.31 1.26E-23 115.47 283150

3873 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.1036 0.051931 1.1505 106.93 106.93 9.91E-12 61.68 733710

3874 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.259 0.056235 1.3104 106.94 106.94 5.97E-42 95.87 325950

3875 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 852.76114 2555.2616 1.0627 0.29482 1.3522 107.61 107.61 1.21E-16 62.46 2713000

3876 ANASQYGLAAGVFTNSLDTANTLTR Unmodified _ANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 2 1278.6381 2555.2616 1.1399 0.21772 1.3522 107.63 107.63 9.67E-28 131.45 2607900

3877 ANATVSIVHSQTK Unmodified _ANATVSIVHSQTK_ B6SJR7_MAIZE 2 678.36752 1354.7205 0.57814 -0.14589 0.42948 39.173 39.173 2.61E-08 65.04 291970

3878 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.65907 -0.16161 0.47199 70.803 70.803 1.00E-11 68.41 1063200

3879 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.65082 0.32326 0.94804 71.437 71.437 1.56E-17 56.58 909030

3880 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.64369 0.075397 0.69304 72.168 72.168 1.56E-17 67.37 1757300

3881 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.61871 0.39928 0.99194 71.702 71.702 2.50E-15 58.48 1645000

3882 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.60339 -0.34738 0.23078 71.815 71.815 1.56E-17 64.03 898760

3883 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.5578 0.24392 0.77592 71.255 71.255 2.50E-15 68.96 886750
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3884 ANAVAIGNYLMSK Oxidation (M) _ANAVAIGNYLM(ox)SK_ B4FBF4_MAIZE 2 684.35302 1366.6915 0.60037 0.12474 0.69955 72.996 72.996 1.47E-03 46.64 232740

3885 ANAVAIGNYLMSK Unmodified _ANAVAIGNYLMSK_ B4FBF4_MAIZE 2 676.35556 1350.6966 0.57477 0.11076 0.6563 80.18 80.18 1.47E-03 34.24 2044700

3886 ANAVAIGNYLMSK Unmodified _ANAVAIGNYLMSK_ B4FBF4_MAIZE 2 676.35556 1350.6966 0.55907 0.34264 0.87232 81.003 81.003 1.47E-03 35.11 290360

3887 ANAVAIGNYLMSK Unmodified _ANAVAIGNYLMSK_ B4FBF4_MAIZE 2 676.35556 1350.6966 0.58934 0.070543 0.63125 81.402 81.402 9.54E-02 25.57 475320

3888 ANAVAIGNYLMSK Unmodified _ANAVAIGNYLMSK_ B4FBF4_MAIZE 2 676.35556 1350.6966 0.58502 -0.13843 0.41801 81.051 81.051 9.49E-01 0.87 325810

3889 ANAVAIGNYLMSK Unmodified _ANAVAIGNYLMSK_ B4FBF4_MAIZE 2 676.35556 1350.6966 0.57141 -0.034395 0.50782 81.159 81.159 5.66E-01 18.51 5758700

3890 ANCIDSTLPAEAVFAAEVEK Unmodified _ANCIDSTLPAEAVFAAEVEK_ B6T4G7_MAIZE 2 1068.0199 2134.0252 1.2231 -0.14973 1.0628 102.81 102.81 3.79E-06 48.26 543460

3891 ANDGHYGLTTR Unmodified _ANDGHYGLTTR_ B6SRY1_MAIZE 2 602.7889 1203.5632 0.23323 0.0425 0.2748 39.399 39.399 3.60E-06 56.36 262510

3892 ANEFGIVLGK Unmodified _ANEFGIVLGK_ B6SWM0_MAIZE 2 524.2953 1046.576 0.0084784 -0.06229 -0.06335 77.023 77.023 1.45E-01 19.79 1467600

3893 ANEISVSAEEEFNIEK Unmodified _ANEISVSAEEEFNIEK_ B4FVD5_MAIZE 2 904.93107 1807.8476 1.1115 -0.30757 0.77386 82.867 82.867 7.73E-25 65.8 374450

3894 ANEISVSAEEEFNIEK Unmodified _ANEISVSAEEEFNIEK_ B4FVD5_MAIZE 2 904.93107 1807.8476 1.1221 -0.2257 0.86681 87.74 87.74 4.21E-20 73.19 251950

3895 ANEISVSAEEEFNIEK Unmodified _ANEISVSAEEEFNIEK_ B4FVD5_MAIZE 2 904.93107 1807.8476 1.1656 -0.24672 0.88922 94.824 94.824 1.48E-07 49.12 179250

3896 ANEISVSAEEEFNIEK Unmodified _ANEISVSAEEEFNIEK_ B4FVD5_MAIZE 2 904.93107 1807.8476 1.1846 0.41484 1.569 137.08 137.08 9.46E-03 24.26 48508

3897 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.24405 0.43019 0.65161 52.23 52.23 4.40E-05 60.4 1618400

3898 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.23471 0.40722 0.61946 52.529 52.529 1.62E-03 56.24 428260

3899 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.31708 0.86509 1.1592 54.594 54.594 2.81E-03 46.9 755070

3900 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.30016 0.71924 0.99731 54.574 54.574 1.45E-01 58.65 915060

3901 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.26005 0.21937 0.4576 54.392 54.392 1.62E-03 51.87 3664000

3902 ANENYCLAVR Unmodified _ANENYCLAVR_ B4FUK7_MAIZE 2 605.28768 1208.5608 0.18544 -0.44219 -0.27713 55.018 55.018 4.40E-05 60.18 26913000

3903 ANEVEAVETAK Unmodified _ANEVEAVETAK_ B6SIC6_MAIZE 2 580.79332 1159.5721 0.061038 -0.7014 -0.66549 43.615 43.615 3.57E-04 48.35 95528

3904 ANEVEAVETAK Unmodified _ANEVEAVETAK_ B6SIC6_MAIZE 2 580.79332 1159.5721 0.12501 -0.66681 -0.56694 43.626 43.626 3.57E-04 34.32 684950

3905 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.1011 -0.42174 0.6665 103.76 103.76 3.42E-29 75.5 3585300

3906 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.1172 -0.016445 1.0877 104.23 104.23 1.24E-09 68.21 1428300

3907 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.0836 0.011604 1.0821 104.28 104.28 1.43E-21 71.32 2641100

3908 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.079 0.075317 1.1407 104.28 104.28 1.43E-21 58.36 1912900

3909 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.0943 -0.45593 0.62553 103.76 103.76 1.37E-17 56.04 10890000

3910 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.1849 0.35518 1.5267 104.5 104.5 1.24E-09 47.71 721950

3911 ANFLSADDFEPALIPSK Unmodified _ANFLSADDFEPALIPSK_ B4FAK8_MAIZE 2 917.96472 1833.9149 1.0908 0.012709 1.0902 104.49 104.49 1.43E-21 70.72 710360

3912 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 -0.0033829 -0.13541 -0.14729 54.38 54.38 9.88E-04 49.55 7768200

3913 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 2 677.82294 1353.6313 0.56402 0.07513 0.6304 54.37 54.37 3.57E-04 50.01 2031600

3914 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 -0.17895 0.10573 -0.081267 56.095 56.095 1.91E-02 41.82 207870

3915 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 2 677.82294 1353.6313 0.55938 -0.12772 0.42338 56.087 56.087 4.96E-02 33.8 22834

3916 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 -0.14489 0.11537 -0.0395 54.8 54.8 1.91E-02 40.08 878400

3917 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 0.012427 -0.2649 -0.26068 56.618 56.618 1.91E-02 31.59 1005100
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3918 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 -0.0098445 -0.040805 -0.058549 56.572 56.572 1.40E-01 32.74 674400

3919 ANFNDKFDEVR Unmodified _ANFNDKFDEVR_ B4F7Y1_MAIZE 3 452.21772 1353.6313 -0.015825 0.36988 0.34494 55.059 55.059 5.15E-02 26.04 1619600

3920 ANGFSNVLFK Unmodified _ANGFSNVLFK_ B4FKD4_MAIZE 2 548.79292 1095.5713 -0.015893 0.14017 0.11833 76.526 76.526 1.45E-01 31.2 1241000

3921 ANIEAELK Unmodified _ANIEAELK_ B4G1B0_MAIZE 2 444.24527 886.476 -0.02232 0.62432 0.54971 50.302 50.302 5.06E-02 42.58 2521800

3922 ANIEAELK Unmodified _ANIEAELK_ B4G1B0_MAIZE 2 444.24527 886.476 0.0067005 0.37648 0.33219 47.788 47.788 3.77E-01 30.16 3548800

3923 ANIEAELKK Unmodified _ANIEAELKK_ B4G1B0_MAIZE 2 508.29276 1014.571 -0.097994 -0.23987 -0.38836 42.937 42.937 3.39E-01 23.83 1162200

3924 ANIEAELKK Unmodified _ANIEAELKK_ B4G1B0_MAIZE 2 508.29276 1014.571 -0.065924 -0.16935 -0.28691 40.331 40.331 9.73E-03 36.54 745700

3925 ANKPSLLSTLPTNPPAQFLK Acetyl (Protein N-term) _(ac)ANKPSLLSTLPTNPPAQFLK_ B6TXE2_MAIZE 2 1090.1097 2178.2049 1.2088 0.075889 1.2681 102.14 102.14 3.46E-29 59.8 2540300

3926 ANKPSLLSTLPTNPPAQFLK Acetyl (Protein N-term) _(ac)ANKPSLLSTLPTNPPAQFLK_ B6TXE2_MAIZE 3 727.07556 2178.2049 0.74115 0.15623 0.88064 102.15 102.15 9.26E-02 19.91 2008300

3927 ANLATNPMGK Oxidation (M) _ANLATNPM(ox)GK_ B4G0S0_MAIZE 2 516.76077 1031.507 0.10581 -0.27834 -0.19367 30.456 30.456 1.00E+00 5.38 29561

3928 ANLATNPMGK Oxidation (M) _ANLATNPM(ox)GK_ B4G0S0_MAIZE 2 516.76077 1031.507 0.10066 0.076483 0.15506 31.167 31.167 3.43E-01 18.9 30816

3929 ANLPVTDVNVPVVGGHAGITILPLFSQATPATNALSDEDIK Unmodified _ANLPVTDVNVPVVGGHAGITILPLFSQATPATNALSDEDIK_ B4FRJ1_MAIZE 3 1385.7373 4154.1899 1.1442 -0.023606 1.1248 124.01 124.01 1.55E-02 26.54 1254200

3930 ANLQDLAILTGGEVITEELGMNLENFEPHMLGTCK 2 Oxidation (M) _ANLQDLAILTGGEVITEELGM(ox)NLENFEPHM(ox)LGTCK_ CH61_MAIZE 4 973.22187 3888.8584 1.2064 -0.42772 0.77409 130.59 130.59 1.53E-23 104.1 1598700

3931 ANLQDLAILTGGEVITEELGMNLENVEPHMLGSCK 2 Oxidation (M) _ANLQDLAILTGGEVITEELGM(ox)NLENVEPHM(ox)LGSCK_ CH62_MAIZE 4 957.71796 3826.8427 1.2099 -0.38651 0.81682 129.85 129.85 6.20E-28 115.55 1780900

3932 ANLQDLAILTGGEVITEELGMNLENVEPHMLGSCK 2 Oxidation (M) _ANLQDLAILTGGEVITEELGM(ox)NLENVEPHM(ox)LGSCK_ CH62_MAIZE 3 1276.6215 3826.8427 1.2375 -0.038701 1.1923 129.83 129.83 1.00E+00 19.23 465230

3933 ANLVASIK Unmodified _ANLVASIK_ Q8L8G5_MAIZE 2 408.2529 814.49125 0.29098 0.20926 0.4655 50.308 50.308 1.65E-01 40.59 385790

3934 ANLVASIK Unmodified _ANLVASIK_ Q8L8G5_MAIZE 2 408.2529 814.49125 0.24352 -0.052237 0.15656 50.419 50.419 1.65E-01 41.21 6500900

3935 ANNLVFVSGVLGLNPETR Unmodified _ANNLVFVSGVLGLNPETR_ B4FQQ1_MAIZE 2 950.51798 1899.0214 1.1334 -0.066182 1.0656 112.56 112.56 3.54E-16 60.8 182430

3936 ANNLVFVSGVLGLNPETR Unmodified _ANNLVFVSGVLGLNPETR_ B4FQQ1_MAIZE 3 634.01441 1899.0214 0.3798 0.10549 0.48272 112.53 112.53 3.92E-01 2.54 71741

3937 ANNPTLGFEGLR Unmodified _ANNPTLGFEGLR_ B6TMJ4_MAIZE 2 644.83585 1287.6571 0.47513 0.011243 0.47528 73.788 73.788 7.72E-03 44.29 662610

3938 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.90514 -0.40418 0.47893 75.057 75.057 1.04E-33 100.06 8397400

3939 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.85071 0.046708 0.87657 76.454 76.454 2.37E-16 87.59 362020

3940 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.92749 -0.28011 0.62561 75.637 75.637 6.53E-30 113.6 3156300

3941 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.89011 -0.22661 0.64232 76.182 76.182 6.53E-30 97.55 5093600

3942 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.88839 -0.18695 0.68 75.783 75.783 1.02E-23 90.48 2833900

3943 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.90074 -0.092094 0.78663 75.639 75.639 2.40E-39 89.68 2601400

3944 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.89001 -0.62731 0.24174 75.519 75.519 2.37E-16 81.53 642680

3945 ANPANPSIELGPEFK Unmodified _ANPANPSIELGPEFK_ B4FAD9_MAIZE 2 792.40684 1582.7991 0.88008 -0.23755 0.62176 77.094 77.094 1.02E-23 76.67 422890

3946 ANPLATILSAAMLLR Oxidation (M) _ANPLATILSAAM(ox)LLR_ B6THR9_MAIZE 3 524.30436 1569.8912 0.056959 -0.29702 -0.26783 127.51 127.51 1.00E+00 7.41 205940

3947 ANPLATILSAAMLLR Oxidation (M) _ANPLATILSAAM(ox)LLR_ B6THR9_MAIZE 2 785.9529 1569.8912 0.93204 -0.065155 0.83913 127.48 127.48 1.12E-07 67.34 168590

3948 ANPLATILSAAMLLR Oxidation (M) _ANPLATILSAAM(ox)LLR_ B6THR9_MAIZE 3 524.30436 1569.8912 0.003807 -0.0464 -0.071595 129.4 129.4 6.35E-02 34.13 1270100

3949 ANPNYAMSVR Oxidation (M) _ANPNYAM(ox)SVR_ B6STP1_MAIZE 2 569.76912 1137.5237 0.10407 -0.044472 0.036599 50.708 50.708 1.00E+00 0.86 1172600

3950 ANPNYAMSVR Unmodified _ANPNYAMSVR_ B6STP1_MAIZE 2 561.77167 1121.5288 0.03754 0.58126 0.59016 47.187 47.187 3.43E-01 12.68 1018600

3951 ANPRVFFDMTVGGAPAGR Acetyl (Protein N-term) _(ac)ANPRVFFDMTVGGAPAGR_ B4FZZ2_MAIZE 2 952.97543 1903.9363 1.1635 0.41153 1.5788 106.24 106.24 2.85E-09 55.75 147900
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3952 ANPVALLLSSAMMLR Oxidation (M) _ANPVALLLSSAMM(ox)LR_ B4FID6_MAIZE 3 534.96172 1601.8633 0.060995 -0.20108 -0.16465 125.81 125.81 1.00E+00 17.65 438500

3953 ANPVALLLSSAMMLR Oxidation (M) _ANPVALLLSSAM(ox)MLR_ B4FID6_MAIZE 2 801.93894 1601.8633 0.99355 0.094233 1.0633 124.6 124.6 2.05E-04 40.88 265110

3954 ANPVALLLSSAMMLR Oxidation (M) _ANPVALLLSSAMM(ox)LR_ B4FID6_MAIZE 2 801.93894 1601.8633 1.0325 0.68854 1.6957 126.85 126.85 2.05E-04 33.52 126710

3955 ANPVALLLSSAMMLR Unmodified _ANPVALLLSSAMMLR_ B4FID6_MAIZE 2 793.94148 1585.8684 1.0529 0.92465 1.9497 127.49 127.49 4.63E-02 7.24 341480

3956 ANPVALLLSSAMMLR Unmodified _ANPVALLLSSAMMLR_ B4FID6_MAIZE 3 529.63008 1585.8684 0.059602 -0.21921 -0.18571 127.31 127.31 1.00E+00 3.27 310620

3957 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 3 540.29335 1617.8582 -0.030014 0.030287 -0.020598 120.95 120.95 1.00E+00 9.96 160630

3958 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 2 809.93639 1617.8582 0.96259 -0.2491 0.69168 121.11 121.11 4.63E-02 12.74 117800

3959 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 3 540.29335 1617.8582 0.077882 -0.20583 -0.1493 121.18 121.18 1.00E+00 11.37 228300

3960 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 2 809.93639 1617.8582 1.0217 -0.045909 0.95446 121.33 121.33 2.05E-04 62.54 126390

3961 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 3 540.29335 1617.8582 0.10948 -0.4316 -0.34256 121.38 121.38 2.34E-01 28.07 245640

3962 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 3 540.29335 1617.8582 -0.022224 -0.14751 -0.19139 120.94 120.94 5.05E-03 38.03 1991200

3963 ANPVALLLSSAMMLR 2 Oxidation (M) _ANPVALLLSSAM(ox)M(ox)LR_ B4FID6_MAIZE 2 809.93639 1617.8582 0.98101 0.24931 1.2086 120.92 120.92 2.19E-16 66.89 1215200

3964 ANSAAPGGMR Acetyl (Protein N-term),Oxidation (M) _(ac)ANSAAPGGM(ox)R_ B6SHE0_MAIZE 2 495.22709 988.43963 -0.091626 0.21484 0.099635 31.479 31.479 1.22E-01 24.01 116590

3965 ANSASGMAVSDECK Acetyl (Protein N-term),Oxidation (M) _(ac)ANSASGM(ox)AVSDECK_ B6U422_MAIZE 2 742.80323 1483.5919 0.80062 0.12626 0.91637 40.974 40.974 2.25E-03 52.33 19361

3966 ANSASGMAVSDECK Acetyl (Protein N-term),Oxidation (M) _(ac)ANSASGM(ox)AVSDECK_ B6U422_MAIZE 2 742.80323 1483.5919 0.75925 -0.15676 0.59256 45.007 45.007 3.40E-25 90.13 535710

3967 ANSASGMAVSDECK Acetyl (Protein N-term) _(ac)ANSASGMAVSDECK_ B6U422_MAIZE 2 734.80577 1467.597 0.75263 0.030983 0.77077 55.129 55.129 1.95E-13 67.09 402860

3968 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.094598 -0.007722 0.065586 41.807 41.807 1.67E-02 54.18 31175000

3969 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.015918 0.3114 0.30652 42.26 42.26 1.67E-02 56.6 428360

3970 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.10486 0.15978 0.24217 41.401 41.401 3.57E-04 75.02 10907000

3971 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.11672 0.027654 0.12305 44.094 44.094 4.48E-03 67.71 14304000

3972 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.10748 0.069864 0.15592 43.37 43.37 1.67E-02 58.67 13076000

3973 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.042501 0.1056 0.12682 44.197 44.197 4.48E-03 59.26 12572000

3974 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.10012 -0.13723 -0.058668 43.836 43.836 4.43E-05 81.61 8972400

3975 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.038116 -0.30186 -0.28502 44.622 44.622 4.43E-05 72.62 58687000

3976 ANSEATLGTYK Unmodified _ANSEATLGTYK_ B4FAL9_MAIZE 2 577.78804 1153.5615 0.14481 1.457 1.5773 45.362 45.362 1.67E-02 61.6 242220

3977 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 3 817.06623 2448.1769 0.98853 0.16945 1.1461 61.839 61.839 1.24E-13 65.97 3042400

3978 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 4 613.05149 2448.1769 0.27867 0.072771 0.33899 62.649 62.649 1.00E+00 1.47 878260

3979 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 3 817.06623 2448.1769 0.98221 -0.034656 0.93648 62.653 62.653 1.16E-07 47.49 530230

3980 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 3 817.06623 2448.1769 0.98164 0.15216 1.1215 63.715 63.715 1.93E-11 58.87 745750

3981 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 4 613.05149 2448.1769 0.31011 -0.24843 0.050511 63.105 63.105 1.00E+00 1.27 1093800

3982 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 3 817.06623 2448.1769 1.0091 -0.12875 0.86931 63.102 63.102 1.24E-13 55.29 502110

3983 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 4 613.05149 2448.1769 0.2672 -1.048 -0.79076 63.298 63.298 5.75E-01 7.63 590260

3984 ANSEATLGTYKGDAAADTESLHVK Unmodified _ANSEATLGTYKGDAAADTESLHVK_ B4FAL9_MAIZE 3 817.06623 2448.1769 0.98287 -0.005356 0.96579 63.541 63.541 1.35E-19 71.31 3592300

3985 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.026781 0.17842 0.12324 46.816 46.816 3.21E-03 61.97 5826100
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3986 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.17294 0.083027 -0.11812 47.464 47.464 1.01E-02 45.61 82864

3987 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.14145 0.3601 0.18908 46.75 46.75 1.01E-02 49.34 1660900

3988 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.032609 -0.082724 -0.14355 49.202 49.202 3.32E-02 41.08 2168300

3989 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.040454 -0.11711 -0.18441 48.497 48.497 3.32E-02 49.27 2540200

3990 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.1009 0.15845 0.030128 49.303 49.303 3.32E-02 41.25 2002900

3991 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.050142 0.23222 0.15407 48.823 48.823 3.32E-02 59.16 2530300

3992 ANSLAQLGR Unmodified _ANSLAQLGR_ B6UE86_MAIZE 2 465.26179 928.50903 -0.13541 -0.26912 -0.43113 49.754 49.754 3.21E-03 63.21 25234000

3993 ANSNLPR Acetyl (Protein N-term) _(ac)ANSNLPR_ B4FPA1_MAIZE 2 407.21431 812.41407 0.15882 0.1164 0.23348 41.54 41.54 4.46E-01 38.59 77833

3994 ANSNLPR Acetyl (Protein N-term) _(ac)ANSNLPR_ B4FPA1_MAIZE 2 407.21431 812.41407 0.0376 -0.013287 -0.017992 45.211 45.211 4.46E-01 18.76 4997200

3995 ANSSSGLAVNDECK Acetyl (Protein N-term) _(ac)ANSSSGLAVNDECK_ ADF1_MAIZE 2 747.33047 1492.6464 0.75507 0.12037 0.86205 55.121 55.121 2.00E-19 77 409320

3996 ANSSSGLAVSDECK Acetyl (Protein N-term) _(ac)ANSSSGLAVSDECK_ ADF2_MAIZE 2 733.82502 1465.6355 0.75109 0.020447 0.76106 53.077 53.077 1.49E-02 37.07 28914

3997 ANSSSGLAVSDECK Acetyl (Protein N-term) _(ac)ANSSSGLAVSDECK_ ADF2_MAIZE 2 733.82502 1465.6355 0.71735 -0.47421 0.23418 56.347 56.347 2.00E-19 70.91 620150

3998 ANSVAPWYITTSLTEGILANK Unmodified _ANSVAPWYITTSLTEGILANK_ B6TAE7_MAIZE 2 1125.0943 2248.1739 1.1993 0.013549 1.2003 125.99 125.99 7.74E-05 52.87 122190

3999 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 3 454.56512 1360.6735 -0.018117 -0.13013 -0.16252 38.935 38.935 1.34E-01 20.34 4532300

4000 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 2 681.34404 1360.6735 0.5952 -0.039002 0.54163 38.94 38.94 1.95E-13 70.52 1767600

4001 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 2 681.34404 1360.6735 0.5784 -0.016869 0.54737 38.593 38.593 7.64E-09 68.83 413320

4002 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 3 454.56512 1360.6735 -0.018711 0.47753 0.44292 41.223 41.223 1.00E+00 13.25 1681300

4003 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 2 681.34404 1360.6735 0.57636 0.20046 0.76177 41.226 41.226 7.64E-09 63.42 635650

4004 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 3 454.56512 1360.6735 -0.016987 0.36825 0.33472 40.485 40.485 4.16E-02 17.41 1710900

4005 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 2 681.34404 1360.6735 0.65804 0.3021 0.9444 40.507 40.507 1.95E-13 70.17 474270

4006 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 3 454.56512 1360.6735 -0.10753 0.017712 -0.10413 41.187 41.187 7.94E-03 29.74 6679800

4007 ANSYSVHGSALGAK Unmodified _ANSYSVHGSALGAK_ TKTC_MAIZE B4 2 681.34404 1360.6735 0.567 -0.18219 0.3701 41.188 41.188 1.95E-13 78.75 1579300

4008 ANTFVAQK Unmodified _ANTFVAQK_ B4FFV3_MAIZE 2 439.74016 877.46577 0.038103 0.14093 0.16874 33.201 33.201 3.77E-01 40.37 380620

4009 ANTFVGEVLGLDPR Unmodified _ANTFVGEVLGLDPR_ B4FZW5_MAIZE 2 744.39627 1486.778 0.78959 0.46188 1.256 106.5 106.5 1.49E-02 32.01 113230

4010 ANTFVGEVLGLDPR Unmodified _ANTFVGEVLGLDPR_ B4FZW5_MAIZE 2 744.39627 1486.778 0.83473 0.29376 1.1319 106.64 106.64 2.96E-06 83.43 227800

4011 ANTFVGEVLGLDPR Unmodified _ANTFVGEVLGLDPR_ B4FZW5_MAIZE 2 744.39627 1486.778 0.85121 0.75071 1.6058 106.64 106.64 2.96E-06 65.59 322540

4012 ANTFVGEVLGLDPR Unmodified _ANTFVGEVLGLDPR_ B4FZW5_MAIZE 2 744.39627 1486.778 0.79583 -1.0466 -0.24431 106.4 106.4 1.95E-13 82.22 5195600

4013 ANVDPALVQEVFFGNVLSANLGQAPAR Unmodified _ANVDPALVQEVFFGNVLSANLGQAPAR_ B4FSN1_MAIZE 3 933.15924 2796.4559 1.2014 -0.065327 1.1336 125.71 125.71 5.59E-14 67.22 1225700

4014 ANVDPALVQEVYFGNVLSANLGQAPAR Unmodified _ANVDPALVQEVYFGNVLSANLGQAPAR_ B4F9B2_MAIZE 3 938.49087 2812.4508 1.2147 0.12292 1.331 120.29 120.29 9.70E-11 29.88 499790

4015 ANVEQYCNK Unmodified _ANVEQYCNK_ B6U7D8_MAIZE 2 563.2533 1124.4921 0.069945 -0.53346 -0.47877 32.123 32.123 1.01E-02 30.26 102030

4016 ANVEQYCNK Unmodified _ANVEQYCNK_ B6U7D8_MAIZE 2 563.2533 1124.4921 0.078401 0.47534 0.53561 33.582 33.582 9.73E-03 32.89 110550

4017 ANVEQYCNK Unmodified _ANVEQYCNK_ B6U7D8_MAIZE 2 563.2533 1124.4921 0.22047 0.42648 0.62921 32.77 32.77 9.73E-03 36.43 240580

4018 ANVEQYCNK Unmodified _ANVEQYCNK_ B6U7D8_MAIZE 2 563.2533 1124.4921 0.056528 -0.1394 -0.098849 34.27 34.27 1.01E-02 31.01 2023200

4019 ANVEQYCNKK Unmodified _ANVEQYCNKK_ B6U7D8_MAIZE 2 627.30078 1252.587 0.49384 0.1895 0.6624 26.653 26.653 1.00E+00 15.52 25478
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4020 ANVEQYCNKK Unmodified _ANVEQYCNKK_ B6U7D8_MAIZE 2 627.30078 1252.587 0.42854 0.29827 0.70575 27.431 27.431 1.00E+00 5.19 8831.4

4021 ANVEQYCNKK Unmodified _ANVEQYCNKK_ B6U7D8_MAIZE 2 627.30078 1252.587 0.35523 0.31569 0.64976 27.781 27.781 1.00E+00 24.07 189580

4022 ANVEQYCNKK Unmodified _ANVEQYCNKK_ B6U7D8_MAIZE 3 418.53628 1252.587 0.19344 0.23905 0.41022 27.779 27.779 1.50E-01 29.3 175190

4023 ANVILPSSAFSEK Unmodified _ANVILPSSAFSEK_ B4F8V5_MAIZE 2 681.86682 1361.7191 0.58903 -0.002963 0.56632 72.798 72.798 5.66E-01 11.4 2797200

4024 ANVILPSSAFSEK Unmodified _ANVILPSSAFSEK_ B4F8V5_MAIZE 2 681.86682 1361.7191 0.57824 -0.073306 0.48612 73.421 73.421 9.54E-02 16.04 1203700

4025 ANVILPSSAFSEK Unmodified _ANVILPSSAFSEK_ B4F8V5_MAIZE 2 681.86682 1361.7191 0.57466 -0.65226 -0.095786 74.045 74.045 9.54E-02 13.19 1442900

4026 ANVILPSSAFSEK Unmodified _ANVILPSSAFSEK_ B4F8V5_MAIZE 2 681.86682 1361.7191 0.52167 -0.21578 0.28747 73.613 73.613 4.68E-05 40.39 8990000

4027 ANVLEASMLWR Oxidation (M) _ANVLEASM(ox)LWR_ B6THR9_MAIZE 2 653.33463 1304.6547 0.42768 -3.3213 -2.9104 85.873 85.873 1.47E-01 8.11 1041700

4028 ANVLSFWR Unmodified _ANVLSFWR_ B6SML1_MAIZE 2 496.76925 991.52395 -0.042424 -0.002278 -0.054417 88.233 88.233 1.65E-01 43.92 908950

4029 ANVLSFWR Unmodified _ANVLSFWR_ B6SML1_MAIZE 2 496.76925 991.52395 -0.027377 -0.14101 -0.1774 89.235 89.235 3.77E-01 33.87 308220

4030 ANVLSFWR Unmodified _ANVLSFWR_ B6SML1_MAIZE 2 496.76925 991.52395 -0.01613 0.086527 0.059666 88.937 88.937 5.06E-02 31.35 733840

4031 ANVVGTLTLADICR Unmodified _ANVVGTLTLADICR_ B6UIE1_MAIZE 2 751.90341 1501.7923 0.88859 -0.15402 0.7408 89.07 89.07 3.56E-04 51.26 259870

4032 ANVVGTLTLADICR Unmodified _ANVVGTLTLADICR_ B6UIE1_MAIZE 2 751.90341 1501.7923 0.96067 0.19701 1.1627 88.782 88.782 7.64E-09 68.4 155550

4033 ANVVGTLTLADICR Unmodified _ANVVGTLTLADICR_ B6UIE1_MAIZE 2 751.90341 1501.7923 0.76041 -0.44999 0.3162 88.942 88.942 2.00E-19 61.42 5511700

4034 ANVVGTLTLADICR Unmodified _ANVVGTLTLADICR_ B6UIE1_MAIZE 3 501.6047 1501.7923 -0.12247 -0.163 -0.28021 88.89 88.89 1.00E+00 11.94 498670

4035 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1632 -0.083188 1.1089 78.155 78.155 3.79E-06 80.17 1251300

4036 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1417 0.020536 1.1907 78.679 78.679 1.14E-03 55.29 269480

4037 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1664 -0.044646 1.1504 79.137 79.137 9.41E-18 91.77 416390

4038 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1705 0.22197 1.4209 78.768 78.768 4.84E-09 72.06 346820

4039 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1795 0.23201 1.44 79.094 79.094 9.41E-18 83.29 1363000

4040 ANVVTTPGTGFGPGGEGFVR Unmodified _ANVVTTPGTGFGPGGEGFVR_ B6TIG6_MAIZE 2 960.48414 1918.9537 1.1862 0.24526 1.4598 78.8 78.8 9.41E-18 72.99 1652700

4041 ANYWYSADYGMFR Oxidation (M) _ANYWYSADYGM(ox)FR_ B4FFA5_MAIZE 2 830.34847 1658.6824 1.0433 -0.20621 0.82509 84.747 84.747 2.50E-15 55.89 215260

4042 APAAFCR Unmodified _APAAFCR_ B4FBC2_MAIZE 2 396.6947 791.37484 0.46572 -0.89701 -0.43756 34.487 34.487 1.00E+00 2.26 70907

4043 APAAFCR Unmodified _APAAFCR_ B4FBC2_MAIZE 2 396.6947 791.37484 0.47506 -0.19202 0.27587 35.221 35.221 8.04E-02 31.02 44391

4044 APAATIK Unmodified _APAATIK_ B6SSM0_MAIZE 2 336.20796 670.40138 1.3234 0.43183 1.7172 21.731 21.731 8.04E-02 39.72 37965

4045 APAFPVAQQVPVSK Unmodified _APAFPVAQQVPVSK_ B6T5S5_MAIZE 2 719.90628 1437.798 0.73861 -0.25909 0.48227 66.704 66.704 1.95E-13 64.23 1151700

4046 APAFPVAQQVPVSK Unmodified _APAFPVAQQVPVSK_ B6T5S5_MAIZE 2 719.90628 1437.798 0.72136 -0.055203 0.66872 67.357 67.357 7.64E-09 56.22 324130

4047 APAFPVAQQVPVSK Unmodified _APAFPVAQQVPVSK_ B6T5S5_MAIZE 2 719.90628 1437.798 0.72749 -0.21531 0.5146 68.229 68.229 1.95E-13 54.96 431340

4048 APAFPVAQQVPVSK Unmodified _APAFPVAQQVPVSK_ B6T5S5_MAIZE 2 719.90628 1437.798 0.78376 -0.19423 0.59296 67.838 67.838 7.68E-22 66.11 333760

4049 APAFPVAQQVPVSK Unmodified _APAFPVAQQVPVSK_ B6T5S5_MAIZE 2 719.90628 1437.798 0.72162 -1.5096 -0.78369 68.149 68.149 2.25E-03 41.98 621990

4050 APAGITKPMPVSEAFR Oxidation (M) _APAGITKPM(ox)PVSEAFR_ B6SIC9_MAIZE 3 563.29939 1686.8763 -0.014378 -0.08327 -0.10635 60.176 60.176 8.21E-03 16.04 151570

4051 APALLR Unmodified _APALLR_ B6SGY5_MAIZE 2 320.71067 639.4068 1.3246 -0.2919 0.99195 44.137 44.137 2.64E-01 38.09 214050

4052 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 2 626.37461 1250.7347 0.42956 -0.11089 0.30063 32.219 32.219 2.25E-03 50.35 92926

4053 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 3 417.91883 1250.7347 0.24019 0.20408 0.42552 33.477 33.477 4.16E-02 32.7 79110
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4054 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 3 417.91883 1250.7347 0.31289 -0.077946 0.21638 33.511 33.511 1.34E-01 20.36 62375

4055 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 3 417.91883 1250.7347 0.18548 0.14973 0.31679 34.258 34.258 7.94E-03 29.52 382290

4056 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 2 626.37461 1250.7347 0.36309 0.048989 0.39457 34.264 34.264 7.64E-09 61.02 188210

4057 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 3 417.91883 1250.7347 0.24575 -0.23868 -0.01116 31.46 31.46 1.56E-10 44.39 1058300

4058 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 3 417.91883 1250.7347 0.053334 0.084559 0.12119 35.004 35.004 7.94E-03 40.43 88003

4059 APATAVAKPVAAGK Unmodified _APATAVAKPVAAGK_ B6TWF2_MAIZE 2 626.37461 1250.7347 0.38501 -0.1537 0.21362 34.995 34.995 6.77E-01 10.67 28321

4060 APATLAQPAAPVAPAASVAR Unmodified _APATLAQPAAPVAPAASVAR_ B4FZM9_MAIZE 2 915.51524 1829.0159 1.2254 0.14704 1.3545 64.729 64.729 1.14E-03 62.49 353900

4061 APATLAQPAAPVAPAASVAR Unmodified _APATLAQPAAPVAPAASVAR_ B4FZM9_MAIZE 2 915.51524 1829.0159 1.1072 -0.15364 0.93614 65.053 65.053 4.56E-22 73.7 4976100

4062 APATPAQPAAPATSVVR Unmodified _APATPAQPAAPATSVVR_ B6TB61_MAIZE 2 802.94138 1603.8682 0.97102 0.20693 1.1717 54.309 54.309 1.02E-03 53.27 1636300

4063 APCIIFIDEIDAIGTK Unmodified _APCIIFIDEIDAIGTK_ B4FBJ7_MAIZE 2 888.46604 1774.9175 1.1592 0.15417 1.3091 116.7 116.7 1.34E-51 74.86 574840

4064 APCWMR Oxidation (M) _APCWM(ox)R_ B6T9W1_MAIZE 2 418.68073 835.34691 0.0043525 -0.40715 -0.40325 42.194 42.194 2.00E-03 35.66 463490

4065 APCWMR Unmodified _APCWMR_ B6T9W1_MAIZE 2 410.68327 819.35199 0.028565 -0.25029 -0.22626 52.94 52.94 2.78E-01 36.95 1976200

4066 APDAFYALR Unmodified _APDAFYALR_ B6TBZ8_MAIZE 2 512.26654 1022.5185 -0.052882 0.14197 0.067715 71.517 71.517 3.13E-03 53.86 2673700

4067 APDDLDTR Unmodified _APDDLDTR_ B6SL40_MAIZE 2 451.71434 901.41412 0.14034 0.22792 0.36652 33.827 33.827 1.00E+00 7.63 57048

4068 APDDLDTR Unmodified _APDDLDTR_ B6SL40_MAIZE 2 451.71434 901.41412 0.036817 -0.12316 -0.086937 34.607 34.607 3.48E-02 38.41 151160

4069 APDFATIINSVTAK Unmodified _APDFATIINSVTAK_ B4F820_MAIZE 2 724.3932 1446.7718 0.78014 0.59496 1.3675 106.26 106.26 6.31E-03 51.64 592530

4070 APDFATIINSVTAK Unmodified _APDFATIINSVTAK_ B4F820_MAIZE 2 724.3932 1446.7718 0.74227 0.418 1.1533 106.85 106.85 2.96E-06 51.45 190890

4071 APDFATIINSVTAK Unmodified _APDFATIINSVTAK_ B4F820_MAIZE 2 724.3932 1446.7718 0.76375 0.33306 1.0893 106.93 106.93 2.25E-03 45.41 215710

4072 APDFATIINSVTAK Unmodified _APDFATIINSVTAK_ B4F820_MAIZE 2 724.3932 1446.7718 0.77782 0.16934 0.94006 106.89 106.89 6.31E-03 59.95 245520

4073 APDFATIINSVTAK Unmodified _APDFATIINSVTAK_ B4F820_MAIZE 2 724.3932 1446.7718 0.68638 0.23268 0.91158 107.06 107.06 7.64E-09 66.78 1678900

4074 APDFAVPLEELEAAVSK Unmodified _APDFAVPLEELEAAVSK_ B6T9H3_MAIZE 2 893.46709 1784.9196 1.0366 -0.33237 0.68789 123.92 123.92 1.51E-07 41.04 214430

4075 APDFAVPLEELEAAVSK Unmodified _APDFAVPLEELEAAVSK_ B6T9H3_MAIZE 2 893.46709 1784.9196 1.058 -0.1569 0.88444 124.04 124.04 1.37E-17 53.56 349440

4076 APDFAVPLEELEAAVSK Unmodified _APDFAVPLEELEAAVSK_ B6T9H3_MAIZE 2 893.46709 1784.9196 1.1535 -0.48403 0.65332 124.16 124.16 1.24E-09 50.52 240730

4077 APDFAVPLEELEAAVSK Unmodified _APDFAVPLEELEAAVSK_ B6T9H3_MAIZE 2 893.46709 1784.9196 1.1031 0.15039 1.2366 124.52 124.52 1.51E-07 51.73 1859000

4078 APDFAVPLEELEAAVSK Unmodified _APDFAVPLEELEAAVSK_ B6T9H3_MAIZE 3 595.98049 1784.9196 0.27592 0.33527 0.59326 124.52 124.52 2.56E-01 32.45 811000

4079 APDFEAEAVFDQEFINVK Unmodified _APDFEAEAVFDQEFINVK_ B4FM07_MAIZE 3 690.33359 2067.9789 0.63574 0.25694 0.88695 113.19 113.19 9.13E-03 23.48 401850

4080 APDFEAEAVFDQEFINVK Unmodified _APDFEAEAVFDQEFINVK_ B4FM07_MAIZE 2 1034.9967 2067.9789 1.1673 0.5993 1.7618 113.42 113.42 3.67E-78 87.82 358420

4081 APDLPAK Unmodified _APDLPAK_ B6SUM0_MAIZE 2 356.20542 710.39629 0.78897 0.035106 0.79637 37.139 37.139 8.04E-02 30.6 44223

4082 APDLSQMIPKPETSGLGLEDNEEEEVDETGVEAK Oxidation (M) _APDLSQM(ox)IPKPETSGLGLEDNEEEEVDETGVEAK_ B4FL79_MAIZE 3 1224.9034 3671.6884 1.0916 0.037615 1.1187 88.374 88.374 1.82E-19 68.84 812980

4083 APDPADYPADYR Unmodified _APDPADYPADYR_ Q8W2B7_MAIZE 2 675.80167 1349.5888 0.56832 0.000336 0.55474 58.316 58.316 2.62E-07 77.19 1684700

4084 APDQLVVLFGR Unmodified _APDQLVVLFGR_ B6TAR3_MAIZE 2 607.84823 1213.6819 0.27038 0.52204 0.79801 95.984 95.984 4.43E-05 58.27 79958

4085 APDQTLELTSEVVDFLR Unmodified _APDQTLELTSEVVDFLR_ B6U4D3_MAIZE 2 966.99929 1931.984 1.2701 -2.0042 -0.73096 124.2 124.2 5.62E-03 31.78 209870

4086 APDSAPVAQPPR Unmodified _APDSAPVAQPPR_ EIF3A_MAIZE 2 603.31729 1204.62 0.30682 -0.098141 0.20112 40.473 40.473 1.11E-04 63.05 545100

4087 APDSYYDELKR Unmodified _APDSYYDELKR_ B6T9H3_MAIZE 3 452.88586 1355.6357 0.00073971 0.66754 0.64166 57.803 57.803 1.91E-02 22.5 1571000
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4088 APEGTPEIRPLDMAK Oxidation (M) _APEGTPEIRPLDM(ox)AK_ B6TPK4_MAIZE 3 547.61526 1639.824 0.12452 -0.33554 -0.2276 57.323 57.323 2.19E-02 26.42 379210

4089 APELATTMQEFSK Unmodified _APELATTMQEFSK_ B4FP46_MAIZE 2 726.85559 1451.6966 0.76142 -0.29632 0.45017 78.121 78.121 1.00E-11 63.12 519220

4090 APELQGEAVYGLTELKR Unmodified _APELQGEAVYGLTELKR_ B4FAI1_MAIZE 3 625.33879 1872.9945 0.31682 0.048391 0.34608 80.483 80.483 1.11E-04 27.62 1487800

4091 APEPEDDIMNEK Oxidation (M) _APEPEDDIM(ox)NEK_ B4FQJ6_MAIZE 2 702.30339 1402.5922 0.69402 -0.049399 0.62174 46.295 46.295 2.07E-09 55.73 583590

4092 APEVTDIR Unmodified _APEVTDIR_ B6UCN1_MAIZE 2 450.7429 899.47125 -0.010071 -0.07384 -0.094909 47.808 47.808 2.92E-02 37.52 431750

4093 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.18595 -0.73249 -0.57885 59.907 59.907 4.40E-02 34.19 543770

4094 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.081941 0.49677 0.54453 61.226 61.226 4.40E-02 32.54 37110

4095 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.045108 0.3335 0.3442 60.423 60.423 4.40E-02 44.95 157720

4096 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.13068 -0.46716 -0.37082 61.945 61.945 1.62E-03 36.51 396710

4097 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.19865 0.13987 0.30378 61.364 61.364 1.62E-03 35.8 378150

4098 APEYLALNDK Unmodified _APEYLALNDK_ B4F871_MAIZE 2 567.2955 1132.5764 0.15099 0.37968 0.49528 61.805 61.805 1.62E-03 39.91 1732600

4099 APEYLAMDEK Unmodified _APEYLAMDEK_ B4F871_MAIZE 2 583.77354 1165.5325 0.19441 0.21592 0.37528 59.328 59.328 4.40E-05 64.74 993170

4100 APEYLAMDEK Unmodified _APEYLAMDEK_ B4F871_MAIZE 2 583.77354 1165.5325 0.12966 0.53695 0.63132 59.778 59.778 1.62E-03 63.68 3540000

4101 APEYLAMDEK Oxidation (M) _APEYLAM(ox)DEK_ B4F871_MAIZE 2 591.771 1181.5274 0.1641 0.16269 0.29648 47.504 47.504 1.03E-05 44.34 1559600

4102 APEYLAMDEK Oxidation (M) _APEYLAM(ox)DEK_ B4F871_MAIZE 2 591.771 1181.5274 0.16125 0.27949 0.40893 47.93 47.93 4.31E-05 52.07 1695000

4103 APFALMDPNFQDQFFDR Oxidation (M) _APFALM(ox)DPNFQDQFFDR_ B4FZ01_MAIZE 2 1037.97 2073.9255 1.2383 0.31583 1.5601 107.79 107.79 1.51E-07 33.93 167810

4104 APFDLFDTK Unmodified _APFDLFDTK_ B6TB25_MAIZE 2 527.26621 1052.5179 -0.0055985 0.30285 0.30255 89.851 89.851 3.32E-02 27.55 3532900

4105 APFDLFDTK Unmodified _APFDLFDTK_ B6TB25_MAIZE 2 527.26621 1052.5179 -0.070513 -0.1132 -0.17817 91.169 91.169 1.00E+00 9.67 34699

4106 APFDLFDTK Unmodified _APFDLFDTK_ B6TB25_MAIZE 2 527.26621 1052.5179 -0.081364 0.10334 0.02696 90.309 90.309 1.01E-02 39.11 2176000

4107 APFDLFDTK Unmodified _APFDLFDTK_ B6TB25_MAIZE 2 527.26621 1052.5179 -0.00053847 0.18441 0.18912 90.7 90.7 9.73E-03 51.38 1433000

4108 APFDLFDTK Unmodified _APFDLFDTK_ B6TB25_MAIZE 2 527.26621 1052.5179 -0.024376 0.08277 0.062846 90.394 90.394 9.73E-03 46.04 3068200

4109 APFDLFDTR Unmodified _APFDLFDTR_ HSP82_MAIZE 2 541.26928 1080.524 0.029634 0.10613 0.14085 92.023 92.023 1.01E-02 38.7 3935700

4110 APFDLFDTR Unmodified _APFDLFDTR_ HSP82_MAIZE 2 541.26928 1080.524 -0.045022 0.1955 0.15716 92.495 92.495 3.89E-04 59.19 1713900

4111 APFDLFDTR Unmodified _APFDLFDTR_ HSP82_MAIZE 2 541.26928 1080.524 0.037893 0.19474 0.23736 92.809 92.809 3.13E-03 42.59 1849700

4112 APFDLFDTR Unmodified _APFDLFDTR_ HSP82_MAIZE 2 541.26928 1080.524 0.015356 0.12126 0.14309 92.558 92.558 3.21E-03 50.58 3501800

4113 APFLTEK Unmodified _APFLTEK_ B6TV19_MAIZE 2 403.22635 804.43815 0.31472 -0.046969 0.25002 47.816 47.816 8.04E-02 33.33 3401900

4114 APGDGVNLER Unmodified _APGDGVNLER_ B6TDF2_MAIZE 2 514.26199 1026.5094 -0.10345 -0.077242 -0.18872 45.208 45.208 2.81E-03 64.09 2051500

4115 APGDVQGSFIAEAIIEHVASALALDTNTVR Unmodified _APGDVQGSFIAEAIIEHVASALALDTNTVR_ O23887_MAIZE 3 1022.5349 3064.5829 1.1477 -4.4041 -3.2561 129.85 129.85 4.87E-12 71.82 2155900

4116 APGDVQGSFIAEAIIEHVASALALDTNTVR Unmodified _APGDVQGSFIAEAIIEHVASALALDTNTVR_ O23887_MAIZE 4 767.15301 3064.5829 0.75601 0.008222 0.75945 130.01 130.01 1.00E+00 10.96 1452300

4117 APGFGENR Unmodified _APGFGENR_ CH61_MAIZE C 2 424.20648 846.39842 0.19604 0.065314 0.25127 35.061 35.061 2.92E-02 44.38 182550

4118 APGFGENR Unmodified _APGFGENR_ CH61_MAIZE C 2 424.20648 846.39842 0.20167 0.61289 0.80225 34.249 34.249 2.92E-02 44.87 250690

4119 APGFGENR Unmodified _APGFGENR_ CH61_MAIZE C 2 424.20648 846.39842 0.091964 -0.10923 -0.026819 34.916 34.916 2.92E-02 44.73 1043500

4120 APGFGENR Unmodified _APGFGENR_ CH61_MAIZE C 2 424.20648 846.39842 0.22305 1.1425 1.3515 35.071 35.071 1.65E-01 44.46 80599

4121 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.56729 -0.066489 0.48759 56.468 56.468 2.37E-16 66.93 5520700



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

4122 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.58582 0.005705 0.57868 56.941 56.941 2.37E-16 61.75 1006200

4123 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.59189 0.091493 0.67024 58.559 58.559 2.37E-16 58.57 1721700

4124 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.60236 -0.069007 0.52048 57.861 57.861 1.02E-23 68.04 1988700

4125 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.57475 0.16627 0.72863 58.399 58.399 1.12E-07 55.11 1379500

4126 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.59668 -0.007442 0.57621 58.406 58.406 7.01E-11 47.46 1557400

4127 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.51654 -0.62237 -0.11713 58.825 58.825 7.01E-11 62.36 38281000

4128 APGGAPANVACAIAK Unmodified _APGGAPANVACAIAK_ SCRK2_MAIZE 2 684.35863 1366.7027 0.56922 0.11221 0.66873 57.063 57.063 6.37E-03 25.68 273650

4129 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.56841 0.091551 0.64771 58.627 58.627 7.01E-11 97.98 1193400

4130 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.54726 -0.1773 0.35797 59.024 59.024 7.01E-11 90.34 293800

4131 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.57677 -0.11466 0.44932 60.52 60.52 1.60E-05 70.09 500560

4132 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.58197 -0.12971 0.43936 59.84 59.84 1.26E-03 82.07 499900

4133 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.58695 -0.052583 0.52126 60.292 60.292 1.12E-07 85.75 333910

4134 APGGAPANVAIAVSR Unmodified _APGGAPANVAIAVSR_ B4FBJ5_MAIZE 2 675.87805 1349.7415 0.49966 -0.12675 0.36006 60.768 60.768 6.53E-30 93.35 9682000

4135 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.65172 -0.26124 0.36058 38.449 38.449 4.49E-02 44.57 7061900

4136 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.5378 -0.48019 0.027504 37.837 37.837 9.32E-03 48.48 2839600

4137 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.66097 -0.61516 0.01743 40.461 40.461 9.32E-03 46.81 3595800

4138 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.60024 -0.32049 0.24956 39.725 39.725 9.32E-03 46.92 1574600

4139 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.54064 0.059787 0.57118 40.273 40.273 9.32E-03 46.04 1433900

4140 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.62624 -0.51081 0.08618 40.192 40.192 9.32E-03 46.16 4565300

4141 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.63937 -0.15653 0.45241 41.152 41.152 4.49E-02 33.75 612050

4142 APGIIER Unmodified _APGIIER_ ATPAM_MAIZE 2 378.22415 754.43374 0.70419 -0.057261 0.61762 38.366 38.366 9.32E-03 41.91 603850

4143 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.38415 0.38637 0.75299 112.27 112.27 1.11E-04 56.7 1048400

4144 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.42905 0.26513 0.67606 113.13 113.13 8.05E-01 28.96 194100

4145 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.33118 0.40261 0.71586 112.82 112.82 1.68E-09 58.88 536960

4146 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.3597 0.2367 0.57863 113.68 113.68 6.74E-02 34.08 85776

4147 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.38514 0.3148 0.68231 112.86 112.86 2.62E-07 82.87 622740

4148 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.41669 0.35946 0.75941 113.72 113.72 1.68E-09 58.51 80729

4149 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.40037 0.25602 0.63857 112.81 112.81 1.68E-09 72.29 612100

4150 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.46774 0.07416 0.5253 113.66 113.66 2.00E-01 37.67 71267

4151 APGLDDILLSLK Unmodified _APGLDDILLSLK_ B6T989_MAIZE 2 627.86883 1253.7231 0.44032 0.29736 0.72077 112.44 112.44 7.72E-03 39.17 146520

4152 APGTLYLTTR Unmodified _APGTLYLTTR_ B4FU22_MAIZE 2 546.80603 1091.5975 0.047746 0.14297 0.18519 58.675 58.675 3.43E-01 32.87 327830

4153 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 4 387.21258 1544.8212 0.6014 -0.2272 0.37605 32.077 32.077 1.00E+00 4.15 385620

4154 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 3 515.94767 1544.8212 0.13535 0.24211 0.37875 32.066 32.066 6.14E-02 23.89 232020

4155 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 4 387.21258 1544.8212 0.54285 -1.026 -0.47985 33.657 33.657 1.00E+00 10.79 70457
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4156 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 4 387.21258 1544.8212 0.30675 0.11949 0.42835 36.728 36.728 1.00E+00 0.96 189780

4157 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 3 515.94767 1544.8212 0.037459 -4.1049 -4.058 36.777 36.777 1.00E+00 6.37 231070

4158 APGVPHSHTKPYVR Unmodified _APGVPHSHTKPYVR_ B6SJC8_MAIZE 5 309.97152 1544.8212 1.4965 -0.28832 1.212 36.724 36.724 1.00E+00 1.54 98047

4159 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.12642 0.13164 0.26856 57.696 57.696 1.67E-02 40.27 2399500

4160 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.094574 -0.025628 0.080066 59.065 59.065 1.47E-01 21.81 35540

4161 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.066557 -0.048347 0.029225 58.233 58.233 4.48E-03 36.05 761560

4162 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.11484 -0.206 -0.07994 59.728 59.728 4.48E-03 40.35 1922500

4163 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.064451 0.121 0.19626 59.564 59.564 1.67E-02 40.06 2766700

4164 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.055685 -0.15738 -0.090862 59.545 59.545 4.48E-03 39.45 14314000

4165 APGVQTPVIVR Unmodified _APGVQTPVIVR_ B6UHU1_MAIZE 2 568.84295 1135.6713 0.11373 -0.16579 -0.040586 58.389 58.389 1.00E+00 22.31 306080

4166 APHDLYESYYNSNK Unmodified _APHDLYESYYNSNK_ B6U0V6_MAIZE 3 567.58988 1699.7478 0.053142 0.116 0.14262 58.031 58.031 7.27E-01 21.75 862700

4167 APHDLYESYYNSNK Unmodified _APHDLYESYYNSNK_ B6U0V6_MAIZE 3 567.58988 1699.7478 0.11968 -0.024582 0.069363 59.043 59.043 1.83E-01 18.23 3851200

4168 APHDLYESYYNSNK Unmodified _APHDLYESYYNSNK_ B6U0V6_MAIZE 2 850.88118 1699.7478 1.0169 -0.12695 0.86488 59.054 59.054 1.95E-13 56.06 485890

4169 APHFVK Unmodified _APHFVK_ B4G1A6_MAIZE 2 349.70285 697.39115 1.1711 3.0414 4.2014 26.231 26.231 5.26E-01 13.66 60361

4170 APHFVK Unmodified _APHFVK_ B4G1A6_MAIZE 2 349.70285 697.39115 1.167 -0.49688 0.66963 26.034 26.034 9.46E-01 26.06 207770

4171 APHIEYPVR Unmodified _APHIEYPVR_ B6ST61_MAIZE 3 361.19782 1080.5716 0.95414 0.090398 1.0245 48.399 48.399 8.40E-02 30.27 484560

4172 APHVNFGENYYVPTDEPEFFPK Unmodified _APHVNFGENYYVPTDEPEFFPK_ B6SHI1_MAIZE 3 866.40429 2596.1911 1.1002 0.061454 1.1608 95.481 95.481 8.28E-01 6.22 149750

4173 APHVNFGENYYVPTDEPEFFPK Unmodified _APHVNFGENYYVPTDEPEFFPK_ B6SHI1_MAIZE 3 866.40429 2596.1911 1.1619 0.12112 1.2825 95.402 95.402 2.13E-01 8.72 306390

4174 APIAVGDALPDGQLGWFDENDQLQQVSVHALAAGK Unmodified _APIAVGDALPDGQLGWFDENDQLQQVSVHALAAGK_ B4FN24_MAIZE 3 1210.9444 3629.8114 1.0884 -0.095329 0.99492 126.18 126.18 2.24E-36 72.51 490500

4175 APIAVGDALPDGQLGWFDENDQLQQVSVHALAAGK Unmodified _APIAVGDALPDGQLGWFDENDQLQQVSVHALAAGK_ B4FN24_MAIZE 4 908.46013 3629.8114 1.0989 -0.052076 1.0483 126.2 126.2 1.48E-03 29.16 557470

4176 APIGEEAEGR Unmodified _APIGEEAEGR_ B6TCK3_MAIZE 2 514.754 1027.4934 0.034118 0.26917 0.27258 35.515 35.515 1.45E-01 37.63 136830

4177 APIGEEAEGR Unmodified _APIGEEAEGR_ B6TCK3_MAIZE 2 514.754 1027.4934 -0.074748 0.095152 -0.0095265 36.28 36.28 1.62E-03 44.95 1251600

4178 APIGEEAEGR Unmodified _APIGEEAEGR_ B6TCK3_MAIZE 2 514.754 1027.4934 -0.12705 -0.15782 -0.31511 33.467 33.467 4.40E-05 60.54 3396500

4179 APIGEEAEGRR Unmodified _APIGEEAEGRR_ B6TCK3_MAIZE 3 395.53879 1183.5945 0.45104 -0.08837 0.33082 32.225 32.225 5.15E-02 47.26 55929

4180 APIGEEAEGRR Unmodified _APIGEEAEGRR_ B6TCK3_MAIZE 3 395.53879 1183.5945 0.562 -0.36426 0.1688 29.756 29.756 6.79E-01 28.06 158240

4181 APIQAHFGEHDSFVGFSDVTAAK Unmodified _APIQAHFGEHDSFVGFSDVTAAK_ B6TZA4_MAIZE 3 811.06075 2430.1604 0.98419 -0.15439 0.83885 80.47 80.47 7.29E-08 61.06 565540

4182 APIQAHFGEHDSFVGFSDVTAAK Unmodified _APIQAHFGEHDSFVGFSDVTAAK_ B6TZA4_MAIZE 4 608.54738 2430.1604 0.24634 0.15711 0.4114 80.548 80.548 1.00E+00 8.93 1442000

4183 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.1377 -0.18907 0.93091 44.944 44.944 8.40E-02 22.18 2835600

4184 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.0298 0.28163 1.2945 44.963 44.963 2.35E-01 21.34 381570

4185 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.1616 -0.10787 1.0355 47.332 47.332 8.40E-02 20.61 744970

4186 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.0729 0.006146 1.0601 46.607 46.607 2.35E-01 18.27 1071300

4187 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.0174 0.24859 1.2467 47.416 47.416 8.40E-02 22.8 726230

4188 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.1573 -0.014269 1.1269 46.902 46.902 9.39E-03 26.67 981850

4189 APIRPDIVR Unmodified _APIRPDIVR_ B4F9G0_MAIZE 3 346.21358 1035.6189 1.1097 -0.47075 0.62136 47.847 47.847 2.35E-02 25.73 4753500
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4190 APITTFIVEPFVPHDQEYYLSIVSER Unmodified _APITTFIVEPFVPHDQEYYLSIVSER_ B6TD54_MAIZE 3 1017.5218 3049.5437 1.1507 -0.66741 0.48246 120.53 120.53 4.23E-18 72.44 2232900

4191 APITTFIVEPFVPHDQEYYLSIVSER Unmodified _APITTFIVEPFVPHDQEYYLSIVSER_ B6TD54_MAIZE 3 1017.5218 3049.5437 1.2271 0.18926 1.4149 124.04 124.04 4.21E-01 8.95 206570

4192 APITTFIVEPFVPHDQEYYLSIVSER Unmodified _APITTFIVEPFVPHDQEYYLSIVSER_ B6TD54_MAIZE 3 1017.5218 3049.5437 1.2207 0.19644 1.4159 123.85 123.85 7.83E-02 15.39 1264800

4193 APIVQESHGDSGVGSNK Unmodified _APIVQESHGDSGVGSNK_ B6TA30_MAIZE 3 561.27619 1680.8067 0.11005 -0.38311 -0.27028 36.772 36.772 9.74E-06 36.51 264640

4194 APIVVDLQR Unmodified _APIVVDLQR_ B6UEQ3_MAIZE 2 505.80329 1009.592 -0.0086406 -0.017781 -0.030355 64.525 64.525 9.73E-03 53.16 451990

4195 APKEPSLLDER Unmodified _APKEPSLLDER_ B6UE89_MAIZE 2 627.83806 1253.6616 0.30692 0.31709 0.59451 61.04 61.04 3.83E-01 4.96 1487200

4196 APLESYADIGGLDAQIQEIK Unmodified _APLESYADIGGLDAQIQEIK_ B6T9J2_MAIZE 2 1066.0495 2130.0845 1.1795 0.034917 1.1965 102.81 102.81 8.25E-66 107.96 392420

4197 APLESYADIGGLDAQIQEIK Unmodified _APLESYADIGGLDAQIQEIK_ B6T9J2_MAIZE 2 1066.0495 2130.0845 1.3253 -0.24269 1.0653 102.15 102.15 9.41E-18 49.18 217390

4198 APLESYADIGGLDAQIQEIK Unmodified _APLESYADIGGLDAQIQEIK_ B6T9J2_MAIZE 2 1066.0495 2130.0845 1.2302 0.11088 1.3234 103.01 103.01 1.49E-82 116.81 724560

4199 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.18756 -0.13792 0.034785 67.422 67.422 5.66E-08 79.38 8615200

4200 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.10128 0.11486 0.20167 69.22 69.22 3.57E-04 78.38 179280

4201 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.1663 -0.075478 0.075074 68.162 68.162 4.43E-05 82.5 1059100

4202 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.2188 0.017127 0.22 69.067 69.067 4.43E-05 81.28 1151600

4203 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.23133 -0.013111 0.20316 68.502 68.502 3.57E-04 78.04 1307400

4204 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.19386 0.039052 0.218 68.672 68.672 3.60E-06 78.85 1162700

4205 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.22606 0.20391 0.41389 68.928 68.928 3.60E-06 80.5 1231200

4206 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.16741 0.028451 0.18061 68.035 68.035 3.57E-04 82.21 918500

4207 APLGENTVLLR Unmodified _APLGENTVLLR_ B6SJC8_MAIZE 2 591.84569 1181.6768 0.13183 -0.67475 -0.55666 70.153 70.153 3.57E-04 78.19 3978100

4208 APLGGLK Unmodified _APLGGLK_ B4F8K1_MAIZE 2 328.21051 654.40646 1.3545 -0.51674 0.81918 38.806 38.806 7.83E-01 20.27 119360

4209 APLGGLK Unmodified _APLGGLK_ B4F8K1_MAIZE 2 328.21051 654.40646 1.3204 -0.46765 0.83313 37.533 37.533 4.46E-01 30.99 1058700

4210 APLGQNTVLLR Unmodified _APLGQNTVLLR_ B6SJ08_MAIZE 2 591.35368 1180.6928 0.22149 -0.19651 0.014959 63.995 63.995 4.43E-05 85.67 3342700

4211 APLGQNTVLLR Unmodified _APLGQNTVLLR_ B6SJ08_MAIZE 2 591.35368 1180.6928 0.24097 -0.01593 0.21498 65.811 65.811 3.57E-04 78.65 492080

4212 APLGQNTVLLR Unmodified _APLGQNTVLLR_ B6SJ08_MAIZE 2 591.35368 1180.6928 0.27888 0.052007 0.32098 65.157 65.157 4.48E-03 78.11 399870

4213 APLGQNTVLLR Unmodified _APLGQNTVLLR_ B6SJ08_MAIZE 2 591.35368 1180.6928 0.23007 -0.036453 0.18313 65.491 65.491 4.48E-03 82.89 424460

4214 APLGQNTVLLR Unmodified _APLGQNTVLLR_ B6SJ08_MAIZE 2 591.35368 1180.6928 0.24817 -0.15086 0.087324 65.484 65.484 4.96E-02 37.76 464910

4215 APLIIGCDVR Unmodified _APLIIGCDVR_ B4F9X0_MAIZE 2 557.30788 1112.6012 0.11624 1.229 1.3448 66.098 66.098 2.81E-03 28.99 568200

4216 APLIIGCDVR Unmodified _APLIIGCDVR_ B4F9X0_MAIZE 2 557.30788 1112.6012 -0.23189 68.049 68.049 6.21E-02 29

4217 APLIIGCDVR Unmodified _APLIIGCDVR_ B4F9X0_MAIZE 2 557.30788 1112.6012 0.059484 1.7016 1.7591 66.467 66.467 4.40E-02 22.23 3380900

4218 APLIPGMAAVK Unmodified _APLIPGMAAVK_ B4FKF4_MAIZE 2 534.31772 1066.6209 -0.0033165 0.83646 0.81073 73.301 73.301 3.83E-01 10.39 534610

4219 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.72487 -0.20611 0.49399 74.946 74.946 2.50E-15 80.24 2018600

4220 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.72058 -0.27292 0.42282 75.471 75.471 4.68E-05 71.59 715560

4221 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.76312 0.13978 0.87698 76.053 76.053 1.56E-17 83.01 766840

4222 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.70816 -0.43627 0.24772 75.672 75.672 4.93E-21 93.65 582570

4223 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.73496 -0.35442 0.35567 75.53 75.53 1.00E-11 70.3 223440
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4224 APLLEEDGPAYIR Unmodified _APLLEEDGPAYIR_ B6SIW6_MAIZE 2 722.37755 1442.7405 0.75437 -0.065889 0.66357 76.001 76.001 2.50E-15 74.5 1537900

4225 APLLIIAEDVSGEALATLVINK Unmodified _APLLIIAEDVSGEALATLVINK_ B6SXW8_MAIZE 2 1125.6514 2249.2882 1.1329 0.26117 1.3752 137.69 137.69 3.65E-05 30.54 119870

4226 APLLIIAEDVSGEALATLVINK Unmodified _APLLIIAEDVSGEALATLVINK_ B6SXW8_MAIZE 3 750.77003 2249.2882 0.81562 0.23227 1.0282 137.68 137.68 1.00E+00 9.78 90693

4227 APLLIIAEDVSGEALATLVINK Unmodified _APLLIIAEDVSGEALATLVINK_ B6SXW8_MAIZE 3 750.77003 2249.2882 0.89307 -0.091694 0.78254 138.28 138.28 2.04E-03 34.02 381940

4228 APLPLDGTR Unmodified _APLPLDGTR_ B6TJ78_MAIZE 2 470.26654 938.51853 -0.044171 0.18006 0.1278 51.728 51.728 3.32E-02 38.56 3574400

4229 APLPLDGTR Unmodified _APLPLDGTR_ B6TJ78_MAIZE 2 470.26654 938.51853 -0.17126 0.17751 -0.0013981 51.569 51.569 1.01E-02 39.88 995300

4230 APLPLDGTR Unmodified _APLPLDGTR_ B6TJ78_MAIZE 2 470.26654 938.51853 -0.036195 0.1307 0.086404 53.89 53.89 3.32E-02 29.45 1154400

4231 APLPLDGTR Unmodified _APLPLDGTR_ B6TJ78_MAIZE 2 470.26654 938.51853 -0.026792 0.18678 0.15114 53.156 53.156 1.12E-01 21.56 746830

4232 APLPLDGTR Unmodified _APLPLDGTR_ B6TJ78_MAIZE 2 470.26654 938.51853 -0.092669 -0.25421 -0.35383 53.794 53.794 1.12E-01 17.56 5534800

4233 APLVPPGTPVVNALAK Unmodified _APLVPPGTPVVNALAK_ A1JUJ0_MAIZE 2 772.46396 1542.9134 0.91885 -0.090096 0.82644 82.907 82.907 5.51E-02 14.41 598270

4234 APMIDNPDFK Unmodified _APMIDNPDFK_ Q43712_MAIZE 2 574.27625 1146.5379 0.17681 0.21904 0.38346 62.673 62.673 1.25E-02 36.43 515890

4235 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.1116 -0.15538 0.94964 104.77 104.77 5.93E-08 34.09 944060

4236 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.0422 -0.16145 0.8748 105.36 105.36 1.01E-12 41.54 939150

4237 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.0498 -0.046995 0.99603 105.45 105.45 1.15E-21 47.71 1876300

4238 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.034 0.092476 1.1198 105.58 105.58 5.99E-10 37.59 1816300

4239 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.0683 -0.10064 0.96182 105.24 105.24 1.82E-12 39.67 3552300

4240 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.0393 -0.28062 0.75263 105.85 105.85 7.50E-16 44.7 10547000

4241 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 2 1296.1042 2590.1938 1.1976 0.053722 1.2449 105.82 105.82 2.77E-12 51.35 401350

4242 APMIDNPDFKDDPYIYAFDSLK Oxidation (M) _APM(ox)IDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 864.4052 2590.1938 1.1717 1.9305 3.0929 105.21 105.21 2.93E-08 37 341960

4243 APMIDNPDFKDDPYIYAFDSLK Unmodified _APMIDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 859.07356 2574.1988 1.0857 -0.02758 1.0495 108.6 108.6 1.19E-31 52 1065600

4244 APMIDNPDFKDDPYIYAFDSLK Unmodified _APMIDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 859.07356 2574.1988 1.1103 0.32846 1.4302 109.59 109.59 5.95E-05 28.63 213950

4245 APMIDNPDFKDDPYIYAFDSLK Unmodified _APMIDNPDFKDDPYIYAFDSLK_ Q43712_MAIZE 3 859.07356 2574.1988 1.0737 -0.073473 0.99228 110.02 110.02 9.90E-22 36.32 3036400

4246 APNAIK Unmodified _APNAIK_ Q5XLD9_MAIZE 2 307.18703 612.35951 1.5135 0.19541 1.6606 16.44 16.44 5.26E-01 26.69 36079

4247 APNGDAWVEMGGQQYSPSQIGAFVLTK Oxidation (M) _APNGDAWVEM(ox)GGQQYSPSQIGAFVLTK_ B6UGG5_MAIZE 3 956.46047 2866.3596 1.2166 -0.34235 0.87801 104.73 104.73 8.97E-18 52.79 678040

4248 APNGDAWVETTDGK Unmodified _APNGDAWVETTDGK_ B4F8Q2_MAIZE 2 730.83624 1459.6579 0.74489 -0.21589 0.53423 57.438 57.438 7.64E-09 100.76 1544300

4249 APNGDAWVETTDGK Unmodified _APNGDAWVETTDGK_ B4F8Q2_MAIZE 2 730.83624 1459.6579 0.79718 0.007451 0.80877 59.779 59.779 6.31E-03 47.67 266590

4250 APNGDAWVQTTDGK Unmodified _APNGDAWVQTTDGK_ B6U4A3_MAIZE 2 730.34424 1458.6739 0.78227 0.30591 1.096 54.718 54.718 2.96E-06 59 511530

4251 APNGDAWVQTTDGK Unmodified _APNGDAWVQTTDGK_ B6U4A3_MAIZE 2 730.34424 1458.6739 0.74834 0.22328 0.98019 55.405 55.405 2.96E-06 64.27 1029400

4252 APNTLAEYALK Unmodified _APNTLAEYALK_ B6TL22_MAIZE 2 595.82442 1189.6343 0.25532 -0.12054 0.10019 68.61 68.61 4.43E-05 62.56 496600

4253 APNTLAEYALK Unmodified _APNTLAEYALK_ B6TL22_MAIZE 2 595.82442 1189.6343 0.16826 0.15377 0.28702 68.656 68.656 4.96E-02 50.64 1984300

4254 APNTLAEYALK Unmodified _APNTLAEYALK_ B6TL22_MAIZE 2 595.82442 1189.6343 0.11531 -0.18187 -0.10162 67.703 67.703 4.48E-03 60.51 5488600

4255 APNTLAEYALK Unmodified _APNTLAEYALK_ B6TL22_MAIZE 2 595.82442 1189.6343 0.12895 0.17285 0.2657 69.867 69.867 4.96E-02 37.07 4129400

4256 APNYGGLMIWDR Oxidation (M) _APNYGGLM(ox)IWDR_ B4FR99_MAIZE 2 704.83754 1407.6605 0.6348 0.15717 0.78234 84.948 84.948 4.91E-03 31.36 48562

4257 APPALGPYSQAIK Unmodified _APPALGPYSQAIK_ B4FQQ1_MAIZE 2 656.86662 1311.7187 0.39882 0.098314 0.47457 66.782 66.782 6.20E-03 36.64 133260
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4258 APPALGPYSQAIK Unmodified _APPALGPYSQAIK_ B4FQQ1_MAIZE 2 656.86662 1311.7187 0.43628 0.095192 0.50905 67.983 67.983 4.68E-05 49.08 534020

4259 APPKPKPETDYFAEK Unmodified _APPKPKPETDYFAEK_ B6TIQ8_MAIZE 3 573.29804 1716.8723 0.15716 -0.17301 -0.036446 48.17 48.17 2.65E-02 22.41 1221700

4260 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 -0.16716 -0.17943 -0.35433 53.302 53.302 1.83E-01 20.51 52562

4261 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 -0.11382 0.047352 -0.077059 51.943 51.943 2.26E-02 28.24 294660

4262 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 0.010498 -0.049527 -0.049397 53.973 53.973 1.83E-01 25.27 543260

4263 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 -0.0012538 -0.18364 -0.19391 53.239 53.239 1.79E-03 36.5 460690

4264 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 -0.068926 -0.62375 -0.70126 53.701 53.701 2.65E-04 45.67 4741800

4265 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 2 742.36805 1482.7215 0.82385 0.054058 0.86867 53.69 53.69 3.40E-25 95.04 1820100

4266 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 2 742.36805 1482.7215 0.8396 1.1091 1.9379 54.374 54.374 7.68E-22 75.02 752870

4267 APQAAGAIHTDFER Unmodified _APQAAGAIHTDFER_ B4FUE0_MAIZE 3 495.24779 1482.7215 -0.1452 0.3286 0.17258 55.365 55.365 4.14E-01 18.62 86392

4268 APQIDVTQFGYFK Unmodified _APQIDVTQFGYFK_ B4FQD7_MAIZE 2 757.38792 1512.7613 0.86691 0.50368 1.3776 93.82 93.82 1.56E-17 57.13 1207900

4269 APQIDVTQFGYFK Unmodified _APQIDVTQFGYFK_ B4FQD7_MAIZE 2 757.38792 1512.7613 0.834 -0.31779 0.52427 95.646 95.646 6.20E-03 25.54 42567

4270 APQIDVTQFGYFK Unmodified _APQIDVTQFGYFK_ B4FQD7_MAIZE 2 757.38792 1512.7613 0.76577 -0.51518 0.25889 95.241 95.241 4.93E-21 70.9 4419900

4271 APQLPEDIEWHFIGNLQSNK Unmodified _APQLPEDIEWHFIGNLQSNK_ B4FAQ2_MAIZE 3 779.39384 2335.1597 0.93883 0.24265 1.1686 106 106 5.91E-04 21.07 323080

4272 APRPPAQAVDPFSK Unmodified _APRPPAQAVDPFSK_ B4FXY5_MAIZE 3 494.26841 1479.7834 -0.069686 -0.36569 -0.4438 57.392 57.392 6.81E-01 14.18 787500

4273 APSAFFVFMEEFR Oxidation (M) _APSAFFVFM(ox)EEFR_ MNB1B_MAIZE 2 797.37395 1592.7334 0.94085 0.15286 1.0949 114.58 114.58 1.88E-16 54.51 116740

4274 APSAFFVFMEEFRK Oxidation (M) _APSAFFVFM(ox)EEFRK_ MNB1B_MAIZE 3 574.61671 1720.8283 0.12584 0.36621 0.48796 101.22 101.22 4.50E-01 19.72 119380

4275 APSAPVPSQPADQHATLMSR Oxidation (M) _APSAPVPSQPADQHATLM(ox)SR_ B6SYW6_MAIZE 3 693.00922 2076.0058 0.52623 0.22005 0.74143 50.825 50.825 4.53E-07 38.51 349890

4276 APSDASGWVAWGINPDR Unmodified _APSDASGWVAWGINPDR_ B6U5U8_MAIZE 2 899.929 1797.8434 1.0568 -0.49633 0.55991 96.943 96.943 1.43E-21 107.32 316680

4277 APSPSAPAASQPADQHATLMFR Oxidation (M) _APSPSAPAASQPADQHATLM(ox)FR_ B6T213_MAIZE 3 756.3673 2266.0801 0.84145 0.018814 0.85259 60.626 60.626 5.49E-04 25.32 44512

4278 APSSALLK Unmodified _APSSALLK_ B4FYM2_MAIZE 2 393.73963 785.4647 0.51041 -0.43696 0.03956 39.912 39.912 3.77E-01 22.44 524360

4280 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.31614 -0.010609 0.28377 55.106 55.106 2.62E-07 95.41 1744900

4281 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.30737 -0.13198 0.15496 56.282 56.282 6.74E-02 35.97 29548

4282 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.26449 -0.4979 -0.25347 55.459 55.459 2.62E-07 66.46 663210

4283 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.33187 -0.20611 0.10537 57.256 57.256 2.62E-07 63.08 1396800

4284 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.33735 -0.16134 0.15589 56.538 56.538 1.68E-09 75.96 838110

4285 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.31668 0.053946 0.34984 57.198 57.198 2.62E-07 75.62 697600

4286 APSVAVENLNPK Unmodified _APSVAVENLNPK_ B4FG03_MAIZE 2 619.8406 1237.6667 0.26458 -0.36726 -0.12219 57.215 57.215 1.98E-03 81.57 9741300

4287 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 0.099482 -0.099311 0.0051864 56.19 56.19 5.06E-02 32.82 11600000

4288 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 -0.04744 0.49293 0.44847 58.139 58.139 1.65E-01 33.56 108890

4289 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 -0.031614 0.40051 0.3712 56.827 56.827 7.88E-01 30.59 1627700

4290 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 0.079939 0.34744 0.43145 57.865 57.865 5.06E-02 39.42 1929100

4291 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 0.03182 0.85831 0.89189 58.483 58.483 1.00E+00 28.27 2150500

4292 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 0.044556 0.38685 0.43538 58.769 58.769 1.65E-01 34.34 2235600
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4293 APSVFSVR Unmodified _APSVFSVR_ B4FAV3_MAIZE 2 431.7427 861.47085 0.023523 0.056339 0.084538 57.111 57.111 2.92E-02 34.28 7980600

4294 APTCNIFK Unmodified _APTCNIFK_ B4F8G4_MAIZE 2 475.74184 949.46913 -0.084057 0.67822 0.59114 52.406 52.406 5.06E-02 26.41 5583800

4295 APTIAAAAYLR Unmodified _APTIAAAAYLR_ B6TV27_MAIZE 2 559.32185 1116.6291 0.11474 -0.043101 0.037119 70.298 70.298 3.57E-04 49.58 1301900

4296 APTIAAAAYLR Unmodified _APTIAAAAYLR_ B6TV27_MAIZE 2 559.32185 1116.6291 0.039401 0.57649 0.58016 71.061 71.061 4.48E-03 41.78 242340

4297 APTIAAAAYLR Unmodified _APTIAAAAYLR_ B6TV27_MAIZE 2 559.32185 1116.6291 0.15471 0.53622 0.65413 71.333 71.333 1.47E-01 29.06 388930

4298 APTIAAAAYLR Unmodified _APTIAAAAYLR_ B6TV27_MAIZE 2 559.32185 1116.6291 0.087012 0.03827 0.091005 71.596 71.596 3.57E-04 63.96 2674600

4299 APVDLTPK Unmodified _APVDLTPK_ B6THG1_MAIZE 2 420.74491 839.47527 0.18735 0.31653 0.49844 45.119 45.119 3.48E-02 57.23 3528700

4300 APVDLTPK Unmodified _APVDLTPK_ B6THG1_MAIZE 2 420.74491 839.47527 0.045201 0.2386 0.27824 44.682 44.682 3.48E-02 48.08 1381300

4301 APVDLTPK Unmodified _APVDLTPK_ B6THG1_MAIZE 2 420.74491 839.47527 0.18513 0.33349 0.5141 47.23 47.23 2.92E-02 46.73 1355500

4302 APVDLTPK Unmodified _APVDLTPK_ B6THG1_MAIZE 2 420.74491 839.47527 0.16464 0.24662 0.40627 46.491 46.491 7.88E-01 27.74 1219100

4303 APVDLTPK Unmodified _APVDLTPK_ B6THG1_MAIZE 2 420.74491 839.47527 0.11551 0.30417 0.41387 48.147 48.147 2.92E-02 39.35 4468800

4306 APVMPYDR Oxidation (M) _APVM(ox)PYDR_ B4F932_MAIZE 2 482.73148 963.4484 0.066483 0.19598 0.25278 35.738 35.738 2.93E-02 30 120820

4307 APVMPYDR Oxidation (M) _APVM(ox)PYDR_ B4F932_MAIZE 2 482.73148 963.4484 -0.18156 0.4761 0.28465 34.63 34.63 1.33E-01 27.22 190600

4308 APVMPYDR Oxidation (M) _APVM(ox)PYDR_ B4F932_MAIZE 2 482.73148 963.4484 -0.011768 0.26452 0.24425 37.481 37.481 2.93E-02 41.35 309910

4309 APVMPYDR Oxidation (M) _APVM(ox)PYDR_ B4F932_MAIZE 2 482.73148 963.4484 0.042365 0.34344 0.37617 36.66 36.66 2.93E-02 23.84 156320

4310 APVMPYDR Oxidation (M) _APVM(ox)PYDR_ B4F932_MAIZE 2 482.73148 963.4484 -0.060409 0.054412 -0.013639 37.366 37.366 2.74E-01 41.37 2051300

4311 APVMPYDR Unmodified _APVMPYDR_ B4F932_MAIZE 2 474.73402 947.45349 -0.016684 0.09846 0.069774 48.548 48.548 1.65E-01 20.24 1410100

4312 APVMPYDR Unmodified _APVMPYDR_ B4F932_MAIZE 2 474.73402 947.45349 -0.038738 -0.038956 -0.090355 50.822 50.822 1.65E-01 24.74 557930

4313 APVMPYDR Unmodified _APVMPYDR_ B4F932_MAIZE 2 474.73402 947.45349 -0.092399 0.17702 0.07127 50.928 50.928 1.65E-01 18.54 983170

4314 APVMPYDR Unmodified _APVMPYDR_ B4F932_MAIZE 2 474.73402 947.45349 -0.10344 0.17957 0.062912 50.728 50.728 5.06E-02 25.66 6952700

4315 APVTHTGSGAESNVPLQAK Unmodified _APVTHTGSGAESNVPLQAK_ B4FQJ5_MAIZE 3 621.99016 1862.9486 0.3296 -0.35748 -0.028587 43.518 43.518 4.99E-02 22.2 610080

4316 APYNIQINVK Unmodified _APYNIQINVK_ B6TE60_MAIZE 2 580.32713 1158.6397 0.052809 -0.47795 -0.45039 68.489 68.489 1.25E-02 40.94 1013600

4317 AQAALATGLVSR Unmodified _AQAALATGLVSR_ B4FR99_MAIZE 2 579.33549 1156.6564 0.014419 0.201 0.19962 58.729 58.729 1.68E-09 86.33 316190

4318 AQADIWR Unmodified _AQADIWR_ B6UD26_MAIZE 2 430.22468 858.4348 0.065889 0.40888 0.45282 52.229 52.229 1.86E-01 27.55 1129700

4319 AQAVQAAEFASK Unmodified _AQAVQAAEFASK_ B6SIP2_MAIZE 2 610.81713 1219.6197 0.31859 1.4622 1.7565 47.876 47.876 2.62E-07 41.14 549640

4320 AQAVQAAEFASK Unmodified _AQAVQAAEFASK_ B6SIP2_MAIZE 2 610.81713 1219.6197 0.065514 0.016611 0.061755 48.455 48.455 7.61E-14 61.83 2461400

4321 AQAWTDEDLLDALNQLEVGLK Unmodified _AQAWTDEDLLDALNQLEVGLK_ B6SIW6_MAIZE 2 1171.5974 2341.1802 1.1782 0.061212 1.2276 127.32 127.32 7.74E-05 43.23 1880700

4322 AQAWTDEDLLDALNQLEVGLK Unmodified _AQAWTDEDLLDALNQLEVGLK_ B6SIW6_MAIZE 3 781.40066 2341.1802 0.90389 0.18594 1.0783 127.33 127.33 3.35E-08 55.44 1519700

4323 AQAWTDEDLLDALNQLEVGLK Unmodified _AQAWTDEDLLDALNQLEVGLK_ B6SIW6_MAIZE 2 1171.5974 2341.1802 1.2816 0.43776 1.708 127.78 127.78 6.98E-04 26.6 136710

4324 AQAWTDEDLLDALNQLEVGLK Unmodified _AQAWTDEDLLDALNQLEVGLK_ B6SIW6_MAIZE 2 1171.5974 2341.1802 1.2888 1.0975 2.3737 128.13 128.13 1.08E-14 87.1 125300

4325 AQCAIVER Unmodified _AQCAIVER_ B4FB66_MAIZE 2 473.74237 945.4702 -0.19587 0.20205 -0.0063029 33.243 33.243 1.90E-02 39.18 108480

4326 AQCAIVER Unmodified _AQCAIVER_ B4FB66_MAIZE 2 473.74237 945.4702 0.0083651 -0.29265 -0.29653 33.192 33.192 1.65E-01 32.1 79744

4327 AQCAIVER Unmodified _AQCAIVER_ B4FB66_MAIZE 2 473.74237 945.4702 -0.18098 0.26247 0.06925 36.508 36.508 1.90E-02 37.63 260840

4328 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 0.040001 0.36241 0.39552 36.213 36.213 3.77E-01 23.38 604870
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4329 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.19293 0.11908 -0.078862 36.232 36.232 3.77E-01 23.94 113200

4330 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.12819 1.2689 1.1329 35.264 35.264 1.00E+00 5.3 116370

4331 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 2.5569 37.431 37.431 4.41E-01 19.41

4332 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.023226 0.64878 0.61899 37.942 37.942 1.65E-01 17.17 248770

4333 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.37057 38.07 38.07 2.77E-01 20.88

4334 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.13354 0.048251 -0.091102 38.819 38.819 2.92E-02 38.09 515890

4335 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.078069 0.433 0.34873 36.029 36.029 1.65E-01 33.54 782200

4336 AQCPIVER Unmodified _AQCPIVER_ B6SHZ1_MAIZE 2 486.7502 971.48585 -0.20278 0.5997 0.39002 39.466 39.466 1.90E-02 35.63 1859000

4337 AQDAVADISDAFAK Unmodified _AQDAVADISDAFAK_ B6TVI9_MAIZE 2 711.34899 1420.6834 -0.39629 83.988 83.988 7.13E-04 31.63

4338 AQDAVADISDAFAK Unmodified _AQDAVADISDAFAK_ B6TVI9_MAIZE 2 711.34899 1420.6834 -0.12318 83.592 83.592 3.13E-06 44.29

4339 AQDCLLPMGITSENVAHR Unmodified _AQDCLLPMGITSENVAHR_ B4FBK8_MAIZE 3 671.32778 2010.9615 0.5586 -0.12163 0.43209 77.319 77.319 1.06E-02 21.76 1734800

4340 AQDCLLPMGITSENVAHR Unmodified _AQDCLLPMGITSENVAHR_ B4FBK8_MAIZE 3 671.32778 2010.9615 0.51349 -0.36669 0.14263 78.243 78.243 2.73E-05 36.67 8281900

4341 AQDCLLPMGITSENVAHR Unmodified _AQDCLLPMGITSENVAHR_ B4FBK8_MAIZE 3 671.32778 2010.9615 0.54025 -0.18663 0.3495 78.115 78.115 1.31E-01 11.92 718130

4342 AQDCLLPMGITSENVAHR Oxidation (M) _AQDCLLPM(ox)GITSENVAHR_ B4FBK8_MAIZE 3 676.65942 2026.9564 0.59273 -0.39543 0.19542 70.018 70.018 6.30E-02 17.79 714750

4343 AQDCLLPMGITSENVAHR Oxidation (M) _AQDCLLPM(ox)GITSENVAHR_ B4FBK8_MAIZE 3 676.65942 2026.9564 0.53877 -0.39414 0.14347 70.285 70.285 2.39E-01 9.1 1174800

4344 AQDLAQPLVDAQIPFK Unmodified _AQDLAQPLVDAQIPFK_ B4FCK0_MAIZE 2 877.47779 1752.941 1.2009 0.12066 1.3155 94.668 94.668 7.73E-25 56.3 211050

4345 AQDLAQPLVDAQIPFK Unmodified _AQDLAQPLVDAQIPFK_ B4FCK0_MAIZE 2 877.47779 1752.941 1.1261 0.20872 1.3287 95.257 95.257 7.01E-14 54.71 468620

4346 AQDLAQPLVDAQIPFK Unmodified _AQDLAQPLVDAQIPFK_ B4FCK0_MAIZE 2 877.47779 1752.941 1.0771 -0.2224 0.84893 94.92 94.92 1.67E-64 91.99 8291300

4347 AQDLAQPLVDAQIPFK Unmodified _AQDLAQPLVDAQIPFK_ B4FCK0_MAIZE 2 877.47779 1752.941 1.0771 -0.31381 0.75721 95.11 95.11 1.42E-33 95.34 619610

4348 AQDVLPYLDGR Unmodified _AQDVLPYLDGR_ B4F8E9_MAIZE 2 623.82495 1245.6354 0.29269 0.22705 0.5141 77.935 77.935 4.43E-05 34.71 1808900

4349 AQDYLCTLASR Unmodified _AQDYLCTLASR_ B4F9Q1_MAIZE 2 649.31389 1296.6132 0.42671 0.6041 1.0206 70.376 70.376 1.67E-02 29.89 628650

4350 AQEELIK Unmodified _AQEELIK_ CAPP2_MAIZE 2 415.73454 829.45453 0.19837 0.44905 0.60387 41.312 41.312 4.46E-01 26.88 475850

4351 AQEESDVLGNVPK Unmodified _AQEESDVLGNVPK_ B6TAE3_MAIZE 2 693.34899 1384.6834 0.64652 -0.3989 0.23952 61.551 61.551 1.00E-11 55.95 481710

4352 AQEETYGSSGYGYGR Unmodified _AQEETYGSSGYGYGR_ B4F957_MAIZE 2 812.84734 1623.6801 1.0223 0.04988 1.0638 51.675 51.675 2.40E-39 124.8 738400

4353 AQEETYGSSGYGYGR Unmodified _AQEETYGSSGYGYGR_ B4F957_MAIZE 2 812.84734 1623.6801 0.97367 0.015693 0.98052 51.666 51.666 1.04E-33 120.62 2829700

4354 AQEIEHTHIPIR Acetyl (Protein N-term) _(ac)AQEIEHTHIPIR_ B6TU84_MAIZE 3 495.9318 1484.7736 -0.043237 0.21735 0.15091 68.668 68.668 2.46E-02 10.99 1489700

4355 AQELGLQVLAR Unmodified _AQELGLQVLAR_ B4F9B2_MAIZE 2 599.35114 1196.6877 0.24685 0.075347 0.30212 76.598 76.598 4.43E-05 51.56 1817500

4356 AQELGLQVLAR Unmodified _AQELGLQVLAR_ B4F9B2_MAIZE 2 599.35114 1196.6877 0.18324 0.094051 0.2571 76.493 76.493 1.67E-02 29.44 4811100

4357 AQELPLK Unmodified _AQELPLK_ B4FYD7_MAIZE 2 399.73963 797.4647 0.29449 1.0574 1.3139 45.557 45.557 4.46E-01 27.02 1654900

4358 AQETIHLLLDLLEAPDPSTLEK Unmodified _AQETIHLLLDLLEAPDPSTLEK_ SUS2_MAIZE 3 816.10737 2445.3003 0.99147 0.52335 1.4973 124.11 124.11 6.58E-05 35.09 3220000

4359 AQETIHLLLDLLEAPDPSTLEK Unmodified _AQETIHLLLDLLEAPDPSTLEK_ SUS2_MAIZE 3 816.10737 2445.3003 1.0062 0.42073 1.41 124.86 124.86 6.40E-03 38.22 611670

4360 AQETIHLLLDLLEAPDPSTLEK Unmodified _AQETIHLLLDLLEAPDPSTLEK_ SUS2_MAIZE 3 816.10737 2445.3003 1.0344 0.26188 1.2802 125.39 125.39 1.91E-01 37.33 374560

4361 AQETLSQTADAAAEK Unmodified _AQETLSQTADAAAEK_ B6TK66_MAIZE 2 767.37319 1532.7318 0.8927 0.1936 1.064 49.302 49.302 2.40E-39 119.23 507750

4362 AQETLSQTADAAAEK Unmodified _AQETLSQTADAAAEK_ B6TK66_MAIZE 2 767.37319 1532.7318 0.90384 0.22781 1.1091 49.217 49.217 2.40E-39 119.14 1056000
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4363 AQETLSQTADAAAEK Unmodified _AQETLSQTADAAAEK_ B6TK66_MAIZE 2 767.37319 1532.7318 0.84028 -0.415 0.40284 49.866 49.866 2.40E-39 125.47 4101900

4364 AQEVVEELR Unmodified _AQEVVEELR_ B4FUS0_MAIZE 2 536.7853 1071.556 0.036775 -0.44131 -0.42552 53.133 53.133 3.21E-03 51.85 1029400

4365 AQFLSPSLFHFYDRPLNIVEGK Unmodified _AQFLSPSLFHFYDRPLNIVEGK_ B6TW99_MAIZE 4 645.34177 2577.338 0.4814 0.36187 0.83752 110.75 110.75 1.00E+00 0.57 169730

4366 AQFLSPSLFHFYDRPLNIVEGK Unmodified _AQFLSPSLFHFYDRPLNIVEGK_ B6TW99_MAIZE 3 860.11994 2577.338 1.159 -0.22305 0.93086 116.08 116.08 2.15E-02 10.51 99753

4367 AQGDADSSLDR Unmodified _AQGDADSSLDR_ B6TAN3_MAIZE 2 567.75472 1133.4949 -0.042216 0.056466 0.0082353 27.902 27.902 1.47E-01 33.61 400200

4368 AQGDADSSLDR Unmodified _AQGDADSSLDR_ B6TAN3_MAIZE 2 567.75472 1133.4949 0.16546 -0.17644 -0.015913 30.056 30.056 1.00E+00 0.28 3713.3

4369 AQGDADSSLDR Unmodified _AQGDADSSLDR_ B6TAN3_MAIZE 2 567.75472 1133.4949 0.21136 -0.39221 -0.1872 28.448 28.448 4.96E-02 35.1 17984

4370 AQGDADSSLDR Unmodified _AQGDADSSLDR_ B6TAN3_MAIZE 2 567.75472 1133.4949 0.15547 0.61114 0.75989 31.141 31.141 1.00E+00 10.26 34381

4371 AQGLHIQAGNWVNSFSLVFVDQR Unmodified _AQGLHIQAGNWVNSFSLVFVDQR_ A0FDH4_MAIZE 3 862.77858 2585.3139 1.152 -0.090368 1.0667 116.65 116.65 3.81E-04 48.57 358990

4372 AQGLHIQAGNWVNSFSLVFVDQR Unmodified _AQGLHIQAGNWVNSFSLVFVDQR_ A0FDH4_MAIZE 3 862.77858 2585.3139 1.0354 -0.02468 1.0156 116.79 116.79 6.92E-02 28.28 112480

4373 AQGLRGTSYR Unmodified _AQGLRGTSYR_ B6SXS5_MAIZE 2 554.79653 1107.5785 0.024176 -0.86441 -0.85084 33.617 33.617 1.45E-01 3.66 853330

4374 AQGTLEVLLVGAR Acetyl (Protein N-term) _(ac)AQGTLEVLLVGAR_ B6U4Y1_MAIZE 2 684.89591 1367.7773 0.56139 0.051725 0.60303 118.69 118.69 1.47E-03 49.88 519660

4375 AQGTYVGAGK Unmodified _AQGTYVGAGK_ B6TFK6_MAIZE 2 476.24835 950.48214 0.082185 -0.49348 -0.40774 25.393 25.393 1.25E-02 27.14 23889

4376 AQGVFHVDMIMLAHNPGGK Unmodified _AQGVFHVDMIMLAHNPGGK_ B6TKG5_MAIZE 4 506.25666 2020.9975 -0.094626 -0.51234 -0.60363 83.538 83.538 6.68E-03 29.14 1145700

4377 AQGVFHVDMIMLAHNPGGK Unmodified _AQGVFHVDMIMLAHNPGGK_ B6TKG5_MAIZE 3 674.67312 2020.9975 0.57085 -1.0358 -0.4604 83.545 83.545 1.67E-03 38.74 610880

4378 AQIEETDEAR Unmodified _AQIEETDEAR_ B4FK00_MAIZE 2 581.27275 1160.5309 0.36838 -1.614 -1.2707 32.369 32.369 1.45E-01 24.16 46793

4379 AQIIAEAEEFKK Unmodified _AQIIAEAEEFKK_ B4FJF0_MAIZE 3 459.58552 1375.7347 -0.13513 -0.38092 -0.55147 62.969 62.969 2.11E-01 20 345900

4380 AQIIAEAEEFKK Unmodified _AQIIAEAEEFKK_ B4FJF0_MAIZE 2 688.87464 1375.7347 0.59929 0.26208 0.82299 62.627 62.627 2.00E-01 9.18 2083700

4381 AQIIAEAEEFKK Unmodified _AQIIAEAEEFKK_ B4FJF0_MAIZE 3 459.58552 1375.7347 -0.10885 0.41519 0.26687 63.089 63.089 2.46E-02 15.02 3387900

4382 AQIIAEAEEFKK Unmodified _AQIIAEAEEFKK_ B4FJF0_MAIZE 2 688.87464 1375.7347 0.58813 0.064106 0.61458 63.091 63.091 1.98E-03 53.18 1084000

4383 AQIIAEAEEFKK Unmodified _AQIIAEAEEFKK_ B4FJF0_MAIZE 3 459.58552 1375.7347 -0.0047737 -0.21987 -0.26081 62.011 62.011 4.52E-03 32.46 629140

4384 AQILESEGMK Oxidation (M) _AQILESEGM(ox)K_ Q9M585_MAIZE 2 561.27899 1120.5434 0.2008 -0.21582 -0.040732 39.754 39.754 1.25E-02 32.61 151800

4385 AQILESEGMK Oxidation (M) _AQILESEGM(ox)K_ Q9M585_MAIZE 2 561.27899 1120.5434 0.1562 -0.20298 -0.073346 40.398 40.398 2.75E-01 17.72 107670

4386 AQILESEGMK Oxidation (M) _AQILESEGM(ox)K_ Q9M585_MAIZE 2 561.27899 1120.5434 0.10281 -0.30874 -0.23147 40.297 40.297 9.71E-04 31.97 478870

4387 AQILESEGMK Oxidation (M) _AQILESEGM(ox)K_ Q9M585_MAIZE 2 561.27899 1120.5434 0.17807 0.97979 1.129 41.131 41.131 9.99E-05 42.12 1492900

4388 AQILESEGMK Unmodified _AQILESEGMK_ Q9M585_MAIZE 2 553.28153 1104.5485 0.03196 0.32028 0.32192 51.399 51.399 4.40E-02 22.93 1734400

4389 AQILESEGMK Unmodified _AQILESEGMK_ Q9M585_MAIZE 2 553.28153 1104.5485 -0.010329 0.42687 0.38579 52.151 52.151 1.45E-01 24.4 2617600

4390 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.57981 -0.015933 0.55042 114.26 114.26 2.54E-04 36.96 2962200

4391 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 3 899.80843 2696.4034 1.167 0.16282 1.3153 114.09 114.09 2.57E-16 71.05 626810

4392 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.63127 -0.1806 0.43666 118.71 118.71 1.00E+00 11.22 183220

4393 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.56468 -0.26739 0.28425 116.25 116.25 1.00E+00 15.11 103500

4394 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.56209 0.21325 0.76168 131.3 131.3 1.00E+00 10.2 539100

4395 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.54207 -0.13388 0.39429 137.43 137.43 3.68E-02 25.09 169800

4396 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.64506 0.23747 0.86773 131.75 131.75 6.81E-03 31.34 454650
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4397 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.62832 -0.087402 0.52778 137.63 137.63 6.81E-03 22.15 249150

4398 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.67581 -0.040224 0.62231 128.52 128.52 1.17E-03 34.99 94886

4399 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.6345 0.2891 0.90963 131.77 131.77 1.00E+00 6.38 428790

4400 AQILLHGTLHATIFEAESLSNPHR Acetyl (Protein N-term) _(ac)AQILLHGTLHATIFEAESLSNPHR_ PLDA1_MAIZE 4 675.10814 2696.4034 0.57971 0.14224 0.70769 137.54 137.54 4.64E-07 39.76 455650

4401 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.1485 -0.12374 1.0181 78.476 78.476 3.33E-51 114.88 7227300

4402 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.17 -0.22124 0.94287 78.824 78.824 3.33E-51 78.1 3191700

4403 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.1431 -0.28291 0.85389 79.377 79.377 8.28E-39 81.74 3427100

4404 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.1373 -0.12199 1.0092 79.028 79.028 3.42E-29 95.41 2013000

4405 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.2323 -0.13383 1.0927 78.766 78.766 3.42E-29 98.83 1139700

4406 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.1281 -0.2821 0.84007 79.436 79.436 3.33E-51 92.31 16465000

4407 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 3 668.6726 2002.996 0.51934 -0.09937 0.41421 79.439 79.439 9.12E-18 54.57 2472100

4408 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.2055 -0.042439 1.157 79.117 79.117 4.07E-45 95.62 1253200

4409 AQISIYDPQVTEDQIQR Unmodified _AQISIYDPQVTEDQIQR_ B6T9P0_MAIZE 2 1002.5053 2002.996 1.1392 -0.033915 1.0992 80.106 80.106 3.42E-29 86.68 430230

4410 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.32956 0.091362 0.41313 58.731 58.731 3.60E-06 41.37 102810

4411 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.38049 -0.15607 0.21524 58.083 58.083 5.66E-08 65.7 1044100

4412 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.38496 0.002837 0.37935 59.943 59.943 5.66E-08 67.57 973710

4413 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.37795 -0.062 0.30717 59.264 59.264 4.43E-05 75.62 1005700

4414 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.38563 0.1622 0.53824 59.821 59.821 4.43E-05 72.59 757790

4415 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.40822 0.038747 0.43766 59.911 59.911 3.60E-06 39.72 1017700

4416 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.36253 -0.31072 0.043285 60.375 60.375 3.57E-04 27.98 613680

4417 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.29977 -0.41268 -0.12135 58.345 58.345 6.35E-09 85.93 4665900

4418 AQIWDTAGQER Unmodified _AQIWDTAGQER_ B4FIB2_MAIZE 2 637.80983 1273.6051 0.37771 -0.68277 -0.31288 60.958 60.958 4.43E-05 48.57 297600

4419 AQKEELEATINR Unmodified _AQKEELEATINR_ B6U8G5_MAIZE 2 701.37025 1400.726 0.72037 0.11938 0.80322 47.307 47.307 1.11E-04 64.53 285530

4420 AQKEELEATINR Unmodified _AQKEELEATINR_ B6U8G5_MAIZE 3 467.91593 1400.726 -0.03337 0.03228 -0.037782 47.277 47.277 4.52E-03 46.16 1211700

4421 AQLDAMEDPK Oxidation (M) _AQLDAM(ox)EDPK_ B4FN69_MAIZE 2 567.2608 1132.507 0.027373 33.502 33.502 2.42E-01 20.44

4422 AQLEADIDAAAPTHVFNAAGVTGR Unmodified _AQLEADIDAAAPTHVFNAAGVTGR_ B6UIE1_MAIZE 3 799.07154 2394.1928 0.95734 0.067318 1.0212 87.736 87.736 3.10E-59 75.75 3852900

4423 AQLEADIDAAAPTHVFNAAGVTGRPNVDWCETHR Unmodified _AQLEADIDAAAPTHVFNAAGVTGRPNVDWCETHR_ B6UIE1_MAIZE 4 923.1933 3688.7441 1.1208 -0.57275 0.55081 88.952 88.952 1.08E-03 23.02 1453100

4424 AQLEEDPIVHR Unmodified _AQLEEDPIVHR_ B4FF65_MAIZE 3 436.22985 1305.6677 -0.1099 -0.2679 -0.39295 49.14 49.14 6.79E-01 9.93 372710

4425 AQLEEDPIVHR Unmodified _AQLEEDPIVHR_ B4FF65_MAIZE 2 653.84113 1305.6677 0.5007 -0.30072 0.18508 50.641 50.641 3.60E-06 58.63 222160

4426 AQLEEDPIVHR Unmodified _AQLEEDPIVHR_ B4FF65_MAIZE 3 436.22985 1305.6677 0.069688 0.065043 0.1189 51.181 51.181 5.15E-02 22.09 1753000

4427 AQLGLGHSYSR Unmodified _AQLGLGHSYSR_ B6TNS0_MAIZE 3 396.87552 1187.6047 0.43387 -0.42757 -0.00447 42.614 42.614 6.79E-01 25.38 2321100

4428 AQLGLGHSYSR Unmodified _AQLGLGHSYSR_ B6TNS0_MAIZE 3 396.87552 1187.6047 0.25953 -0.28331 -0.035202 42.385 42.385 1.00E+00 2.43 614460

4429 AQLGVEAFAEALLVIPK Unmodified _AQLGVEAFAEALLVIPK_ B4FF57_MAIZE 2 885.01401 1768.0135 1.2674 0.24794 1.4983 136.99 136.99 5.62E-03 31.2 52002

4430 AQLIEDVR Unmodified _AQLIEDVR_ O81237_MAIZE 2 472.264 942.51345 -0.16583 -0.59299 -0.77583 51.975 51.975 2.92E-02 33.32 1363400
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4431 AQLIEDVR Unmodified _AQLIEDVR_ O81237_MAIZE 2 472.264 942.51345 -0.039862 -0.49351 -0.5522 54.151 54.151 2.92E-02 46.75 3145200

4432 AQLIEDVR Unmodified _AQLIEDVR_ O81237_MAIZE 2 472.264 942.51345 -0.10034 -0.89151 -1.0094 53.892 53.892 1.90E-02 38.83 12546000

4433 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.31314 0.18459 0.47671 77.392 77.392 4.43E-05 43.38 73806

4434 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.35679 0.19278 0.52866 76.115 76.115 4.43E-05 65.62 843690

4435 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.35719 0.21019 0.54612 76.619 76.619 3.60E-06 70.89 1354200

4436 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.32393 0.38901 0.69091 76.24 76.24 3.60E-06 59.69 2022800

4437 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.32539 -0.34273 -0.038221 76.091 76.091 5.66E-08 57.67 1384900

4438 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.36227 0.003846 0.34443 76.354 76.354 5.66E-08 62.57 1903100

4439 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.27933 -0.26014 -0.0015771 76.265 76.265 3.60E-06 74.7 24612000

4440 AQLLATFNSYK Unmodified _AQLLATFNSYK_ B4FHT1_MAIZE 2 628.3377 1254.6608 0.30459 0.79781 1.081 75.989 75.989 5.66E-08 63.06 1406100

4441 AQLVEDVR Unmodified _AQLVEDVR_ B4FSV6_MAIZE 2 465.25617 928.49779 -0.023954 -0.73058 -0.76196 44.97 44.97 2.92E-02 34.63 2477600

4442 AQLVEDVR Unmodified _AQLVEDVR_ B4FSV6_MAIZE 2 465.25617 928.49779 -0.16393 -0.025466 -0.19772 44.576 44.576 5.06E-02 19.6 1057800

4443 AQLVEDVR Unmodified _AQLVEDVR_ B4FSV6_MAIZE 2 465.25617 928.49779 -0.050624 -0.12358 -0.18317 46.394 46.394 1.90E-02 28.35 1704700

4444 AQLVEDVR Unmodified _AQLVEDVR_ B4FSV6_MAIZE 2 465.25617 928.49779 -0.1019 0.085746 -0.02474 47.013 47.013 1.90E-02 41.99 12627000

4445 AQLVEDVR Unmodified _AQLVEDVR_ B4FSV6_MAIZE 2 465.25617 928.49779 -0.075347 0.34046 0.25534 47.983 47.983 1.90E-02 37.7 1090900

4446 AQLVETYACSPATER Acetyl (Protein N-term) _(ac)AQLVETYACSPATER_ B6UDC2_MAIZE 2 869.40925 1736.8039 1.0817 0.063782 1.1331 93.371 93.371 6.37E-03 26.81 409720

4447 AQLVETYACSPATER Acetyl (Protein N-term) _(ac)AQLVETYACSPATER_ B6UDC2_MAIZE 2 869.40925 1736.8039 1.106 0.11726 1.2115 93.667 93.667 6.53E-30 53.73 296890

4448 AQLVETYACSPATER Acetyl (Protein N-term) _(ac)AQLVETYACSPATER_ B6UDC2_MAIZE 2 869.40925 1736.8039 1.1068 -0.023925 1.0711 92.982 92.982 1.02E-23 78.68 778070

4449 AQMEAEFQR Oxidation (M) _AQM(ox)EAEFQR_ B4FMV3_MAIZE 2 563.25331 1124.4921 -0.017365 0.11144 0.073719 35.117 35.117 3.32E-02 37.41 93799

4450 AQMEAEFQR Unmodified _AQMEAEFQR_ B4FMV3_MAIZE 2 555.25585 1108.4971 -0.070211 0.13511 0.040609 48.296 48.296 1.01E-02 35.31 164500

4451 AQNALAEVQEYTSFLR Unmodified _AQNALAEVQEYTSFLR_ B4FSJ7_MAIZE 2 920.46541 1838.9163 1.3323 0.05154 1.3662 113.51 113.51 9.46E-03 56.73 64127

4452 AQPGSLGHEELDAK Unmodified _AQPGSLGHEELDAK_ B4F9X0_MAIZE 2 726.35989 1450.7052 0.72454 -0.64883 0.061828 46.4 46.4 2.25E-03 45.03 603270

4453 AQPVLLPHLLLSYVEQLER Unmodified _AQPVLLPHLLLSYVEQLER_ B4FAV4_MAIZE 3 740.09132 2217.2521 0.80928 0.33565 1.1297 125.22 125.22 4.09E-04 46.04 2032200

4454 AQQICAVLYPGDATEEGK Unmodified _AQQICAVLYPGDATEEGK_ B5AMJ8_MAIZE 2 975.46729 1948.92 1.2135 0.40194 1.6107 72.872 72.872 5.25E-26 61.05 422000

4455 AQQICAVLYPGDATEEGK Unmodified _AQQICAVLYPGDATEEGK_ B5AMJ8_MAIZE 2 975.46729 1948.92 1.1578 0.15139 1.3046 73.542 73.542 3.54E-16 60.96 283360

4456 AQQLLGGSAASALSR Unmodified _AQQLLGGSAASALSR_ B6U0P5_MAIZE 2 715.39152 1428.7685 0.69313 -0.11269 0.5615 67.008 67.008 8.98E-47 115.51 1803900

4457 AQSLLSAGAHPTAAADALHR Unmodified _AQSLLSAGAHPTAAADALHR_ B4F8V9_MAIZE 3 653.34493 1957.013 0.47957 -0.10239 0.36032 60.174 60.174 2.08E-03 33.52 1273900

4458 AQSLLSAGAHPTAAADALHR Unmodified _AQSLLSAGAHPTAAADALHR_ B4F8V9_MAIZE 3 653.34493 1957.013 0.43994 -0.54617 -0.12275 61.017 61.017 2.08E-03 34.83 334870

4459 AQSLLSAGAHPTAAADALHR Unmodified _AQSLLSAGAHPTAAADALHR_ B4F8V9_MAIZE 3 653.34493 1957.013 0.48706 -0.19206 0.27848 62.143 62.143 3.64E-02 33.98 451360

4460 AQTGPGDRPLAEIR Unmodified _AQTGPGDRPLAEIR_ B6TYW9_MAIZE 3 494.26707 1479.7794 -0.1894 -0.3058 -0.50506 53.398 53.398 6.81E-01 9.68 1078700

4461 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 2 705.87042 1409.7263 0.70743 0.16851 0.86182 56.876 56.876 1.98E-03 68.15 739970

4462 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 3 470.91604 1409.7263 -0.16492 -0.26449 -0.44345 57.297 57.297 2.46E-02 28.45 985900

4463 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 3 470.91604 1409.7263 -0.034474 0.020637 -0.027882 58.953 58.953 2.46E-02 26.67 1971900

4464 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 3 470.91604 1409.7263 -0.017392 0.13205 0.099874 58.286 58.286 4.52E-03 36.28 1460600
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4465 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 3 470.91604 1409.7263 -0.15566 0.024405 -0.1456 58.818 58.818 9.42E-03 34.61 3720700

4466 AQTIDELHSLQR Unmodified _AQTIDELHSLQR_ PEPCK_MAIZE 2 705.87042 1409.7263 0.67378 -0.047949 0.61243 58.82 58.82 1.11E-04 73.79 688210

4467 AQTSVINGNLNPVWNEELK Unmodified _AQTSVINGNLNPVWNEELK_ B6T759_MAIZE 2 1063.5475 2125.0804 1.2107 0.061485 1.2578 89.492 89.492 2.86E-31 85.76 885300

4468 AQTVFTPSLEAMK Acetyl (Protein N-term),Oxidation (M) _(ac)AQTVFTPSLEAM(ox)K_ B4FX42_MAIZE 2 740.87124 1479.7279 0.75789 -0.087271 0.66273 83.578 83.578 9.54E-02 10.92 485850

4469 AQTVFTPSLEAMK Acetyl (Protein N-term),Oxidation (M) _(ac)AQTVFTPSLEAM(ox)K_ B4FX42_MAIZE 2 740.87124 1479.7279 0.73013 -0.17606 0.54694 84.801 84.801 3.13E-02 25.67 1905000

4470 AQTVFTPSLEAMK Acetyl (Protein N-term) _(ac)AQTVFTPSLEAMK_ B4FX42_MAIZE 2 732.87378 1463.733 0.70598 0.13289 0.82882 98.131 98.131 2.65E-01 11.48 415440

4471 AQTVVLK Unmodified _AQTVVLK_ B6SPL7_MAIZE 2 379.74217 757.46979 0.44176 0.30374 0.74367 33.843 33.843 7.83E-01 25.35 105310

4472 AQTVVLK Acetyl (Protein N-term) _(ac)AQTVVLK_ B6SPL7_MAIZE 2 400.74745 799.48035 0.09423 -0.14725 -0.062416 57.103 57.103 9.32E-03 44.55 1118100

4473 AQVAADAPVEEVK Unmodified _AQVAADAPVEEVK_ B6TVE3_MAIZE 2 663.84862 1325.6827 0.50161 0.14014 0.62731 49.265 49.265 1.00E-11 97.51 2123400

4474 AQVAADAPVEEVK Unmodified _AQVAADAPVEEVK_ B6TVE3_MAIZE 2 663.84862 1325.6827 0.49826 -0.077922 0.40756 49.072 49.072 2.50E-15 87.83 1164900

4475 AQVAADAPVEEVK Unmodified _AQVAADAPVEEVK_ B6TVE3_MAIZE 2 663.84862 1325.6827 0.46448 -0.096979 0.35424 50.642 50.642 2.50E-15 110.5 7055600

4476 AQVAADAPVEEVK Unmodified _AQVAADAPVEEVK_ B6TVE3_MAIZE 2 663.84862 1325.6827 0.45995 0.21409 0.66015 52.018 52.018 1.00E-11 59.58 1861200

4477 AQVAADAPVEEVKTEVPPAEEAK Unmodified _AQVAADAPVEEVKTEVPPAEEAK_ B6TVE3_MAIZE 3 793.4077 2377.2013 0.92665 0.29713 1.208 65.604 65.604 6.27E-03 23.21 247340

4478 AQVAADAPVEEVKTEVPPAEEAK Unmodified _AQVAADAPVEEVKTEVPPAEEAK_ B6TVE3_MAIZE 3 793.4077 2377.2013 0.94756 0.046882 0.9789 66.071 66.071 3.62E-09 29.86 1184900

4479 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.83873 -0.040893 0.8064 76.551 76.551 7.01E-11 74.38 1162800

4480 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.81034 -0.33057 0.48883 76.852 76.852 7.01E-11 55.14 470550

4481 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.81262 0.35457 1.1761 77.518 77.518 7.01E-11 60.62 576970

4482 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.78419 -0.42838 0.36488 77.114 77.114 2.37E-16 71.47 513840

4483 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.87882 -0.43159 0.45699 76.925 76.925 6.37E-03 32.44 277730

4484 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.60649 -3.383 -2.7634 77.667 77.667 2.05E-04 43.56 689330

4485 AQVALVPGDAFGDDK Unmodified _AQVALVPGDAFGDDK_ B4G195_MAIZE 2 751.87791 1501.7413 0.7737 -0.35812 0.42488 77.517 77.517 2.05E-04 36.77 937000

4486 AQVPISGFPVGAVGLGASGR Unmodified _AQVPISGFPVGAVGLGASGR_ B6TJW3_MAIZE 2 920.50742 1839.0003 1.1788 -0.000181 1.1916 92.58 92.58 3.12E-37 74.38 457450

4487 AQVVSNINACTAVGDTVR Unmodified _AQVVSNINACTAVGDTVR_ B4FBP0_MAIZE 2 937.97308 1873.9316 1.2354 0.15927 1.4048 67.647 67.647 1.77E-34 146.53 289560

4488 AQVYTQHAYMR Oxidation (M) _AQVYTQHAYM(ox)R_ B4F7U0_MAIZE 3 461.88732 1382.6401 -0.02248 0.17749 0.14397 35.586 35.586 5.02E-01 14.12 985830

4489 AQVYTQHAYMR Unmodified _AQVYTQHAYMR_ B4F7U0_MAIZE 3 456.55568 1366.6452 -0.023137 0.58783 0.55058 42.059 42.059 3.45E-01 9.16 1383400

4503 ARDPNAPAPAPK Unmodified _ARDPNAPAPAPK_ Q9FYS5_MAIZE 3 402.21928 1203.636 0.49499 0.050212 0.51742 24.296 24.296 3.65E-01 25.05 103560

4504 ARDPNAPAPAPK Unmodified _ARDPNAPAPAPK_ Q9FYS5_MAIZE 2 602.82529 1203.636 0.39126 -0.11595 0.24671 24.298 24.298 1.00E+00 3.3 15001

4505 AREENVYMAK Oxidation (M) _AREENVYM(ox)AK_ B6SRI4_MAIZE 2 613.79534 1225.5761 0.37605 0.47753 0.81883 26.459 26.459 4.20E-02 41.2 63958

4506 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 2 778.87993 1555.7453 0.93351 0.004096 0.91897 78.179 78.179 6.98E-15 43.31 503120

4507 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 2 778.87993 1555.7453 0.88754 -0.0371 0.8319 79.044 79.044 2.98E-17 57.06 624520

4508 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 2 778.87993 1555.7453 0.86991 -0.14588 0.70636 79.425 79.425 4.08E-13 49.71 991480

4509 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 3 519.58905 1555.7453 -0.026157 -0.14074 -0.18531 79.444 79.444 1.00E+00 7.73 3219300

4510 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 3 519.58905 1555.7453 -0.050401 -0.17529 -0.24275 79.153 79.153 2.49E-02 20.21 4821900

4511 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 2 778.87993 1555.7453 0.88642 -0.17337 0.69578 79.137 79.137 1.87E-21 58.31 1376100
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4512 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 3 519.58905 1555.7453 -0.13249 -0.25319 -0.40329 78.895 78.895 1.28E-04 38.46 9380900

4513 ARFEELNMDLFR Oxidation (M) _ARFEELNM(ox)DLFR_ HSP70_MAIZE 2 778.87993 1555.7453 0.83668 -0.51544 0.30429 78.875 78.875 2.98E-17 65.38 2444600

4514 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 2 770.88248 1539.7504 0.88757 0.1785 1.0447 90.83 90.83 7.61E-14 51.42 2453200

4515 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 2 770.88248 1539.7504 0.91038 0.1671 1.0566 91.61 91.61 2.05E-12 50.38 477770

4516 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 3 514.25741 1539.7504 -0.014124 -0.016704 -0.052091 91.661 91.661 4.50E-01 13.72 2268600

4517 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 2 770.88248 1539.7504 0.86882 0.50741 1.3548 91.657 91.657 9.64E-17 52.99 563820

4518 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 3 514.25741 1539.7504 -0.040714 0.086137 0.023904 91.514 91.514 2.11E-01 26.17 3379500

4519 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 2 770.88248 1539.7504 0.88904 -0.83025 0.039398 91.519 91.519 7.61E-14 57.04 1294200

4520 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 3 514.25741 1539.7504 -0.12701 -0.051912 -0.1994 91.387 91.387 2.11E-01 21.98 6054300

4521 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 2 770.88248 1539.7504 0.89758 0.1702 1.0472 91.381 91.381 2.05E-12 39.76 1797500

4522 ARFEELNMDLFR Unmodified _ARFEELNMDLFR_ HSP70_MAIZE 3 514.25741 1539.7504 -0.020643 0.29273 0.25017 91.622 91.622 4.50E-01 16.47 735370

4523 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 3 508.59156 1522.7528 -0.046069 -0.007038 -0.075822 76.415 76.415 2.46E-02 25.22 2098600

4524 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 2 762.3837 1522.7528 0.93404 0.25893 1.1704 76.414 76.414 2.62E-07 42.62 627660

4525 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 3 508.59156 1522.7528 -0.19388 -0.21922 -0.43497 77.276 77.276 9.42E-03 28.24 952290

4526 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 2 762.3837 1522.7528 0.88847 -0.14238 0.72487 77.268 77.268 1.11E-04 44.33 275070

4527 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 2 762.3837 1522.7528 0.8842 0.11064 0.9727 77.692 77.692 2.62E-07 44.99 544360

4528 ARFEELNNDLFR Unmodified _ARFEELNNDLFR_ B4FW90_MAIZE 2 762.3837 1522.7528 0.83682 -0.14655 0.66847 77.209 77.209 1.68E-09 45.69 2638800

4529 ARGEVISTK Unmodified _ARGEVISTK_ B6SYW9_MAIZE 2 480.77727 959.53999 0.10838 0.043443 0.13472 22.264 22.264 3.39E-01 10.7 12072

4530 ARGEVISTK Unmodified _ARGEVISTK_ B6SYW9_MAIZE 2 480.77727 959.53999 -0.072256 0.057989 -0.031216 24.907 24.907 1.00E+00 4.41 6758.9

4531 ARPDFGDVSGGQDMTGYYPR Oxidation (M) _ARPDFGDVSGGQDM(ox)TGYYPR_ B6THA7_MAIZE 3 735.66037 2203.9593 0.78772 -0.27562 0.52219 66.697 66.697 1.69E-03 41.37 1001100

4532 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 3 374.54399 1120.6101 0.8258 0.094748 0.89108 27.169 27.169 1.00E+00 11.03 14157

4533 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 3 374.54399 1120.6101 0.77367 0.028166 0.77272 27.783 27.783 6.72E-01 22.79 18611

4534 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 2 561.31235 1120.6101 0.19337 -0.4437 -0.27906 26.307 26.307 2.00E-01 16.67 25029

4535 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 3 374.54399 1120.6101 0.84389 0.2693 1.0816 26.311 26.311 3.65E-01 35.23 98293

4536 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 3 374.54399 1120.6101 0.43616 -0.4118 -0.0024586 29.422 29.422 1.55E-01 30.12 1233000

4537 ARPGAPAAAPSR Unmodified _ARPGAPAAAPSR_ B4FR03_MAIZE 2 561.31235 1120.6101 0.039575 -0.081621 -0.071539 29.42 29.42 4.56E-01 25.57 311530

4538 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.64334 -0.22195 0.40766 35.56 35.56 6.20E-03 49.26 573300

4539 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.50323 -0.14429 0.34616 36.61 36.61 9.49E-01 10.27 13430

4540 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 3 458.57591 1372.7059 -0.13536 0.067416 -0.082463 34.787 34.787 1.00E+00 1.58 326000

4541 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.60023 -0.14967 0.43674 34.791 34.791 3.13E-02 19.56 116420

4542 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 3 458.57591 1372.7059 0.085382 -0.23433 -0.16245 37.494 37.494 1.00E+00 7.23 399670

4543 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.69374 -0.12944 0.55055 36.659 36.659 3.13E-02 24.72 110400

4544 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.68791 -0.23575 0.43855 37.261 37.261 6.20E-03 29.66 125250

4545 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 3 458.57591 1372.7059 -0.094609 -0.1727 -0.28132 37.952 37.952 1.02E-01 34.98 4289500
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4546 ARPNLVESTSGSR Unmodified _ARPNLVESTSGSR_ Q9M589_MAIZE 2 687.36022 1372.7059 0.57812 -0.23025 0.33428 37.96 37.96 2.50E-15 60.06 1282800

4547 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.2462 -0.086875 1.1314 41.031 41.031 1.05E-01 42.67 18077000

4548 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 2 497.27182 992.5291 -0.17807 -0.15486 -0.36076 42.133 42.133 7.88E-01 18.8 56476

4549 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.152 0.13833 1.2641 42.13 42.13 2.47E-01 23.94 50012

4550 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.1904 -0.25258 0.90916 40.805 40.805 1.05E-01 24.04 3764100

4551 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.3628 -0.35945 0.97587 43.408 43.408 2.47E-01 27.9 3125700

4552 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 2 497.27182 992.5291 -0.065408 -0.45248 -0.54472 42.721 42.721 5.06E-02 31.01 1949700

4553 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.237 0.029115 1.2368 42.72 42.72 2.47E-01 37.39 1817600

4554 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.2251 0.063745 1.2613 43.482 43.482 3.42E-02 44.97 1045500

4555 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 2 497.27182 992.5291 -0.073408 -1.9241 -2.0208 43.475 43.475 3.77E-01 31.25 936420

4556 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 3 331.85031 992.5291 1.3288 0.06021 1.3612 43.165 43.165 2.47E-01 37.92 1682100

4557 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 2 497.27182 992.5291 -0.053737 -5.1346 -5.2058 43.144 43.144 1.65E-01 30.89 3363000

4558 ARYDEIVK Unmodified _ARYDEIVK_ B6TWN7_MAIZE 2 497.27182 992.5291 -0.10853 -0.22698 -0.36202 43.767 43.767 1.65E-01 32.58 1008600

4559 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.93927 0.34173 1.2681 105.84 105.84 6.53E-30 97.96 1357100

4560 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.97089 0.059822 1.0194 107.14 107.14 1.56E-01 14 12021

4561 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.91089 0.39596 1.2943 106.24 106.24 1.04E-33 99.53 640970

4562 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.91048 0.28869 1.187 106.38 106.38 2.37E-16 61.75 750850

4563 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.92415 0.19807 1.1098 106.29 106.29 7.01E-11 68.52 352760

4564 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.99759 0.5035 1.4886 105.68 105.68 6.53E-30 83.18 417110

4565 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.97463 0.071431 1.0333 106.48 106.48 1.12E-07 68.53 365600

4566 ASAAAATQVGTYFLR Acetyl (Protein N-term) _(ac)ASAAAATQVGTYFLR_ B6T5S5_MAIZE 2 784.907 1567.7995 0.89824 0.06014 0.94639 106.86 106.86 2.05E-04 68.31 222350

4567 ASAAGEAIEK Unmodified _ASAAGEAIEK_ B6SU81_MAIZE 2 473.74564 945.47673 -0.056214 -0.25426 -0.35326 29.411 29.411 1.25E-02 47.41 64366

4568 ASAALICGTEQWK Acetyl (Protein N-term) _(ac)ASAALICGTEQWK_ B4G0N0_MAIZE 2 738.86121 1475.7079 0.73732 -0.28818 0.43585 91.552 91.552 2.65E-01 11.27 1567700

4569 ASAALICGTEQWK Acetyl (Protein N-term) _(ac)ASAALICGTEQWK_ B4G0N0_MAIZE 2 738.86121 1475.7079 0.7718 0.025302 0.78359 91.887 91.887 1.00E-11 56.35 555620

4570 ASAALICGTEQWK Acetyl (Protein N-term) _(ac)ASAALICGTEQWK_ B4G0N0_MAIZE 2 738.86121 1475.7079 0.77719 0.1655 0.92803 92.235 92.235 1.15E-02 23.77 596540

4571 ASAALICGTEQWK Acetyl (Protein N-term) _(ac)ASAALICGTEQWK_ B4G0N0_MAIZE 2 738.86121 1475.7079 0.75078 0.009433 0.74642 91.551 91.551 1.47E-03 30.96 2717500

4572 ASAASSAAAAGK Acetyl (Protein N-term) _(ac)ASAASSAAAAGK_ B6TU01_MAIZE 2 502.754 1003.4934 -0.2089 0.055592 -0.19805 39.527 39.527 2.62E-07 48.5 204480

4573 ASAASSAVGAGK Acetyl (Protein N-term) _(ac)ASAASSAVGAGK_ B6SJY2_MAIZE 2 509.76182 1017.5091 -0.17315 0.32091 0.12282 44.802 44.802 2.62E-07 52.92 86417

4574 ASAASSAVGAGK Acetyl (Protein N-term) _(ac)ASAASSAVGAGK_ B6SJY2_MAIZE 2 509.76182 1017.5091 -0.18513 0.053071 -0.15715 48.588 48.588 2.05E-12 72.82 1000200

4575 ASAELSR Acetyl (Protein N-term) _(ac)ASAELSR_ 14331_MAIZE 1 2 388.20087 774.38718 0.57499 -0.29756 0.23138 42.671 42.671 1.86E-01 27.54 696690

4576 ASAELSR Acetyl (Protein N-term) _(ac)ASAELSR_ 14331_MAIZE 1 2 388.20087 774.38718 0.54669 -0.10413 0.39564 42.808 42.808 4.46E-01 19.76 1212100

4577 ASAELSREENVYMAK Acetyl (Protein N-term) _(ac)ASAELSREENVYMAK_ 14331_MAIZE 1 2 870.41708 1738.8196 1.0925 0.064077 1.1182 73.078 73.078 1.26E-03 53.52 882480

4578 ASAELSREENVYMAK Acetyl (Protein N-term) _(ac)ASAELSREENVYMAK_ 14331_MAIZE 1 2 870.41708 1738.8196 1.0937 0.012138 1.0678 73.447 73.447 1.12E-07 87.27 513580

4579 ASAELSREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)ASAELSREENVYM(ox)AK_ 14331_MAIZE 1 2 878.41453 1754.8145 0.99978 -0.65981 0.30538 65.628 65.628 3.13E-13 55.36 1246100
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4580 ASAFGVGVVYGSIK Unmodified _ASAFGVGVVYGSIK_ B6T134_MAIZE 2 677.8719 1353.7293 0.48169 0.11018 0.60071 84.362 84.362 2.96E-06 63.55 187270

4581 ASAGIPCQR Unmodified _ASAGIPCQR_ B6TMI7_MAIZE 2 480.24 958.46544 -0.039096 -0.88407 -0.92814 33.69 33.69 3.39E-01 20.49 160090

4582 ASAGIPCQR Unmodified _ASAGIPCQR_ B6TMI7_MAIZE 2 480.24 958.46544 0.055268 -0.27506 -0.22561 34.274 34.274 1.00E+00 7.99 99366

4583 ASAGIPCQR Unmodified _ASAGIPCQR_ B6TMI7_MAIZE 2 480.24 958.46544 -0.11138 0.20526 0.087 35.987 35.987 1.01E-02 36.86 1919100

4584 ASAIAGFVSANK Unmodified _ASAIAGFVSANK_ Q5EUD9_MAIZE 2 568.30894 1134.6033 0.12495 0.25667 0.36296 63.357 63.357 2.62E-07 52.88 969760

4585 ASALAALSSAFNPSSQQR Unmodified _ASALAALSSAFNPSSQQR_ B4FXH4_MAIZE 2 903.46066 1804.9068 1.1542 0.28788 1.4213 93.416 93.416 1.18E-19 82.32 523390

4586 ASALAALSSAFNPSSQQR Unmodified _ASALAALSSAFNPSSQQR_ B4FXH4_MAIZE 2 903.46066 1804.9068 1.1306 1.4294 2.5369 94.255 94.255 7.30E-02 2.57 378420

4587 ASALLVDFFDK Unmodified _ASALLVDFFDK_ SUS2_MAIZE 2 613.3268 1224.639 0.32418 0.48703 0.80829 106.41 106.41 3.60E-06 63.24 1586200

4588 ASALPASCCSGVK Unmodified _ASALPASCCSGVK_ B4FB54_MAIZE 2 654.30775 1306.6009 0.44152 -0.062096 0.38339 41.017 41.017 1.15E-02 29.81 63723

4589 ASALWFSR Unmodified _ASALWFSR_ B6TYF1_MAIZE 2 469.24815 936.48175 -0.019018 0.046524 0.009121 74.754 74.754 1.90E-02 34.28 195880

4590 ASANSWTLEIASPVAPQR Acetyl (Protein N-term) _(ac)ASANSWTLEIASPVAPQR_ Q29SB6_MAIZE 2 970.49725 1938.9799 1.0648 0.88821 1.9331 105.22 105.22 1.05E-02 17.73 3088900

4591 ASANTGLIR Unmodified _ASANTGLIR_ B4FWN1_MAIZE 2 451.75634 901.49813 -0.20239 0.22104 -0.0047932 41.044 41.044 3.39E-01 32.3 240130

4592 ASASDPVIPWYHANR Unmodified _ASASDPVIPWYHANR_ B6TP06_MAIZE 3 561.94611 1682.8165 -0.01724 0.34631 0.31691 74.445 74.445 4.82E-01 17.91 1812100

4593 ASASHAPTPLLKDELDIVIPTIR Acetyl (Protein N-term) _(ac)ASASHAPTPLLKDELDIVIPTIR_ B6T9G3_MAIZE 3 833.79876 2498.3744 1.0486 0.27309 1.3076 110.48 110.48 1.60E-11 48.45 1312000

4594 ASASLLGVPLGHNSSFLQGPAFAPPR Unmodified _ASASLLGVPLGHNSSFLQGPAFAPPR_ B4FQ58_MAIZE 3 864.46248 2590.3656 1.1094 0.15068 1.2577 102.5 102.5 8.02E-10 33.71 652000

4595 ASATDAATASDER Unmodified _ASATDAATASDER_ B6SW54_MAIZE 2 633.28385 1264.5531 0.52346 -0.20105 0.3057 30.149 30.149 2.65E-01 32.7 15004

4596 ASATDAATASDER Unmodified _ASATDAATASDER_ B6SW54_MAIZE 2 633.28385 1264.5531 0.4429 -0.12164 0.30424 32.003 32.003 1.47E-03 53.28 22879

4597 ASATDAATASDER Unmodified _ASATDAATASDER_ B6SW54_MAIZE 2 633.28385 1264.5531 0.44941 -0.088869 0.34307 32.225 32.225 2.61E-08 90.07 177380

4598 ASATEAAFTNGPSLR Unmodified _ASATEAAFTNGPSLR_ B6T2E1_MAIZE 2 746.87316 1491.7318 0.83982 -0.60507 0.22079 63.145 63.145 1.26E-03 37.34 268230

4599 ASAVSTLAK Unmodified _ASAVSTLAK_ B6SV32_MAIZE 2 424.24782 846.48108 0.21438 -0.27177 -0.079832 34.102 34.102 7.18E-01 16.7 126140

4600 ASAVSTLAK Unmodified _ASAVSTLAK_ B6SV32_MAIZE 2 424.24782 846.48108 0.050324 0.13605 0.16274 32.92 32.92 3.32E-02 31 74325

4601 ASAVSTLAK Unmodified _ASAVSTLAK_ B6SV32_MAIZE 2 424.24782 846.48108 0.17769 -0.31863 -0.16246 35.557 35.557 1.00E+00 16.61 66131

4602 ASAVSTLAK Unmodified _ASAVSTLAK_ B6SV32_MAIZE 2 424.24782 846.48108 0.2037 0.37302 0.55322 34.693 34.693 1.01E-02 25.41 177750

4603 ASAVVVDAGDAPEPTVR Acetyl (Protein N-term) _(ac)ASAVVVDAGDAPEPTVR_ B4FEF1_MAIZE 2 848.43104 1694.8475 1.1312 -1.3877 -0.25181 78.384 78.384 1.37E-17 47.73 242790

4604 ASCGAGDAASAQPR Acetyl (Protein N-term) _(ac)ASCGAGDAASAQPR_ B4FTM3_MAIZE 2 680.79914 1359.5837 0.53324 0.054757 0.57908 40.56 40.56 3.56E-04 44.46 568590

4605 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.34422 -0.097619 0.24083 42.745 42.745 4.46E-01 29.54 882610

4606 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.17957 0.1341 0.30897 42.584 42.584 8.04E-02 43.26 579880

4607 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.30365 -0.068258 0.2305 45.04 45.04 8.04E-02 29.24 1153000

4608 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.27474 -0.11817 0.15104 44.407 44.407 8.04E-02 34.05 1470100

4609 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.29739 -0.033025 0.2601 44.605 44.605 4.49E-02 31.86 1865300

4610 ASCISFK Unmodified _ASCISFK_ B4FQX1_MAIZE 2 406.70219 811.38982 0.22351 -0.31195 -0.093413 45.483 45.483 9.32E-03 36.67 16379000

4611 ASDASIVK Unmodified _ASDASIVK_ B6U0U2_MAIZE 2 395.71889 789.42323 0.53286 -0.25608 0.25831 27.526 27.526 1.65E-01 21.21 29043

4612 ASDGAAATPAK Acetyl (Protein N-term) _(ac)ASDGAAATPAK_ B4FTE1_MAIZE 2 501.24855 1000.4825 -0.095441 -0.25509 -0.37613 34.327 34.327 4.48E-03 43.65 129960

4613 ASDGSGVVTVYGSNGAELLEPSK Acetyl (Protein N-term) _(ac)ASDGSGVVTVYGSNGAELLEPSK_ B4FQA2_MAIZE 2 1140.0555 2278.0965 1.219 -0.16767 1.0487 95.625 95.625 5.43E-06 59.47 458540
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4614 ASDKITQLTDNVYVCR Unmodified _ASDKITQLTDNVYVCR_ B4FNK1_MAIZE 3 628.31576 1881.9255 0.32267 0.10898 0.43363 73.426 73.426 1.21E-01 17.05 425730

4615 ASDLDIASIFGMGFPPYR Oxidation (M) _ASDLDIASIFGM(ox)GFPPYR_ B6UC41_MAIZE 2 986.9773 1971.94 1.2093 0.057017 1.265 122.28 122.28 2.85E-09 41.52 174180

4616 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0412 0.40959 1.4507 109.79 109.79 1.82E-38 84.06 574370

4617 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 0.98464 0.35165 1.3363 110.32 110.32 7.73E-25 87.79 399820

4618 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0061 0.46329 1.4692 110.34 110.34 1.42E-33 83.13 388000

4619 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0184 0.37632 1.3948 110.33 110.33 1.42E-33 97.59 461460

4620 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0907 0.60538 1.6958 109.96 109.96 5.87E-44 93.47 224000

4621 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0802 0.33004 1.4097 110.72 110.72 2.01E-03 26.8 72194

4622 ASDLDIASVLGMGFPK Oxidation (M) _ASDLDIASVLGM(ox)GFPK_ B6SXV4_MAIZE 2 818.91618 1635.8178 1.0036 0.45551 1.4591 112.17 112.17 1.27E-09 50.32 56439

4623 ASDLDIASVLGMGFPK Unmodified _ASDLDIASVLGMGFPK_ B6SXV4_MAIZE 2 810.91872 1619.8229 0.97946 0.19292 1.1694 119.7 119.7 1.82E-38 70.25 1117800

4624 ASDQPVALFGR Unmodified _ASDQPVALFGR_ B4FTQ0_MAIZE 2 580.80656 1159.5986 0.12006 0.24249 0.36281 71.172 71.172 4.48E-03 44.31 195760

4625 ASDSTAAVTVDGSALAGR Acetyl (Protein N-term) _(ac)ASDSTAAVTVDGSALAGR_ B4FAJ4_MAIZE 2 845.91576 1689.817 1.1193 0.36604 1.4838 75.972 75.972 2.85E-09 37.62 538120

4626 ASDTGSYLGK Unmodified _ASDTGSYLGK_ B6SID7_MAIZE 2 499.7431 997.47164 -0.098077 -0.016897 -0.12056 39.99 39.99 2.81E-03 51.15 634370

4627 ASDTGSYLGK Unmodified _ASDTGSYLGK_ B6SID7_MAIZE 2 499.7431 997.47164 -0.099589 -0.34689 -0.45137 37.213 37.213 2.81E-03 53.99 783580

4628 ASEAELLSK Unmodified _ASEAELLSK_ B6TVJ7_MAIZE 2 474.25584 946.49713 0.59588 46.119 46.119 9.17E-02 13.82

4629 ASEEDEGAFGSGGYR Unmodified _ASEEDEGAFGSGGYR_ B4F957_MAIZE 2 766.31842 1530.6223 0.88499 0.30402 1.1814 54.293 54.293 2.40E-39 87.17 711810

4630 ASEEDEGAFGSGGYR Unmodified _ASEEDEGAFGSGGYR_ B4F957_MAIZE 2 766.31842 1530.6223 0.84611 0.040508 0.87908 54.34 54.34 2.40E-39 131.25 2908000

4631 ASEEGVVIACHTK Acetyl (Protein N-term) _(ac)ASEEGVVIACHTK_ B6SMC1_MAIZE 2 721.85084 1441.6871 0.76868 0.11556 0.87953 56.354 56.354 2.61E-08 54.51 755120

4632 ASEEGVVIACHTK Acetyl (Protein N-term) _(ac)ASEEGVVIACHTK_ B6SMC1_MAIZE 2 721.85084 1441.6871 0.68906 -2.266 -1.5767 55.649 55.649 9.49E-01 13.21 18566

4633 ASEEGVVIACHTK Acetyl (Protein N-term) _(ac)ASEEGVVIACHTK_ B6SMC1_MAIZE 2 721.85084 1441.6871 0.47713 -0.7178 -0.24317 57.175 57.175 2.61E-08 55.69 8765100

4634 ASEEGVVIACHTK Acetyl (Protein N-term) _(ac)ASEEGVVIACHTK_ B6SMC1_MAIZE 2 721.85084 1441.6871 0.68895 0.031944 0.71757 59.561 59.561 2.50E-15 73.11 389530

4635 ASEELHGVRPFDPER Unmodified _ASEELHGVRPFDPER_ B6T033_MAIZE 4 435.46814 1737.8434 0.048771 -0.010944 0.028507 56.068 56.068 8.03E-01 7.52 4032700

4636 ASEELHGVRPFDPER Unmodified _ASEELHGVRPFDPER_ B6T033_MAIZE 3 580.28843 1737.8434 0.1281 0.46954 0.5866 56.08 56.08 1.29E-02 18.19 1502900

4637 ASELLEQTK Unmodified _ASELLEQTK_ Q41743_MAIZE 2 509.7744 1017.5342 -0.011167 -0.47802 -0.51811 41.122 41.122 3.39E-01 16.95 945800

4638 ASELLEQTK Unmodified _ASELLEQTK_ Q41743_MAIZE 2 509.7744 1017.5342 -0.14151 -0.18632 -0.35657 40.75 40.75 1.01E-02 25.79 390430

4639 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.65989 -0.052492 0.60324 49.797 49.797 4.68E-05 54.84 6388100

4640 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.48455 -0.27334 0.20885 50.366 50.366 1.56E-17 66.67 4420400

4641 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.70095 -0.068255 0.62884 52.087 52.087 2.61E-08 62.88 1052300

4642 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.64294 -0.60655 0.033287 51.953 51.953 1.56E-17 73.57 910960

4643 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.65738 -0.085061 0.56829 52.597 52.597 4.93E-21 67.86 1282500

4644 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.65452 -0.38056 0.27049 50.164 50.164 4.68E-05 38.59 844570

4645 ASEQGVVIACHSK Acetyl (Protein N-term) _(ac)ASEQGVVIACHSK_ B4FH44_MAIZE 2 714.35101 1426.6875 0.63691 -0.73784 -0.10271 53.394 53.394 2.61E-08 57.12 8116600

4646 ASEVMCGVR Unmodified _ASEVMCGVR_ B6UAW8_MAIZE 2 504.73369 1007.4528 -0.017212 0.28812 0.27421 39.092 39.092 1.12E-01 37.06 270630

4647 ASEVVRPSDAELLK Acetyl (Protein N-term) _(ac)ASEVVRPSDAELLK_ B6UD26_MAIZE 2 778.41994 1554.8253 0.92561 -0.39532 0.50757 74.519 74.519 3.56E-04 59.73 723890
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4648 ASEVVRPSDAELLK Acetyl (Protein N-term) _(ac)ASEVVRPSDAELLK_ B6UD26_MAIZE 2 778.41994 1554.8253 0.92035 0.044042 0.94224 75.586 75.586 1.00E+00 11.39 25144

4649 ASEVVRPSDAELLK Acetyl (Protein N-term) _(ac)ASEVVRPSDAELLK_ B6UD26_MAIZE 2 778.41994 1554.8253 0.90467 -0.015971 0.86649 74.885 74.885 1.95E-13 62.91 220280

4650 ASEVVRPSDAELLK Acetyl (Protein N-term) _(ac)ASEVVRPSDAELLK_ B6UD26_MAIZE 2 778.41994 1554.8253 0.89664 0.066785 0.94054 75.454 75.454 3.56E-04 52.73 1869600

4651 ASFAAGQTR Unmodified _ASFAAGQTR_ B4FUA7_MAIZE 2 454.73287 907.45118 0.23962 -0.41333 -0.18235 31.688 31.688 1.12E-01 37.89 55719

4652 ASFAGDLNFYGK Unmodified _ASFAGDLNFYGK_ B4G066_MAIZE 2 645.31168 1288.6088 0.47488 -0.36448 0.10486 81.756 81.756 1.00E+00 9.08 172790

4653 ASFAGDLNFYGK Unmodified _ASFAGDLNFYGK_ B4G066_MAIZE 2 645.31168 1288.6088 0.44014 0.27049 0.70432 81.629 81.629 1.11E-04 46 1166200

4654 ASFFADDGTDDLPR Acetyl (Protein N-term) _(ac)ASFFADDGTDDLPR_ B4FJF0_MAIZE 2 784.84681 1567.6791 0.93603 0.30809 1.2495 105.58 105.58 6.31E-03 22.56 1196200

4655 ASFSEAPPGNPK Acetyl (Protein N-term) _(ac)ASFSEAPPGNPK_ B6SKR4_MAIZE 2 622.30131 1242.5881 0.28379 -0.14352 0.12108 58.544 58.544 1.00E+00 0.23 54975

4656 ASFSEAPPGNPK Acetyl (Protein N-term) _(ac)ASFSEAPPGNPK_ B6SKR4_MAIZE 2 622.30131 1242.5881 0.25479 -0.025154 0.21023 61.25 61.25 1.60E-02 18.66 3127400

4657 ASFYESMDADTR Oxidation (M) _ASFYESM(ox)DADTR_ B1P123_MAIZE 2 704.78791 1407.5613 0.64406 -0.027016 0.60824 51.516 51.516 1.68E-09 76.69 1128100

4658 ASFYESMDADTR Unmodified _ASFYESMDADTR_ B1P123_MAIZE 2 696.79045 1391.5663 0.64438 -0.21445 0.41907 66.354 66.354 1.68E-09 64.34 785000

4659 ASGACQLVVK Unmodified _ASGACQLVVK_ B4FZ29_MAIZE 2 516.77896 1031.5434 -0.16232 0.11562 -0.042902 42.641 42.641 1.25E-02 48.02 92643

4660 ASGACQLVVK Unmodified _ASGACQLVVK_ B4FZ29_MAIZE 2 516.77896 1031.5434 -0.055621 -0.80666 -0.8575 43.836 43.836 2.81E-03 43.94 2992800

4661 ASGANYSSVVK Unmodified _ASGANYSSVVK_ B4FQQ1_MAIZE 2 541.77747 1081.5404 -0.1162 0.44357 0.31508 40.474 40.474 3.83E-01 28.19 133220

4662 ASGANYSSVVK Unmodified _ASGANYSSVVK_ B4FQQ1_MAIZE 2 541.77747 1081.5404 -0.030362 0.32256 0.28007 43.718 43.718 1.47E-01 20.14 478940

4663 ASGATWYTAVPTIHQIILDR Unmodified _ASGATWYTAVPTIHQIILDR_ B6UBI2_MAIZE 3 738.39529 2212.1641 0.83361 -0.4144 0.41715 104.48 104.48 1.69E-03 36.42 208390

4664 ASGATWYTAVPTIHQIILDR Unmodified _ASGATWYTAVPTIHQIILDR_ B6UBI2_MAIZE 3 738.39529 2212.1641 0.82727 -0.003268 0.82081 104.98 104.98 6.15E-07 47.37 506530

4665 ASGELACTYAALILSDDGIAITAEK Acetyl (Protein N-term) _(ac)ASGELACTYAALILSDDGIAITAEK_ B4FUB4_MAIZE 3 865.76679 2594.2785 1.0715 0.19658 1.2522 128.72 128.72 7.59E-08 29.4 81752

4666 ASGELACTYAALILSDDGIAITAEK Acetyl (Protein N-term) _(ac)ASGELACTYAALILSDDGIAITAEK_ B4FUB4_MAIZE 3 865.76679 2594.2785 1.0641 -0.059936 0.9877 128.93 128.93 2.09E-09 26.98 329630

4667 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.82142 0.28015 1.1075 74.119 74.119 6.53E-30 105.44 5084000

4668 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.72324 0.15537 0.88532 75.464 75.464 2.37E-16 80.12 54020

4669 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.84987 0.66791 1.5231 74.575 74.575 6.53E-30 96.75 2202800

4670 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.80532 0.11761 0.9293 75.261 75.261 1.04E-33 105.22 1847200

4671 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.79563 0.51006 1.3112 74.813 74.813 1.04E-33 96.49 1272700

4672 ASGEVAAADVVDVVR Unmodified _ASGEVAAADVVDVVR_ B4G029_MAIZE 2 729.38336 1456.7522 0.76807 -0.18187 0.59351 75.319 75.319 1.04E-33 111.05 2222300

4673 ASGGAAISAGPTPPSATASSVEWHQRPPNPK Acetyl (Protein N-term) _(ac)ASGGAAISAGPTPPSATASSVEWHQRPPNPK_ B6TBT3_MAIZE 3 1023.511 3067.5112 1.1734 0.017796 1.1835 68.377 68.377 1.23E-02 25.74 662880

4674 ASGLEVVPAGPAPAPQPPAHLEASQVK Unmodified _ASGLEVVPAGPAPAPQPPAHLEASQVK_ B4FU81_MAIZE 3 873.46941 2617.3864 1.0997 0.081697 1.1746 72.873 72.873 5.81E-12 31.88 512360

4675 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.99775 0.45743 1.4477 120.23 120.23 6.10E-05 29.15 3219200

4676 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.99586 0.27819 1.2662 120.8 120.8 8.27E-10 44.47 1466300

4677 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.95511 0.12992 1.0778 121.19 121.19 4.64E-06 35.91 2460900

4678 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.97327 0.14031 1.1059 122.26 122.26 9.51E-08 49.65 953110

4679 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 1.032 -0.008315 1.016 122.55 122.55 9.51E-08 42.47 562430

4680 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.94422 0.10465 1.0411 122.49 122.49 2.50E-19 65.19 10263000

4681 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 2 1215.6494 2429.2842 1.2206 0.22938 1.4427 122.48 122.48 6.35E-05 101.74 328160
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4682 ASGLIFNTFPLIETDTLAEIHK Unmodified _ASGLIFNTFPLIETDTLAEIHK_ B4G072_MAIZE 3 810.76869 2429.2842 0.97378 0.082205 1.0483 128.9 128.9 9.51E-08 51.51 622580

4683 ASGWPGEAEIWQAPNK Unmodified _ASGWPGEAEIWQAPNK_ B6TRC0_MAIZE 2 870.92064 1739.8267 1.1268 0.59974 1.7097 85.798 85.798 1.27E-09 50.12 506130

4684 ASGWPGEAEIWQAPNK Unmodified _ASGWPGEAEIWQAPNK_ B6TRC0_MAIZE 2 870.92064 1739.8267 1.0904 0.20692 1.2803 86.184 86.184 1.48E-07 58.54 3398700

4685 ASGYAGEVELFESK Unmodified _ASGYAGEVELFESK_ B6TMI7_MAIZE 2 743.85665 1485.6987 0.84396 -0.36477 0.46311 79.065 79.065 1.95E-13 68.84 530900

4686 ASGYAGEVELFESK Unmodified _ASGYAGEVELFESK_ B6TMI7_MAIZE 2 743.85665 1485.6987 0.78273 0.26895 1.0341 79.674 79.674 1.95E-13 65.36 211680

4687 ASGYAGEVELFESK Unmodified _ASGYAGEVELFESK_ B6TMI7_MAIZE 2 743.85665 1485.6987 0.77714 -0.020849 0.7399 79.826 79.826 1.95E-13 85 307950

4688 ASGYAGEVELFESK Unmodified _ASGYAGEVELFESK_ B6TMI7_MAIZE 2 743.85665 1485.6987 0.906 0.38151 1.2706 79.608 79.608 2.25E-03 34.28 251710

4689 ASGYAGEVELFESK Unmodified _ASGYAGEVELFESK_ B6TMI7_MAIZE 2 743.85665 1485.6987 0.76758 0.35189 1.1024 79.839 79.839 7.68E-22 77.29 5709400

4690 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.065079 -0.55706 -0.63695 55.576 55.576 3.13E-03 48.83 27132000

4691 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.08816 -0.52485 -0.62618 56.98 56.98 3.13E-03 49.9 15727000

4692 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.26525 57.657 57.657 4.81E-01 16.89

4693 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.26525 58.006 58.006 2.17E-02 32

4694 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.0055208 -0.092626 -0.113 57.668 57.668 1.01E-02 46.37 780870

4695 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 -0.052195 -1.5445 -1.6085 58.16 58.16 1.12E-01 16.35 1232200

4696 ASHIVGYPR Acetyl (Protein N-term) _(ac)ASHIVGYPR_ Q8W529_MAIZE 2 521.27744 1040.5403 0.014093 0.3013 0.3002 56.035 56.035 9.73E-03 41.78 390100

4697 ASIDEANELVYDAINNGVYK Unmodified _ASIDEANELVYDAINNGVYK_ B6T7B6_MAIZE 3 733.35857 2197.0539 0.8444 0.32951 1.1527 112.31 112.31 2.08E-03 38.65 452450

4698 ASIDEANELVYDAINNGVYK Unmodified _ASIDEANELVYDAINNGVYK_ B6T7B6_MAIZE 2 1099.5342 2197.0539 1.3194 1.3145 2.6123 112.36 112.36 4.56E-22 88.99 279290

4699 ASIKPISAEPAAK Unmodified _ASIKPISAEPAAK_ B6TAE3_MAIZE 3 428.25036 1281.7293 0.067905 0.46744 0.49466 41.791 41.791 6.84E-03 28.74 784150

4700 ASILLIQDAAPHLR Unmodified _ASILLIQDAAPHLR_ B6TC19_MAIZE 3 506.63146 1516.8726 -0.14854 -0.32669 -0.49811 82.736 82.736 5.17E-02 32.49 187820

4701 ASILLIQDAAPHLR Unmodified _ASILLIQDAAPHLR_ B6TC19_MAIZE 3 506.63146 1516.8726 0.0053681 -0.46069 -0.47764 82.923 82.923 1.59E-01 42.17 172300

4702 ASILLIQDAAPHLR Unmodified _ASILLIQDAAPHLR_ B6TC19_MAIZE 3 506.63146 1516.8726 0.046131 -0.17717 -0.15296 82.662 82.662 9.21E-03 76.87 214480

4703 ASILLIQDAAPHLR Unmodified _ASILLIQDAAPHLR_ B6TC19_MAIZE 3 506.63146 1516.8726 0.018837 -0.33244 -0.3355 82.431 82.431 1.59E-01 23.88 139880

4704 ASIPIVQVDPSFEGLDGGAGSLVK Unmodified _ASIPIVQVDPSFEGLDGGAGSLVK_ Q5EUC9_MAIZE 2 1178.6234 2355.2322 1.2268 0.020919 1.2543 110.39 110.39 1.57E-15 91.17 359400

4705 ASIPIVQVDPSFEGLDGGAGSLVK Unmodified _ASIPIVQVDPSFEGLDGGAGSLVK_ Q5EUC9_MAIZE 2 1178.6234 2355.2322 1.2329 0.18332 1.4228 109.85 109.85 7.49E-12 67.68 402740

4706 ASIPIVQVDPSFEGLDGGAGSLVK Unmodified _ASIPIVQVDPSFEGLDGGAGSLVK_ Q5EUC9_MAIZE 2 1178.6234 2355.2322 1.1377 -0.061057 1.0833 110.83 110.83 6.48E-10 66.91 219670

4707 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.78629 -0.52073 0.23986 79.38 79.38 3.56E-04 48.73 1359600

4708 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.76722 0.002549 0.74305 80.073 80.073 6.31E-03 30.72 173700

4709 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.79846 -0.2245 0.54791 80.443 80.443 2.25E-03 47.38 248610

4710 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.81312 -0.52118 0.26624 80.116 80.116 6.31E-03 56.88 231250

4711 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.81872 -1.1161 -0.32188 79.793 79.793 1.49E-02 36.78 224350

4712 ASIYNAMPLAGVEK Unmodified _ASIYNAMPLAGVEK_ B4FRI1_MAIZE 2 732.38178 1462.749 0.75879 -0.2683 0.46348 80.318 80.318 1.95E-13 60.9 3016800

4713 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.80256 0.038354 0.81689 68.299 68.299 2.25E-03 48.29 140480

4714 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.86803 0.43373 1.2768 69.166 69.166 2.25E-03 68.53 358830

4715 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.83117 0.077298 0.88468 68.654 68.654 1.95E-13 69.11 490630
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4716 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.83597 -0.33306 0.47937 68.743 68.743 2.25E-03 48.47 321900

4717 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.78147 0.01206 0.76983 69.059 69.059 4.47E-11 78.84 1948000

4718 ASIYNAMPLAGVEK Oxidation (M) _ASIYNAM(ox)PLAGVEK_ B4FRI1_MAIZE 2 740.37923 1478.7439 0.75578 -0.11889 0.61276 69.007 69.007 2.44E-16 73.11 5097700

4719 ASKPGLFGSSR Unmodified _ASKPGLFGSSR_ B6T5N2_MAIZE 3 369.53661 1105.588 0.52646 0.035107 0.55153 42.328 42.328 2.92E-01 22.4 657720

4720 ASLEAQCPGVVSCADVLAFAAR Unmodified _ASLEAQCPGVVSCADVLAFAAR_ Q6RFK3_MAIZE 2 1146.5592 2291.1038 1.2123 0.023361 1.2395 100.25 100.25 4.20E-18 70.55 253580

4721 ASLEAQCPGVVSCADVLAFAAR Unmodified _ASLEAQCPGVVSCADVLAFAAR_ Q6RFK3_MAIZE 2 1146.5592 2291.1038 1.2168 -0.008679 1.2115 100.48 100.48 2.03E-55 105.35 1434500

4722 ASLECLASR Unmodified _ASLECLASR_ B6TKH4_MAIZE 2 503.75294 1005.4913 -0.14377 -0.83954 -1.0057 55.111 55.111 3.21E-03 58.74 994040

4725 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.35936 0.053355 0.40474 54.36 54.36 6.20E-03 37.86 275930

4726 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.39641 0.099573 0.48679 56.206 56.206 1.15E-02 47.28 597220

4727 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.44408 0.16195 0.59726 55.491 55.491 2.65E-01 25.38 402790

4728 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.44186 0.27632 0.7095 56.122 56.122 9.54E-02 38.63 360660

4729 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.38326 0.081936 0.45654 55.989 55.989 3.13E-02 38.73 3634200

4730 ASLGSAPTPTQLK Unmodified _ASLGSAPTPTQLK_ B6T7C2_MAIZE 2 635.85371 1269.6929 0.32441 0.18623 0.50166 57.523 57.523 2.65E-01 23.44 204560

4731 ASLIER Unmodified _ASLIER_ B6THG9_MAIZE 2 344.70305 687.39154 1.194 -0.016441 1.1332 36.001 36.001 1.00E+00 16.9 255220

4732 ASLIER Unmodified _ASLIER_ B6THG9_MAIZE 2 344.70305 687.39154 1.1528 0.011718 1.1208 38.17 38.17 2.64E-01 24.36 385870

4733 ASLQAAEETGR Unmodified _ASLQAAEETGR_ B4FW80_MAIZE 2 566.78328 1131.552 0.21272 0.31253 0.49923 41.106 41.106 1.67E-02 52.98 154590

4734 ASLSSQVAAR Unmodified _ASLSSQVAAR_ B4FXQ1_MAIZE 2 495.27236 988.53016 0.0096057 -0.40723 -0.41858 39.921 39.921 1.45E-01 32.45 474350

4735 ASLTDLVNLDLSDCTDR Acetyl (Protein N-term) _(ac)ASLTDLVNLDLSDCTDR_ B4FR61_MAIZE 2 975.45967 1948.9048 1.2603 1.0759 2.337 123.51 123.51 3.69E-01 5.9 14736

4736 ASLTDLVNLDLSDCTDR Acetyl (Protein N-term) _(ac)ASLTDLVNLDLSDCTDR_ B4FR61_MAIZE 2 975.45967 1948.9048 1.1756 1.9836 3.1583 123.69 123.69 3.33E-51 71.52 456140

4737 ASLTDLVNLDLSDCTDR Acetyl (Protein N-term) _(ac)ASLTDLVNLDLSDCTDR_ B4FR61_MAIZE 2 975.45967 1948.9048 1.1607 1.6374 2.7983 123.67 123.67 3.42E-29 71.26 513330

4738 ASLTDLVNLDLSDCTDR Acetyl (Protein N-term) _(ac)ASLTDLVNLDLSDCTDR_ B4FR61_MAIZE 2 975.45967 1948.9048 1.1266 2.3416 3.4672 124.2 124.2 8.28E-39 77.13 1983700

4739 ASLTDLVNLDLSDCTDR Acetyl (Protein N-term) _(ac)ASLTDLVNLDLSDCTDR_ B4FR61_MAIZE 2 975.45967 1948.9048 1.1691 0.65538 1.8253 123.47 123.47 4.07E-45 84.01 7249800

4740 ASLTGLTANPNPNK Acetyl (Protein N-term) _(ac)ASLTGLTANPNPNK_ B6TKI9_MAIZE 2 720.37808 1438.7416 0.7412 -0.63062 0.089899 74.855 74.855 2.96E-06 27.82 904400

4741 ASLVDIAESFK Unmodified _ASLVDIAESFK_ B6SVF1_MAIZE 2 590.31643 1178.6183 0.27415 0.093936 0.35238 100.69 100.69 1.67E-02 35.59 298440

4742 ASLYDAANTWIDALNGR Unmodified _ASLYDAANTWIDALNGR_ B4F8B3_MAIZE 2 925.95521 1849.8959 1.1116 0.16507 1.2585 123.94 123.94 1.37E-17 98.41 587820

4743 ASLYDAANTWIDALNGR Unmodified _ASLYDAANTWIDALNGR_ B4F8B3_MAIZE 3 617.63924 1849.8959 0.36361 0.092631 0.43808 123.88 123.88 9.23E-01 5.83 203880

4744 ASMDDDRHDYYALGR Oxidation (M) _ASM(ox)DDDRHDYYALGR_ B6T0A9_MAIZE 4 450.9456 1799.7533 0.043002 -0.29747 -0.26407 50.197 50.197 8.03E-01 22.72 886660

4745 ASMDDDRHDYYALGR Oxidation (M) _ASM(ox)DDDRHDYYALGR_ B6T0A9_MAIZE 3 600.92505 1799.7533 0.30308 -0.33192 -0.036495 50.203 50.203 2.47E-03 33.56 409670

4746 ASMDDDRHDYYALGR Oxidation (M) _ASM(ox)DDDRHDYYALGR_ B6T0A9_MAIZE 4 450.9456 1799.7533 -0.1595 0.241 0.071407 51.713 51.713 1.00E+00 14.33 670270

4747 ASMDDDRHDYYALGR Oxidation (M) _ASM(ox)DDDRHDYYALGR_ B6T0A9_MAIZE 3 600.92505 1799.7533 0.20808 -0.22462 -0.024062 51.706 51.706 8.47E-02 30.48 315950

4748 ASMDDDRHDYYALGR Unmodified _ASMDDDRHDYYALGR_ B6T0A9_MAIZE 3 595.59341 1783.7584 0.25155 -0.2689 -0.027731 56.484 56.484 4.82E-01 18.51 907450

4749 ASMEDFYEAR Oxidation (M) _ASM(ox)EDFYEAR_ B4FBQ5_MAIZE 2 617.75588 1233.4972 0.26821 0.42867 0.67471 53.688 53.688 1.62E-03 67.86 1433500

4750 ASMEDFYEAR Unmodified _ASMEDFYEAR_ B4FBQ5_MAIZE 2 609.75842 1217.5023 0.25429 0.021658 0.2513 69.245 69.245 1.84E-04 74.77 1243000

4751 ASMGGYISSQTVR Oxidation (M) _ASM(ox)GGYISSQTVR_ B4FI86_MAIZE 2 686.82991 1371.6453 0.50725 0.068161 0.57532 45.308 45.308 9.54E-02 31.24 141540
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4752 ASMGGYISSQTVR Oxidation (M) _ASM(ox)GGYISSQTVR_ B4FI86_MAIZE 2 686.82991 1371.6453 0.54792 -0.4036 0.14494 44.577 44.577 3.13E-02 31.49 269300

4753 ASMGGYISSQTVR Oxidation (M) _ASM(ox)GGYISSQTVR_ B4FI86_MAIZE 2 686.82991 1371.6453 0.52436 0.049571 0.57363 45.122 45.122 4.68E-05 51.54 2257000

4754 ASMGGYISSQTVR Oxidation (M) _ASM(ox)GGYISSQTVR_ B4FI86_MAIZE 2 686.82991 1371.6453 0.56731 -0.043957 0.5227 48.478 48.478 1.47E-03 41.2 264310

4755 ASMGGYISSQTVR Unmodified _ASMGGYISSQTVR_ B4FI86_MAIZE 2 678.83245 1355.6503 0.4162 -0.78712 -0.37394 57.967 57.967 2.61E-08 85.41 1797300

4756 ASMGQDLSPVDLINVQQFAQR Oxidation (M) _ASM(ox)GQDLSPVDLINVQQFAQR_ B6TNS0_MAIZE 2 1167.0813 2332.1481 1.1876 0.36661 1.5549 106.31 106.31 1.29E-11 57.22 170550

4757 ASNGDIVTAIMDLTT Oxidation (M) _ASNGDIVTAIM(ox)DLTT_ B6T903_MAIZE 2 769.37435 1536.7341 0.86093 0.005972 0.87061 118.01 118.01 4.63E-02 37.54 580760

4758 ASNGDIVTAIMDLTT Oxidation (M) _ASNGDIVTAIM(ox)DLTT_ B6T903_MAIZE 2 769.37435 1536.7341 0.83303 -0.11897 0.71863 120.03 120.03 1.65E-02 27.66 900430

4759 ASNGDIVTAIMELTT Oxidation (M) _ASNGDIVTAIM(ox)ELTT_ B4FL79_MAIZE 2 776.38217 1550.7498 0.8588 -0.2341 0.62324 122.16 122.16 1.56E-01 9.62 1071900

4760 ASNGDIVTAIMELTT Unmodified _ASNGDIVTAIMELTT_ B4FL79_MAIZE 2 768.38471 1534.7549 0.77276 0.11137 0.88014 128.73 128.73 3.88E-01 9.46 510840

4761 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.086849 0.037067 -0.06801 63.294 63.294 9.73E-03 48.13 6179600

4762 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.14812 -0.12477 -0.28956 65.14 65.14 3.32E-02 23.17 45901

4763 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.16568 -0.088198 -0.27114 64.23 64.23 3.32E-02 35.43 1800500

4764 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.069446 -0.1264 -0.21214 65.308 65.308 9.73E-03 44.12 4292200

4765 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.084839 -0.050091 -0.15177 64.705 64.705 9.73E-03 42.59 4568100

4766 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.12803 0.2342 0.088592 64.982 64.982 1.01E-02 38.26 3333500

4767 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.11653 -0.24133 -0.374 64.91 64.91 3.32E-02 32.02 10581000

4768 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.1893 -0.06235 -0.26786 65.12 65.12 1.01E-02 31.32 61438000

4769 ASNPFVNLK Unmodified _ASNPFVNLK_ B4FQX1_MAIZE 2 495.27437 988.53418 -0.14214 -0.1853 -0.34335 66.527 66.527 7.18E-01 10.55 159320

4770 ASNTILATGGYGR Unmodified _ASNTILATGGYGR_ B6U124_MAIZE 2 640.83331 1279.6521 0.4256 -0.095139 0.32189 55.826 55.826 1.00E-11 79.63 1645900

4771 ASNTILATGGYGR Unmodified _ASNTILATGGYGR_ B6U124_MAIZE 2 640.83331 1279.6521 0.39099 -0.15709 0.22638 56.077 56.077 3.13E-02 44.11 606120

4772 ASNTILATGGYGR Unmodified _ASNTILATGGYGR_ B6U124_MAIZE 2 640.83331 1279.6521 0.4533 -0.11183 0.33308 57.935 57.935 1.15E-02 32.4 1087700

4773 ASNTILATGGYGR Unmodified _ASNTILATGGYGR_ B6U124_MAIZE 2 640.83331 1279.6521 0.46548 -0.30581 0.15126 57.247 57.247 3.13E-02 42.35 466050

4774 ASNTILATGGYGR Unmodified _ASNTILATGGYGR_ B6U124_MAIZE 2 640.83331 1279.6521 0.34263 -0.058819 0.27548 57.832 57.832 1.47E-03 63.07 4019900

4775 ASNYVDTTGEEGR Acetyl (Protein N-term) _(ac)ASNYVDTTGEEGR_ B4FQX4_MAIZE 2 720.81551 1439.6165 0.68179 -0.13508 0.53902 60.209 60.209 1.15E-02 40.23 606660

4776 ASPDLLFNLR Acetyl (Protein N-term) _(ac)ASPDLLFNLR_ B6SZK9_MAIZE 2 594.32459 1186.6346 0.25286 0.25718 0.4881 113.05 113.05 1.00E+00 6.55 1019500

4777 ASPDLLFNLR Acetyl (Protein N-term) _(ac)ASPDLLFNLR_ B6SZK9_MAIZE 2 594.32459 1186.6346 0.21534 0.35346 0.54688 113.46 113.46 2.81E-03 27.39 334430

4778 ASPDLLFNLR Acetyl (Protein N-term) _(ac)ASPDLLFNLR_ B6SZK9_MAIZE 2 594.32459 1186.6346 0.25196 0.26164 0.49173 113.59 113.59 7.11E-01 9.19 324650

4779 ASPDLLFNLR Acetyl (Protein N-term) _(ac)ASPDLLFNLR_ B6SZK9_MAIZE 2 594.32459 1186.6346 0.15895 0.17382 0.31161 113.41 113.41 4.40E-02 31.59 956700

4780 ASPELLGTK Unmodified _ASPELLGTK_ B4FFA5_MAIZE 2 458.26092 914.5073 -0.13277 -0.20818 -0.36137 45.771 45.771 3.39E-01 15.09 285960

4781 ASPELLGTK Unmodified _ASPELLGTK_ B4FFA5_MAIZE 2 458.26092 914.5073 -0.015821 -0.062538 -0.10005 47.508 47.508 1.12E-01 23.79 1027400

4782 ASPRPDASGVR Unmodified _ASPRPDASGVR_ B6TKK2_MAIZE 2 556.79399 1111.5734 0.094375 -1.2315 -1.1441 28.478 28.478 3.83E-01 18.06 34159

4783 ASPTQGQVITCK Acetyl (Protein N-term) _(ac)ASPTQGQVITCK_ ADHX_MAIZE 2 666.33482 1330.6551 0.52019 -0.096239 0.43106 52.431 52.431 1.60E-02 28.83 2979400

4784 ASPTQGQVITCK Acetyl (Protein N-term) _(ac)ASPTQGQVITCK_ ADHX_MAIZE 2 666.33482 1330.6551 0.52055 -0.13127 0.39686 54.337 54.337 2.00E-01 13.36 755480

4785 ASPTQGQVITCK Acetyl (Protein N-term) _(ac)ASPTQGQVITCK_ ADHX_MAIZE 2 666.33482 1330.6551 0.54724 -0.06166 0.49234 53.589 53.589 1.00E+00 3.58 512620
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4786 ASPTQGQVITCK Acetyl (Protein N-term) _(ac)ASPTQGQVITCK_ ADHX_MAIZE 2 666.33482 1330.6551 0.50819 -0.055421 0.4605 55.154 55.154 8.05E-01 4.78 1214300

4787 ASQGEPSASASDPK Acetyl (Protein N-term) _(ac)ASQGEPSASASDPK_ B6T8X9_MAIZE 2 687.3126 1372.6107 0.60991 0.40545 0.9949 35.939 35.939 1.49E-02 25.19 124630

4788 ASQGEPSASASDPK Acetyl (Protein N-term) _(ac)ASQGEPSASASDPK_ B6T8X9_MAIZE 2 687.3126 1372.6107 0.59841 -0.16006 0.41793 39.087 39.087 1.95E-13 65.95 1553300

4789 ASRPNLFM Oxidation (M) _ASRPNLFM(ox)_ B4F9R6_MAIZE 2 476.23947 950.46439 -0.059467 1.0441 0.96413 51.75 51.75 1.06E-01 20.4 1022600

4790 ASRPNLFM Oxidation (M) _ASRPNLFM(ox)_ B4F9R6_MAIZE 2 476.23947 950.46439 -0.20548 0.26976 0.047377 55.517 55.517 1.65E-01 24.88 1183800

4791 ASRPNLFM Unmodified _ASRPNLFM_ B4F9R6_MAIZE 2 468.24201 934.46947 -0.039436 0.67296 0.60989 62.254 62.254 1.00E+00 19.96 3013400

4792 ASRPNLFM Unmodified _ASRPNLFM_ B4F9R6_MAIZE 2 468.24201 934.46947 -0.14161 -0.03485 -0.1982 65.917 65.917 3.77E-01 21.25 277170

4793 ASRPSTFR Acetyl (Protein N-term) _(ac)ASRPSTFR_ B6TN57_MAIZE 2 482.25397 962.49338 0.018509 -1.4485 -1.4455 47.82 47.82 3.77E-01 9.78 203450

4794 ASSASQASLLLQK Acetyl (Protein N-term) _(ac)ASSASQASLLLQK_ O22656_MAIZE 2 673.36972 1344.7249 0.46897 -0.25653 0.18288 78.449 78.449 1.15E-02 39.28 4866100

4795 ASSAYASWSK Acetyl (Protein N-term) _(ac)ASSAYASWSK_ B6T2Z0_MAIZE 2 550.25637 1098.4982 -0.19612 0.18906 -0.039651 67.629 67.629 1.62E-03 57.1 2671600

4796 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.1755 -0.4266 0.7626 112.36 112.36 3.79E-31 77.24 3428200

4797 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.1946 -0.74473 0.46419 113.18 113.18 2.57E-35 98.08 1976400

4798 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 4 766.8609 3063.4145 0.86978 -0.8407 0.043721 113.15 113.15 8.38E-02 5.92 8387900

4799 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.1761 -0.76261 0.42716 113.5 113.5 3.76E-18 52.91 2455000

4800 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.1608 -0.35301 0.82205 114.72 114.72 8.18E-50 103.45 1957900

4801 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 4 766.8609 3063.4145 0.8421 -0.49174 0.36406 114.75 114.75 2.21E-05 19.88 5563400

4802 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.264 -0.064279 1.2138 116.09 116.09 8.35E-56 86.94 1184100

4803 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 4 766.8609 3063.4145 0.91337 -0.32311 0.6046 115.63 115.63 8.31E-11 18.9 690530

4804 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 4 766.8609 3063.4145 0.85743 -0.29913 0.57188 113.35 113.35 2.21E-05 15.62 1916700

4805 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 4 766.8609 3063.4145 0.82773 0.14843 0.98896 128.93 128.93 1.72E-04 14.22 1296000

4806 ASSEWILDCIAHGGDIYGVTTGFGGTSHR Unmodified _ASSEWILDCIAHGGDIYGVTTGFGGTSHR_ B6U4D6_MAIZE 3 1022.1454 3063.4145 1.1609 -0.24525 0.92924 128.94 128.94 3.79E-31 91.98 374150

4807 ASSFSLAEAK Unmodified _ASSFSLAEAK_ B4FVD6_MAIZE 2 505.76129 1009.508 -0.047798 0.12217 0.043706 51.691 51.691 4.40E-02 42.51 1993600

4808 ASSFSLAEAK Unmodified _ASSFSLAEAK_ B4FVD6_MAIZE 2 505.76129 1009.508 -0.19239 0.094352 -0.12751 52.407 52.407 4.40E-02 48.05 128640

4809 ASSFSLAEAK Unmodified _ASSFSLAEAK_ B4FVD6_MAIZE 2 505.76129 1009.508 -0.13971 0.31443 0.14357 51.868 51.868 1.45E-01 42.04 354380

4810 ASSFSLAEAK Unmodified _ASSFSLAEAK_ B4FVD6_MAIZE 2 505.76129 1009.508 0.010618 0.47019 0.4504 53.343 53.343 1.00E+00 25.2 380310

4811 ASSFSLAEAK Unmodified _ASSFSLAEAK_ B4FVD6_MAIZE 2 505.76129 1009.508 -0.065149 0.13425 0.038859 52.234 52.234 1.45E-01 40.49 1231300

4812 ASSGDPPGSADEK Acetyl (Protein N-term) _(ac)ASSGDPPGSADEK_ B4G137_MAIZE 2 630.27295 1258.5313 0.36232 0.36547 0.71586 36.616 36.616 5.66E-01 15.21 217560

4813 ASSGDPPGSADEKK Acetyl (Protein N-term) _(ac)ASSGDPPGSADEKK_ B4G137_MAIZE 2 694.32043 1386.6263 0.76698 0.041417 0.79215 29.608 29.608 3.49E-01 23.09 27331

4814 ASSGDPPGSADEKK Acetyl (Protein N-term) _(ac)ASSGDPPGSADEKK_ B4G137_MAIZE 2 694.32043 1386.6263 0.63045 0.7494 1.3633 30.124 30.124 1.29E-01 33.05 233950

4815 ASSGLAYPDR Acetyl (Protein N-term) _(ac)ASSGLAYPDR_ B6U8G5_MAIZE 2 539.76182 1077.5091 0.043854 0.094391 0.11426 60.377 60.377 1.45E-01 17.66 977100

4816 ASSLAEEEEAFEHTLLVVR Acetyl (Protein N-term) _(ac)ASSLAEEEEAFEHTLLVVR_ B4FAZ6_MAIZE 2 1086.5446 2171.0746 1.19 -0.27725 0.89301 123.62 123.62 1.84E-40 99.39 177900

4817 ASSLAEEEEAFEHTLLVVR Acetyl (Protein N-term) _(ac)ASSLAEEEEAFEHTLLVVR_ B4FAZ6_MAIZE 2 1086.5446 2171.0746 1.166 -0.4612 0.68496 127.94 127.94 2.86E-31 83.04 132240

4818 ASSNQFDLLGDVENDDPAHLLAAAEK Acetyl (Protein N-term) _(ac)ASSNQFDLLGDVENDDPAHLLAAAEK_ B6T4Q3_MAIZE 3 928.11039 2781.3093 1.1215 0.24683 1.3551 124.37 124.37 7.02E-03 18.52 1556100

4819 ASSNQFDLLGDVENDDPAHLLAAAEK Acetyl (Protein N-term) _(ac)ASSNQFDLLGDVENDDPAHLLAAAEK_ B6T4Q3_MAIZE 2 1391.6619 2781.3093 1.1646 0.25294 1.4039 124.34 124.34 7.25E-10 54.22 617770
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4820 ASSSELDNTNIICQILK Unmodified _ASSSELDNTNIICQILK_ B4FW57_MAIZE 2 953.48295 1904.9513 1.1778 -0.12079 1.0418 104.95 104.95 1.51E-07 62.77 732350

4821 ASSSELDNTNIICQILK Unmodified _ASSSELDNTNIICQILK_ B4FW57_MAIZE 2 953.48295 1904.9513 1.1654 0.085917 1.2358 105.53 105.53 1.43E-21 74.64 482300

4822 ASSSELDNTNIICQILK Unmodified _ASSSELDNTNIICQILK_ B4FW57_MAIZE 2 953.48295 1904.9513 1.1624 -0.08207 1.0656 105.53 105.53 1.37E-17 86.67 636340

4823 ASSSELDNTNIICQILK Unmodified _ASSSELDNTNIICQILK_ B4FW57_MAIZE 2 953.48295 1904.9513 1.125 0.048552 1.1584 105.54 105.54 1.43E-21 96.99 1569800

4824 ASSSPLPAPSPR Unmodified _ASSSPLPAPSPR_ B6THG1_MAIZE 2 583.81184 1165.6091 0.1696 0.27839 0.4298 46.005 46.005 1.98E-03 63.44 4026900

4825 ASSSPLPAPSPR Unmodified _ASSSPLPAPSPR_ B6THG1_MAIZE 2 583.81184 1165.6091 0.18802 0.061319 0.23127 48.237 48.237 1.98E-03 55.95 918950

4826 ASSSPLPAPSPR Unmodified _ASSSPLPAPSPR_ B6THG1_MAIZE 2 583.81184 1165.6091 0.20836 -0.016437 0.17407 47.472 47.472 1.98E-03 47.3 885740

4827 ASSSPLPAPSPR Unmodified _ASSSPLPAPSPR_ B6THG1_MAIZE 2 583.81184 1165.6091 0.1653 0.052418 0.20038 48.325 48.325 7.72E-03 50.46 672550

4828 ASSSPLPAPSPR Unmodified _ASSSPLPAPSPR_ B6THG1_MAIZE 2 583.81184 1165.6091 0.11228 0.22978 0.32423 48.948 48.948 7.72E-03 76.16 3424600

4829 ASSSSAATTSGDSQGLK Acetyl (Protein N-term) _(ac)ASSSSAATTSGDSQGLK_ B4FYM0_MAIZE 2 798.87101 1595.7275 1.0261 0.13237 1.1518 45.831 45.831 1.37E-17 67.84 566170

4830 ASSSSPSPDSSFGSR Unmodified _ASSSSPSPDSSFGSR_ B4FIR4_MAIZE 2 728.32096 1454.6274 0.69103 -0.047805 0.64302 41.749 41.749 1.65E-02 35.86 136450

4831 ASSTEVPGSASVQR Unmodified _ASSTEVPGSASVQR_ B6SWN1_MAIZE 2 688.34424 1374.6739 0.59154 0.004915 0.59566 43.694 43.694 2.96E-06 54.43 819360

4832 ASTAGYLAR Acetyl (Protein N-term) _(ac)ASTAGYLAR_ B6SHX4_MAIZE 2 476.24835 950.48215 -0.19435 -0.073556 -0.29765 59.876 59.876 1.12E-01 27.96 85481

4833 ASTAGYLAR Acetyl (Protein N-term) _(ac)ASTAGYLAR_ B6SHX4_MAIZE 2 476.24835 950.48215 -0.2146 0.44861 0.20211 62.376 62.376 3.21E-03 56.81 1777900

4834 ASTEEGESEVSKPASR Unmodified _ASTEEGESEVSKPASR_ B4FAP9_MAIZE 3 555.26383 1662.7697 0.15587 -0.2322 -0.097575 32.261 32.261 1.05E-01 24.38 325210

4835 ASTEEGESEVSKPASR Unmodified _ASTEEGESEVSKPASR_ B4FAP9_MAIZE 3 555.26383 1662.7697 0.042133 0.1928 0.21309 30.841 30.841 1.00E+00 8.8 67325

4836 ASTHAVVYAR Unmodified _ASTHAVVYAR_ B4F8X3_MAIZE 3 358.86121 1073.5618 1.0083 -0.23431 0.7655 29.765 29.765 9.29E-03 33.04 316050

4837 ASTHAVVYAR Unmodified _ASTHAVVYAR_ B4F8X3_MAIZE 3 358.86121 1073.5618 0.86715 0.59184 1.4472 28.268 28.268 3.11E-02 34.18 67288

4838 ASTHAVVYAR Unmodified _ASTHAVVYAR_ B4F8X3_MAIZE 3 358.86121 1073.5618 0.9963 -0.040898 0.94496 30.767 30.767 9.79E-02 19.24 68645

4839 ASTHAVVYAR Unmodified _ASTHAVVYAR_ B4F8X3_MAIZE 3 358.86121 1073.5618 1.0012 1.5381 2.5264 29.925 29.925 2.55E-01 27.56 29429

4840 ASTHAVVYAR Unmodified _ASTHAVVYAR_ B4F8X3_MAIZE 3 358.86121 1073.5618 0.9118 0.13473 1.0372 30.441 30.441 9.79E-02 21.71 98523

4841 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.90563 0.026572 0.94035 76.675 76.675 2.25E-03 80.54 1137600

4842 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.91789 -0.036983 0.88971 77.239 77.239 2.96E-06 68.31 376460

4843 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.90352 0.20623 1.1174 77.799 77.799 2.96E-06 102.13 507420

4844 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.92997 -0.014987 0.92297 77.412 77.412 2.25E-03 68.56 527550

4845 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.93221 -0.023126 0.91778 77.185 77.185 6.31E-03 71.16 371140

4846 ASTSEFTNAVCDHI Unmodified _ASTSEFTNAVCDHI_ B4FAD4_MAIZE 2 776.34083 1550.6671 0.87332 -0.2196 0.66235 77.432 77.432 3.56E-04 75.88 5812500

4847 ASVAAAEVAAAALR Acetyl (Protein N-term) _(ac)ASVAAAEVAAAALR_ B4FAQ2_MAIZE 2 656.86461 1311.7147 0.5142 0.96969 1.4456 109.98 109.98 3.51E-02 17.66 8391.9

4848 ASVAAAEVAAAALR Acetyl (Protein N-term) _(ac)ASVAAAEVAAAALR_ B4FAQ2_MAIZE 2 656.86461 1311.7147 0.51836 0.42357 0.90255 108.71 108.71 1.95E-13 56.9 171410

4849 ASVAAAEVAAAALR Acetyl (Protein N-term) _(ac)ASVAAAEVAAAALR_ B4FAQ2_MAIZE 2 656.86461 1311.7147 0.4365 0.2419 0.64045 108.96 108.96 7.68E-22 76.73 1835300

4850 ASVFGSSAEDGFLNVWDHEK Unmodified _ASVFGSSAEDGFLNVWDHEK_ Q94F77_MAIZE 3 732.33951 2193.9967 0.80355 0.19704 1.003 103.32 103.32 1.76E-03 25.04 1852700

4851 ASVLNLDLTNPLLAK Unmodified _ASVLNLDLTNPLLAK_ B4FB16_MAIZE 2 791.46416 1580.9138 0.93988 0.036184 0.95594 106.32 106.32 2.37E-16 75.34 497080

4852 ASVLNLDLTNPLLAK Unmodified _ASVLNLDLTNPLLAK_ B4FB16_MAIZE 2 791.46416 1580.9138 1.0653 2.0424 3.0849 106.89 106.89 7.01E-11 52.34 129100

4853 ASVLNLDLTNPLLAK Unmodified _ASVLNLDLTNPLLAK_ B4FB16_MAIZE 2 791.46416 1580.9138 1.0096 0.18094 1.1703 107.13 107.13 2.37E-16 74.4 371500
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4854 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.95736 0.021823 0.96553 39.124 39.124 1.00E+00 10.06 2199300

4855 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.76989 0.084621 0.84431 39.523 39.523 1.00E+00 8.06 106100

4856 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.82961 -0.096918 0.72123 38.625 38.625 7.83E-01 14.08 1028200

4857 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.94669 -0.28834 0.64566 41.169 41.169 4.46E-01 19.59 1323100

4858 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.89202 -0.37783 0.5041 40.536 40.536 4.46E-01 22.92 1424500

4859 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.83433 0.1085 0.93152 41.141 41.141 1.86E-01 35.52 1150900

4860 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 0.8944 -0.56071 0.32277 40.978 40.978 1.86E-01 33.95 8499300

4861 ASVPTIK Unmodified _ASVPTIK_ B4G0K4_MAIZE 2 358.22107 714.42759 1.0311 -0.3084 0.71153 39.199 39.199 1.00E+00 10.56 332560

4862 ASVTSAEVSQDGR Unmodified _ASVTSAEVSQDGR_ B4G1G6_MAIZE 2 653.81531 1305.6161 0.49717 0.28884 0.78555 37.891 37.891 1.47E-03 87.36 626290

4863 ASVTSAEVSQDGR Unmodified _ASVTSAEVSQDGR_ B4G1G6_MAIZE 2 653.81531 1305.6161 0.51222 0.030742 0.54443 39.963 39.963 1.47E-03 60.14 230490

4864 ASVTSAEVSQDGR Unmodified _ASVTSAEVSQDGR_ B4G1G6_MAIZE 2 653.81531 1305.6161 0.53284 -0.07249 0.46138 39.143 39.143 2.61E-08 73.68 189600

4865 ASVTSAEVSQDGR Unmodified _ASVTSAEVSQDGR_ B4G1G6_MAIZE 2 653.81531 1305.6161 0.56803 0.030374 0.59986 40.02 40.02 2.61E-08 95.93 207160

4866 ASVTSAEVSQDGR Unmodified _ASVTSAEVSQDGR_ B4G1G6_MAIZE 2 653.81531 1305.6161 0.42532 -0.081137 0.34454 40.77 40.77 2.50E-15 87.87 2221200

4867 ASVVDDLPLVGNK Unmodified _ASVVDDLPLVGNK_ B6T9B3_MAIZE 2 663.86682 1325.7191 0.46772 0.43171 0.90296 86.533 86.533 2.50E-15 62.2 620490

4868 ASVWENFK Unmodified _ASVWENFK_ B6TD30_MAIZE 2 490.74544 979.47633 -0.02907 0.22329 0.17858 69.372 69.372 1.65E-01 21.1 909240

4869 ASVYCTPIGDLPVDQEVIEELSATGK Unmodified _ASVYCTPIGDLPVDQEVIEELSATGK_ B4FT61_MAIZE 3 931.12839 2790.3633 1.2864 1.2625 2.5486 121.16 121.16 1.87E-13 48.85 473930

4870 ATAAAGLAPAK Acetyl (Protein N-term) _(ac)ATAAAGLAPAK_ B6TIM1_MAIZE 2 492.27965 982.54475 -0.2085 0.44396 0.19614 56.759 56.759 3.57E-04 39.99 132070

4871 ATAAAGLAPAK Acetyl (Protein N-term) _(ac)ATAAAGLAPAK_ B6TIM1_MAIZE 3 328.52219 982.54475 1.426 0.11884 1.505 50.852 50.852 2.17E-01 7.33 534980

4872 ATAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)ATAAAQGGSDKPALR_ B6SHT0_MAIZE 2 728.38115 1454.7478 0.77194 0.07564 0.82672 44.483 44.483 1.60E-05 56.27 1381500

4873 ATAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)ATAAAQGGSDKPALR_ B6SHT0_MAIZE 2 728.38115 1454.7478 0.78309 -0.11994 0.64384 44.434 44.434 1.65E-02 47.7 32507

4874 ATAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)ATAAAQGGSDKPALR_ B6SHT0_MAIZE 2 728.38115 1454.7478 0.70524 -1.417 -0.72988 44.614 44.614 2.05E-04 50.75 1282700

4875 ATAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)ATAAAQGGSDKPALR_ B6SHT0_MAIZE 2 728.38115 1454.7478 0.67197 -0.48099 0.17141 47.907 47.907 1.60E-05 92.29 8232000

4876 ATAAAQGGSDKPALR Unmodified _ATAAAQGGSDKPALR_ B6SHT0_MAIZE 3 471.91967 1412.7372 -0.087482 -0.35967 -0.46222 32.365 32.365 7.60E-01 15.51 12761

4877 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 0.11074 -0.38623 -0.29078 43.894 43.894 1.90E-02 50.31 3202600

4878 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 -0.024979 0.6294 0.58925 44.609 44.609 5.06E-02 23.81 54989

4879 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 -0.031372 0.18909 0.14175 43.541 43.541 5.06E-02 19.33 988950

4880 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 0.08159 0.094407 0.16143 45.483 45.483 2.92E-02 24.64 1824900

4881 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 0.088819 0.15217 0.22562 45.862 45.862 2.92E-02 29.96 1025700

4882 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 0.027404 -0.6469 -0.63342 46.84 46.84 1.90E-02 43.83 5947700

4883 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 -0.021117 -0.57121 -0.60696 44.11 44.11 3.48E-02 44.66 22203000

4884 ATAAEFVR Unmodified _ATAAEFVR_ B6U8U1_MAIZE 2 432.73233 863.45012 -0.097783 1.1418 1.0256 47.521 47.521 3.77E-01 20.07 599380

4885 ATAATTLAAPAGDLR Unmodified _ATAATTLAAPAGDLR_ B6T2E1_MAIZE 2 700.38062 1398.7467 0.62182 0.5544 1.1618 60.593 60.593 6.37E-03 43.95 1309500

4886 ATADDEDATAAATTVR Unmodified _ATADDEDATAAATTVR_ B6SJR3_MAIZE 2 789.86573 1577.7169 0.83687 -0.036858 0.79767 47.494 47.494 7.73E-25 99.05 486010

4887 ATADSPYGVYSEQIAAIAAAAPLPAK Unmodified _ATADSPYGVYSEQIAAIAAAAPLPAK_ B6U704_MAIZE 3 849.44275 2545.3064 1.0777 0.19863 1.2554 120.11 120.11 7.28E-02 27.35 316810
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4888 ATADSPYGVYSEQIAAIAAAAPLPAK Unmodified _ATADSPYGVYSEQIAAIAAAAPLPAK_ B6U704_MAIZE 2 1273.6605 2545.3064 1.1234 0.25639 1.3587 120.1 120.1 5.89E-09 49.64 100930

4889 ATAEDDELAALQAEMAL Oxidation (M) _ATAEDDELAALQAEM(ox)AL_ B4F8L9_MAIZE 2 889.41166 1776.8088 1.0579 -0.52384 0.50962 101.96 101.96 7.46E-02 10.74 724320

4890 ATAEDFNLFQFNDGQYESAAQLHAR Unmodified _ATAEDFNLFQFNDGQYESAAQLHAR_ B5AMJ8_MAIZE 3 948.43884 2842.2947 1.1623 -0.49533 0.65901 99.155 99.155 7.66E-60 108.66 253630

4891 ATAEDFNLFQFNDGQYESAAQLHAR Unmodified _ATAEDFNLFQFNDGQYESAAQLHAR_ B5AMJ8_MAIZE 3 948.43884 2842.2947 1.1262 -0.52329 0.59479 99.194 99.194 2.77E-20 66.55 448590

4892 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.053613 -0.17239 -0.11134 49.527 49.527 1.21E-01 23.53 18044000

4893 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 1.022 0.085567 1.1148 49.526 49.526 7.01E-14 67.59 3969200

4894 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 -0.044527 0.005111 -0.032106 50.273 50.273 4.32E-02 40.28 221910

4895 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.0098165 -0.23881 -0.22196 49.353 49.353 8.21E-03 35.59 9709000

4896 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 1.0075 0.008398 1.0234 49.355 49.355 4.21E-20 74.81 1738000

4897 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.047982 -0.24559 -0.19037 51.702 51.702 1.90E-03 35.77 16579000

4898 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 1.0006 0.11089 1.1185 51.701 51.701 1.48E-07 54.5 2967600

4899 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.0054256 -0.11607 -0.10306 50.985 50.985 1.90E-03 36.99 22206000

4900 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 0.96476 0.14905 1.1208 50.983 50.983 4.21E-20 61.92 3449300

4901 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 -0.089619 -0.20202 -0.28439 51.769 51.769 1.08E-05 59.23 48730000

4902 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 0.97635 -0.16261 0.82114 51.768 51.768 4.21E-20 67.44 8589900

4903 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.097088 -0.26298 -0.15762 51.686 51.686 1.21E-01 20 2437000

4904 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 2 838.36897 1674.7234 0.97819 -0.25265 0.73343 49.9 49.9 1.42E-33 81.14 813040

4905 ATAGDTHLGGEDFDNR Unmodified _ATAGDTHLGGEDFDNR_ HSP70_MAIZE 3 559.24841 1674.7234 0.015839 -0.27481 -0.2512 53.064 53.064 2.89E-01 15.64 326840

4906 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 3 742.05846 2223.1535 0.75778 -0.43658 0.3087 125.51 125.51 4.16E-01 4.52 628430

4907 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 2 1112.5841 2223.1535 1.1083 0.050019 1.1449 125.73 125.73 6.57E-12 42.36 722740

4908 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 3 742.05846 2223.1535 0.74721 0.35904 1.0921 125.73 125.73 2.38E-03 24.13 272570

4909 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 2 1112.5841 2223.1535 1.1277 0.20458 1.3189 125.95 125.95 1.78E-03 18.11 1072700

4910 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 3 742.05846 2223.1535 0.77828 0.19873 0.96294 125.95 125.95 7.26E-03 27.15 399470

4911 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 3 742.05846 2223.1535 0.74141 0.015609 0.74446 125.22 125.22 9.26E-02 9.85 206880

4912 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 2 1112.5841 2223.1535 1.2133 0.17418 1.3741 125.66 125.66 1.00E+00 6.08 6392600

4913 ATAIVPTDAELLQAQADLWR Acetyl (Protein N-term) _(ac)ATAIVPTDAELLQAQADLWR_ B6TS22_MAIZE 3 742.05846 2223.1535 0.80077 0.44362 1.2307 125.67 125.67 5.05E-05 42.91 2617400

4914 ATAIVWTTPEAK Unmodified _ATAIVWTTPEAK_ B6TVS8_MAIZE 2 644.3508 1286.6871 0.37437 -0.11136 0.25503 67.434 67.434 2.00E-01 34.97 53998

4915 ATALALGK Unmodified _ATALALGK_ B4FTC8_MAIZE 2 372.73435 743.45414 0.75654 -0.026375 0.70034 41.127 41.127 2.92E-02 39.69 1116900

4916 ATASAGEPDLSVR Unmodified _ATASAGEPDLSVR_ B4FZU9_MAIZE 2 637.32277 1272.631 0.43037 0.27288 0.69277 52.323 52.323 6.20E-03 33.34 604140

4917 ATASAGEPDLSVR Unmodified _ATASAGEPDLSVR_ B4FZU9_MAIZE 2 637.32277 1272.631 0.37492 0.47475 0.83757 52.914 52.914 1.15E-02 28.67 1425300

4918 ATASGGGGGFSGGGGSNMLR Oxidation (M) _ATASGGGGGFSGGGGSNM(ox)LR_ B6SNM4_MAIZE 2 857.3841 1712.7536 1.0249 -0.44716 0.59641 43.545 43.545 3.94E-09 47.31 73666

4919 ATASGGGGGFSGGGGSNMLR Unmodified _ATASGGGGGFSGGGGSNMLR_ B6SNM4_MAIZE 2 849.38664 1696.7587 1.0808 0.53489 1.6315 54.988 54.988 1.74E-02 31.33 25029

4920 ATATVAQLDTLGAR Unmodified _ATATVAQLDTLGAR_ B4FKF4_MAIZE 2 694.38062 1386.7467 0.613 -0.1643 0.44613 67.949 67.949 2.25E-03 63.55 1026600

4921 ATAVEVPVEAPVR Acetyl (Protein N-term) _(ac)ATAVEVPVEAPVR_ B6TI68_MAIZE 2 690.38009 1378.7456 0.62543 0.10256 0.72067 81.076 81.076 3.13E-02 11.8 27045
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4922 ATAVEVPVEAPVR Acetyl (Protein N-term) _(ac)ATAVEVPVEAPVR_ B6TI68_MAIZE 2 690.38009 1378.7456 0.60933 -0.28398 0.3196 82.118 82.118 5.66E-01 0.83 132920

4923 ATAYYERPR Acetyl (Protein N-term) _(ac)ATAYYERPR_ B4F957_MAIZE 2 584.79091 1167.5673 0.21411 0.11611 0.29433 51.455 51.455 1.01E-02 29.31 685200

4924 ATAYYERPR Acetyl (Protein N-term) _(ac)ATAYYERPR_ B4F957_MAIZE 2 584.79091 1167.5673 0.18542 -0.25948 -0.11055 50.746 50.746 3.32E-02 23.7 2132400

4925 ATAYYERPR Acetyl (Protein N-term) _(ac)ATAYYERPR_ B4F957_MAIZE 2 584.79091 1167.5673 0.078204 -0.16661 -0.12418 51.562 51.562 3.13E-03 44.27 5717200

4926 ATAYYERPR Acetyl (Protein N-term) _(ac)ATAYYERPR_ B4F957_MAIZE 2 584.79091 1167.5673 0.1257 -0.1526 -0.063827 51.356 51.356 9.73E-03 29.46 18976000

4927 ATDAGMQAGLVR Oxidation (M) _ATDAGM(ox)QAGLVR_ B6TSH0_MAIZE 2 603.30079 1204.587 0.34087 1.3862 1.7243 40.858 40.858 2.62E-07 65.62 272970

4928 ATDDNAGQEALK Unmodified _ATDDNAGQEALK_ B6UHS0_MAIZE 2 616.79131 1231.5681 0.27506 -0.4417 -0.18186 36.02 36.02 1.11E-04 81.54 613160

4929 ATDDSAGQEALK Unmodified _ATDDSAGQEALK_ B6T3B4_MAIZE 2 603.28586 1204.5572 0.2408 0.016873 0.24381 36.083 36.083 2.62E-07 67.85 124280

4930 ATDFGLSVFFK Unmodified _ATDFGLSVFFK_ B6UF43_MAIZE 2 616.32151 1230.6285 0.36769 0.42307 0.80462 110.99 110.99 1.00E+00 3.96 484180

4931 ATDFGLSVFFK Unmodified _ATDFGLSVFFK_ B6UF43_MAIZE 2 616.32151 1230.6285 0.26466 0.20062 0.48047 111.54 111.54 4.96E-02 46.06 257110

4932 ATDFGLSVFFK Unmodified _ATDFGLSVFFK_ B6UF43_MAIZE 2 616.32151 1230.6285 0.35727 0.44414 0.816 111.63 111.63 3.57E-04 58.79 252570

4933 ATDFGLSVFFK Unmodified _ATDFGLSVFFK_ B6UF43_MAIZE 2 616.32151 1230.6285 0.42883 0.39621 0.83888 111.59 111.59 1.00E+00 3.13 84176

4934 ATDFGLSVFFK Unmodified _ATDFGLSVFFK_ B6UF43_MAIZE 2 616.32151 1230.6285 0.38659 0.23194 0.63293 111.2 111.2 4.48E-03 38.22 132490

4935 ATDSESTEVILEAALK Unmodified _ATDSESTEVILEAALK_ B6TII5_MAIZE 2 838.93308 1675.8516 0.89943 2.3464 3.223 94.617 94.617 2.16E-02 22.06 78174

4936 ATDSSAASFQK Acetyl (Protein N-term) _(ac)ATDSSAASFQK_ B6TZA4_MAIZE 2 577.76984 1153.5251 0.06008 0.09727 0.1428 48.099 48.099 1.47E-01 15.47 80851

4937 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 -0.0037177 -0.01804 -0.026951 34.829 34.829 3.13E-03 64.41 3900300

4938 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 0.052808 0.22097 0.26995 41.46 41.46 9.73E-03 30.77 421210

4939 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 -0.15622 0.20137 0.039818 33.678 33.678 3.89E-04 64.66 1219400

4940 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 -0.014516 0.12255 0.10464 36.466 36.466 3.13E-03 68.14 1733900

4941 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 0.012451 0.094308 0.1028 43.624 43.624 3.21E-03 43.22 283790

4942 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 0.0045986 0.10693 0.10788 35.591 35.591 3.13E-03 47.1 1097500

4943 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 -0.031767 0.36677 0.3304 36.238 36.238 9.73E-03 46.09 643000

4944 ATDVMIAGK Oxidation (M) _ATDVM(ox)IAGK_ B6T440_MAIZE 2 461.23914 920.46372 -0.046421 -0.25099 -0.30005 36.342 36.342 3.13E-03 54.61 1840700

4945 ATDVMIAGK Unmodified _ATDVMIAGK_ B6T440_MAIZE 2 453.24168 904.4688 -0.12983 -0.081408 -0.22047 41.03 41.03 3.89E-04 57.19 4287500

4946 ATDVMIAGK Unmodified _ATDVMIAGK_ B6T440_MAIZE 2 453.24168 904.4688 -0.014891 -0.31284 -0.33625 43.671 43.671 3.89E-04 51.76 4248100

4947 ATDVMIAGK Unmodified _ATDVMIAGK_ B6T440_MAIZE 2 453.24168 904.4688 -0.068902 0.15873 0.081062 43.669 43.669 3.13E-03 64.72 1777800

4948 ATDVMIAGK Unmodified _ATDVMIAGK_ B6T440_MAIZE 2 453.24168 904.4688 0.004079 -0.55869 -0.56089 43.537 43.537 3.89E-04 58.69 8321800

4949 ATDVMIAGK Unmodified _ATDVMIAGK_ B6T440_MAIZE 2 453.24168 904.4688 0.054421 0.33838 0.38321 41.74 41.74 9.73E-03 23.12 282900

4950 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 2 1217.6343 2433.254 1.1768 -0.098079 1.0758 118.25 118.25 4.20E-18 59.85 309590

4951 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 3 812.09194 2433.254 0.97669 0.046564 1.0201 118.69 118.69 2.65E-03 19.36 117700

4952 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 2 1217.6343 2433.254 1.1821 0.39075 1.5692 118.88 118.88 6.76E-08 42.58 234230

4953 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 3 812.09194 2433.254 1.0191 0.47788 1.4927 118.89 118.89 2.65E-03 18.24 202480

4954 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 3 812.09194 2433.254 1.0257 0.33887 1.3619 118.8 118.8 6.53E-05 31.6 748260

4955 ATEEQLVTPWTVSVASGYNLLR Unmodified _ATEEQLVTPWTVSVASGYNLLR_ B6UDG4_MAIZE 2 1217.6343 2433.254 1.2405 0.27969 1.517 118.83 118.83 4.59E-36 94.96 948810
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4956 ATEEVMATR Oxidation (M) _ATEEVM(ox)ATR_ B4FYD7_MAIZE 2 512.24241 1022.4703 0.16521 0.004892 0.15388 24.91 24.91 1.00E+00 14.21 7697.2

4957 ATEEVMATR Oxidation (M) _ATEEVM(ox)ATR_ B4FYD7_MAIZE 2 512.24241 1022.4703 0.058706 0.098729 0.14286 24.979 24.979 7.18E-01 12.68 47174

4958 ATEEVMATR Unmodified _ATEEVMATR_ B4FYD7_MAIZE 2 504.24495 1006.4753 -0.042294 0.085361 0.024727 36.884 36.884 3.13E-03 66.31 234820

4959 ATEGPIVADK Unmodified _ATEGPIVADK_ B4FJY5_MAIZE 2 500.76911 999.52368 0.011692 4.7979 4.7911 38.164 38.164 4.40E-02 25.63 589090

4960 ATEGPIVADK Unmodified _ATEGPIVADK_ B4FJY5_MAIZE 2 500.76911 999.52368 0.15138 0.45854 0.59807 38.16 38.16 3.43E-01 32.5 264100

4961 ATEGPIVADK Unmodified _ATEGPIVADK_ B4FJY5_MAIZE 2 500.76911 999.52368 -0.20046 0.23836 0.026909 36.271 36.271 1.25E-02 34.47 5114300

4962 ATEGPIVADKNCEK Unmodified _ATEGPIVADKNCEK_ B4FJY5_MAIZE 3 511.25221 1530.7348 -0.022696 -0.26292 -0.29626 33.84 33.84 1.83E-01 14.64 579320

4963 ATEGPIVADKNCEK Unmodified _ATEGPIVADKNCEK_ B4FJY5_MAIZE 2 766.37468 1530.7348 0.96527 -0.026428 0.9286 33.835 33.835 3.51E-02 31.24 153140

4964 ATEGPIVADKNCEK Unmodified _ATEGPIVADKNCEK_ B4FJY5_MAIZE 3 511.25221 1530.7348 -0.013731 -0.44179 -0.46458 36.213 36.213 1.00E+00 6.69 67405

4965 ATEGPIVADKNCEK Unmodified _ATEGPIVADKNCEK_ B4FJY5_MAIZE 3 511.25221 1530.7348 -0.059605 -0.2617 -0.33231 33.259 33.259 1.10E-02 40.23 1855200

4966 ATEGPIVADKNCEK Unmodified _ATEGPIVADKNCEK_ B4FJY5_MAIZE 2 766.37468 1530.7348 0.89045 0.10283 0.98283 33.261 33.261 1.49E-02 54.69 202550

4967 ATEIEVGVVR Unmodified _ATEIEVGVVR_ B4F7U0_MAIZE 2 536.80349 1071.5924 -0.072283 0.29827 0.22412 59.297 59.297 2.81E-03 32.31 934680

4968 ATEIEVGVVR Unmodified _ATEIEVGVVR_ B4F7U0_MAIZE 2 536.80349 1071.5924 -0.1291 -0.4484 -0.57781 57.405 57.405 1.84E-04 36.2 11926000

4969 ATEKPILYNAWISSCSHR Acetyl (Protein N-term) _(ac)ATEKPILYNAWISSCSHR_ Q9FQC1_MAIZE 3 725.69323 2174.0579 0.77338 -0.87166 -0.11492 85.663 85.663 7.94E-26 56.53 395220

4970 ATELTAAQLR Acetyl (Protein N-term) _(ac)ATELTAAQLR_ B4FPD1_MAIZE 2 558.3064 1114.5982 -0.16006 0.142 -0.047118 73.741 73.741 5.76E-06 57.98 2224800

4971 ATELTAAQLR Acetyl (Protein N-term) _(ac)ATELTAAQLR_ B4FPD1_MAIZE 2 558.3064 1114.5982 0.015848 0.3302 0.31658 75.064 75.064 1.45E-01 9.48 205860

4972 ATELVFAEK Unmodified _ATELVFAEK_ Q41743_MAIZE 2 504.27403 1006.5335 -0.15183 -0.1609 -0.33186 59.461 59.461 9.73E-03 32.74 253830

4973 ATEPSPEPLAAASAPAPAPAAR Unmodified _ATEPSPEPLAAASAPAPAPAAR_ B4G1K3_MAIZE 2 1022.0289 2042.0433 1.1256 0.16993 1.2677 63.197 63.197 2.03E-55 104.56 1603800

4974 ATEPSPEPLAAASAPAPAPAAR Unmodified _ATEPSPEPLAAASAPAPAPAAR_ B4G1K3_MAIZE 3 681.68837 2042.0433 0.56012 -0.13466 0.39784 63.183 63.183 7.53E-01 8.1 984620

4975 ATEPSPEPLAAASAPTAAAR Unmodified _ATEPSPEPLAAASAPTAAAR_ B4FGY0_MAIZE 2 939.98143 1877.9483 1.0557 0.20446 1.2344 61.879 61.879 1.32E-42 95.53 4589100

4976 ATEVGLVTR Unmodified _ATEVGLVTR_ B4FRS8_MAIZE 2 473.27182 944.5291 0.14081 46.074 46.074 2.19E-04 54.51

4977 ATFAKPENALK Acetyl (Protein N-term) _(ac)ATFAKPENALK_ EIF3A_MAIZE 2 616.3377 1230.6608 0.34069 -1.237 -0.92735 60.372 60.372 4.48E-03 45.14 2772400

4978 ATFAKPENALK Acetyl (Protein N-term) _(ac)ATFAKPENALK_ EIF3A_MAIZE 2 616.3377 1230.6608 0.19215 -1.2198 -1.0583 61.451 61.451 3.83E-01 10.67 98538

4979 ATFAKPENALK Acetyl (Protein N-term) _(ac)ATFAKPENALK_ EIF3A_MAIZE 2 616.3377 1230.6608 0.2503 -1.0759 -0.85679 60.657 60.657 4.96E-02 20.4 483640

4980 ATFDCLMK Unmodified _ATFDCLMK_ B6TFA7_MAIZE 2 493.22771 984.44087 -0.061478 0.012705 -0.045827 64.353 64.353 1.65E-01 26.58 5257600

4981 ATFDCLMK Unmodified _ATFDCLMK_ B6TFA7_MAIZE 2 493.22771 984.44087 -0.16897 -0.10127 -0.2681 64.903 64.903 1.65E-01 18.7 192790

4982 ATFDCLMK Unmodified _ATFDCLMK_ B6TFA7_MAIZE 2 493.22771 984.44087 -0.053576 -0.14147 -0.19309 65.928 65.928 1.65E-01 30.94 324820

4983 ATFDCLMK Unmodified _ATFDCLMK_ B6TFA7_MAIZE 2 493.22771 984.44087 -0.025308 -0.17969 -0.20134 65.99 65.99 1.00E+00 2.57 749920

4984 ATFDCLMK Unmodified _ATFDCLMK_ B6TFA7_MAIZE 2 493.22771 984.44087 -0.13915 -0.3799 -0.51689 66.274 66.274 1.65E-01 13.58 1538500

4985 ATFDCLMK Oxidation (M) _ATFDCLM(ox)K_ B6TFA7_MAIZE 2 501.22517 1000.4358 0.0040935 -1.2174 -1.2043 64.341 64.341 1.00E+00 12.15 406170

4986 ATFDCLMK Oxidation (M) _ATFDCLM(ox)K_ B6TFA7_MAIZE 2 501.22517 1000.4358 -0.14016 -0.51848 -0.65095 50.228 50.228 7.88E-01 18.72 527450

4987 ATFDCLMK Oxidation (M) _ATFDCLM(ox)K_ B6TFA7_MAIZE 2 501.22517 1000.4358 -0.14522 0.30523 0.16615 50.742 50.742 7.88E-01 18.05 3559000

4988 ATFPWAPPLLTLQER Unmodified _ATFPWAPPLLTLQER_ B6TXI7_MAIZE 2 870.4776 1738.9406 1.1538 -0.027936 1.1173 117.8 117.8 4.63E-02 18.6 224720

4989 ATGAFILTASHNPGGPK Unmodified _ATGAFILTASHNPGGPK_ B4FAE5_MAIZE 3 546.95813 1637.8526 0.0041043 0.16343 0.16648 60.458 60.458 1.75E-02 35.46 2051500
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4990 ATGAFILTASHNPGGPK Unmodified _ATGAFILTASHNPGGPK_ B4FAE5_MAIZE 2 819.93355 1637.8526 1.034 -0.019124 1.0147 60.454 60.454 1.37E-17 93.87 480720

4991 ATGAFILTASHNPGGPTEDFGIK Unmodified _ATGAFILTASHNPGGPTEDFGIK_ PGMC2_MAIZE 3 767.72185 2300.1437 0.91797 0.10578 1.0284 85.903 85.903 1.82E-07 38.57 661180

4992 ATGASIVAR Unmodified _ATGASIVAR_ B6SH12_MAIZE 2 423.24561 844.47667 -0.12298 -0.019311 -0.15493 33.46 33.46 3.21E-03 72.24 1570600

4993 ATGASIVAR Unmodified _ATGASIVAR_ B6SH12_MAIZE 2 423.24561 844.47667 0.32917 -0.12747 0.18839 33.394 33.394 3.39E-01 23.7 72722

4994 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 3 407.20704 1218.5993 0.44255 -0.028525 0.40326 26.002 26.002 1.00E+00 2.12 66462

4995 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 3 407.20704 1218.5993 0.38155 0.10668 0.47921 26.643 26.643 1.00E+00 8.18 46691

4996 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 3 407.20704 1218.5993 0.3854 -0.041577 0.33314 25.993 25.993 7.21E-01 16.29 51188

4997 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 3 407.20704 1218.5993 0.40922 0.59343 0.99153 26.285 26.285 1.00E+00 6.45 25067

4998 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 3 407.20704 1218.5993 0.40805 -0.43909 -0.03963 26.76 26.76 7.21E-01 33.46 392370

4999 ATGAYSHSQGIK Unmodified _ATGAYSHSQGIK_ B4FG03_MAIZE 2 610.30693 1218.5993 0.35553 -0.11741 0.22806 26.75 26.75 7.72E-03 42.93 266790

5000 ATGEAFVEFPTAEVAK Unmodified _ATGEAFVEFPTAEVAK_ B6T7K3_MAIZE 2 833.91978 1665.825 1.0182 0.22724 1.2412 83.905 83.905 7.01E-14 57.69 1960700

5001 ATGIPYAFAPCIAVCR Unmodified _ATGIPYAFAPCIAVCR_ B4F8M8_MAIZE 2 883.93946 1765.8644 1.1311 -0.26145 0.87423 94.282 94.282 7.42E-06 26.69 503060

5002 ATGIPYAFAPCIAVCR Unmodified _ATGIPYAFAPCIAVCR_ B4F8M8_MAIZE 2 883.93946 1765.8644 1.0899 -0.51001 0.58508 94.986 94.986 4.18E-01 19.34 225680

5003 ATGIPYAFAPCIAVCR Unmodified _ATGIPYAFAPCIAVCR_ B4F8M8_MAIZE 2 883.93946 1765.8644 1.1099 0.19483 1.3085 94.979 94.979 1.02E-04 36.55 275440

5004 ATGIPYAFAPCIAVCR Unmodified _ATGIPYAFAPCIAVCR_ B4F8M8_MAIZE 2 883.93946 1765.8644 1.0982 0.43665 1.5381 94.808 94.808 2.01E-03 33.06 954540

5005 ATGIPYAFAPCIAVCR Unmodified _ATGIPYAFAPCIAVCR_ B4F8M8_MAIZE 2 883.93946 1765.8644 1.1205 0.19308 1.3176 94.519 94.519 1.02E-04 29.22 1036700

5006 ATGIQYAFAPCIAVCR Unmodified _ATGIQYAFAPCIAVCR_ Q9XE93_MAIZE 2 899.44237 1796.8702 1.2103 -0.23939 0.97518 89.91 89.91 1.48E-07 59.85 332210

5007 ATGLAIK Unmodified _ATGLAIK_ B4FUK7_MAIZE 2 337.21579 672.41703 1.1417 -0.38586 0.72773 35.385 35.385 7.83E-01 14.66 95772

5008 ATGLAIK Unmodified _ATGLAIK_ B4FUK7_MAIZE 2 337.21579 672.41703 1.3085 -0.46548 0.81624 37.895 37.895 4.46E-01 17.51 188320

5009 ATGLAIK Unmodified _ATGLAIK_ B4FUK7_MAIZE 2 337.21579 672.41703 1.2166 -0.68899 0.5018 37.084 37.084 1.86E-01 19.6 384840

5010 ATGLAIK Unmodified _ATGLAIK_ B4FUK7_MAIZE 2 337.21579 672.41703 1.2083 -0.32339 0.85833 37.661 37.661 8.04E-02 24.49 187510

5011 ATGLAIK Unmodified _ATGLAIK_ B4FUK7_MAIZE 2 337.21579 672.41703 1.2151 -0.40191 0.78502 38.419 38.419 1.86E-01 40.57 8495800

5012 ATGMTRPLVEILR Oxidation (M) _ATGM(ox)TRPLVEILR_ B6SJF4_MAIZE 3 491.6133 1471.8181 -0.17183 -0.12942 -0.31199 68.748 68.748 3.08E-01 10.36 457100

5013 ATGPEHVAAAVEETPEKK Acetyl (Protein N-term) _(ac)ATGPEHVAAAVEETPEKK_ Q5I204_MAIZE 3 635.98993 1904.948 0.3836 -0.012945 0.35182 61.712 61.712 1.87E-13 50.74 1394100

5014 ATGQLFSK Acetyl (Protein N-term) _(ac)ATGQLFSK_ B6U233_MAIZE 2 447.23999 892.46543 0.085831 0.3983 0.47319 66.147 66.147 5.06E-02 27 740380

5015 ATHPASPTAGAGGDR Acetyl (Protein N-term) _(ac)ATHPASPTAGAGGDR_ B6T8U5_MAIZE 2 704.3342 1406.6539 0.63484 -0.19415 0.44008 37.208 37.208 2.37E-16 53.92 2032900

5016 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 3 485.26853 1452.7837 -0.05389 -0.2492 -0.29894 64.777 64.777 8.22E-04 37.65 3560100

5017 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 2 727.39915 1452.7837 0.77068 -0.3139 0.46039 64.778 64.778 1.49E-02 49.66 634250

5018 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 2 727.39915 1452.7837 0.74388 0.1146 0.86222 66.041 66.041 6.31E-03 55.64 299710

5019 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 3 485.26853 1452.7837 -0.060417 -0.21191 -0.26886 66.735 66.735 8.22E-04 60.07 3223200

5020 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 2 727.39915 1452.7837 0.74658 0.028319 0.77763 66.73 66.73 2.25E-03 62.94 475240

5021 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 3 485.26853 1452.7837 -0.11467 -0.30658 -0.41664 66.166 66.166 5.41E-05 51.44 8414300

5022 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 2 727.39915 1452.7837 0.73753 -0.003708 0.73724 66.166 66.166 2.25E-03 60.96 1404900

5023 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 3 485.26853 1452.7837 -0.18947 -0.13796 -0.32486 66.438 66.438 3.24E-03 37.83 10083000
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5024 ATIFPHNVGLGATR Unmodified _ATIFPHNVGLGATR_ B4F8M8_MAIZE 2 727.39915 1452.7837 0.73724 -0.023698 0.7164 66.437 66.437 3.56E-04 63.98 1516900

5025 ATIGADFLTK Unmodified _ATIGADFLTK_ B4FI29_MAIZE 2 518.78731 1035.5601 -0.11228 0.26447 0.1495 72.268 72.268 1.45E-01 35.41 4104000

5026 ATIGADFLTK Unmodified _ATIGADFLTK_ B4FI29_MAIZE 2 518.78731 1035.5601 -0.15624 0.23897 0.079623 74.045 74.045 2.81E-03 39.63 1215600

5027 ATINASVR Unmodified _ATINASVR_ B6TKX6_MAIZE 2 416.23778 830.46102 0.22174 -1.4196 -1.2145 34.89 34.89 3.77E-01 33.13 143570

5028 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.2726 0.82451 1.0628 50.752 50.752 1.86E-01 38.14 4936000

5029 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.15262 1.0063 1.126 50.981 50.981 7.83E-01 23.15 247600

5030 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.26513 1.5633 1.7922 53.001 53.001 4.46E-01 24.67 339150

5031 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.2691 0.64071 0.87582 52.306 52.306 1.00E+00 13.97 388600

5032 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.22552 1.2772 1.4696 53.113 53.113 1.00E+00 19.9 380820

5033 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.30487 0.91344 1.1846 52.792 52.792 1.00E+00 1.63 628550

5034 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.21775 1.1822 1.3647 53.308 53.308 1.00E+00 2.76 565440

5035 ATINMLR Unmodified _ATINMLR_ B4F8K1_MAIZE 2 409.73128 817.44801 0.23841 1.0446 1.2485 51.175 51.175 1.86E-01 30.87 6009300

5036 ATINMLR Oxidation (M) _ATINM(ox)LR_ B4F8K1_MAIZE 2 417.72874 833.44292 0.22494 1.9703 2.1637 39.299 39.299 4.46E-01 33.6 234080

5037 ATINMLR Oxidation (M) _ATINM(ox)LR_ B4F8K1_MAIZE 2 417.72874 833.44292 0.20514 -0.31563 -0.13489 37.309 37.309 7.83E-01 44.28 2364700

5038 ATIVNTTEEEPMLAVVR Acetyl (Protein N-term) _(ac)ATIVNTTEEEPMLAVVR_ B6T6B3_MAIZE 2 957.99569 1913.9768 1.2753 0.00115 1.2649 107.55 107.55 1.51E-07 60.75 274070

5039 ATIVNTTEEEPMLAVVR Acetyl (Protein N-term),Oxidation (M) _(ac)ATIVNTTEEEPM(ox)LAVVR_ B6T6B3_MAIZE 2 965.99315 1929.9717 1.1307 -1.4203 -0.29774 93.475 93.475 1.24E-09 35.26 171040

5040 ATIVNTTEEEPMLAVVR Acetyl (Protein N-term),Oxidation (M) _(ac)ATIVNTTEEEPM(ox)LAVVR_ B6T6B3_MAIZE 2 965.99315 1929.9717 1.1546 -0.8317 0.31345 93.646 93.646 3.69E-01 6.74 206870

5041 ATIVNTTEEEPMLAVVR Acetyl (Protein N-term),Oxidation (M) _(ac)ATIVNTTEEEPM(ox)LAVVR_ B6T6B3_MAIZE 2 965.99315 1929.9717 1.1933 -1.0419 0.14218 93.431 93.431 1.37E-17 54.32 216430

5042 ATIVNTTEEEPMLAVVR Acetyl (Protein N-term),Oxidation (M) _(ac)ATIVNTTEEEPM(ox)LAVVR_ B6T6B3_MAIZE 2 965.99315 1929.9717 1.19 -0.3699 0.81099 93.773 93.773 1.22E-02 14.87 752150

5043 ATLAELK Unmodified _ATLAELK_ B4FNZ2_MAIZE 2 373.22635 744.43815 0.43177 -0.45085 -0.056805 47.188 47.188 4.46E-01 26.54 2682900

5044 ATLELTHNWGTENDPEFK Unmodified _ATLELTHNWGTENDPEFK_ B6SGV9_MAIZE 3 701.33236 2100.9752 0.59551 -0.10634 0.48287 77.692 77.692 1.06E-02 30.73 2951100

5045 ATLELTHNWGTENDPEFK Unmodified _ATLELTHNWGTENDPEFK_ B6SGV9_MAIZE 2 1051.4949 2100.9752 1.18 0.21827 1.3913 77.674 77.674 4.65E-12 50.47 314080

5046 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.1198 0.025799 1.1434 98.019 98.019 5.25E-26 86.13 1948300

5047 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.1002 0.068125 1.1667 98.603 98.603 1.18E-19 86.02 619380

5048 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.0998 0.073704 1.171 98.619 98.619 1.18E-19 84.73 843210

5049 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.0931 0.047559 1.1386 98.51 98.51 1.18E-19 64.11 934270

5050 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.1808 0.024679 1.2038 98.127 98.127 1.18E-19 62.48 602530

5051 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.2225 0.2987 1.5184 98.663 98.663 9.02E-03 21.38 470750

5052 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.1083 -0.18431 0.92205 98.266 98.266 1.56E-52 76.65 5928700

5053 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 3 600.98412 1799.9305 0.22498 0.23682 0.45983 98.295 98.295 3.64E-01 5.95 615900

5054 ATLFPGDGIGPEIAESVK Unmodified _ATLFPGDGIGPEIAESVK_ B4FAD4_MAIZE 2 900.97254 1799.9305 1.1208 0.19822 1.3173 99.94 99.94 3.87E-04 34.08 83314

5055 ATLNPFELLGADDNDDPSLLIAAAAAAAQK Acetyl (Protein N-term) _(ac)ATLNPFELLGADDNDDPSLLIAAAAAAAQK_ B6T8U0_MAIZE 3 1013.5154 3037.5244 1.2591 0.51989 1.7595 130.48 130.48 2.74E-24 67.97 992470

5056 ATLNPFELLGADDNDDPSLLIAAAAAAAQK Acetyl (Protein N-term) _(ac)ATLNPFELLGADDNDDPSLLIAAAAAAAQK_ B6T8U0_MAIZE 3 1013.5154 3037.5244 1.0308 -0.18993 0.82184 131.68 131.68 2.29E-41 98.93 5222600

5057 ATLPETAEMIDLAAK Unmodified _ATLPETAEMIDLAAK_ B6TBG4_MAIZE 2 787.41073 1572.8069 0.92345 -0.20129 0.69643 90.171 90.171 1.65E-02 50.71 368400
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5058 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.3144 0.3164 0.6159 93.714 93.714 1.68E-09 62.41 11824000

5059 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.35338 -0.86863 -0.52695 96.91 96.91 8.05E-01 6.75 15866

5060 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.34038 0.22881 0.55568 94.451 94.451 6.74E-02 22.7 1784900

5061 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.35976 0.19527 0.54149 94.406 94.406 4.56E-01 25.43 1301700

5062 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.36541 0.21762 0.56936 93.911 93.911 1.98E-03 51 717670

5063 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.39879 0.35256 0.73699 94.34 94.34 8.05E-01 9.21 497260

5064 ATLSIGNVLPLR Unmodified _ATLSIGNVLPLR_ B6TGT0_MAIZE 2 627.38244 1252.7503 0.26368 0.16104 0.41071 94.356 94.356 2.00E-01 39 4199800

5065 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.1913 -0.22034 0.97046 88.007 88.007 7.74E-05 83.93 1190300

5066 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 3 765.38261 2293.126 0.82007 1.084 1.9018 88.006 88.006 3.27E-02 15.58 1659600

5067 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.2312 -0.18059 1.0507 88.372 88.372 6.98E-04 49.3 224070

5068 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.1673 0.047156 1.2135 88.631 88.631 6.98E-04 60.38 318210

5069 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.1698 0.002064 1.1713 88.339 88.339 2.85E-03 76.67 439800

5070 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 3 765.38261 2293.126 0.8581 0.30035 1.1577 88.335 88.335 2.01E-01 6.93 629670

5071 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.2944 -0.34714 0.94757 87.997 87.997 9.65E-03 38.43 296250

5072 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 3 765.38261 2293.126 0.90878 0.064529 0.97341 88.011 88.011 1.07E-02 12.32 444330

5073 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.2297 -0.009037 1.22 88.642 88.642 7.74E-05 66.03 397720

5074 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 2 1147.5703 2293.126 1.167 -0.15553 1.0111 88.314 88.314 7.74E-05 77.85 11189000

5075 ATLTVPSSVPAVAEDCEQLHK Acetyl (Protein N-term) _(ac)ATLTVPSSVPAVAEDCEQLHK_ B4FHT1_MAIZE 3 765.38261 2293.126 0.82395 -0.31907 0.50425 88.308 88.308 8.77E-02 5.93 12563000

5076 ATLVDELLSDQSLK Unmodified _ATLVDELLSDQSLK_ B6TCJ0_MAIZE 2 766.41433 1530.8141 0.93737 0.15509 1.0807 108.02 108.02 2.25E-03 53.48 111360

5077 ATLVQTFGQK Unmodified _ATLVQTFGQK_ B6TD30_MAIZE 2 546.80603 1091.5975 -0.0039651 -0.24851 -0.24406 60.826 60.826 4.40E-02 28.49 1017800

5078 ATMESLIGLVNR Acetyl (Protein N-term) _(ac)ATMESLIGLVNR_ B6SKP8_MAIZE 2 673.36084 1344.7071 0.57725 0.41526 0.97104 121.46 121.46 4.56E-01 13.11 974950

5079 ATMESLIGLVNR Acetyl (Protein N-term) _(ac)ATMESLIGLVNR_ B6SKP8_MAIZE 2 673.36084 1344.7071 0.69151 0.75635 1.426 121.83 121.83 1.00E+00 3.04 368590

5080 ATMESLIGLVNR Acetyl (Protein N-term) _(ac)ATMESLIGLVNR_ B6SKP8_MAIZE 2 673.36084 1344.7071 0.66694 0.67629 1.3209 121.89 121.89 6.74E-02 27.89 309900

5081 ATMESLIGLVNR Acetyl (Protein N-term) _(ac)ATMESLIGLVNR_ B6SKP8_MAIZE 2 673.36084 1344.7071 0.5455 0.44104 0.96403 121.26 121.26 4.56E-01 18.65 1527400

5082 ATMSYGFQSGEGSR Oxidation (M) _ATM(ox)SYGFQSGEGSR_ Q41759_MAIZE 2 747.3199 1492.6253 0.85421 -0.062889 0.79215 48.781 48.781 1.95E-13 65.07 360280

5083 ATNAPEVVVWGSGSPLR Unmodified _ATNAPEVVVWGSGSPLR_ B6TMJ8_MAIZE 2 870.45739 1738.9002 1.0908 -0.16826 0.92536 84.057 84.057 1.43E-21 65.53 711280

5084 ATNAPEVVVWGSGSPLR Unmodified _ATNAPEVVVWGSGSPLR_ B6TMJ8_MAIZE 2 870.45739 1738.9002 1.083 -0.22771 0.85844 84.698 84.698 1.54E-12 72.84 222610

5085 ATNAPEVVVWGSGSPLR Unmodified _ATNAPEVVVWGSGSPLR_ B6TMJ8_MAIZE 2 870.45739 1738.9002 1.0851 -0.2687 0.81933 84.996 84.996 1.54E-12 57.23 213780

5086 ATNAPEVVVWGSGSPLR Unmodified _ATNAPEVVVWGSGSPLR_ B6TMJ8_MAIZE 2 870.45739 1738.9002 1.0725 -0.22297 0.85233 84.692 84.692 3.42E-29 79.94 276340

5087 ATNAPEVVVWGSGSPLR Unmodified _ATNAPEVVVWGSGSPLR_ B6TMJ8_MAIZE 2 870.45739 1738.9002 1.094 -0.044901 1.0513 84.531 84.531 8.28E-39 102.96 1770000

5088 ATNGDTFLGGEDFDGALLEYLVSEFKK Unmodified _ATNGDTFLGGEDFDGALLEYLVSEFKK_ B6UGG5_MAIZE 3 979.47819 2935.4127 1.1014 0.45749 1.5578 127.65 127.65 8.82E-13 48.12 545370

5089 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 2 819.42437 1636.8342 1.03 0.031188 1.0582 80.357 80.357 1.14E-36 73.25 634680

5090 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 2 819.42437 1636.8342 0.98053 -0.052322 0.92591 80.97 80.97 9.26E-47 73.1 1148300

5091 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 2 819.42437 1636.8342 0.9752 -0.10087 0.87103 81.394 81.394 9.26E-47 78.25 1447400
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5092 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 3 546.61867 1636.8342 0.091397 0.094634 0.18178 81.391 81.391 1.00E+00 0.83 468090

5093 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 2 819.42437 1636.8342 0.95436 -0.11077 0.84119 81.038 81.038 7.10E-60 87.5 2443200

5094 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 3 546.61867 1636.8342 0.083789 -0.017904 0.063181 81.035 81.035 1.00E+00 6.57 860290

5095 ATNTLSIIDSGIGMTK Oxidation (M) _ATNTLSIIDSGIGM(ox)TK_ B6TB25_MAIZE 2 819.42437 1636.8342 0.97593 -0.097126 0.87587 80.76 80.76 9.26E-47 62.58 589160

5096 ATNTLSIIDSGIGMTK Unmodified _ATNTLSIIDSGIGMTK_ B6TB25_MAIZE 2 811.42691 1620.8393 0.96399 -0.12492 0.83403 89.675 89.675 1.82E-38 89.08 3664200

5097 ATNTLSIIDSGIGMTK Unmodified _ATNTLSIIDSGIGMTK_ B6TB25_MAIZE 2 811.42691 1620.8393 0.96995 0.28958 1.254 90.29 90.29 7.73E-25 72.68 652210

5098 ATNTLSIIDSGIGMTK Unmodified _ATNTLSIIDSGIGMTK_ B6TB25_MAIZE 2 811.42691 1620.8393 0.9852 0.50415 1.4834 90.468 90.468 4.21E-20 83.97 469610

5099 ATNTLSIIDSGIGMTK Unmodified _ATNTLSIIDSGIGMTK_ B6TB25_MAIZE 2 811.42691 1620.8393 0.97492 0.15056 1.1195 90.192 90.192 1.42E-33 74.9 1008900

5100 ATPAQQQGDQHQPR Acetyl (Protein N-term) _(ac)ATPAQQQGDQHQPR_ B6T3Q3_MAIZE 2 802.38222 1602.7499 0.97031 0.041767 1.0106 35.665 35.665 1.49E-02 53.83 59629

5101 ATPGHTSGCVTYVTGDADGQPSPR Unmodified _ATPGHTSGCVTYVTGDADGQPSPR_ B6TF86_MAIZE 3 811.03628 2430.087 0.92874 0.30855 1.259 50.774 50.774 2.48E-05 50.61 1648900

5102 ATPLIAGLAVAAAALAGR Acetyl (Protein N-term) _(ac)ATPLIAGLAVAAAALAGR_ B4FMD9_MAIZE 2 824.99087 1647.9672 0.9179 -0.25841 0.63406 132.01 132.01 3.54E-16 59.73 52024

5103 ATPQLDELIK Unmodified _ATPQLDELIK_ B6SP44_MAIZE 2 564.31897 1126.6234 0.13297 -0.11166 0.00046606 75.32 75.32 7.11E-01 7.84 464780

5104 ATPQLDELIK Unmodified _ATPQLDELIK_ B6SP44_MAIZE 2 564.31897 1126.6234 0.079413 0.26513 0.32328 75.982 75.982 1.00E+00 3.06 841200

5105 ATPTGLADLSGVPGGAGLR Unmodified _ATPTGLADLSGVPGGAGLR_ B6T7K5_MAIZE 2 855.46268 1708.9108 1.1266 -0.00225 1.132 83.873 83.873 5.89E-20 63.89 354050

5106 ATPVNLAQHTYWNLGGQGSGDVLR Unmodified _ATPVNLAQHTYWNLGGQGSGDVLR_ B4FMF7_MAIZE 3 852.09809 2553.2724 1.1402 0.44303 1.5867 88.964 88.964 3.25E-07 62.64 560090

5107 ATPVNLAQHTYWNLGGQGSGDVLR Unmodified _ATPVNLAQHTYWNLGGQGSGDVLR_ B4FMF7_MAIZE 3 852.09809 2553.2724 1.0639 -0.07047 0.99764 88.683 88.683 1.50E-11 52.44 3177800

5108 ATSATVSLPIVDLSLGR Unmodified _ATSATVSLPIVDLSLGR_ B6T4W5_MAIZE 2 850.48308 1698.9516 1.0794 0.17742 1.2559 106.34 106.34 2.72E-05 56.82 469750

5109 ATSAVTLR Unmodified _ATSAVTLR_ B4FJ27_MAIZE 2 409.74016 817.46577 0.054788 0.54737 0.59131 37.717 37.717 1.65E-01 33.06 561960

5110 ATSAWGLEVR Unmodified _ATSAWGLEVR_ B6ETR5_MAIZE 2 545.28801 1088.5615 0.066564 -0.042731 0.012653 68.47 68.47 1.62E-03 47.6 489700

5111 ATSCHPILVR Unmodified _ATSCHPILVR_ B6T6L0_MAIZE 3 385.20973 1152.6074 0.5252 0.45002 0.97647 39.855 39.855 2.94E-01 12.54 1137900

5112 ATSCHPILVR Unmodified _ATSCHPILVR_ B6T6L0_MAIZE 3 385.20973 1152.6074 0.57061 -0.34713 0.22776 37.203 37.203 5.86E-01 14.81 2160400

5113 ATSCHPILVR Unmodified _ATSCHPILVR_ B6T6L0_MAIZE 2 577.31096 1152.6074 0.1548 -0.31677 -0.15916 37.206 37.206 4.40E-02 45.4 298730

5114 ATSDLLLVQSDLYTLVDGFVIR Unmodified _ATSDLLLVQSDLYTLVDGFVIR_ B4FAD9_MAIZE 3 813.44409 2437.3104 0.99456 0.41541 1.4141 130.8 130.8 9.51E-08 42.64 2473800

5115 ATSDLLLVQSDLYTLVDGFVIR Unmodified _ATSDLLLVQSDLYTLVDGFVIR_ B4FAD9_MAIZE 3 813.44409 2437.3104 1.0474 0.36248 1.4141 137.09 137.09 2.93E-05 44.84 276640

5116 ATSDLLLVQSDLYTLVDGFVIR Unmodified _ATSDLLLVQSDLYTLVDGFVIR_ B4FAD9_MAIZE 3 813.44409 2437.3104 0.96934 0.62356 1.5966 131.24 131.24 2.93E-05 25.91 202650

5117 ATSDLLLVQSDLYTLVDGFVIR Unmodified _ATSDLLLVQSDLYTLVDGFVIR_ B4FAD9_MAIZE 3 813.44409 2437.3104 1.0916 0.14396 1.2402 138.13 138.13 7.44E-02 10.09 251300

5118 ATSESNVITTITVHELGTPGLK Unmodified _ATSESNVITTITVHELGTPGLK_ Q9SPD7_MAIZE 3 756.74091 2267.2009 0.82687 -0.06013 0.76948 90.568 90.568 5.80E-05 29.67 132620

5119 ATSESNVITTITVHELGTPGLK Unmodified _ATSESNVITTITVHELGTPGLK_ Q9SPD7_MAIZE 3 756.74091 2267.2009 0.84191 -0.27571 0.56901 90.929 90.929 6.62E-05 42.62 711030

5120 ATSFEVISTLR Unmodified _ATSFEVISTLR_ LONH2_MAIZE 2 612.33515 1222.6558 0.30429 0.25674 0.55442 79.176 79.176 1.00E+00 3.15 122230

5121 ATSFEVISTLR Unmodified _ATSFEVISTLR_ LONH2_MAIZE 2 612.33515 1222.6558 0.34727 0.54323 0.88354 79.604 79.604 4.96E-02 43.72 311020

5122 ATSGGDDDILDDLDEMIFGK Oxidation (M) _ATSGGDDDILDDLDEM(ox)IFGK_ B4FYD3_MAIZE 2 1071.9728 2141.9311 1.2047 0.001927 1.2134 125.6 125.6 3.94E-53 80.38 1313600

5123 ATSSAGGGGFSGAGGSNMLR Oxidation (M) _ATSSAGGGGFSGAGGSNM(ox)LR_ B6UEM6_MAIZE 2 879.39721 1756.7799 1.0922 0.0479 1.1494 47.088 47.088 4.23E-04 59.14 61435

5124 ATSSAGGGGFSGAGGSNMLR Oxidation (M) _ATSSAGGGGFSGAGGSNM(ox)LR_ B6UEM6_MAIZE 2 879.39721 1756.7799 1.0705 -0.044348 1.0357 50.166 50.166 6.01E-60 95.02 237280

5125 ATSSAGGGGFSGAGGSNMLR Unmodified _ATSSAGGGGFSGAGGSNMLR_ B6UEM6_MAIZE 2 871.39975 1740.7849 1.1694 -0.13867 1.0381 58.22 58.22 5.73E-03 56.8 21667
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5126 ATSTVVPDPSR Unmodified _ATSTVVPDPSR_ B4FJE0_MAIZE 2 565.29603 1128.5775 0.15462 0.046312 0.21104 42.948 42.948 3.83E-01 12.85 923340

5127 ATSTVVPDPSR Unmodified _ATSTVVPDPSR_ B4FJE0_MAIZE 2 565.29603 1128.5775 0.059234 -0.032597 0.038613 42.332 42.332 3.83E-01 22.68 265080

5128 ATSVAGVAR Unmodified _ATSVAGVAR_ B6T7J1_MAIZE 2 416.23778 830.46102 0.21346 -0.013782 0.19712 31.675 31.675 3.39E-01 28.9 70144

5129 ATSYDDFTNSLPENDCR Unmodified _ATSYDDFTNSLPENDCR_ ADF3_MAIZE 2 1002.9156 2003.8167 1.1939 -0.08675 1.1082 74.228 74.228 1.37E-17 82.14 1447500

5130 ATSYDDFTNSLPENDCR Unmodified _ATSYDDFTNSLPENDCR_ ADF3_MAIZE 2 1002.9156 2003.8167 1.0934 -0.076716 1.0175 74.552 74.552 1.51E-07 75.36 575530

5131 ATSYDDFTNSLPENDCR Unmodified _ATSYDDFTNSLPENDCR_ ADF3_MAIZE 2 1002.9156 2003.8167 1.1463 -0.053344 1.0934 74.359 74.359 1.37E-17 83.35 501310

5132 ATSYDDFTNSLPENDCR Unmodified _ATSYDDFTNSLPENDCR_ ADF3_MAIZE 2 1002.9156 2003.8167 1.0778 -0.69454 0.38462 75.722 75.722 1.37E-17 74.56 14450000

5133 ATSYEDFTNSLPENDCR Unmodified _ATSYEDFTNSLPENDCR_ B4FSW2_MAIZE 2 1009.9234 2017.8323 1.143 0.009918 1.1491 76.517 76.517 1.22E-02 53.7 327310

5134 ATSYEDFTNSLPENDCR Unmodified _ATSYEDFTNSLPENDCR_ B4FSW2_MAIZE 2 1009.9234 2017.8323 1.0933 -0.32523 0.76461 77.551 77.551 3.33E-51 88.11 7264400

5135 ATTAVSVDEK Acetyl (Protein N-term) _(ac)ATTAVSVDEK_ B4FAD9_MAIZE 2 531.76931 1061.5241 -0.0082433 -0.033864 -0.049548 50.48 50.48 1.45E-01 14.59 4390000

5136 ATTAVSVDEK Acetyl (Protein N-term) _(ac)ATTAVSVDEK_ B4FAD9_MAIZE 2 531.76931 1061.5241 0.0086436 0.11448 0.11587 52.325 52.325 4.40E-02 18.29 4016700

5137 ATTAVSVDEK Acetyl (Protein N-term) _(ac)ATTAVSVDEK_ B4FAD9_MAIZE 2 531.76931 1061.5241 -0.074088 -0.045462 -0.12546 47.969 47.969 3.43E-01 9.32 3770800

5138 ATTAVSVDEKLDK Acetyl (Protein N-term) _(ac)ATTAVSVDEKLDK_ B4FAD9_MAIZE 2 709.8723 1417.73 0.66041 -1.1003 -0.44881 61.298 61.298 4.93E-21 87.73 1096900

5139 ATTAVSVDEKLDK Acetyl (Protein N-term) _(ac)ATTAVSVDEKLDK_ B4FAD9_MAIZE 2 709.8723 1417.73 0.58398 -0.12419 0.4501 62.648 62.648 1.00E-11 74.58 7660500

5140 ATTDYITR Unmodified _ATTDYITR_ Q8LJR0_MAIZE 2 470.74036 939.46616 -0.052446 0.35841 0.29955 44.047 44.047 5.06E-02 17.11 845720

5141 ATTETVDALR Unmodified _ATTETVDALR_ B4F8L9_MAIZE 2 538.78275 1075.551 -0.091642 -0.261 -0.35609 46.205 46.205 7.11E-01 16.98 24413

5142 ATTETVDALR Unmodified _ATTETVDALR_ B4F8L9_MAIZE 2 538.78275 1075.551 -0.068532 -0.13485 -0.20809 48.972 48.972 2.81E-03 53.77 7823400

5143 ATTETVDALR Unmodified _ATTETVDALR_ B4F8L9_MAIZE 2 538.78275 1075.551 -0.063457 -0.30961 -0.37593 46.247 46.247 3.43E-01 12.52 916480

5144 ATTIADIPR Unmodified _ATTIADIPR_ B4FAJ4_MAIZE 2 479.27182 956.5291 -0.014997 -0.034933 -0.062623 54.27 54.27 3.39E-01 35.89 662460

5145 ATTIADIPR Unmodified _ATTIADIPR_ B4FAJ4_MAIZE 2 479.27182 956.5291 -0.036868 -0.003635 -0.053017 56.482 56.482 3.39E-01 43.11 703310

5146 ATTIADIPR Unmodified _ATTIADIPR_ B4FAJ4_MAIZE 2 479.27182 956.5291 -0.1579 0.20119 0.029795 56.379 56.379 3.32E-02 39.09 3664200

5147 ATTPFDGQK Unmodified _ATTPFDGQK_ B4FAE5_MAIZE 2 482.74036 963.46616 -0.10395 -0.09159 -0.18596 39.781 39.781 3.39E-01 32.05 1554300

5148 ATTPFDGQKPGTSGLR Unmodified _ATTPFDGQKPGTSGLR_ B4FAE5_MAIZE 3 544.94952 1631.8267 0.050872 0.18609 0.24781 54.152 54.152 1.00E+00 3.66 1385300

5149 ATTPFDGQKPGTSGLR Unmodified _ATTPFDGQKPGTSGLR_ B4FAE5_MAIZE 3 544.94952 1631.8267 -0.035314 0.083669 0.058778 54.147 54.147 4.57E-01 9.09 5335100

5150 ATTPFDGQKPGTSGLR Unmodified _ATTPFDGQKPGTSGLR_ B4FAE5_MAIZE 2 816.92064 1631.8267 1.0121 0.16395 1.1869 54.159 54.159 4.18E-01 21.13 747750

5151 ATTQQVEIQVR Unmodified _ATTQQVEIQVR_ B6TIG4_MAIZE 2 636.84896 1271.6834 0.39726 0.029089 0.42666 49.397 49.397 4.43E-05 68.65 1195700

5152 ATTQQVEIQVR Unmodified _ATTQQVEIQVR_ B6TIG4_MAIZE 2 636.84896 1271.6834 0.37739 -0.055838 0.322 49.356 49.356 3.57E-04 54.54 449270

5153 ATTQQVEIQVR Unmodified _ATTQQVEIQVR_ B6TIG4_MAIZE 2 636.84896 1271.6834 0.39997 -0.2929 0.10805 51.615 51.615 4.43E-05 54.08 425320

5154 ATTSDASSTLGTK Unmodified _ATTSDASSTLGTK_ B6TEG2_MAIZE 2 620.30679 1238.599 0.32357 -0.326 0.00071143 35.853 35.853 3.13E-02 61.33 150850

5155 ATTTTQASLLLQK Acetyl (Protein N-term) _(ac)ATTTTQASLLLQK_ O24560_MAIZE 2 709.39848 1416.7824 0.70322 -0.52246 0.16989 79.16 79.16 2.65E-01 10.07 257080

5156 ATVDYEK Unmodified _ATVDYEK_ B4FIE9_MAIZE 2 413.20308 824.3916 0.31713 0.32054 0.62031 29.248 29.248 1.86E-01 22.71 266550

5157 ATVETSGTAIGSSGR Unmodified _ATVETSGTAIGSSGR_ B6TAE7_MAIZE 2 697.34952 1392.6845 0.65009 -0.94851 -0.29212 95.228 95.228 1.00E+00 0.57 199310

5158 ATVETSGTAIGSSGR Acetyl (Protein N-term) _(ac)ATVETSGTAIGSSGR_ B6TAE7_MAIZE 2 718.3548 1434.6951 0.66568 -0.14562 0.52147 56.957 56.957 4.63E-02 28.27 753740

5159 ATVLVETLPAVFQMNEILHELR Oxidation (M) _ATVLVETLPAVFQM(ox)NEILHELR_ MASY_MAIZE 3 847.12447 2538.3516 1.1571 0.55055 1.7004 120.44 120.44 2.13E-01 4.91 103400
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5160 ATVLVETLPAVFQMNEILHELR Unmodified _ATVLVETLPAVFQMNEILHELR_ MASY_MAIZE 3 841.79284 2522.3567 1.1383 0.54412 1.6728 130.14 130.14 6.53E-05 31.52 376360

5161 ATVLVPAPER Unmodified _ATVLVPAPER_ B4F9P6_MAIZE 2 526.80857 1051.6026 -0.097113 0.25188 0.14507 55.504 55.504 3.43E-01 24.42 4857800

5162 ATVNTGPTR Unmodified _ATVNTGPTR_ B6T5L0_MAIZE 2 458.74597 915.47739 0.14727 -0.26553 -0.10954 23.259 23.259 3.39E-01 35.29 6750.4

5163 ATVNTGPTR Unmodified _ATVNTGPTR_ B6T5L0_MAIZE 2 458.74597 915.47739 0.092623 -0.10087 0.00041294 23.13 23.13 7.18E-01 27.46 23843

5164 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.80704 0.33657 1.143 126.68 126.68 9.54E-02 26.05 5140800

5165 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.83981 -0.32764 0.51262 128.26 128.26 2.65E-01 21.32 17572

5166 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.84389 0.2833 1.1261 127.03 127.03 4.68E-05 69.13 407110

5167 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.83295 0.26895 1.1008 127.23 127.23 1.56E-17 60.16 698830

5168 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.82434 0.09837 0.92256 127.2 127.2 1.47E-03 59.57 914460

5169 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.81856 0.2162 1.0345 126.52 126.52 1.00E-11 68.24 1793600

5170 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.83458 -0.024356 0.81029 127.59 127.59 4.68E-05 44.5 4616300

5171 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.80992 0.26366 1.0732 126.91 126.91 1.00E-11 67.09 4672400

5172 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.76405 0.09252 0.85588 127.26 127.26 1.56E-17 78.31 1702500

5173 ATVPGDLIWQIVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQIVR_ B4FM15_MAIZE 2 755.42483 1508.8351 0.74278 0.17874 0.92105 127.89 127.89 2.61E-08 62.6 6510100

5174 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.82849 0.29192 1.1251 123.83 123.83 1.47E-03 40.99 7658400

5175 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.77876 -0.078328 0.70725 125.13 125.13 2.65E-01 8.63 88428

5176 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.85928 0.33095 1.1962 124.18 124.18 1.47E-03 36.4 807030

5177 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.81409 0.18072 1.0003 124.37 124.37 4.68E-05 58.63 1569600

5178 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.8204 0.24215 1.0686 124.29 124.29 1.56E-17 76.75 1621300

5179 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.77909 0.17965 0.96486 123.61 123.61 2.50E-15 56.22 3630100

5180 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.77993 0.24025 1.0254 124.69 124.69 9.54E-02 19.28 7539200

5181 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.78834 0.12015 0.91387 124.04 124.04 4.93E-21 86.02 12158000

5182 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.71293 -0.06235 0.65619 124.19 124.19 1.00E-11 67.91 7868200

5183 ATVPGDLIWQVVR Acetyl (Protein N-term) _(ac)ATVPGDLIWQVVR_ B4FYR2_MAIZE 2 748.41701 1494.8195 0.71142 -0.27079 0.44737 124.75 124.75 4.93E-21 87.42 21290000

5184 ATVPVNPKPFLNNLTGK Acetyl (Protein N-term) _(ac)ATVPVNPKPFLNNLTGK_ B4FJ31_MAIZE 2 926.51999 1851.0254 1.1376 0.36992 1.5006 98.88 98.88 3.69E-01 21.73 76475

5185 ATVPVNPKPFLNNLTGKPVIVK Acetyl (Protein N-term) _(ac)ATVPVNPKPFLNNLTGKPVIVK_ B4FJ31_MAIZE 3 796.80529 2387.3941 0.96978 0.062116 1.0281 121 121 6.40E-03 19.35 39662

5186 ATVPVWAK Unmodified _ATVPVWAK_ B4FZU9_MAIZE 2 436.25545 870.49634 0.084102 -1.3746 -1.2884 57.472 57.472 1.00E+00 10.36 654290

5187 ATVPVWAK Unmodified _ATVPVWAK_ B4FZU9_MAIZE 2 436.25545 870.49634 0.14354 0.1726 0.31459 56.742 56.742 1.00E+00 6.72 994620

5188 ATVPVWAK Unmodified _ATVPVWAK_ B4FZU9_MAIZE 2 436.25545 870.49634 0.0099596 -0.38144 -0.37278 57.102 57.102 3.77E-01 29.18 10239000

5189 ATVPVWAK Unmodified _ATVPVWAK_ B4FZU9_MAIZE 2 436.25545 870.49634 -0.028081 -0.83854 -0.86684 57.957 57.957 2.92E-02 26.2 20263000

5190 ATVSHNSQLFR Unmodified _ATVSHNSQLFR_ B6TCK3_MAIZE 3 420.55455 1258.6418 0.14707 -0.55777 -0.41249 42.706 42.706 9.88E-04 38.37 3865600

5191 ATVSHNSQLFR Unmodified _ATVSHNSQLFR_ B6TCK3_MAIZE 2 630.32819 1258.6418 0.34368 -0.65947 -0.31761 42.706 42.706 1.67E-02 42.92 684210

5192 ATVSHNSQLFR Unmodified _ATVSHNSQLFR_ B6TCK3_MAIZE 2 630.32819 1258.6418 0.35064 -0.1164 0.23102 40.211 40.211 1.67E-02 46.44 609260

5193 ATYHLYNPAQNGWDLNR Unmodified _ATYHLYNPAQNGWDLNR_ B6SH12_MAIZE 3 678.32565 2031.9551 0.50653 0.36753 0.85896 83.019 83.019 2.46E-02 27.56 167400
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5194 ATYHLYNPAQNGWDLNR Unmodified _ATYHLYNPAQNGWDLNR_ B6SH12_MAIZE 3 678.32565 2031.9551 0.56954 -0.074686 0.47995 81.245 81.245 7.02E-01 9.79 226950

5195 ATYLGVR Unmodified _ATYLGVR_ B6TGM9_MAIZE 2 390.22415 778.43374 0.51141 0.3951 0.89532 46.216 46.216 4.46E-01 14.35 562990

5196 ATYNLLGLR Unmodified _ATYNLLGLR_ B4FYU1_MAIZE 2 510.79547 1019.5764 -0.059795 0.97891 0.89304 78.685 78.685 1.01E-02 47.73 627520

5197 ATYSLPEATTLR Unmodified _ATYSLPEATTLR_ B4FPM2_MAIZE 2 661.85117 1321.6878 0.4492 -0.35374 0.078698 70.499 70.499 2.00E-01 19.78 1913500

5198 ATYTLNPDGTVK Unmodified _ATYTLNPDGTVK_ Q38JE3_MAIZE 2 640.33007 1278.6456 0.36967 0.25548 0.6269 58.433 58.433 2.00E-01 22.95 609300

5199 AVAADPGAQLYTILDLCR Unmodified _AVAADPGAQLYTILDLCR_ B6SWL9_MAIZE 2 974.00385 1945.9931 1.2682 -0.16078 1.1028 114.23 114.23 2.32E-57 72.72 272320

5200 AVAADPGAQLYTILDLCR Unmodified _AVAADPGAQLYTILDLCR_ B6SWL9_MAIZE 3 649.67166 1945.9931 0.48042 -0.24505 0.23079 114.24 114.24 1.00E+00 4.58 176400

5201 AVAAELEIGISSEKPR Unmodified _AVAAELEIGISSEKPR_ B6T6D7_MAIZE 3 557.30883 1668.9046 0.026339 -0.018379 -0.020281 71.965 71.965 8.21E-03 33.57 698650

5202 AVAAISAGNDEFVGTMIAEAIDK Oxidation (M) _AVAAISAGNDEFVGTM(ox)IAEAIDK_ B6SXW8_MAIZE 3 770.3825 2308.1257 0.95224 0.37858 1.3202 100.81 100.81 5.14E-05 19.76 247130

5203 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.69285 0.2062 0.87552 51.19 51.19 1.86E-01 21.36 835520

5204 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.49199 0.90552 1.3729 51.101 51.101 7.83E-01 18.8 595620

5205 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.62213 0.58034 1.176 53.274 53.274 1.86E-01 31.94 1368000

5206 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.57607 0.49101 1.0435 52.552 52.552 1.86E-01 18.38 791540

5207 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.45803 0.1725 0.60718 53.403 53.403 8.04E-02 36.62 7652900

5208 AVADIIR Unmodified _AVADIIR_ B6UCD0_MAIZE 2 379.23197 756.44939 0.65014 1.129 1.7523 51.481 51.481 1.00E+00 12.85 423090

5209 AVADVSAAR Unmodified _AVADVSAAR_ B6TES9_MAIZE 2 430.23524 858.45593 0.14293 -0.21435 -0.087585 33.471 33.471 1.01E-02 23.11 270300

5210 AVAEIIISR Unmodified _AVAEIIISR_ B6UAN9_MAIZE 2 486.29784 970.58113 -0.16257 0.28475 0.08916 87.767 87.767 1.01E-02 22.47 368080

5211 AVAFDEIDKAPEEK Unmodified _AVAFDEIDKAPEEK_ B4FVB2_MAIZE 2 781.39085 1560.7672 0.91707 -0.4053 0.49021 62.929 62.929 2.25E-03 30.96 798960

5212 AVAFDEIDKAPEEK Unmodified _AVAFDEIDKAPEEK_ B4FVB2_MAIZE 3 521.26299 1560.7672 -0.039115 -0.21308 -0.27299 62.932 62.932 1.00E+00 2.48 3515700

5213 AVAGAGVLAGYDK Unmodified _AVAGAGVLAGYDK_ B4FSA7_MAIZE 2 596.32205 1190.6295 0.23779 -1.2335 -0.9994 61.477 61.477 5.66E-01 2.87 747320

5214 AVAGAGVLAGYDK Unmodified _AVAGAGVLAGYDK_ B4FSA7_MAIZE 2 596.32205 1190.6295 0.21192 -0.85216 -0.64289 62.715 62.715 1.15E-02 25.51 19562

5215 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 0.01435 -0.061604 -0.034434 36.392 36.392 6.16E-04 39.95 1771200

5216 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 2 714.34606 1426.6776 0.75066 -0.30763 0.45715 36.386 36.386 4.56E-01 34.06 127060

5217 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.14381 -0.037677 -0.16861 36.124 36.124 1.13E-05 40.18 265210

5218 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.048837 -0.015491 -0.051122 38.635 38.635 1.13E-05 48.23 430400

5219 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 0.0059608 -0.001468 0.017021 37.818 37.818 4.52E-03 47.61 302690

5220 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.018139 -0.20143 -0.20627 38.448 38.448 6.16E-04 39.29 317440

5221 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.035596 -0.16356 -0.18517 38.024 38.024 6.16E-04 49.21 1798200

5222 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.078972 -0.77898 -0.84265 38.991 38.991 6.16E-04 32.76 237610

5223 AVAHHTDCTFIR Unmodified _AVAHHTDCTFIR_ B4FSF1_MAIZE 3 476.56646 1426.6776 -0.034107 -0.27332 -0.29425 36.44 36.44 4.52E-03 30.92 250300

5224 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.21171 0.38627 0.593 34.864 34.864 8.36E-03 25.39 888080

5225 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 4 324.43083 1293.6942 1.2679 -0.35424 0.91002 34.71 34.71 1.00E+00 12.33 96454

5226 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.11622 0.027495 0.1397 37.084 37.084 1.79E-02 19.8 584130

5227 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.14487 -0.12281 0.018915 36.298 36.298 6.54E-02 25.31 311220
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5228 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.066832 -0.011289 0.050663 36.648 36.648 6.54E-02 24.45 522060

5229 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 4 324.43083 1293.6942 1.3879 -0.21458 1.1695 36.648 36.648 1.00E+00 14.02 147910

5230 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 4 324.43083 1293.6942 1.4297 -0.20641 1.2203 35.973 35.973 7.21E-01 19.77 1096800

5231 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.081662 0.030117 0.10863 35.984 35.984 8.36E-03 39.65 4464100

5232 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 2 647.85438 1293.6942 0.50031 0.070312 0.56716 35.971 35.971 7.72E-03 33.91 567380

5233 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.2057 0.11749 0.31785 34.865 34.865 1.79E-02 14.46 201120

5234 AVAHHTTAAFIR Unmodified _AVAHHTTAAFIR_ B6TDT1_MAIZE 3 432.23868 1293.6942 0.0011194 0.023499 0.020462 39.792 39.792 7.21E-01 5.52 33030

5235 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.026577 0.11253 0.069499 42.364 42.364 1.98E-01 33.02 2447100

5236 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.18348 0.032241 -0.16741 42.071 42.071 6.35E-02 24.79 688430

5237 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.049579 0.43858 0.37293 44.692 44.692 6.35E-02 34.93 956460

5238 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.031519 0.19107 0.14431 43.91 43.91 6.35E-02 31.67 896250

5239 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.043123 0.49985 0.44104 44.758 44.758 7.60E-01 30.18 710620

5240 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 2 761.90225 1521.79 0.85509 0.18331 1.0229 45.336 45.336 1.02E-23 78.33 731230

5241 AVAHQPVSASIEASR Unmodified _AVAHQPVSASIEASR_ B4FU56_MAIZE 3 508.27059 1521.79 -0.031244 -0.42104 -0.46601 42.673 42.673 7.60E-01 15.02 505500

5242 AVAHQPVSVAIEAGGR Unmodified _AVAHQPVSVAIEAGGR_ B4FS90_MAIZE 3 521.28636 1560.8372 0.01063 -0.10344 -0.096385 51.276 51.276 1.00E+00 1.19 1485100

5243 AVAHQPVSVAIEAGGR Unmodified _AVAHQPVSVAIEAGGR_ B4FS90_MAIZE 2 781.4259 1560.8372 0.91484 0.09121 1.0023 54.036 54.036 7.42E-06 59.56 2005600

5244 AVALELCR Unmodified _AVALELCR_ B6UEQ3_MAIZE 2 466.25512 930.49568 0.0035075 -0.23888 -0.25125 57.159 57.159 3.77E-01 6.83 877620

5245 AVALELCR Unmodified _AVALELCR_ B6UEQ3_MAIZE 2 466.25512 930.49568 -0.10507 0.3295 0.20668 57.752 57.752 5.06E-02 20.2 270600

5246 AVANETGAFFFLINGPEIMSK Unmodified _AVANETGAFFFLINGPEIMSK_ B6T8X9_MAIZE 2 1128.5721 2255.1296 1.332 1.1376 2.4606 123.11 123.11 2.60E-01 3.02 384060

5247 AVANETGAFFFLINGPEIMSK Oxidation (M) _AVANETGAFFFLINGPEIM(ox)SK_ B6T8X9_MAIZE 2 1136.5696 2271.1246 1.2216 -0.65247 0.5635 119.39 119.39 2.55E-34 78.86 423680

5248 AVANETGAFFFLINGPEIMSK Oxidation (M) _AVANETGAFFFLINGPEIM(ox)SK_ B6T8X9_MAIZE 2 1136.5696 2271.1246 1.1445 -0.83391 0.30461 119.62 119.62 1.08E-14 64.59 723190

5249 AVANETGAFFFLINGPEIMSK Oxidation (M) _AVANETGAFFFLINGPEIM(ox)SK_ B6T8X9_MAIZE 3 758.04879 2271.1246 0.87108 0.13609 1.0006 119.67 119.67 2.43E-04 32.95 352140

5250 AVANETGAFFFLINGPEIMSK Oxidation (M) _AVANETGAFFFLINGPEIM(ox)SK_ B6T8X9_MAIZE 2 1136.5696 2271.1246 1.1541 -1.4497 -0.30051 119.94 119.94 6.16E-30 87.81 1624900

5251 AVANETGAFFFLINGPEIMSK Oxidation (M) _AVANETGAFFFLINGPEIM(ox)SK_ B6T8X9_MAIZE 3 758.04879 2271.1246 0.86466 0.36918 1.2265 120.07 120.07 2.43E-04 34.2 724440

5252 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.87317 -0.97868 -0.11825 69.228 69.228 7.73E-25 94.12 1363400

5253 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.87537 0.16191 1.0236 70.582 70.582 1.02E-04 86.12 49830

5254 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.90571 -0.34875 0.54376 69.649 69.649 2.01E-03 65.08 554190

5255 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.88974 0.006677 0.88345 70.006 70.006 1.27E-09 70.27 1240900

5256 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.86155 -0.30886 0.53902 70.421 70.421 4.21E-20 94.43 4560700

5257 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.83615 0.014895 0.83804 69.584 69.584 1.27E-09 91.51 1452200

5258 AVANQPISVAIEAGGR Unmodified _AVANQPISVAIEAGGR_ B6TGM9_MAIZE 2 776.92573 1551.8369 0.87863 -0.97669 -0.1096 71.465 71.465 4.21E-20 63.48 175390

5259 AVANSTSATFLR Unmodified _AVANSTSATFLR_ B6T2S0_MAIZE 2 619.3304 1236.6463 0.38101 0.44219 0.81443 55.351 55.351 7.72E-03 48.43 1888400

5260 AVANSTSATFLR Unmodified _AVANSTSATFLR_ B6T2S0_MAIZE 2 619.3304 1236.6463 0.33746 -0.1038 0.2248 55.867 55.867 6.74E-02 26.83 538640

5261 AVANSTSATFLR Unmodified _AVANSTSATFLR_ B6T2S0_MAIZE 2 619.3304 1236.6463 0.3411 0.037888 0.37066 57.611 57.611 1.11E-04 74.13 1310700
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5262 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0816 0.34101 1.3988 97.96 97.96 1.02E-03 31.99 624260

5263 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0366 0.15872 1.1709 98.357 98.357 7.46E-02 22.64 192730

5264 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0746 -0.12127 0.92939 98.447 98.447 1.24E-09 49.15 246870

5265 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0851 -0.041403 1.0204 98.292 98.292 5.62E-03 18.44 241330

5266 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0854 -0.42272 0.6393 97.79 97.79 1.02E-03 50.52 161470

5267 AVAPPTAAALEQLSSSK Acetyl (Protein N-term) _(ac)AVAPPTAAALEQLSSSK_ B6T2Y5_MAIZE 2 841.95161 1681.8887 1.0418 -0.20754 0.81093 98.189 98.189 1.54E-12 55.28 2368100

5268 AVAPYFPAAIASLVASK Unmodified _AVAPYFPAAIASLVASK_ B4FER1_MAIZE 2 838.47452 1674.9345 1.0405 -0.047564 0.97502 117.16 117.16 1.51E-07 43.14 227300

5269 AVASSASAAPAAAAK Unmodified _AVASSASAAPAAAAK_ B6T2Y1_MAIZE 2 622.33568 1242.6568 0.3722 0.3142 0.64815 31.829 31.829 1.12E-07 66.19 126370

5270 AVASSASAAPAAAAK Unmodified _AVASSASAAPAAAAK_ B6T2Y1_MAIZE 2 622.33568 1242.6568 0.29631 -0.12171 0.13737 35.199 35.199 1.12E-07 65.92 1082100

5271 AVATTPSLHFVDR Unmodified _AVATTPSLHFVDR_ B4FCR1_MAIZE 3 471.92101 1412.7412 -0.071446 0.022132 -0.041014 63.976 63.976 3.08E-01 15.22 1192200

5272 AVAVAADVSDPAQVAR Unmodified _AVAVAADVSDPAQVAR_ B6TPJ3_MAIZE 2 770.40991 1538.8053 0.81054 -0.047802 0.76071 62.791 62.791 1.42E-33 87.9 2153800

5273 AVAVLGSSDGVK Unmodified _AVAVLGSSDGVK_ B4FIC7_MAIZE 2 551.80877 1101.603 -0.066696 -0.10353 -0.16272 50.29 50.29 1.98E-03 45.03 47373

5274 AVAVLGSSDGVK Unmodified _AVAVLGSSDGVK_ B4FIC7_MAIZE 2 551.80877 1101.603 -0.029322 0.30614 0.28266 52.371 52.371 1.68E-09 68.64 1373200

5275 AVAVLGSSDGVK Unmodified _AVAVLGSSDGVK_ B4FIC7_MAIZE 2 551.80877 1101.603 -0.013926 -0.37913 -0.3851 50.096 50.096 2.00E-01 11.89 1943300

5276 AVAVLGSSDGVK Unmodified _AVAVLGSSDGVK_ B4FIC7_MAIZE 2 551.80877 1101.603 -0.082931 -0.14903 -0.22399 53.362 53.362 1.68E-09 52.81 5673700

5277 AVAVVIDPIQSVK Unmodified _AVAVVIDPIQSVK_ B4FLQ8_MAIZE 2 669.9032 1337.7919 0.5629 -0.29065 0.27519 78.231 78.231 5.66E-01 15.13 805210

5278 AVAVVIDPIQSVK Unmodified _AVAVVIDPIQSVK_ B4FLQ8_MAIZE 2 669.9032 1337.7919 0.54663 0.16502 0.71288 78.517 78.517 5.66E-01 7.42 305470

5279 AVAVVIDPIQSVK Unmodified _AVAVVIDPIQSVK_ B4FLQ8_MAIZE 2 669.9032 1337.7919 0.48024 -0.13614 0.34587 79.012 79.012 1.47E-03 47.55 12375000

5280 AVAYLLSNADR Unmodified _AVAYLLSNADR_ B6UCF6_MAIZE 2 596.81967 1191.6248 0.23475 -0.37315 -0.16416 64.523 64.523 3.60E-06 36.08 1251100

5281 AVAYLLSNADR Unmodified _AVAYLLSNADR_ B6UCF6_MAIZE 2 596.81967 1191.6248 0.15222 -0.31382 -0.18752 65.193 65.193 5.66E-08 70.64 1153700

5282 AVAYLLSNADR Unmodified _AVAYLLSNADR_ B6UCF6_MAIZE 2 596.81967 1191.6248 0.22041 -0.28571 -0.091144 65.722 65.722 6.35E-09 60.62 1019500

5283 AVCCMHMGSFEEAETLLLEALNK 2 Oxidation (M) _AVCCM(ox)HM(ox)GSFEEAETLLLEALNK_ B6SZK9_MAIZE 3 895.73908 2684.1954 1.164 -0.087771 1.0699 129.3 129.3 2.00E-02 34.42 191840

5284 AVCFLK Unmodified _AVCFLK_ B4FL68_MAIZE 2 369.20436 736.39418 0.77181 -0.2983 0.478 54.373 54.373 5.26E-01 25.18 575310

5285 AVCIAVR Unmodified _AVCIAVR_ B4F8X3_MAIZE 2 394.726 787.43744 0.31649 -0.21797 0.099167 45.819 45.819 4.49E-02 24.85 952500

5286 AVCLSHPYSVTADDMK Oxidation (M) _AVCLSHPYSVTADDM(ox)K_ B4FY74_MAIZE 3 603.94305 1808.8073 0.21327 -0.033155 0.18661 57.185 57.185 3.57E-09 35.08 3140000

5287 AVCLSHPYSVTADDMK Oxidation (M) _AVCLSHPYSVTADDM(ox)K_ B4FY74_MAIZE 3 603.94305 1808.8073 0.1907 -0.1166 0.079337 55.284 55.284 1.00E+00 11.18 2392200

5288 AVCMISNSTSVVEVFSR Unmodified _AVCMISNSTSVVEVFSR_ B6SPX4_MAIZE 2 943.46096 1884.9074 1.1876 -0.74951 0.44691 93.482 93.482 3.42E-29 90.22 477100

5289 AVCMISNSTSVVEVFSR Unmodified _AVCMISNSTSVVEVFSR_ B6SPX4_MAIZE 2 943.46096 1884.9074 1.2306 -1.8439 -0.60385 94.275 94.275 1.43E-21 93.8 388980

5290 AVCMISNSTSVVEVFSR Oxidation (M) _AVCM(ox)ISNSTSVVEVFSR_ B6SPX4_MAIZE 2 951.45842 1900.9023 1.2519 0.38411 1.646 85.436 85.436 1.02E-03 47.37 12257

5291 AVCMISNSTSVVEVFSR Oxidation (M) _AVCM(ox)ISNSTSVVEVFSR_ B6SPX4_MAIZE 2 951.45842 1900.9023 1.1689 0.18 1.3582 83.856 83.856 1.24E-09 49.92 183120

5292 AVCMISNSTSVVEVFSR Oxidation (M) _AVCM(ox)ISNSTSVVEVFSR_ B6SPX4_MAIZE 2 951.45842 1900.9023 1.1712 0.072843 1.2537 84.243 84.243 1.37E-17 70.88 276140

5293 AVCMISNSTSVVEVFSR Oxidation (M) _AVCM(ox)ISNSTSVVEVFSR_ B6SPX4_MAIZE 2 951.45842 1900.9023 1.1985 -0.26369 0.94441 84.179 84.179 8.28E-39 74.37 1070000

5294 AVCTEAGMFALR Oxidation (M) _AVCTEAGM(ox)FALR_ B4FSF1_MAIZE 2 671.31812 1340.6217 0.53029 0.17439 0.70591 65.703 65.703 7.72E-03 38.01 51977

5295 AVCVEAGMLALR Oxidation (M) _AVCVEAGM(ox)LALR_ B4FBJ7_MAIZE 2 653.33631 1304.6581 0.47804 -0.28449 0.18763 70.448 70.448 2.62E-07 67.83 1224200
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5296 AVDAAAER Unmodified _AVDAAAER_ B6TKU7_MAIZE 2 401.70632 801.39808 0.53619 -0.81058 -0.3044 29.85 29.85 1.00E+00 0.43 26819

5297 AVDAAAER Unmodified _AVDAAAER_ B6TKU7_MAIZE 2 401.70632 801.39808 -0.17469 20.324 20.324 2.77E-01 39.62

5298 AVDAAAER Unmodified _AVDAAAER_ B6TKU7_MAIZE 2 401.70632 801.39808 0.56896 -0.24604 0.29155 19.976 19.976 5.06E-02 31.18 21326

5299 AVDAFGYEELPYVGGAAPR Unmodified _AVDAFGYEELPYVGGAAPR_ B6SI84_MAIZE 2 991.48635 1980.9581 1.2975 1.3474 2.6373 97.515 97.515 5.89E-20 49.28 267790

5300 AVDAHTEFASPVVTWN Unmodified _AVDAHTEFASPVVTWN_ B4FBU5_MAIZE 2 872.42048 1742.8264 1.0551 -0.096605 0.96801 88.139 88.139 2.16E-02 28.76 270450

5301 AVDAVLGPR Unmodified _AVDAVLGPR_ B6TXV6_MAIZE 2 449.26126 896.50797 0.018939 0.12942 0.1476 49.672 49.672 3.32E-02 31.25 1218000

5302 AVDAVLGPR Unmodified _AVDAVLGPR_ B6TXV6_MAIZE 2 449.26126 896.50797 -0.20315 0.16177 -0.043735 52.788 52.788 3.13E-03 45.67 5889700

5303 AVDELQALQDER Unmodified _AVDELQALQDER_ B4FUA0_MAIZE 2 693.84661 1385.6787 0.6875 0.30371 0.97424 69.816 69.816 7.61E-14 74.27 730750

5304 AVDETLGR Unmodified _AVDETLGR_ B6TU24_MAIZE 2 430.72725 859.43995 -0.034003 0.62927 0.58924 36.681 36.681 2.92E-02 31 33989

5305 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.71944 -0.014064 0.71159 76.114 76.114 3.83E-02 27.85 1385000

5306 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.56374 -0.31996 0.25158 77.051 77.051 1.26E-02 47.54 469900

5307 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.68609 -0.22603 0.46714 77.435 77.435 3.83E-02 32.66 955690

5308 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.66014 -0.26856 0.39767 77.083 77.083 3.83E-02 40.25 995520

5309 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.61918 -0.36911 0.25672 76.84 76.84 1.00E+00 11.58 448290

5310 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 2 563.82202 1125.6295 0.13995 -0.019139 0.12742 77.182 77.182 1.84E-04 70.22 1471800

5311 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.636 -0.10897 0.53478 77.183 77.183 2.94E-01 20.42 2298400

5312 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.79726 -0.23327 0.56973 77.377 77.377 1.00E+00 3.32 262550

5313 AVDGIFHVLR Unmodified _AVDGIFHVLR_ B4FUE0_MAIZE 3 376.2171 1125.6295 0.45933 0.07265 0.53758 79.235 79.235 1.00E+00 13.84 138310

5314 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 0.032789 0.18234 0.21929 57.096 57.096 1.45E-01 20.36 2735000

5315 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 -0.09681 0.26796 0.17621 57.172 57.172 4.40E-02 18.78 796610

5316 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 -0.0032772 0.17451 0.1764 59.035 59.035 1.45E-01 21.99 1858500

5317 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 0.03142 0.40791 0.44474 58.354 58.354 2.81E-03 45.29 1227900

5318 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 -0.0017971 0.98108 0.98237 59.095 59.095 4.40E-02 39.39 769880

5319 AVDGSYVFSK Unmodified _AVDGSYVFSK_ B4G082_MAIZE 2 536.76911 1071.5237 -0.040354 0.039298 0.0044593 59.07 59.07 2.81E-03 46.3 16337000

5320 AVDNGAVAVSAPEDKPWGQK Unmodified _AVDNGAVAVSAPEDKPWGQK_ B6SGF3_MAIZE 3 680.3446 2038.012 0.5844 -0.29818 0.28336 60.965 60.965 1.00E+00 5.98 448230

5321 AVDNGAVAVSAPEDKPWGQK Unmodified _AVDNGAVAVSAPEDKPWGQK_ B6SGF3_MAIZE 3 680.3446 2038.012 0.49888 -0.33673 0.15938 63.865 63.865 4.23E-09 48.16 4213600

5322 AVDNGAVAVSAPEDKPWGQK Unmodified _AVDNGAVAVSAPEDKPWGQK_ B6SGF3_MAIZE 2 1020.0133 2038.012 1.1727 0.071512 1.2418 63.861 63.861 2.16E-03 45.91 404360

5323 AVDNSGTIVGIK Unmodified _AVDNSGTIVGIK_ B4FU37_MAIZE 2 587.32733 1172.6401 0.096152 0.20165 0.30061 55.231 55.231 1.98E-03 56.11 2921900

5324 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.18355 0.16248 0.35668 48.381 48.381 1.11E-04 61.8 3751500

5325 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.048344 0.055489 0.11558 48.795 48.795 7.72E-03 43.21 63476

5326 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.1181 -0.11052 0.018448 48.155 48.155 7.72E-03 48.22 664740

5327 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.17552 -0.37014 -0.18227 50.56 50.56 1.11E-04 59.36 926930

5328 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.1934 -0.12073 0.083641 49.801 49.801 1.11E-04 57.02 922880

5329 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.13233 -0.12448 0.019927 50.656 50.656 1.98E-03 59.72 888390
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5330 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.17829 -0.40988 -0.21874 50.543 50.543 1.68E-09 63.37 774870

5331 AVDNSGTVVGIK Unmodified _AVDNSGTVVGIK_ B6TKD6_MAIZE 2 580.3195 1158.6245 0.033709 -0.070202 -0.024033 48.737 48.737 1.11E-04 61.89 6462200

5332 AVDQIIQIPTVLR Unmodified _AVDQIIQIPTVLR_ B6SWN1_MAIZE 2 733.44048 1464.8664 0.79813 0.15624 0.95032 99.261 99.261 4.68E-05 46.37 528950

5333 AVDSALIK Unmodified _AVDSALIK_ B4F9G6_MAIZE 2 408.74491 815.47527 0.2933 -0.13375 0.13679 45.84 45.84 7.88E-01 11.7 7127300

5334 AVDSALIK Unmodified _AVDSALIK_ B4F9G6_MAIZE 2 408.74491 815.47527 0.23648 0.91213 1.1227 46.46 46.46 1.65E-01 20.57 53771

5335 AVDSALIK Unmodified _AVDSALIK_ B4F9G6_MAIZE 2 408.74491 815.47527 0.16555 0.35478 0.49537 45.656 45.656 7.88E-01 6.98 636070

5336 AVDSALIK Unmodified _AVDSALIK_ B4F9G6_MAIZE 2 408.74491 815.47527 0.2963 0.28549 0.55697 48.093 48.093 3.77E-01 7.2 749300

5337 AVDSLLTAAK Unmodified _AVDSLLTAAK_ B4FYU6_MAIZE 2 494.78731 987.56006 -0.22271 -0.35875 -0.59919 60.858 60.858 5.45E-09 67.94 28719000

5338 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.089221 -0.001106 -0.090311 68.091 68.091 1.62E-03 53.71 20769000

5339 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.10524 0.52149 0.41685 69.15 69.15 1.00E+00 0.35 38673

5340 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.14853 -0.024945 -0.17343 68.492 68.492 1.45E-01 20.7 8877300

5341 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.087152 -0.023587 -0.11011 69.51 69.51 4.40E-02 31.29 11696000

5342 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.08498 -0.15472 -0.23947 68.955 68.955 4.40E-02 27.04 6649900

5343 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.1162 0.026852 -0.088954 69.154 69.154 4.40E-02 26.39 4044000

5344 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.12742 -0.059072 -0.18654 69.513 69.513 4.40E-02 27.33 26500000

5345 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.11362 0.1761 0.061931 69.558 69.558 1.00E+00 8.09 2190300

5346 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.10242 0.27164 0.16912 68.529 68.529 4.40E-02 27.69 1601000

5347 AVDSLVPIGR Unmodified _AVDSLVPIGR_ ATPAM_MAIZE 2 513.80075 1025.5869 -0.14176 0.3949 0.25199 70.576 70.576 1.00E+00 10.51 429440

5348 AVDSVLGPR Unmodified _AVDSVLGPR_ B4FPU2_MAIZE 2 457.25872 912.50288 -0.16907 0.1841 0.018147 54.117 54.117 7.18E-01 4.12 269450

5349 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.42744 -0.41876 0.035359 64.923 64.923 1.15E-02 38.88 77136

5350 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.5089 0.053621 0.58763 65.124 65.124 6.20E-03 30.49 563580

5351 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.47004 -0.025686 0.47075 65.466 65.466 1.15E-02 35.86 1232700

5352 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.47029 -0.010641 0.48541 65.732 65.732 1.47E-03 41.13 3380300

5353 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.43977 -0.03852 0.42687 65.926 65.926 1.15E-02 40.3 9542000

5354 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.32639 0.016073 0.3688 64.523 64.523 2.61E-08 53.88 16837000

5355 AVDVTGPDGSFVR Unmodified _AVDVTGPDGSFVR_ B4FNK1_MAIZE 2 660.33314 1318.6517 0.44116 -0.63354 -0.1661 66.697 66.697 2.61E-08 48.6 312600

5357 AVEAAVEK Unmodified _AVEAAVEK_ B4FBC9_MAIZE 2 408.72672 815.43888 0.35398 0.30512 0.62626 26.866 26.866 7.88E-01 9.82 39993

5358 AVEAAVEK Unmodified _AVEAAVEK_ B4FBC9_MAIZE 2 408.72672 815.43888 0.35777 0.16744 0.49222 26.342 26.342 1.65E-01 17 206350

5359 AVEAAVEK Unmodified _AVEAAVEK_ B4FBC9_MAIZE 2 408.72672 815.43888 0.33267 0.36873 0.66864 26.524 26.524 3.77E-01 15.54 50720

5360 AVEAAVEK Unmodified _AVEAAVEK_ B4FBC9_MAIZE 2 408.72672 815.43888 0.42436 0.36487 0.75565 27.206 27.206 7.88E-01 15.98 20656

5361 AVEAEDKPVTEEANEKK Unmodified _AVEAEDKPVTEEANEKK_ B6U8Y6_MAIZE 4 472.489 1885.9269 -0.096755 -0.11254 -0.23846 35.973 35.973 5.28E-02 17.78 219820

5362 AVEAEGKPVTQEANEEK Unmodified _AVEAEGKPVTQEANEEK_ B6U8Y6_MAIZE 3 610.30229 1827.885 0.27876 0.29197 0.54754 38.838 38.838 2.75E-01 17.84 450490

5363 AVEAGEDAASGPGK Unmodified _AVEAGEDAASGPGK_ B4FIB2_MAIZE 2 629.79913 1257.5837 0.48706 -0.06081 0.41402 30.681 30.681 3.56E-04 63.06 42887

5364 AVEAGEDAASGPGK Unmodified _AVEAGEDAASGPGK_ B4FIB2_MAIZE 2 629.79913 1257.5837 0.46278 -0.61558 -0.16472 32.1 32.1 1.49E-02 37.99 23414
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5365 AVEAGEDAASGPGK Unmodified _AVEAGEDAASGPGK_ B4FIB2_MAIZE 2 629.79913 1257.5837 0.37259 0.20306 0.56251 30.245 30.245 2.96E-06 78.67 259450

5366 AVEATPESFASFGQVIGASPDGDEFGPHDAQLDLSR Unmodified _AVEATPESFASFGQVIGASPDGDEFGPHDAQLDLSR_ B6TVU3_MAIZE 3 1239.915 3716.7231 1.1591 0.13773 1.3015 114.84 114.84 2.18E-07 69.66 107090

5367 AVECDGGGYPFGAVVVHGGGDDEVVSSSHNSVR Unmodified _AVECDGGGYPFGAVVVHGGGDDEVVSSSHNSVR_ B6UC30_MAIZE 4 829.87855 3315.4851 0.9621 -0.17249 0.81287 77.741 77.741 8.61E-02 18.29 1013900

5368 AVEDHAELLLLGYAPWCER Unmodified _AVEDHAELLLLGYAPWCER_ Q5EUD0_MAIZE 3 748.03689 2241.0888 0.88671 0.44001 1.3138 111.35 111.35 4.22E-01 8.79 326650

5369 AVEFVEPGMTLGLGTGSTAAHALDR Oxidation (M) _AVEFVEPGM(ox)TLGLGTGSTAAHALDR_ B6TS38_MAIZE 3 839.41984 2515.2377 1.0727 -0.03787 1.0399 87.537 87.537 9.12E-03 12.4 687630

5370 AVEGAEVEGESK Unmodified _AVEGAEVEGESK_ B6T8M0_MAIZE 2 602.78823 1203.5619 0.263 0.051869 0.29631 33.056 33.056 2.62E-07 67.3 101560

5371 AVEGEAAQSVEEEEGTSADK Unmodified _AVEGEAAQSVEEEEGTSADK_ Q9ST24_MAIZE 2 1018.4506 2034.8866 1.0769 -0.008308 1.0522 54.373 54.373 2.30E-93 122 2493100

5372 AVEGTASYGEK Unmodified _AVEGTASYGEK_ B6SGN7_MAIZE 2 556.26694 1110.5193 0.041401 0.042342 0.068108 34.484 34.484 1.67E-02 43.96 408130

5373 AVEGTASYGEK Unmodified _AVEGTASYGEK_ B6SGN7_MAIZE 2 556.26694 1110.5193 0.059769 -0.22648 -0.18174 31.879 31.879 4.96E-02 54.6 293730

5374 AVEILVK Unmodified _AVEILVK_ B6T534_MAIZE 2 386.25237 770.49019 0.61138 0.23938 0.8267 51.896 51.896 4.49E-02 32.88 397400

5375 AVEKDPIK Unmodified _AVEKDPIK_ B4FQC6_MAIZE 3 300.5114 898.51238 1.7073 0.27797 1.9581 25.949 25.949 9.92E-01 8.9 10860

5376 AVEKDPIK Unmodified _AVEKDPIK_ B4FQC6_MAIZE 3 300.5114 898.51238 1.5523 0.59369 2.1185 25.614 25.614 2.47E-01 21.87 44930

5377 AVELGSGCGPAGLGLSR Unmodified _AVELGSGCGPAGLGLSR_ B6TL82_MAIZE 2 800.90922 1599.8039 0.94835 0.080566 1.0341 75.526 75.526 5.62E-03 61.08 32156

5378 AVELGSGCGPAGLGLSR Unmodified _AVELGSGCGPAGLGLSR_ B6TL82_MAIZE 2 800.90922 1599.8039 0.95965 -0.13297 0.83198 74.803 74.803 1.37E-17 107.52 354660

5379 AVELIASHLR Unmodified _AVELIASHLR_ B6T5L0_MAIZE 2 554.8273 1107.64 0.034989 -0.007375 0.0027575 59.798 59.798 7.11E-01 11.67 426310

5380 AVELIASHLR Unmodified _AVELIASHLR_ B6T5L0_MAIZE 2 554.8273 1107.64 0.024638 0.21045 0.20915 60.305 60.305 1.62E-03 51.54 1654200

5381 AVELIASHLR Unmodified _AVELIASHLR_ B6T5L0_MAIZE 3 370.22062 1107.64 0.66014 0.26462 0.89848 60.303 60.303 3.11E-02 28.48 1203000

5382 AVENELEK Unmodified _AVENELEK_ Q9M584_MAIZE 2 466.24019 930.46583 -0.053643 0.20784 0.11361 35.539 35.539 2.92E-02 29.68 691430

5383 AVENSPFLEK Unmodified _AVENSPFLEK_ B6TB25_MAIZE 2 567.2955 1132.5764 0.06327 -0.21597 -0.1743 55.72 55.72 1.62E-03 49.79 10199000

5384 AVENSPFLEK Unmodified _AVENSPFLEK_ B6TB25_MAIZE 2 567.2955 1132.5764 0.050663 -0.12652 -0.096621 56.149 56.149 2.81E-03 30.49 5037900

5385 AVENSPFLEK Unmodified _AVENSPFLEK_ B6TB25_MAIZE 2 567.2955 1132.5764 0.097088 -0.32854 -0.25225 57.972 57.972 1.25E-02 42.21 7264900

5386 AVENSPFLEK Unmodified _AVENSPFLEK_ B6TB25_MAIZE 2 567.2955 1132.5764 0.065583 -0.33427 -0.28927 57.277 57.277 2.81E-03 44 10495000

5387 AVENSPFLEK Unmodified _AVENSPFLEK_ B6TB25_MAIZE 2 567.2955 1132.5764 0.066832 0.40346 0.4491 58.419 58.419 1.00E+00 25.02 2824700

5388 AVEQAQQQVR Unmodified _AVEQAQQQVR_ B6U1K3_MAIZE 2 578.80709 1155.5996 0.25851 -0.038078 0.21238 28.871 28.871 4.40E-02 29.23 21647

5389 AVEQAQQQVR Unmodified _AVEQAQQQVR_ B6U1K3_MAIZE 2 578.80709 1155.5996 0.2632 0.042232 0.2968 28.076 28.076 4.40E-05 61.21 77518

5390 AVESFTGHR Unmodified _AVESFTGHR_ B6TZR1_MAIZE 2 502.25142 1002.4883 -0.053951 -0.56531 -0.61418 35.862 35.862 1.12E-01 31.86 433430

5391 AVESFTNHR Unmodified _AVESFTNHR_ B4FYG9_MAIZE 3 354.1772 1059.5098 0.77963 0.084381 0.85677 35.851 35.851 8.40E-02 28.43 259960

5392 AVEVESVAAAGK Unmodified _AVEVESVAAAGK_ B4G027_MAIZE 2 565.80623 1129.5979 0.13812 -0.1082 0.013928 49.315 49.315 2.00E-01 14.2 640870

5393 AVEVESVATAGK Unmodified _AVEVESVATAGK_ B6SLG3_MAIZE 2 580.81151 1159.6085 0.18727 0.30889 0.48819 49.79 49.79 8.05E-01 5.91 328260

5394 AVEVESVATAGK Unmodified _AVEVESVATAGK_ B6SLG3_MAIZE 2 580.81151 1159.6085 0.16135 0.45376 0.60602 49.773 49.773 2.05E-12 65.23 2199700

5395 AVFGLPPLRP Unmodified _AVFGLPPLRP_ B6TL20_MAIZE 2 533.82403 1065.6335 0.048481 0.27982 0.32552 89.205 89.205 3.43E-01 15.18 882890

5396 AVFGLPPLRP Unmodified _AVFGLPPLRP_ B6TL20_MAIZE 2 533.82403 1065.6335 -0.083454 -0.041543 -0.12788 89.794 89.794 1.45E-01 23.51 4745300

5397 AVFGLPPLRP Unmodified _AVFGLPPLRP_ B6TL20_MAIZE 2 533.82403 1065.6335 -0.017226 0.23734 0.21728 91.364 91.364 7.11E-01 18.99 56907

5421 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.66177 -0.23983 0.42095 86.683 86.683 2.50E-15 73.64 2880300
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5422 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.63155 0.57052 1.2008 88.576 88.576 2.65E-01 39.82 68758

5423 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.67374 -0.14437 0.52939 87.214 87.214 2.50E-15 83.58 402160

5424 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.67443 -0.078229 0.5955 87.531 87.531 6.20E-03 68.07 820300

5425 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.69845 -0.1508 0.54702 87.205 87.205 2.50E-15 71.33 891050

5426 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.67374 -0.012476 0.66039 86.872 86.872 1.00E-11 73.52 969100

5427 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.68362 -0.012945 0.66922 87.501 87.501 2.50E-15 70.16 1824000

5428 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.65816 -0.21093 0.44708 87.145 87.145 2.50E-15 63.74 5567200

5429 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.66648 -0.26046 0.40539 71.01 71.01 6.20E-03 57.33 530440

5430 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.65446 0.20041 0.85384 83.366 83.366 1.00E-11 51.58 490920

5431 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.65095 -0.11909 0.53187 86.08 86.08 2.61E-08 64.4 637560

5432 AVFSDLHTADGLK Acetyl (Protein N-term) _(ac)AVFSDLHTADGLK_ B6SLK4_MAIZE 2 708.3619 1414.7092 0.49724 -0.23078 0.2664 86.921 86.921 4.93E-21 64.98 54350000

5433 AVFSDLHTADGLK Unmodified _AVFSDLHTADGLK_ B6SLK4_MAIZE 3 458.5735 1372.6987 -0.16616 -0.30296 -0.46474 64.668 64.668 2.26E-06 35.12 23738000

5434 AVFSDLHTADGLK Unmodified _AVFSDLHTADGLK_ B6SLK4_MAIZE 2 687.35662 1372.6987 0.43813 -0.59654 -0.15433 64.697 64.697 4.68E-05 61.85 11768000

5435 AVFSDLHTADGLK Unmodified _AVFSDLHTADGLK_ B6SLK4_MAIZE 2 687.35662 1372.6987 0.58615 0.040043 0.63055 67.533 67.533 1.00E+00 5.47 164270

5444 AVGAAAVVGSHTAK Unmodified _AVGAAAVVGSHTAK_ B6SJ79_MAIZE 2 619.84622 1237.6779 0.24867 -0.12309 0.1282 37.991 37.991 3.56E-04 48.17 90052

5445 AVGAAAVVGSHTAK Unmodified _AVGAAAVVGSHTAK_ B6SJ79_MAIZE 3 413.56657 1237.6779 0.099891 -0.060071 0.04184 37.988 37.988 1.00E+00 16.47 59010

5446 AVGALIALYER Unmodified _AVGALIALYER_ B6TAY2_MAIZE 2 588.34278 1174.671 0.13895 0.048472 0.15862 87.177 87.177 4.96E-02 38.74 128570

5447 AVGALVALYER Unmodified _AVGALVALYER_ B4FQC6_MAIZE 2 581.33496 1160.6554 0.26155 0.074378 0.31415 81.185 81.185 1.00E+00 3.73 136350

5448 AVGALVALYER Unmodified _AVGALVALYER_ B4FQC6_MAIZE 2 581.33496 1160.6554 0.17829 0.24483 0.40164 80.912 80.912 4.48E-03 46.53 659530

5449 AVGDLAAAAEVSR Unmodified _AVGDLAAAAEVSR_ B6TB21_MAIZE 2 615.32786 1228.6412 0.27884 -0.36191 -0.10031 65.156 65.156 2.50E-15 83.41 1211900

5450 AVGDLAAAAEVSR Unmodified _AVGDLAAAAEVSR_ B6TB21_MAIZE 2 615.32786 1228.6412 0.23751 -0.047495 0.17268 63.648 63.648 1.00E-11 61.65 868190

5451 AVGDLAAAAEVSR Unmodified _AVGDLAAAAEVSR_ B6TB21_MAIZE 2 615.32786 1228.6412 0.30943 0.91507 1.2052 65.8 65.8 2.61E-08 78.84 135270

5452 AVGEEMGIGFLGLGFQPK Unmodified _AVGEEMGIGFLGLGFQPK_ Q8W4W3_MAIZE 2 925.47948 1848.9444 1.1533 -0.37802 0.77872 114.98 114.98 5.25E-26 80.55 346280

5453 AVGEEMGIGFLGLGFQPK Unmodified _AVGEEMGIGFLGLGFQPK_ Q8W4W3_MAIZE 2 925.47948 1848.9444 1.1731 -0.2409 0.93551 115.94 115.94 5.25E-26 100.64 779650

5454 AVGEEMGIGFLGLGFQPK Oxidation (M) _AVGEEM(ox)GIGFLGLGFQPK_ Q8W4W3_MAIZE 2 933.47694 1864.9393 1.1636 0.32863 1.4969 105.83 105.83 1.18E-19 51.96 3033000

5455 AVGGTDELQVAIDK Unmodified _AVGGTDELQVAIDK_ B6SIQ4_MAIZE 2 708.37246 1414.7304 0.58206 -0.85661 -0.27133 68.85 68.85 3.56E-04 77.12 51498

5456 AVGICGSDVHYLR Unmodified _AVGICGSDVHYLR_ B6TEC1_MAIZE 3 482.91012 1445.7085 -0.089855 -0.019156 -0.099661 62.491 62.491 8.46E-03 38.84 1051600

5457 AVGISSVAEIFQLHSETFFR Unmodified _AVGISSVAEIFQLHSETFFR_ B4F8E9_MAIZE 3 746.7233 2237.1481 0.78391 1.0286 1.8117 129.78 129.78 9.97E-16 51.47 1241100

5458 AVGIWGCK Unmodified _AVGIWGCK_ B4FMW5_MAIZE 2 445.73128 889.448 0.049343 0.29498 0.35415 56.71 56.71 2.92E-02 25.79 4614500

5459 AVGIWGCK Unmodified _AVGIWGCK_ B4FMW5_MAIZE 2 445.73128 889.448 -0.22873 0.21261 -0.0062624 58.208 58.208 3.48E-02 26.79 1034000

5460 AVGIYASLVNINAYHQPGVEAGK Unmodified _AVGIYASLVNINAYHQPGVEAGK_ B6TAY2_MAIZE 3 791.08501 2370.2332 0.94543 -2.4877 -1.5502 89.836 89.836 5.19E-06 25.71 560400

5461 AVGIYASLVNINAYHQPGVEAGK Unmodified _AVGIYASLVNINAYHQPGVEAGK_ B6TAY2_MAIZE 3 791.08501 2370.2332 0.93586 -0.40688 0.51904 90.898 90.898 5.19E-06 39.5 445450

5462 AVGNVDTGGEDGR Unmodified _AVGNVDTGGEDGR_ B6TZ75_MAIZE 2 623.78656 1245.5586 0.43411 0.33085 0.78027 36.035 36.035 1.47E-03 52.48 175830

5463 AVGQELAVLDEEGR Unmodified _AVGQELAVLDEEGR_ B6UBI2_MAIZE 2 743.38082 1484.7471 0.77414 -0.079164 0.68369 75.347 75.347 7.68E-22 79.38 255760
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5464 AVGQELAVLDEEGR Unmodified _AVGQELAVLDEEGR_ B6UBI2_MAIZE 2 743.38082 1484.7471 0.83373 0.098779 0.92103 76.02 76.02 7.64E-09 77.84 361810

5465 AVGQELAVLDEEGR Unmodified _AVGQELAVLDEEGR_ B6UBI2_MAIZE 2 743.38082 1484.7471 0.85298 -0.38665 0.45577 75.618 75.618 7.64E-09 76.88 231090

5466 AVGQELAVLDEEGR Unmodified _AVGQELAVLDEEGR_ B6UBI2_MAIZE 2 743.38082 1484.7471 0.86666 0.12907 0.98366 75.542 75.542 7.64E-09 99.34 277170

5467 AVGQELAVLDEEGR Unmodified _AVGQELAVLDEEGR_ B6UBI2_MAIZE 2 743.38082 1484.7471 0.82334 -0.13247 0.67975 75.966 75.966 2.00E-19 99.79 1305400

5468 AVGVNLPAGSAPAAAAPADEAEDDDDLDLFGDETEEDKK Unmodified _AVGVNLPAGSAPAAAAPADEAEDDDDLDLFGDETEEDKK_ B6SLK4_MAIZE 3 1310.2625 3927.7658 0.98583 0.24288 1.2213 97.186 97.186 9.26E-15 75.43 4380700

5469 AVGVNLPAGSAPAAAAPADEAEDDDDLDLFGDETEEDKK Unmodified _AVGVNLPAGSAPAAAAPADEAEDDDDLDLFGDETEEDKK_ B6SLK4_MAIZE 4 982.94872 3927.7658 1.088 -0.26148 0.81922 97.186 97.186 7.66E-03 26.56 3365100

5470 AVHEAQQCLK Unmodified _AVHEAQQCLK_ Q9FQA3_MAIZE 3 395.20112 1182.5815 0.56046 -0.21078 0.34091 24.697 24.697 2.94E-01 17.21 91479

5471 AVHFYLQEHPDLINDMLNVLALR Oxidation (M) _AVHFYLQEHPDLINDM(ox)LNVLALR_ B4FF84_MAIZE 4 685.10872 2736.4058 0.62286 -0.13472 0.47896 105.34 105.34 1.00E+00 3.43 684840

5472 AVHFYLQEHPDLINDMLNVLALR Oxidation (M) _AVHFYLQEHPDLINDM(ox)LNVLALR_ B4FF84_MAIZE 4 685.10872 2736.4058 0.61262 -0.11425 0.48808 105.87 105.87 1.00E+00 6.94 691750

5473 AVHFYLQEHPDLINDMLNVLALR Oxidation (M) _AVHFYLQEHPDLINDM(ox)LNVLALR_ B4FF84_MAIZE 4 685.10872 2736.4058 0.58208 0.025203 0.59753 106.52 106.52 1.00E+00 18.11 579260

5474 AVHFYLQEHPDLINDMLNVLALR Oxidation (M) _AVHFYLQEHPDLINDM(ox)LNVLALR_ B4FF84_MAIZE 4 685.10872 2736.4058 0.60241 -0.027421 0.56521 107.04 107.04 1.00E+00 21 494690

5475 AVHFYLQEHPDLINDMLNVLALR Unmodified _AVHFYLQEHPDLINDMLNVLALR_ B4FF84_MAIZE 4 681.10999 2720.4108 0.54551 0.16829 0.7017 124.84 124.84 6.27E-03 28.9 10068000

5476 AVHFYLQEHPDLINDMLNVLALR Unmodified _AVHFYLQEHPDLINDMLNVLALR_ B4FF84_MAIZE 3 907.81089 2720.4108 1.2359 0.99795 2.2217 125.08 125.08 1.25E-18 56.97 2677400

5477 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.419 0.097252 1.4877 38.813 38.813 8.63E-03 31.79 1827500

5478 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 2 460.28982 918.56509 0.035854 -0.12483 -0.11439 38.806 38.806 1.00E+00 5.2 480860

5479 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 2.1871 38.536 38.536 3.72E-02 37.05

5480 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.6363 -1.1652 0.44709 41.065 41.065 1.82E-02 24.27 1232900

5481 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.3894 -0.15869 1.2041 40.313 40.313 8.75E-03 34.15 1207200

5482 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 2 460.28982 918.56509 0.013185 0.29419 0.27995 40.315 40.315 3.32E-02 26.44 247640

5483 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 2 460.28982 918.56509 -0.039077 0.081909 0.017304 40.973 40.973 3.39E-01 19.52 350200

5484 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.4399 -0.084026 1.3299 40.476 40.476 2.17E-03 42.33 4495900

5485 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 2 460.28982 918.56509 -0.011151 0.007421 -0.0297 40.482 40.482 1.12E-01 19.26 1511800

5486 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.351 -0.10968 1.2143 41.357 41.357 8.63E-03 43.69 20512000

5487 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 2 460.28982 918.56509 -0.098544 -0.20113 -0.3257 41.362 41.362 1.01E-02 27.92 5454700

5488 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.2874 -0.22224 1.0397 38.993 38.993 1.82E-02 38.49 244920

5489 AVHPIALAK Unmodified _AVHPIALAK_ B4FZU9_MAIZE 3 307.19564 918.56509 1.2073 42.911 42.911 1.35E-02 24.32

5490 AVIAFLDTLTGAHSDELAAASR Unmodified _AVIAFLDTLTGAHSDELAAASR_ Q5EUD8_MAIZE 3 743.72185 2228.1437 0.87873 0.28797 1.1579 107.44 107.44 1.22E-04 41.36 210780

5491 AVIAPHAGYSYSGR Unmodified _AVIAPHAGYSYSGR_ B4FT61_MAIZE 3 483.58088 1447.7208 -0.10864 -0.14127 -0.2613 51.211 51.211 4.40E-03 22.89 2226000

5492 AVIDEVLIPLNLDEISIK Unmodified _AVIDEVLIPLNLDEISIK_ B6SW65_MAIZE 2 997.57463 1993.1347 1.3516 0.80768 2.14 123.82 123.82 2.85E-09 55.33 1186200

5493 AVIDEVLIPLNLDEISIK Unmodified _AVIDEVLIPLNLDEISIK_ B6SW65_MAIZE 2 997.57463 1993.1347 1.2122 0.35001 1.5438 124.23 124.23 5.25E-26 63.54 913340

5494 AVIDEVLIPLNLDEISIK Unmodified _AVIDEVLIPLNLDEISIK_ B6SW65_MAIZE 2 997.57463 1993.1347 1.2503 0.4299 1.6619 124.46 124.46 1.18E-19 63.96 1464200

5495 AVIDEVLIPLNLDEISIK Unmodified _AVIDEVLIPLNLDEISIK_ B6SW65_MAIZE 2 997.57463 1993.1347 1.1795 0.30837 1.4699 124.64 124.64 4.65E-12 58.94 324390

5496 AVIDEVLIPLNLDEISIK Unmodified _AVIDEVLIPLNLDEISIK_ B6SW65_MAIZE 2 997.57463 1993.1347 1.207 0.061245 1.2502 124.11 124.11 2.85E-09 42.41 1804000

5497 AVIELENYGLPFSR Unmodified _AVIELENYGLPFSR_ B6U124_MAIZE 2 804.42503 1606.8355 0.96005 0.070361 1.0132 101.92 101.92 2.00E-19 60.68 2291100
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5498 AVIELENYGLPFSR Unmodified _AVIELENYGLPFSR_ B6U124_MAIZE 2 804.42503 1606.8355 0.94769 0.26489 1.1946 102.48 102.48 3.40E-25 79.73 1258800

5499 AVIELENYGLPFSR Unmodified _AVIELENYGLPFSR_ B6U124_MAIZE 2 804.42503 1606.8355 0.93577 0.21438 1.1321 102.52 102.52 7.68E-22 69.27 1843800

5500 AVIELENYGLPFSR Unmodified _AVIELENYGLPFSR_ B6U124_MAIZE 2 804.42503 1606.8355 0.9446 0.29162 1.2183 102.48 102.48 2.00E-19 71.48 1091700

5501 AVIELENYGLPFSR Unmodified _AVIELENYGLPFSR_ B6U124_MAIZE 2 804.42503 1606.8355 0.91536 -0.045559 0.85294 101.98 101.98 7.68E-22 86.31 4732400

5502 AVILLQGR Unmodified _AVILLQGR_ B4FEE3_MAIZE 2 435.28199 868.54944 0.06862 0.018054 0.07064 58.141 58.141 2.92E-02 44.81 7328900

5503 AVILLQGR Unmodified _AVILLQGR_ B4FEE3_MAIZE 2 435.28199 868.54944 0.004892 0.10333 0.092768 60.203 60.203 2.92E-02 32.9 1214000

5504 AVILLQGR Unmodified _AVILLQGR_ B4FEE3_MAIZE 2 435.28199 868.54944 0.10098 -0.48725 -0.40183 60.01 60.01 2.92E-02 16.99 1335500

5505 AVILLQGR Unmodified _AVILLQGR_ B4FEE3_MAIZE 2 435.28199 868.54944 -0.16471 0.071508 -0.10937 61.874 61.874 2.34E-03 48.82 8149300

5506 AVILWTLDPAER Unmodified _AVILWTLDPAER_ B4FHT1_MAIZE 2 692.38518 1382.7558 0.6012 0.39389 0.98095 97.642 97.642 2.62E-07 61.72 6546200

5507 AVILWTLDPAER Unmodified _AVILWTLDPAER_ B4FHT1_MAIZE 2 692.38518 1382.7558 0.6116 0.080304 0.67937 101.08 101.08 6.74E-02 31.24 46121

5508 AVILWTLDPAER Unmodified _AVILWTLDPAER_ B4FHT1_MAIZE 2 692.38518 1382.7558 0.62009 0.13894 0.7459 98.3 98.3 2.62E-07 46.45 2789400

5509 AVILWTLDPAER Unmodified _AVILWTLDPAER_ B4FHT1_MAIZE 2 692.38518 1382.7558 0.53475 0.18644 0.70847 97.963 97.963 2.62E-07 61.86 46472000

5510 AVILWTLDPAER Unmodified _AVILWTLDPAER_ B4FHT1_MAIZE 2 692.38518 1382.7558 0.61383 0.044446 0.64583 99.419 99.419 1.98E-03 46.29 230890

5511 AVIPATDPPPPPPPADDSK Unmodified _AVIPATDPPPPPPPADDSK_ B4G1B0_MAIZE 2 941.48327 1880.952 1.1235 0.20593 1.3298 60.02 60.02 1.06E-14 65.44 763670

5512 AVIQDTNSLLELYYPVGGLLGIK Unmodified _AVIQDTNSLLELYYPVGGLLGIK_ B4FXY5_MAIZE 2 1238.6885 2475.3625 1.0749 -0.028788 1.0378 125.91 125.91 6.92E-02 5.8 644460

5513 AVISNMEK Oxidation (M) _AVISNM(ox)EK_ B6TJW0_MAIZE 2 454.23131 906.44807 0.0066541 -0.1752 -0.1947 24.047 24.047 3.77E-01 34.53 24940

5514 AVISQSDPIPPLVEVIK Unmodified _AVISQSDPIPPLVEVIK_ B6SXY9_MAIZE 2 903.02458 1804.0346 1.2082 0.89921 2.1013 102.29 102.29 1.24E-09 34.13 319990

5515 AVITVPAYFNDAQR Unmodified _AVITVPAYFNDAQR_ B4F8Q2_MAIZE 2 782.90955 1563.8045 0.93773 -1.1451 -0.21112 84.322 84.322 2.96E-06 58.88 1046800

5516 AVITVPAYFNDAQR Unmodified _AVITVPAYFNDAQR_ B4F8Q2_MAIZE 3 522.27546 1563.8045 0.039512 -1.4072 -1.3707 84.712 84.712 1.10E-02 33.28 715500

5517 AVITVPAYFNDAQR Unmodified _AVITVPAYFNDAQR_ B4F8Q2_MAIZE 2 782.90955 1563.8045 0.85091 -0.59015 0.25736 84.466 84.466 3.51E-02 31.27 4105400

5518 AVITVPAYFNDAQR Unmodified _AVITVPAYFNDAQR_ B4F8Q2_MAIZE 3 522.27546 1563.8045 0.019304 -0.092644 -0.078002 84.457 84.457 2.26E-02 35.24 1214600

5519 AVITVPAYFNDAQR Unmodified _AVITVPAYFNDAQR_ B4F8Q2_MAIZE 3 522.27546 1563.8045 -0.084322 0.012554 -0.076426 84.174 84.174 4.14E-01 16.88 3147400

5520 AVIVGGGYIGLELSAALK Unmodified _AVIVGGGYIGLELSAALK_ B6TAT5_MAIZE 2 866.00619 1729.9978 1.0807 0.58609 1.6551 137.58 137.58 3.01E-01 12.97 33299

5521 AVIVSWVTPEEPGPSEVFYGK Unmodified _AVIVSWVTPEEPGPSEVFYGK_ B4FR72_MAIZE 2 1146.0834 2290.1522 1.1958 0.23082 1.4312 104.79 104.79 7.74E-05 30.9 518980

5522 AVIVSWVTPEEPGPSEVFYGK Unmodified _AVIVSWVTPEEPGPSEVFYGK_ B4FR72_MAIZE 2 1146.0834 2290.1522 1.2383 0.44343 1.6862 105.3 105.3 7.74E-05 31.78 208450

5523 AVIVSWVTPEEPGPSEVFYGK Unmodified _AVIVSWVTPEEPGPSEVFYGK_ B4FR72_MAIZE 2 1146.0834 2290.1522 1.2237 -0.013519 1.2147 105.65 105.65 8.95E-08 48.41 254010

5524 AVKPVLVAGPK Unmodified _AVKPVLVAGPK_ Q8S4W9_MAIZE 3 360.23761 1077.691 0.93066 0.22881 1.1529 42.052 42.052 3.47E-02 23.2 2037800

5525 AVKPVLVAGPK Unmodified _AVKPVLVAGPK_ Q8S4W9_MAIZE 3 360.23761 1077.691 0.81505 0.15022 0.96015 41.986 41.986 3.47E-02 33.45 493710

5526 AVKPVLVAGPK Unmodified _AVKPVLVAGPK_ Q8S4W9_MAIZE 3 360.23761 1077.691 0.93585 -0.004371 0.92514 44.434 44.434 9.89E-02 23.56 475630

5527 AVLAFLDTLSGAHSDELAAASR Unmodified _AVLAFLDTLSGAHSDELAAASR_ Q5EUD9_MAIZE 3 739.04996 2214.1281 0.75214 -0.52839 0.2129 105.84 105.84 6.58E-05 29.93 112850

5528 AVLAFLDTLSGAHSDELAAASR Unmodified _AVLAFLDTLSGAHSDELAAASR_ Q5EUD9_MAIZE 3 739.04996 2214.1281 0.77881 -0.77847 -0.01089 105.93 105.93 6.58E-05 37.08 173680

5529 AVLAVADLER Unmodified _AVLAVADLER_ B4FS49_MAIZE 2 528.80603 1055.5975 0.016894 0.10502 0.10164 70.526 70.526 1.45E-01 15.02 1091100

5530 AVLAVADLER Unmodified _AVLAVADLER_ B4FS49_MAIZE 2 528.80603 1055.5975 -0.0035083 -0.43555 -0.45979 71.937 71.937 1.25E-02 24.71 1126200

5531 AVLCVHHDYTPTEATK Unmodified _AVLCVHHDYTPTEATK_ B6TJT9_MAIZE 3 614.6332 1840.8778 0.2706 -0.094411 0.18325 47.757 47.757 7.42E-06 44.48 1027900
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5532 AVLDEGGAGPGANGGDAAVATRPK Unmodified _AVLDEGGAGPGANGGDAAVATRPK_ B6T3Y2_MAIZE 3 717.69781 2150.0716 0.73722 -0.08475 0.65271 54.144 54.144 1.64E-08 54.14 894170

5533 AVLEAHCPR Unmodified _AVLEAHCPR_ B4FSW5_MAIZE 3 351.51504 1051.5233 -0.10746 35.17 35.17 1.45E-01 17.95

5534 AVLEAHCPR Unmodified _AVLEAHCPR_ B4FSW5_MAIZE 3 351.51504 1051.5233 1.0431 -0.4509 0.58569 36.131 36.131 2.35E-01 25.6 1522100

5535 AVLEAHCPR Unmodified _AVLEAHCPR_ B4FSW5_MAIZE 2 526.76892 1051.5233 -0.022749 -2.4128 -2.4401 36.118 36.118 1.12E-01 37.01 396960

5536 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.49933 -0.051123 0.44754 59.82 59.82 8.04E-02 19.86 13887000

5537 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.38808 -0.26541 0.12309 60.786 60.786 9.32E-03 43.04 8700300

5538 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.49338 -0.34465 0.14858 62.089 62.089 9.32E-03 40.58 10374000

5539 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.41228 -0.32482 0.086417 61.419 61.419 9.32E-03 52.1 16100000

5540 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.42999 0.18321 0.61329 61.91 61.91 4.46E-01 20.98 741060

5541 AVLFVPK Unmodified _AVLFVPK_ B6TB25_MAIZE 2 387.24963 772.48471 0.30951 0.13245 0.44208 63.618 63.618 9.32E-03 41.05 255110

5542 AVLLQGVPR Unmodified _AVLLQGVPR_ B6TL18_MAIZE 2 476.80055 951.58655 -0.091121 0.006407 -0.087806 61.718 61.718 3.89E-04 51.5 1145400

5543 AVLMDLEPGTMDSVR Unmodified _AVLMDLEPGTMDSVR_ TBB5_MAIZE B4 2 817.39984 1632.7851 0.95596 -0.58555 0.36967 87.371 87.371 1.02E-23 53.84 2668800

5544 AVLMDLEPGTMDSVR Unmodified _AVLMDLEPGTMDSVR_ TBB5_MAIZE B4 2 817.39984 1632.7851 0.95581 -1.2119 -0.256 88.054 88.054 2.40E-39 87.21 10063000

5545 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0851 -0.01052 1.0772 69.024 69.024 4.63E-02 34.18 21534

5546 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0813 -0.087407 0.99662 70.287 70.287 1.56E-01 21.39 26030

5547 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0238 -0.28723 0.7396 68.251 68.251 6.53E-30 76.93 403940

5548 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0024 -0.63322 0.37302 69.483 69.483 1.02E-23 65.43 403650

5549 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.031 0.030172 1.0642 69.248 69.248 9.29E-11 50.95 943740

5550 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 0.99458 -0.45998 0.53748 70.449 70.449 2.37E-16 56.69 1222000

5551 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0108 -0.096355 0.91681 68.731 68.731 2.37E-16 57.7 1112200

5552 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0073 -0.39189 0.6186 69.929 69.929 6.53E-30 59.66 1081100

5553 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0738 0.023297 1.0992 68.864 68.864 6.34E-14 60.21 1085800

5554 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0494 -0.48007 0.57203 70.013 70.013 8.28E-20 61 869710

5555 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 0.99464 -0.33591 0.6618 69.255 69.255 2.40E-39 80.1 7991500

5556 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0005 -0.88013 0.1237 70.468 70.468 2.40E-39 83.71 8736300

5557 AVLMDLEPGTMDSVR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 833.39476 1664.775 1.0018 -0.70922 0.29611 71.345 71.345 2.05E-04 36.41 96222

5558 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.0378 0.64015 1.6781 78.799 78.799 7.01E-11 40.77 311820

5559 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.076 0.26048 1.3367 79.967 79.967 1.60E-05 42.63 315010

5560 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.0652 0.59191 1.6567 78.434 78.434 7.01E-11 42.4 313970

5561 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.0889 -0.17108 0.91917 79.602 79.602 1.12E-07 45.74 298390

5562 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.0948 1.6993 2.7923 78.21 78.21 2.14E-05 38.87 175670

5563 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.1445 0.33949 1.4841 79.314 79.314 1.12E-07 47.6 244800

5564 AVLMDLEPGTMDSVR Oxidation (M) _AVLMDLEPGTM(ox)DSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 0.96757 -0.77906 0.18978 78.187 78.187 1.04E-33 76.35 9822500

5565 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 0.99337 -0.69415 0.30127 78.765 78.765 6.53E-30 70.16 4814900
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5566 AVLMDLEPGTMDSVR Oxidation (M) _AVLM(ox)DLEPGTMDSVR_ TBB5_MAIZE B4 2 825.3973 1648.78 1.0023 -0.63107 0.37225 80.009 80.009 8.63E-17 51.47 4703800

5567 AVLMDLEPGTMESIR Unmodified _AVLMDLEPGTMESIR_ B4F946_MAIZE 2 831.41549 1660.8164 1.0197 -0.57391 0.43206 92.117 92.117 2.37E-16 53.02 1230000

5568 AVLMDLEPGTMESIR Unmodified _AVLMDLEPGTMESIR_ B4F946_MAIZE 2 831.41549 1660.8164 1.0343 -0.089435 0.93163 92.777 92.777 7.01E-11 38.49 2944900

5569 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 0.93537 -0.87174 0.055933 73.215 73.215 1.56E-01 16.94 142830

5570 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 0.97673 -0.55259 0.41593 72.764 72.764 2.19E-08 47.16 435840

5571 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 0.96236 -1.2532 -0.29771 73.91 73.91 7.01E-11 54.13 363520

5572 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 0.98198 -0.4977 0.47627 72.352 72.352 2.37E-16 46.9 425400

5573 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 1.0452 -1.984 -0.94531 73.486 73.486 1.65E-02 15.74 391770

5574 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 1.0388 -0.57 0.46053 73.422 73.422 2.19E-08 54.4 302440

5575 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 1.0296 -0.23864 0.78235 72.778 72.778 2.40E-39 98.97 3101300

5576 AVLMDLEPGTMESIR 2 Oxidation (M) _AVLM(ox)DLEPGTM(ox)ESIR_ B4F946_MAIZE 2 847.41041 1692.8063 1.0339 -0.31661 0.70854 73.946 73.946 8.28E-20 70.73 3175700

5577 AVLMDLEPGTMESIR Oxidation (M) _AVLMDLEPGTM(ox)ESIR_ B4F946_MAIZE 2 839.41295 1676.8113 1.0178 -0.29118 0.71552 81.386 81.386 6.53E-30 84.86 3567300

5578 AVLMDLEPGTMESIR Oxidation (M) _AVLM(ox)DLEPGTMESIR_ B4F946_MAIZE 2 839.41295 1676.8113 1.0495 -0.42715 0.61097 83.884 83.884 2.37E-16 54.42 1981900

5579 AVLMDLEPGTMESIR Oxidation (M) _AVLM(ox)DLEPGTMESIR_ B4F946_MAIZE 2 839.41295 1676.8113 1.0791 -0.54523 0.52316 84.991 84.991 1.02E-23 79.86 1835100

5580 AVLPDVDGLVEYAK Unmodified _AVLPDVDGLVEYAK_ Q9FQ99_MAIZE 2 744.90086 1487.7872 0.75555 -0.1466 0.60531 97.484 97.484 2.00E-19 62.1 1011200

5581 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.13813 -0.064301 0.05175 56.729 56.729 5.66E-08 63.12 34410000

5582 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.075903 0.21048 0.26379 57.926 57.926 3.57E-04 42.38 147490

5583 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.14782 -0.15757 -0.032165 57.049 57.049 5.66E-08 65.29 22325000

5584 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.1482 -0.11913 0.0071286 58.756 58.756 5.66E-08 71.44 30973000

5585 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.10184 -0.19337 -0.11307 58.037 58.037 6.35E-09 74.88 40413000

5586 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.021838 0.041586 0.042109 58.565 58.565 3.60E-06 48.29 51848000

5587 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.14718 -0.089742 0.035234 58.709 58.709 4.43E-05 58.46 14192000

5588 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.15853 0.28286 0.41843 59.119 59.119 3.57E-04 57.35 3421000

5589 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.12875 0.20194 0.30898 57.247 57.247 4.48E-03 44.02 2229600

5590 AVLPQEVEAAR Unmodified _AVLPQEVEAAR_ B6U4D6_MAIZE 2 591.82749 1181.6404 0.11084 0.074176 0.16362 60.068 60.068 4.43E-05 49.1 2706800

5591 AVLSGYVLLQHIPSSL Unmodified _AVLSGYVLLQHIPSSL_ B4FP93_MAIZE 2 848.98525 1695.956 1.0839 0.20873 1.2871 113.39 113.39 1.02E-04 33.4 211490

5592 AVLSGYVLLQHIPSSL Unmodified _AVLSGYVLLQHIPSSL_ B4FP93_MAIZE 2 848.98525 1695.956 1.0506 -0.021331 1.0232 114.29 114.29 2.01E-03 21.88 128230

5593 AVLSGYVLLQHIPSSL Unmodified _AVLSGYVLLQHIPSSL_ B4FP93_MAIZE 2 848.98525 1695.956 1.1864 0.30879 1.4897 114.18 114.18 5.51E-02 11.85 79698

5594 AVLSGYVLLQHIPSSL Unmodified _AVLSGYVLLQHIPSSL_ B4FP93_MAIZE 2 848.98525 1695.956 1.0783 0.20411 1.2768 113.87 113.87 1.27E-09 55.77 987410

5595 AVLSSLQEDTPGAAAQIGLVPCAVGGTAIR Unmodified _AVLSSLQEDTPGAAAQIGLVPCAVGGTAIR_ B6UFW7_MAIZE 3 974.84996 2921.5281 1.1387 -0.36458 0.77748 104.23 104.23 1.71E-10 60.74 907850

5596 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 2 770.39172 1538.7689 0.8751 -0.22474 0.64436 53.287 53.287 1.04E-33 77.17 607870

5597 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 2 770.39172 1538.7689 0.85264 0.078136 0.92364 55.247 55.247 6.53E-30 79.07 869470

5598 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 3 513.93024 1538.7689 -0.061522 -0.20112 -0.26979 54.536 54.536 4.35E-01 21.58 4759600

5599 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 2 770.39172 1538.7689 0.87605 0.078327 0.94836 54.545 54.545 1.04E-33 89.2 1049400
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5600 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 2 770.39172 1538.7689 0.86391 0.033067 0.89052 55.231 55.231 1.04E-33 76.13 1493500

5601 AVLVDHALSSGDAER Unmodified _AVLVDHALSSGDAER_ B6U4D6_MAIZE 3 513.93024 1538.7689 -0.1371 -0.1424 -0.28657 55.23 55.23 1.14E-02 25.17 5779800

5602 AVLVDKDQNPK Unmodified _AVLVDKDQNPK_ B4FQL1_MAIZE 2 613.8406 1225.6667 0.40651 0.23781 0.63566 31.308 31.308 1.67E-02 38.92 121280

5603 AVLVDKDQNPK Unmodified _AVLVDKDQNPK_ B4FQL1_MAIZE 2 613.8406 1225.6667 0.31026 0.057179 0.35799 33.197 33.197 1.67E-02 54.8 63225

5604 AVLVGINYQGTK Unmodified _AVLVGINYQGTK_ B4FNB7_MAIZE 2 631.85879 1261.703 0.37131 0.62209 0.98913 65.771 65.771 1.60E-02 19.35 532660

5605 AVLVGINYQGTK Unmodified _AVLVGINYQGTK_ B4FNB7_MAIZE 2 631.85879 1261.703 0.35284 0.26748 0.6162 68.061 68.061 1.60E-02 24.33 171170

5606 AVLVQNEPR Unmodified _AVLVQNEPR_ B4FAJ4_MAIZE 2 513.29055 1024.5665 -0.10253 -0.32761 -0.4449 42.026 42.026 1.01E-02 37.41 1958900

5607 AVLYFQPCGWFGAGR Unmodified _AVLYFQPCGWFGAGR_ B4FPC4_MAIZE 2 864.91939 1727.8242 1.1163 -0.5476 0.58167 109.14 109.14 2.37E-16 40.93 423340

5608 AVMISAKDEPDTELPPAVDGLLR Oxidation (M) _AVM(ox)ISAKDEPDTELPPAVDGLLR_ B6T5L0_MAIZE 3 818.42459 2452.2519 1.0351 -0.55371 0.47403 94.401 94.401 6.27E-03 11.23 355040

5609 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.90454 -0.29224 0.603 80.937 80.937 7.01E-14 70.2 3172700

5610 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.90079 0.11349 1.0047 83.076 83.076 9.46E-03 30.88 44172

5611 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.88693 -0.32879 0.54892 81.928 81.928 4.21E-20 70.41 2436700

5612 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.92474 -0.37074 0.54486 81.263 81.263 7.01E-14 58.48 1043300

5613 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.86444 -0.42127 0.43479 81.711 81.711 7.73E-25 72.93 20693000

5614 AVNNVNSVIGPALIGK Unmodified _AVNNVNSVIGPALIGK_ B6T3P9_MAIZE 2 783.45412 1564.8937 0.87274 -0.21435 0.64895 83.016 83.016 7.01E-14 49.22 388800

5615 AVNPSGIEEGLQSLR Unmodified _AVNPSGIEEGLQSLR_ B6UBW7_MAIZE 2 785.41519 1568.8158 0.93265 -0.45588 0.46192 84.913 84.913 1.02E-23 101.91 480040

5616 AVNPSGIEEGLQSLR Unmodified _AVNPSGIEEGLQSLR_ B6UBW7_MAIZE 2 785.41519 1568.8158 0.90011 -0.10842 0.77691 85.561 85.561 2.37E-16 98.08 258810

5617 AVNPSGIEEGLQSLR Unmodified _AVNPSGIEEGLQSLR_ B6UBW7_MAIZE 2 785.41519 1568.8158 0.92651 -0.041023 0.86988 85.529 85.529 2.37E-16 78.27 579830

5618 AVPDYADLLGSVDPAMLSQLHALSLK Oxidation (M) _AVPDYADLLGSVDPAM(ox)LSQLHALSLK_ B6SZ87_MAIZE 3 914.14572 2739.4153 1.2166 -0.41774 0.79182 122.11 122.11 4.68E-10 40.47 180550

5619 AVPLLTQK Unmodified _AVPLLTQK_ B4FFZ7_MAIZE 2 435.27638 868.5382 0.10275 0.27596 0.36635 52.22 52.22 1.65E-01 19.43 2577200

5620 AVPLLTQK Unmodified _AVPLLTQK_ B4FFZ7_MAIZE 2 435.27638 868.5382 -0.13115 0.12677 -0.017797 55.865 55.865 1.00E+00 2.99 1080400

5621 AVQDLTEELAK Unmodified _AVQDLTEELAK_ B6U136_MAIZE 2 608.82462 1215.6347 0.27931 2.2141 2.4696 70.143 70.143 1.67E-02 37.01 730880

5622 AVQEAMKEEQ Oxidation (M) _AVQEAM(ox)KEEQ_ B6T613_MAIZE 2 589.77153 1177.5285 0.23939 0.14766 0.36149 19.235 19.235 1.00E+00 15.87 16085

5623 AVQEAMKEEQ Unmodified _AVQEAMKEEQ_ B6T613_MAIZE 2 581.77407 1161.5336 0.20179 0.52988 0.70083 35.532 35.532 4.40E-02 31.44 476970

5624 AVQEEDELPPEK Unmodified _AVQEEDELPPEK_ B4FLQ8_MAIZE 2 692.33555 1382.6565 0.60841 -0.05656 0.52906 49.839 49.839 2.62E-07 40.96 1262500

5625 AVQSGDVSLK Unmodified _AVQSGDVSLK_ B4FBW5_MAIZE 2 502.27456 1002.5346 -0.084863 -0.57495 -0.65769 41.792 41.792 2.81E-03 38.17 1764000

5626 AVQSGLGTAAVIVMDK Unmodified _AVQSGLGTAAVIVMDK_ B4FQ98_MAIZE 2 780.42672 1558.8389 0.96141 -0.074883 0.88856 80.767 80.767 7.73E-25 64.99 560820

5627 AVQSGNVQEAIEK Unmodified _AVQSGNVQEAIEK_ B4FSH1_MAIZE 2 686.85698 1371.6994 0.6205 -0.10571 0.49958 47.421 47.421 1.47E-03 56.2 426590

5628 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.7597 -0.30151 0.43445 94.894 94.894 7.68E-22 88.04 4426200

5629 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.67409 0.41415 1.0643 95.726 95.726 2.25E-03 49.81 214320

5630 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.76372 0.1605 0.89974 95.305 95.305 3.40E-25 75.97 1325000

5631 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.7517 0.11532 0.84179 95.534 95.534 3.40E-25 96.38 1542500

5632 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.7402 0.22202 0.93736 95.32 95.32 3.40E-25 79.14 2118600

5633 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.73358 0.20405 0.91279 94.837 94.837 3.40E-25 75.61 2851300
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5634 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.77672 0.13304 0.8846 95.641 95.641 2.96E-06 38.17 1739800

5635 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.77431 0.37264 1.1222 95.319 95.319 7.68E-22 64.11 5964200

5636 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.70399 -0.085819 0.59438 93.381 93.381 1.29E-01 9.97 219080

5637 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.57728 -0.63721 -0.08363 95.147 95.147 3.40E-25 114.14 51866000

5638 AVSFANLNSEAGLK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLK_ B4FNT1_MAIZE 2 731.88046 1461.7464 0.74675 0.62461 1.3467 95.989 95.989 7.64E-09 48.98 295810

5639 AVSFANLNSEAGLKK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLKK_ B4FNT1_MAIZE 2 795.92794 1589.8413 0.95971 -0.35167 0.58018 81.374 81.374 1.60E-05 85.48 934260

5640 AVSFANLNSEAGLKK Acetyl (Protein N-term) _(ac)AVSFANLNSEAGLKK_ B4FNT1_MAIZE 2 795.92794 1589.8413 0.86013 -0.16858 0.66427 81.107 81.107 1.12E-07 64.89 8420600

5641 AVSFANVNAEAGLK Acetyl (Protein N-term) _(ac)AVSFANVNAEAGLK_ B6THU5_MAIZE 2 716.87517 1431.7358 0.72066 0.53089 1.2306 90.434 90.434 1.49E-02 36.37 25109

5642 AVSFANVNAEAGLK Acetyl (Protein N-term) _(ac)AVSFANVNAEAGLK_ B6THU5_MAIZE 2 716.87517 1431.7358 0.63856 0.34343 0.95971 90.067 90.067 2.00E-19 59.97 7899000

5643 AVSFANVNAEAGLKK Acetyl (Protein N-term) _(ac)AVSFANVNAEAGLKK_ B6THU5_MAIZE 2 780.92265 1559.8308 0.8623 -0.58395 0.25422 76.905 76.905 2.05E-04 64.52 444750

5644 AVSGVILQAPVSDR Unmodified _AVSGVILQAPVSDR_ B6TBG4_MAIZE 2 706.39882 1410.7831 0.65812 0.065393 0.72441 69.615 69.615 2.96E-06 44.57 1099800

5645 AVSHILVFLK Unmodified _AVSHILVFLK_ B6TXF8_MAIZE 3 376.23761 1125.691 0.73545 -0.33185 0.39876 77.735 77.735 1.25E-01 19.55 553700

5646 AVSHILVFLK Unmodified _AVSHILVFLK_ B6TXF8_MAIZE 3 376.23761 1125.691 0.4176 -0.033941 0.37907 79.69 79.69 5.86E-01 8.58 411540

5647 AVSINPLDLR Unmodified _AVSINPLDLR_ B6TEK2_MAIZE 2 549.31931 1096.6241 0.092277 -0.329 -0.25367 79.925 79.925 7.11E-01 22.07 264140

5648 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.88382 -0.12737 0.7472 78.287 78.287 7.01E-14 57.96 5968000

5649 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.85793 0.070036 0.91912 80.082 80.082 1.48E-07 58.6 115540

5650 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.90215 -0.077054 0.81533 78.962 78.962 7.01E-14 94.59 2324700

5651 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.86902 -0.16009 0.69982 79.34 79.34 7.73E-25 77.42 5033600

5652 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.85861 -0.12062 0.72932 78.979 78.979 7.01E-14 76.08 4065600

5653 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.8688 -0.007772 0.85236 78.693 78.693 4.21E-20 72.88 3069800

5654 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.81091 -0.48645 0.31507 79.16 79.16 7.73E-25 70.25 46367000

5655 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 3 522.63851 1564.8937 -0.052893 0.10209 0.039783 79.155 79.155 1.00E+00 7.55 3671800

5656 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.91461 -0.098589 0.8066 79.047 79.047 1.42E-33 85.22 1057400

5657 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.92227 0.089329 1.0017 78.839 78.839 1.48E-07 56.6 334490

5658 AVSNVNNIIGPAIVGK Unmodified _AVSNVNNIIGPAIVGK_ ENO1_MAIZE 2 783.45412 1564.8937 0.87307 0.046372 0.91082 80.336 80.336 7.01E-14 57.42 511450

5659 AVSSISFNPSAPNFLATGSVDK Unmodified _AVSSISFNPSAPNFLATGSVDK_ B6UFL7_MAIZE 2 1105.0604 2208.1063 1.3436 -0.2804 1.0628 96.106 96.106 3.65E-05 33.59 316570

5660 AVSYEEGEQFAK Unmodified _AVSYEEGEQFAK_ B6U232_MAIZE 2 679.31716 1356.6198 0.58734 -0.19844 0.37094 55.869 55.869 1.98E-03 32.72 1409700

5661 AVSYEEGEQFAK Unmodified _AVSYEEGEQFAK_ B6U232_MAIZE 2 679.31716 1356.6198 0.60502 0.048165 0.63571 56.628 56.628 8.05E-01 13.71 22392

5662 AVSYEEGEQFAK Unmodified _AVSYEEGEQFAK_ B6U232_MAIZE 2 679.31716 1356.6198 0.62279 0.13308 0.73763 56.001 56.001 2.00E-01 23.9 288770

5663 AVSYEEGEQFAK Unmodified _AVSYEEGEQFAK_ B6U232_MAIZE 2 679.31716 1356.6198 0.54859 0.27279 0.80306 56.229 56.229 2.62E-07 45.22 1370900

5664 AVSYEEGEQFAK Unmodified _AVSYEEGEQFAK_ B6U232_MAIZE 2 679.31716 1356.6198 0.54009 0.19901 0.72009 59.012 59.012 1.68E-09 45.89 483030

5665 AVTDEIEEDAER Unmodified _AVTDEIEEDAER_ B4FV90_MAIZE 2 688.81244 1375.6103 0.56717 0.039339 0.58723 63.465 63.465 2.62E-07 73.5 42209

5666 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 2 543.33188 1084.6492 0.025391 -0.042579 -0.026743 43.728 43.728 1.25E-02 44.79 4202500

5667 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 2 543.33188 1084.6492 -0.047992 0.006227 -0.051259 43.532 43.532 4.40E-02 37.2 1252100
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5668 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 3 362.55701 1084.6492 0.76511 0.065233 0.82057 43.529 43.529 5.31E-01 8.02 2723100

5669 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 2 543.33188 1084.6492 0.030558 -0.009569 0.010887 46.048 46.048 4.40E-02 34.65 1569400

5670 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 3 362.55701 1084.6492 0.80352 -0.093627 0.70006 45.239 45.239 1.00E+00 14.58 2965100

5671 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 2 543.33188 1084.6492 0.057605 -0.02909 0.017941 45.249 45.249 1.25E-02 47.68 887140

5672 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 3 362.55701 1084.6492 0.6873 0.14174 0.81853 46.109 46.109 5.31E-01 12.7 8019700

5673 AVTDKPTLIK Unmodified _AVTDKPTLIK_ TKTC_MAIZE B4 2 543.33188 1084.6492 -0.033016 0.005294 -0.036868 46.105 46.105 4.40E-02 30.96 2315700

5674 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.042283 0.004853 -0.039899 91.891 91.891 3.48E-02 45.31 3609200

5675 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.18171 0.14124 -0.041826 92.685 92.685 5.06E-02 38.25 70917

5676 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.17111 0.23169 0.058129 92.272 92.272 5.06E-02 28.44 1198700

5677 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.054155 -0.005613 -0.062205 92.549 92.549 5.06E-02 27.5 1824700

5678 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.078806 0.019169 -0.061832 92.282 92.282 3.48E-02 43.84 3441700

5679 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.1222 0.13439 0.0094053 91.86 91.86 1.65E-01 25.46 1889100

5680 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.1262 0.079318 -0.048636 92.565 92.565 2.92E-02 53.43 17368000

5681 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.029104 0.17943 0.14792 91.967 91.967 2.92E-02 36.69 166490

5682 AVTITWVK Acetyl (Protein N-term) _(ac)AVTITWVK_ ENO1_MAIZE 2 480.28166 958.54877 -0.18446 0.23827 0.051035 93.082 93.082 5.06E-02 36.53 265860

5683 AVTITWVK Unmodified _AVTITWVK_ ENO1_MAIZE 2 459.27638 916.5382 -0.14909 0.20205 0.058827 68.928 68.928 7.88E-01 13.74 38139

5684 AVTITWVK Unmodified _AVTITWVK_ ENO1_MAIZE 2 459.27638 916.5382 -0.083881 0.27239 0.19132 68.403 68.403 3.48E-02 51.56 9434400

5685 AVTLGCCASLR Unmodified _AVTLGCCASLR_ B6TGV6_MAIZE 2 604.29973 1206.5849 0.18604 0.36875 0.56493 57.492 57.492 3.60E-06 59.16 88814

5686 AVTLIPGDGIGPLVTGAVR Unmodified _AVTLIPGDGIGPLVTGAVR_ B4FID6_MAIZE 2 903.52782 1805.0411 1.1135 0.018909 1.1456 103.19 103.19 5.13E-03 22.52 489910

5687 AVTLIPGDGIGPLVTGAVR Unmodified _AVTLIPGDGIGPLVTGAVR_ B4FID6_MAIZE 2 903.52782 1805.0411 1.1202 0.052464 1.1857 102.99 102.99 5.48E-24 67.6 3574600

5688 AVTLIPGDGIGPLVTGAVR Unmodified _AVTLIPGDGIGPLVTGAVR_ B4FID6_MAIZE 3 602.68764 1805.0411 0.225 0.3616 0.59781 103.01 103.01 1.00E+00 1.7 686270

5689 AVTSAYYR Unmodified _AVTSAYYR_ B4FM31_MAIZE 2 465.73762 929.46068 -0.014609 -0.48172 -0.51622 40.182 40.182 1.65E-01 34.63 508690

5690 AVVAEHREELNR Unmodified _AVVAEHREELNR_ B4G1D2_MAIZE 3 474.91978 1421.7375 0.10286 -0.4734 -0.39526 32.531 32.531 2.46E-02 20.97 268950

5691 AVVAEHREELNR Unmodified _AVVAEHREELNR_ B4G1D2_MAIZE 3 474.91978 1421.7375 -0.1864 -0.45604 -0.6674 31.471 31.471 1.00E+00 0.31 36406

5692 AVVAEHREELNR Unmodified _AVVAEHREELNR_ B4G1D2_MAIZE 3 474.91978 1421.7375 -0.073192 -0.55536 -0.65437 31.866 31.866 2.46E-02 22.92 163300

5693 AVVAEHREELNR Unmodified _AVVAEHREELNR_ B4G1D2_MAIZE 3 474.91978 1421.7375 -0.22364 -0.25454 -0.50392 35.724 35.724 4.52E-03 28.95 2541400

5694 AVVAEHREELNR Unmodified _AVVAEHREELNR_ B4G1D2_MAIZE 2 711.87604 1421.7375 0.67712 0.049315 0.70053 35.724 35.724 8.05E-01 6.18 123760

5695 AVVAQYNASQLITQR Unmodified _AVVAQYNASQLITQR_ Q9M589_MAIZE 2 831.45211 1660.8897 1.0177 -0.25221 0.75334 72.561 72.561 1.04E-33 110.53 1675900

5696 AVVDSAYEVISLK Unmodified _AVVDSAYEVISLK_ B6T5Z1_MAIZE 2 697.3823 1392.75 0.71955 0.20473 0.91313 88.424 88.424 2.65E-01 24.99 17446

5697 AVVDSAYEVISLK Unmodified _AVVDSAYEVISLK_ B6T5Z1_MAIZE 2 697.3823 1392.75 0.52176 -0.5793 -0.067495 86.781 86.781 1.00E+00 9.66 371350

5698 AVVDSAYEVISLK Unmodified _AVVDSAYEVISLK_ B6T5Z1_MAIZE 2 697.3823 1392.75 0.59763 -0.27379 0.31194 87.149 87.149 2.61E-08 61.43 3258600

5699 AVVGEEALSSEDLLYLEFLDK Unmodified _AVVGEEALSSEDLLYLEFLDK_ B6T9C0_MAIZE 2 1170.5965 2339.1784 1.2566 0.078044 1.3207 127.14 127.14 9.73E-02 40.92 18401

5700 AVVGEEALSSEDLLYLEFLDK Unmodified _AVVGEEALSSEDLLYLEFLDK_ B6T9C0_MAIZE 2 1170.5965 2339.1784 1.2109 0.38004 1.5757 124.67 124.67 1.08E-14 70.53 808770

5701 AVVGEEALSSEDLLYLEFLDK Unmodified _AVVGEEALSSEDLLYLEFLDK_ B6T9C0_MAIZE 2 1170.5965 2339.1784 1.2687 0.19194 1.4457 129.54 129.54 5.37E-06 24.63 292470
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5702 AVVGEEALSSEDLLYLEFLDK Unmodified _AVVGEEALSSEDLLYLEFLDK_ B6T9C0_MAIZE 2 1170.5965 2339.1784 1.224 0.37063 1.58 138.1 138.1 1.08E-14 64.39 1032100

5703 AVVGEEALSSEDLLYLEFLDK Unmodified _AVVGEEALSSEDLLYLEFLDK_ B6T9C0_MAIZE 3 780.73342 2339.1784 0.9969 0.25948 1.2414 138.09 138.09 1.00E+00 4.42 330050

5704 AVVGEEALSSEDLLYLEFLDKFER Unmodified _AVVGEEALSSEDLLYLEFLDKFER_ B6T9C0_MAIZE 3 924.80412 2771.3905 1.2243 0.83695 2.0451 123.11 123.11 1.16E-07 48.47 2741700

5705 AVVGEEALSSEDLLYLEFLDKFER Unmodified _AVVGEEALSSEDLLYLEFLDKFER_ B6T9C0_MAIZE 3 924.80412 2771.3905 1.2106 1.7676 2.9619 127.94 127.94 6.81E-03 1.63 464780

5706 AVVGEEALSSEDLLYLEFLDKFER Unmodified _AVVGEEALSSEDLLYLEFLDKFER_ B6T9C0_MAIZE 3 924.80412 2771.3905 1.227 0.4015 1.6138 138.03 138.03 1.16E-07 35.43 283010

5707 AVVGPVYDR Unmodified _AVVGPVYDR_ B6TIK3_MAIZE 2 488.26654 974.51853 -0.12324 -0.22356 -0.33776 50.391 50.391 3.39E-01 19.38 2339100

5708 AVVGPVYDR Unmodified _AVVGPVYDR_ B6TIK3_MAIZE 2 488.26654 974.51853 -0.038185 -0.31191 -0.34104 47.879 47.879 7.18E-01 16.88 390650

5709 AVVIGGGSGFGGNPALIDDLPR Unmodified _AVVIGGGSGFGGNPALIDDLPR_ B6SRY1_MAIZE 2 1041.5526 2081.0906 1.2349 0.20939 1.4551 99.282 99.282 3.03E-22 121.72 144100

5710 AVVIGGGSGFGGNPALIDDLPR Unmodified _AVVIGGGSGFGGNPALIDDLPR_ B6SRY1_MAIZE 2 1041.5526 2081.0906 1.1931 -0.010659 1.1934 99.05 99.05 6.50E-45 110.94 790700

5711 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 1.0233 -0.071481 0.94833 56.816 56.816 9.53E-03 29.16 6944300

5712 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 2 527.31383 1052.6131 0.011342 0.080522 0.090355 56.82 56.82 3.32E-02 42.07 1178800

5713 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 0.85368 0.096801 0.94745 59.601 59.601 8.40E-02 19.77 148950

5714 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 0.92691 -0.080016 0.84616 57.822 57.822 8.40E-02 15.06 968540

5715 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 1.0966 0.062792 1.1564 59.222 59.222 5.45E-01 4.3 947160

5716 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 0.98423 0.30413 1.2852 58.548 58.548 8.40E-02 16.94 1160900

5717 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 1.0474 -0.081142 0.96315 58.855 58.855 2.35E-01 16.91 2015600

5718 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 1.0168 0.48732 1.5 59.234 59.234 8.40E-02 23.85 2599000

5719 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 0.96865 -0.4436 0.52371 57.723 57.723 9.39E-03 25.08 11419000

5720 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 2 527.31383 1052.6131 -0.082733 0.080808 -0.0040822 57.724 57.724 1.12E-01 45.56 1677700

5721 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 3 351.87831 1052.6131 0.7663 -0.48955 0.27612 60.742 60.742 2.35E-02 23.98 2866800

5722 AVVIHVPYR Unmodified _AVVIHVPYR_ B6SHM7_MAIZE 2 527.31383 1052.6131 -0.10316 0.17166 0.06594 60.733 60.733 3.39E-01 37.09 373980

5723 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1829 0.24523 1.4218 111.16 111.16 1.51E-07 54.54 435130

5724 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1276 0.4255 1.5474 111.72 111.72 1.37E-17 59.7 205190

5725 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1516 0.53688 1.6825 111.76 111.76 1.54E-12 63.43 293330

5726 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1379 0.31258 1.4444 111.76 111.76 1.54E-12 56 281100

5727 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.2184 0.29744 1.5102 111.45 111.45 2.72E-05 51.85 316660

5728 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.2109 0.48168 1.6865 112.17 112.17 1.51E-07 46.62 297600

5729 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1338 -0.009391 1.1191 111.53 111.53 3.42E-29 71.44 4795000

5730 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.0495 0.067836 1.1122 112.96 112.96 8.28E-39 81.54 3987300

5731 AVVLASDVFGYEAPLLR Unmodified _AVVLASDVFGYEAPLLR_ B4FY74_MAIZE 2 910.50127 1818.988 1.1284 0.00797 1.1307 115.99 115.99 1.24E-09 74.22 92213

5732 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.90602 -0.14359 0.77195 71.344 71.344 1.02E-23 105.59 2064900

5733 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.922 -0.53255 0.40082 72.626 72.626 2.05E-04 52.7 42618

5734 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.90934 -0.15091 0.7675 71.813 71.813 1.04E-33 124.11 888370

5735 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.88639 -0.15717 0.73926 72.567 72.567 1.04E-33 113.05 1658500
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5736 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.90874 -0.12157 0.79725 72.133 72.133 1.04E-33 103.32 1079300

5737 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.87755 -0.14049 0.74715 72.172 72.172 1.04E-33 102.85 1770600

5738 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 2 782.40429 1562.794 0.87167 -0.33428 0.54712 72.585 72.585 1.04E-33 112.83 12242000

5739 AVVQVFEGTSGIDNK Unmodified _AVVQVFEGTSGIDNK_ B6T9C0_MAIZE 3 521.93862 1562.794 -0.011464 -0.27221 -0.27384 72.533 72.533 1.00E+00 4.43 1594500

5740 AVVSAIGADR Unmodified _AVVSAIGADR_ B6TAL4_MAIZE 2 479.76945 957.52434 -0.10586 -0.12151 -0.2338 47.071 47.071 4.40E-05 47.73 408670

5741 AVVTNPLFEK Unmodified _AVVTNPLFEK_ B4F7Y1_MAIZE 2 559.31623 1116.6179 0.084285 0.26139 0.34002 67.947 67.947 1.45E-01 27.35 2428900

5742 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.88939 -0.030299 0.85584 38.375 38.375 1.00E+00 18.99 1018000

5743 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.64877 0.1368 0.78401 38.835 38.835 1.00E+00 6.37 146520

5744 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.74561 -0.03544 0.70616 37.838 37.838 7.83E-01 20.57 650900

5745 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.86288 -0.32132 0.53994 40.381 40.381 1.00E+00 9.38 1057300

5746 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.81178 -0.45245 0.35626 39.627 39.627 1.00E+00 9.6 782980

5747 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.72656 0.093328 0.81632 40.116 40.116 1.00E+00 12.92 1340900

5748 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.82392 -0.43446 0.38792 40.059 40.059 8.04E-02 30.37 5996400

5749 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.91926 -0.4168 0.50124 38.217 38.217 1.00E+00 12.51 152550

5750 AVVTPIK Unmodified _AVVTPIK_ Q43274_MAIZE 2 364.23926 726.46398 0.60682 -0.005618 0.59821 41.851 41.851 1.00E+00 4.54 141920

5751 AVVTVPAYFNDSQR Unmodified _AVVTVPAYFNDSQR_ B6UFB3_MAIZE 2 783.89918 1565.7838 0.92513 -0.078223 0.85101 77.794 77.794 3.51E-02 27.4 282150

5752 AVVTVPAYFNDSQR Unmodified _AVVTVPAYFNDSQR_ B6UFB3_MAIZE 2 783.89918 1565.7838 0.90422 -0.057909 0.85056 77.405 77.405 2.96E-06 50.01 1209600

5753 AVVTVPAYFNDSQR Unmodified _AVVTVPAYFNDSQR_ B6UFB3_MAIZE 2 783.89918 1565.7838 0.92148 -0.31932 0.60705 77.213 77.213 1.49E-02 25.88 1085900

5754 AVVVHADPDDLGK Unmodified _AVVVHADPDDLGK_ B4FIC7_MAIZE 3 445.90162 1334.683 0.0002527 -0.026784 -0.015277 51.322 51.322 1.41E-02 20.81 2518700

5755 AVVVHADPDDLGK Unmodified _AVVVHADPDDLGK_ B4FIC7_MAIZE 2 668.34879 1334.683 0.49559 0.083354 0.58924 51.326 51.326 1.00E-11 58.12 659750

5756 AVVVHADPDDLGK Unmodified _AVVVHADPDDLGK_ B4FIC7_MAIZE 3 445.90162 1334.683 -0.19512 -0.006329 -0.19009 54.553 54.553 1.41E-02 29.45 5724000

5757 AVVVHADPDDLGK Unmodified _AVVVHADPDDLGK_ B4FIC7_MAIZE 2 668.34879 1334.683 0.46103 0.003411 0.47506 54.548 54.548 2.50E-15 66.74 1622500

5758 AVVYALSPFQQK Unmodified _AVVYALSPFQQK_ B4FET5_MAIZE 2 675.87444 1349.7343 0.57915 0.072288 0.64435 79.023 79.023 1.60E-02 23.5 2025700

5759 AVVYALSPFQQK Unmodified _AVVYALSPFQQK_ B4FET5_MAIZE 2 675.87444 1349.7343 0.32091 -0.27004 0.045983 80.842 80.842 2.05E-12 67.45 5038200

5760 AVVYALSPFQQK Unmodified _AVVYALSPFQQK_ B4FET5_MAIZE 2 675.87444 1349.7343 0.56031 -0.058761 0.49553 79.703 79.703 2.00E-01 12.56 274850

5761 AVVYALSPFQQK Unmodified _AVVYALSPFQQK_ B4FET5_MAIZE 2 675.87444 1349.7343 0.61843 0.82455 1.4359 79.798 79.798 4.56E-01 6.14 573060

5762 AVVYALSPFQQK Unmodified _AVVYALSPFQQK_ B4FET5_MAIZE 2 675.87444 1349.7343 0.51598 -0.18427 0.32586 81.101 81.101 6.74E-02 18.32 376180

5763 AVWGPLNR Unmodified _AVWGPLNR_ B6SSB6_MAIZE 2 456.75614 911.49774 -0.088303 0.31337 0.21416 65.436 65.436 5.06E-02 25.17 7471700

5764 AVYDQYGEEGLK Unmodified _AVYDQYGEEGLK_ B4FT54_MAIZE 2 686.32498 1370.6354 0.63341 0.15843 0.77721 62.226 62.226 7.72E-03 37.89 371970

5765 AVYDQYGEEGLK Unmodified _AVYDQYGEEGLK_ B4FT54_MAIZE 2 686.32498 1370.6354 0.58692 0.73451 1.3062 62.526 62.526 2.62E-07 55.19 1170800

5766 AVYGLLK Unmodified _AVYGLLK_ B4F8H9_MAIZE 2 382.23926 762.46398 0.58682 0.54247 1.1046 62.63 62.63 4.46E-01 13.58 564880

5767 AVYTFNGIDTDGTVTK Unmodified _AVYTFNGIDTDGTVTK_ B4FBW5_MAIZE 2 851.42014 1700.8257 1.0048 0.075607 1.0968 76.401 76.401 1.82E-38 72.95 1195800

5768 AWAAEIASR Unmodified _AWAAEIASR_ B6SZF6_MAIZE 2 487.75634 973.49813 -0.082601 0.16015 0.038378 57.247 57.247 9.73E-03 27.91 497990

5769 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 2 1162.5977 2323.1808 1.1707 -0.051777 1.1081 107.16 107.16 2.53E-26 87.29 2429800
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5770 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 3 775.40088 2323.1808 0.87667 -1.7688 -0.90111 107.15 107.15 9.30E-07 44.93 1844700

5771 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 3 775.40088 2323.1808 0.87902 -1.1998 -0.33025 107.75 107.75 1.13E-12 70.37 671390

5772 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 2 1162.5977 2323.1808 1.2339 0.030832 1.2548 107.66 107.66 5.36E-22 97.98 617740

5773 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 3 775.40088 2323.1808 0.85774 -0.47454 0.37262 107.78 107.78 1.13E-12 55.16 628730

5774 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 2 1162.5977 2323.1808 1.1498 0.23139 1.3706 107.73 107.73 8.40E-52 95.29 706560

5775 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 3 775.40088 2323.1808 0.89968 -0.248 0.64147 107.75 107.75 7.29E-08 51.68 602560

5776 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 2 1162.5977 2323.1808 1.1552 0.19363 1.3381 107.75 107.75 8.40E-52 69.75 534430

5777 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 3 775.40088 2323.1808 0.87268 -0.36632 0.4965 107.56 107.56 8.12E-10 59.33 1617600

5778 AWDLPEADAAALVSSQPASGIVR Unmodified _AWDLPEADAAALVSSQPASGIVR_ B6THG1_MAIZE 2 1162.5977 2323.1808 1.1989 0.18249 1.3712 107.48 107.48 2.53E-26 95.69 1586900

5779 AWDQSVMQR Oxidation (M) _AWDQSVM(ox)QR_ B6TBW6_MAIZE 2 568.7613 1135.508 0.04495 -0.39258 -0.34779 47.324 47.324 9.82E-03 23.25 205000

5780 AWLALGTK Unmodified _AWLALGTK_ B6TBW4_MAIZE 2 430.25545 858.49634 -0.0091194 -0.13695 -0.16363 71.692 71.692 1.00E+00 2.78 34651

5781 AWLALGTK Unmodified _AWLALGTK_ B6TBW4_MAIZE 2 430.25545 858.49634 0.068655 0.3308 0.37904 71.111 71.111 2.92E-02 36.04 4187200

5782 AWLALGTK Unmodified _AWLALGTK_ B6TBW4_MAIZE 2 430.25545 858.49634 -0.078484 0.18127 0.085104 72.531 72.531 3.77E-01 16.65 283760

5783 AWLLDQFGVLHDGK Unmodified _AWLLDQFGVLHDGK_ B6TMM7_MAIZE 3 533.6157 1597.8253 -0.058553 -0.10414 -0.15747 103.61 103.61 3.76E-01 14 857820

5784 AWLPDDLAALGSPTR Unmodified _AWLPDDLAALGSPTR_ B4FCM3_MAIZE 2 791.91483 1581.8151 0.92994 -0.63836 0.28382 103.86 103.86 7.01E-11 59.33 249130

5785 AWLPDDLAALGSPTR Unmodified _AWLPDDLAALGSPTR_ B4FCM3_MAIZE 2 791.91483 1581.8151 1.0067 0.7284 1.7261 104.18 104.18 1.02E-23 54.31 573360

5786 AWNPVEQSK Unmodified _AWNPVEQSK_ B6U8G5_MAIZE 2 529.76691 1057.5193 -0.0429 -0.090178 -0.15076 51.61 51.61 1.01E-02 28.32 3046000

5787 AWQILEK Unmodified _AWQILEK_ Q5GAU1_MAIZE 2 444.2529 886.49125 0.067616 1.2671 1.3003 65.411 65.411 4.49E-02 26.26 750940

5788 AWQILEK Unmodified _AWQILEK_ Q5GAU1_MAIZE 2 444.2529 886.49125 -0.023166 0.16609 0.11113 67.114 67.114 4.49E-02 37.75 9934900

5789 AWVDQEALLK Unmodified _AWVDQEALLK_ B6T8U9_MAIZE 2 586.81914 1171.6237 0.23845 0.14437 0.36498 77.945 77.945 4.40E-05 44.9 1400900

5790 AWWDALLAR Unmodified _AWWDALLAR_ B6SZY7_MAIZE 2 551.29563 1100.5767 -0.013557 0.23236 0.19705 118.08 118.08 3.32E-02 28.29 54546

5791 AWWDALLAR Unmodified _AWWDALLAR_ B6SZY7_MAIZE 2 551.29563 1100.5767 0.013747 0.17828 0.16967 118.62 118.62 3.32E-02 21.56 1265500

5792 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.21139 0.68055 0.87748 81.602 81.602 3.39E-01 9.58 738960

5793 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.19999 0.84743 1.0311 96.955 96.955 1.00E+00 2.57 397880

5794 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.1173 0.22596 0.32941 83.804 83.804 2.35E-01 13.12 22432

5795 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.11512 0.56317 0.66281 82.322 82.322 1.01E-02 31.13 253380

5796 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.10592 0.36847 0.46061 82.838 82.838 1.12E-01 14.99 296470

5797 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.17566 0.062368 0.22338 82.757 82.757 1.00E+00 8.71 283730

5798 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.19454 0.47609 0.65674 83.253 83.253 7.18E-01 11.14 380940

5799 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.20358 0.38615 0.57484 82.479 82.479 1.12E-01 8.49 423150

5800 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.22312 0.51131 0.72013 82.988 82.988 3.32E-02 30.37 583080

5801 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.17101 0.36787 0.52406 82.429 82.429 3.05E-02 18.14 426420

5802 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.1938 -0.038715 0.14108 82.461 82.461 7.18E-01 4.57 470030

5803 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.023197 -0.049871 -0.040662 82.031 82.031 3.21E-03 46.97 7846100
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5804 AWWSGLMER Oxidation (M) _AWWSGLM(ox)ER_ B6SKA0_MAIZE 2 576.26876 1150.523 0.036164 -0.14374 -0.12111 82.612 82.612 3.38E-03 44.43 7931300

5805 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.10875 0.45963 0.5496 96.994 96.994 3.21E-03 45.58 6518700

5806 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.068574 0.53322 0.58425 97.806 97.806 1.12E-01 12.81 513340

5807 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.15619 0.46506 0.60251 97.767 97.767 9.73E-03 27.74 658280

5808 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.10586 0.29369 0.38141 97.417 97.417 7.18E-01 5.26 561120

5809 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.14491 0.55104 0.67722 97.669 97.669 9.73E-03 30.43 753780

5810 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.084946 0.11028 0.17697 97.337 97.337 1.00E+00 0.52 373320

5811 AWWSGLMER Unmodified _AWWSGLMER_ B6SKA0_MAIZE 2 568.2713 1134.528 0.017648 0.24289 0.24255 97.653 97.653 9.73E-03 45.5 6153500

5812 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.16115 -0.12972 0.022305 74.728 74.728 1.00E+00 6.45 642040

5813 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.050658 0.091098 0.1328 75.732 75.732 1.00E+00 14.74 487320

5814 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.13462 -0.021054 0.10407 76.138 76.138 1.00E+00 0.99 542790

5815 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.15407 -0.13718 0.0091522 75.779 75.779 1.00E+00 5.92 593850

5816 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.13672 -0.13816 -0.0097398 75.598 75.598 7.27E-01 14.29 490410

5817 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 0.14572 -0.35755 -0.21995 75.835 75.835 1.00E+00 11.84 591650

5818 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 3 564.28385 1689.8297 -0.033372 0.061438 0.018944 75.858 75.858 4.14E-01 14.61 11689000

5819 AWWSGLMERPSVQK Oxidation (M) _AWWSGLM(ox)ERPSVQK_ B6SKA0_MAIZE 2 845.92213 1689.8297 0.97615 -0.18474 0.78277 75.851 75.851 3.48E-20 40.76 1695000

5820 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 3 558.95221 1673.8348 0.077138 0.14056 0.20659 87.833 87.833 1.00E+00 12.85 2987500

5821 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 2 837.92467 1673.8348 1.067 -0.3338 0.72214 87.84 87.84 3.56E-04 42.94 733730

5822 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 3 558.95221 1673.8348 0.00036373 0.007739 -0.0024299 88.82 88.82 4.14E-01 28.36 362140

5823 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 3 558.95221 1673.8348 0.14834 0.12696 0.26379 88.657 88.657 1.00E+00 4.04 269360

5824 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 3 558.95221 1673.8348 -0.0072316 0.16415 0.1446 88.837 88.837 6.14E-02 10.96 5618500

5825 AWWSGLMERPSVQK Unmodified _AWWSGLMERPSVQK_ B6SKA0_MAIZE 2 837.92467 1673.8348 1.0143 -0.17519 0.8278 88.825 88.825 2.96E-06 38.96 1188700

5826 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.61855 0.059039 0.63822 76.24 76.24 4.56E-01 10.31 1225400

5827 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.612 0.37467 0.9483 77.77 77.77 1.68E-09 45.44 25404

5828 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.59525 -0.58981 -0.031886 76.769 76.769 2.62E-07 57.17 460770

5829 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.64814 -0.4904 0.11902 77.041 77.041 7.72E-03 42.18 528590

5830 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.70972 -0.38271 0.28955 76.813 76.813 1.00E+00 11.72 309210

5831 AYAEAYGEELLR Unmodified _AYAEAYGEELLR_ Q43863_MAIZE 2 692.8408 1383.667 0.59842 0.22179 0.78073 77.145 77.145 9.64E-17 82.6 5558300

5832 AYAENFK Unmodified _AYAENFK_ B4FGH7_MAIZE 2 421.70579 841.39702 -0.030957 0.25717 0.19049 41.902 41.902 4.46E-01 18.47 664260

5833 AYAFLLK Unmodified _AYAFLLK_ Q6RFK3_MAIZE 2 413.24709 824.47963 0.13471 0.37288 0.47289 73.784 73.784 7.83E-01 15.62 341740

5834 AYAFLLK Unmodified _AYAFLLK_ Q6RFK3_MAIZE 2 413.24709 824.47963 0.25078 0.031825 0.24956 74.372 74.372 1.86E-01 20.12 1027400

5835 AYAFLLK Unmodified _AYAFLLK_ Q6RFK3_MAIZE 2 413.24709 824.47963 0.20735 0.058795 0.23381 73.969 73.969 8.04E-02 26.25 2157700

5836 AYAFLLK Unmodified _AYAFLLK_ Q6RFK3_MAIZE 2 413.24709 824.47963 0.089253 0.15209 0.20827 73.981 73.981 4.49E-02 29.26 6886500

5837 AYAFLLK Unmodified _AYAFLLK_ Q6RFK3_MAIZE 2 413.24709 824.47963 0.17048 -0.52002 -0.38254 74.056 74.056 4.49E-02 27.09 23329000
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5838 AYAISAILK Unmodified _AYAISAILK_ B6SWS4_MAIZE 2 475.28949 948.56442 -0.27061 -0.26688 -0.58081 76.531 76.531 1.01E-02 20.1 247920

5839 AYAISAILK Unmodified _AYAISAILK_ B6SWS4_MAIZE 2 475.28949 948.56442 -0.048314 -0.7357 -0.82592 76.967 76.967 1.12E-01 15.95 394490

5840 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.71418 -0.22917 0.46321 83.543 83.543 5.66E-01 14.81 690220

5841 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.6893 0.25111 0.91782 84.254 84.254 2.61E-08 53.6 430190

5842 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.69076 0.18151 0.84959 84.548 84.548 4.68E-05 45.92 727800

5843 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.72657 0.21362 0.91778 84.24 84.24 6.20E-03 57.18 445620

5844 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.72941 -0.010485 0.69688 83.956 83.956 1.47E-03 49.22 443960

5845 AYAQSVATLNLLR Unmodified _AYAQSVATLNLLR_ B6TAK0_MAIZE 2 710.40136 1418.7882 0.73874 -0.11276 0.60326 84.415 84.415 1.00E-11 88.34 2563100

5846 AYCEIGNVGSFQSQWDNLYK Unmodified _AYCEIGNVGSFQSQWDNLYK_ B6SJJ4_MAIZE 2 1190.0391 2378.0637 1.1389 0.098873 1.2353 102.88 102.88 6.57E-12 56.87 274210

5847 AYDGTDPSKPIYVSVR Unmodified _AYDGTDPSKPIYVSVR_ B4FPD1_MAIZE 3 589.96858 1766.8839 0.0072786 0.60688 0.61076 62.762 62.762 1.90E-03 40.4 878510

5848 AYDGTDPSKPIYVSVR Unmodified _AYDGTDPSKPIYVSVR_ B4FPD1_MAIZE 2 884.44923 1766.8839 1.0919 0.14165 1.2319 62.745 62.745 1.81E-01 57.58 57254

5849 AYDGTDPSKPIYVSVR Unmodified _AYDGTDPSKPIYVSVR_ B4FPD1_MAIZE 3 589.96858 1766.8839 0.22773 -2.2579 -2.0281 64.448 64.448 1.13E-04 24.09 131600

5850 AYDIFSR Unmodified _AYDIFSR_ B6TRZ5_MAIZE 2 436.21906 870.42357 0.013466 0.16852 0.16551 66.17 66.17 9.32E-03 40.49 6206900

5851 AYDLEGK Unmodified _AYDLEGK_ B6TRR5_MAIZE 2 398.19779 794.38103 0.36584 0.19059 0.52758 40.939 40.939 1.86E-01 27.54 759660

5852 AYDNGLPK Unmodified _AYDNGLPK_ B4FIC0_MAIZE 2 439.22434 876.43413 0.057261 -0.45248 -0.41643 42.219 42.219 3.77E-01 27.4 2789800

5853 AYDVLR Unmodified _AYDVLR_ B6SGB6_MAIZE 2 368.70305 735.39154 0.78651 0.61094 1.3768 46.291 46.291 1.00E+00 19.87 3541100

5854 AYDVLR Unmodified _AYDVLR_ B6SGB6_MAIZE 2 368.70305 735.39154 0.67286 0.57978 1.2308 46.082 46.082 5.26E-01 16.16 1368500

5855 AYDVLR Unmodified _AYDVLR_ B6SGB6_MAIZE 2 368.70305 735.39154 0.7762 0.5548 1.3086 48.56 48.56 5.26E-01 16.53 1802600

5856 AYDVLR Unmodified _AYDVLR_ B6SGB6_MAIZE 2 368.70305 735.39154 0.6291 0.2672 0.87464 48.614 48.614 2.64E-01 28.67 2394000

5857 AYDVLR Unmodified _AYDVLR_ B6SGB6_MAIZE 2 368.70305 735.39154 0.52937 0.80111 1.3082 49.866 49.866 1.00E+00 6.33 363310

5858 AYDYLPYFYSR Unmodified _AYDYLPYFYSR_ B4FQK0_MAIZE 2 729.34043 1456.6663 0.74511 0.32332 1.0498 95.969 95.969 4.96E-02 19.46 228450

5859 AYEDAVVENIK Unmodified _AYEDAVVENIK_ B4FUW7_MAIZE 2 625.81679 1249.619 0.2764 0.47641 0.72851 63.776 63.776 1.62E-12 59.34 1828300

5860 AYEETFTLTFVTGR Unmodified _AYEETFTLTFVTGR_ Q41743_MAIZE 2 817.90667 1633.7988 1.0177 -1.7836 -0.75763 100.79 100.79 1.49E-02 26.26 55529

5861 AYELGLASR Unmodified _AYELGLASR_ B6UDG4_MAIZE 2 490.264 978.51345 -0.17384 -0.15987 -0.36707 58.962 58.962 3.21E-03 44.74 602190

5862 AYELGLASR Unmodified _AYELGLASR_ B6UDG4_MAIZE 2 490.264 978.51345 -0.061701 -0.093438 -0.18958 60.619 60.619 3.21E-03 41.63 1226800

5863 AYELGLASR Unmodified _AYELGLASR_ B6UDG4_MAIZE 2 490.264 978.51345 -0.17717 0.17742 -0.033386 60.442 60.442 3.13E-03 45.48 6024300

5864 AYELGLATR Unmodified _AYELGLATR_ Q9ZRH5_MAIZE 2 497.27182 992.5291 -0.17159 0.057741 -0.14194 60.789 60.789 1.01E-02 31.02 167630

5865 AYELGLATR Unmodified _AYELGLATR_ Q9ZRH5_MAIZE 2 497.27182 992.5291 -0.1041 -0.32214 -0.4533 62.102 62.102 3.13E-03 46.82 679770

5866 AYFDSADWALGK Unmodified _AYFDSADWALGK_ B4FAY8_MAIZE 2 672.31696 1342.6194 0.48443 0.28472 0.75907 89.95 89.95 1.00E+00 4.99 2018300

5867 AYFDSADWALGK Unmodified _AYFDSADWALGK_ B4FAY8_MAIZE 2 672.31696 1342.6194 0.49112 -0.032386 0.44874 91.136 91.136 2.05E-12 51.18 333530

5868 AYGAVDAVEWPEGFFR Unmodified _AYGAVDAVEWPEGFFR_ B6SW54_MAIZE 2 907.43084 1812.8471 1.1932 0.17579 1.3693 112.74 112.74 1.27E-09 34.39 234250

5869 AYGELPDTLR Unmodified _AYGELPDTLR_ B6T9H2_MAIZE 2 567.79312 1133.5717 0.028413 0.31383 0.32639 67.772 67.772 1.25E-02 28.84 1631600

5870 AYGELPETLR Unmodified _AYGELPETLR_ B4FUJ1_MAIZE 2 574.80095 1147.5873 0.098391 0.055086 0.12968 67.126 67.126 1.62E-03 33.13 721540

5871 AYGGDGGAYYEWSPADLPMLGVASIGAAK Oxidation (M) _AYGGDGGAYYEWSPADLPM(ox)LGVASIGAAK_ Q84TL7_MAIZE 3 968.45673 2902.3484 1.2473 0.031894 1.2724 117.61 117.61 5.51E-11 23.16 367750
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5872 AYGMTAFEYHGTDSR Unmodified _AYGMTAFEYHGTDSR_ B6TKG5_MAIZE 3 569.24735 1704.7202 0.15905 0.21311 0.36775 65.731 65.731 4.35E-01 12.84 663590

5873 AYGMTAFEYHGTDSR Unmodified _AYGMTAFEYHGTDSR_ B6TKG5_MAIZE 3 569.24735 1704.7202 0.049743 -0.022916 0.024266 67.243 67.243 4.00E-03 29.34 4135700

5874 AYGMTAFEYHGTDSR Oxidation (M) _AYGM(ox)TAFEYHGTDSR_ B6TKG5_MAIZE 3 574.57899 1720.7151 0.099646 0.31867 0.41663 55.824 55.824 4.00E-03 22.17 1760300

5875 AYHEQLSVPEITNAVFEPSSMMAK 2 Oxidation (M) _AYHEQLSVPEITNAVFEPSSM(ox)M(ox)AK_ Q546I4_MAIZE 3 904.42789 2710.2619 1.1735 -0.25356 0.9097 91.118 91.118 2.48E-05 37.02 695680

5876 AYIDDTPK Unmodified _AYIDDTPK_ B6SRU1_MAIZE 2 461.72946 921.44436 0.051731 0.67658 0.71367 42.1 42.1 3.77E-01 14.02 587720

5877 AYLEFFCAK Unmodified _AYLEFFCAK_ MTHR1_MAIZE 2 574.77588 1147.5372 0.13953 0.36329 0.49211 87.065 87.065 1.01E-02 33.12 1887200

5878 AYLEFFCAK Unmodified _AYLEFFCAK_ MTHR1_MAIZE 2 574.77588 1147.5372 0.096972 0.50331 0.58853 87.754 87.754 3.13E-03 55.15 712970

5879 AYLEFFCAK Unmodified _AYLEFFCAK_ MTHR1_MAIZE 2 574.77588 1147.5372 0.18115 0.30846 0.47792 87.739 87.739 7.18E-01 8.42 537790

5880 AYLEFFCAK Unmodified _AYLEFFCAK_ MTHR1_MAIZE 2 574.77588 1147.5372 0.075708 0.26027 0.32459 87.406 87.406 3.89E-04 52.37 4030600

5881 AYLNEPDFMQMLR 2 Oxidation (M) _AYLNEPDFM(ox)QM(ox)LR_ B4FA63_MAIZE 2 830.37891 1658.7433 1.0182 -0.32677 0.67749 77.183 77.183 1.86E-06 35.66 550200

5882 AYLNEPDFMQMLR 2 Oxidation (M) _AYLNEPDFM(ox)QM(ox)LR_ B4FA63_MAIZE 2 830.37891 1658.7433 1.0312 -0.57957 0.43762 76.966 76.966 1.00E-11 62.07 1125600

5883 AYLNEPDFMQMLR Oxidation (M) _AYLNEPDFMQM(ox)LR_ B4FA63_MAIZE 2 822.38145 1642.7483 1.0319 -0.11913 0.89598 93.094 93.094 2.61E-08 43.87 308390

5884 AYLNEPDFMQMLR Oxidation (M) _AYLNEPDFMQM(ox)LR_ B4FA63_MAIZE 2 822.38145 1642.7483 1.038 -0.11468 0.90671 92.718 92.718 1.56E-17 61.3 629020

5885 AYLNEPDFMQMLR Unmodified _AYLNEPDFMQMLR_ B4FA63_MAIZE 2 814.38399 1626.7534 1.013 -0.58671 0.40822 107.69 107.69 9.54E-02 16.94 165570

5886 AYMSGPEHGIHPLANATGK Oxidation (M) _AYM(ox)SGPEHGIHPLANATGK_ B4FFZ9_MAIZE 4 492.49145 1965.9367 -0.065748 -0.4007 -0.47681 46.792 46.792 4.58E-02 11.23 1013700

5887 AYNSLGHYTVPEEMDEVCK Oxidation (M) _AYNSLGHYTVPEEM(ox)DEVCK_ B4FKD4_MAIZE 3 753.32952 2256.9667 0.8062 -0.45832 0.34454 64.018 64.018 1.41E-07 38.08 685410

5888 AYNSLGHYTVPEEMDEVCK Unmodified _AYNSLGHYTVPEEMDEVCK_ B4FKD4_MAIZE 3 747.99788 2240.9718 0.79392 0.13946 0.92735 74.691 74.691 6.40E-03 33.88 783500

5889 AYPDYALDMGLITK Unmodified _AYPDYALDMGLITK_ B4FBF2_MAIZE 2 785.89472 1569.7749 0.92038 -0.75372 0.15124 96.675 96.675 1.95E-13 68.07 361260

5890 AYPDYALDMGLITK Unmodified _AYPDYALDMGLITK_ B4FBF2_MAIZE 2 785.89472 1569.7749 0.92175 0.082272 0.98761 97.348 97.348 7.68E-22 77.66 926070

5891 AYPDYALDMGLITK Oxidation (M) _AYPDYALDM(ox)GLITK_ B4FBF2_MAIZE 2 793.89217 1585.7698 0.97915 0.63088 1.596 82.78 82.78 3.48E-20 73.55 970930

5892 AYPDYALDMGLITK Oxidation (M) _AYPDYALDM(ox)GLITK_ B4FBF2_MAIZE 2 793.89217 1585.7698 0.90561 -0.10943 0.78221 82.103 82.103 6.25E-22 62.75 594430

5893 AYPGFAHGGSQVQGK Unmodified _AYPGFAHGGSQVQGK_ B4FK87_MAIZE 3 501.91615 1502.7266 -0.14166 -0.20642 -0.33972 43.238 43.238 1.00E+00 0.17 5344100

5894 AYPGFAHGGSQVQGK Unmodified _AYPGFAHGGSQVQGK_ B4FK87_MAIZE 2 752.37059 1502.7266 0.79136 -0.05203 0.74739 43.248 43.248 1.60E-05 43.05 995630

5895 AYPTVNEDYLK Unmodified _AYPTVNEDYLK_ B4G031_MAIZE 2 656.82462 1311.6347 0.42636 0.22714 0.63616 67.465 67.465 1.47E-01 30.97 79192

5896 AYPTVNEDYLK Unmodified _AYPTVNEDYLK_ B4G031_MAIZE 2 656.82462 1311.6347 0.46597 0.1354 0.5836 67.908 67.908 3.83E-01 18.25 1079800

5897 AYPTVNEDYLK Unmodified _AYPTVNEDYLK_ B4G031_MAIZE 2 656.82462 1311.6347 0.33745 0.12755 0.44729 66.795 66.795 4.43E-05 49.18 10431000

5898 AYQALFHR Unmodified _AYQALFHR_ B4FSS8_MAIZE 3 335.84701 1004.5192 1.3036 -0.022139 1.2604 52.427 52.427 1.05E-01 26.73 5301300

5899 AYQEQVISNCAK Unmodified _AYQEQVISNCAK_ B6T7Q7_MAIZE 2 705.83773 1409.6609 0.78343 -0.12546 0.64313 47.515 47.515 2.05E-12 68.69 232200

5900 AYQEQVISNCAK Unmodified _AYQEQVISNCAK_ B6T7Q7_MAIZE 2 705.83773 1409.6609 0.73321 -0.026678 0.69222 48.366 48.366 7.61E-14 68.64 307600

5901 AYQEQVISNCAK Unmodified _AYQEQVISNCAK_ B6T7Q7_MAIZE 2 705.83773 1409.6609 0.66949 -0.19275 0.46288 48.191 48.191 2.05E-12 78.96 2077100

5902 AYSAHLK Unmodified _AYSAHLK_ B4FD90_MAIZE 2 395.21632 788.41809 0.35898 1.2718 1.5927 25.27 25.27 7.83E-01 16.78 22177

5903 AYSAHLK Unmodified _AYSAHLK_ B4FD90_MAIZE 2 395.21632 788.41809 -4.5813 25.048 25.048 4.50E-01 9.66

5904 AYSAHLK Unmodified _AYSAHLK_ B4FD90_MAIZE 2 395.21632 788.41809 0.67396 -0.20654 0.43127 24.816 24.816 7.83E-01 12.7 20879

5905 AYSAHLK Unmodified _AYSAHLK_ B4FD90_MAIZE 2 395.21632 788.41809 0.24097 0.054873 0.26058 27.499 27.499 8.04E-02 36.84 161540
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5906 AYSDDEIIR Unmodified _AYSDDEIIR_ Q43863_MAIZE 2 541.26165 1080.5088 0.051468 0.29031 0.31775 53.275 53.275 9.73E-03 45.57 2340500

5907 AYSDDEIIR Unmodified _AYSDDEIIR_ Q43863_MAIZE 2 541.26165 1080.5088 -0.0492 0.36301 0.28842 53.221 53.221 1.12E-01 5.93 636160

5908 AYSDDEIIR Unmodified _AYSDDEIIR_ Q43863_MAIZE 2 541.26165 1080.5088 0.054836 0.68618 0.71518 55.403 55.403 3.32E-02 33.05 767670

5909 AYSDDEIIR Unmodified _AYSDDEIIR_ Q43863_MAIZE 2 541.26165 1080.5088 0.086389 0.37391 0.43564 54.642 54.642 3.32E-02 28.27 1042800

5910 AYSDDEIIR Unmodified _AYSDDEIIR_ Q43863_MAIZE 2 541.26165 1080.5088 -0.055465 0.092919 0.01296 55.973 55.973 9.73E-03 51.27 8782600

5911 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.0078928 0.076792 0.036557 54.571 54.571 7.18E-01 11 41463

5912 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.014082 -0.32527 -0.372 53.913 53.913 9.73E-03 52.95 1399500

5913 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 0.048829 -0.073008 -0.0572 56.062 56.062 9.73E-03 48.1 2443000

5914 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 0.036555 0.054335 0.058263 55.317 55.317 9.73E-03 47.84 2617600

5915 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.0089357 0.14218 0.10008 56.001 56.001 3.13E-03 64.53 2373000

5916 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.0033569 -0.19921 -0.23467 55.94 55.94 9.73E-03 47.53 3641300

5917 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.083691 -0.30733 -0.42308 56.61 56.61 3.21E-03 53.84 44098000

5918 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 -0.011562 0.005881 -0.039547 54.432 54.432 3.21E-03 51.91 1948500

5919 AYSDEEIIR Unmodified _AYSDEEIIR_ B4FHT1_MAIZE 2 548.26948 1094.5244 0.0030497 0.44501 0.41524 57.144 57.144 3.39E-01 21.23 158130

5920 AYSPNFLFLWPTAR Unmodified _AYSPNFLFLWPTAR_ B6SWZ4_MAIZE 2 841.93811 1681.8617 1.0772 1.2596 2.3272 120.22 120.22 2.25E-03 39.84 488350

5921 AYSPNFLFLWPTAR Unmodified _AYSPNFLFLWPTAR_ B6SWZ4_MAIZE 2 841.93811 1681.8617 1.0553 0.16235 1.2084 120.82 120.82 1.49E-02 46.61 227500

5922 AYSPNFLFLWPTAR Unmodified _AYSPNFLFLWPTAR_ B6SWZ4_MAIZE 2 841.93811 1681.8617 1.1098 0.93715 2.0371 121.21 121.21 7.64E-09 54.75 693340

5923 AYSQSVATLNLLR Unmodified _AYSQSVATLNLLR_ B6TUB8_MAIZE 2 718.39882 1434.7831 0.72505 0.13609 0.84244 81.958 81.958 9.54E-02 16.27 288720

5924 AYSQSVATLNLLR Unmodified _AYSQSVATLNLLR_ B6TUB8_MAIZE 2 718.39882 1434.7831 0.7461 0.40514 1.1314 82.24 82.24 1.47E-03 45.35 550920

5925 AYSQSVATLNLLR Unmodified _AYSQSVATLNLLR_ B6TUB8_MAIZE 2 718.39882 1434.7831 0.73495 -0.11727 0.59852 81.941 81.941 3.13E-02 18.86 467430

5926 AYSQSVATLNLLR Unmodified _AYSQSVATLNLLR_ B6TUB8_MAIZE 2 718.39882 1434.7831 0.70319 0.27203 0.95564 81.972 81.972 2.61E-08 78.22 2978000

5927 AYTEIGSENYFK Unmodified _AYTEIGSENYFK_ B4FSG4_MAIZE 2 711.33281 1420.6511 0.65096 -0.69033 -0.060367 70.513 70.513 1.11E-04 42.77 1242800

5928 AYTLDSGSGDFAVDLR Unmodified _AYTLDSGSGDFAVDLR_ B4FUP2_MAIZE 2 843.90212 1685.7897 1.0817 -0.30401 0.78248 88.706 88.706 7.42E-06 50.73 99128

5929 AYVAGPEDSK Unmodified _AYVAGPEDSK_ B4FPA0_MAIZE 2 518.75092 1035.4873 -0.061912 -0.173 -0.25037 34.615 34.615 1.25E-02 31.86 818880

5930 AYVALQALK Unmodified _AYVALQALK_ B4FR31_MAIZE 2 488.79493 975.57532 -0.023564 -0.006096 -0.060183 66.262 66.262 9.73E-03 33.98 237140

5931 AYVALQALK Unmodified _AYVALQALK_ B4FR31_MAIZE 2 488.79493 975.57532 -0.065123 -0.24663 -0.34208 66.229 66.229 3.13E-03 47.65 1439100

5932 AYVDKPNCIILAISPANQDIATSDAIK Unmodified _AYVDKPNCIILAISPANQDIATSDAIK_ B6SKP8_MAIZE 3 967.83906 2900.4954 1.2744 -0.38332 0.87774 94.706 94.706 6.80E-13 59.14 379620

5933 AYVSGAASSSR Unmodified _AYVSGAASSSR_ B4FY74_MAIZE 2 528.25944 1054.5043 -0.049699 -0.18195 -0.24955 30.302 30.302 6.35E-09 63.92 571590

5934 AYVSGAASSSR Unmodified _AYVSGAASSSR_ B4FY74_MAIZE 2 528.25944 1054.5043 -0.0035841 -0.14101 -0.16206 28.148 28.148 6.35E-09 66.91 268930

5935 AYYAVEEVK Unmodified _AYYAVEEVK_ B4FS63_MAIZE 2 536.27149 1070.5284 -0.060462 0.53481 0.44546 55.697 55.697 3.32E-02 10.85 3039000

5936 CAAAGCVSDLNR Unmodified _CAAAGCVSDLNR_ B6STT0_MAIZE 2 647.28735 1292.5601 0.41634 0.24745 0.66787 44.307 44.307 2.97E-31 88.19 743920

5937 CAASSATTTSVSQK Unmodified _CAASSATTTSVSQK_ B6TXF5_MAIZE 2 699.8301 1397.6457 0.80791 -0.084907 0.72795 28.109 28.109 2.96E-06 51.26 27606

5938 CAERPLVVIGK Unmodified _CAERPLVVIGK_ B4FAJ4_MAIZE 3 414.57267 1240.6962 0.17498 0.77001 0.93801 53.84 53.84 5.30E-05 38.89 945730

5939 CAGNDDIITIK Unmodified _CAGNDDIITIK_ PCNA_MAIZE 2 610.30299 1218.5914 0.30984 0.097946 0.40552 59.666 59.666 3.60E-06 55.31 529420
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5940 CALDLR Unmodified _CALDLR_ B1P123_MAIZE 2 374.19453 746.3745 0.71849 -0.46154 0.2476 49.106 49.106 5.26E-01 20.72 156950

5941 CALDLR Unmodified _CALDLR_ B1P123_MAIZE 2 374.19453 746.3745 0.75057 0.1018 0.83984 48.844 48.844 2.64E-01 25.95 311280

5942 CALDLR Unmodified _CALDLR_ B1P123_MAIZE 2 374.19453 746.3745 0.69255 0.25082 0.93234 49.775 49.775 2.64E-01 28.55 1048600

5943 CALQNAASVAGMVLTTQAIVVEKPK Unmodified _CALQNAASVAGMVLTTQAIVVEKPK_ B6SXW8_MAIZE 3 867.13638 2598.3873 1.1876 -0.39725 0.78612 109.93 109.93 2.68E-04 21.42 312030

5944 CALVYGQMNEPPGAR Unmodified _CALVYGQMNEPPGAR_ ATPBM_MAIZE 2 831.88997 1661.7654 1.062 -0.17218 0.88368 63.378 63.378 2.40E-39 85.59 776360

5945 CALVYGQMNEPPGAR Unmodified _CALVYGQMNEPPGAR_ ATPBM_MAIZE 2 831.88997 1661.7654 1.0294 -0.41369 0.61002 65.113 65.113 2.40E-39 98.61 4454800

5946 CALVYGQMNEPPGAR Oxidation (M) _CALVYGQM(ox)NEPPGAR_ ATPBM_MAIZE 2 839.88743 1677.7603 1.0652 -0.19911 0.8626 55.531 55.531 2.05E-04 33.28 334080

5947 CALVYGQMNEPPGAR Oxidation (M) _CALVYGQM(ox)NEPPGAR_ ATPBM_MAIZE 2 839.88743 1677.7603 1.1174 -0.033231 1.0803 56.292 56.292 2.37E-16 47.74 422980

5948 CALVYGQMNEPPGAR Oxidation (M) _CALVYGQM(ox)NEPPGAR_ ATPBM_MAIZE 2 839.88743 1677.7603 1.0443 -0.14852 0.89237 56.611 56.611 5.74E-56 77.67 2677500

5949 CAQLAQFDEELYK Unmodified _CAQLAQFDEELYK_ B4FQC4_MAIZE 2 807.87705 1613.7396 0.9606 -0.30756 0.64032 81.21 81.21 1.56E-17 70.86 1332400

5950 CASAAICFVSFLPDILDSK Unmodified _CASAAICFVSFLPDILDSK_ Q5EUD5_MAIZE 2 1057.5185 2113.0224 1.2394 -0.4459 0.79884 128.14 128.14 1.30E-03 44.4 579620

5951 CASDPSGNVVTQVLDVR Unmodified _CASDPSGNVVTQVLDVR_ B4FHG3_MAIZE 2 908.94653 1815.8785 1.2127 -0.031695 1.1997 89.416 89.416 8.28E-39 80.88 261260

5952 CASDPSGNVVTQVLDVR Unmodified _CASDPSGNVVTQVLDVR_ B4FHG3_MAIZE 2 908.94653 1815.8785 1.1368 0.019784 1.1747 89.947 89.947 3.33E-51 125.78 1468700

5953 CASDPSGNVVTQVLDVR Unmodified _CASDPSGNVVTQVLDVR_ B4FHG3_MAIZE 2 908.94653 1815.8785 1.1181 -0.35539 0.78109 89.599 89.599 4.07E-45 123.64 10267000

5954 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 3 668.93674 2003.7884 0.32655 -0.95256 -0.61004 33.271 33.271 9.28E-25 66.67 4012900

5955 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 2 1002.9015 2003.7884 1.171 -0.31727 0.86808 33.269 33.269 1.02E-03 38.28 143390

5956 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 3 668.93674 2003.7884 0.53785 -0.54544 0.0064919 36.19 36.19 2.15E-07 59.1 428740

5957 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 3 668.93674 2003.7884 0.48001 -0.72008 -0.22492 33.137 33.137 1.01E-03 42.19 1711900

5958 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 3 668.93674 2003.7884 0.48276 -0.90765 -0.41036 36.727 36.727 2.15E-07 51.2 1989100

5959 CASTCQHCEQVEEGGPR Unmodified _CASTCQHCEQVEEGGPR_ B6TEW3_MAIZE 2 1002.9015 2003.7884 1.1937 -0.41408 0.79385 36.728 36.728 5.62E-03 23.42 62046

5960 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1393 -0.15818 0.96959 98.03 98.03 2.28E-36 86.46 3526300

5961 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1075 -0.15142 0.94459 98.678 98.678 6.63E-28 69.64 1430500

5962 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.132 -0.11729 1.0029 98.709 98.709 2.77E-20 58.38 1223800

5963 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.0919 -0.14566 0.93481 98.673 98.673 2.28E-36 74.13 1799800

5964 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1612 -0.15946 0.99028 98.333 98.333 9.55E-42 82.29 1383700

5965 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1667 -0.35652 0.79958 98.857 98.857 1.74E-10 47.59 697330

5966 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1794 -0.23874 0.92955 98.383 98.383 9.55E-42 66.14 662540

5967 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.006 -0.21535 0.78017 99.238 99.238 9.55E-42 91.04 11864000

5968 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 4 684.82599 2735.2749 0.58724 0.48878 1.0643 99.217 99.217 9.57E-01 5.39 1371400

5969 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 2 1368.6447 2735.2749 1.0468 0.039104 1.0746 99.213 99.213 2.78E-06 46.4 300870

5970 CATALEEAGSDYEIVPINFATAEHK Unmodified _CATALEEAGSDYEIVPINFATAEHK_ B6SKA0_MAIZE 3 912.76556 2735.2749 1.1303 -0.26271 0.85662 101.08 101.08 1.88E-03 18.2 116750

5971 CATDTFR Unmodified _CATDTFR_ B4G0V9_MAIZE 2 435.69235 869.37015 -0.11773 0.27478 0.17589 34.589 34.589 1.86E-01 29.33 265660

5972 CATDTFR Unmodified _CATDTFR_ B4G0V9_MAIZE 2 435.69235 869.37015 -0.030298 0.064773 0.051732 37.954 37.954 7.83E-01 8.48 40721

5973 CATITPDEAR Unmodified _CATITPDEAR_ B4FN97_MAIZE 2 567.26641 1132.5183 0.11542 0.10984 0.22265 38.703 38.703 4.40E-02 38.14 3047400
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5974 CATITPDEAR Unmodified _CATITPDEAR_ B4FN97_MAIZE 2 567.26641 1132.5183 0.093244 0.34057 0.43016 37.933 37.933 4.40E-02 33.34 631130

5975 CATITPDEAR Unmodified _CATITPDEAR_ B4FN97_MAIZE 2 567.26641 1132.5183 0.14788 0.17209 0.31591 40.784 40.784 2.81E-03 35.73 600040

5976 CATITPDEAR Unmodified _CATITPDEAR_ B4FN97_MAIZE 2 567.26641 1132.5183 0.18699 0.37828 0.56189 40.004 40.004 1.25E-02 52.96 569390

5977 CATITPDEAR Unmodified _CATITPDEAR_ B4FN97_MAIZE 2 567.26641 1132.5183 0.13859 1.3121 1.446 40.764 40.764 1.84E-04 38.41 712390

5978 CATITPDETR Unmodified _CATITPDETR_ B4G249_MAIZE 2 582.27169 1162.5288 0.20083 0.045924 0.25105 37.801 37.801 3.43E-01 31.26 1276600

5979 CATITPDETR Unmodified _CATITPDETR_ B4G249_MAIZE 2 582.27169 1162.5288 0.13692 0.12338 0.26484 36.921 36.921 1.25E-02 43.21 318430

5980 CATITPDETR Unmodified _CATITPDETR_ B4G249_MAIZE 2 582.27169 1162.5288 0.28092 0.68328 0.96869 39.77 39.77 4.40E-02 36.54 355140

5981 CATITPDETR Unmodified _CATITPDETR_ B4G249_MAIZE 2 582.27169 1162.5288 0.28052 0.089049 0.3738 38.968 38.968 3.43E-01 34.47 173520

5982 CATITPDETR Unmodified _CATITPDETR_ B4G249_MAIZE 2 582.27169 1162.5288 0.22611 0.4511 0.68162 39.748 39.748 1.25E-02 26.06 376570

5983 CAVDVNAR Unmodified _CAVDVNAR_ B6TL22_MAIZE 2 452.7189 903.42325 0.007222 2.517 2.5215 34.534 34.534 5.06E-02 32.38 623630

5984 CAVDVNAR Unmodified _CAVDVNAR_ B6TL22_MAIZE 2 452.7189 903.42325 -0.15189 0.072773 -0.076203 37.87 37.87 5.06E-02 44.38 314440

5985 CAVELGIPTAIYR Unmodified _CAVELGIPTAIYR_ B6UD26_MAIZE 2 731.88977 1461.765 0.7844 0.56692 1.3427 88.5 88.5 4.68E-05 48.72 622550

5986 CAVNTAEDWLNPVAIQEAFEAR Unmodified _CAVNTAEDWLNPVAIQEAFEAR_ B4F8X3_MAIZE 3 835.40067 2503.1802 1.0524 0.078963 1.1212 122.82 122.82 2.33E-02 11.86 573440

5987 CAVNTAEDWLNPVAIQEAFEAR Unmodified _CAVNTAEDWLNPVAIQEAFEAR_ B4F8X3_MAIZE 3 835.40067 2503.1802 0.91307 -0.16899 0.7349 123.27 123.27 6.10E-05 30.66 285010

5988 CAVNTAEDWLNPVAIQEAFEAR Unmodified _CAVNTAEDWLNPVAIQEAFEAR_ B4F8X3_MAIZE 3 835.40067 2503.1802 1.177 0.003648 1.1707 123.52 123.52 6.10E-05 31.39 198670

5989 CAVNTAEDWLNPVAIQEAFEAR Unmodified _CAVNTAEDWLNPVAIQEAFEAR_ B4F8X3_MAIZE 3 835.40067 2503.1802 1.117 -0.062793 1.0447 123.19 123.19 8.27E-10 55.1 192630

5990 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.0851 0.65508 1.7405 76.86 76.86 1.95E-13 67.38 1946300

5991 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 0.98001 1.6299 2.609 77.46 77.46 7.68E-22 70.27 745220

5992 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.041 1.2753 2.3153 77.989 77.989 7.68E-22 89.68 869650

5993 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.0065 0.92236 1.9287 77.602 77.602 7.68E-22 73.52 954130

5994 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.0374 1.4575 2.4942 77.43 77.43 7.68E-22 89.11 484790

5995 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.0441 0.023921 1.0686 77.838 77.838 3.40E-25 83.56 609330

5996 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 0.99596 -0.28951 0.70815 77.724 77.724 2.00E-19 67.34 7551800

5997 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 3 550.26183 1647.7637 0.0067619 0.29431 0.30067 77.745 77.745 6.14E-02 31.76 1883300

5998 CAYVTETVLAACYK Unmodified _CAYVTETVLAACYK_ B4FAL9_MAIZE 2 824.8891 1647.7637 1.0349 -0.7802 0.25648 77.449 77.449 2.00E-19 82.45 306080

5999 CCDVPICTR Unmodified _CCDVPICTR_ B6TEW3_MAIZE 2 590.74901 1179.4835 -0.10033 -1.2871 -1.3547 46.367 46.367 3.21E-03 41.24 11032000

6000 CCDVPICTR Unmodified _CCDVPICTR_ B6TEW3_MAIZE 2 590.74901 1179.4835 0.1756 0.70713 0.91179 49.086 49.086 1.01E-02 30.49 850630

6001 CCDVPICTR Unmodified _CCDVPICTR_ B6TEW3_MAIZE 2 590.74901 1179.4835 0.11747 -1.0917 -0.94281 46.343 46.343 3.21E-03 57.82 2087700

6002 CCDVPICTR Unmodified _CCDVPICTR_ B6TEW3_MAIZE 2 590.74901 1179.4835 0.10742 -0.86214 -0.7235 49.643 49.643 3.13E-03 41.44 4005300

6003 CCHGGCTISPSNYIAHEGK Unmodified _CCHGGCTISPSNYIAHEGK_ B6T925_MAIZE 4 537.73184 2146.8983 0.024291 -0.61742 -0.58147 51.259 51.259 1.03E-01 19.99 426030

6004 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 3 415.862 1244.5642 0.28995 0.086052 0.37111 35.834 35.834 3.47E-02 28.09 347830

6005 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 2 623.28936 1244.5642 0.72052 -0.019206 0.6972 35.868 35.868 5.66E-08 66.56 347800

6006 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 3 415.862 1244.5642 0.10944 0.27128 0.37536 35.124 35.124 3.47E-02 22.8 192930

6007 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 2 623.28936 1244.5642 0.35089 -0.27028 0.077063 34.999 34.999 3.57E-04 35.39 150750
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6008 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 3 415.862 1244.5642 0.23832 -0.022312 0.21265 37.839 37.839 9.89E-02 25.71 366430

6009 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 2 623.28936 1244.5642 0.38854 -1.2645 -0.87825 37.856 37.856 6.35E-09 41.13 392200

6010 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 3 415.862 1244.5642 0.24881 0.091619 0.33563 36.994 36.994 2.49E-01 22.53 180640

6011 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 2 623.28936 1244.5642 0.45894 1.8384 2.2908 36.994 36.994 4.43E-05 40.63 151180

6012 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 3 415.862 1244.5642 0.13328 -0.49007 -0.35852 37.636 37.636 1.17E-02 28.21 2046700

6013 CCLEHAASVAK Unmodified _CCLEHAASVAK_ B6SH83_MAIZE 2 623.28936 1244.5642 0.33599 -0.31732 0.015647 37.634 37.634 1.62E-12 47.1 1411600

6014 CDCTLLEINPLAETADNK Unmodified _CDCTLLEINPLAETADNK_ B4FRH5_MAIZE 2 1038.9824 2075.9503 1.3225 1.2562 2.5703 99.515 99.515 5.25E-26 50.27 183340

6015 CDCTLLEINPLAETADNK Unmodified _CDCTLLEINPLAETADNK_ B4FRH5_MAIZE 2 1038.9824 2075.9503 1.2778 1.214 2.4844 99.36 99.36 4.65E-12 48.01 173190

6016 CDCTLLEINPLAETADNK Unmodified _CDCTLLEINPLAETADNK_ B4FRH5_MAIZE 2 1038.9824 2075.9503 1.2835 1.2122 2.4876 99.08 99.08 5.25E-26 58.24 807350

6017 CDDTELPPVAK Unmodified _CDDTELPPVAK_ B6T5Q6_MAIZE 2 622.795 1243.5754 0.31333 0.25456 0.5727 52.619 52.619 1.67E-02 30.04 643080

6018 CDLILLLFDPHK Unmodified _CDLILLLFDPHK_ B4FPT9_MAIZE 3 495.27077 1482.7905 0.01952 -0.27296 -0.25479 117.55 117.55 9.42E-03 21.35 111350

6019 CDPAGHFFGHK Unmodified _CDPAGHFFGHK_ B4F7U0_MAIZE 4 318.89492 1271.5506 1.3521 0.092133 1.4639 46.132 46.132 6.79E-01 4.24 2959500

6020 CDPAGHFFGHK Unmodified _CDPAGHFFGHK_ B4F7U0_MAIZE 3 424.85747 1271.5506 0.14097 -0.030552 0.12988 46.143 46.143 5.15E-02 16.25 3470600

6029 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.52351 -0.12723 0.39258 67.519 67.519 2.61E-08 44.16 787320

6030 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.54798 0.015631 0.55949 68.018 68.018 1.00E-11 60.04 340920

6031 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.51341 0.28076 0.79072 69.029 69.029 4.68E-05 50.06 379780

6032 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.56776 1.0432 1.6051 68.471 68.471 1.47E-03 29.76 396600

6033 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.51943 0.044665 0.5602 68.964 68.964 2.61E-08 67.64 838940

6034 CDVIASGIVNAAK Unmodified _CDVIASGIVNAAK_ B4FRH5_MAIZE 2 659.34519 1316.6758 0.43645 -0.12757 0.30511 68.908 68.908 2.61E-08 55.22 4494500

6035 CDVIVINTPLTEK Unmodified _CDVIVINTPLTEK_ B6TRR5_MAIZE 2 751.40016 1500.7858 0.87688 0.22695 1.1077 83.277 83.277 1.00E-11 73.7 445520

6036 CDVIVINTPLTEK Unmodified _CDVIVINTPLTEK_ B6TRR5_MAIZE 2 751.40016 1500.7858 0.80086 -0.24579 0.5591 82.962 82.962 1.56E-17 79.03 2200400

6037 CDVTDEAQIAAAVDLAVAR Unmodified _CDVTDEAQIAAAVDLAVAR_ B6U8U1_MAIZE 3 663.32996 1986.968 0.55434 0.18166 0.73488 110.14 110.14 1.00E+00 9 154310

6038 CDVTDEAQIAAAVDLAVAR Unmodified _CDVTDEAQIAAAVDLAVAR_ B6U8U1_MAIZE 2 994.4913 1986.968 1.2014 0.40411 1.6037 110.27 110.27 5.57E-58 104.95 196600

6039 CDVTDEAQIAAAVDLAVAR Unmodified _CDVTDEAQIAAAVDLAVAR_ B6U8U1_MAIZE 3 663.32996 1986.968 0.63898 0.43833 1.076 137.14 137.14 5.95E-01 20.28 64840

6040 CDVTDEAQIAAAVDLAVAR Unmodified _CDVTDEAQIAAAVDLAVAR_ B6U8U1_MAIZE 2 994.4913 1986.968 1.3748 1.3573 2.7296 137.11 137.11 5.48E-24 80.44 51078

6041 CDWLDNK Unmodified _CDWLDNK_ B6TBT3_MAIZE 2 475.70546 949.39636 -0.057528 -0.0023 -0.059061 56.731 56.731 1.86E-01 19.79 466170

6042 CEAICVDGTR Unmodified _CEAICVDGTR_ B6T9H2_MAIZE 2 590.75789 1179.5012 0.16304 0.12812 0.30678 48.049 48.049 1.84E-04 41.07 587630

6043 CEALWPIFR Unmodified _CEALWPIFR_ B6T8X1_MAIZE 2 596.3026 1190.5906 0.24976 0.2485 0.49028 102.86 102.86 3.32E-02 28.79 68401

6044 CEEAPGCGEWK Unmodified _CEEAPGCGEWK_ B4FAK8_MAIZE 2 661.76063 1321.5067 0.47278 -0.18262 0.29148 49.246 49.246 3.60E-06 53.05 1225500

6045 CEEICMSGGLVR Unmodified _CEEICMSGGLVR_ B4FAM6_MAIZE 2 705.81234 1409.6101 0.68882 -0.85517 -0.16114 66.262 66.262 9.64E-17 69.85 1259100

6046 CEEICMSGGLVR Unmodified _CEEICMSGGLVR_ B4FAM6_MAIZE 2 705.81234 1409.6101 0.60676 -0.75988 -0.14717 66.812 66.812 2.05E-12 51.02 1183400

6047 CEEICMSGGLVR Oxidation (M) _CEEICM(ox)SGGLVR_ B4FAM6_MAIZE 2 713.8098 1425.605 0.64921 -0.46162 0.19568 53.68 53.68 2.98E-17 58.67 1609400

6048 CELEDPLILIHDK Unmodified _CELEDPLILIHDK_ CH61_MAIZE C 3 532.27636 1593.8072 0.040558 0.27521 0.30279 88.881 88.881 1.53E-11 41.89 1166100

6049 CELEDPLILIHDK Unmodified _CELEDPLILIHDK_ CH61_MAIZE C 3 532.27636 1593.8072 0.015737 0.27849 0.2807 89.687 89.687 4.96E-17 53.67 905310
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6050 CELEDPLILIHDK Unmodified _CELEDPLILIHDK_ CH61_MAIZE C 3 532.27636 1593.8072 0.010885 0.20469 0.20262 89.424 89.424 9.36E-01 4.75 1060700

6051 CELEDPLILIHDK Unmodified _CELEDPLILIHDK_ CH61_MAIZE C 2 797.9109 1593.8072 1.013 -0.42268 0.57855 89.227 89.227 4.77E-34 88.13 541010

6052 CELEDPLILIHDK Unmodified _CELEDPLILIHDK_ CH61_MAIZE C 3 532.27636 1593.8072 -0.063207 0.33399 0.25761 89.237 89.237 1.69E-19 53.13 4181300

6053 CELEDPLILIHDKK Unmodified _CELEDPLILIHDKK_ CH61_MAIZE C 3 574.97468 1721.9022 0.10904 0.403 0.4951 79.415 79.415 1.00E+00 8.98 169470

6054 CELEDPLILIHDKK Unmodified _CELEDPLILIHDKK_ CH61_MAIZE C 3 574.97468 1721.9022 0.1771 0.092891 0.25447 79.707 79.707 1.79E-03 37.34 377480

6055 CELEDPLILIHDKK Unmodified _CELEDPLILIHDKK_ CH61_MAIZE C 3 574.97468 1721.9022 0.126 0.23498 0.34554 79.112 79.112 1.84E-08 41.88 1799900

6056 CELEDPLILIHDKK Unmodified _CELEDPLILIHDKK_ CH61_MAIZE C 4 431.48283 1721.9022 0.043328 -0.19129 -0.16311 79.116 79.116 4.40E-03 39.26 1421800

6057 CENTAMLGER Unmodified _CENTAMLGER_ B6TII5_MAIZE 2 590.7579 1179.5012 0.24005 -0.20013 0.025949 43.396 43.396 1.62E-03 61.21 822650

6058 CEPGYGFVLHLSQAALGESK Unmodified _CEPGYGFVLHLSQAALGESK_ B6SK06_MAIZE 3 721.68949 2162.0466 0.78163 -0.006064 0.7732 105.8 105.8 7.21E-02 16.58 328280

6059 CEVFCDQVPR Unmodified _CEVFCDQVPR_ B6TYW9_MAIZE 2 655.28682 1308.5591 0.43993 -0.19022 0.2737 62.42 62.42 5.76E-06 57.02 270690

6060 CFAMFSR Unmodified _CFAMFSR_ B4FRC3_MAIZE 2 459.70166 917.38877 -0.14459 0.3425 0.20342 70.094 70.094 8.04E-02 24.07 138050

6061 CFAVNPHY Unmodified _CFAVNPHY_ B4FSW5_MAIZE 2 504.22382 1006.4331 -0.11934 0.14102 0.029558 59.522 59.522 2.92E-02 31.11 1477200

6062 CFGAVHLSR Unmodified _CFGAVHLSR_ B4FE54_MAIZE 3 349.51152 1045.5127 0.87747 0.5633 1.4505 52.162 52.162 1.82E-02 27.49 290630

6063 CFGENYVQELIDK Unmodified _CFGENYVQELIDK_ B4FAQ2_MAIZE 2 807.87705 1613.7396 0.94339 -0.23234 0.70746 99.512 99.512 4.77E-34 77.95 626190

6064 CFGYMVSK Unmodified _CFGYMVSK_ B4FQX1_MAIZE 2 496.22243 990.4303 -0.024906 0.25212 0.23473 56.372 56.372 1.90E-02 32.54 1096200

6065 CFGYMVSK Unmodified _CFGYMVSK_ B4FQX1_MAIZE 2 496.22243 990.4303 -0.062682 -0.18518 -0.23937 58.356 58.356 5.06E-02 20.72 1863600

6066 CFGYMVSK Unmodified _CFGYMVSK_ B4FQX1_MAIZE 2 496.22243 990.4303 -0.15418 0.35897 0.21304 58.883 58.883 2.92E-02 35.74 9805400

6067 CFGYMVSK Oxidation (M) _CFGYM(ox)VSK_ B4FQX1_MAIZE 2 504.21989 1006.4252 -0.15675 -0.044677 -0.18964 49.33 49.33 1.65E-01 11.2 367560

6068 CFGYMVSK Oxidation (M) _CFGYM(ox)VSK_ B4FQX1_MAIZE 2 504.21989 1006.4252 -0.0053268 0.43709 0.44358 51.604 51.604 1.33E-01 12.44 837600

6069 CFGYMVSK Oxidation (M) _CFGYM(ox)VSK_ B4FQX1_MAIZE 2 504.21989 1006.4252 -0.024456 0.22291 0.20928 50.916 50.916 5.06E-02 18.74 1041100

6070 CFGYMVSK Oxidation (M) _CFGYM(ox)VSK_ B4FQX1_MAIZE 2 504.21989 1006.4252 -0.065416 0.13802 0.084467 51.68 51.68 2.92E-02 27.06 598720

6071 CFGYMVSK Oxidation (M) _CFGYM(ox)VSK_ B4FQX1_MAIZE 2 504.21989 1006.4252 -0.098475 0.35366 0.26596 52.133 52.133 2.15E-02 24.07 12255000

6072 CFIGNLSWSTTDESLK Unmodified _CFIGNLSWSTTDESLK_ B6TF12_MAIZE 2 929.43801 1856.8615 1.1576 0.056683 1.2174 95.472 95.472 5.87E-44 109.31 673380

6073 CFIGNLSWSTTDESLKDAFSK Unmodified _CFIGNLSWSTTDESLKDAFSK_ B6TF12_MAIZE 3 802.71425 2405.1209 0.99692 0.13912 1.1379 109.27 109.27 3.35E-08 34.88 377150

6074 CFLELQVEGEEAYQTFSR Unmodified _CFLELQVEGEEAYQTFSR_ B6U0S1_MAIZE 2 1103.5097 2205.0048 1.2891 0.42395 1.7089 111.49 111.49 1.77E-34 90.2 241650

6075 CFLELQVEGEEAYQTFSR Unmodified _CFLELQVEGEEAYQTFSR_ B6U0S1_MAIZE 2 1103.5097 2205.0048 1.2262 -0.14878 1.0737 112.08 112.08 3.54E-16 54.78 112250

6076 CFSCPDR Unmodified _CFSCPDR_ Q43863_MAIZE 2 471.18383 940.35311 -0.092934 0.20647 0.13665 37.187 37.187 4.49E-02 39.17 353690

6077 CFTCPDR Unmodified _CFTCPDR_ B4FHT1_MAIZE 2 478.19166 954.36876 -0.13392 0.13064 0.026128 36.693 36.693 8.04E-02 22.55 16196

6078 CFTCPDR Unmodified _CFTCPDR_ B4FHT1_MAIZE 2 478.19166 954.36876 -0.13679 -0.11801 -0.22657 39.503 39.503 4.49E-02 34.85 4453800

6079 CFTCPDR Unmodified _CFTCPDR_ B4FHT1_MAIZE 2 478.19166 954.36876 0.015691 -0.14831 -0.10338 36.673 36.673 4.46E-01 17.98 145370

6080 CFTDCVDTFR Unmodified _CFTDCVDTFR_ B4FU14_MAIZE 2 660.771 1319.5274 0.36303 -0.36971 0.031102 72.898 72.898 1.62E-03 36.61 516950

6081 CFVFSLINLHFK Unmodified _CFVFSLINLHFK_ B4FKM4_MAIZE 3 508.93924 1523.7959 0.056339 -0.37648 -0.312 111.34 111.34 9.20E-10 50.08 290480

6082 CFVFSLINLHFK Unmodified _CFVFSLINLHFK_ B4FKM4_MAIZE 3 508.93924 1523.7959 -0.096133 -0.13625 -0.22456 129.74 129.74 1.13E-05 33.59 123960

6083 CGAAAEGAEGKAR Unmodified _CGAAAEGAEGKAR_ B6SZN0_MAIZE 2 624.29349 1246.5724 0.020055 31.586 31.586 1.01E-01 7.17
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6084 CGEPGHMAR Unmodified _CGEPGHMAR_ B4FNK1_MAIZE 3 338.81298 1013.4171 1.3867 0.13818 1.523 20.446 20.446 1.96E-01 30.04 26687

6085 CGEWLQSDK Unmodified _CGEWLQSDK_ B4FAZ6_MAIZE 2 561.74785 1121.4812 0.05907 0.49665 0.5555 53.645 53.645 3.32E-02 16.84 356620

6086 CGFPPAGYLR Unmodified _CGFPPAGYLR_ B4G1C2_MAIZE 2 569.27912 1136.5437 0.084144 0.63904 0.72691 72.018 72.018 4.40E-02 19.97 1002100

6087 CGFVQYANR Unmodified _CGFVQYANR_ B4FTW4_MAIZE 2 557.75856 1113.5026 0.10825 0.35583 0.46764 53.882 53.882 9.73E-03 40.76 357110

6088 CGGSATLGELLAASEIPASNHDYLR Unmodified _CGGSATLGELLAASEIPASNHDYLR_ B6T9T0_MAIZE 3 868.09038 2601.2493 1.119 0.29919 1.4069 103.09 103.09 4.44E-37 88.4 945640

6089 CGIAMEPLYPVK Unmodified _CGIAMEPLYPVK_ B4FU56_MAIZE 2 689.34889 1376.6832 0.6841 -2.0052 -1.3281 78.855 78.855 1.98E-03 37.38 472520

6090 CGIAMEPLYPVK Oxidation (M) _CGIAM(ox)EPLYPVK_ B4FU56_MAIZE 2 697.34635 1392.6781 0.63509 0.073724 0.70268 67.671 67.671 4.08E-13 60.49 740270

6091 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.54851 0.10431 0.64526 68.827 68.827 1.98E-03 37.06 774950

6092 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.49183 0.42364 0.9079 69.271 69.271 6.74E-02 28.53 251140

6093 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.55159 0.85424 1.3974 70.105 70.105 1.98E-03 27.91 511610

6094 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.51266 0.4661 0.97005 69.592 69.592 1.98E-03 33.39 807240

6095 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.44506 0.71119 1.1475 69.664 69.664 1.98E-03 26.23 1435800

6096 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.4895 0.29572 0.77779 70.081 70.081 2.62E-07 38.98 4173300

6097 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.47892 0.061103 0.53201 70.067 70.067 1.68E-09 42.8 8204500

6098 CGIAVEPSYPLK Unmodified _CGIAVEPSYPLK_ B6TGM9_MAIZE 2 667.34466 1332.6748 0.5541 -1.5022 -0.95365 69.243 69.243 7.72E-03 35.16 799370

6099 CGIAVEPSYPLKK Unmodified _CGIAVEPSYPLKK_ B6TGM9_MAIZE 3 487.93052 1460.7697 -0.051436 0.30627 0.24264 60.542 60.542 5.97E-15 51.02 1088900

6100 CGIAVEPSYPLKK Unmodified _CGIAVEPSYPLKK_ B6TGM9_MAIZE 3 487.93052 1460.7697 -0.14358 -0.023534 -0.17988 60.804 60.804 6.66E-04 32.94 6597300

6101 CGIEEILPLGPLNEFER Unmodified _CGIEEILPLGPLNEFER_ B4FZW5_MAIZE 2 993.50368 1984.9928 1.2004 -0.039083 1.148 120.56 120.56 4.07E-45 77.27 2790700

6102 CGINYQAPTVVPGADLAK Unmodified _CGINYQAPTVVPGADLAK_ TBA3_MAIZE 2 937.47747 1872.9404 1.1805 -0.024642 1.1584 78.268 78.268 1.77E-34 89.87 715830

6103 CGINYQAPTVVPGADLAK Unmodified _CGINYQAPTVVPGADLAK_ TBA3_MAIZE 2 937.47747 1872.9404 1.1563 0.052693 1.2113 78.721 78.721 9.02E-03 29.54 238460

6104 CGINYQAPTVVPGADLAK Unmodified _CGINYQAPTVVPGADLAK_ TBA3_MAIZE 2 937.47747 1872.9404 1.1465 -0.1916 0.958 79.171 79.171 1.18E-19 75.35 390350

6105 CGINYQAPTVVPGADLAK Unmodified _CGINYQAPTVVPGADLAK_ TBA3_MAIZE 2 937.47747 1872.9404 1.1449 0.14745 1.295 78.813 78.813 5.25E-26 65.55 280250

6106 CGINYQAPTVVPGADLAK Unmodified _CGINYQAPTVVPGADLAK_ TBA3_MAIZE 2 937.47747 1872.9404 1.1683 -0.10331 1.0678 79.198 79.198 1.56E-52 87.12 1552400

6107 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1534 -0.12091 1.04 77.603 77.603 8.00E-45 80.07 3838500

6108 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1339 -0.006179 1.1363 78.005 78.005 1.18E-19 75.88 1191500

6109 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1282 0.04973 1.1855 78.489 78.489 1.77E-34 73.52 1502100

6110 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1158 -0.059884 1.064 78.156 78.156 5.25E-26 64.94 1344500

6111 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.2127 -0.24646 0.97481 77.901 77.901 4.65E-12 70.5 670710

6112 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1276 -0.44451 0.692 78.51 78.51 8.00E-45 64.33 9968100

6113 CGINYQPPSVVPGGDLAK Unmodified _CGINYQPPSVVPGGDLAK_ B6SPX4_MAIZE 2 936.46964 1870.9247 1.1388 0.33746 1.4844 79.467 79.467 3.87E-04 30.83 235930

6114 CGLPTNFDSNYCYALGYGAGALLQSGK Unmodified _CGLPTNFDSNYCYALGYGAGALLQSGK_ B4FQM2_MAIZE 3 966.44594 2896.316 1.1365 -0.58943 0.54942 112.88 112.88 1.21E-08 44.83 97353

6115 CGLPTNFDSNYCYALGYGAGALLQSGK Unmodified _CGLPTNFDSNYCYALGYGAGALLQSGK_ B4FQM2_MAIZE 3 966.44594 2896.316 1.2281 -0.40816 0.8217 113.05 113.05 5.03E-01 22.63 141970

6116 CGLPTNFDSNYCYALGYGAGALLQSGK Unmodified _CGLPTNFDSNYCYALGYGAGALLQSGK_ B4FQM2_MAIZE 3 966.44594 2896.316 1.2873 -0.62031 0.66941 113.14 113.14 2.92E-12 80.28 632830

6117 CGLPTNFDSNYCYALGYGAGALLQSGK Unmodified _CGLPTNFDSNYCYALGYGAGALLQSGK_ B4FQM2_MAIZE 2 1449.1653 2896.316 1.2564 -0.29714 0.96123 112.84 112.84 1.55E-12 73.34 161780
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6118 CGLTYVYNQK Unmodified _CGLTYVYNQK_ B6SIL9_MAIZE 2 623.30025 1244.586 0.36228 0.24594 0.60642 56.174 56.174 1.62E-03 38.89 1583300

6119 CGLTYVYNQK Unmodified _CGLTYVYNQK_ B6SIL9_MAIZE 2 623.30025 1244.586 0.32407 -3.1862 -2.8567 57.53 57.53 1.45E-01 23.32 29539

6120 CGLTYVYNQK Unmodified _CGLTYVYNQK_ B6SIL9_MAIZE 2 623.30025 1244.586 0.29095 0.15687 0.4475 59.583 59.583 4.40E-05 44.88 1106900

6121 CGTLLAVADDIVSK Unmodified _CGTLLAVADDIVSK_ B6U5C0_MAIZE 2 731.38451 1460.7545 0.6919 -0.63133 0.069165 99.436 99.436 3.51E-02 27.26 42959

6122 CGVDSMVSTVSAVHASK Oxidation (M) _CGVDSM(ox)VSTVSAVHASK_ B4FX40_MAIZE 3 584.2748 1749.8026 0.1611 -0.16887 0.01096 48.355 48.355 4.17E-15 54.53 537570

6123 CGVISPR Unmodified _CGVISPR_ B4FM69_MAIZE 2 394.7078 787.40105 0.46691 -0.14478 0.33191 33.238 33.238 1.86E-01 29.86 128360

6124 CGVISPR Unmodified _CGVISPR_ B4FM69_MAIZE 2 394.7078 787.40105 0.25531 -0.019904 0.2469 32.805 32.805 1.86E-01 25.28 139840

6125 CGVISPR Unmodified _CGVISPR_ B4FM69_MAIZE 2 394.7078 787.40105 0.23169 -0.12572 0.1183 35.899 35.899 1.86E-01 41.78 575040

6126 CGVSIPYTISTSTDCSR Unmodified _CGVSIPYTISTSTDCSR_ B6SY96_MAIZE 2 952.42985 1902.8452 1.1163 -0.23809 0.89456 77.522 77.522 1.91E-01 30.6 182610

6127 CGWLDIVALK Unmodified _CGWLDIVALK_ PURA_MAIZE B 2 587.81808 1173.6216 0.23025 0.016456 0.24758 108.13 108.13 1.25E-02 35.9 578420

6128 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 3 474.23958 1419.6969 -0.096703 -0.42322 -0.50841 90.084 90.084 1.00E+00 13.43 13061

6129 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 3 474.23958 1419.6969 0.001394 -0.51399 -0.50232 85.11 85.11 7.21E-01 12.94 206080

6130 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 3 474.23958 1419.6969 -0.10424 0.34094 0.24591 84.933 84.933 1.84E-01 20.17 739610

6131 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 3 474.23958 1419.6969 -0.070589 0.1262 0.064817 85.281 85.281 7.21E-01 11.63 1125800

6132 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 2 710.85573 1419.6969 0.71302 0.95032 1.6718 85.299 85.299 2.05E-12 45.54 581880

6133 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 3 474.23958 1419.6969 -0.25713 -0.12213 -0.36979 87.341 87.341 1.79E-02 26.41 8401200

6134 CHFVAIDIFNGK Unmodified _CHFVAIDIFNGK_ B6SIL7_MAIZE 2 710.85573 1419.6969 0.65365 0.046917 0.71073 87.334 87.334 2.05E-12 76.51 4121700

6135 CHFVAIDIFNGKK Unmodified _CHFVAIDIFNGKK_ B6SIL7_MAIZE 4 387.95524 1547.7919 0.30885 0.26963 0.58173 77.879 77.879 1.28E-01 18.7 268090

6136 CHFVGIDVFTGK Unmodified _CHFVGIDVFTGK_ B4FDE1_MAIZE 3 460.56406 1378.6704 -0.18653 0.72784 0.57181 82.694 82.694 7.21E-01 14.5 407880

6137 CHFVGIDVFTGK Unmodified _CHFVGIDVFTGK_ B4FDE1_MAIZE 2 690.34245 1378.6704 0.62679 -0.88169 -0.22272 82.656 82.656 1.11E-04 22.44 186600

6138 CIADSDVITQVIEEK Unmodified _CIADSDVITQVIEEK_ B4FT31_MAIZE 2 860.42711 1718.8397 1.0433 -0.37028 0.67234 94.272 94.272 8.98E-47 79.11 286560

6139 CIDEGTHPR Unmodified _CIDEGTHPR_ B4FF57_MAIZE 2 542.74565 1083.4767 0.22552 -0.53207 -0.29705 24.519 24.519 3.39E-01 19.16 3840.1

6140 CIDEGTHPR Unmodified _CIDEGTHPR_ B4FF57_MAIZE 3 362.16619 1083.4767 0.97308 0.44904 1.428 24.52 24.52 4.68E-01 20.94 13472

6141 CIYLVGMMGSGK 2 Oxidation (M) _CIYLVGM(ox)M(ox)GSGK_ B4FPS0_MAIZE 2 674.30891 1346.6033 0.53914 -0.13235 0.41408 57.916 57.916 6.74E-02 8.66 290750

6142 CIYLVGMMGSGK Oxidation (M) _CIYLVGM(ox)MGSGK_ B4FPS0_MAIZE 2 666.31145 1330.6083 0.54197 -1.144 -0.5945 70.133 70.133 8.05E-01 5.28 299430

6143 CKDGIVLGVEK Unmodified _CKDGIVLGVEK_ B4FU37_MAIZE 3 406.55679 1216.6486 0.37177 0.22201 0.59829 49.095 49.095 2.92E-01 20.43 2198800

6144 CKDNNAAHASEALR Unmodified _CKDNNAAHASEALR_ B4FPT8_MAIZE 4 389.93631 1555.7161 0.61055 -0.025318 0.56143 27.099 27.099 5.17E-02 36.9 608350

6145 CKDNNAAHASEALR Unmodified _CKDNNAAHASEALR_ B4FPT8_MAIZE 3 519.57932 1555.7161 -0.0036249 -0.33579 -0.36429 27.103 27.103 1.98E-02 37.57 392950

6146 CKDNNAAHASEALR Unmodified _CKDNNAAHASEALR_ B4FPT8_MAIZE 2 778.86534 1555.7161 1.0906 0.11224 1.1775 27.112 27.112 3.49E-01 19.75 9926.2

6147 CKELGITALHIK Unmodified _CKELGITALHIK_ B4FBS3_MAIZE 4 346.45106 1381.7752 0.89699 -0.31321 0.57061 63.958 63.958 1.84E-01 28.63 498990

6148 CKELGITALHIK Unmodified _CKELGITALHIK_ B4FBS3_MAIZE 3 461.59899 1381.7752 -0.17949 0.18832 -0.0069522 63.986 63.986 1.79E-02 34.68 260220

6149 CLAFLK Unmodified _CLAFLK_ B6T7B6_MAIZE 2 376.21219 750.40983 0.66707 0.84029 1.4963 65.722 65.722 2.78E-01 28.37 593110

6150 CLAYIEELMIK Oxidation (M) _CLAYIEELM(ox)IK_ B6UG11_MAIZE 2 699.854 1397.6935 0.64422 0.75076 1.3685 91.094 91.094 7.70E-18 66.3 697190

6151 CLAYIEELMIK Unmodified _CLAYIEELMIK_ B6UG11_MAIZE 2 691.85655 1381.6985 0.68347 0.72757 1.3816 105.07 105.07 1.67E-02 15.78 103230
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6152 CLDWGEAGGPDLIVDDGGDATLLIHEGVK Unmodified _CLDWGEAGGPDLIVDDGGDATLLIHEGVK_ B6T440_MAIZE 3 1008.1536 3021.439 1.1977 -0.045087 1.1633 112.57 112.57 4.14E-40 69.08 3517800

6153 CLDWGEAGGPDLIVDDGGDATLLIHEGVK Unmodified _CLDWGEAGGPDLIVDDGGDATLLIHEGVK_ B6T440_MAIZE 3 1008.1536 3021.439 1.3203 -0.33402 0.9969 136.9 136.9 8.31E-11 34.98 399980

6154 CLDWGEAGGPDLIVDDGGDATLLIHEGVK Unmodified _CLDWGEAGGPDLIVDDGGDATLLIHEGVK_ B6T440_MAIZE 3 1008.1536 3021.439 1.1793 0.20499 1.3946 113.16 113.16 1.68E-27 65.79 627800

6155 CLDWGEAGGPDLIVDDGGDATLLIHEGVK Unmodified _CLDWGEAGGPDLIVDDGGDATLLIHEGVK_ B6T440_MAIZE 3 1008.1536 3021.439 1.1849 0.13927 1.3345 113.47 113.47 9.97E-17 53.04 555100

6156 CLDWGEAGGPDLIVDDGGDATLLIHEGVK Unmodified _CLDWGEAGGPDLIVDDGGDATLLIHEGVK_ B6T440_MAIZE 3 1008.1536 3021.439 1.2408 -0.19236 1.0595 114.42 114.42 2.57E-35 59.15 660600

6157 CLELDPTFTK Unmodified _CLELDPTFTK_ B4FA63_MAIZE 2 612.30246 1222.5904 0.30034 -0.54786 -0.24068 74.751 74.751 1.45E-01 10.97 292890

6158 CLELDPTFTK Unmodified _CLELDPTFTK_ B4FA63_MAIZE 2 612.30246 1222.5904 0.31366 -0.001024 0.31873 74.339 74.339 1.62E-03 39.74 866850

6159 CLELDPTFTK Unmodified _CLELDPTFTK_ B4FA63_MAIZE 2 612.30246 1222.5904 0.24995 0.34019 0.59509 74.315 74.315 4.40E-05 44.13 2113500

6160 CLGIPFHNVR Unmodified _CLGIPFHNVR_ O23887_MAIZE 3 404.88172 1211.6233 0.3809 0.26659 0.65456 63.414 63.414 1.25E-01 22.68 777910

6161 CLGIPFHNVR Unmodified _CLGIPFHNVR_ O23887_MAIZE 3 404.88172 1211.6233 0.2157 0.17211 0.39496 64.688 64.688 1.26E-02 25.46 272770

6162 CLGIPFHNVR Unmodified _CLGIPFHNVR_ O23887_MAIZE 3 404.88172 1211.6233 0.35273 0.58324 0.94137 65.492 65.492 1.00E+00 4.42 294190

6163 CLGLIR Unmodified _CLGLIR_ B6TLU6_MAIZE 2 366.21526 730.41597 0.59353 0.43386 1.0178 57.302 57.302 5.26E-01 22.35 282930

6164 CLGSPDR Unmodified _CLGSPDR_ VATA_MAIZE B6 2 402.68707 803.35958 0.44506 0.24053 0.69321 26.483 26.483 1.00E+00 4.91 7831.7

6165 CLGSPDR Unmodified _CLGSPDR_ VATA_MAIZE B6 2 402.68707 803.35958 0.44838 -1.7398 -1.2787 26.036 26.036 1.00E+00 5.74 6537.1

6166 CLGSPDR Unmodified _CLGSPDR_ VATA_MAIZE B6 2 402.68707 803.35958 0.39725 -0.29951 0.10574 26.152 26.152 4.46E-01 21.26 38498

6167 CLLDGNLLQTK Unmodified _CLLDGNLLQTK_ B4FCV1_MAIZE 2 637.84229 1273.67 0.52761 1.0177 1.5404 84.075 84.075 4.48E-03 32.84 267890

6168 CLLDGNLLQTK Unmodified _CLLDGNLLQTK_ B4FCV1_MAIZE 2 637.84229 1273.67 0.3048 0.22961 0.52987 85.028 85.028 5.66E-08 48.59 5826300

6169 CLQDSTDTR Unmodified _CLQDSTDTR_ B6TUR3_MAIZE 2 548.24039 1094.4662 0.051852 0.051191 0.11755 27.501 27.501 3.39E-01 26.32 6707.4

6170 CLVDLGHPLLNR Unmodified _CLVDLGHPLLNR_ B6TTP4_MAIZE 3 469.59061 1405.75 0.065246 0.60425 0.66886 78.56 78.56 4.52E-03 34.98 694700

6171 CLVDLGHPLLNR Unmodified _CLVDLGHPLLNR_ B6TTP4_MAIZE 3 469.59061 1405.75 -0.2327 -0.066759 -0.29847 81.181 81.181 1.13E-05 41.7 4419600

6172 CLVFEDAPSGVAAAK Unmodified _CLVFEDAPSGVAAAK_ B4FTM3_MAIZE 2 767.88214 1533.7497 0.77443 -0.81774 -0.04218 72.851 72.851 1.12E-07 34.94 725020

6173 CLVVLLYR Unmodified _CLVVLLYR_ B4FN21_MAIZE 2 518.30461 1034.5947 -0.084216 0.12251 0.036614 84.947 84.947 1.90E-02 47.89 1748200

6174 CLYGVIDR Unmodified _CLYGVIDR_ B6TKK2_MAIZE 2 498.25257 994.4906 -0.11286 -0.22133 -0.33055 64.249 64.249 3.77E-01 15.74 466400

6175 CLYWEGK Unmodified _CLYWEGK_ Q5YFA2_MAIZE 2 478.22074 954.42693 0.078785 0.61976 0.68902 58.562 58.562 8.04E-02 17.83 492810

6176 CNAALYPIFTATGEAQR Unmodified _CNAALYPIFTATGEAQR_ Q9FQA3_MAIZE 2 941.95944 1881.9043 1.1112 -0.73571 0.36799 87.458 87.458 3.33E-51 89.09 818690

6177 CNDPQLTDFIESEFLEEQVEAINK Unmodified _CNDPQLTDFIESEFLEEQVEAINK_ B6T7K9_MAIZE 3 956.77965 2867.3171 1.1249 0.10494 1.222 124.53 124.53 8.81E-14 88.96 1121300

6178 CNDPQLTDFIESEFLEEQVEAINK Unmodified _CNDPQLTDFIESEFLEEQVEAINK_ B6T7K9_MAIZE 2 1434.6658 2867.3171 1.0681 -0.021308 1.039 124.5 124.5 1.84E-07 55.12 126670

6179 CNEDDTIGDLK Unmodified _CNEDDTIGDLK_ B4FFL1_MAIZE 2 640.27717 1278.5398 0.31519 0.34131 0.65848 52.269 52.269 4.43E-05 54.62 138320

6180 CNEDDTIGDLK Unmodified _CNEDDTIGDLK_ B4FFL1_MAIZE 2 640.27717 1278.5398 -2.4614 52.666 52.666 8.09E-02 4.85

6181 CNEDDTIGDLKK Unmodified _CNEDDTIGDLKK_ B4FFL1_MAIZE 3 469.88553 1406.6348 -0.23838 -0.29232 -0.53332 44.641 44.641 3.25E-03 42.66 533330

6182 CNEDDTIGDLKK Unmodified _CNEDDTIGDLKK_ B4FFL1_MAIZE 2 704.32465 1406.6348 0.62154 -0.14942 0.46918 44.637 44.637 7.72E-03 75.63 52628

6183 CNMAGKPAVVTR Oxidation (M) _CNM(ox)AGKPAVVTR_ B4F9G8_MAIZE 3 440.5568 1318.6486 0.2057 0.58813 0.7948 27.462 27.462 1.84E-01 17.52 21870

6184 CNMAGKPAVVTR Unmodified _CNMAGKPAVVTR_ B4F9G8_MAIZE 3 435.22516 1302.6537 0.1775 -0.53889 -0.35983 35.24 35.24 8.36E-03 42.45 561740

6185 CNMAGKPAVVTR Unmodified _CNMAGKPAVVTR_ B4F9G8_MAIZE 2 652.3341 1302.6537 0.55981 -0.70394 -0.14324 35.242 35.242 1.60E-02 25.9 100810
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6186 CNMAGKPAVVTR Unmodified _CNMAGKPAVVTR_ B4F9G8_MAIZE 3 435.22516 1302.6537 -0.83215 34.425 34.425 3.08E-02 36.76

6187 CNMQIDPAK Unmodified _CNMQIDPAK_ B4FTJ6_MAIZE 2 538.7468 1075.479 0.045593 0.4533 0.4875 42.658 42.658 1.12E-01 33.81 1023600

6188 CNNVMYLR Oxidation (M) _CNNVM(ox)YLR_ B4FJ31_MAIZE 2 543.24697 1084.4794 -0.088228 -0.78015 -0.8766 43.911 43.911 2.92E-02 32.51 112430

6189 CPAELAHGANAGLDIAVR Unmodified _CPAELAHGANAGLDIAVR_ B6TM55_MAIZE 3 612.31246 1833.9156 0.25216 0.079187 0.32041 68.912 68.912 5.15E-04 59.36 1122500

6190 CPAELAHGANAGLDIAVR Unmodified _CPAELAHGANAGLDIAVR_ B6TM55_MAIZE 3 612.31246 1833.9156 0.17305 -0.38371 -0.2203 68.587 68.587 4.30E-22 68.34 16112000

6191 CPAELAHGANAGLDIAVR Unmodified _CPAELAHGANAGLDIAVR_ B6TM55_MAIZE 2 917.96506 1833.9156 1.0843 -0.15251 0.92186 68.544 68.544 1.77E-34 87.84 1993000

6192 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.15043 0.049254 0.20701 89.213 89.213 2.81E-39 73.02 3947100

6193 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 2 863.46383 1724.9131 1.11 -0.11307 1.0053 89.16 89.16 6.53E-30 108.66 415910

6194 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.13275 -0.070088 0.072307 95.303 95.303 1.29E-02 30.1 26891

6195 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.092796 -0.023016 0.078763 89.877 89.877 2.27E-24 68.72 1876100

6196 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.17147 0.015127 0.19388 90.033 90.033 8.54E-34 69.67 1036600

6197 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.18767 -0.10445 0.091224 89.768 89.768 2.27E-24 77.21 872900

6198 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.17096 -0.16106 0.018184 89.649 89.649 1.95E-05 68.42 608330

6199 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.12873 -0.24777 -0.11131 89.936 89.936 3.60E-30 74.04 6059400

6200 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 2 863.46383 1724.9131 1.1074 -0.34633 0.77 89.876 89.876 6.53E-30 103.5 780820

6201 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.14165 -0.49897 -0.34867 89.921 89.921 1.95E-05 68.92 288680

6202 CPDIEVVVVDISKPR Unmodified _CPDIEVVVVDISKPR_ B6T9P0_MAIZE 3 575.97831 1724.9131 0.10783 0.084757 0.20081 91.645 91.645 3.60E-30 80.51 263700

6203 CPDPEYAEK Unmodified _CPDPEYAEK_ B4FLA2_MAIZE 2 554.73441 1107.4543 0.18881 0.34206 0.5144 34.999 34.999 7.18E-01 9.32 32553

6204 CPDPEYAEK Unmodified _CPDPEYAEK_ B4FLA2_MAIZE 2 554.73441 1107.4543 0.12554 0.30069 0.41055 35.879 35.879 9.73E-03 28.53 385960

6205 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGMEAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2303 -0.31512 0.91245 107.59 107.59 4.30E-14 36.18 410890

6206 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIMK_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2323 -0.53926 0.6905 108.61 108.61 5.01E-17 50.35 665330

6207 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIMK_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2092 -0.50078 0.70639 109.28 109.28 8.02E-03 10.48 169420

6208 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGMEAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2464 -0.75468 0.49026 109.87 109.87 1.33E-04 14.49 407710

6209 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIMK_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2617 -0.43447 0.82519 111.63 111.63 4.99E-19 52.05 496310

6210 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGMEAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.2123 -3.0117 -1.7989 108.29 108.29 5.01E-17 43.41 1513200

6211 CPEVLFQPSFIGMEAAGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIMK_ B6TQ08_MAIZE 3 1062.8363 3185.4872 1.211 -0.54425 0.6644 109.63 109.63 4.07E-24 57.8 2107300

6212 CPEVLFQPSFIGMEAAGIHETTYNSIMK Unmodified _CPEVLFQPSFIGMEAAGIHETTYNSIMK_ B6TQ08_MAIZE 3 1057.5047 3169.4923 1.2131 -0.2664 0.94374 113.81 113.81 3.45E-31 76.73 987230

6213 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1068.168 3201.4821 1.1987 -0.37553 0.82191 102.72 102.72 1.33E-04 23.92 625700

6214 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1068.168 3201.4821 1.1844 -0.31349 0.87024 102.96 102.96 1.64E-11 30.26 925630

6215 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1068.168 3201.4821 1.322 -0.36162 0.95995 103.14 103.14 1.64E-11 35.27 476560

6216 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1068.168 3201.4821 1.241 -0.38474 0.85523 103.84 103.84 1.05E-15 46.92 1008700

6217 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 3 1068.168 3201.4821 1.2009 -0.3693 0.8305 102.99 102.99 5.85E-15 36.06 5872500

6218 CPEVLFQPSFIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAAGIHETTYNSIM(ox)K_ B6TQ08_MAIZE 4 801.3778 3201.4821 0.97333 -0.28933 0.6833 102.78 102.78 3.58E-08 41.38 1381800

6219 CPEVLFQPSFIGMEAPGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSFIGM(ox)EAPGIHETTYNSIM(ox)K_ B4FRH8_MAIZE 3 1076.8399 3227.4977 1.2423 -0.063834 1.1792 96.872 96.872 2.90E-09 24.11 1052200
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6220 CPEVLFQPSFIGMEAPGIHETTYNSIMK Oxidation (M) _CPEVLFQPSFIGMEAPGIHETTYNSIM(ox)K_ B4FRH8_MAIZE 3 1071.5082 3211.5028 1.2475 0.30035 1.5473 104.04 104.04 1.05E-15 40.1 412720

6221 CPEVLFQPSMIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSM(ox)IGMEAAGIHETTYNSIM(ox)K_ B4F989_MAIZE 3 1062.8253 3185.4542 1.2364 -0.89491 0.3379 96.792 96.792 5.01E-17 42.19 491990

6222 CPEVLFQPSMIGMEAAGIHETTYNSIMK 2 Oxidation (M) _CPEVLFQPSM(ox)IGM(ox)EAAGIHETTYNSIMK_ B4F989_MAIZE 3 1062.8253 3185.4542 1.2406 0.10149 1.3374 98.94 98.94 3.58E-08 28 922120

6223 CPEVLLQPSLIGMEAPGIHETTYNSIMK 2 Oxidation (M) _CPEVLLQPSLIGM(ox)EAPGIHETTYNSIM(ox)K_ B4FVB1_MAIZE 3 1054.1836 3159.529 1.2312 -0.32725 0.89858 92.316 92.316 5.85E-15 30.42 1634300

6224 CPEVLLQPSLIGMEAPGIHETTYNSIMK Oxidation (M) _CPEVLLQPSLIGM(ox)EAPGIHETTYNSIMK_ B4FVB1_MAIZE 3 1048.852 3143.5341 1.2449 -0.063419 1.1743 98.763 98.763 4.07E-24 66.32 717480

6225 CPEVLLQPSLIGMEAPGIHETTYNSIMK Oxidation (M) _CPEVLLQPSLIGMEAPGIHETTYNSIM(ox)K_ B4FVB1_MAIZE 3 1048.852 3143.5341 1.2424 -0.017611 1.2174 99.698 99.698 2.90E-09 32.29 473070

6226 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.10778 0.18083 0.31103 61.477 61.477 2.81E-03 53.6 5203800

6227 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.059631 0.10136 0.18328 62.111 62.111 1.25E-02 45.35 579250

6228 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.14659 -0.15477 0.015128 63.41 63.41 1.62E-03 51.69 482010

6229 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.14107 -0.21131 -0.046801 62.764 62.764 1.62E-03 55.83 581540

6230 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.14506 0.28647 0.45269 63.164 63.164 4.40E-02 33.64 628730

6231 CPFTGTVSIR Unmodified _CPFTGTVSIR_ B6T2A5_MAIZE 2 569.28969 1136.5648 0.033642 0.23359 0.28877 64.607 64.607 4.40E-02 33.35 1492600

6232 CPHVFDGIK Unmodified _CPHVFDGIK_ B1P123_MAIZE 3 358.17966 1071.5171 0.93607 0.39907 1.3515 53.189 53.189 1.82E-02 39.92 1113400

6233 CPNLGLTSWVR Unmodified _CPNLGLTSWVR_ B6SXY1_MAIZE 2 651.83479 1301.655 0.48183 0.8248 1.3116 85.288 85.288 1.67E-02 21.1 1530200

6234 CPVTTLCIGQAASMGSLLLAAGAPGER Oxidation (M) _CPVTTLCIGQAASM(ox)GSLLLAAGAPGER_ B6TRZ5_MAIZE 3 906.45215 2716.3346 1.1585 -0.45188 0.71008 104.63 104.63 9.45E-02 19.24 334660

6235 CPYFAVEESSR Unmodified _CPYFAVEESSR_ B4F9T3_MAIZE 2 672.79807 1343.5816 0.53392 0.36349 0.89156 63.011 63.011 3.60E-06 62.16 747960

6236 CQFYLDMLNECR Oxidation (M) _CQFYLDM(ox)LNECR_ B4FPU2_MAIZE 2 832.84691 1663.6793 0.99517 -0.54335 0.4534 80.699 80.699 2.98E-17 52.5 384890

6237 CQFYLDMLNECR Unmodified _CQFYLDMLNECR_ B4FPU2_MAIZE 2 824.84946 1647.6844 0.95649 -0.96191 -0.0057086 95.815 95.815 1.68E-09 52.63 177500

6238 CQGGANAGHTIYNSEGK Unmodified _CQGGANAGHTIYNSEGK_ PURA_MAIZE 3 588.59704 1762.7693 0.29819 -0.20272 0.093644 35.49 35.49 1.19E-01 18.04 245370

6239 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.21386 0.11498 0.34993 61.747 61.747 5.45E-09 84.14 4716300

6240 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.17832 0.31266 0.51077 62.087 62.087 1.84E-04 63.01 1189500

6241 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.22701 0.10589 0.35284 63.543 63.543 4.40E-05 53.67 1131000

6242 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.24682 0.10114 0.36956 62.921 62.921 1.84E-04 54.73 689810

6243 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.26705 0.19053 0.47803 63.312 63.312 1.84E-04 49.8 290590

6244 CSAFDVCVAR Unmodified _CSAFDVCVAR_ B4G029_MAIZE 2 592.76298 1183.5114 0.20567 -0.084403 0.14215 63.401 63.401 4.40E-05 54.12 2615900

6245 CSDACKECVETEDSR Unmodified _CSDACKECVETEDSR_ B6TEW3_MAIZE 3 615.90644 1844.6975 0.23868 -0.39403 -0.14744 31.885 31.885 1.07E-03 25.31 86178

6246 CSELPQVSLR Unmodified _CSELPQVSLR_ B6U0U2_MAIZE 2 594.8057 1187.5969 0.074099 66.391 66.391 5.59E-03 45.34

6247 CSGEIPYSAITVELR Unmodified _CSGEIPYSAITVELR_ B6T6B3_MAIZE 2 847.92453 1693.8345 1.12 0.88032 1.9915 90.135 90.135 1.04E-33 57.34 363820

6248 CSHGGCAITPSNYAALEGILYCK Unmodified _CSHGGCAITPSNYAALEGILYCK_ B6SU00_MAIZE 3 848.05562 2541.145 1.076 -0.34156 0.73469 94.018 94.018 1.96E-03 40.54 501050

6249 CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK Unmodified _CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK_ BGLC_MAIZE 4 1033.4951 4129.9514 1.2237 -0.40282 0.81703 104.07 104.07 2.30E-01 11.27 1077200

6250 CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK Unmodified _CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK_ BGLC_MAIZE 4 1033.4951 4129.9514 1.1886 0.007045 1.1913 104.93 104.93 4.21E-02 21.44 1168300

6251 CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK Unmodified _CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK_ BGLC_MAIZE 4 1033.4951 4129.9514 1.175 -0.21875 0.95228 105.44 105.44 8.60E-03 22.78 1329400

6252 CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK Unmodified _CSPGLDCAYPTGNSLVEPYTAGHNILLAHAEAVDLYNK_ BGLC_MAIZE 4 1033.4951 4129.9514 1.2151 -0.10166 1.1095 107.4 107.4 7.86E-02 21.39 325550

6253 CSTFDVVTAIIFK Unmodified _CSTFDVVTAIIFK_ B4G1P9_MAIZE 2 750.89197 1499.7694 0.8431 0.14504 1.005 122.58 122.58 1.00E-11 82.14 623090
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6254 CSTFDVVTAIIFK Unmodified _CSTFDVVTAIIFK_ B4G1P9_MAIZE 2 750.89197 1499.7694 0.78299 0.28026 1.0803 122.93 122.93 4.93E-21 84.14 291060

6255 CSTFDVVTAIIFK Unmodified _CSTFDVVTAIIFK_ B4G1P9_MAIZE 2 750.89197 1499.7694 0.80438 0.63968 1.4603 123.15 123.15 4.93E-21 90.2 327120

6256 CSTFDVVTAIIFK Unmodified _CSTFDVVTAIIFK_ B4G1P9_MAIZE 2 750.89197 1499.7694 0.83623 0.78644 1.6393 123.17 123.17 1.00E-11 80.56 163330

6257 CSTFDVVTAIIFK Unmodified _CSTFDVVTAIIFK_ B4G1P9_MAIZE 2 750.89197 1499.7694 0.8525 0.28573 1.1553 123.57 123.57 2.50E-15 59.71 470490

6258 CSVFSGLAYEIGPIR Unmodified _CSVFSGLAYEIGPIR_ B4FRC3_MAIZE 2 834.92434 1667.8341 1.0297 1.8431 2.8703 104 104 2.37E-16 73.47 1001900

6259 CTAAAALQGEK Unmodified _CTAAAALQGEK_ B6TUE7_MAIZE 2 560.27678 1118.539 0.10168 -0.2293 -0.14393 38.252 38.252 4.48E-03 54.36 236730

6260 CTILPQEDK Unmodified _CTILPQEDK_ B6TBZ8_MAIZE 2 552.2737 1102.5329 0.049872 0.67717 0.72287 49.261 49.261 9.73E-03 41.9 1404100

6261 CTLDGHGGYVNAVAVSPDGSLCASGGK Unmodified _CTLDGHGGYVNAVAVSPDGSLCASGGK_ B4FKM1_MAIZE 3 883.73924 2648.1959 1.1427 -0.11123 1.0489 71.724 71.724 7.18E-11 56.07 899390

6262 CTLDGHGGYVNAVAVSPDGSLCASGGK Unmodified _CTLDGHGGYVNAVAVSPDGSLCASGGK_ B4FKM1_MAIZE 3 883.73924 2648.1959 1.1335 -0.046687 1.1042 72.747 72.747 2.06E-05 65.6 701420

6263 CTLPSAGLFIIR Unmodified _CTLPSAGLFIIR_ B4FA10_MAIZE 2 674.3763 1346.738 0.56371 -0.037276 0.5257 96.281 96.281 1.60E-02 24.69 329160

6264 CTVDGNLITAATYNSHPEFISLFVK Unmodified _CTVDGNLITAATYNSHPEFISLFVK_ B4F871_MAIZE 3 933.1337 2796.3793 1.211 -0.27045 0.94404 118.97 118.97 9.27E-08 25.6 177410

6265 CTVDGNLITAATYNSHPEFISLFVK Unmodified _CTVDGNLITAATYNSHPEFISLFVK_ B4F871_MAIZE 3 933.1337 2796.3793 1.1768 0.27618 1.4556 116.62 116.62 8.88E-19 53.77 1220100

6266 CTVFPLVK Unmodified _CTVFPLVK_ B6U749_MAIZE 2 482.27024 962.52592 0.030256 0.58781 0.63738 70.258 70.258 5.06E-02 26.38 476080

6267 CTVFPLVK Unmodified _CTVFPLVK_ B6U749_MAIZE 2 482.27024 962.52592 -0.20649 -0.85444 -1.0388 71.094 71.094 5.06E-02 20.85 143580

6268 CTVFPLVK Unmodified _CTVFPLVK_ B6U749_MAIZE 2 482.27024 962.52592 -0.0075694 -0.31188 -0.29894 71.779 71.779 5.06E-02 31.9 236540

6269 CTVFPLVK Unmodified _CTVFPLVK_ B6U749_MAIZE 2 482.27024 962.52592 -0.02194 0.072504 0.071429 71.261 71.261 5.06E-02 27.7 376110

6270 CTVFPLVK Unmodified _CTVFPLVK_ B6U749_MAIZE 2 482.27024 962.52592 -0.056871 -0.065892 -0.10185 71.316 71.316 3.77E-01 18.46 393990

6271 CTVFPVEFVVR Unmodified _CTVFPVEFVVR_ B4FY50_MAIZE 2 676.8552 1351.6958 0.58224 -0.076132 0.53492 97.522 97.522 1.67E-02 21.57 310980

6272 CTVLNLPR Unmodified _CTVLNLPR_ B6TS22_MAIZE 2 486.76839 971.52223 0.023389 0.74531 0.76661 60.694 60.694 2.92E-02 49.08 1006200

6273 CTVLNLPR Unmodified _CTVLNLPR_ B6TS22_MAIZE 2 486.76839 971.52223 -0.20447 0.62243 0.41742 61.433 61.433 5.06E-02 38.93 280260

6274 CTVLNLPR Unmodified _CTVLNLPR_ B6TS22_MAIZE 2 486.76839 971.52223 -0.028102 -0.3209 -0.34807 62.795 62.795 1.65E-01 39.32 374900

6275 CTVLNLPR Unmodified _CTVLNLPR_ B6TS22_MAIZE 2 486.76839 971.52223 -0.14319 -0.040268 -0.18374 62.871 62.871 1.90E-02 55.11 4501300

6276 CTVMDLPHVVAEAPAGTAGLSFHGGDMFEHIPSADALMLK 3 Oxidation (M) _CTVM(ox)DLPHVVAEAPAGTAGLSFHGGDM(ox)FEHIPSADALM(ox)LK_ B1P123_MAIZE 5 849.00203 4239.9738 1.0842 -0.5683 0.52326 102.11 102.11 3.08E-01 11.02 1002200

6277 CVAPVPR Unmodified _CVAPVPR_ B4FN73_MAIZE 2 399.71817 797.42179 0.34159 -0.55345 -0.19725 38.784 38.784 1.86E-01 30.5 1069800

6278 CVATLLNEMK Unmodified _CVATLLNEMK_ B4FBK8_MAIZE 2 589.79903 1177.5835 0.24369 1.1064 1.3359 74.759 74.759 1.45E-01 7.51 504450

6279 CVATLLNEMK Unmodified _CVATLLNEMK_ B4FBK8_MAIZE 2 589.79903 1177.5835 0.18652 0.19245 0.36567 75.865 75.865 2.81E-03 41.75 2352600

6280 CVATLLNEMK Oxidation (M) _CVATLLNEM(ox)K_ B4FBK8_MAIZE 2 597.79649 1193.5784 0.18613 -0.35949 -0.18222 58.545 58.545 9.71E-04 51.56 2194900

6281 CVCIVYDPSR Unmodified _CVCIVYDPSR_ B6SHE0_MAIZE 2 634.79174 1267.5689 0.35462 -0.72285 -0.35184 63.852 63.852 1.62E-03 29.45 690740

6282 CVEEPHAAAFAEELAK Unmodified _CVEEPHAAAFAEELAK_ B6TXM6_MAIZE 3 591.28217 1770.8247 0.2536 0.43274 0.66649 73.765 73.765 3.78E-02 17.15 923060

6283 CVELFFEIAENKEDYNK Unmodified _CVELFFEIAENKEDYNK_ B6TB25_MAIZE 3 716.66998 2146.9881 0.75213 0.010198 0.74598 97.061 97.061 6.44E-22 40.44 1107100

6284 CVELFFEIAENKEDYNK Unmodified _CVELFFEIAENKEDYNK_ B6TB25_MAIZE 3 716.66998 2146.9881 0.71535 -0.057878 0.64137 97.467 97.467 6.44E-22 48.99 886810

6285 CVELFFEIAENKEDYNK Unmodified _CVELFFEIAENKEDYNK_ B6TB25_MAIZE 3 716.66998 2146.9881 0.72496 -0.091207 0.61776 97.54 97.54 9.12E-18 43.56 752810

6286 CVELFFEIAENKEDYNK Unmodified _CVELFFEIAENKEDYNK_ B6TB25_MAIZE 3 716.66998 2146.9881 0.72145 -0.022551 0.68325 97.464 97.464 6.44E-22 35.73 1300000

6287 CVICGGVGISDAYYCK Unmodified _CVICGGVGISDAYYCK_ B6T1J1_MAIZE 2 911.40205 1820.7895 1.1141 -0.46224 0.67065 76.7 76.7 4.21E-20 99.03 109290
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6288 CVKPPIIYGDVSR Unmodified _CVKPPIIYGDVSR_ B4G1T4_MAIZE 2 752.40304 1502.7915 0.84464 -0.12269 0.72481 60.528 60.528 1.00E-11 54.03 909040

6289 CVKPPIIYGDVSR Unmodified _CVKPPIIYGDVSR_ B4G1T4_MAIZE 3 501.93779 1502.7915 -0.029586 0.13295 0.10646 61.847 61.847 1.00E+00 3.08 1340000

6290 CVKPPIIYGDVSRPNPMTVFWSK Oxidation (M) _CVKPPIIYGDVSRPNPM(ox)TVFWSK_ B4G1T4_MAIZE 4 677.59883 2706.3662 0.55646 -0.074922 0.48709 85.601 85.601 6.92E-02 15.01 1256900

6291 CVKPPIIYGDVSRPNPMTVFWSK Oxidation (M) _CVKPPIIYGDVSRPNPM(ox)TVFWSK_ B4G1T4_MAIZE 4 677.59883 2706.3662 0.57532 -0.1014 0.47939 85.616 85.616 3.81E-04 57.46 1901200

6292 CVLAMQI Unmodified _CVLAMQI_ ADHX_MAIZE 1 834.4212 833.41393 1.0119 -0.36894 0.64149 85.52 85.52 1.86E-01 32.03 965710

6293 CVLASSGFQGDIK Unmodified _CVLASSGFQGDIK_ B4FRQ7_MAIZE 2 691.34265 1380.6707 0.59547 -0.53989 0.066504 65.221 65.221 1.00E-11 50.5 601720

6294 CVLASSGFQGDIK Unmodified _CVLASSGFQGDIK_ B4FRQ7_MAIZE 2 691.34265 1380.6707 0.52466 0.76643 1.3013 66.771 66.771 1.00E-11 61.29 108430

6295 CVLASSGFQGDIK Unmodified _CVLASSGFQGDIK_ B4FRQ7_MAIZE 2 691.34265 1380.6707 0.51579 0.011699 0.53837 65.822 65.822 4.93E-21 83.6 6385300

6296 CVLASSGFQGDIK Unmodified _CVLASSGFQGDIK_ B4FRQ7_MAIZE 2 691.34265 1380.6707 0.56394 0.21652 0.79075 67.949 67.949 9.54E-02 8.48 698930

6297 CVLSLLK Unmodified _CVLSLLK_ B6UD55_MAIZE 2 416.75168 831.48881 -0.0030051 0.24285 0.23338 75.27 75.27 9.32E-03 47.88 915990

6298 CVNLDGLTEAQIDK Unmodified _CVNLDGLTEAQIDK_ B6TLX0_MAIZE 2 788.38779 1574.761 0.77968 -0.49681 0.28379 77.193 77.193 8.77E-41 109.07 1389800

6299 CVNLDGLTEAQIDKK Unmodified _CVNLDGLTEAQIDKK_ B6TLX0_MAIZE 3 568.62594 1702.856 -0.098973 -0.22722 -0.3313 69.433 69.433 2.04E-04 34.48 1267500

6300 CVNLDGLTEAQIDKK Unmodified _CVNLDGLTEAQIDKK_ B6TLX0_MAIZE 2 852.43527 1702.856 0.99737 -0.08863 0.90419 69.42 69.42 6.37E-03 30.07 159260

6301 CVSDEIK Unmodified _CVSDEIK_ B4FSU1_MAIZE 2 425.70238 849.39021 -0.035104 0.043988 0.006858 38.789 38.789 1.86E-01 30.16 37020

6302 CVSQWYDYQK Unmodified _CVSQWYDYQK_ B6SPA1_MAIZE 2 688.80062 1375.5867 0.49474 -0.049357 0.44788 64.417 64.417 5.76E-06 43.47 358060

6303 CVTGSVGSSLSR Unmodified _CVTGSVGSSLSR_ B6SLJ2_MAIZE 2 605.29824 1208.5819 0.24083 0.29766 0.55898 46.708 46.708 1.98E-03 28.22 40191

6304 CVVDLPGGPLEIEWR Unmodified _CVVDLPGGPLEIEWR_ B4FVI8_MAIZE 2 870.44289 1738.8712 1.1414 -0.63178 0.51494 109.61 109.61 6.53E-30 61.28 256470

6305 CVVVLISGR Unmodified _CVVVLISGR_ B4F8M8_MAIZE 2 501.79187 1001.5692 -0.033054 -0.38333 -0.39805 64.258 64.258 3.21E-03 43.49 497130

6306 CVVVLISGR Unmodified _CVVVLISGR_ B4F8M8_MAIZE 2 501.79187 1001.5692 -0.036347 0.11266 0.093251 65.576 65.576 3.13E-03 45.76 954760

6307 CVVVLISGR Unmodified _CVVVLISGR_ B4F8M8_MAIZE 2 501.79187 1001.5692 -0.084232 0.11081 0.043988 65.92 65.92 3.21E-03 44.48 1242400

6308 CWEDIFDAISK Unmodified _CWEDIFDAISK_ PLDA1_MAIZE 2 692.3161 1382.6176 0.61925 0.14657 0.7629 114.94 114.94 4.43E-05 40.74 2157700

6309 CWEDIFDAISK Unmodified _CWEDIFDAISK_ PLDA1_MAIZE 2 692.3161 1382.6176 0.62206 0.15245 0.77262 115.39 115.39 1.62E-12 64.18 733140

6310 CWEDIFDAISK Unmodified _CWEDIFDAISK_ PLDA1_MAIZE 2 692.3161 1382.6176 0.64511 0.2002 0.84283 115.54 115.54 3.60E-06 74.54 415760

6311 CWEDIFDAISK Unmodified _CWEDIFDAISK_ PLDA1_MAIZE 2 692.3161 1382.6176 0.65601 0.23314 0.88609 115.47 115.47 6.35E-09 56.58 441160

6312 CYECGEAGHFAR Unmodified _CYECGEAGHFAR_ B6U4H0_MAIZE 3 486.19593 1455.566 -0.11486 -0.24996 -0.36177 45.782 45.782 7.24E-13 57.15 497880

6313 CYECGETGHFAR Unmodified _CYECGETGHFAR_ B4FI47_MAIZE 3 496.19945 1485.5765 -0.093225 -0.58926 -0.67132 41.534 41.534 8.76E-11 47.51 1741200

6314 CYECGETGHFAR Unmodified _CYECGETGHFAR_ B4FI47_MAIZE 3 496.19945 1485.5765 -0.15683 -0.39115 -0.537 45.051 45.051 4.69E-06 48.36 825590

6315 CYESYSEDHR Unmodified _CYESYSEDHR_ Q9XE93_MAIZE 3 449.1753 1344.5041 0.045101 0.008172 0.04168 35.872 35.872 1.26E-02 26.3 108370

6316 CYESYSEDHR Unmodified _CYESYSEDHR_ Q9XE93_MAIZE 3 449.1753 1344.5041 0.022993 0.036469 0.04854 35.817 35.817 2.99E-03 38.75 289750

6317 CYESYSEDPK Unmodified _CYESYSEDPK_ B4F8M8_MAIZE 2 639.25317 1276.4918 0.42213 0.42159 0.82883 40.22 40.22 1.62E-03 44.58 1285100

6318 CYESYSEDPK Unmodified _CYESYSEDPK_ B4F8M8_MAIZE 2 639.25317 1276.4918 0.4246 0.34372 0.75324 42.354 42.354 1.84E-04 39.24 473140

6319 CYESYSEDPK Unmodified _CYESYSEDPK_ B4F8M8_MAIZE 2 639.25317 1276.4918 0.40817 0.053534 0.44632 41.598 41.598 5.76E-06 62.66 2286400

6320 CYESYSEDPK Unmodified _CYESYSEDPK_ B4F8M8_MAIZE 2 639.25317 1276.4918 0.33723 0.090978 0.41342 42.531 42.531 5.76E-06 55.05 3549800

6321 CYFSIACYFHSR Unmodified _CYFSIACYFHSR_ B6T706_MAIZE 3 537.56747 1609.6806 -0.020685 -0.052413 -0.067171 90.785 90.785 1.12E-02 13.35 1861900
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6322 CYGFVTFTHPR Unmodified _CYGFVTFTHPR_ B4FTP3_MAIZE 3 462.22041 1383.6394 0.028132 0.16759 0.21819 68.42 68.42 1.73E-05 50.23 584820

6323 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.35755 -0.80871 -0.45481 65.104 65.104 1.84E-04 26.08 810080

6324 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.25822 -0.16887 0.085631 66.738 66.738 3.43E-01 20.42 26669

6325 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.28129 -0.31736 -0.040588 65.875 65.875 2.81E-03 16.01 300820

6326 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.31637 -0.62172 -0.30809 66.94 66.94 2.81E-03 23.81 618200

6327 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.35804 -0.16389 0.18938 66.334 66.334 2.81E-03 25.75 912410

6328 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.33881 -0.14131 0.19334 66.641 66.641 1.25E-02 20.48 452230

6329 CYIYLSGQVK Unmodified _CYIYLSGQVK_ B4FQX1_MAIZE 2 615.813 1229.6114 0.2746 0.13372 0.40366 66.995 66.995 1.84E-04 30.47 10675000

6330 DAAAAAAEDDKKDEGAADATK Unmodified _DAAAAAAEDDKKDEGAADATK_ B4FNE5_MAIZE 3 678.64678 2032.9185 0.60404 -0.25149 0.32749 36.786 36.786 2.87E-05 34.93 242400

6331 DAAAAAAEDDKKDEGAADATK Unmodified _DAAAAAAEDDKKDEGAADATK_ B4FNE5_MAIZE 3 678.64678 2032.9185 0.61788 -0.281 0.31226 35.872 35.872 8.42E-12 46.06 308460

6332 DAAAQAAANA Unmodified _DAAAQAAANA_ B4FMI5_MAIZE 2 437.20668 872.39881 0.13586 1.2964 1.3878 37.301 37.301 1.45E-01 19.88 403100

6333 DAADPGVSALAAGASR Unmodified _DAADPGVSALAAGASR_ B6SUF1_MAIZE 2 714.85751 1427.7005 0.71042 -0.12987 0.57004 65.827 65.827 7.42E-06 33.37 71742

6334 DAADSTLAAYQAAQDIAVK Unmodified _DAADSTLAAYQAAQDIAVK_ B6TFS9_MAIZE 2 961.47872 1920.9429 1.2049 0.83888 2.0267 93.624 93.624 3.71E-05 36.98 621480

6335 DAADSTLAAYQAAQDIAVK Unmodified _DAADSTLAAYQAAQDIAVK_ B6TFS9_MAIZE 2 961.47872 1920.9429 1.166 0.24814 1.3982 93.987 93.987 1.30E-03 40.27 222290

6336 DAADSTLAAYQAAQDIAVK Unmodified _DAADSTLAAYQAAQDIAVK_ B6TFS9_MAIZE 2 961.47872 1920.9429 1.1226 0.41359 1.5205 93.893 93.893 2.86E-31 90.17 620960

6337 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.75219 -0.009484 0.71862 36.254 36.254 2.96E-06 70.94 48100

6338 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.7886 -0.29475 0.46921 39.372 39.372 2.09E-30 96.05 353300

6339 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.78158 -0.048776 0.70798 39.545 39.545 2.09E-30 94.74 1407800

6340 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.73501 -0.18116 0.52915 40.283 40.283 2.09E-30 98.92 10248000

6341 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.80468 -0.018593 0.76083 37.077 37.077 3.40E-25 86.48 215550

6342 DAAEDAGEEEESGR Unmodified _DAAEDAGEEEESGR_ B6TDC0_MAIZE 2 732.78969 1463.5648 0.74466 0.0543 0.77426 40.327 40.327 2.09E-30 88.15 180410

6343 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.34073 -0.29609 0.02409 39.822 39.822 3.60E-06 57.07 850820

6344 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.25439 -0.26679 -0.033308 38.733 38.733 4.43E-05 61.98 309330

6345 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.33786 -0.38253 -0.064734 41.857 41.857 1.67E-02 25.5 457030

6346 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.31172 -0.048188 0.24205 41.923 41.923 3.57E-04 68.38 823910

6347 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.2612 -0.22871 0.011272 42.786 42.786 3.10E-05 74.3 1985900

6348 DAAENTMVAYK Oxidation (M) _DAAENTM(ox)VAYK_ 14331_MAIZE 1 2 614.77935 1227.5442 0.17979 -0.13237 0.02732 39.898 39.898 5.66E-08 71.98 6717800

6349 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.25046 0.14169 0.3686 53.964 53.964 1.67E-02 24.97 914780

6350 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.20518 -0.26115 -0.079305 53.262 53.262 3.57E-04 70.37 749170

6351 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.23982 0.20454 0.42059 53.992 53.992 3.57E-04 70.93 853530

6352 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.27947 0.21903 0.47412 54.016 54.016 1.67E-02 29.02 1089400

6353 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.20876 0.024637 0.20901 54.711 54.711 3.57E-04 56.8 4221900

6354 DAAENTMVAYK Unmodified _DAAENTMVAYK_ 14331_MAIZE 1 2 606.7819 1211.5492 0.13586 0.45351 0.56426 52.194 52.194 4.43E-05 76.55 11331000

6355 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.25301 0.27895 0.50162 48.71 48.71 4.43E-05 42.3 2359100
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6356 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.24156 0.19677 0.4084 48.187 48.187 4.43E-05 52.77 305210

6357 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.31178 0.099504 0.3804 50.083 50.083 4.43E-05 56.3 384140

6358 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.27509 -0.032905 0.21181 50.904 50.904 1.67E-02 17.65 385630

6359 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.28666 -0.19725 0.059148 50.932 50.932 4.48E-03 35.19 358090

6360 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.19478 0.23159 0.39494 51.599 51.599 3.60E-06 62.89 1515600

6361 DAAESTMNAYK Unmodified _DAAESTMNAYK_ B4FRG1_MAIZE 2 600.7637 1199.5129 0.15466 0.065783 0.19056 48.925 48.925 3.57E-04 59.08 3857700

6362 DAAESTMNAYK Oxidation (M) _DAAESTM(ox)NAYK_ B4FRG1_MAIZE 2 608.76116 1215.5078 0.27231 0.66984 0.91477 35.918 35.918 4.48E-03 26.39 212140

6363 DAAESTMNAYK Oxidation (M) _DAAESTM(ox)NAYK_ B4FRG1_MAIZE 2 608.76116 1215.5078 0.23978 0.10034 0.31385 33 33 4.43E-05 48.76 1003600

6364 DAALGNGGLGR Unmodified _DAALGNGGLGR_ B5AMJ8_MAIZE 2 500.76215 999.50976 -0.0042402 -0.037013 -0.048994 45.561 45.561 3.60E-06 40.31 671960

6365 DAALGNGGLGR Unmodified _DAALGNGGLGR_ B5AMJ8_MAIZE 2 500.76215 999.50976 -0.12886 0.19427 0.057852 44.718 44.718 3.57E-04 36.75 283740

6366 DAALGNGGLGR Unmodified _DAALGNGGLGR_ B5AMJ8_MAIZE 2 500.76215 999.50976 0.13003 6.2406 6.3504 47.551 47.551 3.57E-04 36.38 250430

6367 DAALGNGGLGR Unmodified _DAALGNGGLGR_ B5AMJ8_MAIZE 2 500.76215 999.50976 -0.06395 0.38981 0.31725 46.687 46.687 3.57E-04 43.5 430190

6368 DAALSPAAQIGTLTSALANANPEQQR Unmodified _DAALSPAAQIGTLTSALANANPEQQR_ B6U4M0_MAIZE 3 870.1157 2607.3253 1.0888 0.71373 1.7841 117.24 117.24 6.15E-18 63.16 300690

6369 DAALSPAAQIGTLTSALANANPEQQR Unmodified _DAALSPAAQIGTLTSALANANPEQQR_ B6U4M0_MAIZE 3 870.1157 2607.3253 1.106 0.67621 1.7639 117.33 117.33 1.65E-10 38.45 360290

6370 DAALSPAAQIGTLTSALANANPEQQR Unmodified _DAALSPAAQIGTLTSALANANPEQQR_ B6U4M0_MAIZE 3 870.1157 2607.3253 1.1398 0.03617 1.1582 117.29 117.29 6.55E-05 22 117520

6371 DAALSPAAQIGTLTSALANANPEQQR Unmodified _DAALSPAAQIGTLTSALANANPEQQR_ B6U4M0_MAIZE 3 870.1157 2607.3253 1.1571 0.032436 1.1718 116.82 116.82 6.15E-18 39.28 455990

6372 DAAPADRPPVGGDDLLK Unmodified _DAAPADRPPVGGDDLLK_ B6TLY8_MAIZE 2 853.93903 1705.8635 0.99254 -0.041693 0.9482 64.246 64.246 1.54E-12 53.6 2240600

6373 DAAPADRPPVGGDDLLK Unmodified _DAAPADRPPVGGDDLLK_ B6TLY8_MAIZE 3 569.62845 1705.8635 0.01546 0.001687 0.014065 64.242 64.242 4.33E-01 15.98 8108200

6374 DAAPADRPPVSGDDLLK Unmodified _DAAPADRPPVSGDDLLK_ B6TCR9_MAIZE 3 579.63197 1735.8741 0.040123 -0.040482 -0.006709 65.348 65.348 1.00E+00 3.1 8351300

6375 DAAPADRPPVSGDDLLK Unmodified _DAAPADRPPVSGDDLLK_ B6TCR9_MAIZE 2 868.94432 1735.8741 1.0187 -0.1292 0.88465 65.358 65.358 1.54E-12 50.03 1939600

6376 DAAPSERPILGR Unmodified _DAAPSERPILGR_ B4FUE0_MAIZE 3 427.90184 1280.6837 0.031652 -0.33946 -0.32895 48.037 48.037 1.00E+00 8.36 52470

6377 DAAPSERPILGR Unmodified _DAAPSERPILGR_ B4FUE0_MAIZE 3 427.90184 1280.6837 0.10874 0.26386 0.34908 49.507 49.507 1.00E+00 2.06 3084300

6378 DAAPSERPILGR Unmodified _DAAPSERPILGR_ B4FUE0_MAIZE 2 641.34913 1280.6837 0.43561 0.28962 0.70252 49.499 49.499 4.56E-01 14.24 1050400

6379 DAAQACLPLINAALDDIEK Unmodified _DAAQACLPLINAALDDIEK_ B6SLG3_MAIZE 2 1021.0172 2040.0198 1.1996 -0.15241 1.0285 123.43 123.43 1.06E-14 70.6 209510

6380 DAAQACLPLINAALDDIEK Unmodified _DAAQACLPLINAALDDIEK_ B6SLG3_MAIZE 2 1021.0172 2040.0198 1.2288 -0.24044 0.97049 123.4 123.4 5.92E-02 10.93 234630

6381 DAAQACLPLINAALDDIEK Unmodified _DAAQACLPLINAALDDIEK_ B6SLG3_MAIZE 2 1021.0172 2040.0198 1.222 0.062714 1.2659 123.8 123.8 5.63E-03 22.05 1168100

6382 DAAQACLPLINAALDDIEK Unmodified _DAAQACLPLINAALDDIEK_ B6SLG3_MAIZE 2 1021.0172 2040.0198 1.2056 0.24497 1.4318 123.81 123.81 5.13E-03 40.29 234500

6383 DAASGGCVSVYHVGPDGWTK Unmodified _DAASGGCVSVYHVGPDGWTK_ B4FI86_MAIZE 3 688.31442 2061.9214 0.56019 -0.19372 0.38739 73.456 73.456 1.69E-03 48.84 1648600

6384 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.2228 -0.16593 1.0575 117.64 117.64 5.68E-10 57.5 308650

6385 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.2325 -0.025514 1.2074 117.99 117.99 2.21E-30 81.23 612190

6386 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 3 773.39474 2317.1624 0.87126 0.012463 0.88342 117.98 117.98 1.59E-04 38.48 323790

6387 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.1634 0.038529 1.2018 118.07 118.07 3.03E-22 93.53 589550

6388 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 3 773.39474 2317.1624 0.89419 -0.060298 0.83422 118.07 118.07 2.93E-05 37.63 356430

6389 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.1805 -0.077153 1.1039 118 118 8.70E-13 60.18 318670
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6390 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 3 773.39474 2317.1624 0.97151 0.19257 1.1636 117.93 117.93 6.53E-05 38.39 126250

6391 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.2564 -0.076588 1.1804 117.68 117.68 2.21E-30 88.52 1279700

6392 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 3 773.39474 2317.1624 0.93235 -0.59792 0.33613 117.66 117.66 8.27E-10 55.98 733050

6393 DAAVVSMNDDLAGEIPVAFIVR Oxidation (M) _DAAVVSM(ox)NDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1159.5885 2317.1624 1.1804 0.36955 1.5502 118.52 118.52 6.11E-03 17.17 98358

6394 DAAVVSMNDDLAGEIPVAFIVR Unmodified _DAAVVSMNDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1151.591 2301.1675 1.2308 0.20424 1.4333 122.86 122.86 6.35E-05 41.81 1188400

6395 DAAVVSMNDDLAGEIPVAFIVR Unmodified _DAAVVSMNDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1151.591 2301.1675 1.1778 -0.11477 1.0621 123.06 123.06 6.76E-08 60.59 346440

6396 DAAVVSMNDDLAGEIPVAFIVR Unmodified _DAAVVSMNDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1151.591 2301.1675 1.1445 0.051938 1.1945 123.28 123.28 6.35E-05 33.72 315930

6397 DAAVVSMNDDLAGEIPVAFIVR Unmodified _DAAVVSMNDDLAGEIPVAFIVR_ B4FQP4_MAIZE 2 1151.591 2301.1675 1.2787 -0.22749 1.0504 122.87 122.87 4.20E-18 62.61 559390

6398 DAAWETVEAAK Unmodified _DAAWETVEAAK_ B6TK66_MAIZE 2 595.78804 1189.5615 0.16857 0.85824 1.0044 66.013 66.013 4.48E-03 34.25 2631500

6399 DADDAQYNLDGR Unmodified _DADDAQYNLDGR_ B4FEY3_MAIZE 2 676.78929 1351.564 0.55698 0.099598 0.64823 54.334 54.334 7.61E-14 87.92 1925400

6400 DADFSDVDAVFCCLPHGTTQEIIK Unmodified _DADFSDVDAVFCCLPHGTTQEIIK_ B4FAI1_MAIZE 3 913.4194 2737.2364 1.1455 -0.43067 0.73236 109.71 109.71 2.54E-04 14.82 476820

6401 DADGEAQLFQVYQCVDR Unmodified _DADGEAQLFQVYQCVDR_ B6TYW3_MAIZE 2 1007.4522 2012.8898 1.1576 -0.020871 1.145 99.942 99.942 1.51E-07 57.74 128880

6402 DADGEAQLFQVYQCVDR Unmodified _DADGEAQLFQVYQCVDR_ B6TYW3_MAIZE 2 1007.4522 2012.8898 1.1712 -0.00682 1.1725 98.981 98.981 3.42E-29 83.8 540400

6403 DADGEAQLFQVYQCVDR Unmodified _DADGEAQLFQVYQCVDR_ B6TYW3_MAIZE 2 1007.4522 2012.8898 1.1096 -0.34452 0.77396 99.735 99.735 4.22E-59 96.28 4332900

6404 DADGEAQLFQVYQCVDR Unmodified _DADGEAQLFQVYQCVDR_ B6TYW3_MAIZE 3 671.97054 2012.8898 0.50789 0.15377 0.67017 99.749 99.749 4.34E-29 61.97 792200

6405 DADIEMGMHQADASDNLKDFLK 2 Oxidation (M) _DADIEM(ox)GM(ox)HQADASDNLKDFLK_ B6TDM3_MAIZE 3 832.70543 2495.0945 1.0735 0.50024 1.5659 77.824 77.824 3.07E-12 29.53 254330

6406 DADLLGSAEAER Unmodified _DADLLGSAEAER_ Q8L5G8_MAIZE 2 623.79913 1245.5837 0.3127 0.20142 0.49021 64.518 64.518 6.74E-02 17.19 22750

6407 DADPSAHAEVTAIR Unmodified _DADPSAHAEVTAIR_ B6UC30_MAIZE 3 484.90743 1451.7005 -0.19893 0.13676 -0.072976 51.882 51.882 5.17E-02 16.8 1947900

6408 DADPSAHAEVTAIR Unmodified _DADPSAHAEVTAIR_ B6UC30_MAIZE 2 726.85751 1451.7005 0.71352 0.85592 1.5569 51.891 51.891 2.25E-03 60.71 242470

6409 DADTMNFADIEK Unmodified _DADTMNFADIEK_ B6SJN5_MAIZE 2 685.30065 1368.5867 0.61355 0.20473 0.80609 77.164 77.164 2.00E-01 9.13 733750

6410 DADTMNFADIEK Unmodified _DADTMNFADIEK_ B6SJN5_MAIZE 2 685.30065 1368.5867 0.58853 -0.15711 0.42055 78.272 78.272 7.61E-14 94.36 3855700

6411 DADTMNFADIEK Unmodified _DADTMNFADIEK_ B6SJN5_MAIZE 2 685.30065 1368.5867 0.60229 0.10566 0.6966 77.344 77.344 1.68E-09 51.4 297560

6412 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.62297 -0.037544 0.57684 62.512 62.512 2.62E-07 62.93 298880

6413 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.62544 -0.095411 0.52172 64.225 64.225 7.72E-03 51.98 733010

6414 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.62774 -0.001775 0.61782 63.605 63.605 2.05E-12 76.29 870710

6415 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.64501 -0.20466 0.43283 63.998 63.998 2.05E-12 82.59 675270

6416 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.59073 -0.10425 0.47824 62.874 62.874 1.68E-09 90.41 1021400

6417 DADTMNFADIEK Oxidation (M) _DADTM(ox)NFADIEK_ B6SJN5_MAIZE 2 693.29811 1384.5817 0.61968 -0.25646 0.35488 65.039 65.039 1.00E+00 9.04 184680

6427 DAEDAIR Unmodified _DAEDAIR_ B4FI47_MAIZE 2 395.1905 788.36645 0.21216 0.013001 0.19826 36.39 36.39 8.04E-02 35.98 70817

6428 DAEDAIRDLDGK Unmodified _DAEDAIRDLDGK_ B4FI47_MAIZE 2 659.31769 1316.6208 0.957 69.007 69.007 2.96E-02 25.99

6429 DAEEDIIPTCR Unmodified _DAEEDIIPTCR_ B4FT62_MAIZE 2 659.80081 1317.5871 0.45438 0.031962 0.47935 67.078 67.078 3.83E-01 9.5 1772300

6432 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 2 932.97562 1863.9367 1.1706 0.04697 1.2156 130.04 130.04 7.73E-25 74.17 19127000

6433 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.26039 0.37531 0.6338 130.05 130.05 1.13E-04 44.39 16221000

6434 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 2 932.97562 1863.9367 1.153 -0.024909 1.1264 130.5 130.5 1.42E-33 86.79 3241700



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

6435 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.32688 0.209 0.53372 130.5 130.5 7.98E-01 16.77 3534000

6436 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 2 932.97562 1863.9367 1.1603 -0.011423 1.147 130.81 130.81 7.73E-25 76.06 3743700

6437 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.35706 0.15972 0.51449 130.82 130.82 9.16E-07 45.63 3507500

6438 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 2 932.97562 1863.9367 1.1402 0.1026 1.2414 130.92 130.92 7.73E-25 84.02 2223900

6439 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.37849 0.25121 0.62728 130.94 130.94 1.87E-02 25.69 2112700

6440 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 2 932.97562 1863.9367 1.2278 0.27231 1.4987 130.43 130.43 1.42E-33 108.72 7680600

6441 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.25771 0.37585 0.63116 130.43 130.43 2.80E-28 53.58 6901700

6442 DAEGQDVLLFIDNIFR Unmodified _DAEGQDVLLFIDNIFR_ ATPBM_MAIZE 3 622.3195 1863.9367 0.2639 0.33573 0.59799 131.64 131.64 7.98E-01 8.58 28208000

6443 DAFFAQFATSMVK Oxidation (M) _DAFFAQFATSM(ox)VK_ B4FG39_MAIZE 2 739.85285 1477.6912 0.82259 0.096905 0.92572 94.616 94.616 6.20E-03 25.37 137960

6444 DAFFAQFATSMVK Oxidation (M) _DAFFAQFATSM(ox)VK_ B4FG39_MAIZE 2 739.85285 1477.6912 0.78925 0.38377 1.1783 94.455 94.455 1.62E-14 65.35 1676900

6445 DAFFAQFATSMVK Unmodified _DAFFAQFATSMVK_ B4FG39_MAIZE 2 731.85539 1461.6962 0.85559 1.7697 2.6264 111.52 111.52 2.50E-15 62.89 970110

6446 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.63801 0.46477 1.0914 45.074 45.074 2.64E-01 23.92 3991200

6447 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.49389 0.76188 1.2439 46.058 46.058 9.46E-01 26.84 46493

6448 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.53233 0.67217 1.1917 44.992 44.992 9.46E-01 25.1 769040

6449 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.62951 0.55592 1.1743 47.368 47.368 9.46E-01 21.41 1478700

6450 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.51449 0.64256 1.1458 47.42 47.42 5.26E-01 21.25 2275400

6451 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.62124 0.25861 0.86868 47.058 47.058 2.64E-01 28.38 2000600

6452 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.61866 0.70396 1.3095 47.932 47.932 9.46E-01 16.48 769580

6453 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.59182 -0.28231 0.29947 45.507 45.507 2.64E-01 30.64 9337300

6454 DAFHLR Unmodified _DAFHLR_ B4FPT8_MAIZE 2 379.70084 757.38712 0.46419 1.2207 1.6717 48.825 48.825 9.46E-01 21.08 103480

6455 DAFQLAK Unmodified _DAFQLAK_ B4FBJ7_MAIZE 2 396.71615 791.41775 0.49454 0.096199 0.57164 53.772 53.772 7.83E-01 8.21 428460

6456 DAFQLAK Unmodified _DAFQLAK_ B4FBJ7_MAIZE 2 396.71615 791.41775 0.40117 0.25024 0.63265 55.163 55.163 4.46E-01 23.18 520460

6457 DAFQLAK Unmodified _DAFQLAK_ B4FBJ7_MAIZE 2 396.71615 791.41775 0.37357 -0.078847 0.27686 55.785 55.785 8.04E-02 29.45 7701100

6458 DAFQLAK Unmodified _DAFQLAK_ B4FBJ7_MAIZE 2 396.71615 791.41775 0.48372 -0.2457 0.22159 54.031 54.031 1.00E+00 4.57 441120

6459 DAFSEFGNVLEAR Unmodified _DAFSEFGNVLEAR_ B4F8A7_MAIZE 2 727.84916 1453.6838 0.78301 -0.48393 0.291 105.29 105.29 3.13E-02 19.18 156350

6460 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.23703 -0.16334 0.076914 41.847 41.847 1.00E+00 3.49 656860

6461 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.2289 -0.15892 0.072582 43.861 43.861 6.74E-02 29.28 226950

6462 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.26752 0.11552 0.3853 43.072 43.072 2.00E-01 21.76 280440

6463 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.24172 0.18799 0.43201 44.033 44.033 1.60E-02 33.94 266670

6464 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.14382 -0.20886 -0.061873 44.835 44.835 2.62E-07 50.83 4692100

6465 DAFSSSGPETGK Unmodified _DAFSSSGPETGK_ B4F7V3_MAIZE 2 591.7673 1181.52 0.19295 0.050443 0.24503 41.871 41.871 1.98E-03 49.67 584240

6466 DAFTSLMK Oxidation (M) _DAFTSLM(ox)K_ B6TNK2_MAIZE 2 464.72586 927.43717 -0.10009 0.29223 0.18527 58.983 58.983 1.65E-01 29.27 831580

6467 DAFYACIEK Unmodified _DAFYACIEK_ B6T8C0_MAIZE 2 558.75515 1115.4957 -0.053564 0.32509 0.25936 67.816 67.816 1.12E-01 10.76 190810

6468 DAGVIAGLNVAR Unmodified _DAGVIAGLNVAR_ B4FW90_MAIZE 2 578.32766 1154.6408 0.16828 -0.10035 0.060279 72.859 72.859 1.11E-04 56.47 3568900
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6469 DAGVIAGLNVAR Unmodified _DAGVIAGLNVAR_ B4FW90_MAIZE 2 578.32766 1154.6408 0.10302 -0.024726 0.070936 73.11 73.11 1.98E-03 59.68 1652300

6470 DAGVIAGLNVAR Unmodified _DAGVIAGLNVAR_ B4FW90_MAIZE 2 578.32766 1154.6408 0.17335 -0.021693 0.14373 73.998 73.998 2.62E-07 75.4 2913300

6471 DAGVIAGLNVAR Unmodified _DAGVIAGLNVAR_ B4FW90_MAIZE 2 578.32766 1154.6408 0.13816 0.037851 0.16712 73.567 73.567 2.62E-07 53.33 5335500

6472 DAGVIAGLNVAR Unmodified _DAGVIAGLNVAR_ B4FW90_MAIZE 2 578.32766 1154.6408 0.05224 -0.021635 0.022388 73.604 73.604 7.61E-14 80.55 15028000

6473 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.2039 0.038035 0.23597 91.416 91.416 2.05E-12 65.42 15411000

6474 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.14577 0.37426 0.51434 92.76 92.76 1.98E-03 34.25 82406

6475 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.19851 0.21449 0.40586 91.802 91.802 7.61E-14 81.15 7989300

6476 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.20156 0.18297 0.37766 92.026 92.026 9.64E-17 76.88 14252000

6477 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.1638 0.26579 0.42313 91.777 91.777 9.64E-17 85.79 22922000

6478 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.089939 0.14957 0.23359 91.414 91.414 7.61E-14 93.77 35626000

6479 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.25531 0.29596 0.54436 92.061 92.061 2.00E-01 8.98 878750

6480 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.20111 0.44335 0.63655 91.717 91.717 7.72E-03 52.42 1151700

6481 DAGVIAGLNVLR Unmodified _DAGVIAGLNVLR_ B6T2Q6_MAIZE 2 599.35114 1196.6877 0.15975 0.13067 0.28486 92.722 92.722 2.05E-12 72.84 391770

6482 DAGVIAGLNVMR Unmodified _DAGVIAGLNVMR_ HSP70_MAIZE 2 608.32935 1214.6441 0.43113 1.5026 1.9252 84.513 84.513 2.00E-01 14.13 344250

6483 DAGVIAGLNVMR Unmodified _DAGVIAGLNVMR_ HSP70_MAIZE 2 608.32935 1214.6441 0.36802 0.48156 0.84333 84.961 84.961 1.98E-03 46.06 175670

6484 DAGVIAGLNVMR Unmodified _DAGVIAGLNVMR_ HSP70_MAIZE 2 608.32935 1214.6441 0.30368 0.49183 0.78893 84.67 84.67 2.00E-01 24.89 445890

6485 DAGVIAGLNVMR Oxidation (M) _DAGVIAGLNVM(ox)R_ HSP70_MAIZE 2 616.3268 1230.6391 0.28291 0.10717 0.38717 71.035 71.035 2.62E-07 41.26 276420

6486 DAGVIAGLNVMR Oxidation (M) _DAGVIAGLNVM(ox)R_ HSP70_MAIZE 2 616.3268 1230.6391 0.33839 0.05328 0.38776 72.121 72.121 2.62E-07 57.83 510740

6487 DAGVIAGLNVMR Oxidation (M) _DAGVIAGLNVM(ox)R_ HSP70_MAIZE 2 616.3268 1230.6391 0.32413 0.052479 0.37354 71.619 71.619 7.61E-14 82.73 1268300

6488 DAGVIAGLNVMR Oxidation (M) _DAGVIAGLNVM(ox)R_ HSP70_MAIZE 2 616.3268 1230.6391 0.27381 0.11574 0.38656 71.788 71.788 2.05E-12 74.66 2780400

6489 DAGVISGLNVMR Oxidation (M) _DAGVISGLNVM(ox)R_ B6SZ69_MAIZE 2 624.32426 1246.634 0.34206 -0.076302 0.26659 68.292 68.292 1.98E-03 45.7 476180

6490 DAGVISGLNVMR Oxidation (M) _DAGVISGLNVM(ox)R_ B6SZ69_MAIZE 2 624.32426 1246.634 0.38038 0.10053 0.48128 69.462 69.462 3.91E-01 7.89 901110

6491 DAGVISGLNVMR Oxidation (M) _DAGVISGLNVM(ox)R_ B6SZ69_MAIZE 2 624.32426 1246.634 0.33362 -0.043926 0.28968 68.949 68.949 2.05E-12 74.59 2324200

6492 DAGVISGLNVMR Oxidation (M) _DAGVISGLNVM(ox)R_ B6SZ69_MAIZE 2 624.32426 1246.634 0.27059 0.083801 0.35396 69.121 69.121 1.68E-09 64.23 4483100

6493 DAGVISGLNVMR Unmodified _DAGVISGLNVMR_ B6SZ69_MAIZE 2 616.3268 1230.6391 0.31337 -0.13849 0.17133 82.284 82.284 8.05E-01 9.6 391190

6494 DAGVISGLNVMR Unmodified _DAGVISGLNVMR_ B6SZ69_MAIZE 2 616.3268 1230.6391 0.33929 -0.23518 0.10179 81.926 81.926 1.00E+00 5.47 777460

6495 DAIAAGIMSR Oxidation (M) _DAIAAGIM(ox)SR_ B6TBZ8_MAIZE 2 510.76077 1019.507 -0.035531 0.44524 0.38645 51.536 51.536 1.62E-03 54.39 1067900

6496 DAIAAGIMSR Unmodified _DAIAAGIMSR_ B6TBZ8_MAIZE 2 502.76331 1003.5121 -0.07357 -0.068118 -0.16704 65.016 65.016 1.84E-04 42.95 1640200

6497 DAIAAGITSR Unmodified _DAIAAGITSR_ B4FG03_MAIZE 2 487.76691 973.51926 -0.0070363 0.37713 0.35025 50.985 50.985 1.84E-04 39.98 2063400

6498 DAIAAGITSR Unmodified _DAIAAGITSR_ B4FG03_MAIZE 2 487.76691 973.51926 -0.17607 -0.16646 -0.36111 50.383 50.383 1.84E-04 40.62 846930

6499 DAIAAGITSR Unmodified _DAIAAGITSR_ B4FG03_MAIZE 2 487.76691 973.51926 -0.12405 -0.35415 -0.49695 53.144 53.144 5.76E-06 65.43 12695000

6500 DAIEAVVLMIENPAR Oxidation (M) _DAIEAVVLM(ox)IENPAR_ B4FUF3_MAIZE 2 828.9349 1655.8553 1.1138 0.74648 1.8395 117.58 117.58 2.37E-16 54.41 124140

6501 DAILAEGSPAPIVVSEGANTMDVGR Oxidation (M) _DAILAEGSPAPIVVSEGANTM(ox)DVGR_ B4FAJ4_MAIZE 3 829.07948 2484.2166 1.0781 -0.16012 0.91634 86.56 86.56 9.95E-10 37.03 827710

6502 DAILAEGSPAPIVVSEGANTMDVGR Oxidation (M) _DAILAEGSPAPIVVSEGANTM(ox)DVGR_ B4FAJ4_MAIZE 2 1243.1156 2484.2166 1.2594 -0.047009 1.211 86.559 86.559 6.61E-18 61.06 406670
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6503 DAILFTHPPMGSFSSTGLTISSK Oxidation (M) _DAILFTHPPM(ox)GSFSSTGLTISSK_ B4FTE1_MAIZE 3 804.07015 2409.1886 0.9562 0.64697 1.6088 94.844 94.844 4.55E-01 9.25 279600

6504 DAIMGEFR Unmodified _DAIMGEFR_ Q2MJJ9_MAIZE 2 469.72365 937.43275 -0.011714 0.17063 0.14477 67.196 67.196 3.77E-01 10.83 685350

6505 DAIMGEFR Oxidation (M) _DAIM(ox)GEFR_ Q2MJJ9_MAIZE 2 477.72111 953.42767 -0.1488 -0.14653 -0.30466 51.494 51.494 3.77E-01 18.85 22287

6506 DAIPNPPKPPLGPPPSFTAFNFEK Unmodified _DAIPNPPKPPLGPPPSFTAFNFEK_ B4G1P9_MAIZE 3 860.1162 2577.3268 1.0709 0.28406 1.3504 102.62 102.62 4.78E-06 15.42 1463700

6507 DAIPNPPKPPLGPPPSFTAFNFEK Unmodified _DAIPNPPKPPLGPPPSFTAFNFEK_ B4G1P9_MAIZE 3 860.1162 2577.3268 1.0592 0.15644 1.2113 103.23 103.23 1.17E-03 14.75 692500

6508 DAIPNPPKPPLGPPPSFTAFNFEK Unmodified _DAIPNPPKPPLGPPPSFTAFNFEK_ B4G1P9_MAIZE 3 860.1162 2577.3268 1.0607 0.030908 1.0876 103.24 103.24 4.78E-06 14.91 899590

6509 DAIPNPPKPPLGPPPSFTAFNFEK Unmodified _DAIPNPPKPPLGPPPSFTAFNFEK_ B4G1P9_MAIZE 3 860.1162 2577.3268 1.0779 -0.022428 1.0514 103.38 103.38 4.64E-07 15.94 553410

6510 DAIPNPPKPPLGPPPSFTAFNFEK Unmodified _DAIPNPPKPPLGPPPSFTAFNFEK_ B4G1P9_MAIZE 3 860.1162 2577.3268 1.082 0.23478 1.3125 103.55 103.55 4.78E-06 20.24 1632600

6511 DAISGGSTQSMK Oxidation (M) _DAISGGSTQSM(ox)K_ B6UFB3_MAIZE 2 599.27443 1196.5343 0.42765 0.056034 0.48306 24.721 24.721 1.00E+00 10.23 12708

6512 DAISGGSTQSMK Oxidation (M) _DAISGGSTQSM(ox)K_ B6UFB3_MAIZE 2 599.27443 1196.5343 0.42569 -0.18891 0.23659 24.675 24.675 6.74E-02 18.91 11545

6513 DAISGGSTQSMK Unmodified _DAISGGSTQSMK_ B6UFB3_MAIZE 2 591.27698 1180.5394 0.33903 0.11045 0.44598 37.472 37.472 1.60E-02 32.47 126440

6514 DAISGGSTQSMK Unmodified _DAISGGSTQSMK_ B6UFB3_MAIZE 2 591.27698 1180.5394 0.22989 -0.27112 -0.044221 38.302 38.302 7.72E-03 32.04 324100

6515 DAISQIVGDAK Unmodified _DAISQIVGDAK_ B6SIS5_MAIZE 2 558.7984 1115.5823 0.092011 -0.0611 0.023591 77.914 77.914 4.43E-05 47.99 3197900

6516 DAISQIVGDAK Unmodified _DAISQIVGDAK_ B6SIS5_MAIZE 2 558.7984 1115.5823 -0.011779 0.48914 0.46936 78.604 78.604 4.43E-05 67.05 125560

6517 DAISQIVGDAK Unmodified _DAISQIVGDAK_ B6SIS5_MAIZE 2 558.7984 1115.5823 0.010203 0.78895 0.78947 78.207 78.207 5.66E-08 76.89 6582300

6518 DAISQIVGDAK Unmodified _DAISQIVGDAK_ B6SIS5_MAIZE 2 558.7984 1115.5823 0.0034939 0.40633 0.4025 79.538 79.538 3.57E-04 48.25 413420

6519 DAIVFR Unmodified _DAIVFR_ B6SZK9_MAIZE 2 360.70559 719.39662 0.95347 -0.071859 0.8768 55.378 55.378 5.26E-01 25.74 569760

6520 DAIVTWVR Unmodified _DAIVTWVR_ Q5EUD0_MAIZE 2 480.26908 958.52362 -0.1003 0.34305 0.24647 75.146 75.146 1.00E+00 10.39 962820

6521 DAIVTWVR Unmodified _DAIVTWVR_ Q5EUD0_MAIZE 2 480.26908 958.52362 0.0017674 0.58009 0.58598 75.527 75.527 1.90E-02 33.16 577120

6522 DAIWSLAEK Unmodified _DAIWSLAEK_ B4G1Q6_MAIZE 2 516.77166 1031.5288 -0.10248 0.10288 -0.028927 81.495 81.495 9.73E-03 56.65 2830100

6524 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 2 802.92252 1603.8305 0.96015 -0.28621 0.65087 64.151 64.151 2.37E-16 79.21 1015800

6525 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 3 535.61744 1603.8305 -0.076456 -0.090872 -0.19043 64.618 64.618 1.00E+00 11.36 687870

6526 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 2 802.92252 1603.8305 0.94101 -0.17255 0.74505 64.524 64.524 1.12E-07 70.08 455910

6527 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 2 802.92252 1603.8305 0.93808 -0.13322 0.78155 65.667 65.667 1.02E-23 80.37 771890

6528 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 2 802.92252 1603.8305 0.98032 -0.057193 0.89881 65.235 65.235 2.37E-16 81.26 264830

6529 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 3 535.61744 1603.8305 -0.066785 -0.1919 -0.28148 65.545 65.545 4.35E-01 16.07 4803500

6530 DALAESDKITLETAK Unmodified _DALAESDKITLETAK_ VATA_MAIZE B6 2 802.92252 1603.8305 0.94355 -0.27046 0.64928 65.393 65.393 1.02E-23 82.35 3617800

6531 DALAVVAEVLHQVKPEEITGVAGK Unmodified _DALAVVAEVLHQVKPEEITGVAGK_ B4F8V5_MAIZE 3 825.12687 2472.3588 1.0127 0.13576 1.1436 122.29 122.29 5.10E-14 47.21 2253900

6532 DALAVVAEVLHQVKPEEITGVAGK Unmodified _DALAVVAEVLHQVKPEEITGVAGK_ B4F8V5_MAIZE 3 825.12687 2472.3588 1.0012 -0.14312 0.85469 122.93 122.93 3.10E-59 63.02 1298600

6533 DALAVVAEVLHQVKPEEITGVAGK Unmodified _DALAVVAEVLHQVKPEEITGVAGK_ B4F8V5_MAIZE 3 825.12687 2472.3588 0.99586 -0.13725 0.85444 123.38 123.38 3.50E-17 44.15 1585000

6534 DALAVVAEVLHQVKPEEITGVAGK Unmodified _DALAVVAEVLHQVKPEEITGVAGK_ B4F8V5_MAIZE 3 825.12687 2472.3588 0.9751 -0.039916 0.93121 126.42 126.42 3.10E-59 62.56 2683400

6535 DALCQELLQAR Unmodified _DALCQELLQAR_ B4FDW2_MAIZE 2 658.83499 1315.6554 0.46969 0.18846 0.64287 79.3 79.3 4.43E-05 26.23 1071600

6536 DALHLYIEAR Unmodified _DALHLYIEAR_ B6TJH8_MAIZE 3 400.8839 1199.6299 0.47097 -0.16011 0.28248 72.934 72.934 1.25E-01 33.93 273530

6537 DALIYK Unmodified _DALIYK_ PURA_MAIZE B 2 361.7078 721.40104 0.88893 -3.83E-05 0.85443 48.861 48.861 2.64E-01 25.68 2379200
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6538 DALLSGK Unmodified _DALLSGK_ B6TGG2_MAIZE 2 352.20288 702.3912 1.1295 -0.10332 1.0054 39.844 39.844 1.86E-01 30.73 209000

6539 DALLSGK Unmodified _DALLSGK_ B6TGG2_MAIZE 2 352.20288 702.3912 1.0432 -0.16114 0.8595 39.11 39.11 4.46E-01 23.43 218590

6540 DALLSGK Unmodified _DALLSGK_ B6TGG2_MAIZE 2 352.20288 702.3912 0.89128 -0.20895 0.66064 39.769 39.769 4.46E-01 21.41 2303000

6541 DALLSLVGAGNSSV Unmodified _DALLSLVGAGNSSV_ B4FSS8_MAIZE 2 651.84862 1301.6827 0.50381 -0.82356 -0.32005 108.25 108.25 1.00E+00 15.71 437340

6542 DALLSLVGAGNSSV Unmodified _DALLSLVGAGNSSV_ B4FSS8_MAIZE 2 651.84862 1301.6827 0.43487 0.34319 0.77486 108.77 108.77 1.49E-02 26.51 1712500

6543 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.9531 -0.15123 0.76711 48.869 48.869 4.46E-01 27.29 1239100

6544 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.82396 0.24986 1.0378 48.601 48.601 4.46E-01 14.71 349770

6545 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.92745 0.36864 1.259 51.061 51.061 4.46E-01 20.45 567790

6546 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.87907 0.34097 1.1841 50.382 50.382 4.46E-01 16.15 632310

6547 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.9469 0.077569 0.98864 50.95 50.95 7.83E-01 18.34 643890

6548 DALSAIK Unmodified _DALSAIK_ B6TAJ3_MAIZE 2 359.2107 716.40685 0.86253 -0.33791 0.49084 49.154 49.154 8.04E-02 31.75 9632800

6549 DALYGTER Unmodified _DALYGTER_ B4FRP8_MAIZE 2 462.72471 923.43486 -0.029174 0.25284 0.20683 41.635 41.635 1.65E-01 12.48 617370

6550 DAMDNVSAVVSCVGGFGSNSFMYK 2 Oxidation (M) _DAM(ox)DNVSAVVSCVGGFGSNSFM(ox)YK_ B6TVJ7_MAIZE 3 858.70303 2573.0873 1.1397 -0.53665 0.61906 106.81 106.81 1.17E-03 8.95 113770

6551 DAMHYGDVEHR Oxidation (M) _DAM(ox)HYGDVEHR_ B6SIH5_MAIZE 3 449.19118 1344.5517 0.11429 0.17031 0.28221 32.072 32.072 5.15E-02 29.85 76095

6552 DANAALEINPDSAK Unmodified _DANAALEINPDSAK_ B6TL91_MAIZE 2 714.8519 1427.6892 0.78126 -0.03646 0.7141 62.636 62.636 3.51E-02 22.21 172420

6553 DANAALEINPDSAK Unmodified _DANAALEINPDSAK_ B6TL91_MAIZE 2 714.8519 1427.6892 0.73788 0.15747 0.86428 62.437 62.437 2.25E-03 42.73 441540

6554 DANAALEINPDSAK Unmodified _DANAALEINPDSAK_ B6TL91_MAIZE 2 714.8519 1427.6892 0.69947 0.18262 0.85146 62.824 62.824 1.95E-13 88.57 2911500

6555 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.0675 -0.71444 0.36379 99.628 99.628 5.54E-08 39.96 1409400

6556 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.0472 -0.46337 0.59467 100.24 100.24 5.54E-08 38.06 587970

6557 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.0618 -0.53662 0.53645 100.29 100.29 9.49E-04 39.3 791340

6558 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.0853 -0.29802 0.79793 100.26 100.26 8.02E-10 43.9 791890

6559 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.1593 -0.31517 0.85478 99.98 99.98 8.02E-10 41.55 443150

6560 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.1107 -0.4551 0.66717 100.44 100.44 4.68E-10 48.46 691860

6561 DANFYGGHGIVGAQVPLGCGLAFAQK Unmodified _DANFYGGHGIVGAQVPLGCGLAFAQK_ Q9ZQY0_MAIZE 3 883.10771 2646.3013 1.0777 -0.66123 0.42803 100.11 100.11 1.05E-10 53.69 4185500

6562 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.40538 0.056472 0.44297 29.621 29.621 1.60E-02 24.96 201310

6563 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.32804 -0.20229 0.10676 29.601 29.601 1.84E-01 16 331790

6564 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.32637 0.005842 0.31469 28.73 28.73 1.00E+00 2.77 17622

6565 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.31865 -0.051238 0.2495 27.705 27.705 8.05E-01 14.2 20012

6566 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.13752 0.2795 0.3976 27.717 27.717 1.00E+00 2.47 30859

6567 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.30007 0.098537 0.3797 30.685 30.685 1.00E+00 6.22 79279

6568 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.30861 -0.020051 0.27093 29.817 29.817 1.00E+00 4.21 91586

6569 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.26333 0.16057 0.40569 30.542 30.542 7.21E-01 6.35 184460

6570 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.41736 0.082136 0.48186 30.565 30.565 2.00E-01 20.91 79186

6571 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.30359 0.31783 0.60249 31.406 31.406 1.98E-03 49.66 576000
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6572 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 0.27941 0.01429 0.27441 28.918 28.918 1.79E-02 21.65 1277600

6573 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.29269 0.06766 0.34216 28.923 28.923 7.72E-03 44.82 834950

6574 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 3 413.21895 1236.635 -0.024117 -0.19143 -0.23356 32.024 32.024 1.84E-01 21.55 5418300

6575 DAPAGEKPEPVK Unmodified _DAPAGEKPEPVK_ B6SII7_MAIZE 2 619.32478 1236.635 0.23668 -0.15585 0.062939 32.02 32.02 1.60E-02 33.96 3142100

6576 DAPAVLGEETSAKPQMLIIER Oxidation (M) _DAPAVLGEETSAKPQM(ox)LIIER_ B6TBI6_MAIZE 3 762.06663 2283.178 0.88982 -0.54394 0.32885 79.631 79.631 4.33E-06 59.45 374380

6577 DAPFFEWQEK Unmodified _DAPFFEWQEK_ B4FS26_MAIZE 2 648.7984 1295.5823 0.42494 0.21009 0.6275 92.514 92.514 1.45E-01 14.13 2050900

6578 DAPIIAEYLGGAVNCDAYHMTDPR Oxidation (M) _DAPIIAEYLGGAVNCDAYHM(ox)TDPR_ B6TGG7_MAIZE 3 889.07222 2664.1948 1.1665 -0.28823 0.87519 101.67 101.67 2.20E-09 37.09 642720

6579 DAPMFVVGVNEDK Unmodified _DAPMFVVGVNEDK_ B6SJZ8_MAIZE 2 710.84248 1419.6704 0.72013 0.07458 0.80022 79.987 79.987 4.68E-05 54.44 1308600

6580 DAPMFVVGVNEDK Unmodified _DAPMFVVGVNEDK_ B6SJZ8_MAIZE 2 710.84248 1419.6704 0.64964 0.006605 0.66284 80.119 80.119 9.54E-02 15.03 148900

6581 DAPMFVVGVNEDK Unmodified _DAPMFVVGVNEDK_ B6SJZ8_MAIZE 2 710.84248 1419.6704 0.63634 -0.32893 0.31312 80.87 80.87 1.56E-17 72.08 4954000

6582 DAPMFVVGVNEDK Oxidation (M) _DAPM(ox)FVVGVNEDK_ B6SJZ8_MAIZE 2 718.83994 1435.6653 0.74622 0.36524 1.1194 70.386 70.386 6.20E-03 30 301650

6583 DAPMFVVGVNEDK Oxidation (M) _DAPM(ox)FVVGVNEDK_ B6SJZ8_MAIZE 2 718.83994 1435.6653 -0.67982 71.307 71.307 6.99E-03 18.93

6584 DAPMFVVGVNEDK Oxidation (M) _DAPM(ox)FVVGVNEDK_ B6SJZ8_MAIZE 2 718.83994 1435.6653 0.67286 0.26986 0.95134 71.78 71.78 3.13E-02 31.97 5264100

6585 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.1674 -0.4172 0.7555 102.01 102.01 9.31E-01 35.67 566530

6586 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.3579 -0.39494 0.96863 102.51 102.51 5.05E-01 29.02 410080

6587 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.1158 -0.1184 1.0024 102.58 102.58 3.46E-01 28.23 508700

6588 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.1726 -0.055426 1.1223 102.68 102.68 3.46E-01 21.4 506390

6589 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 4 979.9655 3915.8329 1.1941 -0.17239 1.0267 102.66 102.66 7.59E-01 17.46 285680

6590 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.2648 -0.20231 1.0682 102.19 102.19 5.05E-01 12.87 400730

6591 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.138 -0.29237 0.85099 102.48 102.48 3.46E-01 36.84 5327200

6592 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 4 979.9655 3915.8329 1.2011 -0.27143 0.93497 102.4 102.4 7.59E-01 15.59 2754700

6593 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Oxidation (M) _DAPM(ox)FVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1306.2849 3915.8329 1.096 0.000622 1.1013 103.43 103.43 1.26E-01 45.04 227320

6594 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Unmodified _DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1300.9533 3899.838 1.1734 -0.29545 0.88242 106.89 106.89 1.00E+00 5.5 820050

6595 DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK Unmodified _DAPMFVVGVNEDKYTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 1300.9533 3899.838 1.1889 -0.13034 1.0626 107.47 107.47 9.61E-01 3.2 720280

6596 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.48786 -0.38874 0.10532 68.758 68.758 1.60E-02 24.86 3839500

6597 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.52885 -0.35846 0.1779 77.983 77.983 6.74E-02 11.43 966530

6598 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.43778 0.17538 0.61938 69.205 69.205 1.98E-03 45.37 84692

6599 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.4803 -0.024932 0.46244 68.811 68.811 1.60E-02 24.37 3186200

6600 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.46318 -0.16215 0.30722 69.908 69.908 1.98E-03 54.04 3919700

6601 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.46503 0.11503 0.58607 69.4 69.4 1.11E-04 61.02 4375200

6602 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.45719 -0.017033 0.44651 69.554 69.554 1.00E+00 2.93 2232200

6603 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.5163 -0.24448 0.27912 69.974 69.974 1.11E-04 47.5 1056300

6604 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.42171 0.15627 0.58379 69.886 69.886 2.07E-09 70.3 11796000

6605 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.43265 0.009374 0.44848 70.361 70.361 2.62E-07 74.22 14798000
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6606 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.44373 0.077576 0.52825 68.937 68.937 1.11E-04 62.97 961500

6607 DAPMFVVGVNEK Oxidation (M) _DAPM(ox)FVVGVNEK_ G3PE_MAIZE 2 661.32647 1320.6384 0.47945 -0.15896 0.32695 70.814 70.814 2.00E-01 22.61 324410

6608 DAPMFVVGVNEK Unmodified _DAPMFVVGVNEK_ G3PE_MAIZE 2 653.32901 1304.6435 0.42689 -0.37935 0.050768 78.002 78.002 1.68E-09 63.32 19412000

6609 DAPMFVVGVNEK Unmodified _DAPMFVVGVNEK_ G3PE_MAIZE 2 653.32901 1304.6435 0.46462 0.13803 0.60659 78.274 78.274 1.11E-04 56.36 1637000

6610 DAPMFVVGVNEK Unmodified _DAPMFVVGVNEK_ G3PE_MAIZE 2 653.32901 1304.6435 0.39737 -0.026075 0.37515 78.946 78.946 2.05E-12 68.04 16658000

6611 DAPMFVVGVNEK Unmodified _DAPMFVVGVNEK_ G3PE_MAIZE 2 653.32901 1304.6435 0.46383 0.70471 1.1704 78.372 78.372 4.56E-01 11.08 406780

6612 DAPPNNPSLR Unmodified _DAPPNNPSLR_ Q6RFK3_MAIZE 2 540.77526 1079.536 0.079341 -0.14694 -0.087458 40.342 40.342 7.11E-01 12.8 199680

6613 DAPPNNPSLR Unmodified _DAPPNNPSLR_ Q6RFK3_MAIZE 2 540.77526 1079.536 -0.013988 -0.35129 -0.38518 40.435 40.435 2.81E-03 42.13 1933000

6614 DAPPNNPSLR Unmodified _DAPPNNPSLR_ Q6RFK3_MAIZE 2 540.77526 1079.536 0.01954 -0.17716 -0.17686 40.464 40.464 3.43E-01 31.22 2596800

6615 DAPVGEKPEPVK Unmodified _DAPVGEKPEPVK_ B6SII4_MAIZE 2 633.34043 1264.6663 0.27506 -0.69562 -0.42912 35.086 35.086 1.98E-03 36.97 277690

6616 DAPVGEKPEPVK Unmodified _DAPVGEKPEPVK_ B6SII4_MAIZE 3 422.56272 1264.6663 -0.063545 -0.021182 -0.093461 38.606 38.606 1.79E-02 17.93 2192800

6617 DAPVGEKPEPVK Unmodified _DAPVGEKPEPVK_ B6SII4_MAIZE 2 633.34043 1264.6663 0.32925 -0.22361 0.097273 38.614 38.614 1.11E-04 52.23 1064800

6618 DARPPELHEPK Unmodified _DARPPELHEPK_ B4F980_MAIZE 4 322.92156 1287.6571 1.2654 0.61111 1.8528 43.28 43.28 5.15E-02 20.06 393570

6619 DARPPELHEPK Unmodified _DARPPELHEPK_ B4F980_MAIZE 3 430.22633 1287.6571 -0.089938 0.13583 0.021718 43.299 43.299 1.00E+00 0.77 908570

6620 DASAAQVLDVR Unmodified _DASAAQVLDVR_ B4FH68_MAIZE 2 572.80148 1143.5884 0.15742 -0.58071 -0.42817 66.156 66.156 5.66E-08 55.18 1219800

6621 DASADVVDR Unmodified _DASADVVDR_ B6TNI1_MAIZE 2 474.22507 946.43559 -0.020282 -0.50248 -0.51711 37.026 37.026 3.21E-03 51.48 452420

6622 DASCFLSQGK Unmodified _DASCFLSQGK_ B6TJQ7_MAIZE 2 556.75568 1111.4968 0.040817 0.22142 0.26742 60.385 60.385 3.43E-01 16.92 593270

6623 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0418 -0.010182 1.0165 68.259 68.259 9.46E-03 28.59 4436700

6624 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.11844 0.1638 0.26651 68.261 68.261 1.00E+00 5.64 4652600

6625 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.001003 0.17758 0.16357 69.257 69.257 1.00E+00 8.19 360190

6626 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0087 0.054389 1.048 69.263 69.263 7.12E-01 14.06 197550

6627 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.034 -0.24007 0.77862 68.577 68.577 9.46E-03 41.7 3404600

6628 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.073554 0.044837 0.10303 68.574 68.574 2.89E-01 24.96 4248300

6629 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0178 -0.15091 0.8518 69.617 69.617 2.16E-02 43.37 4508200

6630 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.10283 0.057517 0.1449 69.611 69.611 5.29E-01 23.45 6755000

6631 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.073987 0.024271 0.083091 69.107 69.107 2.89E-01 38.16 10736000

6632 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 0.98443 -0.31201 0.65726 69.141 69.141 2.01E-03 53.76 7423000

6633 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 3 571.95159 1712.8329 0.017062 0.10853 0.11077 69.17 69.17 8.21E-03 28.48 11512000

6634 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0807 -0.065596 1.0001 69.569 69.569 2.16E-02 35.9 600500

6635 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0677 -0.079609 0.97309 69.595 69.595 1.81E-01 38.8 877430

6636 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 1.0105 -0.14726 0.84814 68.63 68.63 9.46E-03 42.61 1623700

6637 DASGVAVELDEEARPR Unmodified _DASGVAVELDEEARPR_ B6U4D6_MAIZE 2 857.42375 1712.8329 0.99919 -0.15985 0.82419 70.38 70.38 7.12E-01 24.25 1291200

6638 DASHDAAHALR Unmodified _DASHDAAHALR_ B6SZF0_MAIZE 2 582.28124 1162.5479 0.23352 -0.26307 -0.047347 30.976 30.976 3.60E-06 54.27 69140

6639 DASTSLYTAPLK Unmodified _DASTSLYTAPLK_ B4FRC6_MAIZE 2 633.83244 1265.6503 0.39937 -0.58936 -0.20357 67.553 67.553 1.60E-02 15.28 566040
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6640 DASTSLYTAPLK Unmodified _DASTSLYTAPLK_ B4FRC6_MAIZE 2 633.83244 1265.6503 0.34908 -0.6339 -0.29832 68.062 68.062 1.68E-09 66.3 3314300

6641 DASTSLYTAPLK Unmodified _DASTSLYTAPLK_ B4FRC6_MAIZE 2 633.83244 1265.6503 0.34599 0.087366 0.418 68.179 68.179 1.98E-03 52.27 2287900

6642 DASYILSNEK Unmodified _DASYILSNEK_ B4FYH1_MAIZE 2 570.28259 1138.5506 0.1034 -0.38602 -0.31319 59.009 59.009 1.62E-03 34.55 4742800

6643 DATDDFEDVGHSNTAR Unmodified _DATDDFEDVGHSNTAR_ B6T7Z2_MAIZE 3 583.9152 1748.7238 0.16152 -0.085862 0.084318 56.195 56.195 1.00E+00 3.42 23897

6644 DATDDFEDVGHSNTAR Unmodified _DATDDFEDVGHSNTAR_ B6T7Z2_MAIZE 3 583.9152 1748.7238 0.12561 -0.081148 0.053948 58.804 58.804 1.05E-01 33.95 735820

6645 DATDDFEDVGHSTTAR Unmodified _DATDDFEDVGHSTTAR_ B4FKH7_MAIZE 3 579.58346 1735.7285 0.097545 -0.23801 -0.12571 61.688 61.688 2.60E-01 23.46 774210

6646 DATELVAK Unmodified _DATELVAK_ B6TKY3_MAIZE 2 423.732 845.44945 0.17168 0.32673 0.47841 44.841 44.841 3.77E-01 21.49 1022400

6647 DATELVAK Unmodified _DATELVAK_ B6TKY3_MAIZE 2 423.732 845.44945 0.12664 0.26775 0.37507 44.907 44.907 1.00E+00 13.14 813130

6648 DATEVTHEDFNEGIVQVQAK Unmodified _DATEVTHEDFNEGIVQVQAK_ B4FBJ7_MAIZE 3 744.02559 2229.055 0.84972 -0.27315 0.57917 75.151 75.151 3.64E-02 44.07 428810

6649 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.91645 -0.09991 0.81096 67.061 67.061 7.64E-09 44.94 3637300

6650 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.11996 0.38214 0.25606 68.78 68.78 1.00E+00 6.03 156510

6651 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.097252 -0.028317 -0.13252 67.706 67.706 1.00E+00 12.67 4800000

6652 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.92178 -0.25303 0.66337 67.708 67.708 2.96E-06 48.84 1447200

6653 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.90544 -0.056221 0.84375 68.64 68.64 1.95E-13 52.75 1185700

6654 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.033475 -0.17042 -0.20964 68.112 68.112 1.83E-01 13.38 5029400

6655 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.91565 -0.026727 0.88326 68.116 68.116 7.64E-09 47.71 1097800

6656 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.93993 -0.048325 0.88561 68.272 68.272 2.25E-03 33.4 656900

6657 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.052835 0.030353 -0.028635 68.524 68.524 1.83E-01 8.36 4801500

6658 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.12 -0.26648 -0.39263 68.457 68.457 1.79E-03 61.4 43414000

6659 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.034972 -0.24073 -0.28171 67.657 67.657 4.14E-01 16.77 1098600

6660 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 2 790.88881 1579.7631 0.96327 -0.071721 0.88581 67.663 67.663 3.51E-02 22.67 195650

6661 DATGHLSPYSYTLR Unmodified _DATGHLSPYSYTLR_ B6U7D8_MAIZE 3 527.59497 1579.7631 -0.092318 0.19576 0.097108 69.661 69.661 1.00E+00 14.55 540570

6662 DATGTAQLHEGR Unmodified _DATGTAQLHEGR_ B6SJF4_MAIZE 2 628.30492 1254.5953 0.29726 -0.12218 0.1736 35.791 35.791 6.74E-02 70.1 489700

6663 DATGTAQLHEGR Unmodified _DATGTAQLHEGR_ B6SJF4_MAIZE 3 419.2057 1254.5953 0.0010939 0.050787 0.050049 35.782 35.782 2.46E-02 25.41 505840

6664 DAVFDFAGLEDSIGLASADDSSFR Unmodified _DAVFDFAGLEDSIGLASADDSSFR_ B4FWK0_MAIZE 2 1253.0744 2504.1343 1.1295 0.20254 1.3357 126.44 126.44 2.38E-23 105.09 143890

6665 DAVFQELLDEIAAK Unmodified _DAVFQELLDEIAAK_ B4F8J4_MAIZE 2 781.40905 1560.8035 0.23898 125.92 125.92 2.47E-23 72.31

6666 DAVFQELLDEIAAK Unmodified _DAVFQELLDEIAAK_ B4F8J4_MAIZE 2 781.40905 1560.8035 0.49654 125.97 125.97 2.84E-14 68.98

6667 DAVFQELLDEIAAK Unmodified _DAVFQELLDEIAAK_ B4F8J4_MAIZE 2 781.40905 1560.8035 0.93725 -1.5522 -0.62921 125.72 125.72 2.00E-19 76.31 559260

6668 DAVGLVR Unmodified _DAVGLVR_ B4F9B5_MAIZE 2 365.21632 728.41809 0.77118 1.1113 1.8828 42.775 42.775 1.00E+00 0.54 1412700

6669 DAVGLVR Unmodified _DAVGLVR_ B4F9B5_MAIZE 2 365.21632 728.41809 0.8666 1.7552 2.6211 44.627 44.627 1.00E+00 0.64 1497100

6670 DAVGLVR Unmodified _DAVGLVR_ B4F9B5_MAIZE 2 365.21632 728.41809 0.74483 1.9016 2.6436 45.379 45.379 1.00E+00 6.34 1609700

6671 DAVGLVR Unmodified _DAVGLVR_ B4F9B5_MAIZE 2 365.21632 728.41809 0.86224 0.14616 1.0111 46.212 46.212 4.46E-01 24.62 1450400

6672 DAVGLVRPVSVAFEVITGFR Unmodified _DAVGLVRPVSVAFEVITGFR_ B4F9B5_MAIZE 3 711.40027 2131.179 0.73257 0.51624 1.2604 130.94 130.94 1.00E+00 21.28 1115600

6673 DAVGLVRPVSVAFEVITGFR Unmodified _DAVGLVRPVSVAFEVITGFR_ B4F9B5_MAIZE 3 711.40027 2131.179 0.61997 0.28128 0.91361 131.08 131.08 7.89E-02 33.21 1256300
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6674 DAVIGAVPESTLVTCIDK Unmodified _DAVIGAVPESTLVTCIDK_ B6U6U3_MAIZE 2 944.49024 1886.9659 1.221 -2.2065 -0.97397 94.714 94.714 5.17E-01 8.26 33208

6675 DAVINSDGVNVVPEVWSVK Unmodified _DAVINSDGVNVVPEVWSVK_ B4G0N0_MAIZE 2 1014.0258 2026.0371 1.2118 0.23045 1.4517 102.29 102.29 5.48E-24 65.11 1669500

6676 DAVINSDGVNVVPEVWSVK Unmodified _DAVINSDGVNVVPEVWSVK_ B4G0N0_MAIZE 2 1014.0258 2026.0371 1.1875 0.087713 1.2842 102.72 102.72 5.48E-24 56.6 721850

6677 DAVINSDGVNVVPEVWSVK Unmodified _DAVINSDGVNVVPEVWSVK_ B4G0N0_MAIZE 2 1014.0258 2026.0371 1.1627 0.17691 1.3484 102.79 102.79 5.48E-24 76.51 1193100

6678 DAVINSDGVNVVPEVWSVK Unmodified _DAVINSDGVNVVPEVWSVK_ B4G0N0_MAIZE 2 1014.0258 2026.0371 1.1704 0.49557 1.6751 102.74 102.74 5.48E-24 63.56 406350

6679 DAVINSDGVNVVPEVWSVK Unmodified _DAVINSDGVNVVPEVWSVK_ B4G0N0_MAIZE 2 1014.0258 2026.0371 1.2072 -0.058089 1.1582 102.18 102.18 1.84E-40 81.63 2660300

6680 DAVISPLAGR Unmodified _DAVISPLAGR_ B6UCV5_MAIZE 2 499.7851 997.55564 -0.01097 -0.51833 -0.5387 62.158 62.158 1.00E+00 8.75 557500

6681 DAVISPLAGR Unmodified _DAVISPLAGR_ B6UCV5_MAIZE 2 499.7851 997.55564 -0.048118 62.172 62.172 3.95E-01 12.13

6682 DAVISPLAGR Unmodified _DAVISPLAGR_ B6UCV5_MAIZE 2 499.7851 997.55564 -0.058562 0.097715 0.028588 63.71 63.71 1.45E-01 20.64 333810

6683 DAVISPLAGR Unmodified _DAVISPLAGR_ B6UCV5_MAIZE 2 499.7851 997.55564 0.011865 0.18587 0.18673 63.047 63.047 3.43E-01 29.52 221250

6684 DAVISPLAGR Unmodified _DAVISPLAGR_ B6UCV5_MAIZE 2 499.7851 997.55564 -0.081458 0.030238 -0.061422 63.79 63.79 3.43E-01 34.95 3138400

6685 DAVLANEAAR Unmodified _DAVLANEAAR_ Q43863_MAIZE 2 515.26981 1028.5251 0.17501 41.599 41.599 2.42E-01 22.59

6686 DAVLANEAAR Unmodified _DAVLANEAAR_ Q43863_MAIZE 2 515.26981 1028.5251 -0.11744 -0.064382 -0.21299 40.856 40.856 4.40E-02 27.2 580040

6687 DAVLANEAAR Unmodified _DAVLANEAAR_ Q43863_MAIZE 2 515.26981 1028.5251 -0.29168 43.675 43.675 5.59E-03 38.76

6688 DAVLANEAAR Unmodified _DAVLANEAAR_ Q43863_MAIZE 2 515.26981 1028.5251 -0.29946 42.88 42.88 6.08E-08 62.47

6689 DAVLANEAAR Unmodified _DAVLANEAAR_ Q43863_MAIZE 2 515.26981 1028.5251 -0.13224 -0.081808 -0.24513 44.592 44.592 5.45E-09 51.02 7527000

6690 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 0.021204 0.11993 0.10669 38.573 38.573 4.40E-02 15.27 2500000

6691 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 -0.097856 -0.036547 -0.16865 38.3 38.3 3.43E-01 11.85 40943

6692 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 -0.046959 0.35664 0.2752 37.534 37.534 1.45E-01 18.48 376840

6693 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 0.034555 -0.18292 -0.18201 40.515 40.515 4.40E-02 7.83 1089700

6694 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 0.043315 0.17547 0.18356 39.754 39.754 7.11E-01 4.02 1086900

6695 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 -0.0055609 0.11437 0.074676 40.549 40.549 1.45E-01 19.96 1033800

6696 DAVLANEEAK Unmodified _DAVLANEEAK_ B4FHT1_MAIZE 2 530.26948 1058.5244 0.11136 1.2374 1.3117 38.476 38.476 1.84E-04 31.35 608340

6697 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.2404 0.49147 0.69415 32.668 32.668 3.57E-04 42.36 557410

6698 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 3 396.54707 1186.6194 0.32436 -0.01397 0.2742 31.381 31.381 3.45E-01 8.06 68772

6699 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.18765 -0.020712 0.13138 31.357 31.357 4.48E-03 37.38 261570

6700 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.25217 0.002085 0.21843 34.1 34.1 1.67E-02 49.78 422130

6701 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 3 396.54707 1186.6194 0.33854 -0.80357 -0.50055 34.126 34.126 3.45E-01 11.07 119580

6702 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.26717 -0.12724 0.1044 33.215 33.215 4.43E-05 52.78 462450

6703 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 3 396.54707 1186.6194 0.4535 -0.35814 0.058601 33.208 33.208 6.79E-01 4.14 127400

6704 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.25602 -0.085044 0.13567 33.96 33.96 4.43E-05 44.52 546590

6705 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 3 396.54707 1186.6194 0.35181 -0.31005 0.0068914 33.97 33.97 3.45E-01 2.77 151830

6706 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.25998 0.21688 0.44036 34.052 34.052 4.96E-02 40.39 361060

6707 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.1372 -0.31546 -0.21445 34.731 34.731 4.48E-03 46.07 10171000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

6708 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 3 396.54707 1186.6194 0.34475 -1.3225 -1.0118 34.782 34.782 1.40E-01 14.63 843180

6709 DAVLANEEAKK Unmodified _DAVLANEEAKK_ B4FHT1_MAIZE 2 594.31696 1186.6194 0.1983 -0.003157 0.15941 32.133 32.133 3.83E-01 27.3 249400

6710 DAVLAQAPGAK Unmodified _DAVLAQAPGAK_ B4FKX6_MAIZE 2 520.79038 1039.5662 -0.092444 0.37306 0.26359 48.346 48.346 3.60E-06 58.26 2221700

6711 DAVLDGGIPFNK Unmodified _DAVLDGGIPFNK_ B6TKG5_MAIZE 2 623.32733 1244.6401 0.33154 0.048714 0.38354 79.856 79.856 4.56E-01 4.53 477920

6712 DAVLDGGIPFNK Unmodified _DAVLDGGIPFNK_ B6TKG5_MAIZE 2 623.32733 1244.6401 0.39643 0.038582 0.43792 80.581 80.581 8.05E-01 6.5 549700

6713 DAVLDGGIPFNK Unmodified _DAVLDGGIPFNK_ B6TKG5_MAIZE 2 623.32733 1244.6401 0.26991 0.31715 0.58902 80.493 80.493 1.98E-03 50.52 8955100

6714 DAVLLVFANK Unmodified _DAVLLVFANK_ B4FIX8_MAIZE 2 545.31877 1088.623 0.053631 0.14325 0.18745 91.41 91.41 2.81E-03 41.27 2132500

6715 DAVLLVFANK Unmodified _DAVLLVFANK_ B4FIX8_MAIZE 2 545.31877 1088.623 -0.095085 -1.2404 -1.3423 92.374 92.374 4.40E-02 32.7 137660

6716 DAVLLVFANK Unmodified _DAVLLVFANK_ B4FIX8_MAIZE 2 545.31877 1088.623 0.071744 0.30817 0.36966 91.827 91.827 7.11E-01 18.42 675020

6717 DAVLLVFANK Unmodified _DAVLLVFANK_ B4FIX8_MAIZE 2 545.31877 1088.623 -0.083766 0.48833 0.39415 92.507 92.507 7.11E-01 11.02 3679600

6718 DAVLVEAFLDPLCPDSR Unmodified _DAVLVEAFLDPLCPDSR_ B4FKW0_MAIZE 2 958.97476 1915.935 1.1081 -0.56952 0.54328 124.57 124.57 3.42E-29 76.48 395150

6719 DAVLVEAFLDPLCPDSR Unmodified _DAVLVEAFLDPLCPDSR_ B4FKW0_MAIZE 2 958.97476 1915.935 1.1069 0.074902 1.1862 125.39 125.39 1.54E-12 31.35 693320

6720 DAVMSTLGMGGDDK 2 Oxidation (M) _DAVM(ox)STLGM(ox)GGDDK_ B6SID7_MAIZE 2 714.8027 1427.5908 0.67874 -0.10425 0.58807 47.544 47.544 3.56E-04 43.5 363240

6721 DAVMSTLGMGGDDK 2 Oxidation (M) _DAVM(ox)STLGM(ox)GGDDK_ B6SID7_MAIZE 2 714.8027 1427.5908 0.72066 -0.1813 0.55356 48.12 48.12 7.64E-09 56.8 356720

6722 DAVQIITK Unmodified _DAVQIITK_ B4FAE5_MAIZE 2 444.26347 886.51238 0.030912 0.038661 0.059457 52.392 52.392 1.90E-02 44.04 5014600

6723 DAVQIITK Unmodified _DAVQIITK_ B4FAE5_MAIZE 2 444.26347 886.51238 -0.077443 0.17274 0.086969 52.137 52.137 3.48E-02 51.32 1847300

6724 DAVQIITK Unmodified _DAVQIITK_ B4FAE5_MAIZE 2 444.26347 886.51238 0.037871 0.10286 0.13077 54.436 54.436 1.90E-02 40.84 3191200

6725 DAVQIITK Unmodified _DAVQIITK_ B4FAE5_MAIZE 2 444.26347 886.51238 0.019469 0.15894 0.16913 53.683 53.683 2.92E-02 32.3 1834700

6726 DAVQIITK Unmodified _DAVQIITK_ B4FAE5_MAIZE 2 444.26347 886.51238 -0.13954 0.012587 -0.13572 54.404 54.404 3.48E-02 43.59 14650000

6727 DAVTDLSLHYLAK Unmodified _DAVTDLSLHYLAK_ B4F8V9_MAIZE 3 482.59267 1444.7562 -0.028242 0.098776 0.059516 85.68 85.68 1.60E-02 16.52 984060

6728 DAVTDLSLHYLAK Unmodified _DAVTDLSLHYLAK_ B4F8V9_MAIZE 3 482.59267 1444.7562 -0.18016 -0.021807 -0.21289 86.106 86.106 1.60E-02 20.43 455490

6729 DAVTDLSLHYLAK Unmodified _DAVTDLSLHYLAK_ B4F8V9_MAIZE 3 482.59267 1444.7562 -0.014482 0.10504 0.079014 86.5 86.5 3.08E-01 11.19 609410

6730 DAVTDLSLHYLAK Unmodified _DAVTDLSLHYLAK_ B4F8V9_MAIZE 3 482.59267 1444.7562 -0.011721 0.11336 0.091608 86.203 86.203 9.36E-01 7.87 287000

6731 DAVTDLSLHYLAK Unmodified _DAVTDLSLHYLAK_ B4F8V9_MAIZE 3 482.59267 1444.7562 -0.088111 -0.02073 -0.11942 85.89 85.89 9.36E-01 3.36 329710

6732 DAVTPLSESDAVDLVK Unmodified _DAVTPLSESDAVDLVK_ B6SMN8_MAIZE 2 829.9278 1657.841 1.1271 -1.0522 0.077385 88.388 88.388 1.81E-01 14.76 13756

6733 DAVTPLSESDAVDLVK Unmodified _DAVTPLSESDAVDLVK_ B6SMN8_MAIZE 2 829.9278 1657.841 0.9484 -0.24748 0.70227 87.863 87.863 4.21E-20 63.54 1666700

6734 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0261 -0.15679 0.85917 94.557 94.557 1.82E-38 102.53 2573000

6735 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0021 0.22903 1.2213 95.824 95.824 1.02E-04 45.74 109490

6736 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0334 -0.075065 0.94863 95.045 95.045 7.73E-25 82.48 612690

6737 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0169 0.013189 1.0193 95.198 95.198 7.73E-25 84.02 592990

6738 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.021 -0.061228 0.95013 95.017 95.017 1.42E-33 71.22 888130

6739 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0597 -0.11164 0.93851 94.57 94.57 7.73E-25 65.53 849880

6740 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.0716 -0.061999 0.99897 95.219 95.219 4.21E-20 65.25 805470

6741 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 1.057 0.20363 1.2507 94.884 94.884 5.87E-44 91.32 931310
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6742 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 0.89224 -0.48502 0.39809 94.869 94.869 1.34E-51 115.21 21189000

6743 DAVTPLSESEAIDLVK Unmodified _DAVTPLSESEAIDLVK_ B4FRQ7_MAIZE 2 843.94345 1685.8723 0.97206 -0.082136 0.88048 95.821 95.821 1.34E-51 95.94 1436800

6744 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.72068 0.60757 1.3283 50.375 50.375 8.04E-02 24.02 2063700

6745 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.56286 0.51173 1.076 50.155 50.155 4.49E-02 27.98 460050

6746 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.69216 0.75843 1.4498 52.479 52.479 1.86E-01 19.19 597530

6747 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.63495 0.89468 1.5276 51.809 51.809 1.86E-01 21.97 618320

6748 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.59544 0.80432 1.3982 52.585 52.585 8.04E-02 27.33 597300

6749 DAVVAFK Unmodified _DAVVAFK_ CHIB_MAIZE 2 375.21325 748.41194 0.65278 0.74829 1.4015 50.687 50.687 4.46E-01 28.42 6854900

6750 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0864 1.1309 2.2302 104.94 104.94 1.37E-17 49.25 1007800

6751 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.1391 -0.11427 1.039 107.18 107.18 7.46E-02 33.71 9032

6752 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0356 0.34965 1.3983 105.36 105.36 1.37E-17 49.46 329860

6753 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0464 -0.045018 1.0152 105.42 105.42 1.54E-12 68.93 676620

6754 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0381 0.085616 1.1377 105.42 105.42 1.43E-21 60.57 955480

6755 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0982 0.051645 1.1639 104.86 104.86 8.28E-39 71.07 1284000

6756 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0487 0.17181 1.2341 105.7 105.7 8.28E-39 84.53 3911000

6757 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.031 -0.33025 0.71552 105.3 105.3 8.28E-39 83.74 27771000

6758 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0591 0.23723 1.3104 105.45 105.45 1.37E-17 76.39 439090

6759 DAVVASGGPFFEVPLGR Unmodified _DAVVASGGPFFEVPLGR_ B4FHG3_MAIZE 2 859.44904 1716.8835 1.0417 0.39852 1.4544 106.21 106.21 1.51E-07 48.58 81510

6760 DAWGDVFR Unmodified _DAWGDVFR_ B4G066_MAIZE 2 483.22742 964.44028 -0.025854 0.074551 0.060481 86.67 86.67 7.88E-01 25.89 209080

6761 DAWGDVFR Unmodified _DAWGDVFR_ B4G066_MAIZE 2 483.22742 964.44028 -0.0038022 -0.062227 -0.055122 86.317 86.317 2.92E-02 20.67 157100

6762 DAWGDVFR Unmodified _DAWGDVFR_ B4G066_MAIZE 2 483.22742 964.44028 -0.059047 0.23382 0.18624 86.683 86.683 5.06E-02 21.34 2192500

6763 DAWQPLK Unmodified _DAWQPLK_ B4FKW0_MAIZE 2 429.22943 856.4443 -0.1049 0.49753 0.37681 63.483 63.483 1.86E-01 18.28 1482600

6764 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 3 911.43767 2731.2912 1.2062 0.2062 1.4147 98.81 98.81 2.09E-09 32.55 561590

6765 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 4 683.83007 2731.2912 0.58226 0.089456 0.67462 99.535 99.535 1.88E-03 30.98 1479100

6766 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 3 911.43767 2731.2912 1.1217 0.18758 1.3115 99.52 99.52 1.74E-10 43.93 539220

6767 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 4 683.83007 2731.2912 0.58175 0.23249 0.8168 99.588 99.588 1.88E-03 17.72 1722500

6768 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 3 911.43767 2731.2912 1.1594 0.26471 1.4266 99.577 99.577 1.74E-10 44.98 598530

6769 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 4 683.83007 2731.2912 0.56506 -0.06731 0.50051 99.601 99.601 7.59E-08 37.63 5269400

6770 DAYCLLNFGDSITTDHISPAGSIHK Unmodified _DAYCLLNFGDSITTDHISPAGSIHK_ B4FIT6_MAIZE 3 911.43767 2731.2912 1.0949 0.05278 1.1497 99.59 99.59 9.91E-12 50.86 2054600

6771 DAYEVVR Unmodified _DAYEVVR_ B6T420_MAIZE 2 426.21652 850.41848 -0.054468 1.4918 1.4211 48.409 48.409 8.04E-02 29.49 346720

6772 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.18152 -0.12356 0.048152 35.278 35.278 6.35E-09 66.21 6168000

6773 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.18557 -0.054818 0.12121 37.075 37.075 5.66E-08 56.15 5615200

6774 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.18024 -0.13754 0.032427 36.267 36.267 3.60E-06 64.18 6196300

6775 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.15571 -0.15648 -0.011331 37.072 37.072 4.43E-05 41.82 4908100
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6776 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.16321 -0.020357 0.13321 37.228 37.228 6.35E-09 64.42 15203000

6777 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.10461 -0.41453 -0.3202 37.995 37.995 6.35E-09 66.23 59071000

6778 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.17783 -0.009649 0.15767 35.073 35.073 5.66E-08 61.98 739760

6779 DAYVGDEAQSK Unmodified _DAYVGDEAQSK_ B4F989_MAIZE 2 591.7673 1181.52 0.068236 -0.74682 -0.68658 38.285 38.285 4.43E-05 51.15 349260

6780 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 3 446.881 1337.6212 0.035868 -0.10229 -0.081045 32.445 32.445 9.42E-03 23.08 1405800

6781 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.52655 -0.052195 0.46111 30.972 30.972 6.74E-02 32.76 128400

6782 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.57348 -0.2051 0.35449 33.963 33.963 7.72E-03 51.69 282670

6783 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.60535 -0.21929 0.37283 33.101 33.101 1.60E-02 42.56 130240

6784 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.5824 -0.27831 0.29134 33.924 33.924 1.60E-02 54.61 124050

6785 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.56024 -0.24559 0.30138 34.015 34.015 1.60E-02 48.35 638210

6786 DAYVGDEAQSKR Unmodified _DAYVGDEAQSKR_ B4F989_MAIZE 2 669.81786 1337.6212 0.49467 -0.2954 0.18557 34.673 34.673 1.11E-04 56.26 3217900

6787 DCIEWSR Unmodified _DCIEWSR_ B4FNW7_MAIZE 2 483.21091 964.40726 -0.13263 0.43473 0.29741 59.883 59.883 1.86E-01 25.33 1457100

6788 DCLDNLADSVGHLR Unmodified _DCLDNLADSVGHLR_ B6T292_MAIZE 3 528.91934 1583.7362 -0.065873 0.26155 0.19859 89.057 89.057 6.81E-01 15.67 86009

6789 DCLEPLLDFLR Unmodified _DCLEPLLDFLR_ Q8L5H0_MAIZE 2 695.85539 1389.6962 0.65116 0.44174 1.0881 123.83 123.83 4.48E-03 30.02 810080

6790 DCLEPLLDFLR Unmodified _DCLEPLLDFLR_ Q8L5H0_MAIZE 2 695.85539 1389.6962 0.65597 0.21922 0.87148 124.2 124.2 3.57E-04 36.38 465820

6791 DCLEPLLDFLR Unmodified _DCLEPLLDFLR_ Q8L5H0_MAIZE 2 695.85539 1389.6962 0.7309 0.31815 1.0445 124.42 124.42 4.96E-02 27.48 525890

6792 DCLEPLLDFLR Unmodified _DCLEPLLDFLR_ Q8L5H0_MAIZE 2 695.85539 1389.6962 0.71335 0.18427 0.89353 124.36 124.36 4.48E-03 47.04 635680

6793 DCQAMLEFAGK Unmodified _DCQAMLEFAGK_ B4FU39_MAIZE 2 635.28375 1268.5529 0.40081 0.26631 0.66249 75.894 75.894 3.57E-04 22 437830

6794 DCSQGGGYGGGGGGGR Unmodified _DCSQGGGYGGGGGGGR_ B6SP06_MAIZE 2 699.77619 1397.5378 0.72334 0.13459 0.89537 26.771 26.771 9.46E-03 45.9 12498

6795 DCSQGGGYGGGGGGGR Unmodified _DCSQGGGYGGGGGGGR_ B6SP06_MAIZE 2 699.77619 1397.5378 0.7868 0.01096 0.83574 24.937 24.937 5.51E-02 53.44 12067

6796 DCSQGGGYGGGGGGGR Unmodified _DCSQGGGYGGGGGGGR_ B6SP06_MAIZE 2 699.77619 1397.5378 0.70114 -0.25322 0.48692 27.339 27.339 5.51E-02 48.83 8941.9

6797 DCSSGGGGYGGGGGGGGGGCYNCGQAGHMAR Oxidation (M) _DCSSGGGGYGGGGGGGGGGCYNCGQAGHM(ox)AR_ B4FXR6_MAIZE 3 951.01885 2850.0347 1.1605 -0.15695 1.0363 39.709 39.709 4.67E-23 88.11 551110

6798 DCTALFNK Unmodified _DCTALFNK_ B4FQJ5_MAIZE 2 484.72893 967.44331 -0.034484 0.078694 0.046102 55.421 55.421 2.92E-02 32.25 404360

6799 DCVTVSVLQALLGGGGK Unmodified _DCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 2 837.44818 1672.8818 1.0437 0.088372 1.1527 125.25 125.25 3.42E-29 86.27 225120

6800 DCVTVSVLQALLGGGGK Unmodified _DCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 2 837.44818 1672.8818 0.97398 -0.73907 0.25663 125.49 125.49 4.22E-59 117.31 414390

6801 DCVTVSVLQALLGGGGK Unmodified _DCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 2 837.44818 1672.8818 1.0119 -0.091797 0.94078 125.86 125.86 4.22E-59 108.9 982410

6802 DDADFTWEVVK Unmodified _DDADFTWEVVK_ B4FUE7_MAIZE 2 662.80642 1323.5983 0.51323 0.13737 0.66178 89.234 89.234 1.47E-01 17.05 33358

6803 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 0.087014 0.068524 0.15773 90.665 90.665 1.00E+00 7.54 3246500

6804 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 1.0073 0.14434 1.1544 90.644 90.644 6.31E-03 48.08 2664600

6805 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 0.95054 -0.038944 0.91494 92.638 92.638 3.49E-01 24.53 299640

6806 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 -0.10812 0.085617 -0.018628 92.695 92.695 3.82E-03 22.27 757480

6807 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 0.95351 -0.085772 0.87095 91.119 91.119 6.31E-03 35.32 923060

6808 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 -0.024135 0.0767 0.055134 91.124 91.124 1.98E-02 27.12 1532300

6809 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 0.99524 -0.069748 0.92797 91.339 91.339 2.25E-03 32.23 1362900
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6810 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 0.077647 -0.099234 -0.018326 91.368 91.368 3.82E-03 28.99 1727400

6811 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 0.055634 -0.075649 -0.016747 91.146 91.146 1.98E-02 16.76 4266200

6812 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 0.98282 0.38348 1.3682 91.136 91.136 7.64E-09 40.23 2582900

6813 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 0.023159 -0.014908 0.011691 90.802 90.802 1.59E-01 21.1 2737200

6814 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 1.0017 -0.24417 0.76031 90.775 90.775 3.56E-04 37.62 1444300

6815 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 -0.00027095 0.034628 0.037168 91.366 91.366 8.17E-05 38.2 28969000

6816 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 0.97728 -0.3535 0.62686 91.358 91.358 7.64E-09 51.63 20148000

6817 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 2 831.92232 1661.8301 1.0549 0.34431 1.4014 91.005 91.005 6.31E-03 36.85 988550

6818 DDADFTWEVVKPLK Unmodified _DDADFTWEVVKPLK_ B4FUE7_MAIZE 3 554.95064 1661.8301 0.02328 0.11384 0.1388 90.993 90.993 3.76E-01 17.09 1366500

6819 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 3 597.64896 1789.9251 0.2678 1.937 2.1999 79.61 79.61 4.82E-01 2.94 1259500

6820 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 3 597.64896 1789.9251 0.13889 0.22332 0.36113 83.57 83.57 2.34E-01 17.49 135050

6821 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 3 597.64896 1789.9251 0.20503 0.38708 0.59048 80.543 80.543 5.05E-03 29.87 9786500

6822 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 4 448.48854 1789.9251 0.012942 -0.56827 -0.55501 80.587 80.587 2.65E-02 19.93 2455800

6823 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 2 895.9698 1789.9251 1.1701 -0.053164 1.1161 80.539 80.539 2.37E-16 56.15 568690

6824 DDADFTWEVVKPLKK Unmodified _DDADFTWEVVKPLKK_ B4FUE7_MAIZE 3 597.64896 1789.9251 0.24768 1.1986 1.4422 80.279 80.279 1.29E-02 24.14 602280

6825 DDASVVFAYYK Unmodified _DDASVVFAYYK_ B4FL17_MAIZE 2 639.30606 1276.5976 0.29239 0.17671 0.46615 85.277 85.277 5.66E-08 60.47 263050

6826 DDASVVFAYYK Unmodified _DDASVVFAYYK_ B4FL17_MAIZE 2 639.30606 1276.5976 0.34656 -0.11502 0.22886 85.969 85.969 4.48E-03 34.65 1631600

6827 DDATSTFTCPAGTNYK Unmodified _DDATSTFTCPAGTNYK_ B6TL22_MAIZE 2 874.87524 1747.7359 1.0531 -0.094265 0.97146 62.343 62.343 1.42E-33 79.82 642350

6828 DDATSTFTCPAGTNYK Unmodified _DDATSTFTCPAGTNYK_ B6TL22_MAIZE 2 874.87524 1747.7359 1.0508 0.29286 1.3557 64.437 64.437 4.21E-20 76.74 318290

6829 DDCWLVIGGK Unmodified _DDCWLVIGGK_ B4FKH7_MAIZE 2 581.7817 1161.5488 0.12662 0.38455 0.52746 87.773 87.773 2.81E-03 35.86 301440

6830 DDDGHAGIAVVYR Unmodified _DDDGHAGIAVVYR_ B6T0A9_MAIZE 3 463.22487 1386.6528 0.11137 0.33854 0.45541 58.927 58.927 1.28E-01 23.82 829910

6831 DDDGHAGIAVVYR Unmodified _DDDGHAGIAVVYR_ B6T0A9_MAIZE 2 694.33367 1386.6528 0.57264 -1.1986 -0.6169 57.285 57.285 2.61E-08 57.36 350510

6832 DDDMPPIEAILAPLEAELK Oxidation (M) _DDDM(ox)PPIEAILAPLEAELK_ B6U1S0_MAIZE 2 1048.527 2095.0395 1.2848 0.06573 1.3292 129.6 129.6 2.46E-02 15.04 45335

6833 DDDMPPIEAILAPLEAELK Oxidation (M) _DDDM(ox)PPIEAILAPLEAELK_ B6U1S0_MAIZE 2 1048.527 2095.0395 1.2509 0.10081 1.3296 129.68 129.68 1.06E-14 51.93 82020

6834 DDDMPPIEAILAPLEAELK Oxidation (M) _DDDM(ox)PPIEAILAPLEAELK_ B6U1S0_MAIZE 3 699.35377 2095.0395 0.76566 0.10749 0.85159 129.54 129.54 2.20E-01 10.4 75138

6835 DDDMPPIEAILAPLEAELK Oxidation (M) _DDDM(ox)PPIEAILAPLEAELK_ B6U1S0_MAIZE 2 1048.527 2095.0395 1.3186 -0.25422 1.0433 129.09 129.09 4.53E-07 50.09 290510

6836 DDDVTIK Unmodified _DDDVTIK_ B4FU39_MAIZE 2 403.20053 804.38651 0.33174 -0.35521 -0.01511 36.79 36.79 8.04E-02 39.18 1024800

6837 DDEVQVVR Unmodified _DDEVQVVR_ B6TPG2_MAIZE 2 480.24326 958.47197 -0.062092 0.19056 0.13942 42.477 42.477 1.90E-02 51.62 9374100

6838 DDEVQVVR Unmodified _DDEVQVVR_ B6TPG2_MAIZE 2 480.24326 958.47197 -0.13579 0.080709 -0.044487 42.169 42.169 5.06E-02 37.48 28763

6839 DDEVQVVR Unmodified _DDEVQVVR_ B6TPG2_MAIZE 2 480.24326 958.47197 -0.18295 0.34438 0.17105 41.497 41.497 2.92E-02 32.02 565900

6840 DDEVQVVR Unmodified _DDEVQVVR_ B6TPG2_MAIZE 2 480.24326 958.47197 -0.073372 0.5079 0.44452 44.521 44.521 5.06E-02 24.94 602950

6841 DDGPRPGQGPPR Unmodified _DDGPRPGQGPPR_ B4FEE7_MAIZE 3 416.87418 1247.6007 0.064265 0.12343 0.19584 32.983 32.983 4.08E-01 21.53 54212

6842 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.41779 0.2457 0.68132 98.08 98.08 7.61E-14 67.9 3242300

6843 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.33483 0.25277 0.60628 98.995 98.995 2.05E-12 60.37 121870
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6844 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.41276 0.17146 0.60112 98.719 98.719 8.05E-01 12.68 2478500

6845 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.41821 0.29454 0.73036 98.561 98.561 1.98E-03 29.11 2437700

6846 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.42652 0.33537 0.77873 98.103 98.103 4.56E-01 23.86 1059000

6847 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.39477 0.24474 0.65656 98.852 98.852 7.61E-14 88.14 5762900

6848 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.37016 0.28914 0.67602 98.525 98.525 2.05E-12 77.41 6132800

6849 DDGSLATFVGFR Unmodified _DDGSLATFVGFR_ B4FFP2_MAIZE 2 642.81458 1283.6146 0.40515 0.34037 0.76375 99.137 99.137 7.72E-03 27.37 69803

6850 DDGSPVNPAIK Unmodified _DDGSPVNPAIK_ B4FK58_MAIZE 2 556.78275 1111.551 0.10896 0.35052 0.45564 47.518 47.518 7.60E-01 9.12 256900

6851 DDGSPVNPAIK Unmodified _DDGSPVNPAIK_ B4FK58_MAIZE 2 556.78275 1111.551 -0.007662 0.26656 0.25522 50.595 50.595 4.96E-02 31.43 741400

6852 DDGTLASYVGFR Unmodified _DDGTLASYVGFR_ B4F9J5_MAIZE 2 650.81204 1299.6095 0.49728 0.46315 0.96881 90.652 90.652 2.00E-01 25.89 783290

6853 DDGTLASYVGFR Unmodified _DDGTLASYVGFR_ B4F9J5_MAIZE 2 650.81204 1299.6095 0.45751 0.13886 0.60613 90.819 90.819 2.00E-01 18.94 326020

6854 DDGTLASYVGFR Unmodified _DDGTLASYVGFR_ B4F9J5_MAIZE 2 650.81204 1299.6095 0.49337 0.2214 0.72397 91.07 91.07 2.00E-01 16.81 553860

6855 DDGTLASYVGFR Unmodified _DDGTLASYVGFR_ B4F9J5_MAIZE 2 650.81204 1299.6095 0.47473 0.37814 0.86176 91.439 91.439 2.05E-12 55.53 1403400

6856 DDGTLASYVGFR Unmodified _DDGTLASYVGFR_ B4F9J5_MAIZE 2 650.81204 1299.6095 0.43056 -0.34122 0.098572 91.111 91.111 1.11E-04 43.73 1714500

6857 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 4 403.44721 1609.7597 0.42553 -0.26764 0.16043 33.937 33.937 1.00E+00 7.15 497120

6858 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 4 403.44721 1609.7597 0.37333 0.02773 0.40334 36.086 36.086 1.00E+00 14.12 1756600

6859 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 3 537.59385 1609.7597 -0.013687 0.062518 0.04948 36.087 36.087 6.81E-01 7.08 249220

6860 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 4 403.44721 1609.7597 0.33699 -0.36866 -0.029696 33.347 33.347 3.76E-01 21.47 5751200

6861 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 3 537.59385 1609.7597 -0.012831 -0.23572 -0.24599 33.367 33.367 1.59E-01 17.65 1177300

6862 DDHHHVESVLHSAK Unmodified _DDHHHVESVLHSAK_ B4FVD5_MAIZE 5 322.95922 1609.7597 1.4121 -0.51154 0.90393 33.289 33.289 1.00E+00 1.93 250190

6863 DDHQHWYK Unmodified _DDHQHWYK_ B4FUK7_MAIZE 3 376.83343 1127.4785 0.68148 -0.25233 0.42695 36.019 36.019 3.02E-01 13.19 863380

6864 DDHYDWR Unmodified _DDHYDWR_ B6TE04_MAIZE 3 336.13863 1005.3941 1.2547 0.067474 1.3198 48.315 48.315 6.12E-01 15.15 1098200

6865 DDIDVGSIR Unmodified _DDIDVGSIR_ B4G1Z4_MAIZE 2 495.24855 988.48254 -0.054344 0.051423 0.0017161 59.201 59.201 9.73E-03 42.29 232230

6866 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1919 0.32355 1.5168 100.76 100.76 4.21E-20 59.26 240120

6867 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1102 0.23709 1.3493 101.98 101.98 7.42E-06 55.97 39028

6868 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.0757 -0.40281 0.67524 101.06 101.06 7.01E-14 48.25 189910

6869 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1101 -0.091702 1.0199 101.24 101.24 7.01E-14 67.18 260090

6870 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1009 0.15314 1.256 101.14 101.14 7.42E-06 45.86 318560

6871 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.2012 -0.15429 1.0495 100.65 100.65 7.01E-14 58.76 180560

6872 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1148 0.26305 1.3795 101.3 101.3 7.73E-25 92.7 1184600

6873 DDIEVVAVNDPFIDAK Unmodified _DDIEVVAVNDPFIDAK_ B6TDF8_MAIZE 2 880.44107 1758.8676 1.1033 0.19706 1.3016 101.7 101.7 1.02E-04 32.96 72704

6874 DDISVIVVK Unmodified _DDISVIVVK_ B4F7V3_MAIZE 2 494.28968 986.56481 -0.11548 -0.34376 -0.45216 70.861 70.861 1.00E+00 5.34 14127

6875 DDISVIVVK Unmodified _DDISVIVVK_ B4F7V3_MAIZE 2 494.28968 986.56481 -0.10843 0.28502 0.18262 71.722 71.722 3.39E-01 21.23 414410

6876 DDKGEGYLVDK Unmodified _DDKGEGYLVDK_ O81237_MAIZE 2 619.7986 1237.5826 0.35578 0.2625 0.61274 45 45 4.48E-03 35.65 1328600

6877 DDKGEGYLVDK Unmodified _DDKGEGYLVDK_ O81237_MAIZE 2 619.7986 1237.5826 0.34593 0.15102 0.49191 47.22 47.22 1.67E-02 34.06 514200
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6878 DDKGEGYLVDK Unmodified _DDKGEGYLVDK_ O81237_MAIZE 2 619.7986 1237.5826 0.37157 0.10044 0.46801 46.424 46.424 1.67E-02 40.04 460490

6879 DDKGEGYLVDK Unmodified _DDKGEGYLVDK_ O81237_MAIZE 2 619.7986 1237.5826 0.2983 0.036727 0.33111 47.121 47.121 3.57E-04 45.09 6599400

6880 DDKGEGYLVDK Unmodified _DDKGEGYLVDK_ O81237_MAIZE 3 413.53483 1237.5826 0.25285 0.25651 0.50378 47.118 47.118 1.15E-01 28.57 2107000

6881 DDLAVYSSFLADPSSK Unmodified _DDLAVYSSFLADPSSK_ B6THU5_MAIZE 2 857.91215 1713.8097 0.98231 0.28118 1.2586 101.94 101.94 1.82E-38 92.97 2629000

6882 DDLAVYTSFSAAPSSK Unmodified _DDLAVYTSFSAAPSSK_ B4FNT1_MAIZE 2 829.89904 1657.7835 1.0648 0.46244 1.5218 83.124 83.124 1.81E-01 19.44 32497

6883 DDLAVYTSFSAAPSSK Unmodified _DDLAVYTSFSAAPSSK_ B4FNT1_MAIZE 2 829.89904 1657.7835 1.0306 0.41672 1.4421 83.777 83.777 7.01E-14 71.14 438110

6884 DDLAVYTSFSAAPSSK Unmodified _DDLAVYTSFSAAPSSK_ B4FNT1_MAIZE 2 829.89904 1657.7835 0.92924 0.016111 0.93992 83.1 83.1 1.34E-51 100.67 5913600

6885 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.49271 0.11043 0.59437 94.362 94.362 1.11E-04 54.06 2415000

6886 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.42068 -0.017146 0.39642 95.479 95.479 1.98E-03 63.51 67692

6887 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.46493 0.22745 0.68403 94.718 94.718 1.68E-09 69.81 748250

6888 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.49868 0.21144 0.70203 94.755 94.755 7.72E-03 33.17 2009500

6889 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.45655 0.33236 0.78051 94.329 94.329 1.68E-09 59.13 2274600

6890 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.48365 0.20634 0.68107 95.069 95.069 2.05E-12 77.28 5322300

6891 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.41338 -0.008255 0.39777 94.702 94.702 9.64E-17 71.86 46545000

6892 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 3 440.23823 1317.6929 0.016892 0.18071 0.18857 94.643 94.643 7.21E-01 22.7 324090

6893 DDLFNINAGIVK Unmodified _DDLFNINAGIVK_ B4FRJ1_MAIZE 2 659.85371 1317.6929 0.47157 0.49355 0.95619 95.528 95.528 1.11E-04 51.29 259180

6894 DDLFNINAGIVR Unmodified _DDLFNINAGIVR_ B4FZW5_MAIZE 2 673.85678 1345.699 0.51901 1.2827 1.7926 95.907 95.907 6.74E-02 20.76 287750

6895 DDLFNINAGIVR Unmodified _DDLFNINAGIVR_ B4FZW5_MAIZE 2 673.85678 1345.699 -0.057219 96.148 96.148 2.13E-21 95.85

6896 DDLFNINASIVK Unmodified _DDLFNINASIVK_ B4FFV3_MAIZE 2 674.85899 1347.7034 0.56614 -0.12563 0.42868 96.733 96.733 1.98E-03 29.02 16206

6897 DDLRLPTDEALEGQIK Unmodified _DDLRLPTDEALEGQIK_ B4FDE1_MAIZE 3 604.98278 1811.9265 0.22307 -0.026078 0.183 83.979 83.979 2.60E-01 24.95 463330

6898 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 3 609.66679 1825.9785 0.30616 -0.5557 -0.25606 89.847 89.847 1.00E+00 9.7 1489400

6899 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 2 913.99655 1825.9785 1.2223 0.18257 1.3977 89.929 89.929 2.01E-03 26.77 119450

6900 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 3 609.66679 1825.9785 0.27541 0.45365 0.72176 89.937 89.937 1.00E+00 8.05 670570

6901 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 3 609.66679 1825.9785 0.25055 0.66514 0.90822 90.19 90.19 1.05E-01 18.44 1724200

6902 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 2 913.99655 1825.9785 1.1854 -0.01614 1.1626 90.202 90.202 7.42E-06 28.82 420630

6903 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 2 913.99655 1825.9785 1.1217 0.62941 1.7437 90.259 90.259 9.46E-03 24.93 565030

6904 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 3 609.66679 1825.9785 0.16532 0.26026 0.41926 91.411 91.411 6.54E-03 42.76 18015000

6905 DDLRLPTDETLVAQIK Unmodified _DDLRLPTDETLVAQIK_ B6SIL7_MAIZE 2 913.99655 1825.9785 1.0585 -0.19539 0.85663 91.403 91.403 7.42E-06 32.32 3244400

6906 DDMTFEEAVK Oxidation (M) _DDM(ox)TFEEAVK_ B4FN21_MAIZE 2 600.75809 1199.5016 0.21138 0.26587 0.47405 56.784 56.784 4.40E-05 42.88 822400

6907 DDNGQPVVLSCVR Unmodified _DDNGQPVVLSCVR_ B4F9G1_MAIZE 2 729.85391 1457.6933 0.75197 -0.17195 0.59781 66.754 66.754 1.15E-02 22.05 1108200

6908 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 3 563.62252 1687.8457 0.12061 0.065607 0.19218 91.259 91.259 1.00E+00 1.65 2018600

6909 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0446 -0.15835 0.89312 91.257 91.257 2.96E-06 48.37 1288200

6910 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 3 563.62252 1687.8457 -0.017688 0.12556 0.1143 93.352 93.352 1.00E+00 6.16 243720

6911 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0256 0.043802 1.0757 93.257 93.257 2.96E-06 46.36 103770
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6912 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 3 563.62252 1687.8457 0.038829 0.1746 0.21953 91.707 91.707 1.00E+00 2.22 475400

6913 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0136 -0.007883 1.0116 91.71 91.71 2.96E-06 38.16 315190

6914 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0226 -0.67819 0.35143 91.895 91.895 2.96E-06 72.09 696500

6915 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 3 563.62252 1687.8457 0.10303 0.2198 0.32858 91.689 91.689 1.00E+00 8.61 2581200

6916 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 0.99893 -0.14339 0.86141 91.689 91.689 7.64E-09 76.37 1280800

6917 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0337 -0.34295 0.69705 91.386 91.386 7.64E-09 58.95 910940

6918 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 0.99677 -0.20817 0.79547 91.971 91.971 2.96E-06 76.21 13205000

6919 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 3 563.62252 1687.8457 0.026301 0.3369 0.36945 91.969 91.969 1.98E-02 17.9 21722000

6920 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0409 -0.017397 1.0299 96.297 96.297 7.64E-09 36.32 1875300

6921 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0629 0.58563 1.654 91.625 91.625 6.31E-03 58.25 518100

6922 DDPDFTWEVVKPLK Unmodified _DDPDFTWEVVKPLK_ B4FAD1_MAIZE 2 844.93015 1687.8457 1.0332 -0.23369 0.80657 91.694 91.694 3.56E-04 36.53 230390

6923 DDPLVMAR Oxidation (M) _DDPLVM(ox)AR_ B6TWC4_MAIZE 2 466.72893 931.44332 -0.16669 -0.11886 -0.28889 45.501 45.501 5.06E-02 32.75 42743

6924 DDPYIYAFDSLK Unmodified _DDPYIYAFDSLK_ Q43712_MAIZE 2 723.84301 1445.6715 0.80748 0.42038 1.2169 101.41 101.41 6.74E-02 16.48 259970

6925 DDPYIYAFDSLK Unmodified _DDPYIYAFDSLK_ Q43712_MAIZE 2 723.84301 1445.6715 0.73036 -0.054782 0.6658 101.96 101.96 2.62E-07 35.67 236560

6926 DDPYIYAFDSLK Unmodified _DDPYIYAFDSLK_ Q43712_MAIZE 2 723.84301 1445.6715 0.77333 0.24779 1.0108 101.38 101.38 2.05E-12 53.85 281910

6927 DDPYIYAFDSLK Unmodified _DDPYIYAFDSLK_ Q43712_MAIZE 2 723.84301 1445.6715 0.75632 0.37088 1.1171 102.11 102.11 2.00E-01 12.5 977560

6928 DDQLEYLEER Unmodified _DDQLEYLEER_ B6TB25_MAIZE 2 655.29896 1308.5834 0.44852 0.027264 0.45196 72.632 72.632 1.62E-03 46.89 41892

6929 DDQLEYLEER Unmodified _DDQLEYLEER_ B6TB25_MAIZE 2 655.29896 1308.5834 0.4746 -0.12641 0.32457 72.361 72.361 4.40E-05 72.77 1501100

6930 DDQLEYLEER Unmodified _DDQLEYLEER_ B6TB25_MAIZE 2 655.29896 1308.5834 0.46871 0.053236 0.49756 73.035 73.035 4.40E-05 52.03 2499000

6931 DDQLEYLEER Unmodified _DDQLEYLEER_ B6TB25_MAIZE 2 655.29896 1308.5834 0.45226 0.63878 1.0659 72.447 72.447 1.45E-01 28 764290

6932 DDSGVLSPYSFSR Unmodified _DDSGVLSPYSFSR_ B4FU39_MAIZE 2 715.33334 1428.6521 0.73467 -0.084572 0.65397 82.515 82.515 9.54E-02 13.95 677540

6933 DDSGVLSPYSFSR Unmodified _DDSGVLSPYSFSR_ B4FU39_MAIZE 2 715.33334 1428.6521 0.66545 -0.17535 0.49512 82.538 82.538 6.20E-03 39.58 275080

6934 DDSGVLSPYSFSR Unmodified _DDSGVLSPYSFSR_ B4FU39_MAIZE 2 715.33334 1428.6521 0.68194 0.13776 0.82302 83.166 83.166 4.68E-05 51.51 1627800

6935 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.31446 0.19204 0.49319 46.766 46.766 1.25E-02 32.8 6823800

6936 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.29488 0.21511 0.49624 46.417 46.417 1.25E-02 41.36 1418800

6937 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.33337 0.20337 0.5236 49.003 49.003 1.25E-02 31.51 2162200

6938 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.28606 1.5105 1.7816 48.289 48.289 2.81E-03 19.88 2355500

6939 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.28379 0.22701 0.49705 49.158 49.158 1.25E-02 34.08 2077700

6940 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 3 411.85092 1232.5309 0.22407 0.093948 0.3055 49.158 49.158 1.00E+00 0.48 399840

6941 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.34747 0.15987 0.49413 48.803 48.803 1.25E-02 47.16 1739400

6942 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.21322 -0.060297 0.13919 49.679 49.679 1.25E-02 32.62 38806000

6943 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 3 411.85092 1232.5309 0.21128 -0.25177 -0.053971 49.671 49.671 1.25E-01 25.73 4710200

6944 DDSIFHNEEK Unmodified _DDSIFHNEEK_ SCRK2_MAIZE 2 617.27275 1232.5309 0.31376 -0.043695 0.25654 47.018 47.018 1.25E-02 24.72 448980

6945 DDTVILDGAGDK Unmodified _DDTVILDGAGDK_ CH61_MAIZE C 2 609.79606 1217.5776 0.24999 -0.15526 0.10627 61.18 61.18 2.62E-07 61.46 1154500



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

6946 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 2 673.84354 1345.6725 0.55465 0.033764 0.59216 49.952 49.952 4.68E-05 36.6 1558100

6947 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 2 673.84354 1345.6725 0.54499 -0.10985 0.43967 49.651 49.651 1.47E-03 46.97 676470

6948 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 2 673.84354 1345.6725 0.5279 0.139 0.67084 52.037 52.037 2.61E-08 47.84 2170000

6949 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 3 449.56478 1345.6725 0.033568 0.1873 0.22508 52.032 52.032 2.30E-01 16.35 1104100

6950 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 2 673.84354 1345.6725 0.5603 0.1921 0.75632 51.319 51.319 4.68E-05 56.1 1105000

6951 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 3 449.56478 1345.6725 0.026223 0.14083 0.17082 51.324 51.324 1.00E+00 14.53 806800

6952 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 2 673.84354 1345.6725 0.44851 -0.11128 0.34267 52.14 52.14 4.68E-05 46.71 11115000

6953 DDTVILDGAGDKK Unmodified _DDTVILDGAGDKK_ CH61_MAIZE C 3 449.56478 1345.6725 -0.1404 0.17334 0.036881 52.134 52.134 2.30E-01 19.7 6016600

6954 DDVSVPVR Unmodified _DDVSVPVR_ B6T6D2_MAIZE 2 443.73507 885.4556 0.029363 46.411 46.411 5.88E-02 31.84

6955 DDVSVPVR Unmodified _DDVSVPVR_ B6T6D2_MAIZE 2 443.73507 885.4556 -0.16221 0.48709 0.34274 49.685 49.685 2.92E-02 32.2 4038900

6956 DDVVIQFVNPK Unmodified _DDVVIQFVNPK_ B4FL49_MAIZE 2 637.34298 1272.6714 0.35562 0.058127 0.42585 83.658 83.658 1.67E-02 16.38 66162

6957 DDVVIQFVNPK Unmodified _DDVVIQFVNPK_ B4FL49_MAIZE 2 637.34298 1272.6714 0.32734 0.063013 0.4023 84.369 84.369 3.83E-01 11.59 766080

6958 DEADVSGDLSGLTDK Unmodified _DEADVSGDLSGLTDK_ B4FPD1_MAIZE 2 761.34938 1520.6842 0.7663 0.033868 0.80507 75.038 75.038 1.04E-33 70.01 261120

6959 DEAFEIWTR Unmodified _DEAFEIWTR_ MTHR1_MAIZE 2 583.77747 1165.5404 0.14864 0.47343 0.60993 89.078 89.078 1.12E-01 11.32 269200

6960 DEAFEIWTR Unmodified _DEAFEIWTR_ MTHR1_MAIZE 2 583.77747 1165.5404 0.11624 -0.12004 -0.015764 88.945 88.945 1.00E+00 6.84 2384800

6961 DEAFLR Unmodified _DEAFLR_ B6U3Y1_MAIZE 2 375.69268 749.3708 0.75099 0.31726 1.0466 51.49 51.49 9.46E-01 10.56 451310

6962 DEAFLR Unmodified _DEAFLR_ B6U3Y1_MAIZE 2 375.69268 749.3708 0.65197 0.31647 0.94656 51.841 51.841 2.64E-01 27.1 4625900

6963 DEALLTAANYGSVK Unmodified _DEALLTAANYGSVK_ B6U2I9_MAIZE 2 726.37246 1450.7304 0.67254 0.006301 0.66047 74.384 74.384 1.29E-01 4.73 541540

6964 DEASVVFAYYK Unmodified _DEASVVFAYYK_ B6SIF5_MAIZE 2 646.31389 1290.6132 0.35922 -0.006725 0.34177 86.446 86.446 5.66E-08 56.25 87001

6965 DEASVVFAYYK Unmodified _DEASVVFAYYK_ B6SIF5_MAIZE 2 646.31389 1290.6132 0.37902 0.39875 0.76654 86.96 86.96 4.96E-02 24.41 864440

6966 DEAYFAANAAAQASR Unmodified _DEAYFAANAAAQASR_ Q8W529_MAIZE 2 778.36042 1554.7063 0.92754 -0.032586 0.86416 67.128 67.128 2.40E-39 83.64 874300

6967 DEAYFAANAAAQASR Unmodified _DEAYFAANAAAQASR_ Q8W529_MAIZE 2 778.36042 1554.7063 0.89749 -0.026273 0.84064 67.164 67.164 1.04E-33 94.97 679180

6968 DEAYFAANAAAQASR Unmodified _DEAYFAANAAAQASR_ Q8W529_MAIZE 2 778.36042 1554.7063 0.91064 0.07923 0.95936 68.262 68.262 2.37E-16 78.91 982120

6969 DEDEPRPPVLAPPEV Unmodified _DEDEPRPPVLAPPEV_ B6TB97_MAIZE 2 830.41486 1658.8152 1.0768 -0.2256 0.84409 84.257 84.257 1.65E-02 22.11 330210

6970 DEDEPRPPVLAPPEV Unmodified _DEDEPRPPVLAPPEV_ B6TB97_MAIZE 2 830.41486 1658.8152 0.98122 0.12421 1.0986 84.91 84.91 6.37E-03 38.27 85669

6971 DEDEPRPPVLAPPEV Unmodified _DEDEPRPPVLAPPEV_ B6TB97_MAIZE 2 830.41486 1658.8152 0.92108 -4.1814 -3.2622 84.462 84.462 6.37E-03 29.43 308740

6972 DEEGNPAFALVNK Unmodified _DEEGNPAFALVNK_ B4G0K5_MAIZE 2 702.34371 1402.6729 0.67002 -0.15234 0.50046 75.801 75.801 2.50E-15 79.95 1742700

6973 DEEGNPAFALVNK Unmodified _DEEGNPAFALVNK_ B4G0K5_MAIZE 2 702.34371 1402.6729 0.55089 2.3414 2.8727 76.197 76.197 6.20E-03 20.93 17018

6974 DEEGNPAFALVNK Unmodified _DEEGNPAFALVNK_ B4G0K5_MAIZE 2 702.34371 1402.6729 0.62033 -0.34597 0.25754 76.882 76.882 4.93E-21 80.27 7137500

6975 DEEGNPAFALVNK Unmodified _DEEGNPAFALVNK_ B4G0K5_MAIZE 2 702.34371 1402.6729 0.5806 -0.47014 0.094634 76.798 76.798 4.93E-21 95.95 33344000

6976 DEEGNPAFALVNK Unmodified _DEEGNPAFALVNK_ B4G0K5_MAIZE 2 702.34371 1402.6729 0.61373 0.3161 0.91296 77.472 77.472 4.93E-21 59.18 633220

6977 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.8288 0.2013 1.0156 88.912 88.912 4.93E-21 65.63 704060

6978 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.80864 0.31549 1.1088 89.196 89.196 2.61E-08 34.44 167580

6979 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.80759 0.38482 1.1779 89.632 89.632 2.50E-15 52.38 404450
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6980 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.79417 0.35575 1.135 89.301 89.301 4.93E-21 72.68 622930

6981 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.83817 0.026815 0.85098 88.987 88.987 4.93E-21 63.76 427130

6982 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.79479 0.003994 0.78406 89.67 89.67 1.56E-17 82.74 1912800

6983 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.74299 0.010999 0.73881 89.335 89.335 1.09E-26 75.64 12505000

6984 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 3 494.24041 1479.6994 -0.10179 0.18468 0.067841 89.323 89.323 2.15E-08 49.28 1004500

6985 DEEGYPAFALVNR Unmodified _DEEGYPAFALVNR_ B4G0K5_MAIZE 2 740.85698 1479.6994 0.76231 0.85116 1.5987 90.094 90.094 1.56E-17 60 392350

6986 DEERPWGECCDLAVCVK Unmodified _DEERPWGECCDLAVCVK_ B6TEW3_MAIZE 3 708.30454 2121.8918 0.4952 -0.82445 -0.31843 77.726 77.726 3.59E-18 59.1 3325000

6987 DEERPWGECCDLAVCVK Unmodified _DEERPWGECCDLAVCVK_ B6TEW3_MAIZE 2 1061.9532 2121.8918 1.1558 -0.35317 0.81185 77.707 77.707 5.62E-03 22.04 221200

6988 DEERPWGECCDLAVCVK Unmodified _DEERPWGECCDLAVCVK_ B6TEW3_MAIZE 3 708.30454 2121.8918 0.6701 -0.11188 0.56709 79.297 79.297 1.09E-02 22.62 40865

6989 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.40013 -0.10567 0.28195 64.499 64.499 1.62E-03 28.73 792840

6990 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.34879 -0.028805 0.30764 64.353 64.353 2.81E-03 39.32 301500

6991 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.37225 0.082664 0.44282 65.958 65.958 2.81E-03 37.91 884470

6992 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.39158 0.20411 0.5822 65.362 65.362 1.62E-03 42.09 738200

6993 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.34267 0.12911 0.45935 65.699 65.699 1.62E-03 31.68 1043900

6994 DEEVNYFPSR Unmodified _DEEVNYFPSR_ B6UHU1_MAIZE 2 628.28312 1254.5517 0.33099 -0.18428 0.13506 66.097 66.097 4.40E-05 66.13 5498000

6995 DEFEKYDK Unmodified _DEFEKYDK_ B4FR89_MAIZE 2 537.24293 1072.4713 -0.0066626 0.037864 0.0090962 41.439 41.439 1.65E-01 24.14 724850

6996 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.036337 -0.089491 -0.1348 74.309 74.309 5.06E-02 17.72 1813300

6997 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.18127 0.19496 0.0045344 75.227 75.227 3.77E-01 19.91 92345

6998 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.16366 0.10586 -0.067206 74.657 74.657 5.06E-02 25.96 717510

6999 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.067912 -0.22602 -0.30359 75.469 75.469 1.65E-01 13.11 1103700

7000 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.19602 75.141 75.141 5.88E-02 23.5

7001 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.098948 -0.059422 -0.16803 75.176 75.176 3.77E-01 6.46 922970

7002 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.056403 -0.1177 -0.18244 75.647 75.647 2.92E-02 31.37 1195900

7003 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.16244 -0.063732 -0.23651 75.524 75.524 1.90E-02 38.09 19411000

7004 DEFLSTLR Unmodified _DEFLSTLR_ B4FHT1_MAIZE 2 490.75601 979.49746 -0.065306 0.34883 0.27312 74.626 74.626 3.77E-01 20.38 492440

7005 DEFSGADIK Unmodified _DEFSGADIK_ B6T2S0_MAIZE 2 491.22982 980.44509 -0.026536 0.006503 -0.027015 53.16 53.16 1.12E-01 22.57 625000

7006 DEFSGADIK Unmodified _DEFSGADIK_ B6T2S0_MAIZE 2 491.22982 980.44509 -0.13108 -0.078177 -0.21622 52.933 52.933 3.32E-02 37.55 59597

7007 DEGFSSLWR Unmodified _DEGFSSLWR_ ADT1_MAIZE 2 548.75654 1095.4985 0.11369 0.42189 0.53153 88.502 88.502 1.12E-01 20.13 1186300

7008 DEHFAPLFEQIGK Unmodified _DEHFAPLFEQIGK_ B6SUS5_MAIZE 3 510.92442 1529.7514 -0.10577 -0.16155 -0.27354 90.966 90.966 3.08E-01 17.23 169250

7009 DEHGDGYLVDK Unmodified _DEHGDGYLVDK_ B4FSV6_MAIZE 2 624.28057 1246.5466 0.3436 -0.29508 0.052431 45.491 45.491 3.60E-06 45.65 1132600

7010 DEHLDGIR Unmodified _DEHLDGIR_ B6U0I0_MAIZE 3 318.82616 953.45666 1.4243 0.22391 1.6383 40.176 40.176 5.41E-01 19.47 939550

7011 DEHLDGIR Unmodified _DEHLDGIR_ B6U0I0_MAIZE 3 318.82616 953.45666 1.2906 0.044528 1.3262 39.441 39.441 5.41E-01 29.38 266180

7012 DEHLDGIR Unmodified _DEHLDGIR_ B6U0I0_MAIZE 2 477.73561 953.45666 -0.19077 0.067602 -0.13327 39.405 39.405 3.77E-01 19.04 270590

7013 DEHLDGIR Unmodified _DEHLDGIR_ B6U0I0_MAIZE 2 477.73561 953.45666 -0.011083 -0.10763 -0.12735 42.185 42.185 1.65E-01 22.44 169370
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7014 DEHLDPINVK Unmodified _DEHLDPINVK_ B4FV79_MAIZE 3 393.87166 1178.5932 0.49514 -0.044779 0.43974 54.758 54.758 1.00E+00 0.62 561670

7015 DEHLDPINVK Unmodified _DEHLDPINVK_ B4FV79_MAIZE 2 590.30385 1178.5932 0.11573 0.083061 0.18759 57.732 57.732 1.45E-01 33.11 1419600

7016 DEHQHWYK Unmodified _DEHQHWYK_ B4G0K5_MAIZE 3 381.50531 1141.4941 0.69028 -0.079113 0.60002 32.818 32.818 1.00E+00 3.29 116600

7017 DEHQHWYK Unmodified _DEHQHWYK_ B4G0K5_MAIZE 3 381.50531 1141.4941 0.6627 0.08018 0.73132 34.134 34.134 1.37E-01 8.98 55803

7018 DEHQHWYK Unmodified _DEHQHWYK_ B4G0K5_MAIZE 3 381.50531 1141.4941 0.6772 0.17848 0.84298 34.095 34.095 3.02E-01 14.6 214460

7019 DEHQHWYK Unmodified _DEHQHWYK_ B4G0K5_MAIZE 3 381.50531 1141.4941 0.5778 -0.30072 0.26711 34.719 34.719 3.02E-01 11.19 3077400

7020 DEHQHWYK Unmodified _DEHQHWYK_ B4G0K5_MAIZE 2 571.75433 1141.4941 0.093865 0.53853 0.62152 34.716 34.716 5.06E-02 23.17 259880

7021 DEIALWFEPK Unmodified _DEIALWFEPK_ B6TKC5_MAIZE 2 624.31897 1246.6234 0.35861 -0.082372 0.25876 106.95 106.95 1.45E-01 16.26 13374

7022 DEIALWFEPK Unmodified _DEIALWFEPK_ B6TKC5_MAIZE 2 624.31897 1246.6234 0.32114 -0.48695 -0.18329 51.501 51.501 1.00E+00 2.59 640060

7023 DEIALWFEPK Unmodified _DEIALWFEPK_ B6TKC5_MAIZE 2 624.31897 1246.6234 0.28169 0.12814 0.39122 106.34 106.34 5.76E-06 70.14 1192200

7024 DEIALWFEPK Unmodified _DEIALWFEPK_ B6TKC5_MAIZE 2 624.31897 1246.6234 0.36775 0.39286 0.74102 113.08 113.08 4.40E-02 25.45 39416

7025 DEIIEFVK Unmodified _DEIIEFVK_ Q5EUD5_MAIZE 2 496.76858 991.52261 -0.022202 -0.27111 -0.3089 80.026 80.026 1.00E+00 8.73 216340

7026 DEIIEFVK Unmodified _DEIIEFVK_ Q5EUD5_MAIZE 2 496.76858 991.52261 -0.072657 -0.20768 -0.29543 79.511 79.511 2.92E-02 26.52 318650

7027 DEIIEFVK Unmodified _DEIIEFVK_ Q5EUD5_MAIZE 2 496.76858 991.52261 -0.083491 -0.054785 -0.15288 80.051 80.051 2.92E-02 38.67 4616500

7028 DEISGVR Unmodified _DEISGVR_ Q9ZQY0_MAIZE 2 388.20087 774.38718 0.58442 -0.3935 0.18546 36.164 36.164 4.46E-01 19.4 50787

7029 DEISGVR Unmodified _DEISGVR_ Q9ZQY0_MAIZE 2 388.20087 774.38718 0.51734 0.0525 0.56222 37.771 37.771 8.04E-02 34.84 306050

7030 DEIVSEVAR Unmodified _DEIVSEVAR_ B6T3L4_MAIZE 2 509.2642 1016.5138 -0.059091 0.79529 0.7201 54.249 54.249 9.73E-03 26.24 1127800

7031 DELASTGPLATQLAEIVNQGK Unmodified _DELASTGPLATQLAEIVNQGK_ B6SLP1_MAIZE 2 1078.0657 2154.1168 1.1935 0.31214 1.4947 118.49 118.49 1.29E-11 87.71 180770

7032 DELASTGPLATQLAEIVNQGK Unmodified _DELASTGPLATQLAEIVNQGK_ B6SLP1_MAIZE 3 719.04622 2154.1168 0.78585 -0.10195 0.67359 118.5 118.5 4.34E-05 32.41 137290

7033 DELGLLHPAFK Unmodified _DELGLLHPAFK_ B6TKT5_MAIZE 2 620.34024 1238.6659 0.44134 -1.7782 -1.3455 80.548 80.548 4.48E-03 29.71 248950

7034 DELGLLHPAFK Unmodified _DELGLLHPAFK_ B6TKT5_MAIZE 2 620.34024 1238.6659 0.33719 0.11992 0.44525 80.923 80.923 5.66E-08 51.1 1376500

7035 DELGQETLLNLLLR Unmodified _DELGQETLLNLLLR_ B4FQZ2_MAIZE 2 813.95669 1625.8988 0.90499 0.19312 1.0775 126.07 126.07 2.09E-30 87.62 1623500

7036 DELGQETLLNLLLR Unmodified _DELGQETLLNLLLR_ B4FQZ2_MAIZE 2 813.95669 1625.8988 0.9567 0.25548 1.1913 126.31 126.31 8.77E-41 100.78 846000

7037 DELGQETLLNLLLR Unmodified _DELGQETLLNLLLR_ B4FQZ2_MAIZE 2 813.95669 1625.8988 1.0272 0.22428 1.2314 126.73 126.73 2.09E-30 115.36 996370

7038 DELILDGNDVELVSR Unmodified _DELILDGNDVELVSR_ B6SI39_MAIZE 2 843.93087 1685.8472 1.1005 -1.7112 -0.61527 94.945 94.945 1.60E-05 49.68 15812

7039 DELSSGLHAVSIVAK Unmodified _DELSSGLHAVSIVAK_ B6U406_MAIZE 2 763.41466 1524.8148 0.8415 -0.001185 0.83124 83.431 83.431 1.60E-05 46.81 69896

7040 DELSSGLHAVSIVAK Unmodified _DELSSGLHAVSIVAK_ B6U406_MAIZE 3 509.27887 1524.8148 -0.18658 -0.052995 -0.24944 83.435 83.435 1.00E+00 4.66 154250

7041 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.070592 -0.48147 -0.57112 71.485 71.485 9.73E-03 28.03 3141300

7042 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.14399 0.022914 -0.14176 71.67 71.67 3.21E-03 51.25 1642600

7043 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.053313 0.001357 -0.071865 72.688 72.688 9.73E-03 46.46 2061500

7044 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.047085 0.00825 -0.059346 72.227 72.227 3.21E-03 46.04 1528500

7045 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.021395 -0.21463 -0.25586 72.388 72.388 9.73E-03 36.56 573760

7046 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.081902 -0.076052 -0.17862 72.771 72.771 3.21E-03 46.35 4352600

7047 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.080432 -0.19693 -0.29736 72.611 72.611 1.12E-01 14.46 387700
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7048 DELTLEGIK Unmodified _DELTLEGIK_ B4FBK3_MAIZE 2 509.27677 1016.539 -0.095194 -1.0991 -1.2125 73.499 73.499 1.01E-02 33.61 117420

7049 DENSGNILNLVMVK Oxidation (M) _DENSGNILNLVM(ox)VK_ B6TN36_MAIZE 2 781.39816 1560.7818 0.86649 -0.05237 0.80084 97.461 97.461 7.68E-22 69.67 694310

7050 DEPDTELPPAVDGLLR Unmodified _DEPDTELPPAVDGLLR_ B6T5L0_MAIZE 2 868.9387 1735.8628 1.1143 0.17183 1.283 103.08 103.08 1.27E-09 55.55 855370

7051 DEPHECPVCSQYFVLK Unmodified _DEPHECPVCSQYFVLK_ B4FIN0_MAIZE 3 669.96948 2006.8866 0.5041 0.02792 0.54078 79.666 79.666 1.80E-11 46.65 430120

7052 DEQFSEVK Unmodified _DEQFSEVK_ A1XCI6_MAIZE 2 491.22982 980.44509 -0.061339 -0.23216 -0.30129 43.026 43.026 2.92E-02 17.87 680800

7053 DEQFSEVK Unmodified _DEQFSEVK_ A1XCI6_MAIZE 2 491.22982 980.44509 -0.022094 0.21383 0.18463 44.312 44.312 3.48E-02 34.31 484580

7054 DESSPYAAMLAAQDVAQR Unmodified _DESSPYAAMLAAQDVAQR_ B4FBS3_MAIZE 2 961.94927 1921.884 1.1989 -0.15169 1.0298 91.62 91.62 5.25E-26 71.15 520990

7055 DESSPYAAMLAAQDVAQR Unmodified _DESSPYAAMLAAQDVAQR_ B4FBS3_MAIZE 2 961.94927 1921.884 1.1656 0.14516 1.2926 92.751 92.751 1.77E-34 78.87 281040

7056 DESSPYAAMLAAQDVAQR Oxidation (M) _DESSPYAAM(ox)LAAQDVAQR_ B4FBS3_MAIZE 2 969.94673 1937.8789 1.1851 0.16476 1.3347 73.492 73.492 4.65E-12 54.55 42732

7057 DESSPYAAMLAAQDVAQR Oxidation (M) _DESSPYAAM(ox)LAAQDVAQR_ B4FBS3_MAIZE 2 969.94673 1937.8789 1.1311 -0.041312 1.0743 74.807 74.807 5.25E-26 76.52 391620

7058 DETGASPTAWAVWTR Unmodified _DETGASPTAWAVWTR_ B4F9Q1_MAIZE 2 824.39172 1646.7689 1.0402 -0.4713 0.57279 96.041 96.041 1.12E-07 51.43 557430

7059 DETGASPTTWAVWTR Unmodified _DETGASPTTWAVWTR_ B6TMD0_MAIZE 2 839.397 1676.7794 1.0511 -0.38914 0.67101 93.824 93.824 1.12E-07 44.5 424420

7060 DEVGLSLDK Unmodified _DEVGLSLDK_ Q6B7Q9_MAIZE 2 488.2533 974.49204 -0.10411 -0.024785 -0.13494 61.307 61.307 3.21E-03 41.31 997920

7061 DEVVVHSIR Unmodified _DEVVVHSIR_ B4FHY8_MAIZE 2 527.28801 1052.5615 0.018442 -0.2425 -0.22038 43.676 43.676 3.39E-01 15.24 645790

7062 DEVVVHSIR Unmodified _DEVVVHSIR_ B4FHY8_MAIZE 2 527.28801 1052.5615 -0.090055 -0.34319 -0.42834 43.301 43.301 1.00E+00 4.52 146070

7063 DEWAIK Unmodified _DEWAIK_ B4FQM2_MAIZE 2 381.19505 760.37555 0.6608 0.19752 0.83021 57.267 57.267 5.26E-01 10.18 511590

7064 DEWAIK Unmodified _DEWAIK_ B4FQM2_MAIZE 2 381.19505 760.37555 0.47291 0.087105 0.53339 57.228 57.228 2.64E-01 18.3 2355000

7065 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.042602 0.010151 -0.041401 52.317 52.317 3.64E-02 19.79 1086200

7066 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.18782 -0.015082 -0.21166 52.698 52.698 8.81E-01 7.73 66809

7067 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.14956 -0.01769 -0.17607 52.071 52.071 5.38E-01 1.11 398670

7068 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.010228 -0.001511 -0.021549 54.343 54.343 3.64E-02 21.31 512900

7069 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.01125 -0.14722 -0.16748 53.621 53.621 1.02E-01 10.61 514970

7070 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.057129 -0.007083 -0.073686 54.369 54.369 3.98E-04 30.07 1993900

7071 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 2 744.34169 1486.6688 0.83593 -0.037352 0.79004 54.371 54.371 2.50E-15 75.1 987120

7072 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 3 496.56356 1486.6688 -0.14644 -0.37743 -0.5321 55.044 55.044 7.68E-03 21.9 5150300

7073 DEYDESGPAIVHR Unmodified _DEYDESGPAIVHR_ B4FVB1_MAIZE 2 744.34169 1486.6688 0.78196 -0.18909 0.58431 55.045 55.045 4.68E-05 81.48 2972800

7074 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.090991 0.27552 0.35017 57.382 57.382 5.06E-02 34.1 2504200

7075 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.062165 0.4258 0.47075 57.783 57.783 5.06E-02 23.53 422840

7076 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 3 373.5137 1117.5193 0.5918 0.060704 0.6359 57.789 57.789 1.00E+00 7.74 534940

7077 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.10027 0.062804 0.14601 59.496 59.496 5.06E-02 26.82 1235400

7078 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.10647 0.31933 0.40957 58.826 58.826 2.92E-02 38.55 1118500

7079 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.16385 0.87961 1.0265 59.323 59.323 2.92E-02 31.7 1480000

7080 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.048199 -0.006439 0.024723 59.354 59.354 2.92E-02 28.48 8718500

7081 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 3 373.5137 1117.5193 0.63555 -0.3869 0.2334 59.771 59.771 3.02E-01 18.38 32465000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

7082 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 -0.019455 -0.24462 -0.27962 59.77 59.77 5.06E-02 27.19 29959000

7083 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 3 373.5137 1117.5193 0.75501 -0.55535 0.18421 57.798 57.798 1.00E+00 11.33 2816400

7084 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.03378 0.32965 0.34727 57.79 57.79 2.92E-02 35.32 1863500

7085 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 3 373.5137 1117.5193 0.46329 -0.1058 0.34203 60.676 60.676 1.00E+00 9.72 1519400

7086 DEYQHWIK Unmodified _DEYQHWIK_ B4G0K5_MAIZE 2 559.76691 1117.5193 0.037769 -0.084322 -0.062768 60.67 60.67 5.06E-02 33.44 972710

7087 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 2 552.75908 1103.5036 0.0782 0.079237 0.14905 50.699 50.699 5.06E-02 31.39 960690

7088 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 2 552.75908 1103.5036 -0.012628 0.2212 0.20099 50.941 50.941 1.65E-01 26.91 203350

7089 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 3 368.84181 1103.5036 0.82344 0.46716 1.2815 53.162 53.162 5.41E-01 15.13 315460

7090 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 3 368.84181 1103.5036 0.76819 0.64286 1.4014 52.489 52.489 5.41E-01 13.19 485210

7091 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 3 368.84181 1103.5036 0.70479 0.64732 1.343 53.26 53.26 9.92E-01 11.08 638330

7092 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 3 368.84181 1103.5036 0.77845 0.010583 0.78064 52.907 52.907 9.92E-01 10.1 2403000

7093 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 2 552.75908 1103.5036 0.047248 -0.032915 0.0067115 52.977 52.977 2.92E-02 29.53 1595900

7094 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 3 368.84181 1103.5036 0.72743 -0.30321 0.41736 53.502 53.502 5.41E-01 14.25 12720000

7095 DEYQHWVK Unmodified _DEYQHWVK_ B4FUK7_MAIZE 2 552.75908 1103.5036 -0.026517 0.21695 0.18233 53.519 53.519 5.06E-02 31.12 10386000

7096 DEYVDMVK Oxidation (M) _DEYVDM(ox)VK_ CH62_MAIZE 2 507.72606 1013.4376 -0.049604 0.026873 -0.02487 47.678 47.678 2.74E-01 7.6 733500

7097 DFAAQAAAK Unmodified _DFAAQAAAK_ O22453_MAIZE 2 446.72979 891.44503 0.034981 0.26972 0.27652 38.987 38.987 3.89E-04 41.31 3698100

7098 DFAAQAAAK Unmodified _DFAAQAAAK_ O22453_MAIZE 2 446.72979 891.44503 0.014769 0.30747 0.29335 41.02 41.02 9.73E-03 36.35 642270

7099 DFAAQAAAK Unmodified _DFAAQAAAK_ O22453_MAIZE 2 446.72979 891.44503 -0.0029033 -0.018644 -0.048612 38.975 38.975 1.63E-07 64.16 2511800

7100 DFAEGFLEDK Unmodified _DFAEGFLEDK_ Q5EUD9_MAIZE 2 585.76931 1169.5241 0.20744 0.24526 0.44732 87.006 87.006 2.81E-03 27.45 428690

7101 DFALVAADTSAVQSILVHK Unmodified _DFALVAADTSAVQSILVHK_ Q5XML0_MAIZE 3 662.36159 1984.0629 0.5332 -0.28669 0.24856 126.17 126.17 4.99E-02 16.48 22539

7102 DFALVAADTSAVQSILVHK Unmodified _DFALVAADTSAVQSILVHK_ Q5XML0_MAIZE 3 662.36159 1984.0629 0.48027 0.32588 0.80673 115.53 115.53 1.03E-01 5.49 846990

7103 DFALVAADTSAVQSILVHK Unmodified _DFALVAADTSAVQSILVHK_ Q5XML0_MAIZE 2 993.03875 1984.0629 1.2002 -0.30162 0.89978 115.49 115.49 4.53E-07 48.09 141140

7104 DFALVAADTSAVQSILVHK Unmodified _DFALVAADTSAVQSILVHK_ Q5XML0_MAIZE 3 662.36159 1984.0629 0.55994 -0.31523 0.24615 117.32 117.32 9.57E-01 1.33 104810

7105 DFALVAADTSAVQSILVHK Unmodified _DFALVAADTSAVQSILVHK_ Q5XML0_MAIZE 3 662.36159 1984.0629 0.50691 0.021864 0.52916 120.87 120.87 4.99E-02 13.93 98934

7106 DFAMAWSTPWGASK Oxidation (M) _DFAM(ox)AWSTPWGASK_ B6SJJ4_MAIZE 2 785.85338 1569.6922 0.91933 0.49462 1.4136 97.468 97.468 3.40E-25 60.59 543080

7107 DFAVVAADTSAVQSILVHK Unmodified _DFAVVAADTSAVQSILVHK_ B6SIM7_MAIZE 3 657.68971 1970.0473 0.53318 -0.041394 0.49676 124.66 124.66 1.00E+00 3.91 16288

7108 DFAVVAADTSAVQSILVHK Unmodified _DFAVVAADTSAVQSILVHK_ B6SIM7_MAIZE 3 657.68971 1970.0473 0.49126 0.22577 0.72245 109.89 109.89 2.05E-01 10.37 686660

7109 DFAVVAADTSAVQSILVHK Unmodified _DFAVVAADTSAVQSILVHK_ B6SIM7_MAIZE 3 657.68971 1970.0473 0.49989 0.3969 0.90088 113.07 113.07 3.70E-01 6.49 83355

7110 DFCLEQNIK Unmodified _DFCLEQNIK_ B6TYJ6_MAIZE 2 583.77915 1165.5438 0.19048 -0.028601 0.15493 71.149 71.149 3.32E-02 14.31 1420900

7111 DFDAFDLR Unmodified _DFDAFDLR_ B4FJN0_MAIZE 2 499.73253 997.45051 -0.1069 -0.15926 -0.26175 88.627 88.627 3.48E-02 39.55 334580

7112 DFDEALFK Unmodified _DFDEALFK_ B6SV64_MAIZE 2 492.73728 983.46001 -0.042861 0.37366 0.32415 82.631 82.631 5.06E-02 25.5 2552400

7113 DFDEALFK Unmodified _DFDEALFK_ B6SV64_MAIZE 2 492.73728 983.46001 -0.16318 0.20457 0.034614 82.803 82.803 2.92E-02 22.94 1686900

7114 DFDEALFK Unmodified _DFDEALFK_ B6SV64_MAIZE 2 492.73728 983.46001 -0.052722 0.14826 0.087862 83.505 83.505 1.90E-02 32.05 1365600

7115 DFDEALFK Unmodified _DFDEALFK_ B6SV64_MAIZE 2 492.73728 983.46001 -0.041551 0.18603 0.13824 83.158 83.158 5.06E-02 18.05 853010
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7116 DFDELASNVK Unmodified _DFDELASNVK_ LONH2_MAIZE 2 569.27476 1136.535 0.13072 0.31331 0.43438 70.369 70.369 1.84E-04 35.59 532710

7117 DFDEPGFLAPTGLFLGPTK Unmodified _DFDEPGFLAPTGLFLGPTK_ B6TEN9_MAIZE 2 1011.5146 2021.0146 1.2359 -0.1656 1.0823 125.3 125.3 5.92E-02 30.84 36324

7118 DFDEPGFLAPTGLFLGPTK Unmodified _DFDEPGFLAPTGLFLGPTK_ B6TEN9_MAIZE 2 1011.5146 2021.0146 1.1301 -0.22932 0.9129 123.77 123.77 4.44E-10 54.74 277370

7119 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1479 -0.022681 1.1438 102.4 102.4 5.89E-20 65.81 4268100

7120 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 3 641.32291 1920.9469 0.677 1.8628 2.5548 102.37 102.37 9.57E-01 13.85 219670

7121 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 3 641.32291 1920.9469 0.40674 0.12929 0.55543 96.203 96.203 1.03E-01 6.79 29242

7122 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 3 641.32291 1920.9469 0.26637 0.17926 0.46446 103.91 103.91 1.48E-20 58.77 867130

7123 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1926 0.14126 1.3534 107.57 107.57 2.65E-01 18.08 61964

7124 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1705 0.014396 1.2039 102.8 102.8 1.06E-14 60.31 581700

7125 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.2111 0.44792 1.6774 102.94 102.94 5.48E-24 62.65 762490

7126 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1627 0.3093 1.4906 102.84 102.84 4.53E-07 67.56 692140

7127 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.2452 0.261 1.5243 102.29 102.29 1.06E-14 56.93 693500

7128 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.2157 0.24642 1.4804 103.11 103.11 4.44E-10 78.25 669470

7129 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1937 0.096216 1.3084 102.74 102.74 4.44E-10 73.36 1114400

7130 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.1102 -0.039837 1.0894 102.76 102.76 4.44E-10 55.48 1017000

7131 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 2 961.48073 1920.9469 1.0763 -0.22138 0.87368 103.52 103.52 2.86E-31 79.84 6728500

7132 DFDEPGTLAPTGLFVGGTK Unmodified _DFDEPGTLAPTGLFVGGTK_ B4FTX3_MAIZE 3 641.32291 1920.9469 0.38574 0.11283 0.51779 103.51 103.51 2.20E-02 30.55 407690

7133 DFDGAEVLDSTELLVHDCDVLVPCALGGVLNK Unmodified _DFDGAEVLDSTELLVHDCDVLVPCALGGVLNK_ B4FFP2_MAIZE 3 1157.5654 3469.6745 1.2163 -0.064033 1.1665 129.98 129.98 1.00E+00 4.62 1334300

7134 DFDGAEVLDSTELLVHDCDVLVPCALGGVLNK Unmodified _DFDGAEVLDSTELLVHDCDVLVPCALGGVLNK_ B4FFP2_MAIZE 4 868.4259 3469.6745 1.1101 -0.22188 0.90245 129.19 129.19 1.15E-01 18.3 999850

7135 DFDIAIETFQK Unmodified _DFDIAIETFQK_ B6TJM0_MAIZE 2 663.83244 1325.6503 0.49927 0.33452 0.83071 96.131 96.131 3.60E-06 56.4 1278400

7136 DFDIAIETYQK Unmodified _DFDIAIETYQK_ B4FA63_MAIZE 2 671.8299 1341.6452 0.5726 0.44683 1.0073 84.901 84.901 1.67E-02 22.95 1000500

7137 DFDLILAMDR Oxidation (M) _DFDLILAM(ox)DR_ B6T2X9_MAIZE 2 612.80009 1223.5856 0.26637 -0.055544 0.20565 94.447 94.447 1.25E-02 16.4 122610

7138 DFDLILAMDR Unmodified _DFDLILAMDR_ B6T2X9_MAIZE 2 604.80263 1207.5907 0.27846 0.14167 0.41072 110.88 110.88 1.45E-01 13.98 31597

7139 DFDVAALEK Unmodified _DFDVAALEK_ Q5EUE0_MAIZE 2 504.25584 1006.4971 0.15006 1.3324 1.4685 77.507 77.507 3.32E-02 21.04 211990

7140 DFDVAALEK Unmodified _DFDVAALEK_ Q5EUE0_MAIZE 2 504.25584 1006.4971 -0.013131 0.21451 0.18971 78.352 78.352 3.13E-03 44.09 582160

7141 DFDVAALEK Unmodified _DFDVAALEK_ Q5EUE0_MAIZE 2 504.25584 1006.4971 0.0049134 0.54282 0.53578 77.98 77.98 9.73E-03 43.76 525270

7142 DFDVAALEK Unmodified _DFDVAALEK_ Q5EUE0_MAIZE 2 504.25584 1006.4971 -0.14896 0.050589 -0.1099 77.803 77.803 3.13E-03 55.88 4367100

7143 DFDVAALEK Unmodified _DFDVAALEK_ Q5EUE0_MAIZE 2 504.25584 1006.4971 -0.038219 0.30888 0.2599 78.447 78.447 9.73E-03 33.16 1022500

7144 DFDVAALMK Unmodified _DFDVAALMK_ Q5EUE1_MAIZE 2 505.25479 1008.495 -0.0058008 0.20357 0.18892 95.39 95.39 3.13E-03 38.79 656950

7145 DFDVAALMK Unmodified _DFDVAALMK_ Q5EUE1_MAIZE 2 505.25479 1008.495 -0.16053 0.03103 -0.13843 95.815 95.815 9.73E-03 33.82 257640

7146 DFDVAALMK Unmodified _DFDVAALMK_ Q5EUE1_MAIZE 2 505.25479 1008.495 -0.034589 0.16262 0.11896 96.089 96.089 3.13E-03 52.86 657450

7147 DFDVAALMK Unmodified _DFDVAALMK_ Q5EUE1_MAIZE 2 505.25479 1008.495 -0.023344 0.21473 0.18322 95.87 95.87 3.13E-03 52.52 630270

7148 DFDVAALMK Unmodified _DFDVAALMK_ Q5EUE1_MAIZE 2 505.25479 1008.495 -0.13582 0.16787 0.023962 95.432 95.432 3.89E-04 52.84 4635000

7149 DFDVAALMK Oxidation (M) _DFDVAALM(ox)K_ Q5EUE1_MAIZE 2 513.25224 1024.4899 -0.11697 0.75968 0.63647 73.826 73.826 9.73E-03 25.9 214200



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

7150 DFDVAALMK Oxidation (M) _DFDVAALM(ox)K_ Q5EUE1_MAIZE 2 513.25224 1024.4899 0.01421 0.15984 0.16835 74.808 74.808 3.32E-02 10.57 656250

7151 DFDVAALMK Oxidation (M) _DFDVAALM(ox)K_ Q5EUE1_MAIZE 2 513.25224 1024.4899 0.00086206 0.30377 0.30032 74.358 74.358 9.73E-03 28.13 696240

7152 DFDVAALMK Oxidation (M) _DFDVAALM(ox)K_ Q5EUE1_MAIZE 2 513.25224 1024.4899 -0.1271 0.28827 0.15641 74.391 74.391 3.89E-04 59.16 6463300

7153 DFEAAIQHYTK Unmodified _DFEAAIQHYTK_ B4FA63_MAIZE 2 661.82241 1321.6303 0.5226 -0.9246 -0.41425 72.978 72.978 5.66E-08 52.87 627040

7154 DFEAAIQHYTK Unmodified _DFEAAIQHYTK_ B4FA63_MAIZE 2 661.82241 1321.6303 0.47698 -0.41184 0.053286 72.953 72.953 3.60E-06 53.62 1405000

7155 DFEENGSMER Unmodified _DFEENGSMER_ B6T9C0_MAIZE 2 607.24313 1212.4717 0.25475 0.19434 0.43141 45.671 45.671 4.40E-05 59.32 231250

7156 DFEENGSMER Unmodified _DFEENGSMER_ B6T9C0_MAIZE 2 607.24313 1212.4717 0.28414 0.086356 0.35275 48.55 48.55 1.84E-04 47.19 604280

7157 DFEENGSMER Unmodified _DFEENGSMER_ B6T9C0_MAIZE 2 607.24313 1212.4717 0.33272 0.043464 0.35819 47.779 47.779 1.84E-04 47.74 351990

7158 DFEENGSMER Unmodified _DFEENGSMER_ B6T9C0_MAIZE 2 607.24313 1212.4717 0.2694 0.060198 0.31247 48.685 48.685 1.84E-04 51.11 796350

7159 DFEENGSMER Unmodified _DFEENGSMER_ B6T9C0_MAIZE 2 607.24313 1212.4717 0.24163 -0.014487 0.20946 48.705 48.705 5.76E-06 63.85 6631800

7160 DFEENGSMER Oxidation (M) _DFEENGSM(ox)ER_ B6T9C0_MAIZE 2 615.24059 1228.4666 0.39752 -0.077041 0.30534 36.919 36.919 9.71E-04 30.72 121080

7161 DFEENGSMER Oxidation (M) _DFEENGSM(ox)ER_ B6T9C0_MAIZE 2 615.24059 1228.4666 0.32126 -0.090584 0.21587 37.841 37.841 1.84E-04 26.28 1732800

7162 DFEIYAPNATFEDPLMR Oxidation (M) _DFEIYAPNATFEDPLM(ox)R_ B6SR37_MAIZE 2 1022.9697 2043.9248 1.1892 0.18506 1.3642 108.54 108.54 7.46E-02 34.05 383440

7163 DFEIYAPNATFEDPLMR Oxidation (M) _DFEIYAPNATFEDPLM(ox)R_ B6SR37_MAIZE 2 1022.9697 2043.9248 1.2009 1.2203 2.4103 109.5 109.5 1.43E-21 61.55 274630

7164 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 0.048988 -0.49509 -0.44763 39.831 39.831 3.32E-02 14.12 691290

7165 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 -0.11423 0.18761 0.070729 38.749 38.749 1.12E-01 17.29 291570

7166 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 0.016907 0.32605 0.34062 41.778 41.778 9.18E-02 16.23 538130

7167 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 0.016029 0.23042 0.24436 41.055 41.055 3.05E-02 14.54 560830

7168 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 -0.036019 0.053336 0.016014 41.899 41.899 3.32E-02 17.46 300220

7169 DFEMGVSNK Oxidation (M) _DFEM(ox)GVSNK_ B6T7G7_MAIZE 2 521.72913 1041.4437 -0.0089547 0.17446 0.16461 41.96 41.96 1.01E-02 28.45 1402100

7170 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 -0.043653 0.39774 0.34876 55.06 55.06 7.18E-01 8.18 3356700

7171 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 -0.134 0.22176 0.082283 54.732 54.732 3.21E-03 39.56 597840

7172 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 -0.010902 -0.094785 -0.1106 56.971 56.971 1.01E-02 21 755790

7173 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 0.004755 0.010054 0.010628 56.263 56.263 3.39E-01 3.61 508170

7174 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 -0.063011 0.053056 -0.015081 57.062 57.062 3.39E-01 6.61 3378800

7175 DFEMGVSNK Unmodified _DFEMGVSNK_ B6T7G7_MAIZE 2 513.73167 1025.4488 -0.031108 0.75633 0.71842 55.371 55.371 7.18E-01 0.33 667830

7176 DFETSSDTSLLQPGTFYLTK Unmodified _DFETSSDTSLLQPGTFYLTK_ B4FAA3_MAIZE 2 1125.5443 2249.074 1.2445 0.65061 1.9009 107.93 107.93 5.73E-03 36.15 337590

7177 DFETSSDTSLLQPGTFYLTK Unmodified _DFETSSDTSLLQPGTFYLTK_ B4FAA3_MAIZE 2 1125.5443 2249.074 1.2305 -0.11897 1.1179 108.35 108.35 1.74E-02 27.67 141440

7178 DFETSSDTSLLQPGTFYLTK Unmodified _DFETSSDTSLLQPGTFYLTK_ B4FAA3_MAIZE 2 1125.5443 2249.074 1.1985 0.051594 1.2566 108.48 108.48 1.65E-04 45.85 185680

7179 DFETSSDTSLLQPGTFYLTK Unmodified _DFETSSDTSLLQPGTFYLTK_ B4FAA3_MAIZE 2 1125.5443 2249.074 1.2453 0.20886 1.4606 108.71 108.71 9.41E-18 55.3 280650

7180 DFEVAIQHYTK Unmodified _DFEVAIQHYTK_ B6TJM0_MAIZE 2 675.83806 1349.6616 0.57173 -0.46974 0.097814 70.6 70.6 4.43E-05 41.77 612110

7181 DFEYSPEAQESR Unmodified _DFEYSPEAQESR_ B4FMY6_MAIZE 2 729.3126 1456.6107 0.78737 0.022037 0.79085 58.953 58.953 2.62E-07 30.71 732790

7182 DFEYSPEAQESR Unmodified _DFEYSPEAQESR_ B4FMY6_MAIZE 2 729.3126 1456.6107 0.78402 0.20961 0.97478 60.575 60.575 2.62E-07 39.59 243940

7183 DFEYSPEAQESR Unmodified _DFEYSPEAQESR_ B4FMY6_MAIZE 2 729.3126 1456.6107 0.73403 0.14503 0.86066 61.182 61.182 7.61E-14 75.96 2520400
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7184 DFFDAFVAAMLK Oxidation (M) _DFFDAFVAAM(ox)LK_ B4FBI1_MAIZE 2 695.83921 1389.6639 0.63169 0.11543 0.74996 122.25 122.25 6.74E-02 20.99 396070

7185 DFFQVGR Unmodified _DFFQVGR_ B4FK58_MAIZE 2 434.71923 867.4239 -0.11965 0.33759 0.23665 73.837 73.837 4.46E-01 19.41 2070100

7186 DFFYQPLEAK Unmodified _DFFYQPLEAK_ B6U9L0_MAIZE 2 629.31115 1256.6077 0.33359 0.97786 1.2999 87.831 87.831 1.84E-04 32.31 5553500

7187 DFGFVHFAER Unmodified _DFGFVHFAER_ B4F9N8_MAIZE 2 612.79345 1223.5724 0.30155 0.3842 0.6966 85.772 85.772 1.84E-04 30.68 238510

7188 DFGFVHFAER Unmodified _DFGFVHFAER_ B4F9N8_MAIZE 2 612.79345 1223.5724 0.35962 0.26016 0.63075 86.158 86.158 5.76E-06 45.91 607120

7189 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.0033992 0.1972 0.20004 56.506 56.506 8.04E-02 25.91 5873500

7190 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.11114 -0.22757 -0.33247 56.195 56.195 8.04E-02 27.18 1467700

7191 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.0053276 0.28995 0.28889 58.385 58.385 1.00E+00 2.14 2296400

7192 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.016967 0.16957 0.15767 57.712 57.712 4.46E-01 20.84 1977400

7193 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.032882 0.32929 0.30138 58.318 58.318 4.46E-01 10.96 831850

7194 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.030616 0.26911 0.24404 58.478 58.478 8.04E-02 27.69 5230800

7195 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 -0.039585 0.38556 0.35042 59.035 59.035 7.83E-01 12.86 1872400

7196 DFGIECR Unmodified _DFGIECR_ B4FBC2_MAIZE 2 448.70017 895.3858 0.030176 0.28132 0.31613 56.825 56.825 7.83E-01 7.39 622950

7197 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.54249 0.67804 1.2259 97.457 97.457 1.00E+00 2.6 242360

7198 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.51928 0.43074 0.95582 99.527 99.527 4.96E-02 14.91 176060

7199 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.48394 0.42728 0.91799 98.161 98.161 1.00E+00 16.51 328620

7200 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.48662 0.24125 0.73433 99.746 99.746 2.73E-06 47.21 429570

7201 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.52631 0.41017 0.94264 99.617 99.617 4.48E-03 25.5 501120

7202 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.52273 0.12717 0.65631 99.13 99.13 4.96E-02 12.16 278290

7203 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.5243 -0.26883 0.2626 98.25 98.25 1.47E-01 10.85 302410

7204 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.44267 0.39844 0.8471 97.789 97.789 1.62E-12 74.98 4828700

7205 DFGSAVWDMIR Oxidation (M) _DFGSAVWDM(ox)IR_ B4F9K0_MAIZE 2 656.80316 1311.5918 0.43279 0.21241 0.65128 99.409 99.409 5.66E-08 46.55 7418900

7206 DFGSAVWDMIR Unmodified _DFGSAVWDMIR_ B4F9K0_MAIZE 2 648.80571 1295.5969 0.46855 0.18058 0.65231 118.79 118.79 1.67E-02 18.74 101810

7207 DFGSAVWDMIR Unmodified _DFGSAVWDMIR_ B4F9K0_MAIZE 2 648.80571 1295.5969 0.52614 0.35865 0.88781 118.95 118.95 3.60E-06 38.41 185000

7208 DFGSAVWDMIR Unmodified _DFGSAVWDMIR_ B4F9K0_MAIZE 2 648.80571 1295.5969 0.53231 0.13223 0.66851 118.89 118.89 3.57E-04 58.51 129650

7209 DFGSPVWR Unmodified _DFGSPVWR_ B4FQL2_MAIZE 2 482.23778 962.46102 -0.019636 0.10679 0.10051 73.711 73.711 1.65E-01 22.18 1059600

7210 DFGSPVWR Unmodified _DFGSPVWR_ B4FQL2_MAIZE 2 482.23778 962.46102 -0.16566 0.18554 0.032198 73.96 73.96 3.77E-01 16.64 204980

7211 DFGSPVWR Unmodified _DFGSPVWR_ B4FQL2_MAIZE 2 482.23778 962.46102 -0.064512 0.10233 0.05047 73.909 73.909 3.77E-01 19.76 592650

7212 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.81874 0.29762 1.1271 61.936 61.936 1.00E+00 4.13 1039900

7213 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.6729 0.027277 0.71305 62.583 62.583 1.00E+00 12.23 261760

7214 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.80214 -0.23423 0.58051 63.869 63.869 1.00E+00 7.67 386960

7215 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.7828 -0.004163 0.79104 63.255 63.255 1.00E+00 12.13 415330

7216 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.74274 0.087288 0.8435 63.635 63.635 1.00E+00 11.58 337200

7217 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 3 368.85394 1103.54 0.75144 0.16983 0.93304 63.867 63.867 1.00E+00 9.88 7271700
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7218 DFHGAVPSFK Unmodified _DFHGAVPSFK_ B4FBJ5_MAIZE 2 552.77727 1103.54 -0.0073044 0.24413 0.24855 63.863 63.863 1.25E-02 30.91 3851800

7219 DFHGGSIPSELPLPSAPGVTPR Unmodified _DFHGGSIPSELPLPSAPGVTPR_ B6UF04_MAIZE 3 744.38669 2230.1382 0.881 0.69683 1.5827 90.54 90.54 1.44E-03 20.61 281400

7220 DFIHDIGEK Unmodified _DFIHDIGEK_ B4F9K0_MAIZE 3 358.51358 1072.5189 0.93365 -0.17836 0.75166 68.801 68.801 8.75E-03 39.01 2134600

7221 DFIVQGGDPTGTGR Unmodified _DFIVQGGDPTGTGR_ B4FUB5_MAIZE 2 710.34678 1418.679 0.61154 -0.3818 0.25905 66.436 66.436 7.68E-22 83.15 858670

7222 DFLDAVNK Unmodified _DFLDAVNK_ B4FQJ6_MAIZE 2 461.23745 920.46035 0.04577 -0.54993 -0.50988 71.46 71.46 2.92E-02 38.47 315600

7223 DFLDAVNK Unmodified _DFLDAVNK_ B4FQJ6_MAIZE 2 461.23745 920.46035 0.028093 -0.022352 -0.001024 70.969 70.969 1.00E+00 7.2 234040

7224 DFLDAVNK Unmodified _DFLDAVNK_ B4FQJ6_MAIZE 2 461.23745 920.46035 -0.023155 0.25419 0.22527 71.612 71.612 1.90E-02 27.29 968110

7225 DFLFGIGEDK Unmodified _DFLFGIGEDK_ B6U4S2_MAIZE 2 570.78222 1139.5499 0.073961 0.13652 0.21455 100.68 100.68 3.43E-01 11.09 66810

7226 DFLGGSKPNLADLAVFGVLRPIR Unmodified _DFLGGSKPNLADLAVFGVLRPIR_ B4F8B3_MAIZE 3 819.13218 2454.3747 0.95901 0.25624 1.2126 130.2 130.2 8.99E-06 31.37 1741300

7227 DFLHWWTK Unmodified _DFLHWWTK_ B4FBW1_MAIZE 2 566.78236 1131.5502 0.18995 0.17884 0.37278 98.93 98.93 2.92E-02 33.19 466230

7228 DFLHWWTK Unmodified _DFLHWWTK_ B4FBW1_MAIZE 3 378.19066 1131.5502 0.74956 -0.32313 0.43265 98.932 98.932 3.02E-01 10.63 266790

7229 DFLHWWTK Unmodified _DFLHWWTK_ B4FBW1_MAIZE 2 566.78236 1131.5502 0.11403 0.15394 0.2733 99.654 99.654 2.92E-02 22.87 193970

7230 DFLHWWTK Unmodified _DFLHWWTK_ B4FBW1_MAIZE 3 378.19066 1131.5502 0.40254 0.11157 0.51909 100.96 100.96 6.27E-01 1.54 446150

7231 DFLHWWTK Unmodified _DFLHWWTK_ B4FBW1_MAIZE 2 566.78236 1131.5502 0.045746 0.40585 0.45562 100.96 100.96 2.92E-02 36.32 541820

7232 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.33711 -0.082853 0.23218 90.164 90.164 2.81E-03 32.17 2532000

7233 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.31349 -0.2604 0.031009 90.828 90.828 2.81E-03 29.33 652000

7234 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.36315 -0.22278 0.11928 90.929 90.929 1.62E-03 31.19 834500

7235 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.37906 -0.42902 -0.071322 90.713 90.713 1.62E-03 38.63 464960

7236 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.40772 -0.49429 -0.10692 90.49 90.49 1.45E-01 36.58 281090

7237 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 2 622.37408 1242.7336 0.33662 0.12864 0.44376 90.844 90.844 1.84E-04 40.68 2051900

7238 DFLLKPELLR Unmodified _DFLLKPELLR_ B6TE13_MAIZE 3 415.25181 1242.7336 0.21782 0.002307 0.19741 90.849 90.849 1.00E+00 6.27 2554500

7239 DFLLTAR Unmodified _DFLLTAR_ B6SIV4_MAIZE 2 418.23725 834.45995 0.21264 -0.11078 0.093594 70.816 70.816 4.49E-02 30.52 5729100

7240 DFLLTAR Unmodified _DFLLTAR_ B6SIV4_MAIZE 2 418.23725 834.45995 -0.15743 -0.02925 -0.19375 71.666 71.666 4.49E-02 32.31 7869000

7241 DFLLTAR Unmodified _DFLLTAR_ B6SIV4_MAIZE 2 418.23725 834.45995 0.15901 0.089763 0.2398 72.296 72.296 4.46E-01 21.76 952090

7242 DFLLTAR Unmodified _DFLLTAR_ B6SIV4_MAIZE 2 418.23725 834.45995 0.21275 0.29848 0.50036 71.199 71.199 4.46E-01 18.38 828770

7243 DFLLTAR Unmodified _DFLLTAR_ B6SIV4_MAIZE 2 418.23725 834.45995 -0.014675 0.30519 0.28192 73.119 73.119 4.46E-01 17.93 749500

7244 DFLPENCGCK Unmodified _DFLPENCGCK_ B4FPL1_MAIZE 2 620.26027 1238.506 0.16584 -0.38434 -0.20628 58.002 58.002 4.40E-02 29.52 720690

7245 DFMIQGGDFLK Oxidation (M) _DFM(ox)IQGGDFLK_ B6TBT3_MAIZE 2 643.80791 1285.6013 0.38407 0.39433 0.78847 89.965 89.965 1.47E-01 21.31 974810

7246 DFNSYGSR Unmodified _DFNSYGSR_ B4FIT6_MAIZE 2 473.20668 944.39881 -0.045397 0.29774 0.24511 41.981 41.981 1.90E-02 51.09 3238800

7247 DFNSYGSR Unmodified _DFNSYGSR_ B4FIT6_MAIZE 2 473.20668 944.39881 -0.1798 0.25766 0.071102 40.944 40.944 5.06E-02 19.56 687870

7248 DFNSYGSR Unmodified _DFNSYGSR_ B4FIT6_MAIZE 2 473.20668 944.39881 -0.081341 0.23395 0.14506 44.018 44.018 1.65E-01 19.46 2700900

7249 DFNSYGSR Unmodified _DFNSYGSR_ B4FIT6_MAIZE 2 473.20668 944.39881 -0.11954 -0.01704 -0.1417 43.274 43.274 1.90E-02 49.69 8103500

7250 DFPLAIYPVDK Unmodified _DFPLAIYPVDK_ B6TE21_MAIZE 2 639.34245 1276.6703 0.42233 0.40007 0.81741 98.27 98.27 3.57E-04 37.99 1037200

7251 DFPLAIYPVDK Unmodified _DFPLAIYPVDK_ B6TE21_MAIZE 2 639.34245 1276.6703 0.38632 0.29102 0.67228 98.045 98.045 1.67E-02 41.24 884080
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7252 DFPLGDLPMLEVLR Unmodified _DFPLGDLPMLEVLR_ B6U033_MAIZE 2 807.93163 1613.8487 1.0164 -0.098714 0.91345 128.27 128.27 2.00E-19 70.06 248390

7253 DFPLGDLPMLEVLR Oxidation (M) _DFPLGDLPM(ox)LEVLR_ B6U033_MAIZE 2 815.92909 1629.8436 0.067491 122.03 122.03 6.73E-08 32.34

7254 DFPLGDLPMLEVLR Oxidation (M) _DFPLGDLPM(ox)LEVLR_ B6U033_MAIZE 2 815.92909 1629.8436 0.067491 122.68 122.68 7.13E-04 22.97

7255 DFPLSGYVEVR Unmodified _DFPLSGYVEVR_ Q5K097_MAIZE 2 641.32733 1280.6401 0.35992 0.27511 0.63754 94.021 94.021 5.66E-08 40.81 1077300

7256 DFPLSGYVEVR Unmodified _DFPLSGYVEVR_ Q5K097_MAIZE 2 641.32733 1280.6401 0.40295 -0.083421 0.32237 94.884 94.884 1.00E+00 0.61 88763

7257 DFPVPYVNTTVEEDDNTVGGGYQK Unmodified _DFPVPYVNTTVEEDDNTVGGGYQK_ B6TU01_MAIZE 3 882.07316 2643.1977 1.0779 0.10844 1.2001 96.161 96.161 6.07E-03 26.71 144720

7258 DFPVPYVNTTVEEDDNTVGGGYQK Unmodified _DFPVPYVNTTVEEDDNTVGGGYQK_ B6TU01_MAIZE 2 1322.6061 2643.1977 1.0929 0.11033 1.2169 96.179 96.179 1.50E-08 72.16 118020

7259 DFQAVLK Unmodified _DFQAVLK_ B6ST94_MAIZE 2 410.7318 819.44905 0.26816 0.37825 0.64143 47.902 47.902 7.83E-01 11.99 667180

7260 DFQAVLK Unmodified _DFQAVLK_ B6ST94_MAIZE 2 410.7318 819.44905 0.24613 -0.001401 0.23958 48.231 48.231 7.83E-01 17.73 2871100

7261 DFQAVLK Unmodified _DFQAVLK_ B6ST94_MAIZE 2 410.7318 819.44905 0.066806 0.14638 0.20978 64.996 64.996 1.86E-01 22.48 230200

7262 DFSTAILER Unmodified _DFSTAILER_ B6SLG1_MAIZE 2 526.27456 1050.5346 -0.018822 -3.3155 -3.341 79.999 79.999 9.73E-03 41.68 2146500

7263 DFSTAILER Unmodified _DFSTAILER_ B6SLG1_MAIZE 2 526.27456 1050.5346 -0.047171 -1.1595 -1.218 79.622 79.622 3.13E-03 48.47 6155200

7264 DFSWTNSMLAWQR Unmodified _DFSWTNSMLAWQR_ B6STI3_MAIZE 2 821.37756 1640.7406 1.1007 0.17445 1.2711 101.82 101.82 1.00E-11 56.36 401880

7265 DFTLDPVNFPAGPMR Unmodified _DFTLDPVNFPAGPMR_ B6ST72_MAIZE 2 838.90869 1675.8028 1.0713 0.007362 1.0869 106.53 106.53 6.53E-30 64.03 297000

7266 DFVAAEFR Unmodified _DFVAAEFR_ B6UGW2_MAIZE 2 477.73762 953.46068 -0.26981 0.2835 0.010562 72.041 72.041 2.92E-02 43.38 637060

7267 DFVEACK Unmodified _DFVEACK_ B6TL91_MAIZE 2 434.6971 867.37965 0.12987 0.4124 0.54614 43.707 43.707 4.49E-02 30.13 1334700

7268 DFVLVLNK Unmodified _DFVLVLNK_ CAMT1_MAIZE 2 474.28166 946.54877 -0.079962 0.39269 0.30995 83.164 83.164 5.06E-02 21.68 789180

7269 DFVLVLNK Unmodified _DFVLVLNK_ CAMT1_MAIZE 2 474.28166 946.54877 -0.13254 -0.10095 -0.2341 82.654 82.654 5.06E-02 31.44 3861000

7270 DFVPSALAFLMNGEPDIVK Oxidation (M) _DFVPSALAFLM(ox)NGEPDIVK_ B4F9D4_MAIZE 2 1040.027 2078.0394 1.1289 -0.46045 0.66873 122.8 122.8 4.53E-07 44.64 349470

7271 DFVPSALAFLMNGEPDIVK Oxidation (M) _DFVPSALAFLM(ox)NGEPDIVK_ B4F9D4_MAIZE 2 1040.027 2078.0394 1.2037 0.53315 1.7358 123.07 123.07 5.92E-02 16.6 406840

7272 DFVPSALAFLMNGEPDIVK Oxidation (M) _DFVPSALAFLM(ox)NGEPDIVK_ B4F9D4_MAIZE 2 1040.027 2078.0394 1.2673 -0.28336 0.98455 122.41 122.41 1.30E-03 34.78 339890

7273 DFVPSALAFLMNGEPDIVK Oxidation (M) _DFVPSALAFLM(ox)NGEPDIVK_ B4F9D4_MAIZE 2 1040.027 2078.0394 1.2187 0.25504 1.4736 123.49 123.49 5.07E-01 11.43 561650

7274 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.1928 -0.025416 1.1645 122.49 122.49 7.11E-03 20.72 1343000

7275 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.1834 -0.14925 1.0314 122.89 122.89 5.57E-58 112.1 2681000

7276 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 3 714.02588 2139.0558 0.73336 0.20701 0.93644 123.08 123.08 5.27E-03 21.38 362560

7277 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.1146 -0.2661 0.84535 123.12 123.12 2.86E-31 69.7 3014600

7278 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.1646 -0.074444 1.0869 123.16 123.16 1.08E-64 73.38 1209000

7279 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.2194 -0.1399 1.0762 122.53 122.53 1.08E-64 99.64 2283700

7280 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 3 714.02588 2139.0558 0.72006 0.012505 0.72867 122.53 122.53 1.00E+00 0.4 454920

7281 DFVPSALAFLMNNETDIVK Oxidation (M) _DFVPSALAFLM(ox)NNETDIVK_ B6U8D3_MAIZE 2 1070.5352 2139.0558 1.1757 -0.006126 1.1667 123.55 123.55 5.36E-73 94.13 4717200

7282 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.1064 0.21436 1.3158 126.37 126.37 1.00E+00 1.3 2611900

7283 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 3 708.69424 2123.0609 0.70427 0.52759 1.2263 126.37 126.37 9.90E-01 3.12 1214100

7284 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.2349 0.31594 1.5461 126.79 126.79 1.30E-03 38.47 250380

7285 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.3152 0.47575 1.7857 127.07 127.07 4.44E-10 56.86 256740
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7286 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.3523 0.27654 1.6239 127.43 127.43 4.53E-07 39.7 57665

7287 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.3325 -0.59268 0.73574 126.95 126.95 5.63E-03 25.94 202000

7288 DFVPSALAFLMNNETDIVK Unmodified _DFVPSALAFLMNNETDIVK_ B6U8D3_MAIZE 2 1062.5377 2123.0609 1.251 0.79961 2.0449 127.81 127.81 1.06E-14 72.62 784900

7289 DFWSELFK Unmodified _DFWSELFK_ B6SM05_MAIZE 2 536.26092 1070.5073 -0.052001 0.17106 0.11554 123.73 123.73 1.65E-01 12.24 319370

7290 DFYGALEAAYK Unmodified _DFYGALEAAYK_ B4FS35_MAIZE 2 624.30078 1246.587 0.3242 0.61601 0.91533 94.155 94.155 1.62E-12 66.08 773390

7291 DGAQQIISATTAAAK Unmodified _DGAQQIISATTAAAK_ B6UE89_MAIZE 2 723.38336 1444.7522 0.78414 0.075971 0.84567 73.424 73.424 2.05E-04 46.55 369670

7292 DGASGGVVR Unmodified _DGASGGVVR_ B4FNK1_MAIZE 2 409.21177 816.40898 0.461 -3.1972 -2.709 22.256 22.256 9.73E-03 59.76 35196

7293 DGASGGVVR Unmodified _DGASGGVVR_ B4FNK1_MAIZE 2 409.21177 816.40898 0.12185 0.41792 0.55861 24.199 24.199 7.18E-01 31.02 35807

7294 DGASGVSIAER Unmodified _DGASGVSIAER_ B4FQW1_MAIZE 2 531.26473 1060.5149 0.023564 1.7975 1.8091 47.011 47.011 4.96E-02 28.99 1258200

7295 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 2 884.43867 1766.8628 1.0711 0.30918 1.3848 92.311 92.311 9.46E-03 47.87 127400

7296 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 3 589.96154 1766.8628 0.15658 0.14901 0.3109 94.793 94.793 7.63E-01 8.41 66557

7297 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 2 884.43867 1766.8628 1.0784 0.072277 1.1552 89.503 89.503 1.02E-04 73.63 747290

7298 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 3 589.96154 1766.8628 0.11662 0.22962 0.35022 89.505 89.505 1.67E-02 18.7 3993200

7299 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 3 589.96154 1766.8628 0.16257 0.15541 0.32223 88.311 88.311 4.93E-01 10.99 168150

7300 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 3 589.96154 1766.8628 0.084315 0.3303 0.41899 91.039 91.039 1.03E-03 33.06 21220000

7301 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 2 884.43867 1766.8628 1.0238 -0.19549 0.8329 91.028 91.028 7.01E-14 61.81 4794200

7302 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 3 589.96154 1766.8628 0.17078 0.36765 0.54262 93.857 93.857 2.60E-01 11.04 681430

7303 DGATNPTFLYFSHGLK Unmodified _DGATNPTFLYFSHGLK_ B4FL17_MAIZE 2 884.43867 1766.8628 1.0879 0.01618 1.1083 93.898 93.898 5.51E-02 29.67 111860

7304 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.20513 0.18065 0.38623 61.233 61.233 1.11E-04 56.67 2573400

7305 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.18302 0.75042 0.93245 61.788 61.788 2.00E-01 17.21 30758

7306 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.15628 0.13951 0.29637 61.259 61.259 1.68E-09 61.63 611650

7307 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.21031 0.050986 0.26198 62.819 62.819 1.00E+00 3.96 1108600

7308 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.20897 0.020527 0.22956 62.128 62.128 7.72E-03 32.18 1312800

7309 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.1896 0.059029 0.24886 62.595 62.595 6.74E-02 7.28 1230700

7310 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.18603 -0.087626 0.098251 62.898 62.898 2.62E-07 65.75 3683000

7311 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.11252 -0.022928 0.090159 63.317 63.317 2.62E-07 38.4 18771000

7312 DGAVVLAPVNPK Unmodified _DGAVVLAPVNPK_ B4FUK7_MAIZE 2 590.34024 1178.6659 0.17828 0.40886 0.58748 63.897 63.897 1.98E-03 28.2 149850

7313 DGAYHYSLGR Unmodified _DGAYHYSLGR_ B4FQS1_MAIZE 3 380.18072 1137.5203 0.63094 -0.26553 0.35454 48.988 48.988 1.25E-01 22.96 3135000

7314 DGAYHYSLGR Unmodified _DGAYHYSLGR_ B4FQS1_MAIZE 2 569.76744 1137.5203 0.086899 0.18545 0.25995 48.988 48.988 1.62E-03 33.79 932930

7315 DGDEVFIK Unmodified _DGDEVFIK_ B6T4Q3_MAIZE 2 461.72946 921.44436 0.62294 59.546 59.546 2.39E-06 48.13

7316 DGDGVVYPWETFK Unmodified _DGDGVVYPWETFK_ B6SZC4_MAIZE 2 756.85391 1511.6933 0.87441 -0.10917 0.78052 105.45 105.45 6.20E-03 19.61 108410

7317 DGDIQELKLDL Unmodified _DGDIQELKLDL_ B4FCR0_MAIZE 2 629.8299 1257.6452 0.29729 0.34495 0.63002 96.477 96.477 3.83E-01 26.82 95546

7318 DGDKPHEMVF Unmodified _DGDKPHEMVF_ B4F9G6_MAIZE 2 587.76351 1173.5125 0.19811 2.932 3.1298 55.686 55.686 1.45E-01 26.47 3495200

7319 DGDKPHEMVF Unmodified _DGDKPHEMVF_ B4F9G6_MAIZE 2 587.76351 1173.5125 0.18434 -0.13586 0.054016 56.508 56.508 3.43E-01 23.11 348040
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7320 DGDKPHEMVF Oxidation (M) _DGDKPHEM(ox)VF_ B4F9G6_MAIZE 2 595.76096 1189.5074 0.20872 -0.060845 0.15683 44.255 44.255 1.22E-01 26.77 462350

7321 DGDLLFSCAK Unmodified _DGDLLFSCAK_ B6SSB6_MAIZE 2 563.26588 1124.5172 0.035124 0.044681 0.08532 74.611 74.611 1.25E-02 41.92 3376900

7322 DGDTHLLDDNAK Unmodified _DGDTHLLDDNAK_ B4FB72_MAIZE 3 438.53712 1312.5895 0.025547 0.12622 0.15039 47.037 47.037 6.54E-02 21.25 468610

7323 DGDVALFFGLSGTGK Unmodified _DGDVALFFGLSGTGK_ PEPCK_MAIZE 2 742.37501 1482.7355 0.85383 -0.12952 0.74445 109.49 109.49 2.37E-16 80.21 296060

7324 DGDVALFFGLSGTGK Unmodified _DGDVALFFGLSGTGK_ PEPCK_MAIZE 2 742.37501 1482.7355 0.80925 0.34343 1.1715 109.7 109.7 1.02E-23 67.85 286690

7325 DGDVALFFGLSGTGK Unmodified _DGDVALFFGLSGTGK_ PEPCK_MAIZE 2 742.37501 1482.7355 0.81733 0.63907 1.4757 109.9 109.9 2.37E-16 75.11 369480

7326 DGDVALFFGLSGTGK Unmodified _DGDVALFFGLSGTGK_ PEPCK_MAIZE 2 742.37501 1482.7355 0.84311 0.20655 1.0693 109.43 109.43 1.02E-23 81.91 550420

7327 DGEAAGPVIR Unmodified _DGEAAGPVIR_ B4FV61_MAIZE 2 492.75908 983.50361 -0.089315 -0.34652 -0.44356 42.237 42.237 2.81E-03 37.54 443870

7328 DGEIEAILK Unmodified _DGEIEAILK_ B4FEK7_MAIZE 2 494.27149 986.52843 -0.15187 3.7501 3.561 67.494 67.494 1.00E+00 5.37 523020

7329 DGEIEAILK Unmodified _DGEIEAILK_ B4FEK7_MAIZE 2 494.27149 986.52843 -0.039985 -0.38929 -0.459 68.426 68.426 7.18E-01 8.95 435430

7330 DGEIEAILK Unmodified _DGEIEAILK_ B4FEK7_MAIZE 2 494.27149 986.52843 -0.0089329 3.2349 3.19 67.885 67.885 7.18E-01 15.89 927050

7331 DGEIEAILK Unmodified _DGEIEAILK_ B4FEK7_MAIZE 2 494.27149 986.52843 -0.044054 3.6919 3.6095 68.183 68.183 1.12E-01 20.53 1020900

7332 DGEIPIPYKPDVDVEK Unmodified _DGEIPIPYKPDVDVEK_ B4F9K0_MAIZE 3 605.31213 1812.9145 0.32049 0.2327 0.54715 79.615 79.615 1.00E+00 2.03 866470

7333 DGEIPIPYKPDVDVEK Unmodified _DGEIPIPYKPDVDVEK_ B4F9K0_MAIZE 3 605.31213 1812.9145 0.23269 -0.32642 -0.099615 79.941 79.941 1.00E+00 4.34 208280

7334 DGEIPIPYKPDVDVEK Unmodified _DGEIPIPYKPDVDVEK_ B4F9K0_MAIZE 3 605.31213 1812.9145 0.18146 0.012349 0.18786 80.224 80.224 4.32E-02 21.36 14466000

7335 DGEIPIPYKPDVDVEK Unmodified _DGEIPIPYKPDVDVEK_ B4F9K0_MAIZE 2 907.46455 1812.9145 1.1475 -0.082526 1.0596 80.214 80.214 7.01E-14 51.24 2705500

7336 DGEPLTVVSR Unmodified _DGEPLTVVSR_ B6SZN0_MAIZE 2 536.7853 1071.556 0.029684 0.73735 0.77155 58.513 58.513 1.45E-01 22.38 1133600

7337 DGEPLTVVSR Unmodified _DGEPLTVVSR_ B6SZN0_MAIZE 2 536.7853 1071.556 0.018953 -0.13486 -0.10926 53.62 53.62 1.00E+00 1.77 402770

7338 DGEQSPGATMTSAEK Oxidation (M) _DGEQSPGATM(ox)TSAEK_ B6SWM0_MAIZE 2 762.82776 1523.641 0.95313 0.057437 1.0056 29.12 29.12 3.96E-01 13.64 19536

7339 DGEQSPGATMTSAEK Oxidation (M) _DGEQSPGATM(ox)TSAEK_ B6SWM0_MAIZE 2 762.82776 1523.641 1.0051 0.092514 1.0932 28.363 28.363 1.65E-02 25.7 10374

7340 DGEQSPGATMTSAEK Oxidation (M) _DGEQSPGATM(ox)TSAEK_ B6SWM0_MAIZE 2 762.82776 1523.641 0.95253 -0.14701 0.80232 29.062 29.062 4.63E-02 36 135200

7341 DGEQSPGATMTSAEK Oxidation (M) _DGEQSPGATM(ox)TSAEK_ B6SWM0_MAIZE 2 762.82776 1523.641 0.92517 0.005326 0.92567 29.903 29.903 7.29E-01 19.65 10597

7342 DGEQSPGATMTSAEK Unmodified _DGEQSPGATMTSAEK_ B6SWM0_MAIZE 2 754.8303 1507.6461 0.87299 0.014578 0.88123 44.434 44.434 1.12E-07 61.14 487860

7343 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 2 1254.1137 2506.2129 1.2036 0.38375 1.5957 116.21 116.21 1.57E-15 79.92 512160

7344 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 2 1254.1137 2506.2129 1.3074 0.073564 1.3898 116.58 116.58 6.48E-10 87.06 206000

7345 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 3 836.41156 2506.2129 1.0155 0.1378 1.162 116.61 116.61 2.48E-05 25.67 145250

7346 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 2 1254.1137 2506.2129 1.1562 0.47254 1.637 116.69 116.69 2.64E-19 75.79 254030

7347 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 3 836.41156 2506.2129 1.0432 0.25867 1.3096 116.68 116.68 2.48E-05 29.49 259490

7348 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 2 1254.1137 2506.2129 1.2074 0.43525 1.6509 116.68 116.68 8.42E-06 39.56 110220

7349 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 3 836.41156 2506.2129 1.0523 0.014122 1.0756 116.18 116.18 1.84E-07 33.19 1105000

7350 DGETFSNISPNAVNAVTWGVFPGK Unmodified _DGETFSNISPNAVNAVTWGVFPGK_ MTHR1_MAIZE 2 1254.1137 2506.2129 1.2083 0.21562 1.4324 116.19 116.19 5.11E-31 121.29 1459400

7351 DGFELVK Unmodified _DGFELVK_ B4FP01_MAIZE 2 404.21599 806.41742 0.36639 -0.21023 0.15521 65.092 65.092 4.46E-01 29.49 531470

7352 DGFFSVK Unmodified _DGFFSVK_ B4FUZ2_MAIZE 2 400.20288 798.3912 0.39245 0.012725 0.42266 71.811 71.811 4.46E-01 30.88 1026000

7353 DGFIIR Unmodified _DGFIIR_ B4FL64_MAIZE 2 360.70559 719.39662 0.93432 0.24987 1.1788 62.115 62.115 5.26E-01 32.3 1066500



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

7354 DGFIIR Unmodified _DGFIIR_ B4FL64_MAIZE 2 360.70559 719.39662 0.80735 0.11868 0.92093 62.329 62.329 5.26E-01 27.51 79616

7355 DGFIIR Unmodified _DGFIIR_ B4FL64_MAIZE 2 360.70559 719.39662 0.92102 0.05919 0.97557 63.345 63.345 2.64E-01 32.56 132570

7356 DGFIIR Unmodified _DGFIIR_ B4FL64_MAIZE 2 360.70559 719.39662 0.93842 0.21171 1.1443 62.562 62.562 5.26E-01 36.01 917940

7357 DGFNPEIYPALWSDYYNK Unmodified _DGFNPEIYPALWSDYYNK_ B6T0Y0_MAIZE 2 1096.5022 2190.9898 1.1721 -1.2276 -0.068162 117.34 117.34 3.69E-03 39.78 216890

7358 DGFPANADDIFITDGASPGVHMMMQLLIR 3 Oxidation (M) _DGFPANADDIFITDGASPGVHM(ox)M(ox)M(ox)QLLIR_ B6TBZ8_MAIZE 3 1060.8315 3179.4726 1.2592 -0.24925 1.0154 105.15 105.15 4.21E-05 46.72 435590

7359 DGFSSINFLVDDVLETK Unmodified _DGFSSINFLVDDVLETK_ B4G050_MAIZE 2 949.97274 1897.9309 1.217 -0.10234 1.1228 127.78 127.78 1.51E-07 42.8 82043

7360 DGFSSINFLVDDVLETK Unmodified _DGFSSINFLVDDVLETK_ B4G050_MAIZE 2 949.97274 1897.9309 1.195 -0.030813 1.1721 128.28 128.28 4.07E-45 98.2 959490

7361 DGFSSINFLVDDVLETK Unmodified _DGFSSINFLVDDVLETK_ B4G050_MAIZE 2 949.97274 1897.9309 1.2159 0.66853 1.8909 127.46 127.46 3.42E-29 102.73 266140

7362 DGFVGLLSNLIGETAHLQNDPPTYRPQEER Unmodified _DGFVGLLSNLIGETAHLQNDPPTYRPQEER_ B6TIJ2_MAIZE 3 1122.8953 3365.664 1.2495 0.076201 1.321 131.3 131.3 1.04E-04 22.77 736650

7363 DGFVGLLSNLIGETAHLQNDPPTYRPQEER Unmodified _DGFVGLLSNLIGETAHLQNDPPTYRPQEER_ B6TIJ2_MAIZE 4 842.42328 3365.664 0.88657 -0.14931 0.73254 131.32 131.32 1.87E-02 16.82 3391000

7364 DGGGGYGGGGGYGGGGGYGGGGGGYGGGNR Unmodified _DGGGGYGGGGGYGGGGGYGGGGGGYGGGNR_ B6STA5_MAIZE 2 1184.4715 2366.9285 1.0984 -0.002872 1.1351 57.947 57.947 4.06E-33 159.67 1746800

7365 DGGGGYGGGGGYGGGGGYGGGGGGYGGGNR Unmodified _DGGGGYGGGGGYGGGGGYGGGGGGYGGGNR_ B6STA5_MAIZE 3 789.98345 2366.9285 0.9007 -0.037939 0.90228 57.937 57.937 3.27E-70 90.48 1296000

7366 DGGGSMFGGIGSTIAQGMAFGTGSAMAHR 3 Oxidation (M) _DGGGSM(ox)FGGIGSTIAQGM(ox)AFGTGSAM(ox)AHR_ B4FPU2_MAIZE 3 926.40739 2776.2003 1.1057 -0.47851 0.64372 87.124 87.124 1.18E-06 25.2 752480

7367 DGGGSMFGGIGSTIAQGMAFGTGSAMAHR 2 Oxidation (M) _DGGGSMFGGIGSTIAQGM(ox)AFGTGSAM(ox)AHR_ B4FPU2_MAIZE 3 921.07575 2760.2054 1.1292 -0.24433 0.89974 97.617 97.617 1.18E-06 37.5 169220

7368 DGGGSMFGGIGSTIAQGMAFGTGSAMAHR 2 Oxidation (M) _DGGGSMFGGIGSTIAQGM(ox)AFGTGSAM(ox)AHR_ B4FPU2_MAIZE 3 921.07575 2760.2054 1.1249 -0.41062 0.72979 98.265 98.265 1.70E-08 41.1 233920

7369 DGGGSMFGGIGSTIAQGMAFGTGSAMAHR 2 Oxidation (M) _DGGGSM(ox)FGGIGSTIAQGMAFGTGSAM(ox)AHR_ B4FPU2_MAIZE 3 921.07575 2760.2054 1.115 -0.38997 0.74056 104.85 104.85 1.72E-04 28.67 277700

7370 DGGGYGGGGGGYGGGR Unmodified _DGGGYGGGGGGYGGGR_ Q8S2Y8_MAIZE 2 650.7687 1299.5228 0.46757 -0.097078 0.4062 40.145 40.145 7.42E-06 64.92 146640

7371 DGGMWWVK Oxidation (M) _DGGM(ox)WWVK_ Q38JE3_MAIZE 2 497.7262 993.43784 -0.12857 0.20035 0.085457 73.759 73.759 5.06E-02 23.4 67084

7372 DGGNVNDVVFSNIK Unmodified _DGGNVNDVVFSNIK_ B6T994_MAIZE 2 739.36771 1476.7209 0.90628 0.6935 1.6083 78.571 78.571 1.95E-13 76.71 260390

7373 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 0.029842 0.26479 0.29557 39.525 39.525 3.13E-03 44.7 649160

7374 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 -0.0076153 0.26618 0.26063 41.455 41.455 3.21E-03 38.95 710610

7375 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 -0.015079 0.13333 0.12 40.73 40.73 3.13E-03 50.93 1955300

7376 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 -0.06369 0.25889 0.19654 41.505 41.505 3.21E-03 39.49 940360

7377 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 -0.060671 0.20448 0.14541 41.657 41.657 3.13E-03 43.59 5381300

7378 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 0.012515 -0.30079 -0.28462 44.705 44.705 1.00E+00 7.98 289830

7379 DGGSDYLGK Unmodified _DGGSDYLGK_ B6T3P9_MAIZE 2 456.20889 910.40323 -0.14161 0.42231 0.28267 42.696 42.696 1.00E+00 2.19 81688

7380 DGGVPPPSVLPSFQEIK Unmodified _DGGVPPPSVLPSFQEIK_ B4F9T3_MAIZE 2 883.9698 1765.9251 1.1253 -0.35093 0.78222 95.278 95.278 1.51E-07 37.64 563040

7381 DGILESLAR Unmodified _DGILESLAR_ B6TBZ8_MAIZE 2 487.26928 972.52401 -0.1697 0.08208 -0.1119 81.397 81.397 7.18E-01 22.24 155730

7382 DGILESLAR Unmodified _DGILESLAR_ B6TBZ8_MAIZE 2 487.26928 972.52401 -0.077529 -0.074905 -0.17703 82.146 82.146 1.01E-02 36.31 2664100

7383 DGILSSLAR Unmodified _DGILSSLAR_ Q5GAU1_MAIZE 2 466.264 930.51345 -0.1694 0.11134 -0.077413 77.008 77.008 7.18E-01 24.12 270920

7384 DGILSSLAR Unmodified _DGILSSLAR_ Q5GAU1_MAIZE 2 466.264 930.51345 -0.084848 -0.001315 -0.10474 77.819 77.819 9.73E-03 36.89 9291800

7385 DGIPECGLLQNCLEELATR Unmodified _DGIPECGLLQNCLEELATR_ B4FF90_MAIZE 2 1094.5223 2187.03 1.2512 1.0748 2.3204 120.17 120.17 5.89E-20 79.24 367240

7386 DGIVLGVEK Unmodified _DGIVLGVEK_ B4FU37_MAIZE 2 465.26875 928.52295 -0.07179 0.13154 0.059869 62.328 62.328 1.01E-02 25.04 1597700

7387 DGKEVYFR Unmodified _DGKEVYFR_ B4FIT6_MAIZE 3 338.50654 1012.4978 1.2047 -0.057316 1.1379 44.181 44.181 3.02E-01 14.72 422900
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7388 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.67723 -0.45416 0.23097 66.306 66.306 2.99E-03 35.36 26050000

7389 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.042697 -0.52223 -0.47064 66.315 66.315 4.40E-02 28.33 16230000

7390 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.7739 -0.059222 0.72131 69.646 69.646 3.83E-02 24.55 627260

7391 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.039563 -0.40773 -0.35823 67.051 67.051 1.45E-01 27.98 4730500

7392 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.062709 -0.2372 -0.16674 67.989 67.989 1.45E-01 24.51 7789500

7393 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.76077 -0.37243 0.39765 71.049 71.049 2.99E-03 33.19 301030

7394 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.05073 -0.33157 -0.27235 67.384 67.384 1.45E-01 19.77 7183400

7395 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.53831 -0.2975 0.25032 67.654 67.654 2.99E-03 33.33 7906700

7396 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.0080332 0.24342 0.259 67.661 67.661 1.45E-01 28.39 5428100

7397 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.058359 0.01588 0.082306 67.833 67.833 4.40E-02 34.68 8426700

7398 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.6281 -0.61207 0.026066 67.86 67.86 2.99E-03 31.25 66024000

7399 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 -0.02319 -0.14548 -0.16101 67.849 67.849 2.81E-03 32.76 49995000

7400 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.71132 -0.007563 0.71081 71.007 71.007 1.26E-02 25.09 1830100

7401 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.0068432 -0.027266 -0.012657 71 71 1.25E-02 34.59 712600

7402 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.73415 0.43907 1.181 66.952 66.952 3.83E-02 27.54 2397100

7403 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 2 559.31623 1116.6179 0.026828 0.063828 0.098899 66.959 66.959 1.45E-01 15.56 1232600

7404 DGKPFVDVLK Unmodified _DGKPFVDVLK_ B4FAL9_MAIZE 3 373.21325 1116.6179 0.47964 -0.086381 0.40111 69.248 69.248 1.26E-02 30.77 657900

7405 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 3 337.87809 1010.6124 1.2287 -0.060981 1.1473 48.614 48.614 9.39E-03 27.8 3816300

7406 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 2 506.31349 1010.6124 -0.044553 -0.035254 -0.099848 48.616 48.616 3.39E-01 24.09 2532100

7407 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 3 337.87809 1010.6124 1.126 0.11038 1.2149 48.879 48.879 8.40E-02 22.58 904220

7408 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 2 506.31349 1010.6124 -0.15093 -0.16766 -0.33822 48.884 48.884 3.39E-01 18.94 446650

7409 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 3 337.87809 1010.6124 1.2898 0.024834 1.2933 51.076 51.076 2.35E-02 34.2 973380

7410 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 2 506.31349 1010.6124 -0.0035811 -0.30962 -0.33246 51.074 51.074 1.00E+00 10.83 396970

7411 DGKPIQLIK Unmodified _DGKPIQLIK_ Q6IUP7_MAIZE 3 337.87809 1010.6124 1.2622 -0.025516 1.2157 50.772 50.772 2.35E-02 32.4 1114900

7412 DGKPVLIELIDAK Unmodified _DGKPVLIELIDAK_ B6SQ61_MAIZE 3 470.94494 1409.813 0.020019 -0.026176 -0.022396 94.926 94.926 2.66E-01 15.37 206960

7413 DGKPVLIELIDAK Unmodified _DGKPVLIELIDAK_ B6SQ61_MAIZE 3 470.94494 1409.813 0.045913 -0.14033 -0.11046 94.74 94.74 2.66E-01 22.99 177410

7414 DGKPVLIELIDAK Unmodified _DGKPVLIELIDAK_ B6SQ61_MAIZE 3 470.94494 1409.813 -0.0074686 -0.00112 -0.026018 94.487 94.487 1.41E-02 35.67 229340

7415 DGKPVLIELIDAK Unmodified _DGKPVLIELIDAK_ B6SQ61_MAIZE 3 470.94494 1409.813 -0.038705 -0.012559 -0.067748 94.863 94.863 1.41E-02 48.57 1611500

7416 DGKPVLIELIDAK Unmodified _DGKPVLIELIDAK_ B6SQ61_MAIZE 2 705.91377 1409.813 0.71445 0.1059 0.80349 94.88 94.88 6.20E-03 28.3 962000

7417 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 2 524.2953 1046.576 -0.0094471 0.014867 -0.0052064 40.302 40.302 1.12E-01 23.19 2290000

7418 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 1.0715 0.21552 1.2749 40.306 40.306 2.35E-02 39.11 3679800

7419 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 0.91503 0.15042 1.0554 41.009 41.009 8.40E-02 16.49 28689

7420 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 2 524.2953 1046.576 -0.10354 0.1615 0.047977 39.965 39.965 1.12E-01 24.16 734620

7421 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 0.97529 0.034421 0.99945 39.967 39.967 9.39E-03 22.3 1070800



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

7422 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 2 524.2953 1046.576 -0.012594 0.054281 0.030584 42.51 42.51 3.39E-01 16.39 1094000

7423 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 1.1026 -0.045091 1.0472 42.518 42.518 9.53E-03 35.11 1604600

7424 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 2 524.2953 1046.576 -0.019753 -0.23553 -0.26501 41.81 41.81 3.39E-01 20.77 2146500

7425 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 0.97351 -0.18107 0.78227 41.812 41.812 9.39E-03 34.2 5177000

7426 DGKPYIQVK Unmodified _DGKPYIQVK_ B4FW90_MAIZE 3 349.86596 1046.576 0.81879 -0.077853 0.731 42.444 42.444 9.53E-03 37.36 25682000

7427 DGLAPASSDLVGTLPAPFFDVPTLIESFK Unmodified _DGLAPASSDLVGTLPAPFFDVPTLIESFK_ B4FHG3_MAIZE 3 1002.19 3003.5481 1.2275 0.10327 1.337 130.24 130.24 7.83E-20 51.18 2644100

7428 DGLAPASSDLVGTLPAPFFDVPTLIESFK Unmodified _DGLAPASSDLVGTLPAPFFDVPTLIESFK_ B4FHG3_MAIZE 3 1002.19 3003.5481 1.4147 0.11066 1.5313 131.79 131.79 1.14E-15 49.65 11606000

7429 DGLAPASSDLVGTLPAPFFDVPTLIESFK Unmodified _DGLAPASSDLVGTLPAPFFDVPTLIESFK_ B4FHG3_MAIZE 3 1002.19 3003.5481 1.3006 -0.11606 1.1912 131.06 131.06 1.14E-15 51.5 42517000

7430 DGLAPASSDLVGTLPAPFFDVPTLIESFK Unmodified _DGLAPASSDLVGTLPAPFFDVPTLIESFK_ B4FHG3_MAIZE 2 1502.7813 3003.5481 1.2087 -0.29618 0.91923 131.06 131.06 1.85E-04 38.72 5118100

7431 DGLSPASSDQVFTLPGPDFDVPTLLAAFK Unmodified _DGLSPASSDQVFTLPGPDFDVPTLLAAFK_ B4FH68_MAIZE 3 1002.5096 3004.507 1.208 0.33333 1.5525 129.96 129.96 1.18E-06 26.31 522320

7432 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.55231 0.14777 0.70374 81.096 81.096 4.48E-03 35.08 660430

7433 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.48263 -0.017692 0.46982 81.186 81.186 4.43E-05 56.71 794800

7434 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.5075 -0.17587 0.33622 81.933 81.933 3.57E-04 39.37 1438100

7435 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.52366 -0.17113 0.35728 81.567 81.567 1.36E-04 54.76 1696500

7436 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.49753 -0.28593 0.2174 81.304 81.304 3.57E-04 39.37 831130

7437 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.50022 -0.017782 0.48667 82.033 82.033 1.30E-03 55.92 2077900

7438 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.44619 -0.28558 0.16587 81.851 81.851 6.12E-08 60.49 16793000

7439 DGLVLMEDDFR Oxidation (M) _DGLVLM(ox)EDDFR_ B4FAG0_MAIZE 2 663.30573 1324.5969 0.46711 -0.02268 0.44861 81.225 81.225 1.36E-04 36.05 1422800

7440 DGLVLMEDDFR Unmodified _DGLVLMEDDFR_ B4FAG0_MAIZE 2 655.30828 1308.602 0.074125 96.959 96.959 1.65E-01 7.5

7441 DGLVLMEDDFR Unmodified _DGLVLMEDDFR_ B4FAG0_MAIZE 2 655.30828 1308.602 0.43047 -0.081516 0.35011 96.492 96.492 3.60E-06 63.47 7307300

7442 DGLVLMEDDFRER Unmodified _DGLVLMEDDFRER_ B4FAG0_MAIZE 3 532.25585 1593.7457 0.11238 0.47224 0.57738 85.933 85.933 1.00E+00 1.53 250590

7443 DGLVLMEDDFRER Unmodified _DGLVLMEDDFRER_ B4FAG0_MAIZE 3 532.25585 1593.7457 -0.073505 0.06917 -0.010531 86.353 86.353 1.00E+00 0.95 1898500

7444 DGLVLMEDDFRER Unmodified _DGLVLMEDDFRER_ B4FAG0_MAIZE 2 797.88013 1593.7457 0.98598 -0.20565 0.77479 86.348 86.348 3.13E-02 20.28 544210

7445 DGNPFAR Unmodified _DGNPFAR_ B4FB16_MAIZE 2 388.68793 775.3613 0.31747 0.36035 0.67218 45.631 45.631 8.04E-02 37.13 224780

7446 DGNQIFVK Unmodified _DGNQIFVK_ B6SLS0_MAIZE 2 460.74544 919.47633 -0.14117 0.30478 0.16423 50.014 50.014 1.65E-01 33.03 233340

7447 DGNQYLINLIDSPGHVDFSSEVTAALR Unmodified _DGNQYLINLIDSPGHVDFSSEVTAALR_ B6U0S1_MAIZE 3 977.82095 2930.441 1.1498 0.16713 1.315 123.05 123.05 1.07E-83 108.46 9395600

7448 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.26579 0.037932 0.296 52.853 52.853 1.98E-03 54.75 6336700

7449 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.25953 0.073487 0.3261 52.524 52.524 1.11E-04 34.89 1465700

7450 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.27849 0.19821 0.46814 54.773 54.773 2.62E-07 61.99 3078700

7451 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.26972 0.1888 0.45123 54.021 54.021 2.62E-07 61.74 4706500

7452 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.22474 0.20933 0.42682 54.741 54.741 1.98E-03 51.87 4182200

7453 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.23111 -0.080078 0.14299 54.878 54.878 1.11E-04 53.59 12661000

7454 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.17282 -0.066524 0.098195 55.548 55.548 2.62E-07 59.65 77829000

7455 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.24685 -0.3432 -0.10385 58.667 58.667 6.74E-02 26.27 2205100
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7456 DGNVVLAPANPR Unmodified _DGNVVLAPANPR_ B4G0K5_MAIZE 2 611.83057 1221.6466 0.21567 -0.1387 0.069859 56.094 56.094 7.72E-03 43.77 1205300

7457 DGNYDLNFK Unmodified _DGNYDLNFK_ B4G191_MAIZE 2 543.24855 1084.4825 0.0036113 0.29521 0.28895 67.14 67.14 3.39E-01 20.78 3162300

7458 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.2368 0.15867 0.38261 86.263 86.263 5.66E-08 71.26 10648000

7459 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.17726 0.19112 0.35585 87.242 87.242 4.43E-05 54.66 117220

7460 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.22529 -0.049363 0.16321 86.602 86.602 5.66E-08 73.85 7731700

7461 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.22693 0.031059 0.24472 87.034 87.034 5.66E-08 79.57 11019000

7462 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.14602 -0.85844 -0.72368 90.791 90.791 7.60E-01 13.41 146490

7463 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.20464 0.032578 0.22382 86.687 86.687 3.60E-06 79.09 18352000

7464 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.33504 -0.11292 0.2104 90.505 90.505 4.96E-02 20.35 249240

7465 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.11855 0.17811 0.28453 86.376 86.376 5.66E-08 72.59 23487000

7466 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.31084 0.16323 0.46137 90.139 90.139 1.67E-02 35.55 263970

7467 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.27788 0.057214 0.3231 87.072 87.072 3.60E-06 79.01 2274100

7468 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.21173 0.61148 0.80948 86.763 86.763 5.66E-08 67.01 3287400

7469 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.16285 0.091935 0.24189 86.375 86.375 3.83E-01 16.45 4007500

7470 DGPALQVELLR Unmodified _DGPALQVELLR_ B6U4D6_MAIZE 2 605.84314 1209.6717 0.17876 0.050916 0.21805 87.687 87.687 5.66E-08 64.52 4035800

7471 DGPPVNFLTPVNPIEEVEGATK Unmodified _DGPPVNFLTPVNPIEEVEGATK_ B6TCZ1_MAIZE 2 1162.0944 2322.1743 1.222 0.19534 1.4189 120.06 120.06 4.20E-18 84.68 670090

7472 DGPQLDIR Unmodified _DGPQLDIR_ B6UCZ5_MAIZE 2 457.24052 912.46649 -0.20746 -0.34044 -0.55095 55.614 55.614 7.88E-01 14.47 452530

7473 DGPQLDIR Unmodified _DGPQLDIR_ B6UCZ5_MAIZE 2 457.24052 912.46649 0.099796 1.0558 1.1503 57.748 57.748 7.88E-01 7.96 554780

7474 DGPQLDIR Unmodified _DGPQLDIR_ B6UCZ5_MAIZE 2 457.24052 912.46649 -0.038493 -0.17689 -0.21874 56.991 56.991 3.77E-01 38.25 2321900

7475 DGPQLYMIEPSGVSYK Unmodified _DGPQLYMIEPSGVSYK_ B4FU37_MAIZE 2 892.43219 1782.8498 1.1133 0.090794 1.1959 89.575 89.575 7.73E-25 66.78 1447000

7476 DGPQLYMIEPSGVSYK Unmodified _DGPQLYMIEPSGVSYK_ B4FU37_MAIZE 2 892.43219 1782.8498 1.0623 -0.30302 0.75136 89.68 89.68 1.27E-09 58.05 747700

7477 DGPQLYMIEPSGVSYK Oxidation (M) _DGPQLYM(ox)IEPSGVSYK_ B4FU37_MAIZE 2 900.42965 1798.8448 1.1757 -1.2072 -0.035345 81.129 81.129 9.46E-03 19.55 18723

7478 DGPQLYMIEPSGVSYK Oxidation (M) _DGPQLYM(ox)IEPSGVSYK_ B4FU37_MAIZE 2 900.42965 1798.8448 1.1092 -0.24044 0.86282 80.538 80.538 1.06E-06 61.25 145850

7479 DGPQLYMIEPSGVSYK Oxidation (M) _DGPQLYM(ox)IEPSGVSYK_ B4FU37_MAIZE 2 900.42965 1798.8448 1.0571 0.097178 1.1483 80.414 80.414 1.09E-40 69.95 2040000

7480 DGPQLYMIEPSGVSYK Oxidation (M) _DGPQLYM(ox)IEPSGVSYK_ B4FU37_MAIZE 2 900.42965 1798.8448 1.056 0.34734 1.3972 80.943 80.943 9.26E-47 74.67 1832300

7481 DGPSDTYPLAK Unmodified _DGPSDTYPLAK_ B4FAR3_MAIZE 2 582.28259 1162.5506 0.14365 -0.13288 0.0051968 55.082 55.082 4.48E-03 60.6 594480

7482 DGPSLMPGGSFEAYK Oxidation (M) _DGPSLM(ox)PGGSFEAYK_ Q9SBJ3_MAIZE 2 786.35596 1570.6974 0.93052 0.12487 1.0528 75.484 75.484 1.65E-02 25.6 199440

7483 DGPSLMPGGSFEAYK Oxidation (M) _DGPSLM(ox)PGGSFEAYK_ Q9SBJ3_MAIZE 2 786.35596 1570.6974 0.91938 0.080062 0.99796 76.325 76.325 2.05E-04 48.51 405080

7484 DGPSLMPGGSFEAYK Oxidation (M) _DGPSLM(ox)PGGSFEAYK_ Q9SBJ3_MAIZE 2 786.35596 1570.6974 0.94405 0.1285 1.0711 75.917 75.917 6.37E-03 36.02 360940

7485 DGPSLMPGGSFEAYK Oxidation (M) _DGPSLM(ox)PGGSFEAYK_ Q9SBJ3_MAIZE 2 786.35596 1570.6974 0.91625 -0.14311 0.77116 76.484 76.484 1.60E-05 56.66 2390600

7486 DGPSLMPGGSFEAYK Unmodified _DGPSLMPGGSFEAYK_ Q9SBJ3_MAIZE 2 778.3585 1554.7024 0.90777 0.24773 1.151 87.667 87.667 3.88E-01 8.13 102400

7487 DGPSLMPGGSFEAYK Unmodified _DGPSLMPGGSFEAYK_ Q9SBJ3_MAIZE 2 778.3585 1554.7024 0.95223 0.22701 1.1748 84.951 84.951 1.65E-02 33.17 402970

7488 DGPSLMPGGSFEAYK Unmodified _DGPSLMPGGSFEAYK_ Q9SBJ3_MAIZE 2 778.3585 1554.7024 0.91348 -0.13061 0.77816 88.188 88.188 1.26E-03 30.67 2036700

7489 DGPYMPTLR Oxidation (M) _DGPYM(ox)PTLR_ B6SUK1_MAIZE 2 533.25532 1064.4961 -0.047927 -0.48607 -0.53568 53.189 53.189 1.00E+00 17.66 491860
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7490 DGPYMPTLR Oxidation (M) _DGPYM(ox)PTLR_ B6SUK1_MAIZE 2 533.25532 1064.4961 -0.03436 0.41765 0.37876 53.686 53.686 1.00E+00 5.41 641720

7491 DGPYMPTLR Unmodified _DGPYMPTLR_ B6SUK1_MAIZE 2 525.25786 1048.5012 -0.04141 0.176 0.12762 69.029 69.029 1.00E+00 5.54 496960

7492 DGPYMPTLR Unmodified _DGPYMPTLR_ B6SUK1_MAIZE 2 525.25786 1048.5012 -0.11903 0.095065 -0.029433 70.935 70.935 3.39E-01 22.72 944270

7493 DGSAAVLANSLPSQGAIETLR Unmodified _DGSAAVLANSLPSQGAIETLR_ B6SU38_MAIZE 2 1035.5449 2069.0753 1.1279 0.063546 1.1796 93.802 93.802 2.39E-60 86.83 842440

7494 DGSALREEEVLAHCR Unmodified _DGSALREEEVLAHCR_ B6UBI2_MAIZE 3 581.28105 1740.8213 0.20305 -0.38666 -0.19568 58.827 58.827 1.29E-02 21.15 688610

7495 DGSGTVAVADLR Unmodified _DGSGTVAVADLR_ B4FNQ8_MAIZE 2 580.79893 1159.5833 0.10133 0.099334 0.21041 61.342 61.342 7.72E-03 45.1 899010

7496 DGSQLDLLTVNETAQEALPEAK Unmodified _DGSQLDLLTVNETAQEALPEAK_ B4FWK0_MAIZE 2 1171.5897 2341.1649 1.3047 0.1773 1.4691 102.04 102.04 6.76E-08 63.84 254080

7497 DGSSAGPLFGLK Unmodified _DGSSAGPLFGLK_ B4FYD7_MAIZE 2 574.80095 1147.5873 0.084667 0.17139 0.25792 79.703 79.703 1.98E-03 44.13 2145100

7498 DGSVEALLSGDPAK Unmodified _DGSVEALLSGDPAK_ B6SJ37_MAIZE 2 679.84354 1357.6725 0.54564 0.20052 0.73937 83.871 83.871 1.49E-02 23.11 273650

7499 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 2 688.32479 1374.635 0.63644 0.021382 0.66575 58.888 58.888 7.72E-03 34.1 618000

7500 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 0.017586 0.25126 0.27556 62.176 62.176 1.00E+00 8.39 1053100

7501 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 -0.12891 0.17443 0.052274 62.502 62.502 1.00E+00 3.17 249880

7502 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 2 688.32479 1374.635 0.61349 -0.40053 0.22126 60.983 60.983 6.74E-02 39.13 340100

7503 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 -0.038234 0.33154 0.30047 63.796 63.796 1.00E+00 4.97 576170

7504 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 2 688.32479 1374.635 0.56866 -0.20335 0.37391 60.875 60.875 1.60E-02 29.13 6753600

7505 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 -0.088737 -0.11824 -0.19851 60.872 60.872 1.00E+00 2.84 15959000

7506 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 -0.076897 -0.1728 -0.24277 63.852 63.852 1.79E-02 24.72 13007000

7507 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 2 688.32479 1374.635 0.58794 -0.1728 0.42255 63.859 63.859 1.60E-02 38.61 4604200

7508 DGTCAWLRPDGK Unmodified _DGTCAWLRPDGK_ B4FUE7_MAIZE 3 459.21895 1374.635 0.063953 -0.38892 -0.31698 62.568 62.568 1.00E+00 1.35 193080

7509 DGTISVASAFAGYQEAVQDR Unmodified _DGTISVASAFAGYQEAVQDR_ A1YLY4_MAIZE 2 1042.9978 2083.9811 1.1757 0.074917 1.2514 105.67 105.67 4.56E-22 104.46 154570

7510 DGTIVMIPGQGTPLTIEQSQKEEK Oxidation (M) _DGTIVM(ox)IPGQGTPLTIEQSQKEEK_ B6T6A1_MAIZE 3 872.44594 2614.316 1.0695 0.049524 1.1178 83.086 83.086 2.84E-01 9.33 244630

7511 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.2954 0.63008 1.9157 120.48 120.48 1.51E-46 102.8 372020

7512 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.2698 0.84255 2.1023 120.83 120.83 1.84E-40 98.56 213580

7513 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.2484 0.12808 1.3671 121.05 121.05 1.51E-46 102.88 406320

7514 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.1774 -0.29471 0.87402 121.01 121.01 2.86E-31 84.11 456180

7515 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.2573 -0.39108 0.85811 120.4 120.4 4.44E-10 71.71 313810

7516 DGTLAYVEDVAEGLESAPK Unmodified _DGTLAYVEDVAEGLESAPK_ B6TDE0_MAIZE 2 982.47838 1962.9422 1.19 0.062913 1.2433 120.76 120.76 5.57E-58 90.84 5381500

7517 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.028631 0.034936 0.004294 79.204 79.204 1.00E+00 36.45 3136000

7518 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.17965 0.039823 -0.14059 80.05 80.05 1.00E+00 14.25 134110

7519 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.10769 -0.16296 -0.27236 79.542 79.542 1.12E-01 16.22 762170

7520 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.0096043 0.099289 0.087025 80.232 80.232 1.12E-01 40.14 1501300

7521 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.023935 0.15537 0.1291 79.84 79.84 1.12E-01 37.24 2099300

7522 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.11234 -0.21623 -0.32946 79.72 79.72 3.39E-01 20.84 1903300

7523 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.075946 -0.097705 -0.17486 80.213 80.213 1.12E-01 41.06 10694000
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7524 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.14032 -0.33961 -0.48114 80.079 80.079 1.01E-02 39.98 54510000

7525 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.051313 -0.73138 -0.78349 79.552 79.552 7.18E-01 8.47 656110

7526 DGTNIVLWK Unmodified _DGTNIVLWK_ B4G0K5_MAIZE 2 523.28747 1044.5604 -0.14511 0.38935 0.24253 80.891 80.891 1.12E-01 33.47 1474700

7527 DGTNLLGGPTWSVPLGR Unmodified _DGTNLLGGPTWSVPLGR_ B6SMR2_MAIZE 2 870.45739 1738.9002 1.117 0.37962 1.507 105.7 105.7 2.72E-05 44.01 366330

7528 DGTNVEDAFQCIVK Unmodified _DGTNVEDAFQCIVK_ B4FI29_MAIZE 2 798.37213 1594.7297 0.97865 -0.018398 0.97133 92.91 92.91 1.95E-13 63.73 639980

7529 DGTNVEDAFQCIVK Unmodified _DGTNVEDAFQCIVK_ B4FI29_MAIZE 2 798.37213 1594.7297 0.91865 -0.05718 0.87339 93.976 93.976 2.25E-03 32.11 85179

7530 DGTNVEDAFQCIVK Unmodified _DGTNVEDAFQCIVK_ B4FI29_MAIZE 2 798.37213 1594.7297 0.91252 -0.3307 0.59399 93.088 93.088 2.00E-19 65.02 773620

7531 DGTNVEDAFQCIVK Unmodified _DGTNVEDAFQCIVK_ B4FI29_MAIZE 2 798.37213 1594.7297 0.88003 0.47592 1.3676 94.062 94.062 2.25E-03 54.61 231310

7532 DGTTTAGNSSQVSDGAGAVLLMK Oxidation (M) _DGTTTAGNSSQVSDGAGAVLLM(ox)K_ B4FBK8_MAIZE 2 1098.5261 2195.0376 1.1933 -0.19617 1.0074 71.479 71.479 1.74E-18 64.85 1333000

7533 DGTTTAGNSSQVSDGAGAVLLMK Oxidation (M) _DGTTTAGNSSQVSDGAGAVLLM(ox)K_ B4FBK8_MAIZE 3 732.68647 2195.0376 0.81032 -0.41075 0.4095 71.507 71.507 1.27E-06 62.18 1093800

7534 DGTTTAGNSSQVSDGAGAVLLMK Unmodified _DGTTTAGNSSQVSDGAGAVLLMK_ B4FBK8_MAIZE 2 1090.5286 2179.0427 1.1999 -0.042629 1.1649 81.297 81.297 2.53E-26 103.39 1586100

7535 DGTTTAGNSSQVSDGAGAVLLMK Unmodified _DGTTTAGNSSQVSDGAGAVLLMK_ B4FBK8_MAIZE 3 727.35484 2179.0427 0.80844 -0.045841 0.77022 81.299 81.299 1.00E+00 6.47 671780

7536 DGTVVLQFEVR Unmodified _DGTVVLQFEVR_ B6TNF1_MAIZE 2 631.8406 1261.6667 0.34929 0.081892 0.44755 88.775 88.775 1.47E-01 15.83 1282500

7537 DGTVVLQFEVR Unmodified _DGTVVLQFEVR_ B6TNF1_MAIZE 2 631.8406 1261.6667 0.009511 87.548 87.548 1.65E-01 4.67

7538 DGVITIVDGK Unmodified _DGVITIVDGK_ B4FMM3_MAIZE 2 508.78476 1015.555 -0.060315 0.033121 -0.010747 69.507 69.507 2.81E-03 54.14 1074800

7539 DGVITIVDGK Unmodified _DGVITIVDGK_ B4FMM3_MAIZE 2 508.78476 1015.555 -0.050078 0.64458 0.6089 70.043 70.043 1.45E-01 18.58 843800

7540 DGVLYVTVPR Unmodified _DGVLYVTVPR_ B6TMR8_MAIZE 2 559.81386 1117.6132 -0.0053229 -0.0595 -0.052134 77.407 77.407 1.45E-01 11.27 47685

7541 DGVLYVTVPR Unmodified _DGVLYVTVPR_ B6TMR8_MAIZE 2 559.81386 1117.6132 -0.015258 0.41767 0.41495 78.332 78.332 1.45E-01 13.65 1577600

7542 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.67168 0.18489 0.85587 123.48 123.48 1.56E-17 85.88 9237300

7543 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.68232 -0.06577 0.61543 123.83 123.83 4.93E-21 94.03 3129100

7544 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.69041 -0.12829 0.56107 124.06 124.06 2.50E-15 73.03 3128000

7545 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.69984 -0.027003 0.67285 124 124 1.56E-17 74.23 2076100

7546 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.65332 0.027932 0.68052 123.35 123.35 2.50E-15 75.45 1480700

7547 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.66341 -0.26081 0.40259 124.41 124.41 1.15E-02 47.4 534420

7548 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.67212 0.20815 0.87929 123.72 123.72 6.20E-03 46.17 5529000

7549 DGVTLLWDLAEGK Unmodified _DGVTLLWDLAEGK_ B4FKM1_MAIZE 2 708.8721 1415.7296 0.77503 0.40167 1.1752 124 124 3.13E-02 50.45 141310

7550 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 3 524.95086 1571.8308 0.010799 -0.20428 -0.19715 113.5 113.5 1.00E+00 14.48 2635700

7551 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 2 786.92265 1571.8308 0.90111 -0.66934 0.22862 113.43 113.43 3.49E-01 19.54 1025700

7552 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 3 524.95086 1571.8308 -0.092557 -0.097796 -0.19537 114.07 114.07 6.81E-01 27.25 873290

7553 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 3 524.95086 1571.8308 0.04797 -0.27296 -0.22876 114.22 114.22 1.00E+00 7.38 447530

7554 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 3 524.95086 1571.8308 0.025185 -0.21939 -0.19912 113.96 113.96 1.00E+00 9.72 229140

7555 DGVTLLWDLAEGKR Unmodified _DGVTLLWDLAEGKR_ B4FKM1_MAIZE 2 786.92265 1571.8308 0.87858 -0.274 0.60042 113.87 113.87 3.56E-04 58.6 431300

7556 DGVTVAK Unmodified _DGVTVAK_ CH61_MAIZE C 2 345.19505 688.37555 1.2217 0.24749 1.4826 23.81 23.81 1.00E+00 13.45 10860

7557 DGVTVAK Unmodified _DGVTVAK_ CH61_MAIZE C 2 345.19505 688.37555 1.1388 0.40904 1.5606 23.412 23.412 4.46E-01 28.52 64978
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7558 DGVYMYFEDNAGVIVNPK Oxidation (M) _DGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 2 1023.9775 2045.9404 1.2674 -0.079905 1.1887 104.46 104.46 2.67E-02 35.7 19350

7559 DGVYMYFEDNAGVIVNPK Oxidation (M) _DGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 2 1023.9775 2045.9404 1.118 -0.051954 1.0669 102.7 102.7 3.43E-16 90.36 800480

7560 DGVYMYFEDNAGVIVNPK Oxidation (M) _DGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 3 682.98742 2045.9404 0.55852 0.33369 0.89189 102.74 102.74 4.24E-03 42.88 421450

7561 DGVYMYFEDNAGVIVNPK Oxidation (M) _DGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 2 1023.9775 2045.9404 1.1476 0.13182 1.2798 104.15 104.15 4.44E-30 71.91 843100

7562 DGVYMYFEDNAGVIVNPK Oxidation (M) _DGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 3 682.98742 2045.9404 0.56634 0.36155 0.92841 104.07 104.07 2.10E-02 41.12 582520

7563 DGVYMYFEDNAGVIVNPK Unmodified _DGVYMYFEDNAGVIVNPK_ B4FGL4_MAIZE 2 1015.98 2029.9455 1.2065 0.036933 1.2427 137.13 137.13 3.01E-01 20.52 46744

7564 DGVYMYFEDNAGVIVNPK Unmodified _DGVYMYFEDNAGVIVNPK_ B4FGL4_MAIZE 2 1015.98 2029.9455 1.1911 0.12549 1.3155 137.33 137.33 3.69E-03 39.41 226990

7565 DGWDGLPFVFDR Unmodified _DGWDGLPFVFDR_ B4FY98_MAIZE 2 712.33568 1422.6568 0.71192 0.48499 1.2168 120.56 120.56 7.72E-03 43.42 882620

7566 DGWDGLPFVFDR Unmodified _DGWDGLPFVFDR_ B4FY98_MAIZE 2 712.33568 1422.6568 0.7143 0.32243 1.0576 121.16 121.16 2.00E-01 17.38 263660

7567 DGWDGLPFVFDR Unmodified _DGWDGLPFVFDR_ B4FY98_MAIZE 2 712.33568 1422.6568 0.75029 0.3633 1.1345 120.5 120.5 7.72E-03 21.57 268340

7568 DGWDGLPFVFDR Unmodified _DGWDGLPFVFDR_ B4FY98_MAIZE 2 712.33568 1422.6568 0.69074 0.43671 1.1482 120.91 120.91 7.72E-03 32.19 2123300

7569 DGWDGLPFVFDR Unmodified _DGWDGLPFVFDR_ B4FY98_MAIZE 2 712.33568 1422.6568 0.71775 -0.007353 0.73179 121.04 121.04 1.00E+00 10.75 167910

7570 DGWLHTGDIGYVDDDDEIFIVDR Unmodified _DGWLHTGDIGYVDDDDEIFIVDR_ B4FQP4_MAIZE 3 889.07327 2664.198 1.2222 0.067322 1.304 114.72 114.72 1.96E-03 48.82 323230

7571 DGWYPPGHGDVFPSLNNSGK Unmodified _DGWYPPGHGDVFPSLNNSGK_ B4FAD9_MAIZE 3 715.33258 2142.9759 0.75828 0.011556 0.77807 88.055 88.055 3.91E-01 17.5 603150

7572 DGWYPPGHGDVFPSLNNSGK Unmodified _DGWYPPGHGDVFPSLNNSGK_ B4FAD9_MAIZE 3 715.33258 2142.9759 0.73992 0.051325 0.80047 88.433 88.433 7.89E-02 10.34 293310

7573 DGWYPPGHGDVFPSLNNSGK Unmodified _DGWYPPGHGDVFPSLNNSGK_ B4FAD9_MAIZE 3 715.33258 2142.9759 0.7395 0.085494 0.83419 88.555 88.555 1.99E-03 32.02 1724500

7574 DGYFCPALAK Unmodified _DGYFCPALAK_ B6TI78_MAIZE 2 571.27096 1140.5274 0.1378 0.36445 0.4992 70.141 70.141 4.40E-02 24.1 1485700

7575 DGYFCPALAK Unmodified _DGYFCPALAK_ B6TI78_MAIZE 2 571.27096 1140.5274 0.051196 0.64562 0.69325 71.066 71.066 4.40E-02 21.8 2795000

7576 DGYMISSGQPVNEYIDSAVR Unmodified _DGYMISSGQPVNEYIDSAVR_ B6TB97_MAIZE 2 1101.0126 2200.0106 1.2152 -0.061979 1.1473 94.665 94.665 1.49E-82 95.45 727120

7577 DGYMISSGQPVNEYIDSAVR Oxidation (M) _DGYM(ox)ISSGQPVNEYIDSAVR_ B6TB97_MAIZE 2 1109.0101 2216.0056 1.1762 0.028491 1.2007 90.068 90.068 6.57E-12 49.46 125390

7578 DGYMISSGQPVNEYIDSAVR Oxidation (M) _DGYM(ox)ISSGQPVNEYIDSAVR_ B6TB97_MAIZE 2 1109.0101 2216.0056 1.1439 -0.045878 1.0944 89.317 89.317 1.32E-42 94.67 572560

7579 DGYMISSGQPVNEYIDSAVR Oxidation (M) _DGYM(ox)ISSGQPVNEYIDSAVR_ B6TB97_MAIZE 2 1109.0101 2216.0056 1.1767 0.11951 1.2918 90.28 90.28 3.46E-29 85.58 137160

7580 DGYYIHGQCAIIMFDVTSR Oxidation (M) _DGYYIHGQCAIIM(ox)FDVTSR_ B4G1P4_MAIZE 3 754.68212 2261.0245 0.84959 -0.32591 0.53178 93.291 93.291 2.84E-03 62.3 377500

7581 DHACVVGGYR Unmodified _DHACVVGGYR_ B6T4G7_MAIZE 2 567.26146 1132.5084 0.1715 0.1849 0.37259 37.822 37.822 1.45E-01 25.74 514290

7582 DHACVVGGYR Unmodified _DHACVVGGYR_ B6T4G7_MAIZE 2 567.26146 1132.5084 0.088326 0.33814 0.44324 40.651 40.651 2.81E-03 31.48 318250

7583 DHAVANGPIVLEMDTYR Oxidation (M) _DHAVANGPIVLEM(ox)DTYR_ Q9ZQY0_MAIZE 3 639.64388 1915.9098 0.37104 0.081625 0.44836 70.376 70.376 2.46E-02 23 1000300

7584 DHAVANGPIVLEMDTYR Unmodified _DHAVANGPIVLEMDTYR_ Q9ZQY0_MAIZE 3 634.31224 1899.9149 0.3623 0.047891 0.40325 82.988 82.988 1.35E-01 30.69 1379400

7585 DHCTYLAR Unmodified _DHCTYLAR_ Q9ZQY0_MAIZE 2 518.23746 1034.4604 -0.095545 0.10283 0.004709 36.84 36.84 5.06E-02 23.13 1664400

7586 DHCTYLAR Unmodified _DHCTYLAR_ Q9ZQY0_MAIZE 3 345.8274 1034.4604 1.1604 -0.026703 1.1325 36.84 36.84 9.92E-01 8.72 285390

7587 DHDAACVYK Unmodified _DHDAACVYK_ B4FHD0_MAIZE 2 539.73475 1077.4549 0.0086699 0.16254 0.1717 32.216 32.216 1.01E-02 29.47 132400

7588 DHEAEPGALTR Unmodified _DHEAEPGALTR_ B6U6T8_MAIZE 2 598.28873 1194.5629 0.21469 0.30924 0.50766 34.727 34.727 3.83E-01 22.17 62885

7589 DHEAEPGALTR Unmodified _DHEAEPGALTR_ B6U6T8_MAIZE 2 598.28873 1194.5629 0.27785 0.090286 0.35247 37.575 37.575 1.47E-01 36.5 565380

7590 DHEAEPGALTR Unmodified _DHEAEPGALTR_ B6U6T8_MAIZE 2 598.28873 1194.5629 0.2714 0.19659 0.45176 36.729 36.729 3.57E-04 33.34 439610

7591 DHFYQFIWR Unmodified _DHFYQFIWR_ B4FIS8_MAIZE 2 656.3171 1310.6196 0.47738 -0.057013 0.42156 89.426 89.426 9.73E-03 35.12 566410
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7592 DHGAVGPVK Unmodified _DHGAVGPVK_ B4FX40_MAIZE 2 440.23778 878.46102 0.1804 0.16712 0.36175 24.469 24.469 1.00E+00 4.23 10330

7593 DHGAVGPVK Unmodified _DHGAVGPVK_ B4FX40_MAIZE 2 440.23778 878.46102 0.19922 -5.3938 -5.1687 23.686 23.686 1.12E-01 31.03 337360

7594 DHGGVHDGTAVVLWEWCK Unmodified _DHGGVHDGTAVVLWEWCK_ B4FUK7_MAIZE 4 517.24417 2064.9476 -0.078365 -0.45696 -0.5144 86.278 86.278 1.00E+00 2.29 618880

7595 DHGGVHDGTAVVLWEWCK Unmodified _DHGGVHDGTAVVLWEWCK_ B4FUK7_MAIZE 3 689.32314 2064.9476 0.63199 -0.4187 0.23403 86.262 86.262 2.82E-02 44.5 606980

7596 DHIEADQIVSWLK Unmodified _DHIEADQIVSWLK_ Q5EUE0_MAIZE 2 777.40156 1552.7886 0.90581 -0.17611 0.72144 97.629 97.629 1.09E-26 71.68 573270

7597 DHKPELEAERER Unmodified _DHKPELEAERER_ Q9FQY2_MAIZE 4 377.94176 1507.7379 0.81049 -1.1907 -0.4118 29.465 29.465 1.00E+00 11.85 41043

7598 DHKPELEAERER Unmodified _DHKPELEAERER_ Q9FQY2_MAIZE 4 377.94176 1507.7379 0.69636 -0.3643 0.30024 30.865 30.865 4.50E-01 25.09 162640

7599 DHLTTVFESR Unmodified _DHLTTVFESR_ B4FTF8_MAIZE 2 602.80148 1203.5884 0.22066 -0.79975 -0.57205 59.257 59.257 1.25E-02 45.76 438680

7600 DHNVPVIADGGISNSGHIVK Unmodified _DHNVPVIADGGISNSGHIVK_ B6SKW5_MAIZE 3 677.02023 2028.0389 0.56799 -0.32496 0.24982 63.004 63.004 3.70E-04 44.02 220590

7601 DHNVPVIADGGISNSGHIVK Unmodified _DHNVPVIADGGISNSGHIVK_ B6SKW5_MAIZE 3 677.02023 2028.0389 0.59024 -0.5377 0.058799 64.036 64.036 3.41E-33 85.58 514340

7602 DHNVPVIADGGISNSGHIVK Unmodified _DHNVPVIADGGISNSGHIVK_ B6SKW5_MAIZE 3 677.02023 2028.0389 0.6071 -0.20922 0.40426 63.705 63.705 5.23E-29 55.02 476750

7603 DHNVPVIADGGISNSGHIVK Unmodified _DHNVPVIADGGISNSGHIVK_ B6SKW5_MAIZE 3 677.02023 2028.0389 0.57654 -0.11293 0.46871 63.882 63.882 1.37E-47 85.91 2113400

7604 DHSAIGTVR Unmodified _DHSAIGTVR_ B6ST72_MAIZE 2 478.25142 954.48829 0.033262 -0.2069 -0.16899 29.938 29.938 7.18E-01 21.41 26663

7605 DHSAIGTVR Unmodified _DHSAIGTVR_ B6ST72_MAIZE 2 478.25142 954.48829 0.034955 -0.22585 -0.18727 30.902 30.902 3.39E-01 16.64 16787

7606 DHSAIGTVR Unmodified _DHSAIGTVR_ B6ST72_MAIZE 2 478.25142 954.48829 0.11234 -0.35207 -0.23625 30.062 30.062 7.18E-01 15.37 17995

7607 DHSAIGTVR Unmodified _DHSAIGTVR_ B6ST72_MAIZE 2 478.25142 954.48829 -0.053694 -0.22589 -0.2751 31.589 31.589 1.00E+00 1.98 60399

7608 DHSDVSNQLYANYAIGK Unmodified _DHSDVSNQLYANYAIGK_ B6T9C0_MAIZE 2 947.95013 1893.8857 1.216 -0.001482 1.2014 71.606 71.606 4.22E-59 110.83 733270

7609 DHSNFVNCIR Unmodified _DHSNFVNCIR_ B6UDC2_MAIZE 2 631.29075 1260.5669 0.37641 0.16113 0.54298 53.525 53.525 1.84E-04 38.11 390110

7610 DHSVYELR Unmodified _DHSVYELR_ B6THM9_MAIZE 2 509.75126 1017.488 -0.00027784 0.20796 0.19324 46.356 46.356 3.77E-01 25.98 1415100

7611 DHSVYELR Unmodified _DHSVYELR_ B6THM9_MAIZE 3 340.16993 1017.488 0.99154 0.074689 1.0541 49.841 49.841 1.00E+00 12.78 805780

7612 DHSVYELR Unmodified _DHSVYELR_ B6THM9_MAIZE 2 509.75126 1017.488 -0.16295 -0.34792 -0.52372 49.846 49.846 3.77E-01 19.76 2079000

7613 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.37763 -0.071438 0.31958 23.065 23.065 9.78E-01 8.93 40068

7614 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 450.9446 1799.7493 0.16912 -0.5854 -0.40218 23.067 23.067 1.00E+00 22.68 12821

7615 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.29138 -0.6119 -0.30576 22.494 22.494 1.00E+00 0.21 6128.8

7616 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.2454 0.10812 0.36578 20.479 20.479 5.29E-01 14.93 5563.5

7617 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.33219 -0.060201 0.28578 23.662 23.662 7.35E-01 22.8 67817

7618 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 450.9446 1799.7493 0.08523 -0.47304 -0.3744 23.646 23.646 1.00E+00 11.89 25686

7619 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.37412 -0.18248 0.20543 23.115 23.115 9.78E-01 4.66 88201

7620 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 450.9446 1799.7493 0.15475 -0.58142 -0.41208 23.104 23.104 1.00E+00 8.57 30797

7621 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.34969 -0.13414 0.22937 32.096 32.096 7.35E-01 6.98 43551

7622 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.40099 -0.28149 0.1335 23.321 23.321 7.98E-01 10.87 32423

7623 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.33882 -0.15912 0.19295 23.971 23.971 1.21E-01 27.9 116510

7624 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 450.9446 1799.7493 0.12116 -0.48472 -0.34938 23.979 23.979 1.00E+00 4.95 51458

7625 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 2 900.88192 1799.7493 1.2608 0.037577 1.3116 23.985 23.985 4.39E-01 21 4037
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7626 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.35592 -0.31747 0.051922 32.952 32.952 8.72E-04 32.61 263080

7627 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.289 -0.28713 0.015658 23.93 23.93 9.78E-01 9.45 18712

7628 DHTVSATHGDMDQNTR Oxidation (M) _DHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 3 600.92371 1799.7493 0.29611 0.093198 0.40207 25.103 25.103 1.00E+00 4.35 8466

7629 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.31599 -0.46873 -0.13982 31.48 31.48 8.21E-03 27.93 3118800

7630 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 2 892.88446 1783.7544 1.1777 -0.033692 1.1559 31.479 31.479 4.21E-20 73.12 159170

7631 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 446.94587 1783.7544 0.098369 -0.43285 -0.32317 31.488 31.488 1.00E+00 9.71 1009200

7632 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.24701 0.047994 0.30661 30.122 30.122 8.21E-03 31.36 299620

7633 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.31439 -0.30952 0.016216 33.003 33.003 4.32E-02 24.58 475400

7634 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.28792 -0.21812 0.082471 32.097 32.097 4.32E-02 24.35 339510

7635 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.31482 -0.36252 -0.036122 32.954 32.954 8.21E-03 31.12 180820

7636 DHTVSATHGDMDQNTR Unmodified _DHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 595.59207 1783.7544 0.28885 -0.45166 -0.15008 32.953 32.953 1.87E-02 26.65 1355000

7637 DHVGDVPLSK Unmodified _DHVGDVPLSK_ B6THJ2_MAIZE 2 533.78001 1065.5455 0.084994 -0.092736 0.0032223 41.937 41.937 1.25E-02 31.32 435000

7638 DHVHALSK Unmodified _DHVHALSK_ B4F8B8_MAIZE 3 302.83125 905.47191 1.4033 0.55232 1.9449 18.287 18.287 2.09E-01 24.8 131110

7639 DIAAGIQSSK Unmodified _DIAAGIQSSK_ B6SPJ4_MAIZE 2 495.26674 988.51892 -0.1312 0.11397 -0.036043 44.251 44.251 2.81E-03 26.96 25893

7640 DIASLQQEEK Unmodified _DIASLQQEEK_ B6T5E0_MAIZE 2 580.79332 1159.5721 0.12107 0.36279 0.45779 50.978 50.978 1.25E-02 32.16 59241

7641 DIASLQQEEK Unmodified _DIASLQQEEK_ B6T5E0_MAIZE 2 580.79332 1159.5721 0.13199 0.23697 0.3418 51.417 51.417 1.84E-04 46.48 741340

7642 DIDLPTFVQK Unmodified _DIDLPTFVQK_ B6TWB5_MAIZE 2 588.31897 1174.6234 0.1616 1.2402 1.4064 88.613 88.613 1.25E-02 41.75 844520

7643 DIEFMK Unmodified _DIEFMK_ B4FUE0_MAIZE 2 391.69129 781.36803 0.49965 0.053485 0.5314 65.983 65.983 2.64E-01 17.97 523570

7644 DIEGWTAR Unmodified _DIEGWTAR_ B4FM69_MAIZE 2 474.2327 946.45084 -0.26533 0.14944 -0.12548 61.178 61.178 2.92E-02 23.71 572330

7645 DIEGWTAR Unmodified _DIEGWTAR_ B4FM69_MAIZE 2 474.2327 946.45084 -0.20607 0.096767 -0.1187 60.638 60.638 3.77E-01 17.97 302870

7646 DIEGWTAR Unmodified _DIEGWTAR_ B4FM69_MAIZE 2 474.2327 946.45084 -0.22782 0.46532 0.22663 63.451 63.451 1.90E-02 44.75 3766700

7647 DIELVMTQASVSR Oxidation (M) _DIELVM(ox)TQASVSR_ B6T903_MAIZE 2 732.87177 1463.729 0.72494 -0.0623 0.65966 66.981 66.981 4.93E-21 94.37 782710

7648 DIELVMTQASVSRPK Oxidation (M) _DIELVM(ox)TQASVSRPK_ B6T903_MAIZE 3 563.96618 1688.8767 0.029424 0.11587 0.13721 60.509 60.509 1.00E+00 4.58 1617400

7649 DIELVMTQASVSRPK Unmodified _DIELVMTQASVSRPK_ B6T903_MAIZE 2 837.44818 1672.8818 0.97823 -0.22318 0.74524 73.514 73.514 7.01E-11 59.49 1181800

7656 DIEPAWGR Unmodified _DIEPAWGR_ B4FKV2_MAIZE 2 472.23524 942.45593 0.036854 0.41818 0.43983 61.94 61.94 3.77E-01 19.24 458680

7657 DIFGYIESQQDVLGK Unmodified _DIFGYIESQQDVLGK_ B6U4C3_MAIZE 2 856.43051 1710.8465 1.11 -0.12078 0.98894 115.56 115.56 6.37E-03 17.32 73893

7658 DIFQEVYEADWK Unmodified _DIFQEVYEADWK_ B4G249_MAIZE 2 771.85919 1541.7038 0.97255 0.71798 1.6813 110.13 110.13 9.64E-17 63.1 373920

7659 DIFQEVYEADWK Unmodified _DIFQEVYEADWK_ B4G249_MAIZE 2 771.85919 1541.7038 0.9298 0.68585 1.6059 110.82 110.82 7.61E-14 70.44 372680

7660 DIFQEVYEADWK Unmodified _DIFQEVYEADWK_ B4G249_MAIZE 2 771.85919 1541.7038 0.95543 0.21268 1.1593 110.94 110.94 2.62E-07 30.01 181140

7661 DIFQEVYEAGWK Unmodified _DIFQEVYEAGWK_ B4FN97_MAIZE 2 742.85645 1483.6983 0.81466 0.38889 1.1953 112.12 112.12 2.62E-07 65.27 1051000

7662 DIFQEVYEAGWK Unmodified _DIFQEVYEAGWK_ B4FN97_MAIZE 2 742.85645 1483.6983 0.82415 0.317 1.1322 112.6 112.6 2.05E-12 72.9 487130

7663 DIFQEVYEAGWK Unmodified _DIFQEVYEAGWK_ B4FN97_MAIZE 2 742.85645 1483.6983 0.78902 0.34954 1.1306 112.77 112.77 7.61E-14 76.33 652420

7664 DIFQEVYEAGWK Unmodified _DIFQEVYEAGWK_ B4FN97_MAIZE 2 742.85645 1483.6983 0.82678 0.5202 1.3384 112.69 112.69 2.05E-12 67.29 515420

7665 DIFQEVYEAGWK Unmodified _DIFQEVYEAGWK_ B4FN97_MAIZE 2 742.85645 1483.6983 0.86197 0.14641 1.0002 112.9 112.9 7.61E-14 68.43 503920
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7666 DIFYGK Unmodified _DIFYGK_ B4FSM5_MAIZE 2 371.69215 741.36974 0.44375 0.11548 0.55312 56.708 56.708 5.26E-01 14.18 3302200

7667 DIFYITGSSK Unmodified _DIFYITGSSK_ B6U0V6_MAIZE 2 565.79005 1129.5655 0.14757 0.2933 0.43665 77.098 77.098 1.00E+00 2.38 610020

7668 DIFYITGSSK Unmodified _DIFYITGSSK_ B6U0V6_MAIZE 2 565.79005 1129.5655 0.025166 0.025085 0.045267 77.338 77.338 1.62E-03 34.04 604720

7669 DIFYITGSSK Unmodified _DIFYITGSSK_ B6U0V6_MAIZE 2 565.79005 1129.5655 0.12868 1.5898 1.7118 78.156 78.156 3.43E-01 14 533710

7670 DIFYITGSSK Unmodified _DIFYITGSSK_ B6U0V6_MAIZE 2 565.79005 1129.5655 0.09966 0.47018 0.56533 77.787 77.787 1.62E-03 27.06 2784600

7671 DIFYITGSSK Unmodified _DIFYITGSSK_ B6U0V6_MAIZE 2 565.79005 1129.5655 0.12774 0.51091 0.63414 80.53 80.53 2.81E-03 43.5 1153600

7672 DIGAVNTIVR Unmodified _DIGAVNTIVR_ B4FAK2_MAIZE 2 529.30366 1056.5928 -0.0079754 -0.10893 -0.11758 66.807 66.807 1.62E-03 45.05 1284600

7673 DIGEIYQQEQDLEK Unmodified _DIGEIYQQEQDLEK_ B6TBM1_MAIZE 2 854.40723 1706.7999 1.0362 -0.1382 0.88083 82.144 82.144 2.09E-30 109.51 4319400

7674 DIGEIYQQEQDLEK Unmodified _DIGEIYQQEQDLEK_ B6TBM1_MAIZE 2 854.40723 1706.7999 1.0455 -0.052732 0.97544 81.524 81.524 7.68E-22 79.93 348140

7675 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 1.1223 -0.16079 0.95587 64.74 64.74 1.00E+00 8.16 2406000

7676 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 0.70988 -0.50185 0.20438 65.648 65.648 2.64E-01 34.82 10260000

7677 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 1.0059 -0.4572 0.54261 65.108 65.108 9.46E-01 20.69 329840

7678 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 1.0137 -0.31365 0.69424 66.252 66.252 1.00E+00 2.13 905960

7679 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 1.1119 -0.14816 0.95669 66.342 66.342 9.46E-01 12.56 1965500

7680 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 1.0919 -0.23083 0.85529 66.699 66.699 5.26E-01 21.91 2804000

7681 DIGFIK Unmodified _DIGFIK_ B6T147_MAIZE 2 346.70251 691.39048 0.85186 0.022031 0.86839 67.504 67.504 9.46E-01 10.76 2516600

7682 DIGFIKYR Unmodified _DIGFIKYR_ B6T147_MAIZE 2 506.28473 1010.5549 -0.14399 -0.16953 -0.32813 69.464 69.464 5.06E-02 37.12 49715

7683 DIGFIKYR Unmodified _DIGFIKYR_ B6T147_MAIZE 3 337.85892 1010.5549 1.0745 -0.040891 1.019 69.476 69.476 3.02E-01 12.15 48507

7684 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.48824 0.4058 0.88797 75.29 75.29 1.98E-03 35.49 843670

7685 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.4881 0.37222 0.85539 76.262 76.262 1.60E-02 30.67 385660

7686 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.46192 0.35899 0.81561 75.792 75.792 4.56E-01 2.32 432020

7687 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.44242 0.001145 0.43832 76.438 76.438 1.68E-09 46.52 707750

7688 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.42821 0.34676 0.77013 76.308 76.308 2.62E-07 34.82 2492400

7689 DIGFNGLADPNR Unmodified _DIGFNGLADPNR_ B4FTS6_MAIZE 2 644.81766 1287.6208 0.28314 -0.28175 -0.0029 75.452 75.452 7.61E-14 57.87 14712000

7690 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.0086815 0.1493 0.12027 84.686 84.686 4.40E-05 42.14 1029700

7691 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.20901 0.30511 0.075893 85.565 85.565 2.81E-03 36.22 110070

7692 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.17256 0.13025 -0.063554 84.972 84.972 5.76E-06 46.18 384920

7693 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.030022 0.073655 0.023473 85.464 85.464 1.84E-04 37.52 746440

7694 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.041425 -0.074758 -0.13722 85.117 85.117 4.40E-05 50.09 1310900

7695 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.11582 0.003237 -0.13215 84.821 84.821 5.70E-16 64.73 1687400

7696 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.098302 0.046279 -0.072444 85.488 85.488 5.76E-06 43.84 6895600

7697 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.18475 -0.022899 -0.22822 85.235 85.235 5.70E-16 78.14 42063000

7698 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.052502 0.092222 0.018646 84.845 84.845 5.45E-09 57.9 536910

7699 DIGIAAGLIR Unmodified _DIGIAAGLIR_ B4FHG3_MAIZE 2 499.80329 997.59203 -0.12212 0.25568 0.11342 86.043 86.043 1.84E-04 46.1 110410
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7700 DIGSGNFGVAR Unmodified _DIGSGNFGVAR_ B4FKL1_MAIZE 2 546.77526 1091.536 -0.034754 -0.011351 -0.038595 59.886 59.886 4.43E-05 54.33 255090

7701 DIGSGNFGVAR Unmodified _DIGSGNFGVAR_ B4FKL1_MAIZE 2 546.77526 1091.536 0.14318 -0.2976 -0.14687 61.077 61.077 1.00E+00 0.48 402550

7702 DIGSGNFGVAR Unmodified _DIGSGNFGVAR_ B4FKL1_MAIZE 2 546.77526 1091.536 -0.0079864 0.41901 0.4175 62.17 62.17 7.60E-01 6.49 1099400

7703 DIHAEAVK Unmodified _DIHAEAVK_ B4FFR7_MAIZE 2 441.73762 881.46068 0.16095 0.52652 0.66483 28.173 28.173 5.06E-02 30.44 100140

7704 DIHAEAVK Unmodified _DIHAEAVK_ B4FFR7_MAIZE 2 441.73762 881.46068 -0.066819 0.5837 0.49505 26.518 26.518 1.00E+00 2.82 12772

7705 DIHAEAVK Unmodified _DIHAEAVK_ B4FFR7_MAIZE 2 441.73762 881.46068 0.16933 0.44494 0.59239 28.851 28.851 7.88E-01 19.76 20666

7706 DIHAEAVK Unmodified _DIHAEAVK_ B4FFR7_MAIZE 2 441.73762 881.46068 0.13359 0.39264 0.50478 27.762 27.762 7.88E-01 13.67 98972

7707 DIHAEAVK Unmodified _DIHAEAVK_ B4FFR7_MAIZE 2 441.73762 881.46068 -0.060988 0.67763 0.59338 30.563 30.563 5.06E-02 27.71 32106

7708 DIILEGLDQIER Unmodified _DIILEGLDQIER_ B4FAV4_MAIZE 2 707.38283 1412.7511 0.76528 -0.50848 0.23823 104.41 104.41 1.00E+00 3.32 258070

7709 DIILEGLDQIER Unmodified _DIILEGLDQIER_ B4FAV4_MAIZE 2 707.38283 1412.7511 0.69362 -1.0741 -0.39765 104.83 104.83 1.60E-02 22.27 371700

7710 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.18197 0.20449 0.3864 45.943 45.943 6.97E-03 22.91 1010500

7711 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.57727 0.41733 0.99244 45.95 45.95 5.45E-01 12.31 776890

7712 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.54884 0.10195 0.6484 63.847 63.847 5.45E-01 12.99 1571200

7713 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.1015 -1.3758 -1.2724 63.829 63.829 2.15E-03 31.38 2338600

7714 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.1223 0.004465 0.12643 45.658 45.658 1.52E-03 31.99 1259400

7715 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.39916 0.46977 0.86594 45.645 45.645 1.00E+00 7.32 1184600

7716 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.16965 -0.054947 0.11456 48.228 48.228 1.52E-03 19.11 1550100

7717 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.51907 0.16047 0.67713 48.201 48.201 5.45E-01 16.79 1407000

7718 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.50191 0.12091 0.62199 47.472 47.472 1.00E+00 10.36 835590

7719 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.19144 -0.078141 0.11264 47.448 47.448 1.52E-03 24.12 795550

7720 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 2 581.27318 1160.5318 0.17895 0.11397 0.29157 48.074 48.074 3.18E-03 22.88 1834600

7721 DIIMVDHMR 2 Oxidation (M) _DIIM(ox)VDHM(ox)R_ B6T440_MAIZE 3 387.85121 1160.5318 0.5385 0.28113 0.81925 48.053 48.053 9.63E-01 5.14 1026300

7722 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.13923 0.47862 0.61298 50.862 50.862 6.55E-04 28.04 4172500

7723 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 3 382.51958 1144.5369 0.65972 0.48473 1.139 50.88 50.88 1.00E+00 5.84 784630

7724 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 2 573.27573 1144.5369 0.15998 -0.22385 -0.067902 57.272 57.272 6.60E-03 27.31 1220200

7725 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 3 382.51958 1144.5369 0.65273 0.036516 0.68601 57.271 57.271 1.00E+00 4.38 961360

7726 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.094027 0.1522 0.24251 50.941 50.941 6.55E-04 40.31 1693100

7727 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 2 573.27573 1144.5369 0.10675 -0.5957 -0.49139 57.581 57.581 3.38E-03 42.8 443690

7728 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 3 382.51958 1144.5369 0.46566 0.2352 0.69622 57.553 57.553 1.00E+00 4.83 552030

7729 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.19435 0.63648 0.82616 53.181 53.181 5.18E-06 36.45 1551500

7730 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 2 573.27573 1144.5369 0.16339 -0.27918 -0.11904 59.286 59.286 3.38E-03 34.21 646810

7731 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 3 382.51958 1144.5369 0.61883 -0.43907 0.1768 59.265 59.265 1.00E+00 1.78 530570

7732 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.26258 0.94069 1.198 52.462 52.462 1.25E-10 39.57 830250

7733 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.16631 -0.082914 0.0807 53.315 53.315 3.38E-03 41.13 403990
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7734 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 3 382.51958 1144.5369 0.58477 0.21939 0.79979 53.317 53.317 1.00E+00 1.46 140030

7735 DIIMVDHMR Oxidation (M) _DIIMVDHM(ox)R_ B6T440_MAIZE 2 573.27573 1144.5369 0.12347 -0.41067 -0.29079 53.019 53.019 3.38E-03 36.05 4605100

7736 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 2 573.27573 1144.5369 0.15753 -0.353 -0.19911 59.201 59.201 6.60E-03 32.82 1279500

7737 DIIMVDHMR Oxidation (M) _DIIM(ox)VDHMR_ B6T440_MAIZE 3 382.51958 1144.5369 0.60481 -0.25951 0.34253 59.171 59.171 9.63E-01 12.36 1120700

7738 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 2 565.27827 1128.542 0.085319 -0.41978 -0.34202 63.856 63.856 1.01E-02 27.87 14381000

7739 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 3 377.18794 1128.542 0.66543 -0.17698 0.48083 63.852 63.852 8.40E-02 20.04 5248600

7740 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 3 377.18794 1128.542 0.54899 -0.55097 -0.0075647 64.409 64.409 2.35E-01 17.16 396140

7741 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 3 377.18794 1128.542 0.70576 0.010376 0.70698 65.631 65.631 2.35E-01 16.51 334740

7742 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 2 565.27827 1128.542 0.083699 -0.58864 -0.51087 65.381 65.381 9.73E-03 30.1 5063500

7743 DIIMVDHMR Unmodified _DIIMVDHMR_ B6T440_MAIZE 3 377.18794 1128.542 0.67217 -0.7065 -0.040357 65.387 65.387 9.63E-01 12.29 1467000

7744 DIINEGR Unmodified _DIINEGR_ B6TCV9_MAIZE 2 408.71414 815.41373 -0.2698 41.968 41.968 1.09E-01 18.97

7745 DIINEGR Unmodified _DIINEGR_ B6TCV9_MAIZE 2 408.71414 815.41373 0.12375 -0.6257 -0.52433 47.46 47.46 7.83E-01 7.76 21882

7746 DIINEGR Unmodified _DIINEGR_ B6TCV9_MAIZE 2 408.71414 815.41373 0.15324 0.70799 0.83492 41.118 41.118 7.83E-01 13.2 493340

7747 DIINEGR Unmodified _DIINEGR_ B6TCV9_MAIZE 2 408.71414 815.41373 0.31684 0.64851 0.93919 44.059 44.059 1.86E-01 11.48 979120

7748 DIINEGR Unmodified _DIINEGR_ B6TCV9_MAIZE 2 408.71414 815.41373 0.24405 -1.0728 -0.84908 44.933 44.933 1.00E+00 9.9 2319200

7749 DIKPSNLLIDSAR Unmodified _DIKPSNLLIDSAR_ B0ZBJ2_MAIZE 3 481.27182 1440.7936 -0.12691 -0.17013 -0.31955 73.322 73.322 1.02E-01 28.58 969020

7750 DILEQIYK Unmodified _DILEQIYK_ B6U832_MAIZE 2 511.28186 1020.5492 -0.014847 0.3555 0.31133 82.807 82.807 1.65E-01 7.44 161270

7751 DILFNSVHPSSK Unmodified _DILFNSVHPSSK_ B4FUK9_MAIZE 3 448.56998 1342.6881 0.0097764 0.22068 0.22467 65.143 65.143 1.00E+00 1.15 424580

7752 DILFNSVHPSSK Unmodified _DILFNSVHPSSK_ B4FUK9_MAIZE 2 672.35133 1342.6881 0.5645 0.15589 0.71582 65.156 65.156 6.74E-02 11.24 748730

7753 DILHEFTQEFR Unmodified _DILHEFTQEFR_ B6TXF5_MAIZE 3 478.90525 1433.6939 0.0065133 -0.28322 -0.28023 104.48 104.48 1.91E-02 21.72 183240

7754 DILLLDVAPLTLGIETVGGVMTK Oxidation (M) _DILLLDVAPLTLGIETVGGVM(ox)TK_ B4FW90_MAIZE 3 795.45008 2383.3284 0.974 0.11862 1.0982 128.91 128.91 6.27E-03 14.89 1187400

7755 DILLLDVAPLTLGIETVGGVMTK Oxidation (M) _DILLLDVAPLTLGIETVGGVM(ox)TK_ B4FW90_MAIZE 3 795.45008 2383.3284 0.97105 -0.77325 0.20484 129.4 129.4 6.43E-02 8.08 438430

7756 DILLLDVAPLTLGIETVGGVMTK Oxidation (M) _DILLLDVAPLTLGIETVGGVM(ox)TK_ B4FW90_MAIZE 2 1192.6715 2383.3284 1.3378 0.94367 2.2868 129.5 129.5 1.06E-12 58.84 194280

7757 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 0.053002 0.17836 0.21076 64.546 64.546 1.86E-01 28.83 1312900

7758 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 0.03858 -0.27331 -0.25461 87.331 87.331 4.32E-02 34.03 2840400

7759 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 -0.11729 0.22486 0.08688 64.788 64.788 9.32E-03 30.72 2147600

7760 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 -0.0091646 -0.45327 -0.48157 66.23 66.23 9.32E-03 32.12 4404000

7761 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 0.068974 0.26225 0.3095 88.197 88.197 1.00E+00 3.46 158040

7762 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 -0.014008 0.13721 0.10253 65.59 65.59 9.32E-03 34.39 2756200

7763 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 -0.13842 0.18969 0.031013 66.018 66.018 1.65E-02 33.73 9364000

7764 DILMIMK 2 Oxidation (M) _DILM(ox)IM(ox)K_ Q41761_MAIZE 2 448.23501 894.45546 -0.046033 -0.2215 -0.28841 66.226 66.226 9.32E-03 29.47 16145000

7765 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 0.078982 -0.087645 -0.033075 82.502 82.502 2.71E-02 37.47 2514500

7766 DILMIMK Oxidation (M) _DILMIM(ox)K_ Q41761_MAIZE 2 440.23755 878.46055 0.10704 -0.99833 -0.91268 87.313 87.313 1.00E+00 2.22 703290

7767 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 -0.076095 -0.49503 -0.59429 82.682 82.682 7.83E-02 24.75 1432400
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7768 DILMIMK Oxidation (M) _DILMIM(ox)K_ Q41761_MAIZE 2 440.23755 878.46055 0.0066526 -0.62176 -0.63797 71.274 71.274 1.00E+00 11.18 953560

7769 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 0.043496 0.081743 0.10087 83.195 83.195 4.83E-03 42.81 2406500

7770 DILMIMK Oxidation (M) _DILMIM(ox)K_ Q41761_MAIZE 2 440.23755 878.46055 -0.035551 0.32856 0.26862 70.943 70.943 8.04E-02 33.23 2368000

7771 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 -0.074326 0.16464 0.066545 82.581 82.581 2.71E-02 37.51 5117800

7772 DILMIMK Oxidation (M) _DILMIM(ox)K_ Q41761_MAIZE 2 440.23755 878.46055 -0.0087836 -0.035751 -0.068047 71.291 71.291 4.83E-03 41.5 9378900

7773 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 0.017896 -0.1382 -0.14498 83.159 83.159 4.83E-03 35.21 16717000

7774 DILMIMK Oxidation (M) _DILM(ox)IMK_ Q41761_MAIZE 2 440.23755 878.46055 -0.09437 0.53453 0.41594 83.89 83.89 5.90E-01 6.4 163660

7775 DILMIMK Unmodified _DILMIMK_ Q41761_MAIZE 2 432.24009 862.46563 0.08509 -0.20931 -0.15418 87.342 87.342 9.32E-03 53.18 8478400

7776 DILMIMK Unmodified _DILMIMK_ Q41761_MAIZE 2 432.24009 862.46563 0.10539 -0.004584 0.071048 88.196 88.196 1.00E+00 4.06 613300

7777 DILMIMK Unmodified _DILMIMK_ Q41761_MAIZE 2 432.24009 862.46563 0.038269 -0.38459 -0.37507 88.097 88.097 9.32E-03 46.08 18605000

7778 DILNGLAER Unmodified _DILNGLAER_ Q8W4W3_MAIZE 2 500.77473 999.53491 -0.31014 72.853 72.853 4.47E-03 31.16

7779 DILNGLAER Unmodified _DILNGLAER_ Q8W4W3_MAIZE 2 500.77473 999.53491 -0.027495 0.049593 -0.004837 73.888 73.888 9.73E-03 35.37 358380

7780 DILNGLAER Unmodified _DILNGLAER_ Q8W4W3_MAIZE 2 500.77473 999.53491 0.0077799 -0.07241 -0.091298 73.411 73.411 1.12E-01 22.56 220470

7781 DILNGLAER Unmodified _DILNGLAER_ Q8W4W3_MAIZE 2 500.77473 999.53491 -0.070447 0.78269 0.68227 74 74 3.21E-03 40.47 3928200

7782 DILNLVYICECNGLPEVANYWK Unmodified _DILNLVYICECNGLPEVANYWK_ B6T9P0_MAIZE 2 1342.1484 2682.2822 1.1255 0.093417 1.2114 125.61 125.61 1.00E+00 2.15 2626200

7783 DILNLVYICECNGLPEVANYWK Unmodified _DILNLVYICECNGLPEVANYWK_ B6T9P0_MAIZE 3 895.10134 2682.2822 1.184 0.14561 1.3223 125.6 125.6 1.59E-04 19.1 771030

7784 DILNLVYICECNGLPEVANYWK Unmodified _DILNLVYICECNGLPEVANYWK_ B6T9P0_MAIZE 2 1342.1484 2682.2822 1.1501 -0.29913 0.8436 126.38 126.38 2.51E-01 18.56 80519

7785 DILNLVYICECNGLPEVANYWK Unmodified _DILNLVYICECNGLPEVANYWK_ B6T9P0_MAIZE 2 1342.1484 2682.2822 1.1625 0.074396 1.2292 127.18 127.18 2.23E-02 23.97 883050

7786 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.18297 -0.52817 -0.37111 60.079 60.079 1.84E-04 47.26 7874500

7787 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.1597 0.007252 0.13989 60.766 60.766 1.62E-03 32.98 2791200

7788 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.31432 0.30989 0.59816 60.77 60.77 3.83E-02 22.31 1501800

7789 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.1894 -0.055831 0.10685 62.146 62.146 1.62E-03 50.33 5135100

7790 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.42795 0.019617 0.42119 62.157 62.157 2.94E-01 13.97 4136000

7791 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.3779 -0.000599 0.35161 61.522 61.522 3.83E-02 19.89 4293200

7792 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.17795 -0.077742 0.074286 61.535 61.535 1.84E-04 49.88 5284800

7793 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.30497 0.006577 0.28428 61.927 61.927 2.94E-01 16.1 3779800

7794 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.11767 -0.027333 0.06383 61.937 61.937 1.84E-04 51.16 3695400

7795 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.40442 -0.27314 0.10575 61.839 61.839 1.26E-02 25.34 12143000

7796 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.14108 -0.36893 -0.25362 61.841 61.841 1.84E-04 51.33 13241000

7797 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.35522 -0.11609 0.21289 62.039 62.039 3.83E-02 25.05 37206000

7798 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.089817 -0.35345 -0.28996 62.041 62.041 4.40E-05 51.34 55477000

7799 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.17593 0.097791 0.2469 60.579 60.579 2.81E-03 46.83 736500

7800 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.49975 0.069816 0.54191 60.573 60.573 1.00E+00 11.34 751070

7801 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 2 590.81967 1179.6248 0.14729 -0.060909 0.060236 63.383 63.383 1.62E-03 39.08 312550
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7802 DINALEQHIK Unmodified _DINALEQHIK_ B4FQX1_MAIZE 3 394.21554 1179.6248 0.24279 0.097616 0.31351 63.395 63.395 5.86E-01 18.28 307380

7803 DINPPAGIR Unmodified _DINPPAGIR_ Q9M585_MAIZE 2 476.76417 951.51378 -0.025188 0.46606 0.42178 55.526 55.526 3.39E-01 13.16 730670

7804 DINPPAGIR Unmodified _DINPPAGIR_ Q9M585_MAIZE 2 476.76417 951.51378 -0.11486 0.33434 0.2017 56.12 56.12 3.39E-01 9.62 1071900

7805 DINPQAPTHILIIPK Unmodified _DINPQAPTHILIIPK_ B6SJF7_MAIZE 3 557.32604 1668.9563 0.018331 -0.36529 -0.3603 82.088 82.088 1.98E-01 7.72 335840

7806 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.80699 0.26372 1.0607 119.69 119.69 1.56E-17 83.1 1855900

7807 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.78019 0.19073 0.96062 120.07 120.07 1.56E-17 78.14 1069500

7808 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.74044 0.26608 0.99573 120.22 120.22 2.50E-15 62.58 1233900

7809 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.78433 0.29773 1.0714 120.15 120.15 1.56E-17 86.31 969820

7810 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.83736 0.3477 1.1742 120.53 120.53 2.61E-08 57.92 812900

7811 DINQAFDLLLQGK Unmodified _DINQAFDLLLQGK_ B4FGN7_MAIZE 2 737.89865 1473.7827 0.69448 -0.66987 0.015227 119.91 119.91 4.93E-21 80.67 4931300

7812 DIPGAAHLLR Unmodified _DIPGAAHLLR_ Q8S531_MAIZE 2 531.80637 1061.5982 0.010834 -0.087311 -0.093498 65.317 65.317 1.25E-02 44.41 1084700

7813 DIPIEVLELENK Unmodified _DIPIEVLELENK_ B4FIS8_MAIZE 2 706.38758 1410.7606 0.6588 0.39076 1.0227 99.922 99.922 2.00E-01 18.48 509200

7814 DIPWEHYMSTK Unmodified _DIPWEHYMSTK_ B6SIW6_MAIZE 2 703.82409 1405.6336 0.72883 -0.12847 0.58883 81.837 81.837 3.83E-01 13.83 305350

7815 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.19575 0.31725 0.49865 56.51 56.51 1.84E-04 44.66 3647400

7816 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 3 391.54013 1171.5986 0.52127 0.21397 0.72098 56.484 56.484 1.00E+00 4.82 880040

7817 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.062453 0.012463 0.062824 58.054 58.054 1.84E-04 38.79 261860

7818 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.14191 0.22922 0.35845 56.925 56.925 1.84E-04 38.49 985560

7819 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.18873 0.42912 0.6033 58.646 58.646 1.84E-04 43.15 1717300

7820 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.1815 0.62689 0.79379 57.964 57.964 4.40E-05 39.46 2188800

7821 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 3 391.54013 1171.5986 0.46577 0.4485 0.90026 57.957 57.957 1.00E+00 0.62 699350

7822 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.13462 0.78289 0.90273 58.57 58.57 4.40E-05 57.85 2245900

7823 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.10204 -0.50772 -0.41814 58.51 58.51 4.40E-05 47.35 36589000

7824 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 3 391.54013 1171.5986 0.4441 -0.25593 0.17667 58.496 58.496 3.83E-02 19.54 10234000

7825 DIQAHNFLSK Unmodified _DIQAHNFLSK_ B4FBK8_MAIZE 2 586.80656 1171.5986 0.12622 0.22291 0.33543 59.987 59.987 4.40E-05 53.21 939040

7826 DIQLAR Unmodified _DIQLAR_ B6SJQ5_MAIZE 2 358.2085 714.40244 0.94291 -0.27213 0.64413 43.365 43.365 5.26E-01 13.76 2691200

7827 DIQLAR Unmodified _DIQLAR_ B6SJQ5_MAIZE 2 358.2085 714.40244 0.65501 -0.4641 0.16585 43.396 43.396 5.26E-01 12.82 1201100

7828 DIQLAR Unmodified _DIQLAR_ B6SJQ5_MAIZE 2 358.2085 714.40244 0.96232 -0.39474 0.54126 45.407 45.407 5.26E-01 15.42 621520

7829 DIQLAR Unmodified _DIQLAR_ B6SJQ5_MAIZE 2 358.2085 714.40244 0.65897 -0.39623 0.23797 46.779 46.779 5.26E-01 15.8 3805600

7830 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.79081 0.20515 0.98689 109.19 109.19 4.68E-05 50.46 1186700

7831 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.77774 0.65287 1.4219 109.73 109.73 6.20E-03 49.67 398320

7832 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.7834 0.40099 1.1756 109.71 109.71 6.20E-03 50.39 667340

7833 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.81917 0.28425 1.0948 109.26 109.26 4.68E-05 40.45 387450

7834 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.80713 0.48517 1.283 109.96 109.96 1.47E-03 48.06 988110

7835 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.72694 0.010486 0.72898 109.43 109.43 4.68E-05 46.94 13081000
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7836 DIQPGSIIPYLVR Unmodified _DIQPGSIIPYLVR_ B4F9K0_MAIZE 2 735.91938 1469.8242 0.76786 0.81168 1.5703 111 111 5.66E-01 21.14 39974

7837 DIQSEYTEVVSHVDEGSIEK Unmodified _DIQSEYTEVVSHVDEGSIEK_ B4FXM2_MAIZE 3 755.35701 2263.0492 0.87136 0.21418 1.0819 96.226 96.226 2.03E-12 46.34 384070

7838 DIQTDTVR Unmodified _DIQTDTVR_ B4G0V8_MAIZE 2 474.24326 946.47197 -0.1903 0.49807 0.31789 41.081 41.081 5.06E-02 20.73 300620

7839 DISEFHVLEPR Unmodified _DISEFHVLEPR_ B6TXF8_MAIZE 2 671.34351 1340.6725 0.56112 0.29374 0.84669 78.974 78.974 1.67E-02 25.34 22288

7840 DISELNLPK Unmodified _DISELNLPK_ B4FIY7_MAIZE 2 514.78476 1027.555 -0.13592 0.10398 -0.060957 72.412 72.412 9.73E-03 38.29 7565800

7841 DISELNLPK Unmodified _DISELNLPK_ B4FIY7_MAIZE 2 514.78476 1027.555 -0.19752 0.19025 -0.034798 74.09 74.09 1.01E-02 36.37 6923000

7842 DISLGYATFQPGTTVR Unmodified _DISLGYATFQPGTTVR_ B4FNA7_MAIZE 2 863.44395 1724.8733 1.066 -0.010612 1.065 90.6 90.6 7.73E-25 70.85 2819200

7843 DISSSVTAIANEK Unmodified _DISSSVTAIANEK_ B6U9I3_MAIZE 2 667.84354 1333.6725 0.40566 -0.20774 0.18043 75.709 75.709 1.00E-11 61.58 198180

7844 DISSSVTAIANEK Unmodified _DISSSVTAIANEK_ B6U9I3_MAIZE 2 667.84354 1333.6725 0.52031 0.75395 1.2543 76.229 76.229 1.47E-03 39.03 1806100

7845 DITADDKQELDEALQR Unmodified _DITADDKQELDEALQR_ Q9SAZ6_MAIZE 3 620.63756 1858.8909 0.36735 0.07283 0.42519 75.526 75.526 8.21E-03 29.7 1367800

7846 DITADDKQELDEALQR Unmodified _DITADDKQELDEALQR_ Q9SAZ6_MAIZE 3 620.63756 1858.8909 0.30698 0.28186 0.57326 75.767 75.767 7.98E-01 10.18 1080600

7847 DITADDKQELDEALQR Unmodified _DITADDKQELDEALQR_ Q9SAZ6_MAIZE 2 930.4527 1858.8909 1.1369 0.032248 1.1545 75.769 75.769 7.42E-06 72.31 274670

7848 DITAQIISASIAGDMVLASAYSHELPR Oxidation (M) _DITAQIISASIAGDM(ox)VLASAYSHELPR_ B6THG9_MAIZE 3 949.15153 2844.4328 1.1441 0.17822 1.3095 125.62 125.62 5.14E-29 70.76 5650400

7849 DITAQIISASIAGDMVLASAYSHELPR Oxidation (M) _DITAQIISASIAGDM(ox)VLASAYSHELPR_ B6THG9_MAIZE 3 949.15153 2844.4328 1.1488 0.2399 1.3762 126.68 126.68 8.01E-14 53.45 615760

7850 DITAQIISASIAGDMVLASAYSHELPR Oxidation (M) _DITAQIISASIAGDM(ox)VLASAYSHELPR_ B6THG9_MAIZE 3 949.15153 2844.4328 1.175 0.091538 1.2538 127.33 127.33 3.43E-12 39.77 373460

7851 DITAQIISASIAGDMVLASAYSHELPR Oxidation (M) _DITAQIISASIAGDM(ox)VLASAYSHELPR_ B6THG9_MAIZE 3 949.15153 2844.4328 1.1863 0.2457 1.4192 128.38 128.38 1.54E-08 39.1 313510

7852 DITAQIISASIAGDMVLASAYSHELPR Oxidation (M) _DITAQIISASIAGDM(ox)VLASAYSHELPR_ B6THG9_MAIZE 3 949.15153 2844.4328 1.1812 -0.0174 1.1508 129.2 129.2 2.97E-61 80.74 2093600

7853 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.1759 1.1725 2.3329 128.09 128.09 5.35E-20 59.03 10658000

7854 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.2315 -0.082237 1.135 131.7 131.7 1.46E-02 26.34 140440

7855 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.244 -0.1777 1.0525 133.92 133.92 5.31E-01 11.91 83993

7856 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.1599 0.049284 1.1953 136.76 136.76 1.54E-08 41.78 1188300

7857 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.0961 -0.74515 0.33721 128.52 128.52 3.43E-12 59.78 162870

7858 DITAQIISASIAGDMVLASAYSHELPR Unmodified _DITAQIISASIAGDMVLASAYSHELPR_ B6THG9_MAIZE 3 943.81989 2828.4378 1.1335 0.034687 1.1539 130.92 130.92 4.78E-05 34.71 768790

7859 DITDGFSETQMLGEGAFGTVYK Oxidation (M) _DITDGFSETQM(ox)LGEGAFGTVYK_ B6TXE2_MAIZE 2 1191.5439 2381.0733 1.2815 0.93152 2.2226 108.07 108.07 2.21E-30 75.23 638940

7860 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 0.025552 0.06517 0.0691 85.548 85.548 1.45E-01 12.19 1404100

7861 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.11913 0.34695 0.20669 96.615 96.615 1.62E-03 35.88 183250

7862 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.84533 85.647 85.647 2.82E-12 72.08

7863 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.84533 86.271 86.271 2.82E-12 66.44

7864 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.84533 86.718 86.718 2.82E-12 56.6

7865 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.082422 0.078851 -0.024514 85.721 85.721 3.43E-01 10.49 376820

7866 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 0.02679 0.000934 0.006992 86.387 86.387 3.43E-01 14.19 628590

7867 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.047843 0.25 0.18091 86.123 86.123 1.00E+00 4.85 838550

7868 DITELIAAGR Unmodified _DITELIAAGR_ B4FI88_MAIZE 2 529.79566 1057.5768 -0.13173 -0.002178 -0.15406 85.603 85.603 1.84E-04 55.51 8808600

7869 DITEVIAAGR Unmodified _DITEVIAAGR_ B4FD78_MAIZE 2 522.78784 1043.5611 -0.095543 0.20333 0.094754 73.409 73.409 4.40E-02 27.86 57314
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7870 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.57663 0.32761 0.89673 27.5 27.5 1.86E-01 29.07 164260

7871 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.52646 -0.062263 0.45868 27.041 27.041 1.00E+00 10.95 398290

7872 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.47503 -0.025511 0.44262 27.23 27.23 4.46E-01 16.54 488680

7873 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.66861 -0.057054 0.6048 27.977 27.977 1.00E+00 6.46 28455

7874 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.58781 0.31812 0.89959 28.095 28.095 1.00E+00 13.33 25562

7875 DITGNPR Unmodified _DITGNPR_ B6SZ69_MAIZE 2 386.70103 771.38752 0.68514 0.49388 1.172 26.409 26.409 4.46E-01 18.8 55629

7876 DITPMGGFPHYGIVK Oxidation (M) _DITPM(ox)GGFPHYGIVK_ B4FBM9_MAIZE 2 824.41361 1646.8127 1.0312 -0.63069 0.41188 74.084 74.084 1.60E-05 35.08 1084800

7877 DITPMGGFPHYGIVK Unmodified _DITPMGGFPHYGIVK_ B4FBM9_MAIZE 3 544.61319 1630.8177 0.020204 -0.13683 -0.10816 84.091 84.091 8.03E-01 4.97 8656800

7878 DITPMGGFPHYGIVK Unmodified _DITPMGGFPHYGIVK_ B4FBM9_MAIZE 2 816.41615 1630.8177 1.0023 0.066133 1.0773 84.082 84.082 1.12E-07 57.02 2727900

7879 DITSFVGLPTGSVYPTR Unmodified _DITSFVGLPTGSVYPTR_ MCM31_MAIZE 2 905.47271 1808.9309 1.1486 0.74217 1.9058 104.18 104.18 1.37E-17 53.99 456330

7880 DITSVAEK Unmodified _DITSVAEK_ B4FSZ7_MAIZE 2 431.72946 861.44436 0.037619 0.41141 0.43421 44.625 44.625 1.00E+00 2.37 1432400

7881 DITSVAEK Unmodified _DITSVAEK_ B4FSZ7_MAIZE 2 431.72946 861.44436 0.0696 0.15582 0.21068 44.614 44.614 3.77E-01 20.03 6355900

7882 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.063912 -0.024302 -0.097622 42.925 42.925 2.92E-02 33.43 8904000

7883 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.396 0.043443 1.4279 42.901 42.901 2.47E-01 18.83 3658300

7884 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.2724 0.16593 1.4285 42.408 42.408 9.92E-01 13.25 1005900

7885 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.17247 0.033563 -0.14963 42.408 42.408 5.06E-02 32.61 2289700

7886 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.069129 0.000691 -0.077547 45.09 45.09 2.92E-02 32.87 4222400

7887 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.5053 -0.007647 1.4866 45.097 45.097 5.41E-01 19.36 1843400

7888 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.10003 0.15683 0.046683 44.348 44.348 2.92E-02 28.79 4066900

7889 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.3379 -0.007848 1.3201 44.359 44.359 9.92E-01 15.96 2005200

7890 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.14752 0.35332 0.19434 45.213 45.213 2.92E-02 29.09 3758900

7891 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.3151 0.034392 1.3386 45.214 45.214 5.41E-01 19.65 1912700

7892 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.10727 0.31486 0.19631 44.963 44.963 2.92E-02 31.64 9295600

7893 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.3955 0.11267 1.4973 44.929 44.929 9.92E-01 16.3 5693600

7894 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.1816 -0.040829 -0.2333 45.886 45.886 2.92E-02 31.73 44618000

7895 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 3 320.83103 959.47125 1.3553 -0.12421 1.2206 45.883 45.883 2.47E-01 25.25 19082000

7896 DIVDAHYK Unmodified _DIVDAHYK_ B4G1P1_MAIZE 2 480.7429 959.47125 -0.085614 -0.010309 -0.10589 43.05 43.05 5.06E-02 33.33 985730

7897 DIVGLFQSVPDAR Unmodified _DIVGLFQSVPDAR_ B6UE68_MAIZE 2 708.87772 1415.7409 0.68321 -0.29194 0.40011 101.37 101.37 6.20E-03 33.2 605520

7898 DIVGSAYYVAPEVLK Unmodified _DIVGSAYYVAPEVLK_ Q41790_MAIZE 2 812.43506 1622.8556 0.97978 -0.10254 0.86856 97.964 97.964 1.02E-23 84.26 885500

7899 DIVGSAYYVAPEVLK Unmodified _DIVGSAYYVAPEVLK_ Q41790_MAIZE 2 812.43506 1622.8556 0.89866 -0.15428 0.73604 98.435 98.435 7.01E-11 40.87 445070

7900 DIVGSAYYVAPEVLK Unmodified _DIVGSAYYVAPEVLK_ Q41790_MAIZE 2 812.43506 1622.8556 0.93657 -0.65241 0.27568 98.485 98.485 1.02E-23 62.82 548560

7901 DIVGSAYYVAPEVLK Unmodified _DIVGSAYYVAPEVLK_ Q41790_MAIZE 2 812.43506 1622.8556 1.0371 -0.009962 1.0182 97.834 97.834 1.60E-05 59.52 352060

7902 DIVGSAYYVAPEVLK Unmodified _DIVGSAYYVAPEVLK_ Q41790_MAIZE 2 812.43506 1622.8556 1.0704 0.79392 1.8537 98.506 98.506 1.65E-02 39.61 257370

7903 DIVGSAYYVAPEVLR Unmodified _DIVGSAYYVAPEVLR_ CDPK2_MAIZE 2 826.43814 1650.8617 1.0268 -0.1063 0.91244 97.347 97.347 2.37E-16 84.18 493940
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7904 DIVGSAYYVAPEVLR Unmodified _DIVGSAYYVAPEVLR_ CDPK2_MAIZE 2 826.43814 1650.8617 0.99861 -0.04537 0.94589 97.782 97.782 4.63E-02 21.75 162570

7905 DIVLDPAAGISAR Unmodified _DIVLDPAAGISAR_ B6TLN8_MAIZE 2 649.35916 1296.7038 0.44088 -0.64757 -0.2174 82.745 82.745 2.65E-01 6.57 846020

7906 DIVVVVK Unmodified _DIVVVVK_ B6TC12_MAIZE 2 386.25237 770.49019 0.26987 -0.58038 -0.29234 59.945 59.945 8.04E-02 22.27 3055400

7907 DIWPSNQEIDEVVESSVQTHLFK Unmodified _DIWPSNQEIDEVVESSVQTHLFK_ B6SRL2_MAIZE 3 900.77657 2699.3079 1.2131 0.55945 1.7719 122.77 122.77 2.54E-02 16.71 692890

7908 DIWPSNQEIDEVVESSVQTHLFK Unmodified _DIWPSNQEIDEVVESSVQTHLFK_ B6SRL2_MAIZE 3 900.77657 2699.3079 1.0901 0.18166 1.2723 123.25 123.25 2.54E-02 10.79 355860

7909 DIWPSNQEIDEVVESSVQTHLFK Unmodified _DIWPSNQEIDEVVESSVQTHLFK_ B6SRL2_MAIZE 3 900.77657 2699.3079 1.1373 0.17281 1.3103 123.59 123.59 2.39E-01 4.4 395810

7910 DIWPSNQEIDEVVESSVQTHLFK Unmodified _DIWPSNQEIDEVVESSVQTHLFK_ B6SRL2_MAIZE 3 900.77657 2699.3079 1.1214 0.36448 1.4856 124.75 124.75 2.39E-01 4.1 429750

7911 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 2 1318.1516 2634.2887 1.1765 0.56333 1.7414 127.39 127.39 5.94E-01 11.93 334230

7912 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 3 879.10352 2634.2887 1.0786 0.17397 1.2546 127.84 127.84 8.41E-01 16.17 305150

7913 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 2 1318.1516 2634.2887 1.3618 -0.15781 1.2062 127.85 127.85 4.21E-03 34.32 135220

7914 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 3 879.10352 2634.2887 1.1097 -0.002896 1.1091 128.15 128.15 1.21E-02 13.8 349400

7915 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 3 879.10352 2634.2887 1.0984 0.21717 1.3171 128.34 128.34 2.54E-02 12.44 712150

7916 DIWPSTEEIAQVVQSSVLPDMFK Oxidation (M) _DIWPSTEEIAQVVQSSVLPDM(ox)FK_ B4FIT6_MAIZE 2 1318.1516 2634.2887 1.1886 0.31815 1.5087 128.31 128.31 1.32E-07 58.65 305940

7917 DIWPSTEEIAQVVQSSVLPDMFK Unmodified _DIWPSTEEIAQVVQSSVLPDMFK_ B4FIT6_MAIZE 3 873.77188 2618.2938 1.135 -0.017012 1.1187 129.85 129.85 8.41E-01 7.14 1708600

7918 DIWPSTEEIAQVVQSSVLPDMFK Unmodified _DIWPSTEEIAQVVQSSVLPDMFK_ B4FIT6_MAIZE 2 1310.1542 2618.2938 2.9179 129.96 129.96 4.38E-03 38.24

7919 DIWTFLR Unmodified _DIWTFLR_ Q5EUC9_MAIZE 2 475.75835 949.50215 0.060764 0.27745 0.33668 110.3 110.3 7.83E-01 8.77 80751

7920 DIWTFLR Unmodified _DIWTFLR_ Q5EUC9_MAIZE 2 475.75835 949.50215 -0.019101 -0.019692 -0.041672 110.41 110.41 7.83E-01 8.99 428270

7921 DIWTFLR Unmodified _DIWTFLR_ Q5EUC9_MAIZE 2 475.75835 949.50215 -0.091828 0.29063 0.19719 110.04 110.04 8.04E-02 22.97 455230

7922 DIWTFLR Unmodified _DIWTFLR_ Q5EUC9_MAIZE 2 475.75835 949.50215 -0.011229 -0.047573 -0.060572 110.22 110.22 1.86E-01 24.78 238370

7923 DIYADAFGER Unmodified _DIYADAFGER_ B6SXV4_MAIZE 2 578.7671 1155.5197 0.17554 0.49515 0.65694 76.338 76.338 1.62E-03 33.31 1712100

7924 DIYADAFGER Unmodified _DIYADAFGER_ B6SXV4_MAIZE 2 578.7671 1155.5197 0.18705 0.12894 0.30327 77.328 77.328 1.62E-03 31.81 568400

7925 DIYADAFGER Unmodified _DIYADAFGER_ B6SXV4_MAIZE 2 578.7671 1155.5197 0.18534 0.5208 0.69171 76.946 76.946 1.00E+00 3.56 643350

7926 DIYADAFGER Unmodified _DIYADAFGER_ B6SXV4_MAIZE 2 578.7671 1155.5197 0.16538 -0.14436 0.0081945 76.88 76.88 1.25E-02 18.66 375050

7927 DIYEHAVVLSVK Unmodified _DIYEHAVVLSVK_ B4FCY9_MAIZE 3 458.25388 1371.7398 0.0013421 -0.14142 -0.14763 70.938 70.938 1.84E-01 11.84 514520

7928 DIYNFAFTWAR Unmodified _DIYNFAFTWAR_ B6TM27_MAIZE 2 702.34077 1402.667 0.80775 0.83767 1.6376 117.35 117.35 4.96E-02 41.4 83250

7929 DIYTGDKLEIVVINK Unmodified _DIYTGDKLEIVVINK_ B4FRQ7_MAIZE 3 573.98909 1718.9455 0.12713 0.2371 0.3538 85.717 85.717 1.14E-02 21.93 769980

7930 DKAGNLIPVALK Unmodified _DKAGNLIPVALK_ B4FE30_MAIZE 2 619.87699 1237.7394 0.23452 0.40209 0.61349 71.428 71.428 6.74E-02 25.67 111460

7931 DKAGNLIPVALK Unmodified _DKAGNLIPVALK_ B4FE30_MAIZE 3 413.58708 1237.7394 0.084695 1.0242 1.085 71.414 71.414 1.00E+00 7.78 107150

7932 DKDFEILAFPCNQFLR Unmodified _DKDFEILAFPCNQFLR_ B6TX91_MAIZE 3 671.66814 2011.9826 0.53011 0.24021 0.76873 115.4 115.4 1.08E-05 30.05 330460

7933 DKDGEVGDDVFDEDLEVEETDNPELSVKPVYVK Unmodified _DKDGEVGDDVFDEDLEVEETDNPELSVKPVYVK_ B4FCV7_MAIZE 4 931.68754 3722.7211 1.1656 -0.080333 1.0884 100.51 100.51 1.63E-10 39.01 340420

7934 DKDGEVGDDVFDEELEAEETDNPELAVKPVYVK Unmodified _DKDGEVGDDVFDEELEAEETDNPELAVKPVYVK_ B4FA29_MAIZE 4 924.1849 3692.7105 1.1361 0.067926 1.2002 102.95 102.95 2.76E-13 41.95 532920

7935 DKDITEVIAAGR Unmodified _DKDITEVIAAGR_ B4FD78_MAIZE 2 644.34879 1286.683 0.3753 0.22594 0.58837 63.297 63.297 1.11E-04 51.06 115750

7936 DKDITEVIAAGR Unmodified _DKDITEVIAAGR_ B4FD78_MAIZE 2 644.34879 1286.683 0.39096 0.52279 0.90014 65.136 65.136 9.64E-17 76.25 403930

7937 DKDVLASSPAK Unmodified _DKDVLASSPAK_ B6TBJ6_MAIZE 2 565.80623 1129.5979 0.044259 -0.93512 -0.90537 37.776 37.776 3.57E-04 40.97 512970
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7938 DKEDILGWGVPNDIDMIALSFVR Oxidation (M) _DKEDILGWGVPNDIDM(ox)IALSFVR_ B6TII5_MAIZE 3 873.77562 2618.305 1.1098 0.30686 1.4154 127.61 127.61 3.62E-09 54.53 990550

7939 DKEDILGWGVPNDIDMIALSFVR Unmodified _DKEDILGWGVPNDIDMIALSFVR_ B6TII5_MAIZE 3 868.44398 2602.3101 1.0129 -0.72515 0.28684 128.72 128.72 5.17E-06 28.69 656740

7940 DKEKVDEDDLSR Unmodified _DKEKVDEDDLSR_ Q84LS4_MAIZE 3 483.56697 1447.6791 -0.0080756 -0.63909 -0.66082 34.629 34.629 2.11E-01 13.69 202760

7941 DKEKVDEDDLSR Unmodified _DKEKVDEDDLSR_ Q84LS4_MAIZE 3 483.56697 1447.6791 0.051404 0.48326 0.51994 36.261 36.261 2.46E-02 25.57 89625

7942 DKEKVDEDDLSR Unmodified _DKEKVDEDDLSR_ Q84LS4_MAIZE 3 483.56697 1447.6791 -0.096038 -0.3946 -0.50284 34.28 34.28 2.46E-02 45.81 2528000

7943 DKEKVDEDDLSR Unmodified _DKEKVDEDDLSR_ Q84LS4_MAIZE 2 724.84681 1447.6791 0.79427 -0.047835 0.73264 34.294 34.294 1.68E-09 54.28 111770

7944 DKESIAAVVR Unmodified _DKESIAAVVR_ B4FP22_MAIZE 2 544.30894 1086.6033 0.084874 -1.313 -1.2453 47.859 47.859 1.62E-03 40.92 482910

7945 DKESWDLNNEEK Unmodified _DKESWDLNNEEK_ B6TI78_MAIZE 2 753.83898 1505.6634 0.85869 0.14718 0.97882 52.7 52.7 2.05E-12 68.74 659680

7946 DKFAAAMIK Oxidation (M) _DKFAAAM(ox)IK_ B4FY83_MAIZE 2 505.7706 1009.5267 -0.099327 0.57105 0.44487 42.269 42.269 3.05E-02 17.19 1743900

7947 DKFAAAMIK Oxidation (M) _DKFAAAM(ox)IK_ B4FY83_MAIZE 2 505.7706 1009.5267 -0.026324 -0.20591 -0.25758 42.039 42.039 9.18E-02 17.97 1170000

7948 DKFAAAMIK Unmodified _DKFAAAMIK_ B4FY83_MAIZE 2 497.77315 993.53174 -0.091797 0.26417 0.14199 52.807 52.807 3.21E-03 46.51 1234700

7949 DKFAAAMIK Unmodified _DKFAAAMIK_ B4FY83_MAIZE 2 497.77315 993.53174 -0.077542 0.23738 0.12949 52.426 52.426 3.13E-03 42.64 2290400

7950 DKFDFEVR Unmodified _DKFDFEVR_ B6T8Q2_MAIZE 2 528.26146 1054.5084 -0.023884 0.23642 0.21378 62.146 62.146 3.77E-01 20.08 424660

7951 DKFLGLVDR Unmodified _DKFLGLVDR_ B6TW88_MAIZE 2 531.80075 1061.5869 -0.08734 0.1277 0.039995 72.801 72.801 3.32E-02 26.55 31680

7952 DKFPDIVIYTDVALDPYSSDGHDGIVR Unmodified _DKFPDIVIYTDVALDPYSSDGHDGIVR_ B6TPK4_MAIZE 4 752.62255 3006.4611 0.90968 -0.16611 0.75055 113.18 113.18 1.02E-06 29.47 340220

7953 DKGLEPSEFEDSVAQAFFDLENGNQELK Unmodified _DKGLEPSEFEDSVAQAFFDLENGNQELK_ B4FZN6_MAIZE 3 1052.8263 3155.4571 1.1187 0.006932 1.1174 129.6 129.6 3.13E-01 19.34 348320

7954 DKGYIDLSK Unmodified _DKGYIDLSK_ B4FGK8_MAIZE 2 519.77694 1037.5393 -0.089889 0.036284 -0.071658 51.456 51.456 1.12E-01 33.31 480600

7955 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 4 497.97907 1987.8872 -0.011278 -0.40413 -0.40827 33.846 33.846 5.16E-03 46.19 985160

7956 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 3 663.63633 1987.8872 0.56665 -0.18279 0.39189 33.835 33.835 9.50E-02 15.97 231820

7957 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 4 497.97907 1987.8872 0.017363 -0.73039 -0.70338 35.474 35.474 1.89E-01 10.92 225110

7958 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 4 497.97907 1987.8872 0.035027 -0.21392 -0.17143 35.372 35.372 1.95E-02 28.6 404630

7959 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 3 663.63633 1987.8872 0.65088 -0.61384 0.044794 35.353 35.353 5.79E-03 26.23 54140

7960 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 4 497.97907 1987.8872 -0.15032 -0.26326 -0.40566 36.276 36.276 6.68E-03 22.74 12103000

7961 DKHEDGGDKEQGGGGFIDK Unmodified _DKHEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 3 663.63633 1987.8872 0.48176 -0.02431 0.46482 36.268 36.268 1.41E-04 36.84 1483500

7962 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 2 617.81934 1233.6241 0.31016 0.12543 0.42051 48.912 48.912 2.81E-03 37.75 2391500

7963 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 2 617.81934 1233.6241 0.28504 -0.10111 0.16943 48.847 48.847 2.81E-03 35.45 729230

7964 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 2 617.81934 1233.6241 0.33478 1.0278 1.3455 50.301 50.301 2.81E-03 40.78 872450

7965 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 2 617.81934 1233.6241 0.22547 -0.021075 0.18943 51.206 51.206 1.25E-02 35.99 8679200

7966 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 3 412.21532 1233.6241 0.15753 0.035668 0.17904 51.244 51.244 1.00E+00 3.84 2230000

7967 DKIETPEQFK Unmodified _DKIETPEQFK_ B4FQM2_MAIZE 2 617.81934 1233.6241 -0.41504 50.972 50.972 6.21E-02 31.55

7968 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.47417 0.14546 0.59088 125.26 125.26 7.02E-03 41.32 3200700

7969 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 1006.0389 2010.0633 1.3002 1.2688 2.5386 125.32 125.32 3.49E-83 118.01 500790

7970 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.56284 -0.23346 0.30142 126.75 126.75 1.00E+00 14.17 239190

7971 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.58082 -0.55637 -0.0036386 127.03 127.03 9.57E-01 16.63 468540
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7972 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.57279 -0.27578 0.26789 128.1 128.1 5.95E-01 31.69 331370

7973 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.55896 0.13999 0.67027 129.56 129.56 7.02E-03 32.41 1288200

7974 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 4 503.52311 2010.0633 0.045998 -0.38288 -0.36435 129.37 129.37 1.00E+00 3.05 106530

7975 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 1006.0389 2010.0633 1.2305 0.2967 1.4978 129.47 129.47 5.48E-24 87.54 158650

7976 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 671.02839 2010.0633 0.61263 0.004173 0.5884 131.23 131.23 4.99E-02 18.67 311510

7977 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 1006.0389 2010.0633 1.2494 0.26531 1.4862 129.61 129.61 5.36E-73 117.02 761920

7978 DKIPAEVASEIEAAIADLR Unmodified _DKIPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 4 503.52311 2010.0633 -0.075769 -0.18543 -0.28947 129.63 129.63 5.95E-01 11.41 1253800

7979 DKISEGLGLK Unmodified _DKISEGLGLK_ B6TK66_MAIZE 2 530.30586 1058.5972 -0.094179 -0.2272 -0.34237 57.818 57.818 2.81E-03 36.94 2043600

7980 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 2 781.94507 1561.8756 0.92437 -0.11168 0.81201 116.96 116.96 2.50E-15 49.73 867900

7981 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 2 781.94507 1561.8756 0.91352 0.11527 1.0274 117.47 117.47 1.00E-11 36.22 253170

7982 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 3 521.63247 1561.8756 -0.11109 -0.089608 -0.20286 117.46 117.46 1.60E-02 21.64 433690

7983 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 3 521.63247 1561.8756 0.0096803 -0.14512 -0.13692 117.54 117.54 1.28E-01 25.47 479220

7984 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 2 781.94507 1561.8756 0.97669 0.10879 1.0845 117.61 117.61 2.61E-08 48.05 135200

7985 DKLIFPFVDLDIK Unmodified _DKLIFPFVDLDIK_ B4FN97_MAIZE 2 781.94507 1561.8756 1.0277 0.1303 1.157 118.11 118.11 2.61E-08 38.33 140330

7986 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 3 514.97624 1541.9069 0.0099199 -0.14663 -0.15164 122.01 122.01 9.36E-01 16.23 1274400

7987 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 2 771.96072 1541.9069 0.89482 0.41566 1.2954 122 122 2.61E-08 40.22 1473500

7988 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 3 514.97624 1541.9069 -0.11303 0.043818 -0.084162 122.44 122.44 5.88E-01 13.13 365280

7989 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 2 771.96072 1541.9069 0.90211 0.11245 0.99984 122.64 122.64 4.68E-05 32.51 301030

7990 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 3 514.97624 1541.9069 0.019954 -0.31105 -0.30606 122.66 122.66 1.00E+00 4.7 352840

7991 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 3 514.97624 1541.9069 0.051435 -0.40674 -0.36956 122.71 122.71 1.00E+00 6.64 228130

7992 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 2 771.96072 1541.9069 0.95376 0.37347 1.3129 122.7 122.7 1.47E-03 33.8 144560

7993 DKLILPFLDLDIK Unmodified _DKLILPFLDLDIK_ B4G249_MAIZE 2 771.96072 1541.9069 0.93819 0.31643 1.2395 123.15 123.15 6.20E-03 32.15 260350

7994 DKLVVSTSCSLMHTAVDLVNETK Unmodified _DKLVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 849.76462 2546.272 1.073 -0.17159 0.90706 105.65 105.65 5.15E-06 38.3 1203000

7995 DKLVVSTSCSLMHTAVDLVNETK Unmodified _DKLVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 4 637.57528 2546.272 0.44184 -0.071445 0.37493 105.66 105.66 1.00E+00 10.55 1057100

7996 DKLVVSTSCSLMHTAVDLVNETK Unmodified _DKLVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 849.76462 2546.272 1.0487 -0.49039 0.56414 106.77 106.77 6.36E-09 48.9 243550

7997 DKLVVSTSCSLMHTAVDLVNETK Unmodified _DKLVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 849.76462 2546.272 1.0919 -0.23007 0.86719 107.15 107.15 1.61E-06 40.25 230510

7998 DKLVVSTSCSLMHTAVDLVNETK Oxidation (M) _DKLVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 855.09625 2562.2669 0.98302 -0.48616 0.50437 90.685 90.685 5.15E-06 34.71 223250

7999 DKLVVSTSCSLMHTAVDLVNETK Oxidation (M) _DKLVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 855.09625 2562.2669 1.0809 -0.51726 0.57117 90.841 90.841 1.52E-03 27.93 288190

8000 DKLVVSTSCSLMHTAVDLVNETKLDDEIK Unmodified _DKLVVSTSCSLMHTAVDLVNETKLDDEIK_ B6UF55_MAIZE 4 815.91517 3259.6316 1.0286 -0.10933 0.92003 115.21 115.21 2.30E-03 13.71 460520

8001 DKNTVEAVRSGQK Unmodified _DKNTVEAVRSGQK_ Q6QP56_MAIZE 2 716.38115 1430.7478 0.66512 0.001638 0.6577 115.28 115.28 5.66E-01 12.82 1217200

8002 DKNVVEEAEK Unmodified _DKNVVEEAEK_ B4FSU4_MAIZE 2 580.79332 1159.5721 0.15613 -0.40292 -0.27221 33.404 33.404 2.81E-03 35.64 140850

8003 DKPYCSLLVGLVSAYR Unmodified _DKPYCSLLVGLVSAYR_ B4FSS8_MAIZE 3 614.32571 1839.9553 0.26562 0.23302 0.49289 108.84 108.84 1.87E-02 23.54 1576400

8004 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 2 531.80276 1061.591 0.059433 -0.50673 -0.47134 68.505 68.505 1.00E+00 15.37 479570

8005 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 2 531.80276 1061.591 0.036882 -0.038274 -0.024801 68.803 68.803 3.77E-01 18.7 356370
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8006 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 2 531.80276 1061.591 0.042852 0.0992 0.11733 68.752 68.752 1.00E+00 11.81 553090

8007 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 2 531.80276 1061.591 -0.089394 0.23243 0.11873 68.735 68.735 7.88E-01 13.34 4313100

8008 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 3 354.87093 1061.591 0.98762 0.063817 1.0267 68.741 68.741 1.00E+00 19.29 1237700

8009 DKPYWIIK Unmodified _DKPYWIIK_ B4FX40_MAIZE 2 531.80276 1061.591 -0.14011 -0.14298 -0.30779 67.976 67.976 3.77E-01 16.18 9737800

8010 DKSELLLK Unmodified _DKSELLLK_ B6T033_MAIZE 2 473.2844 944.55425 -0.10762 0.32311 0.17975 46.229 46.229 5.06E-02 35.66 860630

8011 DKSELLLR Unmodified _DKSELLLR_ Q9FQB0_MAIZE 2 487.28747 972.5604 -0.11546 -0.19455 -0.34235 49.265 49.265 3.48E-02 51.02 1541200

8012 DKTYDLNFK Unmodified _DKTYDLNFK_ ENO1_MAIZE 2 572.28767 1142.5608 0.13168 -0.71617 -0.59575 56.536 56.536 3.32E-02 28.68 557010

8013 DKTYDLNFK Unmodified _DKTYDLNFK_ ENO1_MAIZE 2 572.28767 1142.5608 0.13851 0.64275 0.76728 58.633 58.633 3.39E-01 9.79 358700

8014 DKTYDLNFK Unmodified _DKTYDLNFK_ ENO1_MAIZE 2 572.28767 1142.5608 0.12841 0.20345 0.319 57.955 57.955 3.32E-02 43.19 367580

8015 DKTYDLNFK Unmodified _DKTYDLNFK_ ENO1_MAIZE 2 572.28767 1142.5608 0.17667 0.67281 0.83684 58.591 58.591 3.32E-02 22.42 490490

8016 DKTYDLNFK Unmodified _DKTYDLNFK_ ENO1_MAIZE 2 572.28767 1142.5608 0.11746 0.59674 0.7007 58.47 58.47 3.32E-02 22.93 5505300

8017 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 3 502.24237 1503.7053 0.029524 -0.13656 -0.13122 34.461 34.461 3.08E-01 16.99 266530

8018 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 2 752.85992 1503.7053 0.8215 0.089657 0.88691 33.31 33.31 1.15E-02 32.86 68479

8019 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 3 502.24237 1503.7053 0.018065 -0.18783 -0.19265 36.213 36.213 9.36E-01 8.49 231310

8020 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 2 752.85992 1503.7053 0.8698 0.051582 0.89697 36.219 36.219 1.15E-02 23.26 126440

8021 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 3 502.24237 1503.7053 -0.014257 -0.26941 -0.30683 35.345 35.345 1.60E-02 30.36 727900

8022 DKVAQDNESEELK Unmodified _DKVAQDNESEELK_ B6U0V6_MAIZE 2 752.85992 1503.7053 0.85732 -0.10249 0.73118 35.351 35.351 2.61E-08 50.25 375750

8023 DKVAQDNESEELKHTAR Unmodified _DKVAQDNESEELKHTAR_ B6U0V6_MAIZE 4 493.2448 1968.9501 -0.023348 -0.43976 -0.48176 35.316 35.316 1.40E-03 32.24 451430

8024 DKVGMLEINR Oxidation (M) _DKVGM(ox)LEINR_ B4FFV2_MAIZE 3 397.54478 1189.6125 0.21663 0.081519 0.28157 49.607 49.607 1.26E-02 42.82 167020

8025 DKVPAEVTK Unmodified _DKVPAEVTK_ B6UGG5_MAIZE 2 493.77948 985.54441 0.038847 -0.21189 -0.18087 29.177 29.177 1.00E+00 9.88 65331

8026 DKVPAEVTK Unmodified _DKVPAEVTK_ B6UGG5_MAIZE 3 329.52208 985.54441 1.4291 0.17977 1.5991 29.185 29.185 1.82E-02 42.68 36149

8027 DKVPAEVTK Unmodified _DKVPAEVTK_ B6UGG5_MAIZE 2 493.77948 985.54441 0.018674 -0.034556 -0.023854 29.761 29.761 1.00E+00 7.71 137340

8028 DKVTEYVK Unmodified _DKVTEYVK_ B6SHG7_MAIZE 2 491.26621 980.51786 -0.066223 -0.22559 -0.30027 38.381 38.381 1.65E-01 23.54 433540

8029 DKVVEETWVK Unmodified _DKVVEETWVK_ B6TCV9_MAIZE 2 616.8297 1231.6449 0.2978 0.43162 0.72652 56.705 56.705 1.62E-03 34.27 720080

8030 DKWSPALQIR Unmodified _DKWSPALQIR_ B4FPA1_MAIZE 3 405.22778 1212.6615 0.15693 0.27412 0.41175 66.92 66.92 5.31E-01 22.32 117620

8031 DKWSPALQIR Unmodified _DKWSPALQIR_ B4FPA1_MAIZE 2 607.33803 1212.6615 0.17829 0.084451 0.24363 66.921 66.921 7.11E-01 19.5 56756

8032 DKWSPALQIR Unmodified _DKWSPALQIR_ B4FPA1_MAIZE 3 405.22778 1212.6615 0.39608 0.096973 0.47428 65.397 65.397 1.00E+00 6.2 354910

8033 DKWSPALQIR Unmodified _DKWSPALQIR_ B4FPA1_MAIZE 3 405.22778 1212.6615 0.055008 0.33507 0.36961 67.801 67.801 3.11E-02 45.25 3211700

8034 DKWSPALQIR Unmodified _DKWSPALQIR_ B4FPA1_MAIZE 2 607.33803 1212.6615 0.19019 0.006871 0.17865 67.789 67.789 3.43E-01 20.72 2557300

8035 DLAADDDLGALLR Unmodified _DLAADDDLGALLR_ B6TG05_MAIZE 2 679.35153 1356.6885 0.50485 0.144 0.63677 102.46 102.46 1.56E-17 83.32 136450

8036 DLAAVALWR Unmodified _DLAAVALWR_ Q03462_MAIZE 2 507.79018 1013.5658 -0.039185 -0.61816 -0.67469 93.954 93.954 3.89E-04 44.17 384290

8037 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.97044 0.71535 1.6766 108.09 108.09 2.05E-04 38.36 803570

8038 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.98388 -0.22243 0.75434 109.57 109.57 4.63E-02 18.03 20618

8039 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.97721 0.60187 1.5703 108.41 108.41 6.37E-03 31.83 467650
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8040 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.93658 0.36096 1.2893 108.6 108.6 1.60E-05 50.97 712000

8041 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.99501 0.58762 1.5746 108.54 108.54 2.05E-04 37.89 696340

8042 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.99633 0.21243 1.201 107.98 107.98 1.60E-05 36.86 530850

8043 DLADEIALVDAVPDK Unmodified _DLADEIALVDAVPDK_ B6T5Z1_MAIZE 2 792.41179 1582.809 0.91485 0.3881 1.2945 108.38 108.38 1.02E-23 72.09 4073000

8044 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 3 618.33867 1851.9942 0.31089 0.083201 0.38147 112.4 112.4 1.35E-01 22.53 226070

8045 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 3 618.33867 1851.9942 0.38022 0.18312 0.54978 112.51 112.51 1.35E-01 19.45 323350

8046 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 3 618.33867 1851.9942 0.41886 0.37203 0.77808 112.51 112.51 1.19E-02 22.23 211840

8047 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 3 618.33867 1851.9942 0.42334 0.10491 0.51595 112.2 112.2 9.61E-01 10.7 112110

8048 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 3 618.33867 1851.9942 0.2763 0.22128 0.48522 112.31 112.31 1.00E+00 1.42 1192300

8049 DLADEIALVDAVPDKLR Unmodified _DLADEIALVDAVPDKLR_ B6T5Z1_MAIZE 2 927.00437 1851.9942 1.149 0.35465 1.4909 112.28 112.28 2.72E-05 58.1 353070

8050 DLAEDSPLPWYLPLDPSR Unmodified _DLAEDSPLPWYLPLDPSR_ P93852_MAIZE 2 1042.5204 2083.0262 1.2712 0.32308 1.5829 124.16 124.16 1.05E-02 14.81 574420

8051 DLAEEVLK Unmodified _DLAEEVLK_ Q8W4W3_MAIZE 2 458.75293 915.49131 -0.06074 0.74776 0.65701 73.001 73.001 1.90E-02 33.45 5392400

8052 DLAGWGGLMGAGHDYYER Oxidation (M) _DLAGWGGLM(ox)GAGHDYYER_ B6TMF3_MAIZE 3 661.95998 1982.8581 0.45841 -0.31667 0.14064 84.195 84.195 9.24E-03 27.43 1928600

8053 DLAGWGGLMGAGHDYYER Unmodified _DLAGWGGLMGAGHDYYER_ B6TMF3_MAIZE 3 656.62834 1966.8632 0.44902 0.05192 0.49843 96.643 96.643 1.10E-02 25.65 447580

8054 DLAITSDEALSLEELPK Unmodified _DLAITSDEALSLEELPK_ B4FWU6_MAIZE 2 922.4804 1842.9462 1.1822 0.39114 1.5496 104.34 104.34 1.43E-21 69.18 599640

8055 DLAITSDEALSLEELPK Unmodified _DLAITSDEALSLEELPK_ B4FWU6_MAIZE 2 922.4804 1842.9462 1.1243 0.1047 1.2058 104.64 104.64 1.51E-07 68.39 576080

8056 DLAITSDEALSLEELPK Unmodified _DLAITSDEALSLEELPK_ B4FWU6_MAIZE 2 922.4804 1842.9462 1.134 0.12139 1.2319 104.79 104.79 8.28E-39 75.29 698450

8057 DLAITSDEALSLEELPK Unmodified _DLAITSDEALSLEELPK_ B4FWU6_MAIZE 2 922.4804 1842.9462 1.1438 0.014684 1.135 104.72 104.72 1.37E-17 85.74 375180

8058 DLAITSDEALSLEELPK Unmodified _DLAITSDEALSLEELPK_ B4FWU6_MAIZE 2 922.4804 1842.9462 1.1982 0.23229 1.4072 105.11 105.11 1.54E-12 64.82 398960

8059 DLALAR Unmodified _DLALAR_ B4G1B0_MAIZE 2 329.69776 657.38097 1.1749 -0.082434 1.0579 48.076 48.076 2.64E-01 40.99 502220

8060 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 2 748.415 1494.8154 0.83413 -0.26267 0.56405 75.098 75.098 1.95E-13 57.82 835170

8061 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 3 499.27909 1494.8154 -0.01172 -0.023173 -0.042447 75.069 75.069 9.21E-03 19.4 610670

8062 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 2 748.415 1494.8154 0.81854 -0.017586 0.79375 75.703 75.703 3.56E-04 37.14 388590

8063 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 3 499.27909 1494.8154 -0.14813 0.10216 -0.054604 75.725 75.725 1.00E+00 0.03 299270

8064 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 2 748.415 1494.8154 0.82212 0.04893 0.86308 76.296 76.296 2.96E-06 64.44 414040

8065 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 3 499.27909 1494.8154 0.058551 -0.028671 0.022439 76.235 76.235 5.17E-02 18.74 348360

8066 DLALLVHGSSNITR Unmodified _DLALLVHGSSNITR_ B4FN97_MAIZE 2 748.415 1494.8154 0.8755 -0.15188 0.71618 75.929 75.929 7.64E-09 61.17 278780

8067 DLALSLAAEEGLSAPDR Unmodified _DLALSLAAEEGLSAPDR_ B6SZF0_MAIZE 2 864.44415 1726.8737 1.0975 0.15668 1.2298 96.975 96.975 2.47E-02 13.37 170850

8068 DLAPPTETFTDRPPTSDGPPAPGGPAK Unmodified _DLAPPTETFTDRPPTSDGPPAPGGPAK_ B4FBV8_MAIZE 3 897.10832 2688.3031 1.1489 -0.27941 0.87729 73.615 73.615 2.64E-13 28.86 763910

8069 DLASDEANR Unmodified _DLASDEANR_ B6SHH4_MAIZE 2 495.72798 989.4414 -0.025023 0.54342 0.48941 37.421 37.421 9.73E-03 32.23 358820

8070 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.029243 0.78238 0.74974 87.355 87.355 2.92E-02 30.44 2088600

8071 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.10077 0.42933 0.32536 88.245 88.245 7.88E-01 20.03 16927

8072 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.17104 0.59613 0.42176 87.714 87.714 2.92E-02 41.84 1092200

8073 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.050181 0.66663 0.61194 88.19 88.19 5.06E-02 30.13 1065400
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8074 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.017987 0.2939 0.27198 87.89 87.89 2.92E-02 36.17 563500

8075 DLASFPFR Unmodified _DLASFPFR_ B6SV64_MAIZE 2 476.74798 951.48142 -0.14657 0.051128 -0.097617 88.694 88.694 1.65E-01 23.76 60316

8076 DLAVLSGAHAIGK Unmodified _DLAVLSGAHAIGK_ B6T6D4_MAIZE 2 626.35642 1250.6983 0.385 -0.09634 0.27804 69.269 69.269 3.13E-02 33.51 658190

8077 DLAVLSGAHAIGK Unmodified _DLAVLSGAHAIGK_ B6T6D4_MAIZE 2 626.35642 1250.6983 0.31988 -0.1565 0.15291 69.179 69.179 1.56E-17 59.65 1575600

8078 DLDDFVK Unmodified _DLDDFVK_ Q5EUD6_MAIZE 2 426.2109 850.40725 -0.016147 -0.080997 -0.087812 71.555 71.555 1.86E-01 18.64 101220

8079 DLDDFVK Unmodified _DLDDFVK_ Q5EUD6_MAIZE 2 426.2109 850.40725 -0.89487 40.637 40.637 3.20E-01 4.95

8080 DLDDFVK Unmodified _DLDDFVK_ Q5EUD6_MAIZE 2 426.2109 850.40725 0.16071 0.18753 0.35571 72.632 72.632 1.00E+00 7.03 563430

8081 DLDDFVK Unmodified _DLDDFVK_ Q5EUD6_MAIZE 2 426.2109 850.40725 0.13389 0.095441 0.23717 72.145 72.145 1.00E+00 7.18 562330

8082 DLDDFVK Unmodified _DLDDFVK_ Q5EUD6_MAIZE 2 426.2109 850.40725 0.057971 0.003877 0.071134 72.922 72.922 1.86E-01 22.3 9857700

8083 DLDLPAHK Unmodified _DLDLPAHK_ B6U4D9_MAIZE 2 454.74544 907.47633 -0.11875 0.39312 0.25882 44.87 44.87 3.77E-01 10.9 341710

8084 DLDLPAHK Unmodified _DLDLPAHK_ B6U4D9_MAIZE 2 454.74544 907.47633 0.028602 0.14897 0.16107 47.39 47.39 1.00E+00 1.53 478680

8085 DLDLPAHK Unmodified _DLDLPAHK_ B6U4D9_MAIZE 2 454.74544 907.47633 0.0053664 0.26897 0.25834 46.623 46.623 7.88E-01 10.26 815990

8086 DLDLPAHK Unmodified _DLDLPAHK_ B6U4D9_MAIZE 2 454.74544 907.47633 0.010331 0.21393 0.20835 47.51 47.51 7.88E-01 5.74 268360

8087 DLDPETTLVVVVSK Unmodified _DLDPETTLVVVVSK_ B4G0N0_MAIZE 2 757.91925 1513.8239 0.85741 -0.15448 0.71597 98.696 98.696 7.68E-22 100.35 1149400

8088 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.081333 0.18661 0.2682 42.226 42.226 1.90E-02 35.14 2853300

8089 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 -0.17849 -0.014744 -0.19249 41.802 41.802 2.92E-02 42.68 1074900

8090 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.082798 0.11866 0.20243 44.198 44.198 1.90E-02 31.61 562110

8091 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.0097862 0.50604 0.51538 44.298 44.298 2.92E-02 27.17 1016700

8092 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.062612 0.33482 0.39761 44.362 44.362 3.77E-01 6.86 939930

8093 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.033839 0.54815 0.58162 45.112 45.112 1.90E-02 34.22 1450300

8094 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 0.026578 0.16728 0.19386 42.275 42.275 1.90E-02 32.14 3110100

8095 DLDQVAGR Unmodified _DLDQVAGR_ B4FD90_MAIZE 2 437.22487 872.43519 -0.18647 -0.13747 -0.32301 45.478 45.478 2.34E-03 45.61 20125000

8096 DLEAMANLSIPK Oxidation (M) _DLEAM(ox)ANLSIPK_ B4FY29_MAIZE 2 659.33958 1316.6646 0.48005 0.78513 1.2354 74.604 74.604 1.60E-02 20.44 630910

8097 DLEAMANLSIPK Oxidation (M) _DLEAM(ox)ANLSIPK_ B4FY29_MAIZE 2 659.33958 1316.6646 0.52718 0.38867 0.88749 75.086 75.086 1.00E+00 2.42 555080

8098 DLEILQLR Unmodified _DLEILQLR_ B6TCJ0_MAIZE 2 500.2953 998.57605 -0.03632 0.40971 0.34561 91.941 91.941 1.90E-02 40.01 264020

8099 DLEVQANALSK Unmodified _DLEVQANALSK_ B6T5S0_MAIZE 2 594.31696 1186.6194 0.18161 -0.23659 -0.077611 61.16 61.16 3.57E-04 26.14 363060

8100 DLEVQANALSK Unmodified _DLEVQANALSK_ B6T5S0_MAIZE 2 594.31696 1186.6194 0.14275 -0.22511 -0.10485 63.589 63.589 6.35E-09 81.13 3017700

8101 DLFEGILQAGSTIVENLR Unmodified _DLFEGILQAGSTIVENLR_ Q41743_MAIZE 3 659.02135 1974.0422 0.36968 0.33291 0.69451 130.74 130.74 1.51E-39 84.52 2939500

8102 DLFEGILQAGSTIVENLR Unmodified _DLFEGILQAGSTIVENLR_ Q41743_MAIZE 2 988.02838 1974.0422 1.1906 0.29391 1.4767 130.76 130.76 8.00E-45 94.95 2572100

8103 DLFEGILQAGSTIVENLR Unmodified _DLFEGILQAGSTIVENLR_ Q41743_MAIZE 2 988.02838 1974.0422 1.1382 -0.046478 1.0835 131.35 131.35 3.54E-16 63.11 226330

8104 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.51549 -0.065275 0.43956 88.039 88.039 2.05E-12 55.63 3879800

8105 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.52541 0.12349 0.63721 88.343 88.343 9.64E-17 52.89 932160

8106 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.49962 -0.068713 0.41928 88.731 88.731 7.72E-03 26.75 1213400

8107 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.5418 0.01438 0.54518 88.406 88.406 1.98E-03 41.02 891340
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8108 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.52509 0.15892 0.67277 88.074 88.074 1.68E-09 41.27 664880

8109 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.53118 0.087114 0.60705 88.803 88.803 9.64E-17 59.68 3342800

8110 DLFNSQQILGAK Unmodified _DLFNSQQILGAK_ B4G0V4_MAIZE 2 667.35916 1332.7038 0.45815 -1.2351 -0.78631 88.051 88.051 2.05E-12 50.68 2696800

8111 DLFPLLPEAFK Unmodified _DLFPLLPEAFK_ B4FFZ2_MAIZE 2 645.36064 1288.7067 0.45312 0.6243 1.0655 127.06 127.06 1.00E+00 0.86 19608

8112 DLFPLLPEAFK Unmodified _DLFPLLPEAFK_ B4FFZ2_MAIZE 2 645.36064 1288.7067 0.40992 0.27245 0.67022 123.23 123.23 1.47E-01 18.19 2100600

8113 DLFPLLPEAFK Unmodified _DLFPLLPEAFK_ B4FFZ2_MAIZE 2 645.36064 1288.7067 0.44159 0.38845 0.81726 123.35 123.35 1.47E-01 10.18 1849000

8114 DLFPLLPEAFK Unmodified _DLFPLLPEAFK_ B4FFZ2_MAIZE 2 645.36064 1288.7067 0.4226 0.34 0.75094 124.4 124.4 1.47E-01 17.93 175200

8115 DLFTGTYMPSTSLTGGYR Oxidation (M) _DLFTGTYM(ox)PSTSLTGGYR_ Q6RW10_MAIZE 2 991.96185 1981.9091 1.1982 -0.15266 1.0562 92.698 92.698 1.77E-34 83.22 784420

8116 DLFTGTYMPSTSLTGGYR Oxidation (M) _DLFTGTYM(ox)PSTSLTGGYR_ Q6RW10_MAIZE 2 991.96185 1981.9091 1.1595 -0.26226 0.90781 93.048 93.048 4.65E-12 78.95 469940

8117 DLFTGTYMPSTSLTGGYR Oxidation (M) _DLFTGTYM(ox)PSTSLTGGYR_ Q6RW10_MAIZE 2 991.96185 1981.9091 1.1415 -0.12093 1.0312 93.308 93.308 1.18E-19 80.59 401910

8118 DLFTGTYMPSTSLTGGYR Oxidation (M) _DLFTGTYM(ox)PSTSLTGGYR_ Q6RW10_MAIZE 2 991.96185 1981.9091 1.1771 -0.89637 0.29242 93.107 93.107 5.25E-26 92.56 399070

8119 DLFTGTYMPSTSLTGGYR Oxidation (M) _DLFTGTYM(ox)PSTSLTGGYR_ Q6RW10_MAIZE 2 991.96185 1981.9091 1.221 0.044032 1.2752 93.375 93.375 1.77E-34 96.04 692890

8120 DLFTGTYMPSTSLTGGYR Unmodified _DLFTGTYMPSTSLTGGYR_ Q6RW10_MAIZE 2 983.96439 1965.9142 1.1794 0.034038 1.2219 102.6 102.6 5.25E-26 77 1456000

8121 DLFTGTYMPSTSLTGGYR Unmodified _DLFTGTYMPSTSLTGGYR_ Q6RW10_MAIZE 2 983.96439 1965.9142 1.169 0.15476 1.3322 103.05 103.05 3.87E-04 46.8 168750

8122 DLFTGTYMPSTSLTGGYR Unmodified _DLFTGTYMPSTSLTGGYR_ Q6RW10_MAIZE 2 983.96439 1965.9142 1.2556 0.822 2.0852 103.35 103.35 2.85E-09 64.35 383910

8123 DLGEALR Unmodified _DLGEALR_ B4FQA2_MAIZE 2 387.21124 772.40792 0.60536 0.49725 1.0766 53.122 53.122 4.46E-01 19.54 340790

8124 DLGEALR Unmodified _DLGEALR_ B4FQA2_MAIZE 2 387.21124 772.40792 0.57573 1.3523 1.8987 53.869 53.869 1.86E-01 30.69 411460

8125 DLGEALR Unmodified _DLGEALR_ B4FQA2_MAIZE 2 387.21124 772.40792 0.56559 0.34965 0.88825 53.946 53.946 1.86E-01 29.69 530190

8126 DLGEALR Unmodified _DLGEALR_ B4FQA2_MAIZE 2 387.21124 772.40792 0.46855 -0.24406 0.19942 54.729 54.729 4.49E-02 30.41 8714600

8127 DLGGTSTTQEVIDAVIAK Unmodified _DLGGTSTTQEVIDAVIAK_ B4FYN6_MAIZE 2 909.47819 1816.9418 1.1451 0.53372 1.6831 107.94 107.94 1.77E-34 74.84 848600

8128 DLGGTSTTQEVTDAVIAK Unmodified _DLGGTSTTQEVTDAVIAK_ B4FRW8_MAIZE 2 903.46 1804.9054 1.1312 0.10343 1.2447 80.406 80.406 2.32E-57 103.94 1346800

8129 DLGLAFK Unmodified _DLGLAFK_ B6U749_MAIZE 2 382.22107 762.42759 0.65661 -0.17683 0.46909 72.408 72.408 8.04E-02 24.87 463760

8130 DLGLAFK Unmodified _DLGLAFK_ B6U749_MAIZE 2 382.22107 762.42759 0.47084 -0.001676 0.45677 72.746 72.746 1.86E-01 21.05 281990

8131 DLGLAFK Unmodified _DLGLAFK_ B6U749_MAIZE 2 382.22107 762.42759 0.60443 0.068578 0.66213 73.706 73.706 8.04E-02 30.34 362940

8132 DLGLAFK Unmodified _DLGLAFK_ B6U749_MAIZE 2 382.22107 762.42759 0.56361 0.20598 0.75629 73.254 73.254 4.49E-02 37.21 743200

8133 DLGLAFK Unmodified _DLGLAFK_ B6U749_MAIZE 2 382.22107 762.42759 0.52819 0.069018 0.58523 73.378 73.378 8.04E-02 32.72 458580

8134 DLGLLVEDTTVEQLGIAR Unmodified _DLGLLVEDTTVEQLGIAR_ B6SXW8_MAIZE 2 971.52821 1941.0419 1.1015 0.026352 1.1271 137.41 137.41 7.30E-02 13.81 54073

8135 DLGLLVEDTTVEQLGIAR Unmodified _DLGLLVEDTTVEQLGIAR_ B6SXW8_MAIZE 2 971.52821 1941.0419 1.2871 -0.27707 1.0091 121.03 121.03 3.54E-16 63.9 163380

8136 DLGLLVEDTTVEQLGIAR Unmodified _DLGLLVEDTTVEQLGIAR_ B6SXW8_MAIZE 2 971.52821 1941.0419 1.3465 0.34733 1.6923 136.83 136.83 1.05E-02 16.12 88720

8137 DLGMTVLVSQVNR Oxidation (M) _DLGM(ox)TVLVSQVNR_ B6THZ8_MAIZE 2 724.38231 1446.7501 0.77215 -0.067557 0.71233 73.966 73.966 4.09E-05 59.3 1070000

8138 DLGNSDFLKK Unmodified _DLGNSDFLKK_ B4FHZ4_MAIZE 2 568.80095 1135.5873 0.043791 -0.29126 -0.25761 60.32 60.32 1.25E-02 37.29 322140

8139 DLGNSVLGR Unmodified _DLGNSVLGR_ B4FL68_MAIZE 2 465.7538 929.49304 -0.17826 -0.627 -0.80683 61.546 61.546 1.01E-02 31.07 578780

8140 DLGVDLFSVTGSGPGGR Unmodified _DLGVDLFSVTGSGPGGR_ B4G1C9_MAIZE 2 817.41265 1632.8107 1.03 0.024629 1.0802 103.88 103.88 4.07E-45 77.02 630640

8141 DLGYTAEMVYK Oxidation (M) _DLGYTAEM(ox)VYK_ B6TCK3_MAIZE 2 653.3052 1304.5959 0.42656 0.48091 0.89508 65.756 65.756 1.00E+00 4.1 748540
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8142 DLGYTAEMVYK Oxidation (M) _DLGYTAEM(ox)VYK_ B6TCK3_MAIZE 2 653.3052 1304.5959 0.42967 0.29694 0.71458 66.197 66.197 1.67E-02 18.83 683310

8143 DLGYTAEMVYK Unmodified _DLGYTAEMVYK_ B6TCK3_MAIZE 2 645.30775 1288.6009 0.45534 0.95091 1.3916 76.059 76.059 4.48E-03 17.85 1410300

8144 DLIASENPR Unmodified _DLIASENPR_ B4FAP9_MAIZE 2 507.76436 1013.5142 -0.066006 -0.24971 -0.34422 47.445 47.445 3.39E-01 5.91 193320

8145 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.60164 0.29202 0.89634 76.169 76.169 2.62E-07 55.05 126380

8146 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.62981 0.047438 0.6807 76.943 76.943 1.11E-04 54.53 115800

8147 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.66299 0.070345 0.73627 76.033 76.033 1.11E-04 46.12 765300

8148 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.66556 -0.61108 0.057975 76.709 76.709 1.98E-03 20.39 699990

8149 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.60765 -0.41538 0.19664 77.353 77.353 2.98E-17 74.26 3021300

8150 DLIDCPLPMPTK Oxidation (M) _DLIDCPLPM(ox)PTK_ B6TYW3_MAIZE 2 708.34909 1414.6836 0.60822 -0.479 0.133 78.101 78.101 4.08E-13 58.06 2808100

8151 DLIDCPLPMPTK Unmodified _DLIDCPLPMPTK_ B6TYW3_MAIZE 2 700.35163 1398.6887 0.66534 0.37003 1.0352 88.16 88.16 8.05E-01 15.39 14125

8152 DLIDCPLPMPTK Unmodified _DLIDCPLPMPTK_ B6TYW3_MAIZE 2 700.35163 1398.6887 0.61659 -0.22921 0.38786 88.61 88.61 9.64E-17 63.99 1501000

8153 DLIGAAQPITPVMLDFK Unmodified _DLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 2 914.99751 1827.9805 1.1666 0.40666 1.57 114.94 114.94 8.28E-39 84.46 936850

8154 DLIGAAQPITPVMLDFK Unmodified _DLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 2 914.99751 1827.9805 1.0885 0.19584 1.2816 115.41 115.41 1.51E-07 35.94 97245

8155 DLIGAAQPITPVMLDFK Unmodified _DLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 2 914.99751 1827.9805 1.2675 -1.4181 -0.15135 114.89 114.89 1.22E-02 13.91 62991

8156 DLIGAAQPITPVMLDFK Unmodified _DLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 2 914.99751 1827.9805 1.1776 0.16625 1.3407 115.69 115.69 3.42E-29 69.07 903150

8157 DLIGAAQPITPVMLDFK Unmodified _DLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 2 914.99751 1827.9805 1.153 0.03649 1.1872 115.24 115.24 3.42E-29 66.32 1539800

8158 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.1442 0.35092 1.4939 106.05 106.05 1.43E-21 62.29 305150

8159 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.1458 0.34152 1.487 106.08 106.08 1.24E-09 48.37 601080

8160 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.1281 0.25118 1.3782 106.07 106.07 1.43E-21 68.56 764430

8161 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.2085 -0.06086 1.1477 105.54 105.54 1.54E-12 54.97 539430

8162 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.1547 0.17364 1.3275 106.35 106.35 1.43E-21 66.2 2032600

8163 DLIGAAQPITPVMLDFK Oxidation (M) _DLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 2 922.99496 1843.9754 1.1354 -0.3378 0.79765 105.93 105.93 1.43E-21 75.25 5525400

8164 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.2386 -0.65094 0.59314 106.69 106.69 2.11E-15 70.83 357560

8165 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.2047 -0.29885 0.91144 107.11 107.11 6.57E-12 57.25 407420

8166 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.1735 -0.23244 0.94676 107.25 107.25 4.56E-22 66.15 849300

8167 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.1616 -0.33625 0.83142 107.22 107.22 1.56E-21 71.5 970030

8168 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.2818 -0.3774 0.91011 106.69 106.69 4.84E-09 75.78 627050

8169 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.2017 -0.002388 1.205 107.49 107.49 9.41E-18 48.49 1197400

8170 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 3 714.01158 2139.0129 0.78599 0.26129 1.0516 107.42 107.42 1.00E+00 1.28 252640

8171 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1070.5137 2139.0129 1.1879 -0.35349 0.83987 107.11 107.11 9.03E-30 77.94 8429200

8172 DLIGPAMYFGLMGDGQPIGR 2 Oxidation (M) _DLIGPAM(ox)YFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 3 714.01158 2139.0129 0.67734 0.099989 0.78163 107.04 107.04 2.03E-12 51.27 2035400

8173 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2051 -0.58591 0.62278 115.56 115.56 4.84E-09 82.28 869860

8174 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.1877 -3.2708 -2.0763 118.98 118.98 3.79E-06 67.69 415160

8175 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2121 0.045105 1.2603 115.92 115.92 5.58E-07 44.21 126600
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8176 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.1898 -0.068281 1.1252 116.04 116.04 4.84E-09 71.64 307550

8177 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.1846 -0.02539 1.1623 115.97 115.97 1.65E-04 49.15 293520

8178 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.3111 -3.9547 -2.6361 119.31 119.31 1.14E-03 31.69 76489

8179 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.3066 -0.24366 1.0669 115.49 115.49 6.57E-12 51.24 217520

8180 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.3468 -4.1551 -2.8008 118.65 118.65 1.38E-02 22.32 53775

8181 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2337 0.072824 1.31 116.35 116.35 3.94E-53 90.83 793400

8182 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 3 708.67994 2123.018 0.75154 -0.61252 0.14251 116.35 116.35 1.00E+00 3.01 229060

8183 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2444 -0.047759 1.2 119.67 119.67 4.56E-22 77.89 393200

8184 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2317 -0.28851 0.94696 115.95 115.95 6.85E-70 81.92 6291300

8185 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAMYFGLM(ox)GDGQPIGR_ B4FQX1_MAIZE 3 708.67994 2123.018 0.69353 0.32147 1.0184 115.9 115.9 6.91E-01 7.51 904010

8186 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1062.5163 2123.018 1.2109 -0.1538 1.0605 119.19 119.19 1.32E-42 85.83 2614400

8187 DLIGPAMYFGLMGDGQPIGR Oxidation (M) _DLIGPAM(ox)YFGLMGDGQPIGR_ B4FQX1_MAIZE 3 708.67994 2123.018 0.68406 0.25929 0.9464 119.19 119.19 1.00E+00 0.74 830060

8188 DLIGPAMYFGLMGDGQPIGR Unmodified _DLIGPAMYFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1054.5188 2107.0231 1.2095 -0.006371 1.2045 123.62 123.62 3.12E-37 84.45 1762300

8189 DLIGPAMYFGLMGDGQPIGR Unmodified _DLIGPAMYFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1054.5188 2107.0231 1.2961 -0.44977 0.84876 124.63 124.63 1.74E-02 15.99 382970

8190 DLIGPAMYFGLMGDGQPIGR Unmodified _DLIGPAMYFGLMGDGQPIGR_ B4FQX1_MAIZE 2 1054.5188 2107.0231 1.2249 -0.0422 1.1848 123.96 123.96 1.78E-03 32.87 1249700

8191 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.12976 -0.26012 -0.14159 67.94 67.94 1.00E+00 11.33 187720

8192 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.20048 0.14661 0.33573 67.403 67.403 1.00E+00 11.02 274890

8193 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.15368 0.36859 0.50867 67.674 67.674 1.00E+00 14.76 355260

8194 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.16326 -0.036522 0.1135 67.634 67.634 5.26E-01 23.45 2963400

8195 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.14367 0.096908 0.2287 67.793 67.793 5.26E-01 28.27 1012000

8196 DLIHWR Unmodified _DLIHWR_ B6T0A9_MAIZE 2 420.22976 838.44497 0.17681 0.3096 0.47288 66.628 66.628 2.64E-01 23.96 2584400

8197 DLIIQGLLR Unmodified _DLIIQGLLR_ B4FVD5_MAIZE 2 520.82677 1039.639 -0.11997 0.1377 0.00023386 102.37 102.37 3.21E-03 45.97 674920

8198 DLIIQGLLR Unmodified _DLIIQGLLR_ B4FVD5_MAIZE 2 520.82677 1039.639 -0.011518 0.059426 0.030724 102.31 102.31 7.18E-01 14.42 1002500

8199 DLIIQGLLR Unmodified _DLIIQGLLR_ B4FVD5_MAIZE 2 520.82677 1039.639 0.019802 -0.083157 -0.080826 102.55 102.55 1.00E+00 3.66 548660

8200 DLIIQGLLR Unmodified _DLIIQGLLR_ B4FVD5_MAIZE 2 520.82677 1039.639 -0.093278 0.041196 -0.069795 102.13 102.13 7.18E-01 11.58 2722100

8201 DLIIQGLLR Unmodified _DLIIQGLLR_ B4FVD5_MAIZE 2 520.82677 1039.639 -0.16273 -0.1237 -0.30461 102.24 102.24 3.89E-04 53.8 14220000

8202 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.43973 0.42797 0.83971 124.53 124.53 3.57E-04 38.03 1603800

8203 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.44272 0.26182 0.67621 125.14 125.14 6.35E-09 64.78 2776500

8204 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.4228 0.30699 0.70234 125.12 125.12 1.62E-12 88.14 1323000

8205 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.33578 0.22162 0.52944 124.5 124.5 1.62E-12 88.47 9840600

8206 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.44965 0.3273 0.74868 125.53 125.53 1.62E-12 81.78 952660

8207 DLINVLEEAIR Unmodified _DLINVLEEAIR_ Q6B7Q9_MAIZE 2 642.86153 1283.7085 0.50077 0.37992 0.85277 125.55 125.55 3.57E-04 33.01 107650

8208 DLINWVALEPAIYPSIPSDK Unmodified _DLINWVALEPAIYPSIPSDK_ INVA_MAIZE 2 1121.0937 2240.1729 1.2663 0.24593 1.4971 124.03 124.03 1.74E-02 20.45 416040

8209 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.37673 0.17467 0.53072 128.81 128.81 1.62E-12 79.15 5936100



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

8210 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.36966 0.23913 0.58848 129.2 129.2 1.62E-12 51.25 3596600

8211 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.41061 0.1798 0.57042 129.45 129.45 1.62E-12 73.69 6779500

8212 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.4192 0.16978 0.56817 129.57 129.57 1.62E-12 79.06 2031000

8213 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.26791 0.42263 0.67 129.03 129.03 1.62E-12 77.48 23116000

8214 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.43712 0.40459 0.82036 129.99 129.99 3.57E-04 27.71 653340

8215 DLITILEDAIR Unmodified _DLITILEDAIR_ B6SH83_MAIZE 2 636.36391 1270.7133 0.35974 0.46198 0.80125 130.45 130.45 1.47E-01 7.63 264340

8216 DLIVQGLLR Unmodified _DLIVQGLLR_ B6T2T0_MAIZE 2 513.81894 1025.6233 -0.028166 0.14027 0.10424 93.188 93.188 1.00E+00 15.44 1973600

8217 DLIVQGLLR Unmodified _DLIVQGLLR_ B6T2T0_MAIZE 2 513.81894 1025.6233 -0.10652 0.11467 -0.00014594 93.538 93.538 1.01E-02 32.13 2062100

8218 DLIVQGLLR Unmodified _DLIVQGLLR_ B6T2T0_MAIZE 2 513.81894 1025.6233 -0.19796 0.25506 0.048364 93.423 93.423 3.13E-03 48.16 13113000

8219 DLIVQGLLR Unmodified _DLIVQGLLR_ B6T2T0_MAIZE 2 513.81894 1025.6233 -0.11152 0.11701 -0.0017649 94.587 94.587 3.39E-01 33.47 232440

8220 DLKEEFVSEYIYPCLR Unmodified _DLKEEFVSEYIYPCLR_ B4FZ29_MAIZE 3 687.67143 2059.9925 0.62901 -0.03833 0.57757 107.6 107.6 5.63E-01 6.41 451200

8221 DLKEEFVSEYIYPCLR Unmodified _DLKEEFVSEYIYPCLR_ B4FZ29_MAIZE 2 1031.0035 2059.9925 1.2438 0.28279 1.513 107.93 107.93 7.01E-14 82.93 334590

8222 DLKEEFVSEYIYPCLR Unmodified _DLKEEFVSEYIYPCLR_ B4FZ29_MAIZE 3 687.67143 2059.9925 0.62938 -0.02595 0.58999 107.94 107.94 2.78E-03 34.85 1215600

8223 DLKPSNLFLNANCDLK Unmodified _DLKPSNLFLNANCDLK_ B6T484_MAIZE 2 931.47747 1860.9404 1.1858 0.13304 1.305 86.507 86.507 1.48E-07 60.84 520960

8224 DLLAASWNELPDSLVAEAK Unmodified _DLLAASWNELPDSLVAEAK_ B6UHS0_MAIZE 2 1021.5257 2041.0368 1.1303 0.056094 1.1648 122.26 122.26 5.48E-24 105.48 933230

8225 DLLASLHSQGEQEK Unmodified _DLLASLHSQGEQEK_ B4FRU4_MAIZE 2 777.89155 1553.7686 0.91607 0.02115 0.92056 68.107 68.107 2.96E-06 60.35 835510

8226 DLLCTPVPPSPTVEPTPAAR Unmodified _DLLCTPVPPSPTVEPTPAAR_ B4FUX0_MAIZE 2 1059.5486 2117.0827 1.2477 -0.075147 1.1803 83.345 83.345 1.14E-03 34.84 358030

8227 DLLEGDLYLK Unmodified _DLLEGDLYLK_ CAPP2_MAIZE 2 589.8188 1177.6231 0.13482 0.4707 0.58508 92.608 92.608 1.45E-01 13.15 456690

8228 DLLEIEPLELR Unmodified _DLLEIEPLELR_ B4FX94_MAIZE 2 670.37702 1338.7395 0.57234 0.55483 1.0959 109.16 109.16 1.67E-02 24.52 161780

8229 DLLGSLGSLK Unmodified _DLLGSLGSLK_ B6TUV0_MAIZE 2 501.79513 1001.5757 -0.074887 -0.046416 -0.13302 95.015 95.015 1.45E-01 16.01 683090

8230 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.83078 0.23413 1.0601 105.69 105.69 2.00E-19 63.44 513960

8231 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.78035 0.25172 1.028 106.14 106.14 7.68E-22 76.35 149790

8232 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.82003 0.20916 1.0253 106.23 106.23 1.95E-13 73.89 203490

8233 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.8337 -0.03063 0.79936 106.18 106.18 2.00E-19 60.87 279480

8234 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.87725 0.35807 1.2315 105.64 105.64 7.64E-09 59.6 185240

8235 DLLLGLQQLNVGGK Unmodified _DLLLGLQQLNVGGK_ B4FMS7_MAIZE 2 734.43012 1466.8457 0.75238 0.28575 1.0339 106.05 106.05 3.40E-25 106.03 2477100

8236 DLLPAGGDYLLK Unmodified _DLLPAGGDYLLK_ Q8W0V2_MAIZE 2 637.85318 1273.6918 0.3748 0.13837 0.50072 95.135 95.135 6.74E-02 22.91 436190

8237 DLLPAGGDYLLK Unmodified _DLLPAGGDYLLK_ Q8W0V2_MAIZE 2 637.85318 1273.6918 0.41572 0.29412 0.69615 95.277 95.277 1.00E+00 5.03 434150

8238 DLLQEIER Unmodified _DLLQEIER_ B6SWA0_MAIZE 2 508.27456 1014.5346 0.004634 0.21438 0.18969 85.312 85.312 2.92E-02 33.83 385870

8239 DLLQEIER Unmodified _DLLQEIER_ B6SWA0_MAIZE 2 508.27456 1014.5346 -0.12526 0.25829 0.10463 85.672 85.672 3.48E-02 32.19 390810

8240 DLLQEIER Unmodified _DLLQEIER_ B6SWA0_MAIZE 2 508.27456 1014.5346 -0.0089647 0.25655 0.21772 86.218 86.218 3.48E-02 36.02 364350

8241 DLLQEIER Unmodified _DLLQEIER_ B6SWA0_MAIZE 2 508.27456 1014.5346 0.020142 0.001162 -0.0078264 85.871 85.871 3.48E-02 44.36 309590

8242 DLLQEIER Unmodified _DLLQEIER_ B6SWA0_MAIZE 2 508.27456 1014.5346 -0.022446 0.030007 -0.021408 85.59 85.59 3.48E-02 36.02 247520

8243 DLLVAVDFGPNSK Unmodified _DLLVAVDFGPNSK_ B4FVQ8_MAIZE 2 687.86682 1373.7191 0.5936 0.27663 0.87247 88.841 88.841 1.00E+00 1.6 2134300
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8244 DLLVAVDFGPNSK Unmodified _DLLVAVDFGPNSK_ B4FVQ8_MAIZE 2 687.86682 1373.7191 0.58125 0.061308 0.64661 95.784 95.784 1.15E-02 15.24 155990

8245 DLMACAQTGSGK Oxidation (M) _DLM(ox)ACAQTGSGK_ B4F9Y2_MAIZE 2 627.77629 1253.538 0.42694 0.29419 0.72719 37.341 37.341 1.11E-04 44.79 143000

8246 DLMADADR Oxidation (M) _DLM(ox)ADADR_ B4G0N0_MAIZE 2 461.70037 921.3862 0.014057 0.41218 0.41312 35.944 35.944 3.77E-01 9.75 186470

8247 DLMADADR Unmodified _DLMADADR_ B4G0N0_MAIZE 2 453.70292 905.39128 -0.076635 0.31118 0.21604 52.446 52.446 1.00E+00 1.51 1157700

8248 DLNEVIK Unmodified _DLNEVIK_ Q43274_MAIZE 2 415.73454 829.45453 0.20451 1.3205 1.4992 56.234 56.234 1.86E-01 21.53 611100

8249 DLNEVIK Unmodified _DLNEVIK_ Q43274_MAIZE 2 415.73454 829.45453 0.1771 0.34801 0.50125 56.286 56.286 8.04E-02 27.87 6001500

8250 DLNEVIKR Unmodified _DLNEVIKR_ Q43274_MAIZE 2 493.7851 985.55564 0.00703 -0.58224 -0.60132 50.292 50.292 3.77E-01 22.59 251770

8251 DLNEVIKR Unmodified _DLNEVIKR_ Q43274_MAIZE 2 493.7851 985.55564 -0.061118 -0.13069 -0.21865 50.893 50.893 5.06E-02 37.67 2429300

8252 DLNEVIKR Unmodified _DLNEVIKR_ Q43274_MAIZE 3 329.52582 985.55564 1.3757 -0.085028 1.2648 50.895 50.895 5.41E-01 16.17 1311800

8253 DLNTGEATESEK Unmodified _DLNTGEATESEK_ B6TXA5_MAIZE 2 647.29388 1292.5732 0.46992 -0.39442 0.057079 39.801 39.801 1.98E-03 65.37 380370

8254 DLNTGEATESEK Unmodified _DLNTGEATESEK_ B6TXA5_MAIZE 2 647.29388 1292.5732 0.47599 0.045547 0.50254 39.896 39.896 1.11E-04 53.74 316000

8255 DLPDIIIPPSPVMFPEDR Unmodified _DLPDIIIPPSPVMFPEDR_ PLDA1_MAIZE 2 1026.0295 2050.0445 1.2851 0.23789 1.5207 121.33 121.33 3.01E-01 13.35 648560

8256 DLPDIIIPPSPVMFPEDR Oxidation (M) _DLPDIIIPPSPVM(ox)FPEDR_ PLDA1_MAIZE 2 1034.027 2066.0394 1.1831 0.098585 1.2814 116.22 116.22 2.67E-02 34.67 503860

8257 DLPDIIIPPSPVMFPEDR Oxidation (M) _DLPDIIIPPSPVM(ox)FPEDR_ PLDA1_MAIZE 2 1034.027 2066.0394 1.2335 0.77404 2.0069 116.15 116.15 9.02E-03 21.71 363070

8258 DLPDNIPR Unmodified _DLPDNIPR_ B4FGN7_MAIZE 2 470.24835 938.48214 -0.13351 0.27128 0.12365 59.435 59.435 7.88E-01 2.35 285050

8259 DLPDNIPR Unmodified _DLPDNIPR_ B4FGN7_MAIZE 2 470.24835 938.48214 -0.0012728 -0.71534 -0.72864 61.256 61.256 7.88E-01 14 562540

8260 DLPDNIPR Unmodified _DLPDNIPR_ B4FGN7_MAIZE 2 470.24835 938.48214 0.045325 -0.37796 -0.34526 60.578 60.578 1.00E+00 9.08 600260

8261 DLPDNIPR Unmodified _DLPDNIPR_ B4FGN7_MAIZE 2 470.24835 938.48214 -0.034751 0.19757 0.14777 61.381 61.381 1.65E-01 22.11 540320

8262 DLPDNIPR Unmodified _DLPDNIPR_ B4FGN7_MAIZE 2 470.24835 938.48214 -0.10925 -0.014927 -0.13918 61.775 61.775 5.06E-02 32.5 2124000

8263 DLPDSTFTVSELIR Unmodified _DLPDSTFTVSELIR_ B6U6B1_MAIZE 2 796.91195 1591.8094 0.95436 0.10307 1.0601 106.77 106.77 6.31E-03 35.31 194060

8264 DLQDEEVKEYHR Unmodified _DLQDEEVKEYHR_ B6TJW0_MAIZE 3 520.91448 1559.7216 -0.063608 -0.13383 -0.21481 49.248 49.248 5.72E-03 24.69 1098500

8265 DLQEDFMGGAEIIVSPPVVSFR Oxidation (M) _DLQEDFM(ox)GGAEIIVSPPVVSFR_ B6U0S1_MAIZE 2 1211.6016 2421.1886 1.2546 0.38863 1.6491 136.93 136.93 7.76E-02 13.21 166030

8266 DLQEDFMGGAEIIVSPPVVSFR Oxidation (M) _DLQEDFM(ox)GGAEIIVSPPVVSFR_ B6U0S1_MAIZE 2 1211.6016 2421.1886 1.2863 0.11226 1.4049 137.54 137.54 6.41E-05 30.31 124910

8267 DLQFFVGESMK Oxidation (M) _DLQFFVGESM(ox)K_ B4FL17_MAIZE 2 658.8132 1315.6118 0.41737 0.32955 0.75299 86.427 86.427 4.43E-05 37.15 85785

8268 DLQFFVGESMK Oxidation (M) _DLQFFVGESM(ox)K_ B4FL17_MAIZE 2 658.8132 1315.6118 0.43533 0.39284 0.83324 87.055 87.055 1.36E-04 31.07 1034100

8269 DLQFPYAK Unmodified _DLQFPYAK_ B4FNZ1_MAIZE 2 491.25564 980.49673 0.018366 -3.7151 -3.7029 72.323 72.323 5.06E-02 15.02 423370

8270 DLQFPYAK Unmodified _DLQFPYAK_ B4FNZ1_MAIZE 2 491.25564 980.49673 -0.17443 0.078343 -0.11005 72.455 72.455 7.88E-01 18.42 133410

8271 DLQFPYAK Unmodified _DLQFPYAK_ B4FNZ1_MAIZE 2 491.25564 980.49673 -0.025943 -0.18379 -0.22273 73.396 73.396 3.77E-01 11.64 684420

8273 DLQMVR Unmodified _DLQMVR_ B4FMS7_MAIZE 2 381.20236 760.39016 0.58655 -0.80428 -0.22431 49.8 49.8 5.26E-01 19.5 937730

8274 DLQQEIDDGEVEIPSA Unmodified _DLQQEIDDGEVEIPSA_ B4FN19_MAIZE 2 879.40743 1756.8003 1.1571 0.75763 1.9078 102.44 102.44 2.01E-03 22.6 482520

8275 DLQQEIDDGEVEIPSA Unmodified _DLQQEIDDGEVEIPSA_ B4FN19_MAIZE 2 879.40743 1756.8003 1.0455 0.10938 1.1486 102.63 102.63 1.00E+00 17.39 161680

8276 DLQQEIDDGEVEIPSA Unmodified _DLQQEIDDGEVEIPSA_ B4FN19_MAIZE 2 879.40743 1756.8003 1.1639 -0.12281 1.0351 102.21 102.21 5.51E-02 18.06 291850

8277 DLQQEIDDGEVEIPSA Unmodified _DLQQEIDDGEVEIPSA_ B4FN19_MAIZE 2 879.40743 1756.8003 1.0708 -0.43009 0.63451 102.5 102.5 5.51E-02 12.31 639000

8278 DLQQEIDDGEVEIPSA Unmodified _DLQQEIDDGEVEIPSA_ B4FN19_MAIZE 2 879.40743 1756.8003 0.99323 -0.43597 0.55178 103.08 103.08 1.27E-09 61.48 9379900
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8279 DLQTAIDR Unmodified _DLQTAIDR_ B4FW68_MAIZE 2 466.24581 930.47706 0.026317 0.65528 0.67075 52.2 52.2 1.65E-01 37.46 1119700

8280 DLQTAIDR Unmodified _DLQTAIDR_ B4FW68_MAIZE 2 466.24581 930.47706 -0.1702 -0.078884 -0.25797 51.851 51.851 2.92E-02 42.67 700370

8281 DLSDFR Unmodified _DLSDFR_ B4FG11_MAIZE 2 376.68231 751.35007 0.59549 0.28418 0.87629 57.445 57.445 9.46E-01 16.77 282280

8282 DLSDFR Unmodified _DLSDFR_ B4FG11_MAIZE 2 376.68231 751.35007 0.64672 0.35586 0.99795 57.628 57.628 2.64E-01 21 2354400

8283 DLSDFYFGLVK Unmodified _DLSDFYFGLVK_ B4FXQ9_MAIZE 2 652.33208 1302.6496 0.56692 0.71752 1.2882 120.14 120.14 4.96E-02 16.53 181720

8284 DLSEDVAIAYGFNNVPK Unmodified _DLSEDVAIAYGFNNVPK_ B6SHI1_MAIZE 2 926.4598 1850.905 1.1439 -0.02758 1.1087 106.92 106.92 2.72E-05 29.79 137680

8285 DLSLLQAQMR Unmodified _DLSLLQAQMR_ B6SHC8_MAIZE 2 587.81607 1173.6176 0.24351 0.29631 0.51883 82.415 82.415 7.11E-01 7.8 507560

8286 DLSNLVKPEDMITSEHLVTLLAIVPK Oxidation (M) _DLSNLVKPEDM(ox)ITSEHLVTLLAIVPK_ B4FMY6_MAIZE 4 723.65041 2890.5725 0.73346 0.50455 1.229 121.06 121.06 7.26E-01 6.74 682740

8287 DLSNLVKPEDMITSEHLVTLLAIVPK Oxidation (M) _DLSNLVKPEDM(ox)ITSEHLVTLLAIVPK_ B4FMY6_MAIZE 3 964.53146 2890.5725 1.1511 -0.24512 0.89849 121.05 121.05 7.02E-03 21.44 557090

8288 DLSNLVKPEDMITSEHLVTLLAIVPK Oxidation (M) _DLSNLVKPEDM(ox)ITSEHLVTLLAIVPK_ B4FMY6_MAIZE 3 964.53146 2890.5725 1.1603 -0.16117 0.9912 121.82 121.82 2.66E-02 14.76 141200

8289 DLSNLVKPEDMITSEHLVTLLAIVPK Oxidation (M) _DLSNLVKPEDM(ox)ITSEHLVTLLAIVPK_ B4FMY6_MAIZE 3 964.53146 2890.5725 1.2102 0.005376 1.2074 125.09 125.09 1.89E-06 23.9 508630

8290 DLSNLVKPEDMITSEHLVTLLAIVPK Oxidation (M) _DLSNLVKPEDM(ox)ITSEHLVTLLAIVPK_ B4FMY6_MAIZE 4 723.65041 2890.5725 0.73322 0.030284 0.75584 125.11 125.11 9.49E-04 15.1 1412800

8291 DLSNLVKPEDMITSEHLVTLLAIVPK Unmodified _DLSNLVKPEDMITSEHLVTLLAIVPK_ B4FMY6_MAIZE 4 719.65168 2874.5776 0.74977 0.021193 0.7613 124.2 124.2 9.49E-04 31.26 1839800

8292 DLSNLVKPEDMITSEHLVTLLAIVPK Unmodified _DLSNLVKPEDMITSEHLVTLLAIVPK_ B4FMY6_MAIZE 3 959.19982 2874.5776 1.1544 -0.089432 1.0554 124.21 124.21 4.42E-09 39.87 1019300

8293 DLSNLVKPEDMITSEHLVTLLAIVPK Unmodified _DLSNLVKPEDMITSEHLVTLLAIVPK_ B4FMY6_MAIZE 4 719.65168 2874.5776 0.69043 0.14651 0.8275 130.41 130.41 1.00E+00 10.85 1111900

8294 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.0509 0.31751 1.3448 125.43 125.43 4.07E-45 96.26 2195600

8295 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 3 576.31224 1725.9149 0.088779 -0.67443 -0.60772 125.43 125.43 6.49E-01 13.3 396300

8296 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.1169 0.67641 1.7692 125.8 125.8 1.54E-12 77.3 917230

8297 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.1429 1.3704 2.489 125.98 125.98 1.37E-17 58.36 1671600

8298 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.1401 0.90499 2.0209 126.1 126.1 1.43E-21 74.8 1526100

8299 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.0887 0.31078 1.3767 125.41 125.41 1.37E-17 81.63 615780

8300 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.2064 0.98254 2.1643 125.8 125.8 1.43E-21 84.39 496200

8301 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.1538 -0.12953 1.0011 126.7 126.7 1.24E-09 50.86 58727

8302 DLSPASLLAELNEIGGK Unmodified _DLSPASLLAELNEIGGK_ B4FZ29_MAIZE 2 863.96472 1725.9149 1.0617 -0.53395 0.50572 127.84 127.84 2.72E-05 39.33 47350

8303 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.11407 -0.21116 -0.32539 57.422 57.422 9.73E-03 35.95 30674000

8304 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.20954 0.099669 -0.10896 57.352 57.352 3.21E-03 37.19 232460

8305 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.1599 0.10042 -0.059838 56.966 56.966 3.21E-03 35.25 10908000

8306 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.086327 -0.25415 -0.33965 59.153 59.153 9.73E-03 31.53 12189000

8307 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.096287 -0.055142 -0.15018 58.472 58.472 9.73E-03 29.58 7133200

8308 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.1345 0.001094 -0.13343 59.088 59.088 3.21E-03 37.08 4290700

8309 DLSQADFGR Unmodified _DLSQADFGR_ B6T440_MAIZE 2 504.74089 1007.4672 -0.15278 -0.2194 -0.37177 59.395 59.395 3.21E-03 39.17 19726000

8310 DLSSDEANR Unmodified _DLSSDEANR_ B4FY29_MAIZE 2 503.72543 1005.4363 0.19759 1.1952 1.3687 32.981 32.981 1.01E-02 22.36 60030

8311 DLSSIGDTVVISVTK Unmodified _DLSSIGDTVVISVTK_ PCNA_MAIZE Q 2 767.42215 1532.8298 0.91663 0.57404 1.5027 102.66 102.66 7.01E-11 57.14 194530

8312 DLSSIGDTVVISVTK Unmodified _DLSSIGDTVVISVTK_ PCNA_MAIZE Q 2 767.42215 1532.8298 -0.53692 102.49 102.49 1.30E-03 47.72
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8313 DLSSIGDTVVISVTK Unmodified _DLSSIGDTVVISVTK_ PCNA_MAIZE Q 2 767.42215 1532.8298 0.8571 0.1955 1.0653 102.63 102.63 2.37E-16 68.42 716370

8314 DLSSVSQNQDPISVAQQFLEGFASR Unmodified _DLSSVSQNQDPISVAQQFLEGFASR_ B6U0P5_MAIZE 3 908.44722 2722.3198 1.062 0.13759 1.1992 130.36 130.36 1.74E-10 42.15 1170700

8315 DLSSVSQNQDPISVAQQFLEGFASR Unmodified _DLSSVSQNQDPISVAQQFLEGFASR_ B6U0P5_MAIZE 2 1362.1672 2722.3198 1.0822 0.11555 1.1983 130.34 130.34 1.02E-07 81.6 220470

8316 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.3295 0.3038 1.6221 43.541 43.541 1.00E+00 15.77 1917200

8317 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.4138 -0.18363 1.222 45.683 45.683 1.00E+00 6.74 664530

8318 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.3701 -0.10218 1.2585 45.592 45.592 1.00E+00 14.69 808170

8319 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.3489 -0.12256 1.2182 46.393 46.393 9.46E-01 14.37 496010

8320 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.2833 -0.25199 1.023 43.767 43.767 9.46E-01 20.99 1557200

8321 DLSVPK Unmodified _DLSVPK_ B6TBW2_MAIZE 2 329.69215 657.36974 1.1205 -0.64681 0.46766 47.024 47.024 5.26E-01 22.66 4503500

8322 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.92575 0.27131 1.206 104.9 104.9 8.99E-06 27.94 439660

8323 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.79744 -0.1948 0.61292 105.38 105.38 1.96E-03 22.9 240600

8324 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.91571 0.25808 1.1833 105.46 105.46 8.99E-06 34.44 256960

8325 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.86969 0.085139 0.96439 105.52 105.52 1.61E-06 45.62 287280

8326 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.94435 0.44253 1.397 105.14 105.14 4.65E-06 35.6 146520

8327 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.93595 0.28952 1.2356 105.83 105.83 8.41E-01 1.78 79505

8328 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.85407 0.052947 0.91747 105.29 105.29 8.99E-06 31.49 431870

8329 DLTAGTVGGAANLIVGHPFDTIK Unmodified _DLTAGTVGGAANLIVGHPFDTIK_ B4FEA2_MAIZE 3 756.40586 2266.1957 0.80107 -0.20794 0.60347 106.5 106.5 6.00E-05 36.28 1564000

8330 DLTASTASSTSAESTESK Unmodified _DLTASTASSTSAESTESK_ B6TVY0_MAIZE 2 886.90525 1771.7959 1.0705 0.26882 1.3293 44.453 44.453 4.65E-12 86.12 102720

8331 DLTASTASSTSAESTESKS Unmodified _DLTASTASSTSAESTESKS_ B6TVY0_MAIZE 2 930.42126 1858.828 1.1277 0.096794 1.2149 45.055 45.055 4.53E-07 68.75 69030

8332 DLTDCLMK Oxidation (M) _DLTDCLM(ox)K_ B4FVB1_MAIZE 2 506.22791 1010.4413 -0.16604 -0.46857 -0.62838 57.563 57.563 5.51E-01 13.45 166480

8333 DLTDCLMK Oxidation (M) _DLTDCLM(ox)K_ B4FVB1_MAIZE 2 506.22791 1010.4413 -0.0090046 -0.71544 -0.71755 59.731 59.731 3.77E-01 19.37 276390

8334 DLTDCLMK Unmodified _DLTDCLMK_ B4FVB1_MAIZE 2 498.23045 994.44635 -0.054516 0.013992 -0.03883 72.715 72.715 1.65E-01 22.17 1858500

8335 DLTDCLMK Unmodified _DLTDCLMK_ B4FVB1_MAIZE 2 498.23045 994.44635 -0.11873 -0.06146 -0.17907 72.675 72.675 1.00E+00 21.81 3893400

8336 DLTDNLMK Unmodified _DLTDNLMK_ B4FV86_MAIZE 2 475.23659 948.45863 -0.016104 0.42408 0.39092 69.116 69.116 5.06E-02 21.63 1094100

8337 DLTDNLMK Unmodified _DLTDNLMK_ B4FV86_MAIZE 2 475.23659 948.45863 -0.11473 -0.26268 -0.39362 69.257 69.257 1.65E-01 29.22 3411400

8338 DLTDNLMK Oxidation (M) _DLTDNLM(ox)K_ B4FV86_MAIZE 2 483.23405 964.45355 -0.12487 0.67734 0.53894 54.922 54.922 3.77E-01 10.4 2081600

8339 DLTDNLMK Oxidation (M) _DLTDNLM(ox)K_ B4FV86_MAIZE 2 483.23405 964.45355 -0.19571 -1.8526 -2.0558 60.682 60.682 7.88E-01 12.83 661130

8340 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.04896 0.09271 0.031777 69.498 69.498 1.65E-01 16.15 5350900

8341 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.23794 0.49865 0.24774 69.364 69.364 3.77E-01 15.83 942140

8342 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.044572 -0.83689 -0.89182 70.707 70.707 5.06E-02 15.04 1273600

8343 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.054206 0.14166 0.075735 70.203 70.203 1.65E-01 14.96 1108600

8344 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.070421 0.26023 0.17787 70.409 70.409 1.00E+00 4.4 638940

8345 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.065997 -0.4373 -0.51316 70.91 70.91 5.06E-02 30.8 9909400

8346 DLTDSLMK Unmodified _DLTDSLMK_ B4F989_MAIZE 2 461.73114 921.44773 -0.13403 -0.085188 -0.23084 71.053 71.053 2.92E-02 33.43 23672000
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8347 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.015175 -0.14406 -0.1656 69.52 69.52 7.88E-01 10.5 358020

8348 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.008176 1.2765 1.2571 56.408 56.408 3.77E-01 11.59 2056000

8349 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.12292 2.3374 2.2032 55.735 55.735 3.77E-01 9.5 3375500

8350 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.096715 0.1209 0.016496 56.55 56.55 5.06E-02 27.76 7530200

8351 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.14962 0.46926 0.31216 57.276 57.276 1.65E-01 27.89 18185000

8352 DLTDSLMK Oxidation (M) _DLTDSLM(ox)K_ B4F989_MAIZE 2 469.7286 937.44265 -0.061169 0.93689 0.86726 54.742 54.742 3.77E-01 12.12 729650

8373 DLTEDQIASMR Oxidation (M) _DLTEDQIASM(ox)R_ B6T4U8_MAIZE 2 647.80082 1293.5871 0.36167 0.4788 0.82947 57.716 57.716 1.74E-08 71.76 459620

8374 DLTEDQIASMR Unmodified _DLTEDQIASMR_ B6T4U8_MAIZE 2 639.80336 1277.5922 0.38134 0.11304 0.48084 70.698 70.698 3.57E-04 36.37 301930

8375 DLTEEQIASMR Oxidation (M) _DLTEEQIASM(ox)R_ B4FNQ8_MAIZE 2 654.80864 1307.6027 0.46389 0.014412 0.45943 58.179 58.179 3.57E-04 43.67 169780

8376 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 0.056679 -0.34086 -0.28209 35.478 35.478 7.88E-01 14.92 188560

8377 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 -0.15701 -0.29379 -0.44854 35.255 35.255 1.00E+00 22.23 49288

8378 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 0.0079157 -0.16187 -0.15227 36.342 36.342 1.65E-01 24.32 113330

8379 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 -0.093761 -0.057087 -0.1503 37.939 37.939 5.06E-02 36.68 352870

8380 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 -0.066851 -0.088371 -0.15497 35.177 35.177 1.65E-01 26.4 614010

8381 DLTEVTHK Unmodified _DLTEVTHK_ PPIM_MAIZE B 2 471.74818 941.48181 -0.21812 -0.11347 -0.33064 38.468 38.468 2.92E-02 28.48 2510300

8382 DLTPVFQR Unmodified _DLTPVFQR_ B4FBI1_MAIZE 2 488.26654 974.51853 -0.089664 0.45165 0.36877 68.017 68.017 3.77E-01 27.05 1606500

8383 DLTSSIAEK Unmodified _DLTSSIAEK_ B6T613_MAIZE 2 482.2533 962.49204 -0.19356 0.041652 -0.17429 55.51 55.51 3.39E-01 15.29 3123900

8384 DLVAQAHNGSGK Unmodified _DLVAQAHNGSGK_ B6SLS0_MAIZE 2 598.80455 1195.5945 0.25712 0.096637 0.34818 32.235 32.235 7.72E-03 30.95 31600

8385 DLVAQAHNGSGK Unmodified _DLVAQAHNGSGK_ B6SLS0_MAIZE 2 598.80455 1195.5945 0.34119 3.655 3.9847 35.179 35.179 1.60E-02 41.24 121750

8386 DLVAQAHNGSGK Unmodified _DLVAQAHNGSGK_ B6SLS0_MAIZE 3 399.53879 1195.5945 0.39697 1.3456 1.7334 35.001 35.001 1.00E+00 1.17 132910

8387 DLVAQAHNGSGK Unmodified _DLVAQAHNGSGK_ B6SLS0_MAIZE 2 598.80455 1195.5945 0.3699 -0.20259 0.16265 35.06 35.06 1.98E-03 27.95 138500

8388 DLVASLGR Unmodified _DLVASLGR_ B6TYW3_MAIZE 2 415.74016 829.46577 0.026316 0.35028 0.36652 64.59 64.59 5.06E-02 34.94 285360

8389 DLVASLGR Unmodified _DLVASLGR_ B6TYW3_MAIZE 2 415.74016 829.46577 0.19608 -0.11402 0.072054 64.346 64.346 2.92E-02 37.94 4577000

8390 DLVASLGR Unmodified _DLVASLGR_ B6TYW3_MAIZE 2 415.74016 829.46577 -0.06771 -0.37804 -0.45373 66.514 66.514 2.92E-02 43.77 18809000

8391 DLVAWTLPALAR Unmodified _DLVAWTLPALAR_ B4FJE0_MAIZE 2 663.38244 1324.7503 0.49739 0.1099 0.5941 113.91 113.91 7.72E-03 25.15 303340

8392 DLVEAAR Unmodified _DLVEAAR_ B6UCF3_MAIZE 2 387.21124 772.40792 0.36238 0.55436 0.88964 40.436 40.436 4.46E-01 21.66 129300

8393 DLVLANGALMPLLAQLNEHAK Oxidation (M) _DLVLANGALM(ox)PLLAQLNEHAK_ B6T451_MAIZE 3 749.74371 2246.2093 0.89193 0.46873 1.34 116.14 116.14 3.48E-04 36.41 120300

8394 DLVLANGALMPLLAQLNEHAK Oxidation (M) _DLVLANGALM(ox)PLLAQLNEHAK_ B6T451_MAIZE 3 749.74371 2246.2093 0.89298 0.55475 1.4276 116.06 116.06 3.48E-04 34 357830

8395 DLVNMAKK Oxidation (M) _DLVNM(ox)AKK_ B6T4G7_MAIZE 2 467.75495 933.49535 -3.7697 41.815 41.815 2.77E-01 10.9

8396 DLVNMAKK Oxidation (M) _DLVNM(ox)AKK_ B6T4G7_MAIZE 3 312.17239 933.49535 5.1859 43.32 43.32 7.43E-01 9.58

8397 DLVVDMTNFYNQYK Oxidation (M) _DLVVDM(ox)TNFYNQYK_ B4FJ16_MAIZE 2 883.40872 1764.8029 1.0717 0.12774 1.1986 85.689 85.689 3.40E-25 78.26 839740

8398 DLVVDMTNFYNQYK Unmodified _DLVVDMTNFYNQYK_ B4FJ16_MAIZE 2 875.41126 1748.808 1.0532 0.017376 1.0685 115.3 115.3 7.68E-22 73.73 1514600

8399 DLVVDMTNFYSQYK Unmodified _DLVVDMTNFYSQYK_ B6TF74_MAIZE 2 861.90581 1721.7971 1.1287 0.47359 1.6009 112.62 112.62 7.64E-09 57.97 272880

8400 DLVVDMTNFYSQYK Unmodified _DLVVDMTNFYSQYK_ B6TF74_MAIZE 2 861.90581 1721.7971 1.0481 -0.12317 0.92456 112.92 112.92 3.40E-25 76.46 954580
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8401 DLVVDMTNFYSQYK Oxidation (M) _DLVVDM(ox)TNFYSQYK_ B6TF74_MAIZE 2 869.90327 1737.792 0.020716 85.917 85.917 6.73E-08 59.08

8402 DLVVLWATHPWER Unmodified _DLVVLWATHPWER_ B4FSS8_MAIZE 3 541.2877 1620.8413 0.062711 0.43443 0.49739 105.67 105.67 1.00E+00 5.73 153630

8403 DLVVLWATHPWER Unmodified _DLVVLWATHPWER_ B4FSS8_MAIZE 3 541.2877 1620.8413 0.12863 0.14069 0.26916 105.79 105.79 9.88E-01 8.76 224670

8404 DLVVLWATHPWER Unmodified _DLVVLWATHPWER_ B4FSS8_MAIZE 3 541.2877 1620.8413 -0.04591 0.098472 0.05323 105.38 105.38 1.00E+00 7.27 3210200

8405 DLVVLWATHPWER Unmodified _DLVVLWATHPWER_ B4FSS8_MAIZE 2 811.42791 1620.8413 1.0061 0.73703 1.7424 105.39 105.39 2.50E-15 67.94 986290

8406 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.2082 -0.26252 0.94786 89.679 89.679 1.06E-14 63.77 91121

8407 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.1546 -0.30141 0.85504 88.947 88.947 1.84E-40 77.85 752740

8408 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.1106 -0.50399 0.60878 90.545 90.545 5.36E-73 113.81 6505700

8409 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 3 703.01851 2106.0337 0.61029 -0.22859 0.38392 89.921 89.921 8.15E-52 61.7 1741200

8410 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.196 -0.52963 0.66911 102.41 102.41 1.06E-14 51.7 48380

8411 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.2096 0.21205 1.4234 105.57 105.57 7.11E-03 35.54 82705

8412 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.2158 -0.41947 0.79848 113.87 113.87 1.26E-01 20.64 20096

8413 DLVVTVQSAMGEEQICALK Oxidation (M) _DLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 2 1054.0241 2106.0337 1.1897 0.345 1.5365 137.29 137.29 1.51E-46 88.32 69868

8414 DLVVTVQSAMGEEQICALK Unmodified _DLVVTVQSAMGEEQICALK_ B6SIL7_MAIZE 2 1046.0267 2090.0388 1.1585 -0.008313 1.1504 108.07 108.07 1.06E-14 56.79 261380

8415 DLVVVPK Unmodified _DLVVVPK_ B4FCK7_MAIZE 2 385.24455 768.47454 0.42372 -0.30374 0.13206 59.25 59.25 4.46E-01 18.26 16313

8416 DLYDSIAAGNYPEWK Unmodified _DLYDSIAAGNYPEWK_ B6UHU1_MAIZE 2 871.40703 1740.7995 1.0979 0.32025 1.3991 101.3 101.3 1.02E-23 80.77 989690

8417 DLYDSIAAGNYPEWK Unmodified _DLYDSIAAGNYPEWK_ B6UHU1_MAIZE 2 871.40703 1740.7995 1.0569 0.13688 1.1745 101.67 101.67 1.02E-23 73.14 586400

8418 DLYDSIAAGNYPEWK Unmodified _DLYDSIAAGNYPEWK_ B6UHU1_MAIZE 2 871.40703 1740.7995 1.0553 0.38515 1.421 101.83 101.83 1.02E-23 77.86 1294100

8419 DLYDSIAAGNYPEWK Unmodified _DLYDSIAAGNYPEWK_ B6UHU1_MAIZE 2 871.40703 1740.7995 1.0625 -0.072443 0.97165 102.05 102.05 1.02E-23 55.35 5735200

8420 DLYDSIAAGNYPEWK Unmodified _DLYDSIAAGNYPEWK_ B6UHU1_MAIZE 2 871.40703 1740.7995 1.1566 1.0295 2.1667 101.62 101.62 1.60E-05 56.6 294130

8421 DLYEHLK Unmodified _DLYEHLK_ B4FAI1_MAIZE 2 459.23999 916.46543 -0.097112 0.15938 0.034573 51.3 51.3 1.86E-01 21.69 4115700

8422 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.233 0.077606 1.3154 107.17 107.17 1.08E-14 49.58 897640

8423 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.208 -0.047731 1.1648 107.42 107.42 3.89E-34 88.8 1138800

8424 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.73915 0.1024 0.84571 107.4 107.4 3.35E-08 36.97 318700

8425 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.164 0.043043 1.2117 107.57 107.57 2.55E-34 90.69 1179400

8426 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.769 0.30555 1.0793 107.52 107.52 1.25E-14 49.62 469980

8427 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.79938 0.08047 0.88402 107.51 107.51 1.38E-25 66.62 481130

8428 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.1579 0.068186 1.2304 107.54 107.54 4.46E-39 98.76 1150200

8429 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.84942 0.081864 0.93557 106.93 106.93 2.96E-18 47.31 321180

8430 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.2752 -0.15152 1.1287 106.97 106.97 3.89E-34 82.41 607300

8431 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.2011 -0.027916 1.1778 108.01 108.01 7.17E-26 79.61 2630900

8432 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.82787 0.49937 1.3305 108.03 108.03 2.97E-04 22.95 645620

8433 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.2031 -0.032739 1.1751 107.75 107.75 1.06E-48 104.96 6674300

8434 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 733.69653 2198.0678 0.77619 0.19382 0.97375 107.67 107.67 2.72E-35 58.51 2198200
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8435 DLYGNIVLSGGSTMFPGIADR Oxidation (M) _DLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 2 1100.0412 2198.0678 1.1815 0.03823 1.2244 107.58 107.58 3.25E-04 27.18 175620

8436 DLYGNIVLSGGSTMFPGIADR Unmodified _DLYGNIVLSGGSTMFPGIADR_ B4F989_MAIZE 2 1092.0437 2182.0729 1.2212 0.12422 1.3479 118.5 118.5 7.17E-26 59.73 692350

8437 DLYGNIVLSGGSTMFPGIADR Unmodified _DLYGNIVLSGGSTMFPGIADR_ B4F989_MAIZE 2 1092.0437 2182.0729 1.2156 -0.14477 1.0737 118.69 118.69 2.97E-04 26.36 103470

8438 DLYGNIVLSGGSTMFPGIADR Unmodified _DLYGNIVLSGGSTMFPGIADR_ B4F989_MAIZE 2 1092.0437 2182.0729 1.1856 -0.88684 0.30228 118.87 118.87 5.37E-06 30.87 114030

8439 DLYGNIVLSGGSTMFPGIADR Unmodified _DLYGNIVLSGGSTMFPGIADR_ B4F989_MAIZE 2 1092.0437 2182.0729 1.2763 -1.1034 0.17644 119.46 119.46 8.95E-08 54.13 423850

8440 DLYGNIVLSGGSTMFPGIADR Unmodified _DLYGNIVLSGGSTMFPGIADR_ B4F989_MAIZE 2 1092.0437 2182.0729 1.2157 -0.49786 0.72077 118.83 118.83 1.29E-11 50.76 1113200

8441 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1878 -0.16905 1.0254 108.63 108.63 6.01E-71 134.22 2906000

8442 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.82699 0.22967 1.0634 108.17 108.17 2.96E-18 45.84 848350

8443 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.2027 -0.19085 1.0189 108.61 108.61 1.06E-48 118.83 3334400

8444 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.7812 -0.18226 0.60602 108.51 108.51 2.96E-18 44.74 1610900

8445 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1332 -0.17075 0.96948 108.79 108.79 1.11E-54 124.95 5003900

8446 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.78275 0.047592 0.83728 108.67 108.67 2.96E-18 43.81 1507900

8447 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1164 -0.080318 1.0431 108.74 108.74 2.39E-60 105.32 3326500

8448 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.79156 -0.008892 0.78882 108.6 108.6 2.01E-43 62.74 1541500

8449 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.2344 0.033724 1.2749 108.19 108.19 3.89E-34 123.39 2595600

8450 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.82878 0.40125 1.2368 108.11 108.11 1.25E-14 52.15 711190

8451 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1643 -0.28445 0.88659 109.47 109.47 1.11E-54 119.11 5974800

8452 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.80004 -0.19359 0.61361 109.06 109.06 2.96E-18 56.38 2091000

8453 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1802 -0.11832 1.0689 109.14 109.14 6.01E-71 95.7 22642000

8454 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.77124 0.038544 0.81678 108.87 108.87 2.01E-43 58.39 5485500

8455 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.139 0.003088 1.1489 108.74 108.74 3.89E-34 98.66 854960

8456 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.83124 -0.10089 0.73796 108.74 108.74 3.35E-08 50.31 346650

8457 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 2 1107.049 2212.0834 1.1579 -0.070136 1.0952 109.67 109.67 1.08E-14 87.16 200560

8458 DLYGNIVLSGGTTMFPGIADR Oxidation (M) _DLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 738.36842 2212.0834 0.79493 -2.1582 -1.3532 109.61 109.61 3.41E-04 23.32 69908

8459 DLYGNIVLSGGTTMFPGIADR Unmodified _DLYGNIVLSGGTTMFPGIADR_ B4FRH8_MAIZE 2 1099.0515 2196.0885 1.1889 -0.030729 1.163 119.74 119.74 1.06E-48 93.58 2884800

8460 DLYGNIVLSGGTTMFPGIADR Unmodified _DLYGNIVLSGGTTMFPGIADR_ B4FRH8_MAIZE 3 733.03678 2196.0885 0.79951 0.56777 1.3719 119.74 119.74 2.92E-02 7.01 304040

8461 DLYGNVVLSGGSTMFPGIGDR Oxidation (M) _DLYGNVVLSGGSTM(ox)FPGIGDR_ B4FV86_MAIZE 2 1086.0255 2170.0365 1.1955 0.39658 1.6051 102.59 102.59 1.06E-48 91.23 1025000

8462 DLYINNAIQMDVTGSR Oxidation (M) _DLYINNAIQM(ox)DVTGSR_ B6SHM7_MAIZE 2 913.44108 1824.8676 1.087 -0.19993 0.88008 87.101 87.101 1.82E-38 78.67 667830

8463 DLYINNAIQMDVTGSR Oxidation (M) _DLYINNAIQM(ox)DVTGSR_ B6SHM7_MAIZE 2 913.44108 1824.8676 1.1224 2.0215 3.1345 88.6 88.6 4.21E-20 69 242410

8464 DLYINNAIQMDVTGSR Unmodified _DLYINNAIQMDVTGSR_ B6SHM7_MAIZE 2 905.44363 1808.8727 1.1122 0.76677 1.8693 95.209 95.209 2.01E-03 26.36 349010

8465 DLYYNVLQFAQK Unmodified _DLYYNVLQFAQK_ B4FR99_MAIZE 2 751.38792 1500.7613 0.80875 0.40869 1.2044 109.43 109.43 1.68E-09 50.25 54665

8466 DLYYNVLQFAQK Unmodified _DLYYNVLQFAQK_ B4FR99_MAIZE 2 751.38792 1500.7613 0.83198 0.24625 1.0646 106.82 106.82 2.05E-12 57.28 415510

8467 DLYYNVLQFAQK Unmodified _DLYYNVLQFAQK_ B4FR99_MAIZE 2 751.38792 1500.7613 0.90066 0.93465 1.8217 107.65 107.65 1.60E-02 11.69 90049

8468 DMAEVFAVR Oxidation (M) _DM(ox)AEVFAVR_ B6SU37_MAIZE 2 527.25532 1052.4961 -0.071082 -0.026648 -0.10031 63.988 63.988 3.32E-02 44.34 449020
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8469 DMDGNIVR Unmodified _DMDGNIVR_ B6SGF3_MAIZE 2 460.21873 918.42292 0.0099686 0.090729 0.096435 46.431 46.431 3.77E-01 10.04 769050

8470 DMDGNIVR Unmodified _DMDGNIVR_ B6SGF3_MAIZE 2 460.21873 918.42292 -0.22132 0.595 0.36866 49.638 49.638 5.06E-02 35.77 2931800

8471 DMDGNIVR Oxidation (M) _DM(ox)DGNIVR_ B6SGF3_MAIZE 2 468.21619 934.41783 -0.17474 -0.19004 -0.36418 36.128 36.128 4.49E-02 35.98 848060

8472 DMEAVTEQGR Oxidation (M) _DM(ox)EAVTEQGR_ B6TJS8_MAIZE 2 576.2535 1150.4925 0.31781 -0.18895 0.12362 29.423 29.423 1.45E-01 22.34 12692

8473 DMEGAAVAYVADMFSTPAIFVK 2 Oxidation (M) _DM(ox)EGAAVAYVADM(ox)FSTPAIFVK_ B4FNZ5_MAIZE 2 1183.0582 2364.1018 1.1702 -0.17794 0.9942 122.03 122.03 8.70E-13 37.84 159620

8474 DMGIVDAVYPSALETADQAFK Unmodified _DMGIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1121.0408 2240.0671 1.271 0.43613 1.7029 120.6 120.6 9.73E-02 27.82 524870

8475 DMGIVDAVYPSALETADQAFK Unmodified _DMGIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 3 747.69631 2240.0671 0.88465 -0.30293 0.57862 121.38 121.38 1.19E-11 50.86 348870

8476 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1129.0383 2256.062 1.1895 -0.29726 0.89081 112.72 112.72 3.25E-04 36.14 148350

8477 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 3 753.02795 2256.062 0.90175 0.033638 0.93344 112.67 112.67 2.97E-04 32.59 132470

8478 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1129.0383 2256.062 1.2082 0.057574 1.2642 112.68 112.68 1.08E-14 60.23 191610

8479 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1129.0383 2256.062 1.2539 -0.44897 0.80368 112.56 112.56 8.95E-08 41.79 162600

8480 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 3 753.02795 2256.062 0.75584 0.18859 0.94261 112.97 112.97 1.19E-11 69.75 3091200

8481 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1129.0383 2256.062 1.0571 0.15668 1.2126 112.96 112.96 6.01E-71 93.01 4224700

8482 DMGIVDAVYPSALETADQAFK Oxidation (M) _DM(ox)GIVDAVYPSALETADQAFK_ B6TPA4_MAIZE 2 1129.0383 2256.062 1.232 0.098732 1.3293 113.99 113.99 3.26E-01 6.77 36710

8483 DMGYNVSMMADSTSR 3 Oxidation (M) _DM(ox)GYNVSM(ox)M(ox)ADSTSR_ VATA_MAIZE B6 2 856.83166 1711.6488 1.102 -0.29347 0.8096 47.405 47.405 1.79E-102 97.47 736870

8484 DMIAYEGPDFNDLDENLQR Oxidation (M) _DM(ox)IAYEGPDFNDLDENLQR_ B4FZA1_MAIZE 2 1135.9971 2269.9797 1.0943 0.13315 1.2179 97.039 97.039 9.66E-69 104.31 1449100

8485 DMIAYEGPDFNDLDENLQR Unmodified _DMIAYEGPDFNDLDENLQR_ B4FZA1_MAIZE 2 1127.9997 2253.9848 1.1488 0.27028 1.4078 103.98 103.98 5.48E-24 87.32 425690

8486 DMILDGDGR Oxidation (M) _DM(ox)ILDGDGR_ B4G0C6_MAIZE 2 504.22676 1006.439 -0.067571 0.20062 0.13784 47.205 47.205 9.73E-03 34.23 796080

8487 DMISQNQR Oxidation (M) _DM(ox)ISQNQR_ B4FNL7_MAIZE 2 504.23237 1006.4502 0.09515 -0.15608 -0.073654 22.376 22.376 5.06E-02 21.05 21920

8488 DMISQNQR Unmodified _DMISQNQR_ B4FNL7_MAIZE 2 496.23492 990.45528 0.019143 2.5755 2.5725 37.726 37.726 2.92E-02 24.88 181020

8489 DMKPETFASLVSALLYEK Unmodified _DMKPETFASLVSALLYEK_ B4FZ41_MAIZE 3 681.35534 2041.0442 0.66733 0.072707 0.72172 125.93 125.93 1.00E+00 6.31 1769700

8490 DMKPETFASLVSALLYEK Unmodified _DMKPETFASLVSALLYEK_ B4FZ41_MAIZE 3 681.35534 2041.0442 0.49458 0.19038 0.66687 126.42 126.42 6.09E-01 3.82 106410

8491 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 3 686.68697 2057.0391 0.63153 0.26619 0.8817 124.64 124.64 3.41E-02 48.91 1110900

8492 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 2 1029.5268 2057.0391 1.2874 0.30654 1.5781 124.63 124.63 5.17E-01 9.38 130790

8493 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 3 686.68697 2057.0391 0.61168 0.058287 0.65456 124.9 124.9 3.41E-02 29.71 1157700

8494 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 3 686.68697 2057.0391 0.63878 0.12506 0.74727 125.37 125.37 2.39E-01 25.51 564390

8495 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 3 686.68697 2057.0391 0.62562 0.97175 1.5798 129.84 129.84 2.39E-01 24.64 913230

8496 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 3 686.68697 2057.0391 0.52588 0.010916 0.5207 130.32 130.32 2.39E-01 22.38 5721500

8497 DMKPETFASLVSALLYEK Oxidation (M) _DM(ox)KPETFASLVSALLYEK_ B4FZ41_MAIZE 2 1029.5268 2057.0391 1.1125 0.054668 1.1517 130.31 130.31 3.43E-16 68.13 637800

8498 DMKPLNDR Oxidation (M) _DM(ox)KPLNDR_ B6T8U7_MAIZE 3 335.49917 1003.4757 1.4133 0.25288 1.6479 20.503 20.503 1.88E-01 19.93 36171

8499 DMKPLNDR Unmodified _DMKPLNDR_ B6T8U7_MAIZE 3 330.16753 987.48076 1.3989 -0.15625 1.2198 32.703 32.703 2.47E-01 24.75 137940

8500 DMLTSDPYVVLTLGGQK Oxidation (M) _DM(ox)LTSDPYVVLTLGGQK_ B6TSD4_MAIZE 2 926.97168 1851.9288 1.1429 -0.77498 0.37819 99.964 99.964 4.07E-45 82.99 468300

8501 DMLTSDPYVVLTLGGQK Oxidation (M) _DM(ox)LTSDPYVVLTLGGQK_ B6TSD4_MAIZE 2 926.97168 1851.9288 1.1406 0.25576 1.4048 100.78 100.78 1.43E-21 44.35 82993

8502 DMQDPNATTSENKEEMDSR 2 Oxidation (M) _DM(ox)QDPNATTSENKEEM(ox)DSR_ B6TJQ6_MAIZE 3 743.9672 2228.8798 0.87383 -0.47468 0.38858 30.731 30.731 5.40E-02 19.55 76257



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

8503 DMSLMR Unmodified _DMSLMR_ Q9ZQY0_MAIZE 2 376.67512 751.33568 0.72104 -0.52199 0.17684 52.659 52.659 9.46E-01 10.87 792190

8504 DMSLMR Unmodified _DMSLMR_ Q9ZQY0_MAIZE 2 376.67512 751.33568 0.70438 -0.53321 0.14782 54.632 54.632 5.26E-01 16.55 363660

8505 DMSLMR Unmodified _DMSLMR_ Q9ZQY0_MAIZE 2 376.67512 751.33568 0.63044 -0.37182 0.23503 55.387 55.387 5.26E-01 21.09 2429200

8506 DMSSSDPYVVLTLGQQK Oxidation (M) _DM(ox)SSSDPYVVLTLGQQK_ B6T759_MAIZE 2 942.4564 1882.8982 1.2056 -1.1565 0.05539 90.079 90.079 4.07E-45 86.44 622050

8507 DMTFVIGLFK Oxidation (M) _DM(ox)TFVIGLFK_ Q5EUD0_MAIZE 2 593.81247 1185.6104 0.23932 0.26475 0.5151 105.57 105.57 1.45E-01 21.02 419470

8508 DMTFVIGLFK Unmodified _DMTFVIGLFK_ Q5EUD0_MAIZE 2 585.81501 1169.6155 0.26248 0.35299 0.62416 121.94 121.94 7.11E-01 6.77 274990

8509 DMTMSPPGPSTVK 2 Oxidation (M) _DM(ox)TM(ox)SPPGPSTVK_ B4FIT6_MAIZE 2 690.3127 1378.6109 0.61469 -0.3487 0.27837 38.942 38.942 6.20E-03 32.78 167360

8510 DMTMSPPGPSTVK 2 Oxidation (M) _DM(ox)TM(ox)SPPGPSTVK_ B4FIT6_MAIZE 2 690.3127 1378.6109 0.61878 -0.3383 0.29291 41.997 41.997 1.15E-02 28.45 190270

8511 DMTMSPPGPSTVK 2 Oxidation (M) _DM(ox)TM(ox)SPPGPSTVK_ B4FIT6_MAIZE 2 690.3127 1378.6109 0.62872 -0.20243 0.43812 41.172 41.172 2.61E-08 42.64 980580

8512 DMVALSGAHTIGQAR Oxidation (M) _DM(ox)VALSGAHTIGQAR_ B4FBC8_MAIZE 2 771.88829 1541.762 0.93936 0.41427 1.3516 53.416 53.416 2.55E-36 87.91 583050

8513 DMVEAISFSNLYAPEHLIINVK Oxidation (M) _DM(ox)VEAISFSNLYAPEHLIINVK_ B6TZ66_MAIZE 3 840.4332 2518.2778 1.1069 0.50267 1.5938 113.46 113.46 5.93E-08 40.43 105910

8514 DMVEAISFSNLYAPEHLIINVK Oxidation (M) _DM(ox)VEAISFSNLYAPEHLIINVK_ B6TZ66_MAIZE 3 840.4332 2518.2778 1.0298 -0.25658 0.75798 113.55 113.55 5.99E-10 35.07 148550

8515 DMVEAISFSNLYAPEHLIINVK Oxidation (M) _DM(ox)VEAISFSNLYAPEHLIINVK_ B6TZ66_MAIZE 3 840.4332 2518.2778 1.0979 0.33847 1.4212 114.43 114.43 9.90E-22 48.98 413820

8516 DMVENTEIGDWYR Oxidation (M) _DM(ox)VENTEIGDWYR_ B4F8B3_MAIZE 2 822.35394 1642.6933 0.96523 -0.015966 0.94473 81.347 81.347 2.50E-15 54.85 624160

8517 DMVENTEIGDWYR Unmodified _DMVENTEIGDWYR_ B4F8B3_MAIZE 2 814.35649 1626.6984 0.99156 -0.34012 0.64488 90.375 90.375 2.50E-15 59.17 263600

8518 DMVVLPYK Oxidation (M) _DM(ox)VVLPYK_ B6TAY2_MAIZE 2 490.7597 979.50485 -0.10442 -0.18397 -0.29058 62.446 62.446 5.06E-02 37.06 733510

8519 DMVVLPYKDSLLLLSR Oxidation (M) _DM(ox)VVLPYKDSLLLLSR_ B6TAY2_MAIZE 3 626.68502 1877.0332 0.41711 0.091659 0.49803 102.53 102.53 1.87E-02 22.84 233320

8520 DNANETHFNIK Unmodified _DNANETHFNIK_ B6U406_MAIZE 3 434.87395 1301.6 -0.099523 0.048263 -0.06857 45.934 45.934 1.00E+00 12.52 273200

8521 DNANETHFNIK Unmodified _DNANETHFNIK_ B6U406_MAIZE 2 651.80729 1301.6 0.35048 0.11434 0.44775 45.933 45.933 1.67E-02 48.34 201540

8522 DNESEVLTDLSSMHR Oxidation (M) _DNESEVLTDLSSM(ox)HR_ B4F8E9_MAIZE 3 583.59671 1747.7683 0.16281 0.47904 0.63272 72.017 72.017 8.47E-02 36.25 714340

8523 DNESLAPIFTPAR Unmodified _DNESLAPIFTPAR_ B4FYD3_MAIZE 2 715.86735 1429.7201 0.71633 0.16639 0.86818 84.65 84.65 1.15E-02 18.86 1697600

8524 DNFFFAGIDK Unmodified _DNFFFAGIDK_ B6SKY1_MAIZE 2 587.28239 1172.5502 0.23874 0.11319 0.35685 96.2 96.2 1.45E-01 22.26 527540

8525 DNFFFAGIDK Unmodified _DNFFFAGIDK_ B6SKY1_MAIZE 2 587.28239 1172.5502 0.18016 0.27461 0.4615 97.556 97.556 7.11E-01 12.23 13748

8526 DNFFFAGIDK Unmodified _DNFFFAGIDK_ B6SKY1_MAIZE 2 587.28239 1172.5502 0.15084 0.18905 0.34526 96.691 96.691 3.43E-01 10.07 161560

8527 DNFFFAGIDK Unmodified _DNFFFAGIDK_ B6SKY1_MAIZE 2 587.28239 1172.5502 0.10469 0.27495 0.38589 97.475 97.475 4.40E-05 58.44 2009300

8528 DNGIQYIAFPAISCGVYR Unmodified _DNGIQYIAFPAISCGVYR_ B6SKT6_MAIZE 2 1022.5015 2042.9884 1.2209 -0.020571 1.1984 110.82 110.82 1.05E-02 25.4 69406

8529 DNGMHALIIYDDLSK Unmodified _DNGMHALIIYDDLSK_ ATPAM_MAIZE 2 852.91671 1703.8189 1.1318 0.13514 1.2531 90.07 90.07 2.37E-16 44.41 506620

8530 DNGVDDGGVVFDSGAR Unmodified _DNGVDDGGVVFDSGAR_ B4FBJ5_MAIZE 2 790.35279 1578.691 0.93972 -0.062758 0.90368 69.635 69.635 1.42E-33 87.63 1687400

8531 DNILTHLKPVEK Unmodified _DNILTHLKPVEK_ B4F9Q1_MAIZE 3 469.60491 1405.7929 -0.076608 0.3719 0.27818 65.905 65.905 2.46E-02 14.41 516310

8532 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 2 663.38043 1324.7463 0.50912 0.17267 0.66446 52.886 52.886 1.98E-03 55.5 2659600

8533 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 3 442.58938 1324.7463 0.051131 0.041325 0.074465 52.884 52.884 1.84E-01 26.92 4709500

8534 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 3 442.58938 1324.7463 -0.27507 0.003241 -0.28832 54.282 54.282 1.84E-01 27.48 2815600

8535 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 2 663.38043 1324.7463 0.32544 -0.011101 0.29759 54.288 54.288 7.72E-03 51.84 1104700

8536 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 3 442.58938 1324.7463 -0.029504 0.17761 0.13049 57.09 57.09 7.21E-01 25.32 28891
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8537 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 2 663.38043 1324.7463 0.57431 0.24159 0.79947 55.082 55.082 6.74E-02 50.73 385540

8538 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 3 442.58938 1324.7463 0.033695 0.53541 0.55004 55.06 55.06 1.00E+00 0.61 742560

8539 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 2 663.38043 1324.7463 0.53117 0.10439 0.61951 55.067 55.067 2.00E-01 44.28 356090

8540 DNIQGITKPAIR Unmodified _DNIQGITKPAIR_ B6TAN3_MAIZE 2 663.38043 1324.7463 0.48275 -0.13505 0.33219 56.584 56.584 1.98E-03 52.57 290250

8541 DNLFGVDAGLALSETLPK Unmodified _DNLFGVDAGLALSETLPK_ B4F917_MAIZE 2 930.4911 1858.9676 1.2309 0.34031 1.5663 119.88 119.88 8.00E-45 113.02 562660

8542 DNLLNLLKPVEK Unmodified _DNLLNLLKPVEK_ B6TMD0_MAIZE 3 465.94505 1394.8133 -0.087874 0.097403 -0.017661 94.466 94.466 4.50E-01 22.76 958080

8543 DNLLNLLKPVEK Unmodified _DNLLNLLKPVEK_ B6TMD0_MAIZE 2 698.41393 1394.8133 0.64268 0.23075 0.846 94.46 94.46 1.00E+00 6.91 318940

8544 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.1966 -0.13584 1.0491 106.74 106.74 1.84E-40 94.36 2173100

8545 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.2299 0.091556 1.3099 107.1 107.1 1.51E-46 112.82 1249800

8546 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.1559 0.019449 1.1635 107.27 107.27 5.57E-58 108.9 1233700

8547 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.2048 0.28706 1.4799 107.23 107.23 1.51E-46 99.34 1357000

8548 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.2869 0.2959 1.5702 106.7 106.7 5.57E-58 103.23 1348500

8549 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.2202 -0.8184 0.39058 107.56 107.56 1.84E-40 88.85 592010

8550 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.2309 0.19086 1.4092 107.08 107.08 2.86E-31 94.99 2127200

8551 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 2 1102.5213 2203.0281 1.0242 0.047511 1.0599 107.29 107.29 5.57E-58 118.44 11241000

8552 DNLTLWTSDISEDPAEEIR Unmodified _DNLTLWTSDISEDPAEEIR_ 14331_MAIZE 3 735.34997 2203.0281 0.79163 0.30398 1.0824 107.3 107.3 1.03E-23 58.79 398790

8553 DNLTLWTSDISEDPAEEIREAPK Unmodified _DNLTLWTSDISEDPAEEIREAPK_ 14331_MAIZE 3 877.09244 2628.2555 1.0864 0.22723 1.2967 102 102 6.00E-05 46.68 640890

8554 DNLTLWTSDLTEDGADEGK Unmodified _DNLTLWTSDLTEDGADEGK_ B6SRI4_MAIZE 2 1040.4713 2078.928 1.2346 -0.050676 1.1834 101.36 101.36 1.84E-40 89.67 334110

8555 DNLTLWTSDLTEDGADEGK Unmodified _DNLTLWTSDLTEDGADEGK_ B6SRI4_MAIZE 2 1040.4713 2078.928 1.1844 0.092808 1.2771 101.89 101.89 2.86E-31 99.25 331120

8556 DNLTLWTSDLTEDGADEGK Unmodified _DNLTLWTSDLTEDGADEGK_ B6SRI4_MAIZE 2 1040.4713 2078.928 1.2309 0.72108 1.9512 102.14 102.14 1.06E-14 49.91 78311

8557 DNLTLWTSDLTEDGADEGK Unmodified _DNLTLWTSDLTEDGADEGK_ B6SRI4_MAIZE 2 1040.4713 2078.928 1.1138 -0.037161 1.0763 101.62 101.62 1.84E-40 85.28 1759700

8558 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 1.0154 0.018162 1.03 92.888 92.888 8.30E-06 31.54 3386800

8559 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 1.0136 -0.086995 0.92432 93.334 93.334 1.60E-11 45.58 1495100

8560 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 0.99902 -0.050394 0.94589 93.587 93.587 2.49E-15 48.17 1279700

8561 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 0.9782 0.14544 1.121 93.392 93.392 1.28E-07 44.94 1827100

8562 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 1.0167 -0.095037 0.91919 93.038 93.038 1.28E-07 43.67 1618600

8563 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 1.0667 -0.042925 1.0206 93.654 93.654 1.68E-03 22.08 774770

8564 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 1.039 -0.22266 0.81337 93.234 93.234 3.27E-04 26.6 1275800

8565 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 3 831.05388 2490.1398 0.90855 -0.24557 0.66109 93.323 93.323 3.62E-09 30.1 12020000

8566 DNLTLWTSDLTEDGADEGKDAPK Unmodified _DNLTLWTSDLTEDGADEGKDAPK_ B6U284_MAIZE 2 1246.0772 2490.1398 1.066 0.34798 1.4112 93.301 93.301 1.32E-07 99.74 473450

8567 DNLTLWTSDLTEDGADEGKEAPK Unmodified _DNLTLWTSDLTEDGADEGKEAPK_ B6SRI4_MAIZE 3 835.72576 2504.1555 0.993 0.070405 1.0568 92.506 92.506 5.14E-05 24.11 995620

8568 DNLTLWTSDTNEDAGDEIK Unmodified _DNLTLWTSDTNEDAGDEIK_ B6T7L9_MAIZE 2 1068.982 2135.9495 1.1134 0.088046 1.1964 89.008 89.008 7.11E-03 29.1 1455700

8569 DNLTLWTSDTNEDAGDEIKEAAAAPK Unmodified _DNLTLWTSDTNEDAGDEIKEAAAAPK_ B6T7L9_MAIZE 3 925.77003 2774.2883 1.1348 -0.087963 1.0327 91.886 91.886 7.07E-10 34.82 462240

8570 DNLTLWTSDTNEDGGDEIKDAAAPK Unmodified _DNLTLWTSDTNEDGGDEIKDAAAPK_ B4FRG1_MAIZE 3 892.74723 2675.2198 1.0973 -0.14232 0.94882 84.422 84.422 1.21E-16 51.21 911530
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8571 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.2412 -0.072691 0.13606 34.396 34.396 6.54E-02 31.58 909730

8572 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.45038 -0.10977 0.30807 34.385 34.385 1.11E-04 46.43 582420

8573 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.10132 0.20898 0.27675 34.093 34.093 1.00E+00 7.93 8534.6

8574 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.14582 0.45636 0.56688 33.349 33.349 1.79E-02 42.43 147170

8575 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.39 0.56208 0.91883 33.336 33.336 2.62E-07 54.96 80655

8576 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.48286 0.4949 0.94394 36.167 36.167 1.98E-03 40.17 116180

8577 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.20465 -0.10144 0.070184 35.312 35.312 1.84E-01 22.6 281380

8578 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.52916 -0.26001 0.23707 35.323 35.323 7.72E-03 40.13 117300

8579 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.18997 0.67801 0.83316 36.055 36.055 1.79E-02 38.35 478920

8580 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.49222 1.0993 1.5569 36.042 36.042 1.68E-09 55.01 208440

8581 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.24833 0.47875 0.69287 36.01 36.01 1.79E-02 31.29 296790

8582 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.58722 0.79747 1.3503 35.974 35.974 2.62E-07 48.27 175070

8583 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.39445 -0.098025 0.26356 36.877 36.877 6.74E-02 42.24 81055

8584 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 2 634.80254 1267.5905 0.3191 -0.47362 -0.18717 33.85 33.85 2.62E-07 65.32 1415500

8585 DNNAAHASEALR Unmodified _DNNAAHASEALR_ B4FPT8_MAIZE 3 423.53745 1267.5905 0.16138 -0.24247 -0.11477 33.853 33.853 8.36E-03 41.45 3268400

8586 DNNLLGK Unmodified _DNNLLGK_ HSP70_MAIZE 2 387.21124 772.40792 0.39997 0.63951 1.0109 39.003 39.003 7.83E-01 20.16 265220

8587 DNNLLGK Unmodified _DNNLLGK_ HSP70_MAIZE 2 387.21124 772.40792 0.52279 -0.99072 -0.49217 41.792 41.792 1.86E-01 26.65 750240

8588 DNNLLGK Unmodified _DNNLLGK_ HSP70_MAIZE 2 387.21124 772.40792 0.47493 -0.12419 0.32647 41.117 41.117 8.04E-02 29.67 2578300

8589 DNNLLGK Unmodified _DNNLLGK_ HSP70_MAIZE 2 387.21124 772.40792 0.38095 -0.19094 0.16514 41.775 41.775 1.86E-01 39.74 3355400

8590 DNNLLGK Unmodified _DNNLLGK_ HSP70_MAIZE 2 387.21124 772.40792 0.5151 -0.52112 -0.030921 42.595 42.595 4.46E-01 16.11 378650

8591 DNPFCLAR Unmodified _DNPFCLAR_ B4FAJ4_MAIZE 2 496.73455 991.45455 -0.028873 0.16548 0.1356 69.618 69.618 3.77E-01 22.6 347360

8592 DNVIEGVR Unmodified _DNVIEGVR_ B4FLN0_MAIZE 2 451.24052 900.46649 0.016403 0.25047 0.26173 47.818 47.818 3.77E-01 36.34 523250

8593 DNWQDLIQSIK Unmodified _DNWQDLIQSIK_ B6TIR4_MAIZE 2 680.34879 1358.683 -0.15309 107.55 107.55 2.33E-05 31.76

8594 DPAAAAAGVVLR Unmodified _DPAAAAAGVVLR_ B4FQH2_MAIZE 2 555.81693 1109.6193 0.053064 -0.26385 -0.22266 70.272 70.272 4.56E-01 8.87 21027

8595 DPALAPNSFLR Unmodified _DPALAPNSFLR_ B6TAY2_MAIZE 2 600.82221 1199.6299 0.28022 0.5165 0.77801 79.691 79.691 1.47E-01 19.32 1023400

8596 DPDLVK Unmodified _DPDLVK_ B4F8M8_MAIZE 2 343.6896 685.36466 1.155 -0.061204 1.0919 35.885 35.885 2.64E-01 30.44 162140

8597 DPDLVK Unmodified _DPDLVK_ B4F8M8_MAIZE 2 343.6896 685.36466 1.1493 -0.35455 0.79496 36.593 36.593 2.64E-01 22.75 76052

8598 DPDMAEDLQIPAGFDLK Unmodified _DPDMAEDLQIPAGFDLK_ B4FX25_MAIZE 2 937.94567 1873.8768 1.1823 0.52505 1.7012 109.2 109.2 4.07E-45 85.22 489450

8599 DPDMAEDLQIPAGFDLK Oxidation (M) _DPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 2 945.94312 1889.8717 1.138 0.5576 1.692 100.66 100.66 1.37E-17 51.77 140410

8600 DPDMAEDLQIPAGFDLK Oxidation (M) _DPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 2 945.94312 1889.8717 1.1647 0.18252 1.343 100.87 100.87 1.27E-17 72.57 226350

8601 DPDMAEDLQIPAGFDLK Oxidation (M) _DPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 2 945.94312 1889.8717 1.1749 0.26929 1.4403 100.74 100.74 3.42E-29 65.93 213160

8602 DPDMAEDLQIPAGFDLK Oxidation (M) _DPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 2 945.94312 1889.8717 1.2076 0.21066 1.4146 100.62 100.62 4.07E-45 86.07 1279700

8603 DPEQMR Unmodified _DPEQMR_ B4FVN5_MAIZE 2 388.1738 774.33304 0.54062 0.31595 0.83561 24.62 24.62 2.64E-01 35.87 78553

8604 DPFGSIDPFAAK Unmodified _DPFGSIDPFAAK_ B4G0D8_MAIZE 2 632.81405 1263.6136 0.45494 0.30353 0.76056 99.274 99.274 6.74E-02 16.39 226030
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8605 DPGAAMMLAELAMEAGLPK 3 Oxidation (M) _DPGAAM(ox)M(ox)LAELAM(ox)EAGLPK_ B4G066_MAIZE 2 982.46231 1962.9101 1.2344 0.13844 1.3535 111.07 111.07 7.84E-52 46.94 463680

8606 DPGENPAVGR Unmodified _DPGENPAVGR_ B6SUY9_MAIZE 2 506.24634 1010.4781 0.00023636 -0.052794 -0.056427 32.525 32.525 1.84E-04 41.66 139800

8607 DPGFVFDGLMK Oxidation (M) _DPGFVFDGLM(ox)K_ B6UE38_MAIZE 2 621.29718 1240.5798 0.38767 0.27295 0.6792 89.095 89.095 3.83E-01 14.9 201070

8608 DPGQQPFSFSIGQGSVIK Unmodified _DPGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 2 946.48107 1890.9476 1.1077 -1.9487 -0.82617 94.489 94.489 1.05E-02 35.52 69212

8609 DPGQQPFSFSIGQGSVIK Unmodified _DPGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 2 946.48107 1890.9476 0.94369 -0.54202 0.41545 98.512 98.512 1.77E-34 67.49 7599000

8610 DPGQQPFSFSIGQGSVIK Unmodified _DPGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 2 946.48107 1890.9476 1.2064 -3.3009 -2.0787 96.898 96.898 1.77E-34 70.84 531090

8611 DPGQQPFSFSIGQGSVIK Unmodified _DPGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 2 946.48107 1890.9476 1.081 0.088646 1.1821 97.111 97.111 5.25E-26 70.88 1374800

8612 DPGQQPFSFSIGQGSVIK Unmodified _DPGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 3 631.32314 1890.9476 0.36377 -0.10771 0.2685 97.971 97.971 8.53E-01 7.14 209080

8613 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 2 532.7778 1063.5411 0.16347 -0.25376 -0.087313 23.909 23.909 1.00E+00 2.27 12670

8614 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 2 532.7778 1063.5411 -0.44098 21.915 21.915 9.73E-01 9.59

8615 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 2 532.7778 1063.5411 0.1067 -0.14704 -0.037058 24.444 24.444 1.00E+00 1.15 26857

8616 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 3 355.52096 1063.5411 1.0711 0.18299 1.2565 24.444 24.444 9.79E-02 34.91 50574

8617 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 2 532.7778 1063.5411 0.16092 -0.39936 -0.23367 23.976 23.976 1.00E+00 0.19 14490

8618 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 2 532.7778 1063.5411 0.082959 -0.070765 0.016803 24.021 24.021 1.00E+00 3.26 103120

8619 DPHGNVQVAK Unmodified _DPHGNVQVAK_ B4FQM2_MAIZE 3 355.52096 1063.5411 0.95588 0.014798 0.97402 24.02 24.02 9.39E-01 14.38 188020

8620 DPILGVTEAFLADPSSDK Unmodified _DPILGVTEAFLADPSSDK_ B4F9G1_MAIZE 2 937.97274 1873.9309 1.2272 0.07112 1.2976 115.11 115.11 2.85E-09 50.38 51476

8621 DPILGVTEAFLADPSSDK Unmodified _DPILGVTEAFLADPSSDK_ B4F9G1_MAIZE 2 937.97274 1873.9309 1.183 -0.004953 1.1774 115.12 115.12 2.32E-57 86.03 432730

8622 DPLDAAVK Unmodified _DPLDAAVK_ B6TWE3_MAIZE 2 414.72672 827.43888 0.29468 -0.16537 0.11572 49.438 49.438 3.77E-01 16.13 434180

8623 DPLSAPHSIGR Unmodified _DPLSAPHSIGR_ B4FQS7_MAIZE 3 383.87188 1148.5938 0.61587 -0.33835 0.26934 49.437 49.437 1.15E-01 32.99 747100

8624 DPLSAPHSIGR Unmodified _DPLSAPHSIGR_ B4FQS7_MAIZE 2 575.30419 1148.5938 0.096874 0.022963 0.11067 49.425 49.425 1.67E-02 30.03 789920

8625 DPNAPAPAPK Unmodified _DPNAPAPAPK_ Q9FYS5_MAIZE 2 489.25617 976.49779 0.00859 -0.12361 -0.13819 30.426 30.426 2.81E-03 29.34 139440

8626 DPNCIFVFK Unmodified _DPNCIFVFK_ B6TRB9_MAIZE 2 570.28133 1138.5481 0.22189 0.48623 0.71876 87.471 87.471 9.73E-03 57.66 767280

8627 DPNCIFVFK Unmodified _DPNCIFVFK_ B6TRB9_MAIZE 2 570.28133 1138.5481 0.040499 0.46021 0.5129 88.864 88.864 3.13E-03 55.97 1523300

8628 DPNRPFPSGQNETPLVK Unmodified _DPNRPFPSGQNETPLVK_ B4G0V4_MAIZE 3 632.65852 1894.9537 0.40493 -0.085715 0.31638 61.236 61.236 1.01E-03 41.26 769900

8629 DPNRPFPSGQNETPLVK Unmodified _DPNRPFPSGQNETPLVK_ B4G0V4_MAIZE 3 632.65852 1894.9537 0.3771 -0.22247 0.15202 61.723 61.723 4.34E-02 22.76 237150

8630 DPNRPFPSGQNETPLVK Unmodified _DPNRPFPSGQNETPLVK_ B4G0V4_MAIZE 3 632.65852 1894.9537 0.40945 -0.10756 0.29802 63.018 63.018 1.75E-02 28.82 335200

8631 DPNRPFPSGQNETPLVK Unmodified _DPNRPFPSGQNETPLVK_ B4G0V4_MAIZE 3 632.65852 1894.9537 0.41744 0.25926 0.6729 62.925 62.925 1.01E-03 45.44 1005700

8632 DPNRPFPSGQNETPLVK Unmodified _DPNRPFPSGQNETPLVK_ B4G0V4_MAIZE 3 632.65852 1894.9537 0.35194 -0.022091 0.32693 61.786 61.786 5.01E-03 25.21 833220

8633 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 0.055472 0.36927 0.43058 87.777 87.777 9.73E-03 25.99 3940000

8634 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 -0.095785 0.14907 0.062127 88.713 88.713 1.12E-01 23.33 157510

8635 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 -0.053826 0.19742 0.15099 88.114 88.114 1.01E-02 32 499930

8636 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 0.012056 0.21099 0.22974 87.864 87.864 3.32E-02 23.86 1002700

8637 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 0.07987 0.58519 0.67057 88.645 88.645 3.32E-02 40.05 1301100

8638 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 -0.015793 0.37174 0.36275 88.175 88.175 1.01E-02 30.56 990400
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8639 DPNTIFVFK Unmodified _DPNTIFVFK_ B4FJ27_MAIZE 2 540.78985 1079.5651 -0.11298 -0.023742 -0.12912 89.067 89.067 3.21E-03 37.04 5417500

8640 DPNVLFAGYK Unmodified _DPNVLFAGYK_ B4FJS1_MAIZE 2 562.29276 1122.571 0.087653 0.42628 0.50668 77.674 77.674 1.25E-02 28.18 22783

8641 DPNVLFAGYK Unmodified _DPNVLFAGYK_ B4FJS1_MAIZE 2 562.29276 1122.571 0.0080662 0.39999 0.4009 78.615 78.615 4.40E-05 48.04 979310

8642 DPPLPLPLLPDSDLSVSR Unmodified _DPPLPLPLLPDSDLSVSR_ B6TC50_MAIZE 2 966.02785 1930.0411 1.2117 -0.17273 1.036 117.09 117.09 3.87E-04 53.63 222090

8643 DPPPVPK Unmodified _DPPPVPK_ B4F845_MAIZE 2 375.21325 748.41194 0.70046 -0.17719 0.52567 37.449 37.449 8.04E-02 35.53 233340

8644 DPSEGITVK Unmodified _DPSEGITVK_ B6U8G5_MAIZE 2 473.24801 944.48148 -0.002853 0.21301 0.20853 43.262 43.262 9.73E-03 39.87 715560

8645 DPSEGITVK Unmodified _DPSEGITVK_ B6U8G5_MAIZE 2 473.24801 944.48148 -0.030433 -0.40133 -0.43108 45.302 45.302 3.32E-02 26.69 414560

8646 DPSEGITVK Unmodified _DPSEGITVK_ B6U8G5_MAIZE 2 473.24801 944.48148 -0.053912 0.033792 -0.020723 44.544 44.544 9.73E-03 29.51 1785000

8647 DPSFWR Unmodified _DPSFWR_ B6SIW6_MAIZE 2 404.19285 806.37114 0.41562 0.12975 0.54659 64.865 64.865 2.64E-01 31.62 461860

8648 DPSFWR Unmodified _DPSFWR_ B6SIW6_MAIZE 2 404.19285 806.37114 0.20254 0.064712 0.26993 65.15 65.15 9.46E-01 17.38 182150

8649 DPSFWR Unmodified _DPSFWR_ B6SIW6_MAIZE 2 404.19285 806.37114 0.35779 0.07292 0.43322 66.498 66.498 1.00E+00 11.78 462200

8650 DPSGVLSPHSFNR Unmodified _DPSGVLSPHSFNR_ B4FBW5_MAIZE 2 706.84949 1411.6844 0.69736 0.033729 0.73487 59.982 59.982 4.68E-05 69.69 475960

8651 DPSGVLSPHSFNR Unmodified _DPSGVLSPHSFNR_ B4FBW5_MAIZE 3 471.56875 1411.6844 0.011674 0.23137 0.24698 59.962 59.962 8.46E-03 35.7 638380

8652 DPSGVLSPHSFNR Unmodified _DPSGVLSPHSFNR_ B4FBW5_MAIZE 3 471.56875 1411.6844 -0.11078 -0.07981 -0.18651 62.125 62.125 1.60E-02 33.34 1788500

8653 DPSILQGLR Unmodified _DPSILQGLR_ B6TU79_MAIZE 2 499.7851 997.55564 0.042985 -0.12088 -0.089182 66.343 66.343 7.18E-01 8.44 141970

8654 DPSILQGLR Unmodified _DPSILQGLR_ B6TU79_MAIZE 2 499.7851 997.55564 -0.09438 0.13756 0.032319 66.691 66.691 3.39E-01 10.31 629680

8655 DPSILQGLR Unmodified _DPSILQGLR_ B6TU79_MAIZE 2 499.7851 997.55564 -0.027224 -0.44091 -0.47848 66.842 66.842 3.32E-02 21.4 1569600

8656 DPSSLQDEK Unmodified _DPSSLQDEK_ B4FBJ5_MAIZE 2 509.73801 1017.4615 0.065037 -0.71208 -0.6594 32.481 32.481 1.01E-02 21.71 53482

8657 DPSSLQDEK Unmodified _DPSSLQDEK_ B4FBJ5_MAIZE 2 509.73801 1017.4615 -0.084434 0.32521 0.22692 34.148 34.148 9.73E-03 32.89 594270

8658 DPSTASTPPAEVAR Unmodified _DPSTASTPPAEVAR_ B6U1U5_MAIZE 2 699.84661 1397.6787 0.6959 0.19756 0.88748 46.451 46.451 6.31E-03 29.72 390220

8659 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 2 1126.031 2250.0474 1.2181 0.11657 1.3402 110.61 110.61 1.78E-03 12.78 669100

8660 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 2 1126.031 2250.0474 1.2473 0.09135 1.3445 111.07 111.07 1.74E-02 18.68 157880

8661 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 2 1126.031 2250.0474 1.1841 0.75158 1.9407 111.27 111.27 1.22E-73 117.82 597240

8662 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 3 751.02309 2250.0474 0.86748 0.38855 1.2608 111.2 111.2 1.62E-02 31.08 598690

8663 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 3 751.02309 2250.0474 0.92444 0.68523 1.614 110.87 110.87 3.64E-02 26.2 293910

8664 DPTAQTEIDNFMVQQLDGTK Unmodified _DPTAQTEIDNFMVQQLDGTK_ B6T3P9_MAIZE 2 1126.031 2250.0474 1.1882 -0.060081 1.1333 111.44 111.44 2.77E-53 121.69 2430100

8665 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 2 1134.0284 2266.0423 1.1741 -0.2975 0.88395 89.222 89.222 1.02E-25 55.92 193690

8666 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 2 1134.0284 2266.0423 1.2377 0.32079 1.5649 88.933 88.933 2.08E-30 67.31 157660

8667 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 2 1134.0284 2266.0423 1.2916 -0.065385 1.2335 88.023 88.023 2.08E-30 48.53 113580

8668 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 2 1134.0284 2266.0423 1.1897 -0.18883 1.0079 88.773 88.773 1.99E-37 94.08 1116700

8669 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 2 1134.0284 2266.0423 1.2219 -0.2515 0.97771 89.315 89.315 8.25E-66 101.13 658550

8670 DPTAQTEIDNFMVQQLDGTK Oxidation (M) _DPTAQTEIDNFM(ox)VQQLDGTK_ B6T3P9_MAIZE 3 756.35472 2266.0423 0.87215 -0.009223 0.86908 89.306 89.306 1.55E-03 36.17 748440

8671 DPTTAPIVR Unmodified _DPTTAPIVR_ B4FG39_MAIZE 2 485.27182 968.5291 -0.028541 0.019715 -0.0059987 47.795 47.795 3.39E-01 18.44 284510

8672 DPTTAPIVR Unmodified _DPTTAPIVR_ B4FG39_MAIZE 2 485.27182 968.5291 -0.029325 -0.02952 -0.055369 47.036 47.036 1.12E-01 19.54 459380
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8673 DPTTAPIVR Unmodified _DPTTAPIVR_ B4FG39_MAIZE 2 485.27182 968.5291 -0.073786 -0.22021 -0.29097 47.938 47.938 1.12E-01 30.8 467370

8674 DPTTAPIVR Unmodified _DPTTAPIVR_ B4FG39_MAIZE 2 485.27182 968.5291 -0.15426 -0.11603 -0.26686 48.693 48.693 3.32E-02 28.08 11486000

8675 DPTTAWIDPSDGAWR Unmodified _DPTTAWIDPSDGAWR_ B6T0A9_MAIZE 2 844.38918 1686.7638 1.0187 -0.16634 0.85761 97.501 97.501 7.01E-11 51.94 505820

8676 DPVPFFLTPR Unmodified _DPVPFFLTPR_ Q8S4W9_MAIZE 2 594.82422 1187.6339 0.25346 0.71589 0.98062 98.436 98.436 1.45E-01 21.57 1236900

8677 DPWIAGHADFSR Unmodified _DPWIAGHADFSR_ B6TRC0_MAIZE 2 686.32565 1370.6367 0.57786 -0.094301 0.48349 69.832 69.832 2.05E-12 53.67 2200800

8678 DPWIAGHADFSR Unmodified _DPWIAGHADFSR_ B6TRC0_MAIZE 3 457.88619 1370.6367 -0.083528 0.43465 0.35006 69.856 69.856 1.13E-05 21.21 3428400

8679 DPYDDLIAR Unmodified _DPYDDLIAR_ B6SI77_MAIZE 2 539.2642 1076.5138 -0.10903 0.089807 -0.032992 74.378 74.378 3.89E-04 39.86 123230

8680 DQCWVLADNLALKPK Unmodified _DQCWVLADNLALKPK_ B6T4I0_MAIZE 3 590.97842 1769.9134 0.23974 0.29329 0.52525 88.355 88.355 1.26E-05 25.36 465230

8681 DQDDQWIR Unmodified _DQDDQWIR_ B6SKN3_MAIZE 2 538.24379 1074.473 -0.086568 0.1674 0.081724 59.058 59.058 1.90E-02 47.51 4766600

8682 DQDLLVLPTDAALFEDPK Unmodified _DQDLLVLPTDAALFEDPK_ B4FHN3_MAIZE 2 1000.5148 1999.015 1.2362 0.12639 1.3597 118.3 118.3 1.18E-19 56.29 520050

8683 DQDLLVLPTDAALFEDPK Unmodified _DQDLLVLPTDAALFEDPK_ B4FHN3_MAIZE 2 1000.5148 1999.015 1.1327 -0.048778 1.0815 118.64 118.64 5.25E-26 57.06 1061200

8684 DQEFIEATK Unmodified _DQEFIEATK_ B6T706_MAIZE 2 540.76403 1079.5135 0.093903 -0.57904 -0.49835 53.347 53.347 3.32E-02 34.18 244100

8685 DQEFIEATK Unmodified _DQEFIEATK_ B6T706_MAIZE 2 540.76403 1079.5135 -0.063918 54.771 54.771 4.47E-03 38.42

8686 DQEFIEATK Unmodified _DQEFIEATK_ B6T706_MAIZE 2 540.76403 1079.5135 -0.034721 0.69986 0.64821 52.226 52.226 1.12E-01 17.36 1275600

8687 DQEFIEATKEPGLTFMVAK Oxidation (M) _DQEFIEATKEPGLTFM(ox)VAK_ B6T706_MAIZE 3 724.0294 2169.0664 0.69628 -0.003917 0.68593 86.731 86.731 4.09E-04 33.84 1039400

8688 DQELVEDCHK Unmodified _DQELVEDCHK_ B6T325_MAIZE 2 636.77988 1271.5452 0.36337 0.27283 0.63638 36.939 36.939 1.45E-01 40.66 202960

8689 DQELVEDCHK Unmodified _DQELVEDCHK_ B6T325_MAIZE 3 424.85568 1271.5452 0.050253 0.32552 0.37541 36.932 36.932 5.86E-01 17.08 95300

8690 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.9403 -0.21406 0.71979 40.25 40.25 1.00E+00 5.91 5259500

8691 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 -0.025897 -0.22525 -0.25703 40.237 40.237 9.73E-03 39.58 3754900

8692 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.72369 0.050392 0.76747 40.669 40.669 1.00E+00 9.55 212000

8693 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 -0.059571 0.11585 0.048861 39.752 39.752 9.73E-03 40.31 641320

8694 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 0.028341 -0.25356 -0.23161 42.452 42.452 1.12E-01 25.09 922280

8695 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.88578 -0.47627 0.40364 41.715 41.715 8.82E-01 14.42 2502500

8696 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 0.026145 -0.1229 -0.10253 41.704 41.704 9.73E-03 41.53 1010300

8697 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.79274 -0.31753 0.46914 42.48 42.48 4.68E-01 18.09 2612200

8698 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 -0.013929 -0.10028 -0.12125 42.475 42.475 9.73E-03 48.08 1292900

8699 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.93839 -0.31776 0.61447 42.221 42.221 1.00E+00 9.14 1870000

8700 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 0.038469 -0.44643 -0.41483 42.216 42.216 1.01E-02 38.49 1456300

8701 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.87027 -0.53453 0.33128 43.061 43.061 8.82E-01 18.34 37456000

8702 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 -0.098073 -0.1765 -0.2819 43.06 43.06 9.73E-03 48.15 23955000

8703 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 3 358.51733 1072.5302 0.98489 -0.009683 0.96699 40.462 40.462 1.00E+00 10.48 764130

8704 DQFTHAINK Unmodified _DQFTHAINK_ B4FHT1_MAIZE 2 537.27236 1072.5302 -0.015126 -0.034857 -0.055921 40.448 40.448 3.32E-02 50.48 395630

8705 DQGIQEIQHQITEVNEIFK Unmodified _DQGIQEIQHQITEVNEIFK_ B6ST94_MAIZE 3 757.05348 2268.1386 0.89272 0.30599 1.1911 114.26 114.26 1.72E-05 39.14 176600

8706 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.044468 -0.050514 -0.095174 49.294 49.294 1.01E-02 22.21 2799500
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8707 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 3 336.19419 1005.5607 1.2506 -0.24145 1.0088 49.314 49.314 6.12E-02 37.09 5321000

8708 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 3 336.19419 1005.5607 1.0693 -0.23804 0.83271 50.027 50.027 4.68E-01 19.8 95881

8709 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.14973 -0.034877 -0.18518 49.322 49.322 3.39E-01 8.39 293320

8710 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 3 336.19419 1005.5607 1.3071 -0.18511 1.1227 51.558 51.558 8.82E-01 12.37 825370

8711 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.0080301 -0.10517 -0.11241 50.83 50.83 3.39E-01 7.13 526210

8712 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 3 336.19419 1005.5607 1.2082 0.044004 1.2524 50.847 50.847 1.96E-01 24.01 1067100

8713 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.049918 -0.066888 -0.11582 51.572 51.572 1.12E-01 21.03 557470

8714 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 3 336.19419 1005.5607 1.2762 -0.2866 0.98998 51.33 51.33 8.82E-01 11.92 2210800

8715 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.062673 -0.40274 -0.46572 49.689 49.689 1.00E+00 15.42 400570

8716 DQHGIPLVK Unmodified _DQHGIPLVK_ B4FML8_MAIZE 2 503.78764 1005.5607 -0.19443 -0.25156 -0.44494 52.938 52.938 9.73E-03 33.77 3621400

8717 DQIYDIFQLLPAK Unmodified _DQIYDIFQLLPAK_ O24558_MAIZE 2 782.4245 1562.8344 0.89947 0.33568 1.2233 123 123 5.66E-01 5.13 3131400

8718 DQIYDIFQLLPAK Unmodified _DQIYDIFQLLPAK_ O24558_MAIZE 2 782.4245 1562.8344 0.88536 0.33091 1.2038 123.4 123.4 2.61E-08 47.49 1545500

8719 DQIYDIFQLLPAK Unmodified _DQIYDIFQLLPAK_ O24558_MAIZE 2 782.4245 1562.8344 0.89571 0.30674 1.1897 123.6 123.6 4.93E-21 80.75 2281600

8720 DQIYDIFQLLPAK Unmodified _DQIYDIFQLLPAK_ O24558_MAIZE 2 782.4245 1562.8344 0.90723 0.17342 1.0692 123.53 123.53 2.50E-15 65.95 1755700

8721 DQIYDIFQLLPAK Unmodified _DQIYDIFQLLPAK_ O24558_MAIZE 2 782.4245 1562.8344 0.90875 0.24992 1.1468 123.95 123.95 1.15E-02 22.75 2843500

8722 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.86462 0.45992 1.3149 122.76 122.76 4.93E-21 90.42 3236500

8723 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.9398 0.35225 1.2822 123.17 123.17 2.61E-08 39.09 1426300

8724 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.92357 0.48969 1.404 123.38 123.38 2.50E-15 57.56 1976000

8725 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.9037 0.070736 0.96565 123.31 123.31 4.93E-21 84.75 1774300

8726 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.94205 0.30331 1.2362 123.73 123.73 4.68E-05 47.85 2988200

8727 DQIYDIFQLLPSK Unmodified _DQIYDIFQLLPSK_ B4FBK3_MAIZE 2 790.42196 1578.8294 0.95787 0.47441 1.4227 124.14 124.14 1.15E-02 24.94 45798

8728 DQLAAALGGDAPAGADGLHALAEQVVQLVLADGSGAGGPR Unmodified _DQLAAALGGDAPAGADGLHALAEQVVQLVLADGSGAGGPR_ B4G1Q6_MAIZE 4 927.97896 3707.8867 1.2148 0.46372 1.6784 130 130 2.83E-01 28.62 1951600

8729 DQLLAHLQK Unmodified _DQLLAHLQK_ B6TJ63_MAIZE 2 533.3062 1064.5978 -0.043683 0.33045 0.26883 58.072 58.072 3.39E-01 14.55 35067

8730 DQLLAHLQK Unmodified _DQLLAHLQK_ B6TJ63_MAIZE 2 533.3062 1064.5978 -0.069986 0.051672 -0.03783 58.607 58.607 1.01E-02 36.68 5339000

8731 DQLMNLLTYETVER Oxidation (M) _DQLM(ox)NLLTYETVER_ B6TF54_MAIZE 2 870.92728 1739.84 1.0804 -1.3414 -0.2717 96.941 96.941 2.09E-30 85.6 507350

8732 DQLMNLLTYETVER Unmodified _DQLMNLLTYETVER_ B6TF54_MAIZE 2 862.92982 1723.8451 1.1016 0.22809 1.3154 108.91 108.91 2.00E-19 62.18 128510

8733 DQLNNSGVVPDGVDVHCIAGLIK Unmodified _DQLNNSGVVPDGVDVHCIAGLIK_ B6U9Y9_MAIZE 3 807.41279 2419.2166 0.9888 -1.0295 -0.02752 101.21 101.21 4.10E-06 30.31 199820

8734 DQLVELLR Unmodified _DQLVELLR_ B6TJJ4_MAIZE 2 493.28747 984.5604 -0.050511 0.20326 0.13477 83.667 83.667 2.92E-02 30.33 1269600

8735 DQNIMPGIK Unmodified _DQNIMPGIK_ B6UE86_MAIZE 2 508.26568 1014.5168 -0.0087593 -0.10103 -0.12637 60.693 60.693 1.12E-01 31.44 968970

8736 DQNIMPGIK Unmodified _DQNIMPGIK_ B6UE86_MAIZE 2 508.26568 1014.5168 -0.11402 0.33182 0.20071 62.86 62.86 1.01E-02 36.98 3997500

8737 DQNIMPGIK Oxidation (M) _DQNIM(ox)PGIK_ B6UE86_MAIZE 2 516.26314 1030.5117 -0.087156 -0.63806 -0.73576 45.031 45.031 3.39E-01 7.86 343550

8738 DQNIMPGIK Oxidation (M) _DQNIM(ox)PGIK_ B6UE86_MAIZE 2 516.26314 1030.5117 -0.11596 -0.063044 -0.19093 45.792 45.792 1.01E-02 50.99 4209800

8739 DQVTSPAGTTIAGIQELEK Unmodified _DQVTSPAGTTIAGIQELEK_ Q4TZJ2_MAIZE 2 979.50748 1957.0004 1.1743 -0.079662 1.0927 90.629 90.629 5.57E-58 105.25 765800

8740 DQVTSPAGTTIAGIQELEK Unmodified _DQVTSPAGTTIAGIQELEK_ Q4TZJ2_MAIZE 3 653.34074 1957.0004 0.47666 -1.1941 -0.71736 90.689 90.689 9.90E-01 5.06 205940
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8741 DQWSPALTISK Unmodified _DQWSPALTISK_ B6SIU1_MAIZE 2 623.32733 1244.6401 0.41927 -0.009562 0.39947 76.288 76.288 7.60E-01 7.7 691390

8742 DQWSPALTISK Unmodified _DQWSPALTISK_ B6SIU1_MAIZE 2 623.32733 1244.6401 0.28767 0.21091 0.48884 76.839 76.839 4.96E-02 31.67 66599

8743 DQWSPALTISK Unmodified _DQWSPALTISK_ B6SIU1_MAIZE 2 623.32733 1244.6401 0.35704 -0.24664 0.10202 77.36 77.36 1.47E-01 14.19 536430

8744 DQWSPALTISK Unmodified _DQWSPALTISK_ B6SIU1_MAIZE 2 623.32733 1244.6401 0.28239 0.69152 0.96318 76.54 76.54 3.57E-04 30.35 2111800

8745 DQWSPALTISK Unmodified _DQWSPALTISK_ B6SIU1_MAIZE 2 623.32733 1244.6401 0.23363 0.41558 0.63883 77.896 77.896 6.35E-09 57.24 7452500

8746 DRDHQAVIDENLDR Unmodified _DRDHQAVIDENLDR_ B6SZY7_MAIZE 3 565.93968 1694.7972 0.085905 -0.18618 -0.10765 48.525 48.525 6.14E-02 57.66 857230

8747 DREEQAEFK Unmodified _DREEQAEFK_ SUS1_MAIZE B6 2 576.27001 1150.5255 0.21473 0.048666 0.23619 31.349 31.349 3.32E-02 32.89 90704

8748 DREEQAEFK Unmodified _DREEQAEFK_ SUS1_MAIZE B6 2 576.27001 1150.5255 0.11612 0.10164 0.19088 29.692 29.692 7.18E-01 31.86 24240

8749 DREEQAEFK Unmodified _DREEQAEFK_ SUS1_MAIZE B6 2 576.27001 1150.5255 0.2168 0.37961 0.56907 32.59 32.59 1.00E+00 11.84 72824

8750 DREEQAEFK Unmodified _DREEQAEFK_ SUS1_MAIZE B6 2 576.27001 1150.5255 0.22498 0.081073 0.27961 31.771 31.771 3.39E-01 25.67 270850

8751 DREEQAEFKK Unmodified _DREEQAEFKK_ SUS1_MAIZE B6 3 427.21409 1278.6204 0.263 0.097935 0.33131 26.217 26.217 5.86E-01 17.83 66187

8752 DREEQAEFKK Unmodified _DREEQAEFKK_ SUS1_MAIZE B6 3 427.21409 1278.6204 0.23872 0.30702 0.51529 26.215 26.215 2.94E-01 32.99 62628

8753 DREGVAINCLEAPLDVDIPGGGR Unmodified _DREGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 3 808.4043 2422.1911 1.014 -0.42235 0.59389 98.566 98.566 3.54E-06 38.9 908110

8754 DREGVAINCLEAPLDVDIPGGGR Unmodified _DREGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 3 808.4043 2422.1911 0.97676 -0.22957 0.74881 99.089 99.089 3.54E-06 37.41 291410

8755 DREGVAINCLEAPLDVDIPGGGR Unmodified _DREGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 3 808.4043 2422.1911 0.98108 -0.086997 0.89557 99.13 99.13 5.18E-03 18.86 271590

8756 DREGVAINCLEAPLDVDIPGGGR Unmodified _DREGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 3 808.4043 2422.1911 1.0123 -0.26624 0.74721 99.066 99.066 5.19E-06 24.92 292560

8757 DREGVAINCLEAPLDVDIPGGGR Unmodified _DREGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 3 808.4043 2422.1911 0.98893 -0.2231 0.76727 98.887 98.887 5.18E-03 15.22 733020

8758 DRESPAYLR Unmodified _DRESPAYLR_ B4FUX0_MAIZE 3 369.52448 1105.5516 0.80904 0.47624 1.2545 38.972 38.972 1.00E+00 6.1 1050400

8759 DRESPAYLR Unmodified _DRESPAYLR_ B4FUX0_MAIZE 2 553.78309 1105.5516 0.10635 -0.1515 -0.074744 38.974 38.974 3.32E-02 39.09 847720

8760 DRESPAYLR Unmodified _DRESPAYLR_ B4FUX0_MAIZE 2 553.78309 1105.5516 -0.0048038 -0.096056 -0.12942 42.741 42.741 1.12E-01 20.29 153450

8761 DRESPAYLR Unmodified _DRESPAYLR_ B4FUX0_MAIZE 3 369.52448 1105.5516 0.54176 0.41138 0.9244 42.738 42.738 2.35E-01 25.66 173280

8762 DRFEAELALQR Unmodified _DRFEAELALQR_ B6TXU4_MAIZE 2 674.35441 1346.6943 0.55107 -0.56831 -0.042307 68.525 68.525 4.48E-03 24.25 546980

8763 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 3 460.92839 1379.7633 -0.0030877 0.22001 0.1981 54.153 54.153 1.00E+00 16.92 2337500

8764 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 2 690.88895 1379.7633 0.62169 -0.2924 0.31099 54.156 54.156 1.98E-03 37.41 1234200

8765 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 2 690.88895 1379.7633 0.59797 -0.23597 0.34422 54.516 54.516 6.74E-02 15.03 313370

8766 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 2 690.88895 1379.7633 0.60825 -0.54599 0.044555 56.321 56.321 1.98E-03 31.69 810500

8767 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 3 460.92839 1379.7633 -0.031275 -0.018088 -0.068447 55.632 55.632 1.00E+00 10.05 1093500

8768 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 2 690.88895 1379.7633 0.63915 -0.78996 -0.16801 55.639 55.639 7.72E-03 31.89 479230

8769 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 3 460.92839 1379.7633 -0.042131 0.096191 0.03541 56.283 56.283 1.00E+00 1.99 620190

8770 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 2 690.88895 1379.7633 0.59394 -0.27985 0.29632 56.067 56.067 1.68E-09 48.82 4520600

8771 DRLPANLVQAQR Unmodified _DRLPANLVQAQR_ B4FSV6_MAIZE 3 460.92839 1379.7633 -0.079576 -0.32406 -0.42169 56.086 56.086 4.50E-01 24.9 9785800

8772 DRNVYELR Unmodified _DRNVYELR_ B4FCK9_MAIZE 3 355.52096 1063.5411 0.72764 -0.20366 0.50087 48.798 48.798 5.41E-01 19.89 981310

8773 DRNVYELR Unmodified _DRNVYELR_ B4FCK9_MAIZE 2 532.7778 1063.5411 -0.10359 -0.44718 -0.57523 48.801 48.801 2.92E-02 27.31 523530

8774 DRPAALGEQPGARPR Unmodified _DRPAALGEQPGARPR_ B6TD26_MAIZE 3 530.95349 1589.8386 0.034173 -0.30517 -0.28863 38.078 38.078 1.98E-01 19.95 323010
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8775 DRPILFSSFQPDAAQLMR Oxidation (M) _DRPILFSSFQPDAAQLM(ox)R_ B4F7Z4_MAIZE 3 703.35796 2107.0521 0.6652 0.09496 0.75359 92.683 92.683 2.39E-01 1.09 471780

8776 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 2 491.27744 980.54033 -0.0029557 -0.13219 -0.14956 35.375 35.375 7.88E-01 19.36 458820

8777 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 3 327.85405 980.54033 1.4096 -0.55237 0.84224 35.358 35.358 9.92E-01 10.86 274250

8778 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 2 491.27744 980.54033 -0.15419 -0.002223 -0.17176 34.462 34.462 7.88E-01 14.52 248030

8779 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 3 327.85405 980.54033 1.2503 -0.37855 0.85783 34.434 34.434 1.05E-01 26.1 187170

8780 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 2 491.27744 980.54033 -0.0035205 -0.18085 -0.20001 37.117 37.117 3.77E-01 14.89 147990

8781 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 3 327.85405 980.54033 1.4906 -0.66324 0.81322 37.117 37.117 9.92E-01 18.59 94461

8782 DRPLVEPR Unmodified _DRPLVEPR_ B6U0I0_MAIZE 2 491.27744 980.54033 0.0013587 -0.006125 -0.019854 36.98 36.98 1.00E+00 11.93 101290

8783 DRPYGHCLVAGLAK Unmodified _DRPYGHCLVAGLAK_ B4FEE3_MAIZE 3 519.60492 1555.7929 -0.13826 -0.47158 -0.61132 60.336 60.336 3.36E-01 23.29 2986700

8784 DRVTDALNATK Unmodified _DRVTDALNATK_ CH61_MAIZE C 2 602.32003 1202.6255 0.26514 0.55223 0.80699 57.033 57.033 4.48E-03 33.78 839570

8785 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.10835 0.16991 0.05289 76.128 76.128 3.89E-04 66.51 17902000

8786 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.17112 -0.45024 -0.62724 77.05 77.05 9.73E-03 34.3 46530

8787 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.17089 0.24502 0.06595 76.491 76.491 3.89E-04 62.44 7113800

8788 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.086573 0.003304 -0.091899 77.311 77.311 3.89E-04 47.97 8077100

8789 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.070088 0.13991 0.061622 76.928 76.928 1.01E-02 34.31 4147100

8790 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.12335 -0.039808 -0.17078 76.874 76.874 3.21E-03 33.55 2377700

8791 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.11718 -0.31622 -0.44093 77.328 77.328 3.89E-04 51.64 11858000

8792 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.05752 0.10818 0.043397 76.458 76.458 3.13E-03 52.46 701770

8793 DSAAVFAWK Unmodified _DSAAVFAWK_ B6T440_MAIZE 2 497.75327 993.49198 -0.17551 0.47917 0.29431 77.962 77.962 1.01E-02 46.28 126570

8794 DSAEEFLKK Unmodified _DSAEEFLKK_ Q5EUD0_MAIZE 2 533.7744 1065.5342 -0.046695 0.40179 0.32496 51.766 51.766 3.32E-02 35.78 1246600

8795 DSAEEFLKK Unmodified _DSAEEFLKK_ Q5EUD0_MAIZE 2 533.7744 1065.5342 0.036752 -0.14488 -0.1374 51.528 51.528 3.32E-02 23.36 567840

8796 DSAENLGELLMGDR Unmodified _DSAENLGELLMGDR_ B6ST61_MAIZE 2 760.35649 1518.6984 0.93254 0.53279 1.4462 103.16 103.16 1.95E-13 70.88 292950

8797 DSAFSALK Unmodified _DSAFSALK_ B6ST53_MAIZE 2 419.71889 837.42323 0.17645 -0.1984 -0.039553 57.507 57.507 2.92E-02 34.95 3200500

8798 DSAGAVPLLK Unmodified _DSAGAVPLLK_ B4FN51_MAIZE 2 485.78202 969.5495 -0.12446 0.69177 0.55172 64.893 64.893 1.25E-02 28.2 888840

8799 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.20331 0.10922 -0.089426 44.46 44.46 1.62E-03 41.05 255120

8800 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.13379 0.20859 0.079976 43.69 43.69 2.81E-03 23.99 418840

8801 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.027018 -0.23292 -0.25455 46.404 46.404 4.40E-05 54.2 1050000

8802 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.025578 -0.06503 -0.086268 45.651 45.651 2.81E-03 41.5 1874400

8803 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.074821 -0.25169 -0.32101 46.45 46.45 4.40E-02 34.36 2796500

8804 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.053503 -0.43163 -0.47836 46.401 46.401 1.84E-04 40.46 5260500

8805 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.14709 -0.16594 -0.30675 44.558 44.558 4.40E-05 74.08 6356900

8806 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.22946 -0.1172 -0.34153 47.811 47.811 5.76E-06 61.12 21782000

8807 DSAVVLSTTK Unmodified _DSAVVLSTTK_ B4FYR2_MAIZE 2 510.78222 1019.5499 -0.11669 0.54583 0.43451 52.446 52.446 1.62E-03 49.83 389410

8808 DSAVVVSGGK Unmodified _DSAVVVSGGK_ B6T759_MAIZE 2 459.74818 917.48181 -0.043605 0.14513 0.11813 32.638 32.638 1.45E-01 12.72 74824
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8809 DSDEVCLPSLELLFGR Unmodified _DSDEVCLPSLELLFGR_ B4FTP4_MAIZE 2 925.45366 1848.8928 1.1802 -0.001876 1.1792 125.82 125.82 4.21E-20 80.38 2240400

8810 DSEIAMGAYQPYHLATR Oxidation (M) _DSEIAM(ox)GAYQPYHLATR_ PLDA1_MAIZE 3 646.972 1937.8942 0.42636 -0.33812 0.074239 67.395 67.395 8.92E-05 35.57 443400

8811 DSEMFNEWTLELK Unmodified _DSEMFNEWTLELK_ B4FUH2_MAIZE 2 821.37689 1640.7392 1.0406 0.042163 1.0665 109.83 109.83 2.50E-15 59.77 609670

8812 DSEMFNEWTLELK Oxidation (M) _DSEM(ox)FNEWTLELK_ B4FUH2_MAIZE 2 829.37435 1656.7341 1.0944 -0.075935 1.0046 99.917 99.917 2.65E-01 15.41 10157

8813 DSEMFNEWTLELK Oxidation (M) _DSEM(ox)FNEWTLELK_ B4FUH2_MAIZE 2 829.37435 1656.7341 1.023 0.4707 1.4791 99.157 99.157 1.56E-17 73.75 372090

8814 DSEMFNEWTLELK Oxidation (M) _DSEM(ox)FNEWTLELK_ B4FUH2_MAIZE 2 829.37435 1656.7341 1.0407 0.57272 1.5988 99.342 99.342 2.61E-08 45.47 418510

8815 DSEMFNEWTLELK Oxidation (M) _DSEM(ox)FNEWTLELK_ B4FUH2_MAIZE 2 829.37435 1656.7341 1.1253 1.2469 2.3563 99.217 99.217 2.61E-08 37.98 327270

8816 DSETPPLSSWK Unmodified _DSETPPLSSWK_ B4FT62_MAIZE 2 623.80114 1245.5877 0.31056 0.16203 0.46492 68.434 68.434 4.48E-03 32.74 2024800

8817 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.68774 -0.20094 0.48669 107.64 107.64 1.00E+00 1.56 400050

8818 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.63999 -0.063932 0.57701 108.01 108.01 7.72E-03 37.71 321070

8819 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.65196 0.16994 0.82158 108.19 108.19 4.56E-01 12.1 538010

8820 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.71327 0.3362 1.0495 108.12 108.12 2.62E-07 61.85 308010

8821 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.67016 0.39932 1.0692 107.61 107.61 4.56E-01 11.06 515170

8822 DSFLDEGFILDK Unmodified _DSFLDEGFILDK_ B6T8X5_MAIZE 2 699.84301 1397.6715 0.66566 0.17409 0.83951 108.41 108.41 2.62E-07 49.96 911530

8823 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 0.0050334 0.036953 0.036707 94.705 94.705 1.00E+00 6.15 592820

8824 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 2 763.89049 1525.7664 0.93343 0.64386 1.5719 94.686 94.686 1.47E-03 58.5 548260

8825 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 -0.12351 -0.11564 -0.24399 95.312 95.312 5.88E-01 10.51 374110

8826 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 2 763.89049 1525.7664 0.87945 0.75605 1.6299 95.307 95.307 1.47E-03 51.83 250800

8827 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 -0.01295 -0.074314 -0.092885 95.462 95.462 5.88E-01 11.86 298020

8828 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 2 763.89049 1525.7664 0.86471 0.60993 1.4693 95.461 95.461 2.61E-08 51.03 259000

8829 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 0.024356 -0.18143 -0.16121 95.307 95.307 1.28E-01 9.4 287490

8830 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 -0.052229 -0.21929 -0.27623 94.943 94.943 4.23E-03 26 612880

8831 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 2 763.89049 1525.7664 0.91632 0.21197 1.1234 94.944 94.944 4.68E-05 49.31 296520

8832 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 -0.032241 -0.025815 -0.062788 95.441 95.441 1.28E-01 16.93 999380

8833 DSFLDEGFILDKK Unmodified _DSFLDEGFILDKK_ B6T8X5_MAIZE 3 509.59608 1525.7664 -0.0050906 -0.24921 -0.25837 95.292 95.292 5.88E-01 17.57 219730

8834 DSFLVNGVAFK Unmodified _DSFLVNGVAFK_ B4FBP0_MAIZE 2 598.81914 1195.6237 0.27495 0.11499 0.39793 86.978 86.978 3.83E-01 8.27 572700

8835 DSFLVNGVAFK Unmodified _DSFLVNGVAFK_ B4FBP0_MAIZE 2 598.81914 1195.6237 0.2117 0.18521 0.40551 88.401 88.401 1.00E+00 10.78 31273

8836 DSFLVNGVAFK Unmodified _DSFLVNGVAFK_ B4FBP0_MAIZE 2 598.81914 1195.6237 0.19921 0.14264 0.35044 87.397 87.397 1.47E-01 21.49 196940

8837 DSGAFAWEIIPVQVPVGR Unmodified _DSGAFAWEIIPVQVPVGR_ B4F9B2_MAIZE 2 971.01508 1940.0156 1.0247 -0.56079 0.47109 120.97 120.97 3.69E-03 17.35 283460

8838 DSGAFAWEIIPVQVPVGR Unmodified _DSGAFAWEIIPVQVPVGR_ B4F9B2_MAIZE 2 971.01508 1940.0156 1.0232 -1.1256 -0.095058 121.53 121.53 5.25E-26 57.37 202660

8839 DSGAFAWEIIPVQVPVGR Unmodified _DSGAFAWEIIPVQVPVGR_ B4F9B2_MAIZE 2 971.01508 1940.0156 1.1275 -1.1138 0.020673 121.51 121.51 2.85E-09 42.09 139820

8840 DSGAFAWEIIPVQVPVGR Unmodified _DSGAFAWEIIPVQVPVGR_ B4F9B2_MAIZE 2 971.01508 1940.0156 1.195 0.05747 1.2588 121.31 121.31 3.54E-16 61.15 2093000

8841 DSGAFAWEIVPIEVPVGR Unmodified _DSGAFAWEIVPIEVPVGR_ B4FSN1_MAIZE 2 971.50708 1940.9996 1.165 0.075782 1.2438 122.38 122.38 2.85E-09 31.8 402090

8842 DSGAFAWEIVPIEVPVGR Unmodified _DSGAFAWEIVPIEVPVGR_ B4FSN1_MAIZE 2 971.50708 1940.9996 1.287 1.3196 2.6078 123.11 123.11 1.77E-34 50.95 388160
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8843 DSGAFAWEIVPIEVPVGR Unmodified _DSGAFAWEIVPIEVPVGR_ B4FSN1_MAIZE 2 971.50708 1940.9996 1.2667 0.74715 2.0158 122.92 122.92 3.54E-16 41.98 247170

8844 DSGAFAWEIVPIEVPVGR Unmodified _DSGAFAWEIVPIEVPVGR_ B4FSN1_MAIZE 2 971.50708 1940.9996 1.286 0.70221 1.9907 123.32 123.32 3.54E-16 58.23 891030

8845 DSGAFAWEIVPIEVPVGR Unmodified _DSGAFAWEIVPIEVPVGR_ B4FSN1_MAIZE 2 971.50708 1940.9996 1.2157 0.62781 1.846 122.7 122.7 1.77E-34 71.04 2926400

8846 DSGLWFAPPEWK Unmodified _DSGLWFAPPEWK_ B4FJE0_MAIZE 2 716.84843 1431.6823 0.71496 0.32051 1.0312 112.03 112.03 6.74E-02 28.75 225350

8847 DSGLWFAPPEWK Unmodified _DSGLWFAPPEWK_ B4FJE0_MAIZE 2 716.84843 1431.6823 0.7526 0.1796 0.92903 112.15 112.15 7.72E-03 32.16 221210

8848 DSGLWFAPPEWK Unmodified _DSGLWFAPPEWK_ B4FJE0_MAIZE 2 716.84843 1431.6823 0.79829 0.14349 0.93818 112.09 112.09 1.60E-02 15.72 74640

8849 DSGLWFAPPEWK Unmodified _DSGLWFAPPEWK_ B4FJE0_MAIZE 2 716.84843 1431.6823 0.77421 0.1387 0.90988 111.64 111.64 1.60E-02 41.94 237490

8850 DSGSAAMTYENYLH Oxidation (M) _DSGSAAM(ox)TYENYLH_ B6T2W6_MAIZE 2 787.82502 1573.6355 0.91533 0.031603 0.93491 73.849 73.849 1.95E-13 55.28 204330

8851 DSGSAATTTYENYLH Unmodified _DSGSAATTTYENYLH_ B4FHT6_MAIZE 2 815.355 1628.6954 0.96341 0.22126 1.1787 73.68 73.68 7.01E-11 73.24 235000

8852 DSGSPEANDLTHWDLTFWSER Unmodified _DSGSPEANDLTHWDLTFWSER_ B4FW57_MAIZE 3 821.69977 2462.0775 0.98278 0.03935 1.0231 114.37 114.37 3.42E-04 28.44 125890

8853 DSGSPEANDLTHWDLTFWSER Unmodified _DSGSPEANDLTHWDLTFWSER_ B4FW57_MAIZE 3 821.69977 2462.0775 1.0389 0.050435 1.0903 114.55 114.55 3.42E-04 30.3 193150

8854 DSGSPEANDLTHWDLTFWSER Unmodified _DSGSPEANDLTHWDLTFWSER_ B4FW57_MAIZE 3 821.69977 2462.0775 1.0341 0.057776 1.0924 114.56 114.56 3.42E-04 30.46 328520

8855 DSIEMTATELQK Oxidation (M) _DSIEM(ox)TATELQK_ B6TXS9_MAIZE 2 691.32941 1380.6443 0.59649 0.62552 1.2063 66.026 66.026 1.11E-04 52.4 1644500

8856 DSIGFIVHDDAK Unmodified _DSIGFIVHDDAK_ B4G0T4_MAIZE 2 658.82769 1315.6408 0.50357 0.40574 0.91493 66.409 66.409 1.11E-04 65.69 792430

8857 DSIMDSTVNCR Oxidation (M) _DSIM(ox)DSTVNCR_ B6TQ06_MAIZE 2 657.27665 1312.5387 0.4626 -0.32024 0.15061 44.7 44.7 4.48E-03 39.61 476010

8858 DSIMDSTVNCR Unmodified _DSIMDSTVNCR_ B6TQ06_MAIZE 2 649.27919 1296.5438 0.41748 0.12207 0.54467 59.419 59.419 3.83E-01 14.14 1105200

8859 DSLAGGSFK Unmodified _DSLAGGSFK_ B6T2E1_MAIZE 2 441.2218 880.42905 0.066188 0.22031 0.28452 45.76 45.76 3.32E-02 30.09 643040

8860 DSLAPAPEDDVNALPSPTTASVPELLAAFR Unmodified _DSLAPAPEDDVNALPSPTTASVPELLAAFR_ B4FG39_MAIZE 2 1532.7773 3063.5401 1.2004 -0.10228 1.0908 125.16 125.16 2.21E-08 70.86 457050

8861 DSLASVNSQR Unmodified _DSLASVNSQR_ B6TC50_MAIZE 2 538.77018 1075.5258 0.012591 -0.689 -0.68845 41.316 41.316 3.43E-01 17.21 347730

8862 DSLDLSALGAAIPNSAELSAEDK Unmodified _DSLDLSALGAAIPNSAELSAEDK_ Q8L8G5_MAIZE 2 1144.0686 2286.1227 1.244 0.22121 1.4423 112.15 112.15 4.97E-06 43.62 373260

8863 DSLLDGR Unmodified _DSLLDGR_ B4FQS1_MAIZE 2 388.20087 774.38718 0.54341 0.31555 0.85111 48.041 48.041 8.04E-02 22.98 1742800

8864 DSLLLLSR Unmodified _DSLLLLSR_ B6TAY2_MAIZE 2 458.77674 915.53893 0.018452 0.094187 0.087064 79.571 79.571 7.88E-01 17.46 806000

8865 DSLLLLSR Unmodified _DSLLLLSR_ B6TAY2_MAIZE 2 458.77674 915.53893 -0.14264 0.37546 0.20852 79.933 79.933 1.00E+00 4.74 574190

8866 DSLLLLSR Unmodified _DSLLLLSR_ B6TAY2_MAIZE 2 458.77674 915.53893 -0.10807 0.32512 0.19157 80.085 80.085 3.77E-01 17.23 2393400

8867 DSLLLLSR Unmodified _DSLLLLSR_ B6TAY2_MAIZE 2 458.77674 915.53893 0.0062762 0.043224 0.025683 80.615 80.615 3.77E-01 18.57 336580

8868 DSLPEGSLFLGLDSSTQSLK Unmodified _DSLPEGSLFLGLDSSTQSLK_ B6T9R4_MAIZE 2 1047.5337 2093.0528 1.3245 -0.59673 0.72608 109.65 109.65 5.73E-03 19.12 214700

8869 DSNLIMQLLR Oxidation (M) _DSNLIM(ox)QLLR_ B4FT23_MAIZE 2 609.82918 1217.6438 0.24049 0.33855 0.5582 104.66 104.66 4.40E-05 52.42 732480

8870 DSNLIMQLLR Unmodified _DSNLIMQLLR_ B4FT23_MAIZE 2 601.83172 1201.6489 0.30007 1.3358 1.6094 114.73 114.73 1.84E-04 39.56 305730

8871 DSNPACSVELR Unmodified _DSNPACSVELR_ B6TH45_MAIZE 2 624.28787 1246.5612 0.3089 0.36318 0.66597 57.09 57.09 1.67E-02 36.58 171720

8872 DSPIQYFTSGGGSK Unmodified _DSPIQYFTSGGGSK_ B6TE04_MAIZE 2 722.34116 1442.6678 0.72011 0.85123 1.5777 83.871 83.871 7.64E-09 65.78 1399500

8873 DSPVSTDSSDR Unmodified _DSPVSTDSSDR_ B6TRD2_MAIZE 2 583.25201 1164.4895 0.23479 0.22991 0.47454 30.513 30.513 3.83E-01 13.77 12375

8874 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.89315 -0.17678 0.70961 107.59 107.59 1.60E-05 46.02 4225900

8875 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.88811 -0.082332 0.79968 109.47 109.47 3.88E-01 16.17 50873

8876 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.87587 -0.13062 0.73842 108.01 108.01 2.05E-04 64.07 2005400
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8877 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.86101 -0.11974 0.73444 108.08 108.08 1.60E-05 68.71 3481100

8878 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.87048 -0.13316 0.73055 108.02 108.02 2.05E-04 70.1 1662800

8879 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.79829 -0.51052 0.28174 107.49 107.49 1.12E-07 52.18 12543000

8880 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.92871 -0.25816 0.66359 108.51 108.51 1.26E-03 35.5 429270

8881 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.89162 0.17851 1.0629 108.1 108.1 1.60E-05 32.46 420770

8882 DSQDALAPLVDVALK Unmodified _DSQDALAPLVDVALK_ B4FAE5_MAIZE 2 777.92232 1553.8301 0.90224 0.34163 1.2375 108.77 108.77 1.12E-07 42.72 126250

8883 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.9197 -0.36625 0.54067 103.73 103.73 2.37E-16 53.06 1576100

8884 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.90386 -0.20743 0.68312 104.2 104.2 1.02E-23 71.78 917510

8885 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.89787 -0.25984 0.62502 104.25 104.25 2.37E-16 56.35 1551500

8886 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.9188 -0.39255 0.51421 104.18 104.18 7.01E-11 69.44 749820

8887 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.84072 -0.33715 0.49073 103.65 103.65 1.02E-23 73.24 6427400

8888 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 3 523.62252 1567.8457 -0.04464 -0.067355 -0.12566 103.64 103.64 1.00E+00 1.76 1362400

8889 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.91154 -0.2915 0.60705 104.07 104.07 2.05E-04 50.4 219590

8890 DSQEALAPLVDVALK Unmodified _DSQEALAPLVDVALK_ PGMC2_MAIZE 2 784.93015 1567.8457 0.9717 -0.28882 0.67084 104.17 104.17 2.05E-04 40.49 231990

8891 DSQLAAQFQEIPLDLK Unmodified _DSQLAAQFQEIPLDLK_ B4FRD9_MAIZE 2 908.47799 1814.9414 1.1651 0.084938 1.2369 106.46 106.46 7.73E-25 66.36 111040

8892 DSQLAAQFQEIPLDLK Unmodified _DSQLAAQFQEIPLDLK_ B4FRD9_MAIZE 2 908.47799 1814.9414 1.144 -0.21237 0.91863 106.26 106.26 4.21E-20 52.2 1367400

8893 DSSSSPVAYFYFDPYSR Unmodified _DSSSSPVAYFYFDPYSR_ B4FW57_MAIZE 2 994.43906 1986.8636 1.2001 0.52997 1.7288 111.64 111.64 2.72E-05 68.93 197610

8894 DSSVAVIVFDVASR Unmodified _DSSVAVIVFDVASR_ B4FRS1_MAIZE 2 732.88828 1463.762 0.81958 0.12379 0.95359 113.46 113.46 1.00E+00 4.51 8235.2

8895 DSSVAVIVFDVASR Unmodified _DSSVAVIVFDVASR_ B4FRS1_MAIZE 2 732.88828 1463.762 0.82106 0.23215 1.0629 110.24 110.24 2.96E-06 54.08 91122

8896 DSSVSYASAAAK Unmodified _DSSVSYASAAAK_ B4FT61_MAIZE 2 578.77767 1155.5408 0.086962 0.38506 0.44817 44.181 44.181 7.72E-03 42.07 1571900

8897 DSTALVGGPYWDVPLGR Unmodified _DSTALVGGPYWDVPLGR_ B6T3V1_MAIZE 2 901.95723 1801.8999 1.1274 -0.37322 0.76463 104.95 104.95 1.24E-09 64.91 339920

8898 DSTALVGGPYWDVPLGR Unmodified _DSTALVGGPYWDVPLGR_ B6T3V1_MAIZE 2 901.95723 1801.8999 1.1701 0.16472 1.3454 105.45 105.45 5.62E-03 46.83 224450

8899 DSTALVGGPYWDVPLGR Unmodified _DSTALVGGPYWDVPLGR_ B6T3V1_MAIZE 2 901.95723 1801.8999 1.2306 0.083131 1.3237 104.84 104.84 1.37E-17 62.43 199850

8900 DSTALVGGPYWDVPLGR Unmodified _DSTALVGGPYWDVPLGR_ B6T3V1_MAIZE 2 901.95723 1801.8999 1.1334 -0.12387 1.0205 105.68 105.68 1.43E-21 67.1 727030

8901 DSTALVGGPYWDVPLGR Unmodified _DSTALVGGPYWDVPLGR_ B6T3V1_MAIZE 2 901.95723 1801.8999 1.1057 -0.20566 0.91105 105.28 105.28 1.37E-17 70.31 4180900

8902 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.27018 0.36341 0.62056 101.78 101.78 1.00E+00 3.65 3484500

8903 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.26051 0.3053 0.55184 103.15 103.15 4.40E-05 64.41 3253300

8904 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.20692 1.8704 2.0624 105.04 105.04 1.25E-02 20.49 68567

8905 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.24202 0.22883 0.45783 102.35 102.35 6.54E-11 48.95 3428600

8906 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.259 103.45 103.45 2.82E-12 58.3

8907 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.259 103.89 103.89 5.27E-04 37.99

8908 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.25696 0.37964 0.62323 102.41 102.41 4.40E-05 61.01 3781100

8909 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.24172 0.27302 0.50167 102.3 102.3 4.31E-05 59.3 4682000

8910 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.23662 0.38923 0.61314 103.65 103.65 2.81E-03 40.21 4171700
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8911 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.21 0.22455 0.42164 101.82 101.82 4.40E-05 45.76 3673500

8912 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.21319 0.31088 0.51049 103.12 103.12 1.84E-04 40 3897800

8913 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.27653 0.64318 0.90602 102.47 102.47 1.00E+00 4.28 1383200

8914 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.18947 0.56385 0.74023 102.05 102.05 4.40E-05 54.3 3981100

8915 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.19971 0.36297 0.54937 103.32 103.32 5.76E-06 52.81 4771900

8916 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.10553 -0.49096 -0.39652 102.11 102.11 4.40E-05 61.36 21310000

8917 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.10918 -0.19378 -0.096851 103.47 103.47 1.76E-07 51.18 21269000

8918 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.29068 -1.165 -0.88522 107.28 107.28 1.45E-01 12.96 152540

8919 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.30916 -0.36146 -0.06438 109.58 109.58 1.25E-02 32.68 104150

8920 DSTLIMQLLR Oxidation (M) _DSTLIM(ox)QLLR_ 14331_MAIZE B 2 603.33156 1204.6486 0.23509 -0.036237 0.18576 104.28 104.28 1.00E+00 8.62 116740

8921 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.19495 0.1264 0.30512 110.66 110.66 5.76E-06 56.55 15748000

8922 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.19174 0.3842 0.55833 111.24 111.24 1.84E-04 54.28 2356400

8923 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.22088 0.43879 0.64265 111.28 111.28 1.84E-04 48.21 2485500

8924 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.18442 0.35205 0.5206 110.76 110.76 4.40E-05 64.68 1870400

8925 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.21889 0.28479 0.48666 111.41 111.41 4.40E-02 25.45 2421800

8926 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.16848 0.30694 0.45861 110.96 110.96 4.40E-05 71.14 4603300

8927 DSTLIMQLLR Unmodified _DSTLIMQLLR_ 14331_MAIZE B 2 595.3341 1188.6536 0.083662 -0.076124 -0.0088223 111.26 111.26 5.76E-06 76.49 15277000

8928 DSTTIVGDGTTQEEVNK Unmodified _DSTTIVGDGTTQEEVNK_ B6SH83_MAIZE 2 897.42361 1792.8327 1.1498 0.2014 1.3623 55.08 55.08 4.07E-45 113.04 503120

8929 DSTTIVGDGTTQEEVNKR Unmodified _DSTTIVGDGTTQEEVNKR_ B6SH83_MAIZE 3 650.65187 1948.9338 0.50008 -0.026808 0.48047 51.344 51.344 1.31E-01 22.28 823880

8930 DSTTIVGDGTTQEEVNKR Unmodified _DSTTIVGDGTTQEEVNKR_ B6SH83_MAIZE 3 650.65187 1948.9338 0.50747 0.11855 0.63343 50.616 50.616 9.21E-01 20.44 471750

8931 DSTTIVGDGTTQEEVNKR Unmodified _DSTTIVGDGTTQEEVNKR_ B6SH83_MAIZE 2 975.47417 1948.9338 1.202 -0.000162 1.2089 51.418 51.418 4.65E-12 92.25 925290

8932 DSTVNVVAGK Unmodified _DSTVNVVAGK_ B6TSD4_MAIZE 2 495.26674 988.51892 -0.24313 -0.1327 -0.36448 43.85 43.85 4.40E-02 41.14 88579

8933 DSVANNPSMR Oxidation (M) _DSVANNPSM(ox)R_ B4FSW5_MAIZE 2 553.74839 1105.4822 0.26112 -0.33756 -0.088747 25.731 25.731 1.00E+00 1.65 4740.4

8934 DSVANNPSMR Oxidation (M) _DSVANNPSM(ox)R_ B4FSW5_MAIZE 2 553.74839 1105.4822 0.092492 -0.055558 0.023389 25.659 25.659 4.20E-02 27.58 37818

8935 DSVANNPSMR Unmodified _DSVANNPSMR_ B4FSW5_MAIZE 2 545.75093 1089.4873 0.013637 0.34161 0.33709 36.336 36.336 1.84E-04 48.45 447000

8936 DSVFDFTSADDSLVAGAEDSSFR Unmodified _DSVFDFTSADDSLVAGAEDSSFR_ B6T9Y1_MAIZE 2 1219.5351 2437.0557 1.3245 -0.70196 0.63447 118.06 118.06 5.36E-22 119.11 201560

8937 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 0.063898 0.021161 0.084339 30.117 30.117 3.39E-01 15.37 204600

8938 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 3 310.17854 927.51378 1.4791 0.10202 1.5787 30.123 30.123 4.68E-01 21.07 136280

8939 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 0.035708 -0.28771 -0.25357 31.065 31.065 7.18E-01 18.86 61521

8940 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 3 310.17854 927.51378 1.678 -0.13246 1.5435 31.07 31.07 1.96E-01 27.56 53133

8941 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 0.02032 -0.022472 -0.0022841 30.264 30.264 3.39E-01 10.05 145620

8942 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 3 310.17854 927.51378 1.4804 -0.024628 1.4548 30.267 30.267 4.68E-01 28.44 114420

8943 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 0.051453 -0.21246 -0.16243 30.862 30.862 7.18E-01 8.04 47187

8944 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 0.035358 0.12025 0.15436 31.129 31.129 1.12E-01 20.24 168180
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8945 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 3 310.17854 927.51378 1.5741 -0.3067 1.2664 31.15 31.15 1.00E+00 12.91 91848

8946 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 3 310.17854 927.51378 1.4845 0.17254 1.6556 31.628 31.628 1.00E+00 14.21 157000

8947 DSVGIRPGK Unmodified _DSVGIRPGK_ B4F9G0_MAIZE 2 464.76417 927.51378 -0.04939 -0.092685 -0.14354 31.653 31.653 1.12E-01 29.43 350540

8949 DSVGVIGGPFWSVPTGR Unmodified _DSVGVIGGPFWSVPTGR_ B6THU9_MAIZE 2 865.94666 1729.8788 1.0928 -0.18729 0.93189 107.3 107.3 3.42E-29 69.36 1498900

8950 DSVLAFSENVPGTSAK Unmodified _DSVLAFSENVPGTSAK_ Q9M584_MAIZE 2 811.40703 1620.7995 0.93598 -0.26101 0.67454 81.094 81.094 1.27E-09 47.21 1085100

8951 DSVTLTGNLFYDVPAGR Unmodified _DSVTLTGNLFYDVPAGR_ B4FY83_MAIZE 2 912.95997 1823.9054 1.1284 0.1596 1.2974 102.08 102.08 1.22E-02 31.26 364220

8952 DSVTLTGNLFYDVPAGR Unmodified _DSVTLTGNLFYDVPAGR_ B4FY83_MAIZE 2 912.95997 1823.9054 1.1658 0.1206 1.2961 101.72 101.72 1.24E-09 70.04 1675900

8953 DSVTLTGNLFYDVPAGR Unmodified _DSVTLTGNLFYDVPAGR_ B4FY83_MAIZE 2 912.95997 1823.9054 1.1619 0.072685 1.2442 102.79 102.79 1.24E-09 89.59 781650

8954 DSVTPTFAAAALFINNAR Unmodified _DSVTPTFAAAALFINNAR_ B6SWV1_MAIZE 2 939.98906 1877.9636 1.3061 0.78448 2.0821 118.55 118.55 8.94E-06 43.5 92754

8955 DSVVAGFQWASK Unmodified _DSVVAGFQWASK_ B6U0S1_MAIZE 2 647.82495 1293.6354 0.45842 0.02761 0.49354 83.887 83.887 1.98E-03 44.46 904150

8956 DSVVAGFQWASK Unmodified _DSVVAGFQWASK_ B6U0S1_MAIZE 2 647.82495 1293.6354 0.46174 0.15968 0.62872 84.729 84.729 1.00E+00 6.72 383180

8957 DSVVAGFQWASK Unmodified _DSVVAGFQWASK_ B6U0S1_MAIZE 2 647.82495 1293.6354 0.47439 0.76685 1.2477 84.441 84.441 7.61E-14 61.62 377150

8958 DSVVILGGPTWDVK Unmodified _DSVVILGGPTWDVK_ B4FBC8_MAIZE 2 743.40102 1484.7875 0.80401 0.32376 1.1453 94.464 94.464 6.31E-03 45.4 867810

8959 DSVVLSGGLGYQVPAGR Unmodified _DSVVLSGGLGYQVPAGR_ Q6RFK3_MAIZE 2 837.94412 1673.8737 1.0674 -0.46925 0.60977 81.785 81.785 1.02E-03 24.19 279150

8960 DSVVLSGGLGYQVPAGR Unmodified _DSVVLSGGLGYQVPAGR_ Q6RFK3_MAIZE 2 837.94412 1673.8737 1.0914 -0.45373 0.64933 81.615 81.615 1.54E-12 59.64 813230

8961 DSVVLSGGLGYQVPAGR Unmodified _DSVVLSGGLGYQVPAGR_ Q6RFK3_MAIZE 2 837.94412 1673.8737 1.0514 -0.34201 0.72133 82.518 82.518 3.42E-29 90.12 1690900

8962 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.2437 0.29391 1.5247 105.97 105.97 1.02E-04 33.21 283460

8963 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.1546 0.55374 1.6958 106.38 106.38 1.27E-09 43.85 193060

8964 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.1621 0.3159 1.4651 106.55 106.55 1.48E-07 63.76 434300

8965 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.1544 -0.02677 1.1155 106.46 106.46 7.01E-14 48.77 500470

8966 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.2163 0.07303 1.2768 105.93 105.93 7.73E-25 69.13 460490

8967 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.145 0.13233 1.2653 106.8 106.8 7.01E-14 49.49 4037700

8968 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.1689 -0.044553 1.112 106.43 106.43 7.42E-06 34.23 221560

8969 DSYLILDTLPSEYDSR Unmodified _DSYLILDTLPSEYDSR_ B4FBJ7_MAIZE 2 943.95455 1885.8945 1.1395 0.29751 1.4243 107.12 107.12 1.48E-07 72 210090

8970 DSYPWGQQLLIFNGK Unmodified _DSYPWGQQLLIFNGK_ B6T790_MAIZE 2 883.44904 1764.8835 1.1726 0.24808 1.4169 113.75 113.75 1.60E-05 53.51 236080

8978 DTAEAYLGK Unmodified _DTAEAYLGK_ B4FW90_MAIZE 2 484.24019 966.46583 -0.036785 0.51829 0.4587 49.946 49.946 1.01E-02 28.58 735030

8979 DTAEAYLGK Unmodified _DTAEAYLGK_ B4FW90_MAIZE 2 484.24019 966.46583 -0.17214 -2.7388 -2.9267 49.523 49.523 1.01E-02 20.32 323840

8980 DTAEAYLGK Unmodified _DTAEAYLGK_ B4FW90_MAIZE 2 484.24019 966.46583 -0.060518 1.1185 1.034 52.047 52.047 1.12E-01 13.79 787980

8981 DTAEAYLGK Unmodified _DTAEAYLGK_ B4FW90_MAIZE 2 484.24019 966.46583 -0.081013 0.70276 0.59844 51.353 51.353 3.32E-02 15.78 1544300

8982 DTAEAYLGK Unmodified _DTAEAYLGK_ B4FW90_MAIZE 2 484.24019 966.46583 -0.15473 1.2192 1.0391 52.123 52.123 3.32E-02 20.92 4145300

8983 DTAEAYLGKK Unmodified _DTAEAYLGKK_ B4FW90_MAIZE 2 548.28767 1094.5608 0.071759 -0.19038 -0.14451 44.308 44.308 1.25E-02 43.47 347960

8984 DTAGIFR Unmodified _DTAGIFR_ B4FQC4_MAIZE 2 390.20595 778.39735 0.5104 0.63169 1.1424 53.251 53.251 1.00E+00 8.19 2812400

8985 DTAGIFR Unmodified _DTAGIFR_ B4FQC4_MAIZE 2 390.20595 778.39735 0.46562 0.43237 0.89653 55.132 55.132 8.04E-02 25.03 3388600

8986 DTAGSTVDVVAQHMANLK Unmodified _DTAGSTVDVVAQHMANLK_ B4FX25_MAIZE 2 928.96218 1855.9098 1.1037 -0.69169 0.41794 85.771 85.771 1.18E-19 74.69 586220
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8987 DTAGSTVDVVAQHMANLK Unmodified _DTAGSTVDVVAQHMANLK_ B4FX25_MAIZE 3 619.64388 1855.9098 0.27662 0.053421 0.33405 86.19 86.19 6.30E-02 21.41 3389600

8988 DTAGSTVDVVAQHMANLK Unmodified _DTAGSTVDVVAQHMANLK_ B4FX25_MAIZE 2 928.96218 1855.9098 1.0668 -1.0932 -0.020761 86.168 86.168 4.65E-12 72.36 1154400

8989 DTAGSTVDVVAQHMANLK Oxidation (M) _DTAGSTVDVVAQHM(ox)ANLK_ B4FX25_MAIZE 3 624.97552 1871.9047 0.42079 0.67049 1.0964 63.274 63.274 6.09E-01 1.82 265140

8990 DTAGSTVDVVAQHMANLK Oxidation (M) _DTAGSTVDVVAQHM(ox)ANLK_ B4FX25_MAIZE 3 624.97552 1871.9047 0.30713 -0.070227 0.2437 62.731 62.731 1.06E-02 25.37 2363500

8991 DTAGSTVDVVAQHMANLK Oxidation (M) _DTAGSTVDVVAQHM(ox)ANLK_ B4FX25_MAIZE 3 624.97552 1871.9047 0.25518 -0.034969 0.2267 63.446 63.446 6.09E-01 13.8 1797500

8992 DTASDAAGAAGDR Unmodified _DTASDAAGAAGDR_ B6UI06_MAIZE 2 589.25763 1176.5007 0.21284 0.11641 0.32299 36.158 36.158 1.56E-17 98.61 383170

8993 DTDSEEELKEAFR Unmodified _DTDSEEELKEAFR_ B4FBY6_MAIZE 3 523.57401 1567.7002 -0.13775 -0.40233 -0.55865 71.215 71.215 1.60E-02 36.93 1846100

8994 DTDSEEELKEAFR Unmodified _DTDSEEELKEAFR_ B4FBY6_MAIZE 2 784.85737 1567.7002 0.86986 0.030148 0.88053 71.214 71.214 4.68E-05 72.54 509140

8995 DTESLVAAMETYVANIPK Unmodified _DTESLVAAMETYVANIPK_ B6TQ02_MAIZE 2 976.4877 1950.9608 1.276 0.24777 1.5084 128.14 128.14 3.54E-16 63.09 64058

8996 DTESLVAAMETYVANIPK Unmodified _DTESLVAAMETYVANIPK_ B6TQ02_MAIZE 3 651.32756 1950.9608 0.45831 0.24623 0.68878 128.19 128.19 8.87E-01 2.74 55028

8997 DTESLVAAMETYVANIPK Unmodified _DTESLVAAMETYVANIPK_ B6TQ02_MAIZE 2 976.4877 1950.9608 1.1362 -0.54852 0.57308 128.44 128.44 3.54E-16 59.9 80744

8998 DTGLFGVYAVAK Unmodified _DTGLFGVYAVAK_ B4F932_MAIZE 2 620.83225 1239.6499 0.34131 0.33311 0.68034 89.32 89.32 1.60E-02 26.42 1460600

8999 DTGLFGVYAVAK Unmodified _DTGLFGVYAVAK_ B4F932_MAIZE 2 620.83225 1239.6499 0.36836 0.38601 0.76119 89.729 89.729 1.68E-09 56.11 738580

9000 DTGLFGVYAVAK Unmodified _DTGLFGVYAVAK_ B4F932_MAIZE 2 620.83225 1239.6499 0.31152 0.32843 0.64595 89.438 89.438 1.11E-04 30.07 1388400

9001 DTGLFGVYAVAK Unmodified _DTGLFGVYAVAK_ B4F932_MAIZE 2 620.83225 1239.6499 0.29105 0.099721 0.39767 90.098 90.098 7.61E-14 60.49 7826800

9002 DTGLFGVYAVAK Unmodified _DTGLFGVYAVAK_ B4F932_MAIZE 2 620.83225 1239.6499 0.35884 0.37512 0.74006 90.641 90.641 1.11E-04 45.28 94972

9003 DTGYVGCALTSNMVR Unmodified _DTGYVGCALTSNMVR_ B4FAL8_MAIZE 2 822.37944 1642.7443 1.001 -1.033 -0.019833 79.227 79.227 1.02E-23 92.72 932930

9004 DTHGYVGADLAALCTEAALQCIR Unmodified _DTHGYVGADLAALCTEAALQCIR_ B6T8X9_MAIZE 3 835.73354 2504.1788 1.0527 -0.040456 1.0138 105.94 105.94 2.54E-02 18.22 934450

9005 DTHGYVGADLAALCTEAALQCIR Unmodified _DTHGYVGADLAALCTEAALQCIR_ B6T8X9_MAIZE 3 835.73354 2504.1788 1.0279 -0.15529 0.87398 106.56 106.56 6.92E-02 22.72 1304800

9006 DTHGYVGADLAALCTEAALQCIR Unmodified _DTHGYVGADLAALCTEAALQCIR_ B6T8X9_MAIZE 3 835.73354 2504.1788 0.97356 -0.54484 0.43071 106.8 106.8 5.15E-06 26.14 8022900

9007 DTHGYVGADLAALCTEAALQCIR Unmodified _DTHGYVGADLAALCTEAALQCIR_ B6T8X9_MAIZE 2 1253.0967 2504.1788 1.1855 0.11206 1.2988 106.75 106.75 9.19E-84 122.61 379120

9008 DTHGYVGADLAALCTEAALQCIR Unmodified _DTHGYVGADLAALCTEAALQCIR_ B6T8X9_MAIZE 3 835.73354 2504.1788 1.1052 0.034745 1.141 106.43 106.43 2.39E-01 14.26 445340

9009 DTICIVLADETCEEPK Unmodified _DTICIVLADETCEEPK_ B6T8X9_MAIZE 2 946.93444 1891.8543 1.1782 -0.14582 1.0341 87.321 87.321 7.73E-25 69.52 395660

9010 DTIDLFVER Unmodified _DTIDLFVER_ B4FS03_MAIZE 2 554.28767 1106.5608 0.012392 0.48979 0.50223 88.008 88.008 1.00E+00 12.83 46874

9011 DTIDLFVER Unmodified _DTIDLFVER_ B4FS03_MAIZE 2 554.28767 1106.5608 -0.050742 0.23411 0.18439 88.612 88.612 3.13E-03 47.73 4675800

9012 DTIEFYGDFDGSFHK Unmodified _DTIEFYGDFDGSFHK_ B4FSM5_MAIZE 2 889.38884 1776.7631 1.1198 0.29775 1.4295 91.805 91.805 1.65E-02 39.97 85859

9013 DTIEFYGDFDGSFHK Unmodified _DTIEFYGDFDGSFHK_ B4FSM5_MAIZE 3 593.26165 1776.7631 0.19003 0.25385 0.4555 92.958 92.958 1.00E+00 6.3 230080

9014 DTLLYPAHDYK Unmodified _DTLLYPAHDYK_ B6TF86_MAIZE 2 668.33261 1334.6507 0.64949 0.62344 1.2587 58.29 58.29 1.67E-02 21.5 671720

9015 DTLLYPAHDYK Unmodified _DTLLYPAHDYK_ B6TF86_MAIZE 2 668.33261 1334.6507 0.49731 0.52793 1.011 60.691 60.691 3.57E-04 28.5 1596800

9016 DTLLYPAHDYK Unmodified _DTLLYPAHDYK_ B6TF86_MAIZE 2 668.33261 1334.6507 0.39961 -0.23883 0.14882 58.983 58.983 3.60E-06 54.18 10908000

9017 DTLLYSNVK Unmodified _DTLLYSNVK_ B6T6X0_MAIZE 2 526.78476 1051.555 -0.1585 0.12406 -0.046578 59.436 59.436 1.01E-02 29.18 281200

9018 DTLLYSNVKID Unmodified _DTLLYSNVKID_ B6T6X0_MAIZE 2 640.84027 1279.666 0.38263 0.51876 0.89069 81.728 81.728 1.47E-01 11.84 25514

9019 DTLNWAVHR Unmodified _DTLNWAVHR_ B6SHX4_MAIZE 2 556.2858 1110.557 -0.061958 -0.34753 -0.4134 62.149 62.149 9.73E-03 32.92 1448700

9020 DTLNWAVHR Unmodified _DTLNWAVHR_ B6SHX4_MAIZE 3 371.19296 1110.557 0.49196 -0.090005 0.397 62.165 62.165 2.35E-02 28.84 689600
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9021 DTLSLPDK Unmodified _DTLSLPDK_ B4FYD7_MAIZE 2 444.73728 887.46001 -0.015249 -0.099905 -0.12059 57.593 57.593 3.77E-01 19.51 831960

9022 DTLVFHCALSQVR Unmodified _DTLVFHCALSQVR_ B6TQK1_MAIZE 2 773.39575 1544.7769 0.874 0.074033 0.96046 77.842 77.842 6.20E-03 32.77 37080

9023 DTLVFHCALSQVR Unmodified _DTLVFHCALSQVR_ B6TQK1_MAIZE 3 515.93292 1544.7769 -0.13812 0.43992 0.31359 77.73 77.73 3.64E-02 23.33 1205400

9024 DTLVFHCALSQVR Unmodified _DTLVFHCALSQVR_ B6TQK1_MAIZE 2 773.39575 1544.7769 0.82318 0.56486 1.4006 77.727 77.727 1.00E-11 68.14 529200

9025 DTMEVDNDFFLVPVK Oxidation (M) _DTM(ox)EVDNDFFLVPVK_ B4FHK5_MAIZE 2 892.9242 1783.8339 1.2233 1.6119 2.8471 104.16 104.16 1.60E-05 42.84 281310

9026 DTMNINSNAR Oxidation (M) _DTM(ox)NINSNAR_ Q9LKL4_MAIZE 2 576.25912 1150.5037 0.31138 -0.19818 0.091978 25.896 25.896 1.00E+00 6.85 7518.3

9027 DTMNINSNAR Oxidation (M) _DTM(ox)NINSNAR_ Q9LKL4_MAIZE 2 576.25912 1150.5037 0.30104 -0.11015 0.17098 26.848 26.848 5.33E-01 16.3 15406

9028 DTMNINSNAR Unmodified _DTMNINSNAR_ Q9LKL4_MAIZE 2 568.26166 1134.5088 0.11699 -0.036613 0.056317 39.87 39.87 4.40E-05 48.05 1633700

9029 DTMNINSNAR Unmodified _DTMNINSNAR_ Q9LKL4_MAIZE 2 568.26166 1134.5088 0.047353 0.18858 0.21091 38.848 38.848 4.40E-02 37.83 135260

9030 DTMNINSNAR Unmodified _DTMNINSNAR_ Q9LKL4_MAIZE 2 568.26166 1134.5088 0.20736 0.15215 0.33464 41.093 41.093 1.25E-02 45.68 210640

9031 DTNGSQFFITTVTTSWLDGK Unmodified _DTNGSQFFITTVTTSWLDGK_ B6TIP7_MAIZE 2 1109.5368 2217.059 1.1999 0.43186 1.6505 125.81 125.81 3.79E-06 55.1 112560

9032 DTNGSQFFITTVTTSWLDGK Unmodified _DTNGSQFFITTVTTSWLDGK_ B6TIP7_MAIZE 3 740.02694 2217.059 0.79014 0.11686 0.92544 127.08 127.08 1.00E+00 15.51 184430

9033 DTNGSQFFITTVTTSWLDGK Unmodified _DTNGSQFFITTVTTSWLDGK_ B6TIP7_MAIZE 2 1109.5368 2217.059 1.1321 0.21474 1.3663 127.08 127.08 3.12E-37 88.62 738800

9034 DTNWPLGWPIGGFPGPQGPYYCGIGAEK Unmodified _DTNWPLGWPIGGFPGPQGPYYCGIGAEK_ B4G1P1_MAIZE 3 1012.1446 3033.412 1.2364 -0.24093 1.0043 123.77 123.77 2.08E-13 31.51 867850

9035 DTNWPLGWPIGGFPGPQGPYYCGIGAEK Unmodified _DTNWPLGWPIGGFPGPQGPYYCGIGAEK_ B4G1P1_MAIZE 3 1012.1446 3033.412 1.2171 -1.1074 0.11935 124.85 124.85 2.08E-13 42.24 490580

9036 DTNWPLGWPIGGFPGPQGPYYCGIGAEK Unmodified _DTNWPLGWPIGGFPGPQGPYYCGIGAEK_ B4G1P1_MAIZE 3 1012.1446 3033.412 1.1956 -0.21922 0.98572 124.19 124.19 3.16E-06 34.55 3026200

9037 DTNWPLGWPIGGFPGPQGPYYCGIGAEK Unmodified _DTNWPLGWPIGGFPGPQGPYYCGIGAEK_ B4G1P1_MAIZE 2 1517.7133 3033.412 1.1722 -0.42921 0.75249 124.21 124.21 8.95E-11 42.02 587650

9038 DTPIELAQEK Unmodified _DTPIELAQEK_ B4FZW6_MAIZE 2 572.29824 1142.5819 0.058356 -0.025402 0.011927 62.565 62.565 1.84E-04 46.47 695780

9039 DTSGEQLGR Unmodified _DTSGEQLGR_ B6TB25_MAIZE 2 481.73052 961.44649 0.087702 -0.15732 -0.07024 27.994 27.994 1.12E-01 21.49 22644

9040 DTSGEQLGR Unmodified _DTSGEQLGR_ B6TB25_MAIZE 2 481.73052 961.44649 -0.13786 -0.049459 -0.18955 26.178 26.178 3.39E-01 21 11261

9041 DTSGEQLGR Unmodified _DTSGEQLGR_ B6TB25_MAIZE 2 481.73052 961.44649 0.010834 -0.017934 -0.0083742 29.681 29.681 9.73E-03 40.76 54708

9042 DTSGEQLGR Unmodified _DTSGEQLGR_ B6TB25_MAIZE 2 481.73052 961.44649 0.012223 -0.070025 -0.059047 29.163 29.163 3.32E-02 32.21 200500

9043 DTSGEQLGR Unmodified _DTSGEQLGR_ B6TB25_MAIZE 2 481.73052 961.44649 0.071023 -0.07035 -0.00027887 28.434 28.434 1.12E-01 25.48 28472

9044 DTSVASDLQAAGLK Unmodified _DTSVASDLQAAGLK_ Q41743_MAIZE 2 688.35681 1374.6991 0.65672 0.80802 1.4576 78.726 78.726 3.56E-04 53.89 315620

9045 DTTDKVCEIVK Unmodified _DTTDKVCEIVK_ B6SJF5_MAIZE 2 654.32921 1306.6439 0.47727 0.93207 1.4173 52.126 52.126 1.67E-02 35.65 119160

9046 DTTDKVCEIVKK Unmodified _DTTDKVCEIVKK_ B6SJF5_MAIZE 3 479.25355 1434.7388 -0.24055 -0.32876 -0.56487 47.038 47.038 4.50E-01 12.47 58576

9047 DTTISTLATEVTSK Unmodified _DTTISTLATEVTSK_ B4FS63_MAIZE 2 733.88286 1465.7512 0.72552 -0.062249 0.66721 86.579 86.579 2.25E-03 32.6 181340

9048 DTTISTLATEVTSK Unmodified _DTTISTLATEVTSK_ B4FS63_MAIZE 2 733.88286 1465.7512 0.85116 -0.44144 0.41465 86.248 86.248 3.56E-04 50.47 153070

9049 DTTISTLATEVTSK Unmodified _DTTISTLATEVTSK_ B4FS63_MAIZE 2 733.88286 1465.7512 0.76095 0.063488 0.8281 86.227 86.227 7.64E-09 72.39 2042700

9050 DTTLNGAVEQMYNEMASR Unmodified _DTTLNGAVEQMYNEMASR_ B4F9R6_MAIZE 2 1015.4513 2028.8881 1.1902 -0.20553 0.97065 113.81 113.81 3.54E-16 102.38 1712300

9051 DTTLNGAVEQMYNEMASR Unmodified _DTTLNGAVEQMYNEMASR_ B4F9R6_MAIZE 2 1015.4513 2028.8881 1.184 0.55916 1.7291 115.73 115.73 2.85E-09 48.86 121400

9052 DTTLNGAVEQMYNEMASR 2 Oxidation (M) _DTTLNGAVEQM(ox)YNEM(ox)ASR_ B4F9R6_MAIZE 2 1031.4462 2060.8779 1.1915 -0.59033 0.59135 66.758 66.758 8.14E-14 40.66 177940

9053 DTVEEIAEQQGK Unmodified _DTVEEIAEQQGK_ B4FFF1_MAIZE 2 673.82535 1345.6361 0.49289 -0.16895 0.31209 59.454 59.454 1.98E-03 62.38 842070

9054 DTVGQYESHIAFTLPGLYR Unmodified _DTVGQYESHIAFTLPGLYR_ SUS1_MAIZE B6 3 723.03213 2166.0746 0.72818 0.77999 1.5078 104.53 104.53 1.10E-01 12.24 1737600
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9055 DTVGQYESHIAFTLPGLYR Unmodified _DTVGQYESHIAFTLPGLYR_ SUS1_MAIZE B6 2 1084.0446 2166.0746 1.2283 0.29894 1.5274 104.5 104.5 2.86E-31 91.65 257120

9056 DTVGQYESHIAFTLPGLYR Unmodified _DTVGQYESHIAFTLPGLYR_ SUS1_MAIZE B6 2 1084.0446 2166.0746 1.2298 0.27382 1.5039 105.11 105.11 1.84E-40 71.44 192980

9057 DTVGQYESHIAFTLPGLYR Unmodified _DTVGQYESHIAFTLPGLYR_ SUS1_MAIZE B6 3 723.03213 2166.0746 0.71707 0.73569 1.4517 105.33 105.33 2.20E-01 11.52 2296400

9058 DTVGQYESHIAFTLPGLYR Unmodified _DTVGQYESHIAFTLPGLYR_ SUS1_MAIZE B6 2 1084.0446 2166.0746 1.2165 0.37975 1.5967 105.29 105.29 5.89E-20 80.7 249820

9059 DTVGVPLVGR Unmodified _DTVGVPLVGR_ B6SR37_MAIZE 2 506.79292 1011.5713 -0.066927 -0.19792 -0.24018 67.628 67.628 1.25E-02 20.51 713510

9060 DTVGVPLVGR Unmodified _DTVGVPLVGR_ B6SR37_MAIZE 2 506.79292 1011.5713 -0.10922 0.25359 0.16872 69.587 69.587 1.00E+00 14.84 493100

9061 DTVLALGGGK Unmodified _DTVLALGGGK_ B4FW57_MAIZE 2 465.76637 929.5182 -0.038679 0.21986 0.18915 59.35 59.35 3.43E-01 16.82 1283000

9062 DTVSPSEGTTHHEYR Unmodified _DTVSPSEGTTHHEYR_ O23887_MAIZE 3 572.59217 1714.7547 0.19003 -0.39561 -0.20108 33.539 33.539 1.00E+00 4.2 407940

9063 DTVSPSEGTTHHEYR Unmodified _DTVSPSEGTTHHEYR_ O23887_MAIZE 3 572.59217 1714.7547 0.07955 -0.13119 -0.046185 32.404 32.404 1.05E-01 16.31 74285

9064 DTVSPSEGTTHHEYR Unmodified _DTVSPSEGTTHHEYR_ O23887_MAIZE 3 572.59217 1714.7547 0.21638 -0.38279 -0.16147 35.308 35.308 8.52E-01 7.73 59027

9065 DTVVIPK Unmodified _DTVVIPK_ B4FMP6_MAIZE 2 386.23418 770.4538 0.5237 0.13326 0.66549 49.456 49.456 7.83E-01 19.1 254630

9066 DTVVIPK Unmodified _DTVVIPK_ B4FMP6_MAIZE 2 386.23418 770.4538 0.52456 0.29317 0.82634 48.752 48.752 1.86E-01 27.61 306550

9067 DTVVIPK Unmodified _DTVVIPK_ B4FMP6_MAIZE 2 386.23418 770.4538 0.50447 0.3065 0.81859 49.576 49.576 8.04E-02 39.68 237160

9068 DTVVIPK Unmodified _DTVVIPK_ B4FMP6_MAIZE 2 386.23418 770.4538 0.49053 -0.23452 0.26377 50.237 50.237 7.83E-01 11.74 3005800

9069 DTVVSTAVGAK Unmodified _DTVVSTAVGAK_ B6UI06_MAIZE 2 524.28767 1046.5608 -0.027004 -1.9203 -1.9285 47.065 47.065 1.47E-01 21.94 1084200

9070 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.86721 0.65569 1.5206 121.41 121.41 2.61E-08 60.59 796160

9071 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.84694 0.10965 0.95567 124.66 124.66 9.54E-02 12.03 36335

9072 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.83451 0.31097 1.1434 121.79 121.79 4.68E-05 54.67 380280

9073 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.80218 0.29015 1.0908 121.96 121.96 1.56E-17 92.47 857400

9074 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.82046 0.20535 1.0249 121.89 121.89 1.56E-17 89.58 1448300

9075 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.83745 0.3525 1.189 121.3 121.3 1.56E-17 99.42 1082100

9076 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.78909 -0.067831 0.71992 122.3 122.3 2.50E-15 99.45 10245000

9077 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.81981 0.2741 1.0918 121.69 121.69 2.50E-15 70.29 694720

9078 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.82435 0.16619 0.98866 121.94 121.94 1.00E-11 66.74 381020

9079 DTYPEDLLTVVLK Unmodified _DTYPEDLLTVVLK_ B4FBK8_MAIZE 2 753.40851 1504.8025 0.80779 0.45832 1.2641 122.84 122.84 1.00E-11 61.39 230440

9080 DVADADALVSSLGSAK Unmodified _DVADADALVSSLGSAK_ B4FQK0_MAIZE 2 759.88593 1517.7573 0.93239 0.61207 1.5385 91.58 91.58 7.42E-06 57.33 296610

9081 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 2 790.92319 1579.8318 0.95922 -0.12712 0.84104 84.874 84.874 7.42E-06 33.3 329090

9082 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 2 790.92319 1579.8318 0.97536 -0.12648 0.85777 85.767 85.767 1.02E-04 36.51 194870

9083 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 2 790.92319 1579.8318 0.96146 -0.27168 0.69882 85.447 85.447 1.48E-07 45.14 273170

9084 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 2 790.92319 1579.8318 0.96417 -0.28993 0.68244 85.766 85.766 7.01E-14 41.73 661480

9085 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 3 527.61788 1579.8318 -0.099926 0.11585 0.023266 85.4 85.4 8.94E-02 28.46 10551000

9086 DVADLVALSGAHTVGR Unmodified _DVADLVALSGAHTVGR_ B4FG39_MAIZE 2 790.92319 1579.8318 0.91683 0.15003 1.0747 85.404 85.404 1.42E-33 72.7 5950600

9087 DVAGKPEGLCGIAIRPSYPLM Oxidation (M) _DVAGKPEGLCGIAIRPSYPLM(ox)_ B4FS65_MAIZE 3 754.05366 2259.1392 0.83244 -0.2112 0.61611 88.179 88.179 1.07E-02 29.17 456110

9088 DVASGGPDALSTR Unmodified _DVASGGPDALSTR_ B4FEE3_MAIZE 2 623.30712 1244.5997 0.33712 -0.12366 0.21846 50.372 50.372 1.56E-17 89.44 2354200
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9089 DVASGGPDALSTR Unmodified _DVASGGPDALSTR_ B4FEE3_MAIZE 2 623.30712 1244.5997 0.38091 -0.079957 0.30709 50.12 50.12 2.65E-01 26.94 33752

9090 DVASGGPDALSTR Unmodified _DVASGGPDALSTR_ B4FEE3_MAIZE 2 623.30712 1244.5997 0.28525 -1.1203 -0.82744 49.805 49.805 2.50E-15 69.81 346110

9091 DVASGGPDALSTR Unmodified _DVASGGPDALSTR_ B4FEE3_MAIZE 2 623.30712 1244.5997 0.26976 -0.18862 0.086507 53.48 53.48 1.56E-17 81.56 2281600

9092 DVATGGPDALSTHDK Unmodified _DVATGGPDALSTHDK_ B6TMH0_MAIZE 3 495.23896 1482.6951 -0.17084 -0.17994 -0.33957 48.739 48.739 4.82E-01 17.58 498420

9093 DVATGGPDALSTR Unmodified _DVATGGPDALSTR_ B4FTA3_MAIZE 2 630.31495 1258.6153 0.41029 0.31269 0.73194 52.021 52.021 1.00E-11 64.06 1773900

9094 DVATGGPDALSTR Unmodified _DVATGGPDALSTR_ B4FTA3_MAIZE 2 630.31495 1258.6153 0.29953 0.3875 0.69542 55.079 55.079 2.61E-08 46.02 1136000

9095 DVAWAPVLGLSK Unmodified _DVAWAPVLGLSK_ B4FQL2_MAIZE 2 628.35589 1254.6972 0.43214 0.37625 0.80456 100.52 100.52 1.60E-02 28.55 377010

9096 DVAWAPVLGLSK Unmodified _DVAWAPVLGLSK_ B4FQL2_MAIZE 2 628.35589 1254.6972 0.41568 0.45814 0.87039 100.75 100.75 6.74E-02 19.89 186630

9097 DVAWAPVLGLSK Unmodified _DVAWAPVLGLSK_ B4FQL2_MAIZE 2 628.35589 1254.6972 0.36236 0.47312 0.8322 100.39 100.39 2.00E-01 13.08 409530

9098 DVAWAPVLGLSK Unmodified _DVAWAPVLGLSK_ B4FQL2_MAIZE 2 628.35589 1254.6972 0.3201 0.40088 0.71801 100.4 100.4 2.62E-07 30.13 1225700

9099 DVCAKPPTER Unmodified _DVCAKPPTER_ B4FEL3_MAIZE 2 586.79005 1171.5656 0.17137 0.17255 0.34248 36.136 36.136 1.45E-01 27 59850

9100 DVCIIPVSAHGTNPASAAMVGMK 2 Oxidation (M) _DVCIIPVSAHGTNPASAAM(ox)VGM(ox)K_ Q8W523_MAIZE 3 786.7132 2357.1178 0.93587 -0.22562 0.71607 73.194 73.194 1.27E-06 40.19 435600

9101 DVCVVGVAR Unmodified _DVCVVGVAR_ B4F9B2_MAIZE 2 487.75802 973.5015 -0.077707 0.746 0.69828 55.224 55.224 1.01E-02 20.34 1235700

9102 DVDCCLIPEVDFYLEGK Unmodified _DVDCCLIPEVDFYLEGK_ B4FAW1_MAIZE 2 1036.4712 2070.9278 1.2242 -0.36816 0.86669 121.27 121.27 2.47E-02 18.94 84349

9103 DVDEINGCDIGVR Unmodified _DVDEINGCDIGVR_ B6TN41_MAIZE 2 731.33555 1460.6566 0.7085 -0.094648 0.62599 69.82 69.82 1.56E-17 74.8 912570

9118 DVDGFHPLNIGK Unmodified _DVDGFHPLNIGK_ B4FH88_MAIZE 2 656.33823 1310.6619 0.45887 0.088129 0.55436 74.646 74.646 6.74E-02 25.86 600880

9119 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.04481 0.17088 0.1059 67.346 67.346 9.73E-03 25.07 3932800

9120 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.16159 0.12633 -0.056039 67.293 67.293 3.89E-04 55.77 3202900

9121 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.068985 0.30869 0.21892 68.655 68.655 3.89E-04 52.55 5642600

9122 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.13636 0.17887 0.021236 68.058 68.058 3.21E-03 49.33 17538000

9123 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.072048 0.72232 0.62918 68.342 68.342 1.01E-02 17.77 939200

9124 DVDLNALAK Unmodified _DVDLNALAK_ B4FZM3_MAIZE 2 479.76383 957.51311 -0.14226 0.43619 0.27364 69.003 69.003 3.32E-02 16.29 657070

9125 DVDLSTYK Unmodified _DVDLSTYK_ Q6JAH6_MAIZE 2 470.73474 939.45493 -0.22793 0.18582 -0.043269 55.27 55.27 1.65E-01 18.39 229870

9126 DVDLSTYK Unmodified _DVDLSTYK_ Q6JAH6_MAIZE 2 470.73474 939.45493 -0.11837 0.25981 0.13884 58.053 58.053 7.88E-01 12.82 1098700

9127 DVDLSTYK Unmodified _DVDLSTYK_ Q6JAH6_MAIZE 2 470.73474 939.45493 -0.12446 0.22411 0.097227 55.665 55.665 5.06E-02 26.08 4996000

9128 DVDLSTYK Unmodified _DVDLSTYK_ Q6JAH6_MAIZE 2 470.73474 939.45493 -0.27494 -0.069542 -0.3467 58.256 58.256 2.92E-02 32.82 26194000

9129 DVDLSVYR Unmodified _DVDLSVYR_ B6SU31_MAIZE 2 483.74818 965.48181 -0.20152 0.60396 0.40259 68.243 68.243 2.92E-02 34.4 1171800

9130 DVDLWR Unmodified _DVDLWR_ B4FQ64_MAIZE 2 402.20595 802.39735 0.40712 0.25236 0.65831 69.594 69.594 5.26E-01 18.77 542390

9131 DVDLWR Unmodified _DVDLWR_ B4FQ64_MAIZE 2 402.20595 802.39735 0.39079 0.18468 0.57686 70.945 70.945 1.00E+00 6.68 240000

9132 DVDMVIEAVIEK Oxidation (M) _DVDM(ox)VIEAVIEK_ B6SXV4_MAIZE 2 688.85252 1375.6905 0.71136 0.16401 0.86894 112.33 112.33 6.74E-02 12.63 53216

9135 DVDPLNLTAMACPALPLCPLAQTEAER Oxidation (M) _DVDPLNLTAM(ox)ACPALPLCPLAQTEAER_ O23813_MAIZE 3 994.81716 2981.4297 1.3054 0.027012 1.3277 116.49 116.49 4.78E-05 29.9 351750

9136 DVDSIVDPIIGK Unmodified _DVDSIVDPIIGK_ B4FSH6_MAIZE 2 635.84809 1269.6816 0.32903 0.2605 0.59517 95.544 95.544 6.74E-02 30.61 97798

9137 DVDSIVDPIIGK Unmodified _DVDSIVDPIIGK_ B4FSH6_MAIZE 2 635.84809 1269.6816 0.33421 0.18072 0.52038 95.806 95.806 7.72E-03 27.94 1383300

9138 DVDSLLAFVNSLR Unmodified _DVDSLLAFVNSLR_ Q5EUC9_MAIZE 2 724.89082 1447.7671 0.85889 0.14429 1.0005 128.24 128.24 1.15E-02 26.16 100010
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9139 DVDSLLAFVNSLR Unmodified _DVDSLLAFVNSLR_ Q5EUC9_MAIZE 2 724.89082 1447.7671 0.79489 0.30554 1.0964 128.73 128.73 5.66E-01 7.12 654630

9140 DVDSLLAFVNSLR Unmodified _DVDSLLAFVNSLR_ Q5EUC9_MAIZE 2 724.89082 1447.7671 0.72545 0.079078 0.80116 128.04 128.04 1.00E+00 2.85 695980

9141 DVDSLLAFVNSLR Unmodified _DVDSLLAFVNSLR_ Q5EUC9_MAIZE 3 483.59631 1447.7671 -0.039533 0.20133 0.15904 128.06 128.06 1.28E-01 17.54 65112

9142 DVDTSIFAK Unmodified _DVDTSIFAK_ B4FW68_MAIZE 2 498.25584 994.49713 -0.15815 0.11117 -0.043041 67.954 67.954 3.39E-01 13.31 291630

9143 DVDTSIFAK Unmodified _DVDTSIFAK_ B4FW68_MAIZE 2 498.25584 994.49713 -0.022706 0.028257 0.008742 68.794 68.794 1.00E+00 7.05 311270

9144 DVEAALAAPK Unmodified _DVEAALAAPK_ B4G1C9_MAIZE 2 492.77166 983.52876 -0.13774 0.030697 -0.13686 55.469 55.469 1.45E-01 20 244470

9145 DVEAALAAPK Unmodified _DVEAALAAPK_ B4G1C9_MAIZE 2 492.77166 983.52876 -0.047314 -0.017247 -0.09456 57.541 57.541 5.76E-06 53.12 1600800

9146 DVEGASTEWDDIQR Unmodified _DVEGASTEWDDIQR_ B4FF90_MAIZE 2 810.86045 1619.7063 0.98193 -0.25262 0.73008 73.073 73.073 7.64E-09 82.61 309990

9147 DVEGDGEVQELGR Unmodified _DVEGDGEVQELGR_ Q4FZ47_MAIZE 2 701.82588 1401.6372 0.60467 -0.046539 0.56211 58.255 58.255 2.50E-15 64.42 89338

9148 DVELVMTQASVSR Oxidation (M) _DVELVM(ox)TQASVSR_ B4FL79_MAIZE 2 725.86395 1449.7133 0.69057 -0.6208 0.073252 60.388 60.388 4.93E-21 70.41 861870

9149 DVELVMTQASVSRPR Oxidation (M) _DVELVM(ox)TQASVSRPR_ B4FL79_MAIZE 3 568.62968 1702.8672 0.063878 -0.017915 0.045792 56.482 56.482 8.47E-02 31.62 1734500

9150 DVELVMTQASVSRPR Oxidation (M) _DVELVM(ox)TQASVSRPR_ B4FL79_MAIZE 2 852.44089 1702.8672 1.0472 -0.11481 0.93164 56.467 56.467 6.91E-01 25.44 370390

9151 DVEPIVNIVK Unmodified _DVEPIVNIVK_ B6T6D8_MAIZE 2 563.32934 1124.6441 0.018365 0.261 0.27297 79.855 79.855 1.25E-02 54.51 914470

9152 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.032807 0.22207 0.1832 53.784 53.784 3.21E-03 35.32 1759000

9153 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.17658 -0.26839 -0.44775 53.848 53.848 3.32E-02 18.27 120830

9154 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.19501 -0.35039 -0.55009 53.442 53.442 9.73E-03 27.82 354370

9155 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.043814 0.22055 0.17161 55.774 55.774 3.32E-02 21.78 449600

9156 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.059475 -0.22816 -0.29195 55.061 55.061 3.32E-02 22.31 554770

9157 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.054872 0.32242 0.26198 55.757 55.757 1.01E-02 35.27 437250

9158 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.12123 0.097422 -0.029598 56.509 56.509 3.39E-01 13.52 652480

9159 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.20278 0.1987 -0.010185 54.088 54.088 3.21E-03 37.81 18549000

9160 DVFASATER Unmodified _DVFASATER_ B4FRQ7_MAIZE 2 498.24326 994.47197 -0.15814 0.41258 0.24861 56.926 56.926 1.01E-02 23.35 870140

9161 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.009523 0.33737 0.33286 45.527 45.527 3.21E-03 31.95 1159600

9162 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.16804 0.16802 0.0046365 44.738 44.738 9.73E-03 28.04 473580

9163 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.028318 0.60182 0.57765 47.529 47.529 9.73E-03 42.65 919610

9164 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.0093945 0.89711 0.89125 46.795 46.795 1.01E-02 31.48 377050

9165 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.14147 0.53888 0.40117 47.651 47.651 9.73E-03 39.52 2272900

9166 DVFEASGGR Unmodified _DVFEASGGR_ B6SL40_MAIZE 2 469.22233 936.43011 -0.19415 0.15903 -0.029979 48.779 48.779 1.01E-02 27.06 302270

9167 DVFESEGIHIPHSR Unmodified _DVFESEGIHIPHSR_ B4G1Z4_MAIZE 3 541.60223 1621.7849 0.031632 -0.17738 -0.14783 70.592 70.592 1.83E-01 26.97 2378900

9168 DVFESEGIHIPHSR Unmodified _DVFESEGIHIPHSR_ B4G1Z4_MAIZE 3 541.60223 1621.7849 -0.03628 -0.04434 -0.082404 70.114 70.114 6.14E-02 23.73 2748700

9169 DVFLSQPNLLELEAPIK Unmodified _DVFLSQPNLLELEAPIK_ B4F7Z0_MAIZE 2 963.53277 1925.051 1.22 0.31333 1.5164 116.99 116.99 1.54E-12 41.45 210170

9170 DVFQVNVE Unmodified _DVFQVNVE_ B4FQS7_MAIZE 2 475.23491 948.45526 -0.18349 0.10427 -0.064505 83.867 83.867 1.65E-01 23.43 298760

9171 DVFVDFIYEPPQQGSEDVVHLLR Unmodified _DVFVDFIYEPPQQGSEDVVHLLR_ B4FHK5_MAIZE 3 901.45354 2701.3388 1.1876 0.37392 1.5697 121.98 121.98 1.82E-07 30.44 579570

9172 DVGASLYYIDYIATLHK Unmodified _DVGASLYYIDYIATLHK_ B6SIM7_MAIZE 3 648.0034 1940.9884 0.40008 0.29626 0.68466 114.43 114.43 4.63E-11 40.03 1746200
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9173 DVGASLYYIDYIATLHK Unmodified _DVGASLYYIDYIATLHK_ B6SIM7_MAIZE 2 971.50147 1940.9884 1.1302 -0.31786 0.80135 114.24 114.24 1.43E-21 63.45 381640

9174 DVGASLYYIDYIATLHK Unmodified _DVGASLYYIDYIATLHK_ B6SIM7_MAIZE 3 648.0034 1940.9884 0.45058 0.13277 0.57146 118.61 118.61 1.09E-02 14.95 88505

9175 DVGASLYYIDYIATLHK Unmodified _DVGASLYYIDYIATLHK_ B6SIM7_MAIZE 2 971.50147 1940.9884 1.2445 0.7979 2.0303 118.74 118.74 8.75E-01 3.59 14741

9176 DVGEVHIPLSELLSGAPDGPVPAK Unmodified _DVGEVHIPLSELLSGAPDGPVPAK_ B6TF82_MAIZE 3 799.76019 2396.2587 1.0063 -1.0874 -0.079688 109.74 109.74 2.65E-02 24.76 465950

9177 DVGEVHIPLSELLSGAPDGPVPAK Unmodified _DVGEVHIPLSELLSGAPDGPVPAK_ B6TF82_MAIZE 3 799.76019 2396.2587 0.97185 -0.068246 0.90467 114.22 114.22 1.00E+00 11.37 49088

9178 DVGFPEYVLQEITK Unmodified _DVGFPEYVLQEITK_ B4FWP6_MAIZE 2 819.4247 1636.8348 1.0533 -0.21228 0.84156 122.73 122.73 3.56E-04 63.53 296760

9179 DVGGLQVQK Unmodified _DVGGLQVQK_ B6U9L0_MAIZE 2 472.264 942.51345 -0.12975 0.24652 0.12933 48.213 48.213 3.13E-03 37.21 2618800

9180 DVGHGFR Unmodified _DVGHGFR_ B4G0K5_MAIZE 2 394.19592 786.37729 0.46646 -0.28037 0.20954 31.212 31.212 1.00E+00 15.85 49022

9181 DVGHGFR Unmodified _DVGHGFR_ B4G0K5_MAIZE 2 394.19592 786.37729 0.5093 -0.023915 0.50757 32.011 32.011 1.00E+00 14.51 143610

9182 DVGHGFR Unmodified _DVGHGFR_ B4G0K5_MAIZE 2 394.19592 786.37729 0.42307 -0.54846 -0.10082 32.507 32.507 1.86E-01 23.92 2102700

9183 DVGHGFR Unmodified _DVGHGFR_ B4G0K5_MAIZE 2 394.19592 786.37729 0.18994 -0.71879 -0.50351 33.444 33.444 4.46E-01 19.5 20885

9184 DVGIGLR Unmodified _DVGIGLR_ B6T0A9_MAIZE 2 365.21632 728.41809 0.72372 -0.041875 0.68575 54.522 54.522 7.83E-01 7.84 151060

9185 DVGIGLR Unmodified _DVGIGLR_ B6T0A9_MAIZE 2 365.21632 728.41809 0.79686 -0.2464 0.55515 56.05 56.05 8.04E-02 25.65 564480

9186 DVGIGLR Unmodified _DVGIGLR_ B6T0A9_MAIZE 2 365.21632 728.41809 0.72805 0.27617 1.0065 56.659 56.659 4.46E-01 21.63 603170

9187 DVGIGLR Unmodified _DVGIGLR_ B6T0A9_MAIZE 2 365.21632 728.41809 0.87559 0.13243 1.0121 55.117 55.117 1.86E-01 23.97 971290

9188 DVGSPAELEAAVAGAR Unmodified _DVGSPAELEAAVAGAR_ B4FQ54_MAIZE 2 756.88627 1511.758 0.85905 -0.026138 0.81865 88.978 88.978 1.48E-07 69.02 409810

9189 DVGVGLR Unmodified _DVGVGLR_ B6STI3_MAIZE 2 358.2085 714.40244 0.85841 -0.10567 0.77154 48.091 48.091 1.86E-01 19.42 513470

9190 DVGVNSFVLFPK Unmodified _DVGVNSFVLFPK_ B6TPK4_MAIZE 2 661.36117 1320.7078 0.47623 0.97908 1.4696 102.94 102.94 2.00E-01 24.53 221130

9191 DVGVNSFVLFPK Unmodified _DVGVNSFVLFPK_ B6TPK4_MAIZE 2 661.36117 1320.7078 0.54389 0.66923 1.2275 103.02 103.02 1.00E+00 1.21 423910

9192 DVGVNSFVLFPK Unmodified _DVGVNSFVLFPK_ B6TPK4_MAIZE 2 661.36117 1320.7078 0.53816 0.36035 0.91324 102.93 102.93 6.74E-02 42.43 496640

9193 DVGVSPAIVGAFPR Unmodified _DVGVSPAIVGAFPR_ B6TJ85_MAIZE 2 692.8828 1383.751 0.59648 0.72621 1.3349 89.956 89.956 3.49E-01 7.42 1758400

9194 DVHSNTGIFGIHTSTDASFVPK Unmodified _DVHSNTGIFGIHTSTDASFVPK_ B4FSZ7_MAIZE 4 583.29075 2329.1339 0.21523 -0.034413 0.19583 82.892 82.892 1.00E+00 2.65 985750

9195 DVHSNTGIFGIHTSTDASFVPK Unmodified _DVHSNTGIFGIHTSTDASFVPK_ B4FSZ7_MAIZE 4 583.29075 2329.1339 0.16393 -0.080643 0.097906 82.766 82.766 1.00E+00 1.64 4547400

9196 DVHSNTGIFGIHTSTDASFVPK Unmodified _DVHSNTGIFGIHTSTDASFVPK_ B4FSZ7_MAIZE 3 777.38523 2329.1339 0.93703 -0.15191 0.80041 82.733 82.733 6.40E-03 17.56 1414700

9197 DVIAQAQSGTGK Unmodified _DVIAQAQSGTGK_ Q2MJJ9_MAIZE 2 587.80676 1173.599 0.19237 0.34233 0.53613 44.032 44.032 9.64E-17 74.22 1651900

9198 DVIAQAQSGTGK Unmodified _DVIAQAQSGTGK_ Q2MJJ9_MAIZE 2 587.80676 1173.599 0.16762 -0.31117 -0.14096 43.011 43.011 2.62E-07 43.5 179540

9199 DVIAQAQSGTGK Unmodified _DVIAQAQSGTGK_ Q2MJJ9_MAIZE 2 587.80676 1173.599 0.21806 0.24613 0.46527 46.037 46.037 7.72E-03 43.89 337500

9200 DVIAQAQSGTGK Unmodified _DVIAQAQSGTGK_ Q2MJJ9_MAIZE 2 587.80676 1173.599 0.22961 -0.32067 -0.088077 47.279 47.279 1.60E-02 27.23 124800

9201 DVIGIVPGLAVILVGSR Unmodified _DVIGIVPGLAVILVGSR_ B6SJR7_MAIZE 3 560.01357 1677.0189 0.13787 -0.66286 -0.51515 127.18 127.18 6.49E-01 17.72 219860

9202 DVIGIVPGLAVILVGSR Unmodified _DVIGIVPGLAVILVGSR_ B6SJR7_MAIZE 2 839.51672 1677.0189 1.0324 0.52675 1.5673 127.23 127.23 1.02E-03 28.72 361480

9203 DVIGMQELAR Oxidation (M) _DVIGM(ox)QELAR_ B6SWE4_MAIZE 2 574.29243 1146.5703 0.12789 0.37513 0.49205 57.048 57.048 1.84E-04 36.58 516810

9204 DVISVAFSVDNR Unmodified _DVISVAFSVDNR_ B4FKM1_MAIZE 2 661.34097 1320.6674 0.50387 0.57325 1.0828 94.547 94.547 6.74E-02 24.98 394740

9205 DVIYTDSGK Unmodified _DVIYTDSGK_ B6TP06_MAIZE 2 499.24547 996.47639 -0.12786 -0.44265 -0.5655 41.14 41.14 3.39E-01 11.47 26969

9206 DVIYTDSGK Unmodified _DVIYTDSGK_ B6TP06_MAIZE 2 499.24547 996.47639 -0.19118 -0.028309 -0.21487 44.724 44.724 3.39E-01 17.67 2131400
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9207 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 2 786.95342 1571.8923 0.90688 -0.1455 0.75745 105.09 105.09 6.77E-01 16.84 73242

9208 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 2 786.95342 1571.8923 0.94211 0.23336 1.1706 105.14 105.14 1.00E+00 8.35 153610

9209 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 3 524.97137 1571.8923 0.069939 -0.30475 -0.23874 105.2 105.2 1.00E+00 0.78 198490

9210 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 2 786.95342 1571.8923 0.97599 0.11258 1.0841 105.21 105.21 1.29E-01 16.6 161660

9211 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 2 786.95342 1571.8923 0.93693 0.22668 1.1587 105.39 105.39 7.64E-09 50.63 1223500

9212 DVKPIVEFALSQVK Unmodified _DVKPIVEFALSQVK_ Q5EUD5_MAIZE 3 524.97137 1571.8923 -0.001956 -0.11049 -0.11696 105.4 105.4 1.00E+00 4.56 1561500

9213 DVLAAGAAR Unmodified _DVLAAGAAR_ B6SVU1_MAIZE 2 422.23778 842.46102 0.25818 0.47815 0.71415 40.482 40.482 1.00E+00 9.96 535990

9214 DVLAAGAAR Unmodified _DVLAAGAAR_ B6SVU1_MAIZE 2 422.23778 842.46102 0.082527 0.26921 0.33196 42.449 42.449 1.01E-02 25.4 1108800

9215 DVLDDAGVGGK Unmodified _DVLDDAGVGGK_ B4F9K2_MAIZE 2 523.26165 1044.5088 -0.051656 0.26736 0.23432 60.642 60.642 4.96E-02 28.8 2933500

9216 DVLDDAGVGGK Unmodified _DVLDDAGVGGK_ B4F9K2_MAIZE 2 523.26165 1044.5088 -0.12082 0.06576 -0.035725 60.733 60.733 3.83E-01 11.32 618800

9217 DVLDGSSIGFVETLENDLLELR Unmodified _DVLDGSSIGFVETLENDLLELR_ B6TGG2_MAIZE 3 812.08311 2433.2275 1.1733 0.29448 1.4638 130.87 130.87 2.50E-19 63.87 5723500

9218 DVLDSIEFAR Unmodified _DVLDSIEFAR_ B6T9B9_MAIZE 2 582.7984 1163.5823 0.19105 0.39909 0.58263 96.026 96.026 1.84E-04 46.76 650460

9219 DVLEGDPYLK Unmodified _DVLEGDPYLK_ Q9SAZ6_MAIZE 2 574.79533 1147.5761 0.16001 0.58723 0.73821 73.255 73.255 4.40E-02 15.38 5623500

9220 DVLEGDPYLK Unmodified _DVLEGDPYLK_ Q9SAZ6_MAIZE 2 574.79533 1147.5761 0.094866 0.92941 1.0138 73.467 73.467 4.40E-02 14.61 2551700

9221 DVLEGDPYLK Unmodified _DVLEGDPYLK_ Q9SAZ6_MAIZE 2 574.79533 1147.5761 0.15657 0.61226 0.75884 74.394 74.394 3.43E-01 6.38 2811800

9222 DVLFEPVR Unmodified _DVLFEPVR_ B6T3Y2_MAIZE 2 487.76892 973.52328 -0.064967 0.22314 0.16109 74.227 74.227 2.92E-02 29.94 933160

9223 DVLFEPVRK Unmodified _DVLFEPVRK_ B6T3Y2_MAIZE 3 368.21336 1101.6182 0.84692 0.13755 0.9802 60.469 60.469 2.35E-01 11.78 488350

9224 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.45358 0.47801 0.93607 89.048 89.048 4.56E-01 21.24 1788300

9225 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.42044 0.19957 0.62608 89.432 89.432 7.72E-03 21.11 1090400

9226 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.45796 -0.099185 0.36484 89.683 89.683 8.05E-01 13.69 1143100

9227 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.42201 0.27996 0.70657 89.405 89.405 2.16E-07 48.32 1494300

9228 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.37661 -0.084262 0.2987 89.456 89.456 6.98E-15 59.12 11639000

9229 DVLGPAMFPGLR Oxidation (M) _DVLGPAM(ox)FPGLR_ B4FX25_MAIZE 2 644.83955 1287.6645 0.44711 0.60747 1.0592 98.882 98.882 1.00E+00 0.68 333480

9230 DVLGPAMFPGLR Unmodified _DVLGPAMFPGLR_ B4FX25_MAIZE 2 636.84209 1271.6696 0.39478 0.30668 0.70377 100.41 100.41 1.68E-09 50.57 3097300

9231 DVLGPAMFPGLR Unmodified _DVLGPAMFPGLR_ B4FX25_MAIZE 2 636.84209 1271.6696 0.38078 0.42148 0.80437 101.07 101.07 2.00E-01 19.74 300950

9232 DVLGPAMFPGLR Unmodified _DVLGPAMFPGLR_ B4FX25_MAIZE 2 636.84209 1271.6696 0.47096 0.52073 0.99264 101.09 101.09 1.00E+00 11.61 248930

9233 DVLGPAMFPGLR Unmodified _DVLGPAMFPGLR_ B4FX25_MAIZE 2 636.84209 1271.6696 0.35017 0.36574 0.71741 100.7 100.7 1.68E-09 52.95 3357000

9234 DVLNEVER Unmodified _DVLNEVER_ B6UCD0_MAIZE 2 487.25109 972.48762 -0.04504 0.014512 -0.045085 58.377 58.377 3.77E-01 31.36 1283000

9235 DVLNEVER Unmodified _DVLNEVER_ B6UCD0_MAIZE 2 487.25109 972.48762 -0.18651 0.90574 0.70117 58.253 58.253 5.06E-02 22.47 559900

9236 DVLNEVER Unmodified _DVLNEVER_ B6UCD0_MAIZE 2 487.25109 972.48762 -0.1635 1.3085 1.1269 60.033 60.033 1.90E-02 33.49 7804500

9237 DVLPDDVDK Unmodified _DVLPDDVDK_ Q9FQA1_MAIZE 2 508.25075 1014.487 -0.064722 -0.056021 -0.10884 56.619 56.619 3.39E-01 12.48 600200

9238 DVLPVGGDYLLK Unmodified _DVLPVGGDYLLK_ Q9LKL4_MAIZE 2 644.861 1287.7075 0.42497 0.34365 0.77058 93.216 93.216 1.98E-03 40.97 3967800

9239 DVLPVGGDYLLK Unmodified _DVLPVGGDYLLK_ Q9LKL4_MAIZE 2 644.861 1287.7075 0.41793 0.3541 0.77519 93.606 93.606 1.60E-02 26.96 2187000

9240 DVLSFAGALEGVELR Unmodified _DVLSFAGALEGVELR_ B6THR9_MAIZE 2 788.42249 1574.8304 1.0697 1.032 2.0945 120.96 120.96 2.37E-16 67.61 100780



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9241 DVLSFAGALEGVELR Unmodified _DVLSFAGALEGVELR_ B6THR9_MAIZE 2 788.42249 1574.8304 0.69595 121.25 121.25 9.88E-16 85.69

9242 DVLSLAGALEGVELR Unmodified _DVLSLAGALEGVELR_ B6TVD6_MAIZE 2 771.43031 1540.8461 0.8852 -0.011796 0.86131 122.23 122.23 1.12E-07 61.87 1534500

9243 DVLSLAGALEGVELR Unmodified _DVLSLAGALEGVELR_ B6TVD6_MAIZE 3 514.62263 1540.8461 0.0080213 -0.1695 -0.17407 122.2 122.2 4.82E-01 13.59 561590

9244 DVLSLAGALEGVELR Unmodified _DVLSLAGALEGVELR_ B6TVD6_MAIZE 2 771.43031 1540.8461 0.92854 0.55983 1.476 121.56 121.56 1.65E-02 7.47 221250

9245 DVLVEFYAPWCGHCK Unmodified _DVLVEFYAPWCGHCK_ Q5EUD6_MAIZE 2 940.92655 1879.8386 1.191 -0.28873 0.91624 99.345 99.345 7.01E-11 51.02 1056300

9246 DVLVEFYAPWCGHCK Unmodified _DVLVEFYAPWCGHCK_ Q5EUD6_MAIZE 3 627.62013 1879.8386 0.31988 -0.032325 0.30012 99.338 99.338 2.34E-01 3.31 2853100

9247 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.10654 -0.66459 -0.78237 55.142 55.142 5.45E-09 64.89 22230000

9248 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.098309 0.45133 0.34117 55.637 55.637 1.62E-03 37.93 86779

9249 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.13035 0.21619 0.07355 55.089 55.089 5.45E-09 61.52 7784800

9250 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.093678 -0.34619 -0.45272 57.165 57.165 5.76E-06 56.79 13171000

9251 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.092997 -0.37406 -0.47934 56.437 56.437 5.76E-06 56.34 8797900

9252 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.17847 -0.31542 -0.50504 57.031 57.031 5.45E-09 75.62 55052000

9253 DVNAAVATIK Unmodified _DVNAAVATIK_ B6SPX4_MAIZE 2 501.28493 1000.5553 -0.15524 0.27765 0.10884 58.342 58.342 2.81E-03 24.91 799620

9254 DVNETEVGM Oxidation (M) _DVNETEVGM(ox)_ B6UG11_MAIZE 2 505.21077 1008.407 -0.10349 0.18781 0.089809 42.352 42.352 9.73E-03 28.47 2132600

9255 DVNLDLIK Unmodified _DVNLDLIK_ B4FS49_MAIZE 2 465.26875 928.52295 0.0095036 0.19026 0.18447 77.409 77.409 5.06E-02 35.87 1242500

9256 DVNLDLIK Unmodified _DVNLDLIK_ B4FS49_MAIZE 2 465.26875 928.52295 -0.0071956 0.2716 0.24864 78.432 78.432 2.92E-02 40.93 568560

9257 DVNLDLIK Unmodified _DVNLDLIK_ B4FS49_MAIZE 2 465.26875 928.52295 -0.09705 0.17676 0.064492 77.862 77.862 2.92E-02 29.79 789310

9258 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 0.028774 -0.033428 -0.003235 50.527 50.527 1.12E-01 30.85 3060100

9259 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 -0.2176 0.15648 -0.057811 51.54 51.54 1.01E-02 41.96 1857700

9260 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 -0.030535 0.22576 0.19663 50.752 50.752 3.32E-02 32.5 358940

9261 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 0.056396 0.15834 0.21646 52.948 52.948 1.01E-02 23.9 470100

9262 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 0.047397 -1.1902 -1.1383 52.239 52.239 1.12E-01 26.14 543760

9263 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 0.02862 0.0291 0.059665 53.018 53.018 1.01E-02 36.23 754200

9264 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 0.037145 -0.71888 -0.67826 52.644 52.644 1.12E-01 15.55 1173800

9265 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 -0.035869 0.39931 0.36496 53.39 53.39 3.32E-02 28.82 2155100

9266 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 -0.062596 0.19107 0.13034 51.147 51.147 1.01E-02 29.66 3554100

9267 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 2 542.77473 1083.5349 -0.13434 -0.29131 -0.42325 54.283 54.283 9.73E-03 43.41 22297000

9268 DVNPHEFVK Unmodified _DVNPHEFVK_ B4FD90_MAIZE 3 362.18558 1083.5349 0.59886 0.54945 1.1494 54.288 54.288 5.45E-01 14.27 1521900

9269 DVPANENDLQLQELAR Unmodified _DVPANENDLQLQELAR_ B6TMF0_MAIZE 2 912.95795 1823.9014 1.038 -0.039681 0.98032 80.591 80.591 4.21E-20 82.55 469610

9270 DVPAYLKPR Unmodified _DVPAYLKPR_ B6TLX2_MAIZE 2 529.80329 1057.592 -0.19772 0.13704 -0.080301 55.48 55.48 3.32E-02 30.39 641160

9271 DVPAYLKPR Unmodified _DVPAYLKPR_ B6TLX2_MAIZE 3 353.53795 1057.592 0.72964 -0.28562 0.42626 55.491 55.491 8.40E-02 22.38 1394600

9272 DVPGNENDLHLQELAR Unmodified _DVPGNENDLHLQELAR_ P93627_MAIZE 2 910.4503 1818.886 1.128 0.052545 1.1681 72.743 72.743 1.02E-04 43.63 65328

9273 DVPGNENDLHLQELAR Unmodified _DVPGNENDLHLQELAR_ P93627_MAIZE 3 607.30262 1818.886 0.11752 0.11412 0.21985 72.748 72.748 5.29E-01 2.11 616660

9274 DVPGSYGLPLVGAVR Unmodified _DVPGSYGLPLVGAVR_ B6SUP5_MAIZE 2 750.41447 1498.8144 0.91917 3.7786 4.7009 95.886 95.886 1.26E-03 34.23 1126200
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9275 DVPGSYGLPLVGAVR Unmodified _DVPGSYGLPLVGAVR_ B6SUP5_MAIZE 2 750.41447 1498.8144 0.85977 1.0316 1.8995 96.157 96.157 2.05E-04 29.01 452520

9276 DVPGSYGLPLVGAVR Unmodified _DVPGSYGLPLVGAVR_ B6SUP5_MAIZE 2 750.41447 1498.8144 0.83824 0.34783 1.1944 96.287 96.287 2.05E-04 39 462450

9277 DVPGSYGLPLVGAVR Unmodified _DVPGSYGLPLVGAVR_ B6SUP5_MAIZE 2 750.41447 1498.8144 0.88213 1.5074 2.3966 96.106 96.106 6.37E-03 22.93 236730

9278 DVPGSYGLPLVGAVR Unmodified _DVPGSYGLPLVGAVR_ B6SUP5_MAIZE 2 750.41447 1498.8144 0.91849 -0.72694 0.20132 96.274 96.274 2.05E-04 40.51 526730

9279 DVPSAEKTEEVDDKK Unmodified _DVPSAEKTEEVDDKK_ Q8LK06_MAIZE 3 563.9441 1688.8105 0.16227 -0.2106 -0.059793 36.733 36.733 4.82E-01 12.08 146270

9280 DVPTYLPEGTILPCNLPR Unmodified _DVPTYLPEGTILPCNLPR_ B4F7S1_MAIZE 2 1028.0326 2054.0507 1.2066 0.033327 1.2402 102.72 102.72 1.05E-02 27.86 800000

9281 DVQEACVHDGYVLPK Unmodified _DVQEACVHDGYVLPK_ B4FEE7_MAIZE 3 577.27865 1728.8141 0.057057 -0.19079 -0.12383 63.951 63.951 2.19E-02 11.39 3573800

9282 DVQEACVHDGYVLPK Unmodified _DVQEACVHDGYVLPK_ B4FEE7_MAIZE 2 865.41433 1728.8141 1.0006 -0.21103 0.79943 63.936 63.936 2.37E-16 65.04 1417500

9283 DVQEACVYDGYVLPK Unmodified _DVQEACVYDGYVLPK_ B6SIA2_MAIZE 2 878.41654 1754.8185 1.077 -0.008457 1.0743 82.089 82.089 1.12E-07 48.97 322010

9284 DVQEACVYDGYVLPK Unmodified _DVQEACVYDGYVLPK_ B6SIA2_MAIZE 2 878.41654 1754.8185 1.0341 -0.46694 0.57358 83.339 83.339 2.40E-39 96.49 2662000

9285 DVQEIFK Unmodified _DVQEIFK_ B6TE13_MAIZE 2 439.73454 877.45453 -0.06619 0.63139 0.55842 64.209 64.209 8.04E-02 32.52 721250

9286 DVQEIFK Unmodified _DVQEIFK_ B6TE13_MAIZE 2 439.73454 877.45453 0.064159 0.32986 0.38896 65.564 65.564 1.00E+00 2.65 274460

9287 DVRDEGYFK Unmodified _DVRDEGYFK_ B4FCV1_MAIZE 3 376.84886 1127.5247 0.39599 0.73191 1.1207 53.827 53.827 9.39E-03 26.61 2338700

9288 DVRDEGYFK Unmodified _DVRDEGYFK_ B4FCV1_MAIZE 2 564.76965 1127.5247 -0.012064 0.33103 0.31546 53.849 53.849 9.73E-03 25.98 2354100

9289 DVSAFLAFALPASSEAYGR Unmodified _DVSAFLAFALPASSEAYGR_ B4FQZ2_MAIZE 2 986.49417 1970.9738 1.2272 0.53227 1.7471 124.24 124.24 2.46E-02 5.73 728730

9290 DVSAFLAFALPASSEAYGR Unmodified _DVSAFLAFALPASSEAYGR_ B4FQZ2_MAIZE 2 986.49417 1970.9738 1.0943 0.29065 1.3738 124.57 124.57 1.30E-03 33.39 277470

9291 DVSAFLAFALPASSEAYGR Unmodified _DVSAFLAFALPASSEAYGR_ B4FQZ2_MAIZE 2 986.49417 1970.9738 1.127 0.064843 1.1803 124.78 124.78 2.46E-02 13.13 161260

9292 DVSAFLAFALPASSEAYGR Unmodified _DVSAFLAFALPASSEAYGR_ B4FQZ2_MAIZE 2 986.49417 1970.9738 1.178 -0.26262 0.90381 125.1 125.1 3.71E-05 24.76 191460

9293 DVSCPYCGSR Unmodified _DVSCPYCGSR_ B6TE97_MAIZE 2 600.74224 1199.4699 0.2836 0.020516 0.32186 40.755 40.755 1.62E-03 34.38 624870

9294 DVSGEGVQQALLK Unmodified _DVSGEGVQQALLK_ B6SSC5_MAIZE 2 672.3619 1342.7092 0.5651 0.12266 0.68655 70.955 70.955 3.13E-02 32.08 440760

9295 DVSGEGVQQALLK Unmodified _DVSGEGVQQALLK_ B6SSC5_MAIZE 2 672.3619 1342.7092 0.5769 0.19356 0.76919 71.403 71.403 2.50E-15 83.25 994890

9296 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 3 501.24427 1500.711 -0.068939 -0.30349 -0.36742 55.831 55.831 7.46E-11 49.5 8230400

9297 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 2 751.36276 1500.711 0.84461 -0.018288 0.83116 55.827 55.827 2.61E-08 50.69 785730

9298 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 3 501.24427 1500.711 -0.15988 0.029616 -0.12632 56.568 56.568 4.96E-05 36.39 2754100

9299 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 2 751.36276 1500.711 0.83625 -0.5248 0.31665 58.13 58.13 4.68E-05 46.89 351460

9300 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 3 501.24427 1500.711 -0.059076 -0.10689 -0.16087 57.455 57.455 1.07E-03 26.83 2231300

9301 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 4 376.18502 1500.711 0.65066 -0.11956 0.53617 57.458 57.458 9.88E-01 1.49 1794500

9302 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 3 501.24427 1500.711 -0.16999 -0.22715 -0.39296 58.25 58.25 7.46E-11 44.99 36005000

9303 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 4 376.18502 1500.711 0.60686 -0.41839 0.19383 58.25 58.25 1.54E-01 13.61 28662000

9304 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 2 751.36276 1500.711 0.80784 -0.18784 0.62535 58.235 58.235 2.61E-08 54.78 3803300

9305 DVSGHLSPYHFSR Unmodified _DVSGHLSPYHFSR_ B4FVN5_MAIZE 3 501.24427 1500.711 -0.06329 -0.32614 -0.38378 56.759 56.759 1.07E-03 37.52 892490

9306 DVSNSSYAPEYDIGGITDPFLHIR Unmodified _DVSNSSYAPEYDIGGITDPFLHIR_ B6SV75_MAIZE 3 889.42928 2665.266 1.132 0.009384 1.1395 112.41 112.41 2.54E-04 23.22 360500

9307 DVSNSSYAPEYDIGGITDPFLHIR Unmodified _DVSNSSYAPEYDIGGITDPFLHIR_ B6SV75_MAIZE 3 889.42928 2665.266 1.0624 -0.053605 1.0064 112.95 112.95 4.52E-05 22.93 208930

9308 DVSSLWFLCK Unmodified _DVSSLWFLCK_ B6TC70_MAIZE 2 627.813 1253.6114 0.42868 0.4609 0.89684 108.51 108.51 1.25E-02 9.53 101020
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9309 DVSWPLGWPVGGYPGPQGPYYCAAGADK Unmodified _DVSWPLGWPVGGYPGPQGPYYCAAGADK_ B4FR61_MAIZE 3 989.12531 2964.3541 1.3012 0.097565 1.4087 121.09 121.09 6.05E-02 14.44 406170

9310 DVSWPLGWPVGGYPGPQGPYYCAAGADK Unmodified _DVSWPLGWPVGGYPGPQGPYYCAAGADK_ B4FR61_MAIZE 2 1483.1843 2964.3541 1.1619 -0.19364 0.97869 120.5 120.5 3.24E-06 40.79 438570

9311 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.93862 -0.37769 0.57012 87.947 87.947 6.36E-09 45.97 9852300

9312 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.95795 -0.17243 0.79429 88.527 88.527 6.49E-11 49.98 2001200

9313 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.94828 -0.10281 0.85478 88.695 88.695 3.06E-22 46.31 2958900

9314 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 4 606.05758 2420.2012 0.30657 0.10544 0.42051 88.698 88.698 8.41E-01 2.98 1597200

9315 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.92483 -0.14342 0.79032 88.453 88.453 1.07E-13 53.33 4579200

9316 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.9497 -0.36853 0.59105 88.32 88.32 1.07E-13 44.89 2742700

9317 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.95564 -0.23366 0.73064 88.619 88.619 1.07E-13 45.74 3373300

9318 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.96268 -0.080388 0.89137 88.299 88.299 6.36E-09 42.58 4033200

9319 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.80434 -0.43363 0.37978 88.758 88.758 3.06E-22 54.56 27922000

9320 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 4 606.05758 2420.2012 0.10718 0.23574 0.35049 88.75 88.75 6.92E-02 5.63 24376000

9321 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 2 1211.1079 2420.2012 1.1126 0.44151 1.563 88.739 88.739 1.96E-09 50.8 348620

9322 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 3 807.74102 2420.2012 0.86279 -0.68118 0.19111 90.307 90.307 1.98E-35 66.32 24756000

9323 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 2 1211.1079 2420.2012 1.1367 0.29973 1.4458 90.288 90.288 1.32E-07 42.44 188830

9324 DVTADDFHYGGLATPGTALKPFK Unmodified _DVTADDFHYGGLATPGTALKPFK_ B6U6C5_MAIZE 4 606.05758 2420.2012 0.1373 0.23775 0.3845 90.312 90.312 3.81E-04 12.88 15114000

9325 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0883 0.13369 1.2151 119.26 119.26 1.42E-33 72.68 10200000

9326 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.096 0.24157 1.3307 121.99 121.99 7.42E-06 49.75 99972

9327 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0955 0.039225 1.1284 119.64 119.64 1.42E-33 78.13 3701200

9328 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0676 -0.023998 1.0373 119.76 119.76 1.42E-33 90.23 5057400

9329 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 3 596.99625 1787.9669 0.27253 0.14994 0.41457 119.77 119.77 5.29E-01 4 401010

9330 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0496 0.035438 1.0787 119.69 119.69 1.82E-38 89.86 4780200

9331 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.1116 0.077827 1.1826 119.14 119.14 1.42E-33 93.35 3590600

9332 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.1569 0.65532 1.8044 120.01 120.01 1.42E-33 72.97 2610000

9333 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0931 -0.49094 0.59602 119.51 119.51 7.73E-25 99.41 46207000

9334 DVTELIGNTPLVYLNK Unmodified _DVTELIGNTPLVYLNK_ CYSK_MAIZE 2 894.99073 1787.9669 1.0888 0.52317 1.6045 119.87 119.87 4.21E-20 67.68 1698100

9335 DVTITAFSK Unmodified _DVTITAFSK_ Q9ZQY2_MAIZE 2 491.26621 980.51786 -0.16999 0.38736 0.22301 66.545 66.545 1.12E-01 19.41 229310

9336 DVTITAFSK Unmodified _DVTITAFSK_ Q9ZQY2_MAIZE 2 491.26621 980.51786 -0.037547 0.035354 0.0041836 67.838 67.838 1.12E-01 23.84 411090

9337 DVTITAFSK Unmodified _DVTITAFSK_ Q9ZQY2_MAIZE 2 491.26621 980.51786 -0.031353 -0.079905 -0.105 67.244 67.244 1.00E+00 12.47 495790

9338 DVTITAFSK Unmodified _DVTITAFSK_ Q9ZQY2_MAIZE 2 491.26621 980.51786 -0.032786 0.49157 0.46387 67.537 67.537 3.39E-01 13.98 378930

9339 DVTITAFSK Unmodified _DVTITAFSK_ Q9ZQY2_MAIZE 2 491.26621 980.51786 -0.14776 -0.23287 -0.37429 68.035 68.035 3.21E-03 46.04 9881900

9340 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.92493 0.10195 1.0437 117.18 117.18 7.64E-09 62.97 3668900

9341 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.92891 -0.037434 0.90787 117.59 117.59 2.00E-19 64.58 1549500

9342 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.91015 -0.012565 0.91426 117.66 117.66 1.95E-13 73.23 1881500
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9343 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.91431 -0.002857 0.92744 117.61 117.61 1.95E-13 74.8 1909800

9344 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.93945 0.016734 0.97323 117.13 117.13 7.64E-09 55.31 1096700

9345 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.96262 0.16934 1.148 117.89 117.89 1.95E-13 71.94 1721200

9346 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.91561 -0.24224 0.69061 117.44 117.44 2.00E-19 71.62 10412000

9347 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.96883 -0.067202 0.91811 117.96 117.96 2.25E-03 42.87 182940

9348 DVTTTPAELVTFFR Unmodified _DVTTTPAELVTFFR_ Q9ZQY0_MAIZE 2 798.91704 1595.8195 0.99828 0.21759 1.2318 119.29 119.29 1.29E-01 16.29 66271

9349 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.046924 0.021386 -0.02531 36.466 36.466 2.92E-02 36.95 548420

9350 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.31456 -1.2349 -1.5471 35.363 35.363 2.92E-02 25.09 228140

9351 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.030276 0.1375 0.10721 38.297 38.297 2.92E-02 34.66 370260

9352 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.5978 -0.32577 1.2738 38.298 38.298 9.92E-01 15.55 128800

9353 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.0062084 0.18723 0.18042 37.477 37.477 1.65E-01 25.29 349760

9354 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.4496 -0.43787 1.0135 37.468 37.468 1.00E+00 5.8 88392

9355 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.060903 0.093436 0.033788 38.243 38.243 5.06E-02 26.44 548450

9356 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.4371 -0.30108 1.1387 38.239 38.239 1.00E+00 18.16 278060

9357 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.041409 -0.007428 -0.048007 38.171 38.171 5.06E-02 20.12 1715200

9358 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.4954 0.60498 2.0997 38.16 38.16 1.00E+00 8.76 516460

9359 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.4385 -0.40975 1.0289 39.135 39.135 1.00E+00 15.84 1884000

9360 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 3 316.15914 945.4556 1.3338 -0.17842 1.1569 36.271 36.271 9.92E-01 6.71 99296

9361 DVVDAHYK Unmodified _DVVDAHYK_ B4FR61_MAIZE 2 473.73507 945.4556 -0.018888 0.2436 0.2248 36.287 36.287 5.06E-02 13.63 233220

9362 DVVEAISSFNER Unmodified _DVVEAISSFNER_ B6UDG4_MAIZE 2 683.33588 1364.6572 0.57398 -0.63103 -0.066186 86.379 86.379 1.60E-02 31.39 271180

9363 DVVEDPR Unmodified _DVVEDPR_ B6SJN5_MAIZE 2 415.20615 828.39775 0.23054 0.24333 0.47656 38.859 38.859 1.86E-01 12.99 850410

9364 DVVEDPRR Unmodified _DVVEDPRR_ B6SJN5_MAIZE 2 493.25671 984.49886 -0.023642 -0.30792 -0.33388 36.349 36.349 1.00E+00 10.13 59760

9365 DVVEDPRR Unmodified _DVVEDPRR_ B6SJN5_MAIZE 2 493.25671 984.49886 -0.0016177 0.21444 0.2099 36.296 36.296 1.90E-02 29.56 540690

9366 DVVEDPRR Unmodified _DVVEDPRR_ B6SJN5_MAIZE 3 329.17356 984.49886 -0.55561 36.204 36.204 6.36E-01 9.44

9367 DVVEGTPR Unmodified _DVVEGTPR_ B4FPQ2_MAIZE 2 436.72725 871.43995 0.025878 0.91771 0.95382 33.977 33.977 1.00E+00 9.01 15686

9368 DVVEGTPR Unmodified _DVVEGTPR_ B4FPQ2_MAIZE 2 436.72725 871.43995 -0.11133 -0.070201 -0.16931 37.553 37.553 5.06E-02 28.65 500290

9369 DVVFGVDR Unmodified _DVVFGVDR_ Q8LJR0_MAIZE 2 453.73762 905.46068 0.015925 0.25633 0.30228 65.203 65.203 1.90E-02 25.25 888550

9370 DVVISPNVSAR Unmodified _DVVISPNVSAR_ B6TRC0_MAIZE 2 578.81967 1155.6248 0.20725 -0.1317 0.075719 59.108 59.108 7.60E-01 4.12 430610

9371 DVVISPNVSAR Unmodified _DVVISPNVSAR_ B6TRC0_MAIZE 2 578.81967 1155.6248 0.082327 0.23966 0.32113 60.439 60.439 1.67E-02 23.69 5940000

9372 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 0.072356 0.27398 0.35452 51.55 51.55 1.90E-02 41.15 5333300

9373 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 -0.037258 0.030149 0.0026633 50.876 50.876 3.77E-01 11.08 903630

9374 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 0.095582 0.10726 0.21244 53.298 53.298 7.88E-01 9.78 759780

9375 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 0.064516 0.004993 0.080095 52.515 52.515 1.00E+00 0.77 937900

9376 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 0.0082968 0.073597 0.092282 54.277 54.277 3.77E-01 20.01 1012600
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9377 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 -0.0070861 -0.19527 -0.19301 51.679 51.679 1.90E-02 43.74 7828200

9378 DVVIVATR Unmodified _DVVIVATR_ B6SHM7_MAIZE 2 436.76363 871.51272 -0.12262 0.059485 -0.05339 54.727 54.727 1.90E-02 40.04 2909100

9379 DVVLLDVTPLSLGLETLGGVMTK Oxidation (M) _DVVLLDVTPLSLGLETLGGVM(ox)TK_ B6UFB3_MAIZE 3 796.10983 2385.3077 0.91966 -0.21872 0.7124 129.54 129.54 8.30E-06 28.41 365140

9380 DVVLLDVTPLSLGLETLGGVMTK Oxidation (M) _DVVLLDVTPLSLGLETLGGVM(ox)TK_ B6UFB3_MAIZE 2 1193.6611 2385.3077 1.0985 -0.44427 0.66646 129.55 129.55 3.53E-41 93.54 262300

9381 DVVLLDVTPLSLGLETLGGVMTK Oxidation (M) _DVVLLDVTPLSLGLETLGGVM(ox)TK_ B6UFB3_MAIZE 3 796.10983 2385.3077 0.94891 -0.083654 0.87668 129 129 1.28E-07 41.58 665780

9382 DVVLTGR Unmodified _DVVLTGR_ B6TG38_MAIZE 2 380.2216 758.42865 0.6331 -0.11333 0.53424 41.398 41.398 4.46E-01 21.77 1629000

9383 DVVLTGR Unmodified _DVVLTGR_ B6TG38_MAIZE 2 380.2216 758.42865 0.40742 -0.061353 0.36348 41.291 41.291 1.86E-01 28.63 316360

9384 DVVLTGR Unmodified _DVVLTGR_ B6TG38_MAIZE 2 380.2216 758.42865 0.6251 -0.10555 0.53411 43.433 43.433 1.00E+00 5.92 621710

9385 DVVLTGR Unmodified _DVVLTGR_ B6TG38_MAIZE 2 380.2216 758.42865 0.40024 -0.3338 0.084263 48.551 48.551 4.46E-01 10.37 114870

9386 DVVPFNFMTPLR Oxidation (M) _DVVPFNFM(ox)TPLR_ B4FAJ4_MAIZE 2 726.37121 1450.7279 0.7392 0.1587 0.90927 100.34 100.34 1.00E+00 10.93 315850

9387 DVVPFNFMTPLR Oxidation (M) _DVVPFNFM(ox)TPLR_ B4FAJ4_MAIZE 2 726.37121 1450.7279 0.79352 -0.343 0.46275 100.27 100.27 6.74E-02 13.67 221420

9388 DVVPFNFMTPLR Oxidation (M) _DVVPFNFM(ox)TPLR_ B4FAJ4_MAIZE 2 726.37121 1450.7279 0.69817 -0.18943 0.5209 99.83 99.83 1.98E-03 45.26 2971700

9389 DVVPFNFMTPLR Unmodified _DVVPFNFMTPLR_ B4FAJ4_MAIZE 2 718.37375 1434.733 0.76936 0.060742 0.84025 113.39 113.39 7.72E-03 25.51 307310

9390 DVVVDPATGLWAR Unmodified _DVVVDPATGLWAR_ B6TIA5_MAIZE 2 699.87243 1397.7303 0.65819 -0.19127 0.47911 90.474 90.474 9.54E-02 11.25 194860

9391 DVVVDPATGLWAR Unmodified _DVVVDPATGLWAR_ B6TIA5_MAIZE 2 699.87243 1397.7303 0.60567 -0.003495 0.61339 90.627 90.627 2.50E-15 71.65 2592800

9392 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.039524 -0.065851 -0.10596 66.231 66.231 6.15E-03 18.14 9595900

9393 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.6173 -0.2672 0.34975 66.238 66.238 4.43E-05 58.05 3663700

9394 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.14754 0.18991 0.040591 66.754 66.754 1.40E-01 7.12 3567800

9395 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.60954 0.08238 0.69133 66.749 66.749 3.57E-04 33.08 1321900

9396 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.046523 0.13059 0.082109 67.844 67.844 9.88E-04 22.3 4034800

9397 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.6128 -0.001483 0.61151 67.844 67.844 3.57E-04 50.53 1625800

9398 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.062825 0.089238 0.026716 67.314 67.314 3.45E-01 8.58 3216400

9399 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.62252 -0.04211 0.58072 67.31 67.31 3.57E-04 58.36 1174600

9400 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.61267 -0.16106 0.45197 67.538 67.538 3.57E-04 62.32 740580

9401 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.10731 0.16985 0.061881 67.787 67.787 1.91E-02 23.04 23614000

9402 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 2 693.82548 1385.6364 0.59521 -0.40461 0.19155 67.786 67.786 3.60E-06 41.45 8301500

9403 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.074404 -0.082953 -0.15722 67.866 67.866 1.00E+00 0.42 3306100

9404 DVYAHWVPEDR Unmodified _DVYAHWVPEDR_ B6T9P0_MAIZE 3 462.88608 1385.6364 -0.053325 0.45163 0.39595 66.748 66.748 1.40E-01 11.14 1882100

9405 DWDKLEAEVK Unmodified _DWDKLEAEVK_ B4FQV3_MAIZE 2 616.81151 1231.6085 0.37905 0.081985 0.44165 69.548 69.548 2.81E-03 33.13 762940

9406 DWLSAYWTGFK Unmodified _DWLSAYWTGFK_ B6SWF8_MAIZE 2 687.32987 1372.6452 0.60311 0.23045 0.83167 120.31 120.31 4.96E-02 34.49 3729300

9407 DWLSAYWTGFK Unmodified _DWLSAYWTGFK_ B6SWF8_MAIZE 2 687.32987 1372.6452 0.6024 0.18908 0.79106 120.73 120.73 6.35E-09 65.63 1278900

9408 DWLSAYWTGFK Unmodified _DWLSAYWTGFK_ B6SWF8_MAIZE 2 687.32987 1372.6452 0.6062 0.23045 0.83558 120.92 120.92 3.60E-06 51.51 1949400

9409 DWLSSYETLDTFVVPR Unmodified _DWLSSYETLDTFVVPR_ B4FMY6_MAIZE 2 964.47545 1926.9363 1.2378 0.3505 1.5941 123.98 123.98 2.01E-03 14.48 256540

9410 DWLSSYETLDTFVVPR Unmodified _DWLSSYETLDTFVVPR_ B4FMY6_MAIZE 2 964.47545 1926.9363 1.2419 0.56243 1.8095 124.21 124.21 1.02E-04 34.54 205790
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9411 DWLSSYETLDTFVVPR Unmodified _DWLSSYETLDTFVVPR_ B4FMY6_MAIZE 2 964.47545 1926.9363 1.3236 0.60944 1.9383 123.9 123.9 7.01E-14 51.7 1337600

9412 DWLTTNISPDVASSTR Unmodified _DWLTTNISPDVASSTR_ B4F820_MAIZE 2 881.93395 1761.8533 1.1613 0.060265 1.2244 90.478 90.478 1.42E-33 87.46 364840

9413 DWLTTNISPDVASSTR Unmodified _DWLTTNISPDVASSTR_ B4F820_MAIZE 2 881.93395 1761.8533 1.0529 0.021603 1.0776 90.562 90.562 1.34E-51 92.06 1412600

9414 DWNAVFER Unmodified _DWNAVFER_ B4FUH1_MAIZE 2 518.74597 1035.4774 -0.067572 0.18394 0.10831 82.929 82.929 7.88E-01 10.49 328430

9415 DWNAVFER Unmodified _DWNAVFER_ B4FUH1_MAIZE 2 518.74597 1035.4774 -0.13292 0.25192 0.11024 82.321 82.321 1.90E-02 46.24 6473100

9416 DWNFTEQALPDDLIK Unmodified _DWNFTEQALPDDLIK_ Q9LKL4_MAIZE 2 902.94124 1803.8679 1.1316 0.20598 1.3312 110.84 110.84 1.04E-33 80.27 1847400

9417 DWNFTEQALPDDLIK Unmodified _DWNFTEQALPDDLIK_ Q9LKL4_MAIZE 2 902.94124 1803.8679 1.1056 0.34598 1.4459 111.28 111.28 1.60E-05 47.52 897580

9418 DWNFTEQALPDDLIK Unmodified _DWNFTEQALPDDLIK_ Q9LKL4_MAIZE 2 902.94124 1803.8679 1.1107 0.21168 1.3158 111.39 111.39 1.02E-23 59.18 650440

9419 DWNFTEQALPDDLIK Unmodified _DWNFTEQALPDDLIK_ Q9LKL4_MAIZE 2 902.94124 1803.8679 1.0954 0.4762 1.5657 111.33 111.33 2.37E-16 54.66 690710

9420 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 3 467.57714 1399.7096 -0.15702 -0.061455 -0.21789 69.808 69.808 6.72E-01 12.01 75690

9421 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 2 700.86207 1399.7096 0.64556 0.10429 0.75057 69.808 69.808 2.00E-01 20.77 50632

9422 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 3 467.57714 1399.7096 -0.10212 0.60247 0.49842 69.817 69.817 4.95E-02 15.62 2039400

9423 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 2 700.86207 1399.7096 0.61737 -0.21198 0.4049 69.825 69.825 2.62E-07 42.75 1939800

9424 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 3 467.57714 1399.7096 -0.14872 0.33264 0.182 68.911 68.911 1.45E-02 37.68 15244000

9425 DWREDGIVSPVK Unmodified _DWREDGIVSPVK_ B4F9B5_MAIZE 2 700.86207 1399.7096 0.52233 -0.27535 0.247 68.911 68.911 1.11E-04 37.07 11636000

9426 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 -0.099348 0.092944 -0.012652 103.48 103.48 1.86E-01 22.41 23246

9427 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 -0.13407 0.23755 0.096273 102.62 102.62 1.86E-01 23.61 158630

9428 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 0.0022277 0.13952 0.13337 102.76 102.76 7.83E-01 10.41 204180

9429 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 0.006978 0.17636 0.17497 102.64 102.64 4.46E-01 19.5 246280

9430 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 -0.030505 0.18084 0.14257 102.75 102.75 8.04E-02 30.16 834170

9431 DWSFILR Unmodified _DWSFILR_ B6T9J4_MAIZE 2 468.75053 935.4865 -0.075803 0.49571 0.41267 102.42 102.42 8.04E-02 23.79 421420

9432 DWSNVVLAYEPVWAIGTGK Unmodified _DWSNVVLAYEPVWAIGTGK_ B6T2R0_MAIZE 2 1053.0387 2104.0629 1.1731 0.44436 1.6173 126.15 126.15 5.13E-03 32.73 240380

9433 DWSNVVVAYEPVWAIGTGK Unmodified _DWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 2 1046.0309 2090.0473 1.2786 -0.62055 0.66337 122.48 122.48 1.26E-01 5.64 417900

9434 DWSNVVVAYEPVWAIGTGK Unmodified _DWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 2 1046.0309 2090.0473 1.1122 0.24027 1.357 123.35 123.35 1.06E-14 86.82 2422100

9435 DWSPAAVLPVR Unmodified _DWSPAAVLPVR_ B6SZN0_MAIZE 2 605.83258 1209.6506 0.31065 0.18648 0.49287 93.021 93.021 1.00E+00 11.05 292550

9436 DWSPAAVLPVR Unmodified _DWSPAAVLPVR_ B6SZN0_MAIZE 2 605.83258 1209.6506 0.31053 0.43269 0.73926 92.809 92.809 3.83E-01 16.2 528910

9437 DWYDIK Unmodified _DWYDIK_ B4FAV3_MAIZE 2 420.20034 838.38612 0.20941 0.087888 0.28218 73.283 73.283 5.26E-01 14.22 4332400

9438 DWYDIK Unmodified _DWYDIK_ B4FAV3_MAIZE 2 420.20034 838.38612 0.063668 0.1958 0.24538 73.283 73.283 1.00E+00 0.8 354120

9439 DWYDIK Unmodified _DWYDIK_ B4FAV3_MAIZE 2 420.20034 838.38612 0.15943 0.12553 0.27139 74.456 74.456 2.64E-01 28.94 398290

9440 DWYDIK Unmodified _DWYDIK_ B4FAV3_MAIZE 2 420.20034 838.38612 0.16393 0.12115 0.27103 73.409 73.409 2.64E-01 29.85 2969200

9441 DYADILEFLVDR Unmodified _DYADILEFLVDR_ B4F9Q1_MAIZE 2 734.86956 1467.7246 0.72025 0.31782 1.0294 127.47 127.47 7.02E-22 72.43 247150

9442 DYADILEFLVDR Unmodified _DYADILEFLVDR_ B4F9Q1_MAIZE 2 734.86956 1467.7246 0.80375 0.16499 0.9601 128.13 128.13 7.02E-22 82.12 146550

9443 DYADILEFLVDR Unmodified _DYADILEFLVDR_ B4F9Q1_MAIZE 2 734.86956 1467.7246 0.77866 0.26432 1.0344 128.56 128.56 7.02E-22 77.94 165410

9444 DYADILEFLVDR Unmodified _DYADILEFLVDR_ B4F9Q1_MAIZE 2 734.86956 1467.7246 0.74537 0.45119 1.1872 127.9 127.9 7.02E-22 81.98 1144600



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9445 DYADILEFLVQR Unmodified _DYADILEFLVQR_ B6TMD0_MAIZE 2 741.38537 1480.7562 0.53166 -0.66015 -0.13726 127.14 127.14 9.64E-17 61.58 147410

9446 DYADILEFLVQR Unmodified _DYADILEFLVQR_ B6TMD0_MAIZE 2 741.38537 1480.7562 0.64891 0.52363 1.1619 126.83 126.83 7.02E-22 85.92 1374000

9447 DYAFIEFSDPR Unmodified _DYAFIEFSDPR_ B4FEY3_MAIZE 2 680.31442 1358.6143 0.60475 0.073736 0.67236 95.393 95.393 3.83E-01 5.11 808560

9448 DYALTSALR Unmodified _DYALTSALR_ B6T9M2_MAIZE 2 505.26928 1008.524 -0.025048 -0.11869 -0.16738 70.088 70.088 3.13E-03 52.72 594730

9449 DYALTSALR Unmodified _DYALTSALR_ B6T9M2_MAIZE 2 505.26928 1008.524 -0.15177 -0.086857 -0.26233 70.348 70.348 3.21E-03 35.08 976810

9450 DYAVPSLFSDIFR Unmodified _DYAVPSLFSDIFR_ O64960_MAIZE 2 765.38537 1528.7562 0.84425 0.16821 1.0125 126.05 126.05 2.50E-15 48.63 409540

9451 DYAVPSLFSDIFRDPLSAPHSIGR Unmodified _DYAVPSLFSDIFRDPLSAPHSIGR_ O64960_MAIZE 3 887.45376 2659.3395 1.057 0.28226 1.3374 130.42 130.42 2.48E-05 21.45 176530

9452 DYAVPSLFSDIFRDPLSAPHSIGR Unmodified _DYAVPSLFSDIFRDPLSAPHSIGR_ O64960_MAIZE 4 665.84214 2659.3395 0.48295 0.014899 0.49627 131.09 131.09 5.43E-01 2.18 638940

9453 DYAVPSLFSGNIFR Unmodified _DYAVPSLFSGNIFR_ B4FQS7_MAIZE 2 793.4041 1584.7936 0.91901 -0.069097 0.84781 119 119 2.25E-03 26.31 68755

9454 DYCADPGTSIR Unmodified _DYCADPGTSIR_ B6SGK5_MAIZE 2 627.7746 1253.5346 0.27833 0.29209 0.57559 49.913 49.913 4.96E-02 19.6 111900

9455 DYCCSDLGTSSR Unmodified _DYCCSDLGTSSR_ B6U6D8_MAIZE 2 710.77701 1419.5395 0.61851 -0.22324 0.41139 47.608 47.608 1.68E-09 63.98 80501

9456 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 0.96578 0.036647 1.0161 119.15 119.15 6.31E-03 11 240910

9457 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 1.0595 0.98358 2.0558 119.46 119.46 3.56E-04 43.6 134150

9458 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 1.0326 0.36426 1.4103 119.73 119.73 7.68E-22 72.43 259300

9459 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 1.0628 0.60284 1.6779 119.69 119.69 3.40E-25 62.54 275960

9460 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 1.0453 0.3456 1.4046 119.11 119.11 1.74E-50 75.57 657100

9461 DYDFSSLTQGFFTK Unmodified _DYDFSSLTQGFFTK_ B6TIN9_MAIZE 2 828.38303 1654.7515 1.0509 0.13717 1.2019 119.98 119.98 3.40E-25 68.57 462050

9462 DYDVAALASNLSQAFK Unmodified _DYDVAALASNLSQAFK_ B4FIM9_MAIZE 2 856.92813 1711.8417 1.0599 0.20368 1.2483 121.89 121.89 1.48E-07 44.49 168030

9463 DYDVAALASNLSQAFK Unmodified _DYDVAALASNLSQAFK_ B4FIM9_MAIZE 2 856.92813 1711.8417 1.0766 0.55348 1.6141 122.02 122.02 5.87E-44 98.09 315240

9464 DYEDIMLALLGAE Oxidation (M) _DYEDIM(ox)LALLGAE_ B4FHT1_MAIZE 2 734.84743 1467.6803 0.79724 0.28331 1.061 123.2 123.2 3.13E-02 23.08 24897

9465 DYEDIMLALLGAE Oxidation (M) _DYEDIM(ox)LALLGAE_ B4FHT1_MAIZE 2 734.84743 1467.6803 0.76581 -0.008309 0.73733 123.62 123.62 5.66E-01 11.39 30673

9466 DYEDIMLALLGAE Oxidation (M) _DYEDIM(ox)LALLGAE_ B4FHT1_MAIZE 2 734.84743 1467.6803 0.7503 -0.086633 0.64355 123.79 123.79 1.56E-17 43.7 254520

9467 DYEDIMLALLGAE Oxidation (M) _DYEDIM(ox)LALLGAE_ B4FHT1_MAIZE 2 734.84743 1467.6803 0.82567 -0.060533 0.74513 123.68 123.68 1.00E-11 53.65 278470

9468 DYEDIMLALLGAE Oxidation (M) _DYEDIM(ox)LALLGAE_ B4FHT1_MAIZE 2 734.84743 1467.6803 0.81852 0.3975 1.1955 122.99 122.99 2.50E-15 40.51 214250

9469 DYEDIMLALLGAE Unmodified _DYEDIMLALLGAE_ B4FHT1_MAIZE 2 726.84998 1451.6854 0.88946 0.16038 1.0267 131.27 131.27 2.61E-08 58.82 15415000

9470 DYEHGGFNR Unmodified _DYEHGGFNR_ B4FTP3_MAIZE 2 547.73614 1093.4577 0.029794 -0.20894 -0.18236 42.11 42.11 9.73E-03 34.76 317320

9471 DYEHGGFNR Unmodified _DYEHGGFNR_ B4FTP3_MAIZE 3 365.49318 1093.4577 0.82923 0.40562 1.229 42.107 42.107 6.12E-02 14.59 654640

9472 DYEIHDGMGLELYYN Oxidation (M) _DYEIHDGM(ox)GLELYYN_ B4FLL1_MAIZE 2 924.39327 1846.772 1.1658 0.11966 1.2726 90.872 90.872 4.63E-02 15.42 41677

9473 DYEVHDGMGLELYYN Oxidation (M) _DYEVHDGM(ox)GLELYYN_ B4FFL1_MAIZE 2 917.38544 1832.7563 1.1638 -0.40963 0.74745 86.088 86.088 1.65E-02 29.04 49214

9474 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.27745 0.60502 0.86873 45.439 45.439 1.25E-02 34.93 1941100

9475 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.25006 0.40239 0.64005 44.94 44.94 4.40E-02 27.64 605760

9476 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.27198 0.23826 0.49811 47.644 47.644 1.84E-04 53.88 1208400

9477 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.28299 0.1177 0.38801 46.896 46.896 2.81E-03 32.66 2247400

9478 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 3 404.8559 1211.5459 0.20803 0.24746 0.4421 45.111 45.111 2.55E-01 16.97 2507300
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9479 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.26443 0.52232 0.77352 45.119 45.119 1.25E-02 33.46 919320

9480 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 2 606.78021 1211.5459 0.17531 -0.086821 0.077262 47.803 47.803 1.62E-03 41.5 9509900

9481 DYFDGKEPNK Unmodified _DYFDGKEPNK_ B4FW90_MAIZE 3 404.8559 1211.5459 0.14934 -0.19577 -0.058761 47.806 47.806 9.79E-02 20.08 10672000

9482 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.38131 0.040178 0.41532 54.384 54.384 2.81E-03 37.16 1582300

9483 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.30619 -0.043114 0.25698 55.546 55.546 1.45E-01 34.3 38519

9484 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.35471 -0.17078 0.178 54.546 54.546 4.40E-02 35.75 596190

9485 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.38891 -0.02 0.3615 56.532 56.532 1.84E-04 46.97 1210100

9486 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.40482 0.055165 0.45287 55.839 55.839 1.62E-03 43.68 862140

9487 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.39615 0.34157 0.73145 56.501 56.501 2.81E-03 48.54 556250

9488 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 2 629.778 1257.5415 0.33907 -0.20989 0.12244 56.33 56.33 1.84E-04 42.11 9245600

9489 DYFGAHTYER Unmodified _DYFGAHTYER_ B4FSV6_MAIZE 3 420.18776 1257.5415 0.117 -0.1749 -0.064204 56.336 56.336 1.50E-01 17.29 16238000

9490 DYFNGKEPNK Unmodified _DYFNGKEPNK_ B4FWJ8_MAIZE 2 606.2882 1210.5619 0.33477 1.0067 1.3208 43.767 43.767 1.25E-02 31.22 495250

9491 DYFNQFK Unmodified _DYFNQFK_ B6UDU2_MAIZE 2 481.22434 960.43413 -0.17641 0.25183 0.071174 71.618 71.618 1.86E-01 12.37 243360

9492 DYGEESEGLNIVQEYVK Unmodified _DYGEESEGLNIVQEYVK_ B4FGC8_MAIZE 2 986.46273 1970.9109 1.203 0.20387 1.3924 105.87 105.87 2.47E-02 19.27 41160

9493 DYGEESEGLNIVQEYVK Unmodified _DYGEESEGLNIVQEYVK_ B4FGC8_MAIZE 2 986.46273 1970.9109 1.093 -0.083655 0.99491 105 105 3.42E-29 79.48 4917600

9494 DYGEESEGLNIVQEYVK Unmodified _DYGEESEGLNIVQEYVK_ B4FGC8_MAIZE 3 657.97758 1970.9109 0.46692 -0.034439 0.41791 104.98 104.98 2.75E-01 17.55 321830

9495 DYGGEPFINGQAVPYDPK Unmodified _DYGGEPFINGQAVPYDPK_ B6TDH1_MAIZE 2 983.96271 1965.9109 1.2238 0.15564 1.3797 85.857 85.857 3.54E-16 47.31 416960

9496 DYGIHGFIVQLR Unmodified _DYGIHGFIVQLR_ B4F8X3_MAIZE 3 473.25774 1416.7514 -0.00066942 -0.12156 -0.11875 92.049 92.049 1.13E-05 31.24 993310

9497 DYGIHGFIVQLR Unmodified _DYGIHGFIVQLR_ B4F8X3_MAIZE 3 473.25774 1416.7514 -0.15966 -0.053634 -0.20928 92.804 92.804 4.52E-03 31.83 494820

9498 DYGIHGFIVQLR Unmodified _DYGIHGFIVQLR_ B4F8X3_MAIZE 3 473.25774 1416.7514 -0.024212 0.10265 0.080418 92.84 92.84 2.46E-02 28.3 469180

9499 DYGIHGFIVQLR Unmodified _DYGIHGFIVQLR_ B4F8X3_MAIZE 3 473.25774 1416.7514 -0.0085552 0.088849 0.082382 92.715 92.715 9.42E-03 26.95 317350

9500 DYGIHGFIVQLR Unmodified _DYGIHGFIVQLR_ B4F8X3_MAIZE 3 473.25774 1416.7514 -0.056359 0.08381 0.030573 92.421 92.421 4.52E-03 26.52 759200

9501 DYIDPGFSWK Unmodified _DYIDPGFSWK_ B6UIE1_MAIZE 2 614.28767 1226.5608 0.27734 0.36149 0.63992 89.802 89.802 1.45E-01 26.27 385330

9502 DYIDPGFSWK Unmodified _DYIDPGFSWK_ B6UIE1_MAIZE 2 614.28767 1226.5608 0.34877 0.38495 0.73355 89.941 89.941 4.40E-02 28.01 458050

9503 DYIDPGFSWK Unmodified _DYIDPGFSWK_ B6UIE1_MAIZE 2 614.28767 1226.5608 0.27768 -0.061653 0.21722 89.616 89.616 1.45E-01 17.27 354050

9504 DYIQQLK Unmodified _DYIQQLK_ B6T484_MAIZE 2 454.24782 906.48108 0.090564 0.15437 0.2243 56.533 56.533 1.00E+00 1.32 538410

9505 DYIQQLK Unmodified _DYIQQLK_ B6T484_MAIZE 2 454.24782 906.48108 -0.070682 0.31241 0.22017 59.104 59.104 1.86E-01 20.04 2443200

9506 DYKPSSSAEPVAPAEPK Unmodified _DYKPSSSAEPVAPAEPK_ Q9SWR9_MAIZE 3 591.62822 1771.8628 0.19092 -0.32333 -0.15227 50.806 50.806 1.19E-01 15.65 883680

9507 DYKPSSSAEPVAPAEPK Unmodified _DYKPSSSAEPVAPAEPK_ Q9SWR9_MAIZE 3 591.62822 1771.8628 0.1679 -0.041545 0.10514 50.811 50.811 4.33E-01 10.59 5335700

9508 DYKPSSSAEPVAPAESK Unmodified _DYKPSSSAEPVAPAESK_ B6TUA2_MAIZE 3 588.28798 1761.8421 0.20391 0.05709 0.23944 47.177 47.177 1.19E-01 13.89 2169000

9509 DYKYEELLDR Unmodified _DYKYEELLDR_ B4FGR6_MAIZE 2 672.32752 1342.6405 0.5198 0.21622 0.70656 73.292 73.292 1.25E-02 29.29 1059700

9510 DYLQSLGAK Unmodified _DYLQSLGAK_ B6TL91_MAIZE 2 497.76383 993.51311 -0.10347 -0.21153 -0.33499 68.298 68.298 9.73E-03 22.63 8571300

9511 DYLQSLGAK Unmodified _DYLQSLGAK_ B6TL91_MAIZE 2 497.76383 993.51311 -0.10926 0.024961 -0.10439 68.431 68.431 1.01E-02 20.68 541990

9512 DYLTFFCLGNR Unmodified _DYLTFFCLGNR_ PLDA1_MAIZE 2 703.33208 1404.6496 0.68034 0.26653 0.95388 112.04 112.04 4.48E-03 33.64 1632200
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9513 DYLTFFCLGNR Unmodified _DYLTFFCLGNR_ PLDA1_MAIZE 2 703.33208 1404.6496 0.65714 0.14417 0.80968 112.52 112.52 1.62E-12 57.22 1015200

9514 DYLTFFCLGNR Unmodified _DYLTFFCLGNR_ PLDA1_MAIZE 2 703.33208 1404.6496 0.694 0.19907 0.9005 112.59 112.59 1.62E-12 60.69 543250

9515 DYNVDMVPK Unmodified _DYNVDMVPK_ B4FSB0_MAIZE 2 540.75515 1079.4957 0.049458 -0.24025 -0.1943 63.959 63.959 1.12E-01 10.66 1191500

9516 DYNVDMVPK Unmodified _DYNVDMVPK_ B4FSB0_MAIZE 2 540.75515 1079.4957 -0.014625 0.06276 0.044033 65.524 65.524 9.73E-03 40.78 3856400

9517 DYNVDMVPK Oxidation (M) _DYNVDM(ox)VPK_ B4FSB0_MAIZE 2 548.75261 1095.4907 -0.0046034 -0.16208 -0.16464 53.663 53.663 1.12E-01 12.33 22895

9518 DYNVDMVPK Oxidation (M) _DYNVDM(ox)VPK_ B4FSB0_MAIZE 2 548.75261 1095.4907 0.055695 0.37064 0.42535 55.564 55.564 3.21E-03 41.29 2827100

9519 DYPTFAATAR Unmodified _DYPTFAATAR_ B6TNG3_MAIZE 2 556.77219 1111.5298 0.041092 0.29265 0.32679 64.652 64.652 1.45E-01 21.23 204280

9520 DYPYTGSDGK Unmodified _DYPYTGSDGK_ B4FX40_MAIZE 2 551.73801 1101.4615 0.048408 0.18823 0.23899 42.171 42.171 3.43E-01 14.64 488760

9521 DYQDDKADVILK Unmodified _DYQDDKADVILK_ B4FUJ1_MAIZE 3 474.90855 1421.7038 -0.13819 -0.29051 -0.43606 58.607 58.607 7.21E-01 2.67 22821

9522 DYQDDKADVILK Unmodified _DYQDDKADVILK_ B4FUJ1_MAIZE 3 474.90855 1421.7038 -0.21824 -0.19054 -0.41854 60.891 60.891 2.42E-04 29.8 2926400

9523 DYQDDKADVILK Unmodified _DYQDDKADVILK_ B4FUJ1_MAIZE 2 711.85919 1421.7038 0.63839 -0.41914 0.2102 60.892 60.892 9.64E-17 62.34 1563600

9547 DYQVDLSDCGPMVLDALLK Oxidation (M) _DYQVDLSDCGPM(ox)VLDALLK_ B6TF74_MAIZE 2 1084.5161 2167.0177 1.2021 -0.90063 0.30735 122.62 122.62 4.44E-10 80.46 648870

9548 DYQVDLSDCGPMVLDALLK Oxidation (M) _DYQVDLSDCGPM(ox)VLDALLK_ B6TF74_MAIZE 2 1084.5161 2167.0177 1.0808 -0.15918 0.92723 122.94 122.94 1.08E-64 108.58 2366500

9549 DYQVDLSDCGPMVLDALLK Oxidation (M) _DYQVDLSDCGPM(ox)VLDALLK_ B6TF74_MAIZE 3 723.34651 2167.0177 0.72511 0.012943 0.74349 122.94 122.94 2.77E-04 27.54 884890

9550 DYQVDLSDCGPMVLDALLK Unmodified _DYQVDLSDCGPMVLDALLK_ B6TF74_MAIZE 2 1076.5187 2151.0228 1.2425 0.42631 1.6728 125.41 125.41 5.89E-20 53.63 88631

9551 DYSLITDLAAALTK Unmodified _DYSLITDLAAALTK_ B6T4P9_MAIZE 2 747.90614 1493.7977 0.83813 -0.4642 0.35698 127.79 127.79 8.77E-41 74.76 107310

9552 DYSLITDLAAALTK Unmodified _DYSLITDLAAALTK_ B6T4P9_MAIZE 2 747.90614 1493.7977 1.0807 -0.48327 0.58033 128.03 128.03 2.09E-30 70.03 108490

9553 DYSLITDLAAALTK Unmodified _DYSLITDLAAALTK_ B6T4P9_MAIZE 2 747.90614 1493.7977 0.84775 -0.53832 0.29196 128.08 128.08 2.25E-03 40.86 102700

9554 DYSMEYILTHLK Oxidation (M) _DYSM(ox)EYILTHLK_ B6U4L3_MAIZE 3 510.24992 1527.7279 -0.14617 0.18679 0.022714 82.14 82.14 2.46E-02 19.75 512660

9555 DYSMEYILTHLK Oxidation (M) _DYSM(ox)EYILTHLK_ B6U4L3_MAIZE 2 764.87124 1527.7279 0.72097 -2.3726 -1.6658 82.165 82.165 1.98E-03 28.65 120370

9556 DYSMEYILTHLK Oxidation (M) _DYSM(ox)EYILTHLK_ B6U4L3_MAIZE 2 764.87124 1527.7279 0.86863 0.374 1.2251 82.565 82.565 2.62E-07 57.33 193610

9557 DYSMEYILTHLK Unmodified _DYSMEYILTHLK_ B6U4L3_MAIZE 3 504.91828 1511.733 -0.12554 -0.012964 -0.15966 107.23 107.23 7.68E-01 6.23 227350

9558 DYSTAILER Unmodified _DYSTAILER_ B6T8X9_MAIZE 2 534.27202 1066.5295 -0.033755 -0.27606 -0.33195 67.814 67.814 3.21E-03 26.57 7427400

9559 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 0.1071 0.17515 0.27888 56.084 56.084 1.00E+00 18.83 6986800

9560 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 -0.022352 0.31064 0.2836 55.479 55.479 4.46E-01 26.61 2294400

9561 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 0.095819 0.017302 0.10845 57.878 57.878 1.00E+00 6.93 4143900

9562 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 0.080797 -0.031467 0.045249 57.181 57.181 1.00E+00 5.97 1922200

9563 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 -0.0058705 0.049887 0.040414 57.826 57.826 7.83E-01 20.83 4162500

9564 DYTDFAK Unmodified _DYTDFAK_ B5AK47_MAIZE 2 430.19525 858.37595 0.048628 -0.16429 -0.11912 58.1 58.1 8.04E-02 27.94 10708000

9565 DYTMENILTQLK Oxidation (M) _DYTM(ox)ENILTQLK_ B6SK03_MAIZE 2 742.8687 1483.7228 -0.63489 86.983 86.983 3.17E-05 57.19

9566 DYTMENILTQLK Oxidation (M) _DYTM(ox)ENILTQLK_ B6SK03_MAIZE 2 742.8687 1483.7228 0.74437 -0.019233 0.71058 88.395 88.395 9.64E-17 84.77 2288500

9567 DYTMENILTQLK Unmodified _DYTMENILTQLK_ B6SK03_MAIZE 2 734.87124 1467.7279 0.7079 -0.3485 0.3417 109.31 109.31 7.61E-14 83.04 2350300

9568 DYTMENILTQLKK Oxidation (M) _DYTM(ox)ENILTQLKK_ B6SK03_MAIZE 3 538.27988 1611.8178 -0.071199 0.24518 0.15553 77.919 77.919 4.29E-02 11.07 988810

9569 DYTMENILTQLKK Unmodified _DYTMENILTQLKK_ B6SK03_MAIZE 3 532.94824 1595.8229 -0.066353 -0.014897 -0.10239 97.418 97.418 1.00E+00 3.39 666900
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9570 DYTMENILTQLKK Unmodified _DYTMENILTQLKK_ B6SK03_MAIZE 2 798.91872 1595.8229 0.9438 -0.37835 0.54478 97.421 97.421 1.47E-03 33.14 156770

9571 DYVAGQIFDLADKLEQAEGQLAHSR Unmodified _DYVAGQIFDLADKLEQAEGQLAHSR_ B4FUK9_MAIZE 3 925.46298 2773.3671 1.1862 -0.32441 0.8523 130.04 130.04 2.33E-10 25.73 398050

9572 DYVHVR Unmodified _DYVHVR_ B4FFG3_MAIZE 2 394.70612 787.39769 0.32407 0.55668 0.88418 35.283 35.283 2.64E-01 26.86 31288

9573 DYVHVR Unmodified _DYVHVR_ B4FFG3_MAIZE 2 394.70612 787.39769 0.20947 0.080023 0.2921 38.359 38.359 5.26E-01 20.99 1328000

9574 DYVVHEDFMK Oxidation (M) _DYVVHEDFM(ox)K_ B4FTV9_MAIZE 2 649.78972 1297.5649 0.47715 -0.27107 0.21189 57.015 57.015 1.76E-07 28.57 1062500

9575 DYVVHEDFMK Oxidation (M) _DYVVHEDFM(ox)K_ B4FTV9_MAIZE 2 649.78972 1297.5649 0.46543 0.25846 0.72865 57.567 57.567 4.31E-05 36.75 636490

9576 DYVVHEDFMK Unmodified _DYVVHEDFMK_ B4FTV9_MAIZE 3 428.19727 1281.57 0.14128 0.30196 0.44415 68.049 68.049 2.99E-03 21.52 1492900

9577 DYVVHEDFMK Unmodified _DYVVHEDFMK_ B4FTV9_MAIZE 2 641.79226 1281.57 0.48764 0.056172 0.5452 68.054 68.054 1.84E-04 46.48 1254600

9578 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.30979 0.40266 0.70001 73.533 73.533 2.64E-01 19.93 2407300

9579 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.12843 0.44038 0.5581 73.836 73.836 2.64E-01 24.96 581820

9580 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.25888 0.10839 0.35595 74.757 74.757 1.00E+00 14.61 924630

9581 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.22544 0.13042 0.3442 74.314 74.314 2.64E-01 26.03 1015400

9582 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.1813 0.21887 0.38962 74.367 74.367 1.00E+00 1.06 1281100

9583 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.23299 -0.065549 0.15734 74.756 74.756 2.64E-01 34.11 5060600

9584 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.17611 -0.35036 -0.18337 74.616 74.616 2.64E-01 40.16 19239000

9585 DYWIVK Unmodified _DYWIVK_ B4FU56_MAIZE 2 412.22107 822.42759 0.047479 0.46896 0.50536 75.528 75.528 1.00E+00 2.95 400310

9586 DYWIVR Unmodified _DYWIVR_ B4FS90_MAIZE 2 426.22415 850.43374 0.19662 0.020086 0.20808 75.173 75.173 1.00E+00 8.65 920550

9587 DYWIVR Unmodified _DYWIVR_ B4FS90_MAIZE 2 426.22415 850.43374 0.081583 0.12382 0.19514 76.226 76.226 2.64E-01 27.92 4403700

9588 DYYGLAPGK Unmodified _DYYGLAPGK_ B6UC34_MAIZE 2 492.24527 982.476 -0.0016694 -0.025593 -0.042828 61.127 61.127 1.12E-01 14.62 313830

9589 EAAASCLISPNQISK Unmodified _EAAASCLISPNQISK_ B6SW65_MAIZE 2 794.9036 1587.7927 1.0049 0.028456 1.0118 65.435 65.435 1.60E-05 49.16 315620

9590 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 3 538.90453 1613.6918 0.076473 -0.16354 -0.12509 31.94 31.94 2.89E-01 20.04 331640

9591 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 3 538.90453 1613.6918 0.068094 -0.31563 -0.28468 32.024 32.024 1.21E-01 27.8 534710

9592 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 2 807.85315 1613.6918 1.0606 0.14977 1.1725 32.02 32.02 1.27E-09 76.95 90971

9593 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 3 538.90453 1613.6918 -0.03739 -0.4276 -0.50206 32.697 32.697 1.21E-01 28.16 2683300

9594 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 2 807.85315 1613.6918 1.0199 -0.067558 0.91403 32.697 32.697 1.27E-09 101.47 591520

9595 EAAEAASESGAEAHER Unmodified _EAAEAASESGAEAHER_ B6TK66_MAIZE 2 807.85315 1613.6918 1.1485 0.17417 1.2843 29.897 29.897 2.16E-02 57.91 17266

9596 EAAESTMIAYK Oxidation (M) _EAAESTM(ox)IAYK_ Q5XPI0_MAIZE 2 615.28955 1228.5646 0.30127 0.068076 0.33681 42.712 42.712 1.47E-01 27.62 351860

9597 EAAGTASLSDER Unmodified _EAAGTASLSDER_ B6TP06_MAIZE 2 603.78348 1205.5524 0.30843 -0.067348 0.21803 37.404 37.404 4.56E-01 27.15 302990

9598 EAAGTASLSDER Unmodified _EAAGTASLSDER_ B6TP06_MAIZE 2 603.78348 1205.5524 0.20284 0.02287 0.20404 40.837 40.837 1.11E-04 66.51 958000

9599 EAAGTASLSDERFDDPVSAAEEAAFCK Unmodified _EAAGTASLSDERFDDPVSAAEEAAFCK_ B6TP06_MAIZE 3 948.75914 2843.2556 1.1166 -0.11565 0.99328 98.3 98.3 2.45E-15 77.09 939690

9600 EAAIQAINAGK Unmodified _EAAIQAINAGK_ B6T9H3_MAIZE 2 543.30111 1084.5877 0.04292 0.051779 0.055244 48.95 48.95 1.47E-01 28.3 1132400

9601 EAALAAVLDDSPTIFDK Unmodified _EAALAAVLDDSPTIFDK_ B6SJF7_MAIZE 2 888.45672 1774.8989 1.104 0.4381 1.5332 112.26 112.26 1.54E-12 81.8 170570

9602 EAALILGVR Unmodified _EAALILGVR_ B4FMD9_MAIZE 2 471.29256 940.57057 -0.2784 0.19778 -0.10839 70.669 70.669 9.73E-03 49.1 753040

9603 EAALLEAER Unmodified _EAALLEAER_ B6U1S0_MAIZE 2 501.26674 1000.5189 -0.084235 0.31062 0.17577 52.767 52.767 3.32E-02 37.58 726440
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9604 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.31595 -0.68464 -0.4021 31.037 31.037 1.00E+00 8.6 87972

9605 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.21869 0.30993 0.49386 28.864 28.864 1.00E+00 7.31 9190.9

9606 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.24641 -0.29535 -0.083335 32.406 32.406 1.00E+00 21.94 91513

9607 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.33491 -0.44169 -0.13928 31.516 31.516 5.66E-01 24.75 67060

9608 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.36737 0.22482 0.55803 32.326 32.326 2.65E-01 19.5 51762

9609 EAAPATAEAHSAA Unmodified _EAAPATAEAHSAA_ B6SLG3_MAIZE 2 598.78074 1195.5469 0.27756 0.15731 0.40122 32.466 32.466 5.66E-01 18.27 628160

9610 EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK Unmodified _EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK_ B6UHJ4_MAIZE 5 773.38589 3861.8931 0.86211 -0.51619 0.34807 88.184 88.184 6.49E-01 6.99 6478100

9611 EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK Unmodified _EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK_ B6UHJ4_MAIZE 4 966.48054 3861.8931 1.1585 -0.5931 0.56814 88.15 88.15 1.57E-02 14.41 2823800

9612 EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK Oxidation (M) _EAASFTSQVIIM(ox)NHPGQIGNGYAPVLDCHTSHIAVK_ B6UHJ4_MAIZE 5 776.58487 3877.888 0.88881 -0.24839 0.64384 83.856 83.856 9.31E-01 1.46 652810

9613 EAASFTSQVIIMNHPGQIGNGYAPVLDCHTSHIAVK Oxidation (M) _EAASFTSQVIIM(ox)NHPGQIGNGYAPVLDCHTSHIAVK_ B6UHJ4_MAIZE 4 970.47927 3877.888 1.2247 -0.218 1.0097 83.985 83.985 3.46E-01 1.88 803340

9614 EAASKVR Unmodified _EAASKVR_ B4FTR5_MAIZE 2 380.71923 759.4239 0.56735 -0.002565 0.52762 32.48 32.48 4.46E-01 29.61 150200

9615 EAAWAISNATSGGSHEQIK Unmodified _EAAWAISNATSGGSHEQIK_ B6T451_MAIZE 3 652.98518 1955.9337 0.49675 -0.53592 -0.056379 62.294 62.294 2.20E-01 8.55 301120

9616 EAAWAISNATSGGSHEQIK Unmodified _EAAWAISNATSGGSHEQIK_ B6T451_MAIZE 3 652.98518 1955.9337 0.49415 -0.02087 0.45569 61.161 61.161 2.20E-01 16.6 1158000

9617 EAAWAISNATSGGTHDQIK Unmodified _EAAWAISNATSGGTHDQIK_ B4FWY8_MAIZE 3 652.98518 1955.9337 0.47888 0.14316 0.61246 61.172 61.172 9.90E-01 0.59 693660

9618 EAAWAISNATSGGTHDQIK Unmodified _EAAWAISNATSGGTHDQIK_ B4FWY8_MAIZE 3 652.98518 1955.9337 0.44269 -0.2771 0.15639 62.684 62.684 6.40E-03 30.75 1422500

9619 EAAWAISNATSGGTHDQIK Unmodified _EAAWAISNATSGGTHDQIK_ B4FWY8_MAIZE 3 652.98518 1955.9337 0.46083 -0.088868 0.36249 62.749 62.749 5.40E-02 21.42 1770900

9620 EACDIQACLSK Unmodified _EACDIQACLSK_ B6SLD0_MAIZE 2 647.79193 1293.5693 0.54793 0.65751 1.1991 54.348 54.348 3.83E-01 32.66 37112

9621 EACDSGLYTMVIMSFLDVYGPQR 2 Oxidation (M) _EACDSGLYTM(ox)VIM(ox)SFLDVYGPQR_ B4G1C2_MAIZE 3 895.40621 2683.1968 1.13 -0.17873 0.95701 128.83 128.83 2.54E-02 33.63 1285900

9622 EACDSGLYTMVIMSFLDVYGPQR 2 Oxidation (M) _EACDSGLYTM(ox)VIM(ox)SFLDVYGPQR_ B4G1C2_MAIZE 2 1342.6057 2683.1968 1.1937 0.18762 1.387 128.79 128.79 1.12E-03 26.41 197720

9623 EACWTISNITAGNK Unmodified _EACWTISNITAGNK_ B6T451_MAIZE 2 782.87484 1563.7351 0.97418 -0.009197 0.95608 77.562 77.562 2.96E-06 57.36 365220

9624 EACWTISNITAGNK Unmodified _EACWTISNITAGNK_ B6T451_MAIZE 2 782.87484 1563.7351 0.92888 -0.10701 0.81325 78.019 78.019 7.64E-09 67.57 782260

9625 EACWTISNITAGNR Unmodified _EACWTISNITAGNR_ B4FWY8_MAIZE 2 796.87792 1591.7413 1.0754 -0.20862 0.85896 78.956 78.956 1.95E-13 74.46 215420

9626 EACWTISNITAGNR Unmodified _EACWTISNITAGNR_ B4FWY8_MAIZE 2 796.87792 1591.7413 0.94948 -0.33931 0.60186 79.507 79.507 7.68E-22 76.02 472790

9627 EADGIVDYLK Unmodified _EADGIVDYLK_ Q5EUE1_MAIZE 2 561.7875 1121.5605 0.10127 0.38641 0.47366 79.848 79.848 4.40E-02 34.83 1274800

9628 EADGIVDYLK Unmodified _EADGIVDYLK_ Q5EUE1_MAIZE 2 561.7875 1121.5605 -0.02625 0.38227 0.34169 79.303 79.303 4.40E-02 40.83 10777000

9629 EADGIVDYLKK Unmodified _EADGIVDYLKK_ Q5EUE1_MAIZE 2 625.83499 1249.6554 0.30819 -0.26324 0.028103 69.063 69.063 4.96E-02 46.96 4658900

9630 EADGIVDYLKK Unmodified _EADGIVDYLKK_ Q5EUE1_MAIZE 3 417.55908 1249.6554 0.055395 0.18088 0.21816 69.088 69.088 6.79E-01 24.2 7574500

9631 EADLENKLEGLTVQQALHGNR Unmodified _EADLENKLEGLTVQQALHGNR_ Q9LKL4_MAIZE 4 584.55547 2334.1928 0.30111 0.40446 0.6876 84.678 84.678 1.00E+00 2.1 762400

9632 EADLENKLEGLTVQQALHGNR Unmodified _EADLENKLEGLTVQQALHGNR_ Q9LKL4_MAIZE 3 779.07154 2334.1928 0.95694 0.13113 1.0709 84.626 84.626 8.74E-04 27.08 538670

9633 EADLENKLEGLTVQQALHGNR Unmodified _EADLENKLEGLTVQQALHGNR_ Q9LKL4_MAIZE 3 779.07154 2334.1928 0.91765 -0.48454 0.41753 85.365 85.365 2.72E-06 49.27 298520

9634 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.053834 0.23355 0.14839 38.078 38.078 3.39E-01 16.22 2051100

9635 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.11988 -0.14 -0.28887 37.987 37.987 3.39E-01 18.04 54509

9636 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.16786 0.072018 -0.12687 37.195 37.195 1.00E+00 22.86 220200

9637 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 0.011392 0.18096 0.1619 39.188 39.188 7.18E-01 15.31 353170



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9638 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.079045 0.12702 0.018097 39.927 39.927 1.00E+00 24.48 705510

9639 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.066016 0.15347 0.056172 39.932 39.932 7.18E-01 16.4 1154700

9640 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.098678 1.0628 0.93146 40.813 40.813 3.39E-01 30.83 1962800

9641 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.11292 -0.52757 -0.66895 37.896 37.896 1.12E-01 35.66 3264200

9642 EADNIVAAR Unmodified _EADNIVAAR_ B4FNT0_MAIZE 2 479.75126 957.48796 -0.23662 -0.13459 -0.39998 41.354 41.354 3.32E-02 43.3 7007500

9643 EADNLLFNFEEPLKDYVR Unmodified _EADNLLFNFEEPLKDYVR_ B4FI08_MAIZE 3 738.03554 2211.0848 0.79499 -0.2093 0.56897 115.46 115.46 2.39E-01 12.17 185440

9644 EADNLLFNFEEPLKDYVR Unmodified _EADNLLFNFEEPLKDYVR_ B4FI08_MAIZE 3 738.03554 2211.0848 0.82589 -0.11115 0.69796 115.65 115.65 2.39E-01 27.33 181630

9645 EADNLLFNFEEPLKDYVR Unmodified _EADNLLFNFEEPLKDYVR_ B4FI08_MAIZE 3 738.03554 2211.0848 0.85994 0.11868 0.96162 115.58 115.58 6.30E-02 26.16 161430

9646 EADNLLFNFEEPLKDYVR Unmodified _EADNLLFNFEEPLKDYVR_ B4FI08_MAIZE 3 738.03554 2211.0848 0.78356 0.082622 0.85 116.27 116.27 1.06E-02 26.54 1235300

9647 EADPLDSQVVTVGK Unmodified _EADPLDSQVVTVGK_ B4F861_MAIZE 2 729.37775 1456.7409 0.79784 -0.076153 0.7312 69.069 69.069 3.56E-04 55.67 1032800

9648 EADVDGDGQINYEEFVK Unmodified _EADVDGDGQINYEEFVK_ B4FBY6_MAIZE 2 964.43143 1926.8483 1.1129 -0.090713 1.0201 86.3 86.3 4.07E-45 111.38 3146500

9649 EADYAVESIGALR Unmodified _EADYAVESIGALR_ B4FL38_MAIZE 2 697.35153 1392.6885 0.63716 0.75228 1.3654 77.94 77.94 4.93E-21 69.73 1172200

9650 EAEAIDGDILK Unmodified _EAEAIDGDILK_ B6SQM0_MAIZE 2 587.30352 1172.5925 0.11319 0.85742 0.94371 68.455 68.455 4.96E-02 48.2 428520

9651 EAEAVAEPTEAEPK Unmodified _EAEAVAEPTEAEPK_ B4FMB6_MAIZE 2 735.85156 1469.6886 0.74232 -0.22835 0.48231 48.051 48.051 1.95E-13 75.39 7862500

9652 EAEAVAEPTEAEPK Unmodified _EAEAVAEPTEAEPK_ B4FMB6_MAIZE 2 735.85156 1469.6886 0.63987 -0.16971 0.43854 45.164 45.164 1.95E-13 70.81 10850000

9653 EAEEAPSEDAAK Unmodified _EAEEAPSEDAAK_ B6TRL2_MAIZE 2 623.77532 1245.5361 0.44541 -0.16689 0.23851 29.71 29.71 6.74E-02 21.04 74267

9654 EAEEFAEEDK Unmodified _EAEEFAEEDK_ B4FW90_MAIZE 2 598.75132 1195.4881 0.2456 0.55247 0.76271 40.76 40.76 1.00E+00 15.31 657470

9655 EAEEFAEEDK Unmodified _EAEEFAEEDK_ B4FW90_MAIZE 2 598.75132 1195.4881 0.21374 0.18195 0.36074 39.876 39.876 1.45E-01 22.13 133390

9656 EAEEFAEEDK Unmodified _EAEEFAEEDK_ B4FW90_MAIZE 2 598.75132 1195.4881 0.26627 0.19565 0.42739 42.91 42.91 7.11E-01 27.35 460220

9657 EAEEFAEEDK Unmodified _EAEEFAEEDK_ B4FW90_MAIZE 2 598.75132 1195.4881 0.26415 0.16306 0.39194 42.131 42.131 4.40E-02 33.92 898940

9658 EAEEFAEEDK Unmodified _EAEEFAEEDK_ B4FW90_MAIZE 2 598.75132 1195.4881 0.17759 0.093491 0.2369 42.981 42.981 1.25E-02 36.78 3978600

9659 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 0.10626 0.29594 0.3635 34.2 34.2 1.00E+00 5.71 839270

9660 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.51902 -0.050842 0.43123 34.205 34.205 4.43E-05 61.65 968310

9661 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 -0.063219 0.63601 0.5353 33.73 33.73 1.00E+00 0.99 26919

9662 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.51922 0.13057 0.61398 33.746 33.746 1.47E-01 62.11 15635

9663 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 -0.07921 0.64328 0.52652 33.006 33.006 1.00E+00 2.82 327650

9664 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.57252 0.50729 1.0431 32.944 32.944 1.47E-01 44.31 368270

9665 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.55569 0.030215 0.54961 35.853 35.853 4.96E-02 41.87 867250

9666 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 0.04776 0.29465 0.30581 35.866 35.866 3.45E-01 11.21 681120

9667 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.56163 -0.13432 0.39082 35.022 35.022 1.67E-02 32.48 1070300

9668 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.45102 -0.15861 0.2562 35.744 35.744 1.67E-02 38.85 4254800

9669 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 -0.070527 0.35288 0.24513 35.749 35.749 3.45E-01 18.96 5095000

9670 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.54112 -0.032762 0.47128 36.616 36.616 4.96E-02 52.36 100600

9671 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 0.10518 0.36177 0.42866 33.69 33.69 1.00E+00 9.54 468290
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9672 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 2 662.7988 1323.583 0.51028 -0.23812 0.23562 33.698 33.698 1.67E-02 37.39 500230

9673 EAEEFAEEDKK Unmodified _EAEEFAEEDKK_ B4FW90_MAIZE 3 442.20162 1323.583 -0.092179 0.54232 0.412 37.025 37.025 1.00E+00 3.15 82510

9674 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.16035 0.045515 0.16119 29.194 29.194 7.60E-01 10.59 321810

9675 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 4 421.21244 1680.8206 0.28491 0.061579 0.30164 29.184 29.184 1.00E+00 1.59 236160

9676 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.065768 0.083187 0.1047 27.581 27.581 1.00E+00 18.29 104870

9677 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.18148 0.24928 0.3859 30.356 30.356 1.00E+00 12.74 83639

9678 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.2514 0.14472 0.35156 29.491 29.491 1.00E+00 4.91 49255

9679 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.18719 0.030385 0.17405 30.322 30.322 4.35E-01 15.57 116010

9680 EAEKPAEEEEAPKPK Unmodified _EAEKPAEEEEAPKPK_ B6THG3_MAIZE 3 561.28082 1680.8206 0.21805 0.087257 0.26042 28.377 28.377 1.00E+00 12.13 23730

9681 EAELENSFIGTTK Unmodified _EAELENSFIGTTK_ PURA_MAIZE 2 719.85665 1437.6987 0.63989 -0.31819 0.305 70.536 70.536 6.20E-03 57.99 1873800

9682 EAENCDCLQGFQVCHSLGGGTGSGMGTLLISK Oxidation (M) _EAENCDCLQGFQVCHSLGGGTGSGM(ox)GTLLISK_ TBB5_MAIZE B4 3 1133.8406 3398.4999 1.2037 -0.18486 1.0342 87.932 87.932 1.15E-01 14.3 324580

9683 EAENCDCLQGFQVCHSLGGGTGSGMGTLLISK Oxidation (M) _EAENCDCLQGFQVCHSLGGGTGSGM(ox)GTLLISK_ TBB5_MAIZE B4 3 1133.8406 3398.4999 1.1996 0.022165 1.2378 87.664 87.664 5.38E-08 45.95 334980

9684 EAENCDCLQGFQVCHSLGGGTGSGMGTLLISK Oxidation (M) _EAENCDCLQGFQVCHSLGGGTGSGM(ox)GTLLISK_ TBB5_MAIZE B4 3 1133.8406 3398.4999 1.1943 -0.22801 0.98187 87.88 87.88 2.68E-10 54.52 2552800

9685 EAENCDCLQGFQVCHSLGGGTGSGMGTLLISK Unmodified _EAENCDCLQGFQVCHSLGGGTGSGMGTLLISK_ TBB5_MAIZE B4 3 1128.5089 3382.505 1.2507 -0.40271 0.86315 96.406 96.406 2.63E-16 55.04 649990

9686 EAEPEAAAPAAETEVK Unmodified _EAEPEAAAPAAETEVK_ B4FMB6_MAIZE 2 806.88867 1611.7628 0.95288 0.13142 1.0495 52.041 52.041 1.42E-33 65.05 2783600

9687 EAEPEAAAPAAETEVK Unmodified _EAEPEAAAPAAETEVK_ B4FMB6_MAIZE 2 806.88867 1611.7628 0.85543 -0.20238 0.61892 49.486 49.486 1.42E-33 78.7 5916400

9688 EAESQIATR Unmodified _EAESQIATR_ B4FHE4_MAIZE 2 502.754 1003.4934 -0.20836 3.1029 2.8586 30.274 30.274 1.00E+00 33.01 19994

9689 EAESQIATR Unmodified _EAESQIATR_ B4FHE4_MAIZE 2 502.754 1003.4934 -0.056646 -0.13278 -0.21986 28.708 28.708 1.12E-01 67.39 195650

9690 EAESQIATR Unmodified _EAESQIATR_ B4FHE4_MAIZE 2 502.754 1003.4934 -0.13929 -0.019403 -0.18962 31.537 31.537 1.12E-01 47.38 195200

9691 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.2327 -0.77356 0.44775 101.87 101.87 4.44E-10 56.27 652680

9692 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.1809 -0.89624 0.27327 102.41 102.41 5.13E-03 46.81 280900

9693 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.1508 -0.66704 0.47221 102.45 102.45 5.89E-20 78.04 615740

9694 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.1167 -1.5935 -0.48678 102.41 102.41 5.48E-24 58.78 509900

9695 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.2259 -0.97971 0.2357 101.89 101.89 5.48E-24 71.93 931810

9696 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 2 1001.5233 2001.032 1.1425 -0.17451 0.95617 102.63 102.63 2.86E-31 93.74 5900600

9697 EAFAAPGLGYVDIPNAQIR Unmodified _EAFAAPGLGYVDIPNAQIR_ B6TUA2_MAIZE 3 668.01793 2001.032 0.56468 -1.4214 -0.86719 102.64 102.64 2.05E-01 8.19 1001700

9698 EAFDEAISQLDMLGEDSYK Oxidation (M) _EAFDEAISQLDM(ox)LGEDSYK_ B4FT23_MAIZE 2 1088.9832 2175.9518 1.1958 0.11682 1.2993 114.47 114.47 1.30E-03 33.12 338040

9699 EAFDEAISQLDMLGEDSYK Oxidation (M) _EAFDEAISQLDM(ox)LGEDSYK_ B4FT23_MAIZE 2 1088.9832 2175.9518 1.1703 0.1784 1.3354 115.67 115.67 1.84E-40 85.33 294310

9700 EAFDLFDTDNSGTIDAK Unmodified _EAFDLFDTDNSGTIDAK_ B4FY36_MAIZE 2 929.9207 1857.8269 1.1228 0.71111 1.8364 96.456 96.456 1.51E-07 57.68 141570

9701 EAFESIEIPK Unmodified _EAFESIEIPK_ B4FS99_MAIZE 2 581.80315 1161.5918 0.10666 0.21354 0.28968 75.862 75.862 1.45E-01 35.14 2188600

9702 EAFLLEPR Unmodified _EAFLLEPR_ MI25_MAIZE Q 2 487.76892 973.52328 -0.020837 -0.13544 -0.18454 71.213 71.213 7.88E-01 23.75 1026500

9703 EAFLLEPR Unmodified _EAFLLEPR_ MI25_MAIZE Q 2 487.76892 973.52328 -0.28589 0.10942 -0.20378 72.756 72.756 1.90E-02 43.4 723030

9704 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 3 513.25265 1536.7361 -0.01416 0.010245 -0.0031146 85.077 85.077 1.00E+00 5.81 2208600

9705 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 2 769.37534 1536.7361 0.91085 0.22303 1.1344 85.196 85.196 1.15E-02 44.47 613680



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9706 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 2 769.37534 1536.7361 0.87508 0.11383 0.99047 85.814 85.814 6.20E-03 59.63 108450

9707 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 3 513.25265 1536.7361 -0.020551 -0.02594 -0.046124 86.1 86.1 9.36E-01 7.22 1370600

9708 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 2 769.37534 1536.7361 0.88617 0.02807 0.91554 86.168 86.168 1.15E-02 50.43 140900

9709 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 3 513.25265 1536.7361 -0.039882 0.092725 0.053268 85.955 85.955 1.00E+00 0.04 2147500

9710 EAFPGDVFYLHSR Unmodified _EAFPGDVFYLHSR_ ATPAM_MAIZE 2 769.37534 1536.7361 0.91827 -0.005536 0.91395 86.021 86.021 1.47E-03 55.03 275770

9711 EAFSLFDKDGDGCITTK Unmodified _EAFSLFDKDGDGCITTK_ B4FBY6_MAIZE 2 952.44075 1902.8669 1.1216 -0.1386 0.99337 80.973 80.973 2.72E-05 57.55 420720

9712 EAFSLFDKDGDGCITTK Unmodified _EAFSLFDKDGDGCITTK_ B4FBY6_MAIZE 3 635.29626 1902.8669 0.29517 0.69646 1.0015 80.991 80.991 4.33E-01 18.08 2681500

9713 EAFSLFDTDGDGR Unmodified _EAFSLFDTDGDGR_ B6T4U8_MAIZE 2 715.31515 1428.6157 0.67663 0.19657 0.88375 90.391 90.391 1.47E-03 53.04 504780

9714 EAFSSFGEVTEAR Unmodified _EAFSSFGEVTEAR_ B6SIF0_MAIZE 2 715.33334 1428.6521 0.49902 -0.3417 0.15255 73.664 73.664 1.00E-11 69.61 3734700

9715 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.71487 0.43225 1.1209 77.771 77.771 9.54E-02 38.89 1366300

9716 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.6917 0.12847 0.79429 78.144 78.144 1.15E-02 43.13 371690

9717 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.69573 0.12518 0.79536 78.744 78.744 3.13E-02 44.93 698490

9718 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.7622 -0.59886 0.13954 78.369 78.369 6.20E-03 54.55 670790

9719 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.73065 -0.15876 0.54642 78.174 78.174 2.65E-01 30.06 394030

9720 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.6301 0.33847 0.94215 78.582 78.582 2.61E-08 46.36 10065000

9721 EAGALLSYDPNLR Unmodified _EAGALLSYDPNLR_ B4FBJ5_MAIZE 2 709.86735 1417.7201 0.67471 -0.17076 0.47921 78.286 78.286 2.65E-01 41.68 322680

9722 EAGGYEVIK Unmodified _EAGGYEVIK_ B4FR61_MAIZE 2 483.25056 964.48656 -0.17485 0.13668 -0.059116 45.744 45.744 3.39E-01 26.27 688060

9723 EAGGYEVIK Unmodified _EAGGYEVIK_ B4FR61_MAIZE 2 483.25056 964.48656 -0.11392 0.97253 0.83466 47.57 47.57 7.18E-01 17.85 1468000

9724 EAGGYEVIK Unmodified _EAGGYEVIK_ B4FR61_MAIZE 2 483.25056 964.48656 -0.10482 0.59462 0.46846 48.047 48.047 1.00E+00 17.34 6269200

9725 EAGGYEVIK Unmodified _EAGGYEVIK_ B4FR61_MAIZE 2 483.25056 964.48656 -0.17656 0.010642 -0.18715 48.985 48.985 1.12E-01 42.28 26211000

9726 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.71712 0.075898 0.79362 38.808 38.808 1.85E-03 65.86 452590

9727 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.76342 -0.04219 0.7219 39.244 39.244 6.31E-03 54.06 367330

9728 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.70062 0.047621 0.7491 38.032 38.032 1.49E-02 44.55 163230

9729 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.7066 0.15935 0.86699 41.107 41.107 4.31E-03 77.46 383260

9730 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 -0.32404 40.8 40.8 6.73E-08 80.54

9731 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.69955 -0.11774 0.58321 39.985 39.985 7.64E-09 77.79 424630

9732 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.73234 -0.031989 0.70066 40.37 40.37 2.96E-06 80.71 497630

9733 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.6961 -0.14279 0.55495 40.885 40.885 3.56E-04 71.54 598240

9734 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.70423 -0.08515 0.62042 41.262 41.262 2.25E-03 77.25 805640

9735 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.75615 0.10356 0.85974 40.891 40.891 2.96E-06 60.1 400950

9736 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.75142 0.1148 0.86706 41.347 41.347 2.96E-06 69.78 564730

9737 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.66963 0.10634 0.77661 41.718 41.718 2.96E-06 74.16 1363500

9738 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.6818 0.065576 0.74814 42.165 42.165 2.96E-06 75.48 1715300

9739 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.53967 -0.91129 -0.36937 38.801 38.801 7.64E-09 80.27 18533000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9740 EAGSTMDVVAAQTK Oxidation (M) _EAGSTM(ox)DVVAAQTK_ B4FNW1_MAIZE 2 712.34031 1422.6661 0.5641 -0.77914 -0.21255 39.251 39.251 3.56E-04 85.04 20833000

9741 EAGSTMDVVAAQTK Unmodified _EAGSTMDVVAAQTK_ B4FNW1_MAIZE 2 704.34285 1406.6711 0.67447 0.30245 0.97473 52.673 52.673 2.96E-06 97.71 2959100

9742 EAGSTMDVVAAQTK Unmodified _EAGSTMDVVAAQTK_ B4FNW1_MAIZE 2 704.34285 1406.6711 0.71049 1.0306 1.7386 52.444 52.444 3.56E-04 78.4 408800

9743 EAGSTMDVVAAQTK Unmodified _EAGSTMDVVAAQTK_ B4FNW1_MAIZE 2 704.34285 1406.6711 0.6841 1.8412 2.5213 54.705 54.705 2.25E-03 74.12 877680

9744 EAGSTMDVVAAQTK Unmodified _EAGSTMDVVAAQTK_ B4FNW1_MAIZE 2 704.34285 1406.6711 0.63965 0.10656 0.74497 55.405 55.405 7.64E-09 90.68 3846600

9745 EAGSTMDVVAAQTK Unmodified _EAGSTMDVVAAQTK_ B4FNW1_MAIZE 2 704.34285 1406.6711 0.50002 -0.79941 -0.29992 52.956 52.956 1.95E-13 98.01 35908000

9746 EAGTTMDVVAAQTK Unmodified _EAGTTMDVVAAQTK_ B6SMQ5_MAIZE 2 711.35067 1420.6868 0.7206 0.14987 0.8729 54.102 54.102 2.96E-06 55.46 1143800

9747 EAGTTMDVVAAQTK Unmodified _EAGTTMDVVAAQTK_ B6SMQ5_MAIZE 2 711.35067 1420.6868 0.76275 0.93167 1.6946 56.071 56.071 6.31E-03 46 207200

9748 EAGTTMDVVAAQTK Unmodified _EAGTTMDVVAAQTK_ B6SMQ5_MAIZE 2 711.35067 1420.6868 0.80519 0.38945 1.1962 55.31 55.31 3.49E-01 16.67 260270

9749 EAGTTMDVVAAQTK Unmodified _EAGTTMDVVAAQTK_ B6SMQ5_MAIZE 2 711.35067 1420.6868 0.70204 0.38581 1.0896 56.767 56.767 1.00E+00 10.97 310180

9750 EAGTTMDVVAAQTK Unmodified _EAGTTMDVVAAQTK_ B6SMQ5_MAIZE 2 711.35067 1420.6868 0.59317 -0.34189 0.25366 54.485 54.485 1.95E-13 92.99 6212200

9751 EAGTTMDVVAAQTK Oxidation (M) _EAGTTM(ox)DVVAAQTK_ B6SMQ5_MAIZE 2 719.34813 1436.6817 0.78755 0.096015 0.88852 41.42 41.42 2.25E-03 60.08 208090

9752 EAGTTMDVVAAQTK Oxidation (M) _EAGTTM(ox)DVVAAQTK_ B6SMQ5_MAIZE 2 719.34813 1436.6817 0.61701 -0.31368 0.30921 40.038 40.038 7.64E-09 104.45 4515200

9753 EAGTTMDVVAAQTK Oxidation (M) _EAGTTM(ox)DVVAAQTK_ B6SMQ5_MAIZE 2 719.34813 1436.6817 0.64513 -0.39442 0.25677 40.421 40.421 2.96E-06 68.28 4931600

9754 EAGVHGLVVPDVPLEETDVLR Unmodified _EAGVHGLVVPDVPLEETDVLR_ B2Y0K4_MAIZE 3 748.73386 2243.1798 0.78432 0.28612 1.077 99.987 99.987 4.33E-06 47.24 1442200

9755 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.20655 0.1958 0.39932 46.205 46.205 1.68E-09 53.87 4368800

9756 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.17108 0.032303 0.20024 45.748 45.748 1.11E-04 52.07 1245800

9757 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.22804 -0.025787 0.1992 48.338 48.338 1.98E-03 50.58 1407100

9758 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.22539 -0.072607 0.15002 47.568 47.568 2.62E-07 56.36 1390000

9759 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.20046 0.026902 0.22496 48.43 48.43 2.62E-07 63.76 1099200

9760 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.24663 0.010356 0.25493 48.325 48.325 6.74E-02 31.05 736750

9761 EAGVTVVESPAK Unmodified _EAGVTVVESPAK_ B6TH57_MAIZE 2 593.81934 1185.6241 0.14158 0.1405 0.27817 49.145 49.145 7.61E-14 74.75 9047900

9762 EAICENPTEPLTLDEIADR Unmodified _EAICENPTEPLTLDEIADR_ B6TAY2_MAIZE 2 1093.5177 2185.0209 1.2823 -0.52976 0.73994 90.481 90.481 1.84E-40 73.38 487270

9763 EAIEGTYIDK Unmodified _EAIEGTYIDK_ B6T2A5_MAIZE 2 569.78496 1137.5554 0.1261 0.36707 0.46872 53.145 53.145 1.25E-02 48.72 3439700

9764 EAIEGTYIDK Unmodified _EAIEGTYIDK_ B6T2A5_MAIZE 2 569.78496 1137.5554 0.10168 0.1049 0.18444 53.033 53.033 1.00E+00 8.51 361330

9765 EAIEGTYIDK Unmodified _EAIEGTYIDK_ B6T2A5_MAIZE 2 569.78496 1137.5554 0.16872 0.25505 0.39964 55.251 55.251 7.11E-01 14.99 328150

9766 EAIEGTYIDK Unmodified _EAIEGTYIDK_ B6T2A5_MAIZE 2 569.78496 1137.5554 0.036587 -2.7183 -2.6999 56.462 56.462 7.11E-01 16.15 776940

9767 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.34715 0.078057 0.39794 44.885 44.885 4.48E-03 37.63 9867100

9768 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 3 422.89072 1265.6503 0.20152 0.10413 0.27873 44.915 44.915 1.00E+00 12.13 4760800

9769 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.36953 0.22142 0.56452 44.662 44.662 3.57E-04 51.01 714010

9770 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.39074 0.040481 0.40444 47.211 47.211 4.48E-03 35.08 648330

9771 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.41951 -0.045658 0.3472 46.467 46.467 1.47E-01 18.82 508900

9772 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.38133 0.057738 0.41288 47.332 47.332 3.57E-04 51.17 536870

9773 EAIEGTYIDKK Unmodified _EAIEGTYIDKK_ B6T2A5_MAIZE 2 633.83244 1265.6503 0.31928 0.052507 0.34567 48.576 48.576 4.43E-05 46.54 1006500
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9774 EAIEINNSVPQGLSSSIFTK Unmodified _EAIEINNSVPQGLSSSIFTK_ B6TB11_MAIZE 2 1067.555 2133.0954 1.2189 -0.18216 1.0239 95.67 95.67 3.46E-29 80.87 361900

9775 EAIEINNSVPQGLSSSIFTK Unmodified _EAIEINNSVPQGLSSSIFTK_ B6TB11_MAIZE 2 1067.555 2133.0954 1.2047 -0.18377 1.0088 96.157 96.157 4.84E-09 39.47 202760

9776 EAILPFVLYIQK Unmodified _EAILPFVLYIQK_ B4FI21_MAIZE 2 717.42377 1432.833 0.73757 0.52345 1.2415 116.38 116.38 2.00E-01 12.54 130550

9777 EAILPFVLYIQK Unmodified _EAILPFVLYIQK_ B4FI21_MAIZE 2 717.42377 1432.833 0.75774 0.50543 1.244 116.39 116.39 7.72E-03 39.53 155000

9778 EAINEQVIANTYANMR Oxidation (M) _EAINEQVIANTYANM(ox)R_ B6TB46_MAIZE 2 926.94653 1851.8785 1.1345 -0.087132 1.0214 73.721 73.721 4.49E-33 84.29 296880

9779 EAIQYSMDLYGQYIMQTLR 2 Oxidation (M) _EAIQYSM(ox)DLYGQYIM(ox)QTLR_ B4FCR7_MAIZE 2 1178.0534 2354.0923 1.0943 -0.18306 0.89781 102.31 102.31 1.15E-35 98.6 1408200

9780 EAIQYSMDLYGQYIMQTLR Oxidation (M) _EAIQYSM(ox)DLYGQYIMQTLR_ B4FCR7_MAIZE 2 1170.056 2338.0974 1.1809 0.23053 1.397 111.41 111.41 3.71E-05 62.32 143600

9781 EAIQYSMDLYGQYIMQTLR Oxidation (M) _EAIQYSMDLYGQYIM(ox)QTLR_ B4FCR7_MAIZE 2 1170.056 2338.0974 1.1537 1.3614 2.4996 119.32 119.32 1.11E-14 91.91 164710

9782 EAIQYSMDLYGQYIMQTLR Oxidation (M) _EAIQYSMDLYGQYIM(ox)QTLR_ B4FCR7_MAIZE 2 1170.056 2338.0974 1.1698 0.58637 1.7408 121.32 121.32 1.06E-14 66.96 187870

9783 EAIQYSMDLYGQYIMQTLR Oxidation (M) _EAIQYSMDLYGQYIM(ox)QTLR_ B4FCR7_MAIZE 3 780.37306 2338.0974 0.95021 0.18006 1.1151 121.44 121.44 9.90E-15 39.42 188310

9784 EAISAMDGK Oxidation (M) _EAISAM(ox)DGK_ B6SIF0_MAIZE 2 469.2184 936.42225 -0.16146 -0.022073 -0.20548 23.441 23.441 3.39E-01 28.32 54090

9785 EAISAMDGK Oxidation (M) _EAISAM(ox)DGK_ B6SIF0_MAIZE 2 469.2184 936.42225 -0.15064 -0.045566 -0.21759 24.109 24.109 1.00E+00 1.91 58813

9786 EAISAMDGK Oxidation (M) _EAISAM(ox)DGK_ B6SIF0_MAIZE 2 469.2184 936.42225 -0.081061 -0.066297 -0.16969 25.854 25.854 1.00E+00 23.95 10529

9787 EALEIPSAPDVLLLPSDLAPFVK Unmodified _EALEIPSAPDVLLLPSDLAPFVK_ B4F916_MAIZE 2 1217.6776 2433.3407 1.2169 -0.07304 1.1327 127.57 127.57 2.10E-05 41.43 113250

9788 EALEIPSAPDVLLLPSDLAPFVK Unmodified _EALEIPSAPDVLLLPSDLAPFVK_ B4F916_MAIZE 2 1217.6776 2433.3407 1.2573 0.1864 1.432 127.4 127.4 1.96E-09 67.72 449280

9789 EALEIPSAPDVLLLPSDLAPFVK Unmodified _EALEIPSAPDVLLLPSDLAPFVK_ B4F916_MAIZE 3 812.12084 2433.3407 1.0614 0.16914 1.2195 127.39 127.39 1.00E+00 4.31 135240

9790 EALESVTAEQK Unmodified _EALESVTAEQK_ B4FV79_MAIZE 2 602.80642 1203.5983 0.25297 0.10255 0.32979 45.19 45.19 4.96E-02 53.44 337260

9791 EALESVTAEQK Unmodified _EALESVTAEQK_ B4FV79_MAIZE 2 602.80642 1203.5983 0.18659 0.1139 0.27601 48.478 48.478 4.43E-05 66.39 1930500

9792 EALEWLDDNQSAEKEDYEEK Unmodified _EALEWLDDNQSAEKEDYEEK_ B4FW90_MAIZE 3 814.35908 2440.0554 0.97635 -0.031504 0.91842 78.139 78.139 5.91E-04 32.46 481740

9793 EALEWLDDNQSAEKEDYEEK Unmodified _EALEWLDDNQSAEKEDYEEK_ B4FW90_MAIZE 3 814.35908 2440.0554 1.0002 0.16351 1.1363 77.774 77.774 1.69E-03 35.91 833850

9794 EALEWLDDNQSAEKEDYEEK Unmodified _EALEWLDDNQSAEKEDYEEK_ B4FW90_MAIZE 3 814.35908 2440.0554 0.97445 0.066328 1.0136 77.604 77.604 6.15E-07 40.43 2394100

9795 EALGALPLYQR Unmodified _EALGALPLYQR_ B6TMP9_MAIZE 2 615.84569 1229.6768 0.18846 0.20768 0.36757 77.856 77.856 4.48E-03 43.2 215100

9796 EALGALPLYQR Unmodified _EALGALPLYQR_ B6TMP9_MAIZE 2 615.84569 1229.6768 0.20559 0.46886 0.64664 78.453 78.453 4.48E-03 36.17 5942900

9797 EALIETAADEAEGADILLVKPGLPYLDIIR Unmodified _EALIETAADEAEGADILLVKPGLPYLDIIR_ B6TPK4_MAIZE 3 1070.2499 3207.7279 1.2417 0.31993 1.541 129.94 129.94 1.04E-04 51.37 485120

9798 EALINDDEAK Unmodified _EALINDDEAK_ B6TXQ6_MAIZE 2 559.27222 1116.5299 0.030451 -0.089969 -0.092601 47.542 47.542 1.25E-02 46.58 1326100

9799 EALLWTDGR Unmodified _EALLWTDGR_ B6U0I0_MAIZE 2 530.77473 1059.5349 0.080046 0.62101 0.68856 71.916 71.916 7.18E-01 33.62 1019000

9800 EALPWYTPYVYNNPVGR Unmodified _EALPWYTPYVYNNPVGR_ B6TK00_MAIZE 2 1020.0047 2037.9949 1.282 0.004071 1.2763 102.03 102.03 2.47E-02 19.2 241290

9801 EALSLLDSFYEDLVDGK Unmodified _EALSLLDSFYEDLVDGK_ B6T443_MAIZE 2 957.47257 1912.9306 1.0703 0.67235 1.7333 127.62 127.62 3.42E-29 87.47 326680

9802 EALSLLDSFYEDLVDGK Unmodified _EALSLLDSFYEDLVDGK_ B6T443_MAIZE 2 957.47257 1912.9306 1.144 0.63602 1.7703 128.08 128.08 1.22E-02 41.42 105830

9803 EALVYGVPSIAISLNWK Unmodified _EALVYGVPSIAISLNWK_ B6SLG3_MAIZE 2 930.51692 1859.0193 1.2231 0.15513 1.3629 119.35 119.35 1.24E-09 40.64 230280

9804 EANLYTEIAEGIHAYGITSHR Unmodified _EANLYTEIAEGIHAYGITSHR_ B4FAI1_MAIZE 3 782.38887 2344.1448 1.0072 0.22473 1.2132 105.84 105.84 2.72E-06 55.07 303680

9805 EANNFLWPFK Unmodified _EANNFLWPFK_ B4F8K1_MAIZE 2 633.31931 1264.6241 0.37665 0.63743 0.99686 105.25 105.25 1.45E-01 16.02 783040

9806 EANNFLWPFK Unmodified _EANNFLWPFK_ B4F8K1_MAIZE 2 633.31931 1264.6241 0.39748 0.48646 0.86705 105.3 105.3 2.81E-03 43.41 1087400

9807 EANNFLWPFK Unmodified _EANNFLWPFK_ B4F8K1_MAIZE 2 633.31931 1264.6241 0.39842 0.46821 0.85 105.26 105.26 1.25E-02 39.4 1194400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

9808 EANNFLWPFK Unmodified _EANNFLWPFK_ B4F8K1_MAIZE 2 633.31931 1264.6241 0.24416 0.40112 0.6296 105.25 105.25 1.25E-02 46.33 10376000

9809 EANNFLWPFK Unmodified _EANNFLWPFK_ B4F8K1_MAIZE 2 633.31931 1264.6241 0.36531 0.16305 0.51335 106.28 106.28 3.43E-01 17.13 116590

9810 EANQPTVPSTIGDEFEINTFMR Oxidation (M) _EANQPTVPSTIGDEFEINTFM(ox)R_ B4FGF5_MAIZE 3 838.0602 2511.1588 1.0652 -0.29898 0.76557 99.694 99.694 6.10E-05 28.94 354600

9811 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.2084 -0.045739 1.1557 99.092 99.092 2.77E-53 109.78 1292100

9812 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.2062 0.030739 1.2306 99.676 99.676 2.77E-53 96.7 1567700

9813 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 3 724.72308 2171.1474 0.73224 0.15602 0.88104 99.639 99.639 3.70E-04 39.31 960130

9814 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.1478 0.091348 1.2319 99.784 99.784 8.25E-66 97.03 2702400

9815 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 3 724.72308 2171.1474 0.73196 0.12912 0.85371 99.78 99.78 1.99E-03 28.65 2343000

9816 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.144 0.10505 1.2423 99.661 99.661 1.22E-73 106.24 2750600

9817 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 3 724.72308 2171.1474 0.73889 0.13822 0.86962 99.684 99.684 1.85E-01 7.94 1732900

9818 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.254 -0.084363 1.1632 99.476 99.476 1.22E-73 118.92 2484300

9819 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 3 724.72308 2171.1474 0.74601 0.048746 0.78822 99.385 99.385 2.26E-05 33.41 2045200

9820 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.154 0.031078 1.1781 100.1 100.1 2.30E-93 125.52 12949000

9821 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 3 724.72308 2171.1474 0.72784 0.16879 0.8897 100.12 100.12 8.95E-18 61.89 7312200

9822 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.2353 0.05098 1.2793 99.293 99.293 9.41E-18 76.13 614370

9823 EAPAFVEQATEQQILVTGIK Unmodified _EAPAFVEQATEQQILVTGIK_ ATPBM_MAIZE 2 1086.581 2171.1474 1.1851 -0.16232 1.0157 99.716 99.716 2.77E-53 91.19 225510

9824 EAPANNPGLQTEVDPATK Unmodified _EAPANNPGLQTEVDPATK_ B6SGV9_MAIZE 2 926.45779 1850.901 1.0642 0.1872 1.2399 55.926 55.926 1.18E-19 137.58 2247500

9825 EAPEEEAAAAVGR Unmodified _EAPEEEAAAAVGR_ B6SPB2_MAIZE 2 650.31241 1298.6103 0.40113 -0.32448 0.042491 57.63 57.63 2.65E-01 30.88 1556700

9826 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.2108 0.40043 1.5936 126.62 126.62 1.77E-34 77.87 406140

9827 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.1307 0.51759 1.6311 127.08 127.08 1.18E-19 91.76 151650

9828 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.1204 -0.16102 0.94236 127.5 127.5 1.77E-34 71.37 161670

9829 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.1765 0.32266 1.4819 128.5 128.5 9.02E-03 40.7 99467

9830 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.2498 0.55051 1.7829 129.04 129.04 3.87E-04 54.46 197120

9831 EAPVNIGLAAFDVLEEIK Unmodified _EAPVNIGLAAFDVLEEIK_ B6UBA1_MAIZE 2 964.5224 1927.0302 1.1962 0.28975 1.4691 128.67 128.67 1.18E-19 72.23 499520

9832 EAQLSLQK Unmodified _EAQLSLQK_ B4F9F9_MAIZE 2 458.75855 915.50255 -0.0019608 0.021377 -0.012637 43.562 43.562 3.77E-01 27.25 711890

9833 EAQVLDDDDFVLISR Unmodified _EAQVLDDDDFVLISR_ B4F8D4_MAIZE 2 867.93087 1733.8472 1.0415 -1.3153 -0.2708 97.025 97.025 7.01E-11 54.18 316470

9834 EAQWATAQR Unmodified _EAQWATAQR_ Q84L97_MAIZE 2 530.76215 1059.5098 -0.056117 -0.90163 -0.97649 39.766 39.766 3.39E-01 21.1 10822

9835 EASAVVWTTDEAK Unmodified _EASAVVWTTDEAK_ B6TGR3_MAIZE 2 703.84354 1405.6725 0.71448 0.16463 0.87309 61.915 61.915 2.65E-01 29.34 18235

9836 EASFKPTDAVVK Unmodified _EASFKPTDAVVK_ B4FNZ1_MAIZE 2 646.34826 1290.682 0.49375 0.25624 0.74394 51.969 51.969 1.60E-02 36.68 662700

9837 EASILHSIENGAQTLFDIVSK Unmodified _EASILHSIENGAQTLFDIVSK_ B4F9F8_MAIZE 3 758.0655 2271.1747 0.029745 -0.95435 -0.93417 132.05 132.05 2.01E-01 11.64 547000

9838 EASIYTGITIAEYFR Unmodified _EASIYTGITIAEYFR_ VATA_MAIZE B6 2 867.44088 1732.8672 1.1497 0.21769 1.3493 112.91 112.91 2.05E-04 37.09 128120

9839 EASIYTGITIAEYFR Unmodified _EASIYTGITIAEYFR_ VATA_MAIZE B6 2 867.44088 1732.8672 1.112 0.40076 1.4951 114.32 114.32 1.26E-03 42.18 97160

9840 EASIYTGITIAEYFR Unmodified _EASIYTGITIAEYFR_ VATA_MAIZE B6 2 867.44088 1732.8672 1.1411 0.17814 1.302 114.42 114.42 1.02E-23 103.2 458200

9841 EASIYTGITIAEYFR Unmodified _EASIYTGITIAEYFR_ VATA_MAIZE B6 2 867.44088 1732.8672 1.2326 0.84871 2.0632 136.84 136.84 1.26E-03 72.7 68068
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9842 EASIYTGITIAEYFR Unmodified _EASIYTGITIAEYFR_ VATA_MAIZE B6 2 867.44088 1732.8672 0.72019 121.84 121.84 4.18E-01 5.57

9843 EASLPEVVGVMR Unmodified _EASLPEVVGVMR_ B6TXM6_MAIZE 2 643.84229 1285.67 0.45654 0.23447 0.68257 81.478 81.478 1.00E+00 0.59 597540

9844 EASLPEVVGVMR Oxidation (M) _EASLPEVVGVM(ox)R_ B6TXM6_MAIZE 2 651.83974 1301.6649 0.45865 0.22565 0.67993 68.914 68.914 7.16E-02 14.4 179320

9845 EASLPEVVGVMR Oxidation (M) _EASLPEVVGVM(ox)R_ B6TXM6_MAIZE 2 651.83974 1301.6649 0.50689 0.15207 0.65466 69.873 69.873 1.00E+00 4.55 322500

9846 EASLPEVVGVMR Oxidation (M) _EASLPEVVGVM(ox)R_ B6TXM6_MAIZE 2 651.83974 1301.6649 0.47093 -0.27611 0.19031 69.872 69.872 4.91E-03 53.16 953830

9847 EASLVEIVTVIR Unmodified _EASLVEIVTVIR_ B4G1P9_MAIZE 2 664.89283 1327.7711 0.55342 0.29285 0.83514 103.15 103.15 1.60E-02 22.2 683060

9848 EASLVEIVTVIR Unmodified _EASLVEIVTVIR_ B4G1P9_MAIZE 2 664.89283 1327.7711 0.48857 0.037627 0.51521 103.65 103.65 1.00E+00 6.03 366740

9849 EASLVEIVTVIR Unmodified _EASLVEIVTVIR_ B4G1P9_MAIZE 2 664.89283 1327.7711 0.52362 0.14173 0.65388 103.63 103.63 2.62E-07 51.49 449860

9850 EASLVEIVTVIR Unmodified _EASLVEIVTVIR_ B4G1P9_MAIZE 2 664.89283 1327.7711 0.55334 0.059236 0.60147 103.6 103.6 8.05E-01 5.15 330770

9851 EATGDAAPLPVPR Unmodified _EATGDAAPLPVPR_ B6TUV0_MAIZE 2 647.34351 1292.6725 0.38616 -0.030277 0.34772 58.906 58.906 3.13E-02 42.19 1231500

9852 EATGTASVDDTSYGDPIQK Unmodified _EATGTASVDDTSYGDPIQK_ B6TJX4_MAIZE 2 977.94745 1953.8803 1.1237 -0.069654 1.0601 61.994 61.994 5.89E-20 108.23 295620

9853 EATNYEFVPETR Unmodified _EATNYEFVPETR_ B6TJ89_MAIZE 2 728.34116 1454.6678 0.72044 -0.054124 0.65364 67.452 67.452 1.98E-03 64.89 261030

9854 EATSFQELLFSDTCK Unmodified _EATSFQELLFSDTCK_ B6UC41_MAIZE 2 888.41146 1774.8084 1.1699 0.51585 1.687 103.44 103.44 1.00E+00 15.97 10236

9855 EATSFQELLFSDTCK Unmodified _EATSFQELLFSDTCK_ B6UC41_MAIZE 2 888.41146 1774.8084 1.1149 0.47385 1.59 101.42 101.42 7.01E-11 100.79 218590

9856 EAVAELLLK Unmodified _EAVAELLLK_ B4FHD0_MAIZE 2 493.30005 984.58555 -0.021852 -0.1248 -0.18477 80.094 80.094 3.39E-01 28.04 436620

9857 EAVFFLR Unmodified _EAVFFLR_ B6SJN5_MAIZE 2 441.24762 880.48069 0.070308 0.36239 0.42305 80.608 80.608 1.00E+00 16.69 1806300

9858 EAVFFLR Unmodified _EAVFFLR_ B6SJN5_MAIZE 2 441.24762 880.48069 -0.067612 0.3185 0.24333 82.462 82.462 1.00E+00 17.65 28577

9859 EAVFFLR Unmodified _EAVFFLR_ B6SJN5_MAIZE 2 441.24762 880.48069 -0.023481 0.1329 0.10157 81.223 81.223 1.00E+00 6.13 1373300

9860 EAVFFLR Unmodified _EAVFFLR_ B6SJN5_MAIZE 2 441.24762 880.48069 -0.016589 0.20302 0.1771 81.547 81.547 4.46E-01 29.46 17058000

9861 EAVLAPAPAVEK Unmodified _EAVLAPAPAVEK_ B6U7Y1_MAIZE 2 597.84007 1193.6656 0.29268 0.23939 0.50625 54.456 54.456 4.56E-01 12.59 330480

9862 EAVLAPAPAVEK Unmodified _EAVLAPAPAVEK_ B6U7Y1_MAIZE 2 597.84007 1193.6656 0.16426 0.4543 0.59147 55.769 55.769 8.05E-01 12.88 4127700

9863 EAVLLQQDIVEAK Unmodified _EAVLLQQDIVEAK_ B4FHW9_MAIZE 2 728.40631 1454.7981 0.72469 -0.6224 0.086101 76.578 76.578 1.47E-03 59.14 61097

9864 EAVLSGVALEDEQR Unmodified _EAVLSGVALEDEQR_ B4FW57_MAIZE 2 758.3861 1514.7577 0.85945 0.14206 0.98586 69.109 69.109 7.68E-22 79.05 247980

9865 EAVLSGVALEDEQR Unmodified _EAVLSGVALEDEQR_ B4FW57_MAIZE 2 758.3861 1514.7577 0.86968 -0.083782 0.77049 70.085 70.085 2.00E-19 77.02 299830

9866 EAVLSGVALEDEQR Unmodified _EAVLSGVALEDEQR_ B4FW57_MAIZE 2 758.3861 1514.7577 0.82997 -0.44493 0.37095 69.621 69.621 7.68E-22 85.52 1043500

9867 EAVNVSLENLK Unmodified _EAVNVSLENLK_ B6UDA6_MAIZE 2 608.33261 1214.6507 0.30829 0.089827 0.37177 68.449 68.449 1.00E+00 3.4 305090

9868 EAVNVSLENLK Unmodified _EAVNVSLENLK_ B6UDA6_MAIZE 2 608.33261 1214.6507 0.21254 0.23861 0.42412 70.777 70.777 4.43E-05 50.37 917330

9869 EAVSDASDSQTLEK Unmodified _EAVSDASDSQTLEK_ B6SMJ1_MAIZE 2 740.3441 1478.6736 0.85777 0.41235 1.2581 41.773 41.773 1.95E-13 80.26 364110

9870 EAVTSATNGANR Unmodified _EAVTSATNGANR_ B4FYH1_MAIZE 2 595.79164 1189.5687 0.31235 0.17115 0.46809 28.74 28.74 1.98E-03 67.92 82680

9871 EAYISGTTNPTALPAETVLK Unmodified _EAYISGTTNPTALPAETVLK_ B6TJL6_MAIZE 2 1038.5466 2075.0787 1.2251 0.18397 1.3979 85.186 85.186 6.57E-12 79.1 561050

9872 EAYLIFQDFAEK Unmodified _EAYLIFQDFAEK_ B6SZK9_MAIZE 2 737.36665 1472.7187 0.82836 0.42096 1.2297 103.26 103.26 1.11E-04 25.34 368990

9873 EAYNAFFNSLDQVK Unmodified _EAYNAFFNSLDQVK_ B6TWB5_MAIZE 2 823.39647 1644.7784 1.0039 0.1356 1.1268 97.248 97.248 2.96E-06 59.31 651860

9874 EAYVVTVEGLSGDSSGLDADGGK Unmodified _EAYVVTVEGLSGDSSGLDADGGK_ B6TTP4_MAIZE 2 1113.5241 2225.0336 1.1497 0.20137 1.3591 88.63 88.63 6.29E-70 107.33 425200

9875 EAYVVTVEGLSGDSSGLDADGGKR Unmodified _EAYVVTVEGLSGDSSGLDADGGKR_ B6TTP4_MAIZE 3 794.71883 2381.1347 0.98193 -0.93496 0.053305 82.027 82.027 3.17E-02 42.98 21800
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9876 ECADLWPR Unmodified _ECADLWPR_ B4FGL4_MAIZE 2 523.73983 1045.4651 -0.059091 0.25858 0.19244 65.952 65.952 7.88E-01 13.91 736440

9877 ECADLWPR Unmodified _ECADLWPR_ B4FGL4_MAIZE 2 523.73983 1045.4651 -0.15114 0.1721 0.014419 66.78 66.78 2.92E-02 52.32 3773100

9878 ECALLTDGR Unmodified _ECALLTDGR_ B4FWX5_MAIZE 2 517.7504 1033.4862 -0.10997 0.26613 0.15337 52.865 52.865 3.32E-02 37.48 2392900

9879 ECGADVFSGLR Unmodified _ECGADVFSGLR_ B6TS22_MAIZE 2 605.77968 1209.5448 0.23374 0.28794 0.53159 72.332 72.332 4.96E-02 38.43 276460

9880 ECGADVFSGLR Unmodified _ECGADVFSGLR_ B6TS22_MAIZE 2 605.77968 1209.5448 0.32991 0.49724 0.83625 72.939 72.939 1.00E+00 7.58 273520

9881 ECGADVFSGLR Unmodified _ECGADVFSGLR_ B6TS22_MAIZE 2 605.77968 1209.5448 0.19168 0.17831 0.37946 73.273 73.273 4.48E-03 50.39 5064700

9882 ECGADVFSGLR Unmodified _ECGADVFSGLR_ B6TS22_MAIZE 2 605.77968 1209.5448 0.25683 0.24601 0.51296 74.034 74.034 1.47E-01 23.66 122070

9883 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.8113 0.007123 0.81573 111.75 111.75 2.25E-03 56.25 671310

9884 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.81055 -0.1374 0.67008 111.81 111.81 2.25E-03 47.75 1256000

9885 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.83248 0.042453 0.87205 111.78 111.78 2.00E-19 65.33 919540

9886 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.90609 0.96557 1.8681 111.47 111.47 7.64E-09 50.37 393600

9887 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.80764 -0.24437 0.56032 112.07 112.07 7.64E-09 55.75 5629700

9888 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.82199 -0.16847 0.65128 112.5 112.5 3.56E-04 43.69 198330

9889 ECIISGLLSVDGLK Unmodified _ECIISGLLSVDGLK_ B6TLN5_MAIZE 2 752.40799 1502.8014 0.84118 -0.17555 0.66282 114.67 114.67 1.49E-02 40.44 74812

9890 ECITLHSSVNVSNPYDHR Unmodified _ECITLHSSVNVSNPYDHR_ B4G1C1_MAIZE 3 710.00073 2126.9803 0.67012 -0.0443 0.62584 65.128 65.128 5.31E-03 35.06 317330

9891 ECLEPLYQKPDVLN Unmodified _ECLEPLYQKPDVLN_ B6TGT3_MAIZE 2 859.42691 1716.8393 1.0521 -0.075837 0.9655 80.839 80.839 1.29E-01 18.98 87336

9892 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.31308 0.23726 0.52969 109.74 109.74 1.62E-03 50.57 6466800

9893 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.30281 0.48509 0.76622 110.46 110.46 1.45E-01 29.75 682950

9894 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.33978 0.51339 0.83082 110.39 110.39 3.43E-01 29.12 922110

9895 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.35744 0.56624 0.90277 110.38 110.38 1.45E-01 35.39 916560

9896 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.34418 0.52147 0.84375 110.09 110.09 4.40E-02 26.68 615110

9897 ECLPLILIIR Unmodified _ECLPLILIIR_ B4FMI5_MAIZE 2 620.37831 1238.7421 0.26025 0.17432 0.41402 111.17 111.17 1.62E-03 44.46 2172800

9898 ECPIGQEMNLK Oxidation (M) _ECPIGQEM(ox)NLK_ B6UAF3_MAIZE 2 667.80759 1333.6006 0.5546 -0.11363 0.42833 48.071 48.071 1.22E-01 20.64 181490

9899 ECSGVQPQLWAR Unmodified _ECSGVQPQLWAR_ B6TLX0_MAIZE 2 715.84589 1429.6772 0.55138 -0.41391 0.14071 67.556 67.556 2.62E-07 57.08 1388100

9900 ECVEAMETQLK Oxidation (M) _ECVEAM(ox)ETQLK_ B6TCR9_MAIZE 2 677.30488 1352.5952 0.52935 0.38605 0.90402 46.901 46.901 4.43E-05 58.21 544310

9901 ECVEAMETQLK Oxidation (M) _ECVEAM(ox)ETQLK_ B6TCR9_MAIZE 2 677.30488 1352.5952 0.45148 -0.23396 0.2075 44.137 44.137 3.10E-05 69.69 6002900

9902 ECVEAMETQLK Unmodified _ECVEAMETQLK_ B6TCR9_MAIZE 2 669.30742 1336.6003 0.51017 0.12926 0.62609 61.333 61.333 1.00E+00 1.55 810810

9903 ECVEAMETQLK Unmodified _ECVEAMETQLK_ B6TCR9_MAIZE 2 669.30742 1336.6003 0.43077 -0.563 -0.14396 59.746 59.746 4.43E-05 61.99 8136000

9904 ECVEAMETQLKR Oxidation (M) _ECVEAM(ox)ETQLKR_ B6TCR9_MAIZE 3 503.90605 1508.6963 -0.098835 -0.51397 -0.6258 40.095 40.095 1.00E+00 11.3 2077400

9905 ECVEAMETQLKR Unmodified _ECVEAMETQLKR_ B6TCR9_MAIZE 3 498.57441 1492.7014 -0.10565 -0.22407 -0.34489 55.253 55.253 4.50E-01 14.11 1907900

9906 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.03658 0.032027 -0.034296 36.082 36.082 7.18E-01 33.11 1493400

9907 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.055781 -1.4556 -1.5379 35.623 35.623 7.18E-01 21.63 9405.3

9908 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.15008 0.11927 -0.060915 34.851 34.851 1.01E-02 52.91 573160

9909 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.045456 -0.13821 -0.21318 37.824 37.824 3.39E-01 35.46 1961900
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9910 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.052831 -0.012579 -0.094145 37.048 37.048 1.12E-01 33.19 1431600

9911 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.053834 -0.08554 -0.16762 37.781 37.781 3.39E-01 35.13 533260

9912 EDAANNFAR Unmodified _EDAANNFAR_ B6SPX4_MAIZE 2 504.23069 1006.4468 -0.077786 -0.37769 -0.48341 37.768 37.768 3.32E-02 48.37 5847800

9913 EDAIEYAK Unmodified _EDAIEYAK_ B4FZ29_MAIZE 2 469.72691 937.43928 -0.084324 1.4811 1.3529 41.655 41.655 7.88E-01 13.88 224020

9914 EDAIEYAK Unmodified _EDAIEYAK_ B4FZ29_MAIZE 2 469.72691 937.43928 0.06131 0.53616 0.55536 44.49 44.49 1.00E+00 19.56 611230

9915 EDAIEYAK Unmodified _EDAIEYAK_ B4FZ29_MAIZE 2 469.72691 937.43928 0.003362 0.065269 0.028944 43.771 43.771 3.77E-01 36.67 474580

9916 EDAIEYAK Unmodified _EDAIEYAK_ B4FZ29_MAIZE 2 469.72691 937.43928 -0.053297 0.56039 0.46497 44.479 44.479 1.00E+00 14.71 2889100

9917 EDAVAAAEEAAFCK Unmodified _EDAVAAAEEAAFCK_ B6SJF4_MAIZE 2 741.33248 1480.6504 0.76139 -0.30682 0.43528 83.981 83.981 2.00E-19 88.16 303990

9918 EDCWLIIGGK Unmodified _EDCWLIIGGK_ B6T7Z2_MAIZE 2 595.79735 1189.5801 0.17692 0.45026 0.62485 88.137 88.137 3.43E-01 31.24 243290

9919 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 2 736.38557 1470.7566 0.77176 0.18736 0.95068 105.97 105.97 1.00E-11 79.18 2601600

9920 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 2 736.38557 1470.7566 0.79528 0.32481 1.1121 106.44 106.44 1.00E-11 52.8 2122300

9921 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 2 736.38557 1470.7566 0.75165 0.45519 1.1983 106.53 106.53 2.50E-15 69.34 2102200

9922 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 2 736.38557 1470.7566 0.68623 -0.054406 0.62382 105.99 105.99 1.00E-11 69.75 13014000

9923 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 3 491.25947 1470.7566 0.086661 -0.17815 -0.10007 105.98 105.98 1.00E+00 23.09 126890

9924 EDDLNEIVQLVGK Unmodified _EDDLNEIVQLVGK_ VATA_MAIZE B6 2 736.38557 1470.7566 0.74079 -0.12802 0.60462 106.52 106.52 1.00E-11 71.85 410500

9925 EDDPEFTTSDTVSELTIKPSSK Unmodified _EDDPEFTTSDTVSELTIKPSSK_ B6TVE3_MAIZE 3 809.38675 2425.1384 0.98898 -0.49712 0.49336 79.942 79.942 2.04E-03 16.75 502550

9926 EDEEALHLR Unmodified _EDEEALHLR_ B4FQS7_MAIZE 2 556.27255 1110.5306 0.12321 0.51371 0.60519 46.62 46.62 1.01E-02 64.09 441780

9927 EDEEALHLR Unmodified _EDEEALHLR_ B4FQS7_MAIZE 2 556.27255 1110.5306 -0.025359 -0.006269 -0.061936 49.819 49.819 3.32E-02 30.15 932470

9928 EDEERLDEVGYDDVGGVR Unmodified _EDEERLDEVGYDDVGGVR_ B6T8X9_MAIZE 3 684.64326 2050.908 0.57806 -0.10152 0.47702 69.234 69.234 9.01E-03 48.16 723250

9929 EDEERLDEVGYDDVGGVR Unmodified _EDEERLDEVGYDDVGGVR_ B6T8X9_MAIZE 3 684.64326 2050.908 0.58616 -0.32883 0.25806 70.274 70.274 9.01E-03 36.58 1351800

9930 EDEERLDEVGYDDVGGVR Unmodified _EDEERLDEVGYDDVGGVR_ B6T8X9_MAIZE 2 1026.4613 2050.908 1.1855 0.25044 1.4361 69.809 69.809 9.02E-03 50.29 592170

9931 EDFGGGHPDPNLTYAK Unmodified _EDFGGGHPDPNLTYAK_ B4FAE5_MAIZE 3 573.2654 1716.7744 0.14666 0.22932 0.37799 58.39 58.39 1.00E+00 11.75 4018900

9932 EDFGGGHPDPNLTYAK Unmodified _EDFGGGHPDPNLTYAK_ B4FAE5_MAIZE 3 573.2654 1716.7744 0.095511 0.13006 0.22813 58.547 58.547 1.00E+00 11.72 1804700

9933 EDFGGGHPDPNLTYAK Unmodified _EDFGGGHPDPNLTYAK_ B4FAE5_MAIZE 3 573.2654 1716.7744 0.13222 0.10759 0.24117 60.156 60.156 1.00E+00 18.14 2808700

9934 EDFGGGHPDPNLTYAK Unmodified _EDFGGGHPDPNLTYAK_ B4FAE5_MAIZE 3 573.2654 1716.7744 0.020128 0.12037 0.14179 59.964 59.964 2.89E-01 21.57 15495000

9935 EDFGGGHPDPNLTYAK Unmodified _EDFGGGHPDPNLTYAK_ B4FAE5_MAIZE 2 859.39446 1716.7744 1.0449 0.080178 1.1274 59.96 59.96 2.01E-03 33.18 1968300

9936 EDGETAVGGSTAR Unmodified _EDGETAVGGSTAR_ B4F855_MAIZE 2 625.28639 1248.5582 0.47515 -0.14991 0.32921 31.73 31.73 9.54E-02 24.43 36407

9937 EDGETAVGGSTAR Unmodified _EDGETAVGGSTAR_ B4F855_MAIZE 2 625.28639 1248.5582 0.51215 -0.26724 0.24818 31.991 31.991 5.66E-01 21.32 17640

9938 EDGGWTAGYCHLR Unmodified _EDGGWTAGYCHLR_ A6XER2_MAIZE 3 507.8895 1520.6467 -0.21981 -0.070702 -0.28352 62.767 62.767 3.48E-01 11.42 272800

9939 EDGGWTAGYCHLR Unmodified _EDGGWTAGYCHLR_ A6XER2_MAIZE 2 761.3306 1520.6467 0.86124 -0.21867 0.65009 62.77 62.77 1.00E+00 4.02 34851

9940 EDGIVSPVK Unmodified _EDGIVSPVK_ B4F9B5_MAIZE 2 472.25838 942.50221 -0.16313 -0.23892 -0.40021 47.932 47.932 7.18E-01 17.83 92954

9941 EDGIVSPVK Unmodified _EDGIVSPVK_ B4F9B5_MAIZE 2 472.25838 942.50221 -0.14015 0.41734 0.27774 50.601 50.601 3.39E-01 28.37 1984400

9942 EDGIVSPVK Unmodified _EDGIVSPVK_ B4F9B5_MAIZE 2 472.25838 942.50221 -0.1529 0.32884 0.17687 47.948 47.948 9.73E-03 47.5 11158000

9943 EDGPSVAIVGATGAVGQEFLR Unmodified _EDGPSVAIVGATGAVGQEFLR_ B4F8G4_MAIZE 2 1037.0342 2072.0538 1.2088 -0.52748 0.68878 105.48 105.48 1.29E-11 60.94 219880
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9944 EDGQEYAQVTR Unmodified _EDGQEYAQVTR_ B4FUJ1_MAIZE 2 648.29676 1294.579 0.37241 0.49099 0.85467 47.74 47.74 4.48E-03 58.57 2334800

9945 EDGSEIQDALLEIVGR Unmodified _EDGSEIQDALLEIVGR_ B6T828_MAIZE 2 872.44161 1742.8687 1.0482 0.14829 1.1844 127.16 127.16 2.01E-03 31.7 111780

9946 EDGTIEPFEMIGAAR Oxidation (M) _EDGTIEPFEM(ox)IGAAR_ B6TAJ3_MAIZE 2 826.38524 1650.7559 0.98828 -0.1661 0.81159 81.823 81.823 1.12E-07 71.5 772900

9947 EDHPQLQFEAAWALTNIASGTSENTK Unmodified _EDHPQLQFEAAWALTNIASGTSENTK_ B6SNN1_MAIZE 3 953.4579 2857.3519 1.3005 0.084343 1.3744 112.3 112.3 2.25E-01 23.78 169040

9948 EDIAQAETR Unmodified _EDIAQAETR_ B6U8G5_MAIZE 2 516.75145 1031.4884 -0.0085668 -1.1488 -1.1808 35.803 35.803 1.00E+00 11.57 151190

9949 EDIAQAETR Unmodified _EDIAQAETR_ B6U8G5_MAIZE 2 516.75145 1031.4884 0.0554 0.20368 0.23287 37.598 37.598 3.39E-01 50.33 133830

9950 EDIAQAETR Unmodified _EDIAQAETR_ B6U8G5_MAIZE 2 516.75145 1031.4884 -0.027826 -0.63797 -0.68895 36.758 36.758 3.39E-01 30.22 549500

9951 EDIAQAETR Unmodified _EDIAQAETR_ B6U8G5_MAIZE 2 516.75145 1031.4884 0.079815 0.44078 0.49367 37.506 37.506 3.39E-01 47.67 122290

9952 EDISINLGPLEELSNLYK Unmodified _EDISINLGPLEELSNLYK_ B6STQ5_MAIZE 2 1024.0333 2046.0521 1.1603 -0.084784 1.0495 127.17 127.17 9.02E-03 34.39 577510

9953 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.31788 0.062654 0.36568 27.931 27.931 1.00E+00 18.54 330640

9954 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.47796 0.3726 0.83678 27.944 27.944 7.60E-01 20.92 40375

9955 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.34771 0.13225 0.46647 26.016 26.016 1.00E+00 0.02 7736.7

9956 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.44997 0.1421 0.57817 28.951 28.951 4.96E-02 24.02 23990

9957 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.51898 0.20298 0.70832 28.111 28.111 1.00E+00 0.38 25643

9958 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.27806 -0.097352 0.1673 28.086 28.086 1.00E+00 10.58 199630

9959 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.50751 0.088773 0.5829 28.799 28.799 7.60E-01 7.85 35168

9960 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.23863 0.1136 0.33871 28.766 28.766 1.00E+00 14.27 246090

9961 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.30365 0.1196 0.40995 29.062 29.062 1.00E+00 17.47 209480

9962 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.4869 0.10279 0.57541 29.113 29.113 3.83E-01 23.66 32074

9963 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.35866 0.21231 0.55752 29.511 29.511 1.47E-01 24.63 233300

9964 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.18489 -0.18093 -0.01036 29.514 29.514 1.00E+00 20.14 1387600

9965 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.28723 0.17316 0.44583 27.126 27.126 4.96E-02 37.63 2864000

9966 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 3 417.21056 1248.6099 0.16001 -0.3298 -0.18335 27.098 27.098 1.00E+00 11.71 12191000

9967 EDKPQPPPEGR Unmodified _EDKPQPPPEGR_ B6TM55_MAIZE 2 625.31221 1248.6099 0.39555 0.1019 0.48391 30.239 30.239 1.00E+00 17.25 11320

9968 EDLENYIATHYTAPR Unmodified _EDLENYIATHYTAPR_ B4F932_MAIZE 3 598.2882 1791.8428 0.2348 0.4314 0.64609 85.76 85.76 1.29E-02 26.96 2527300

9969 EDLENYIATHYTAPR Unmodified _EDLENYIATHYTAPR_ B4F932_MAIZE 2 896.92867 1791.8428 1.1938 0.26844 1.4423 85.742 85.742 2.37E-16 73.12 335760

9970 EDLQLVDLVLESAR Unmodified _EDLQLVDLVLESAR_ B4FB71_MAIZE 2 800.43305 1598.8516 1.011 0.027833 1.0265 126.83 126.83 3.51E-02 23.29 14996

9971 EDLQLVDLVLESAR Unmodified _EDLQLVDLVLESAR_ B4FB71_MAIZE 2 800.43305 1598.8516 0.90676 0.10829 1.0021 123.11 123.11 7.68E-22 54.8 1758200

9972 EDLVAYLVSGCKPK Unmodified _EDLVAYLVSGCKPK_ Q8W4W3_MAIZE 2 789.91344 1577.8123 0.9447 0.082262 1.0219 90.726 90.726 7.64E-09 61.86 843180

9973 EDNDDDVPELVPGETFEEVAQETK Unmodified _EDNDDDVPELVPGETFEEVAQETK_ B4FFP6_MAIZE 2 1353.101 2704.1875 1.0608 0.20033 1.2612 107.39 107.39 2.98E-01 11.57 370210

9974 EDNDDDVPELVPGETFEEVAQETK Unmodified _EDNDDDVPELVPGETFEEVAQETK_ B4FFP6_MAIZE 3 902.40312 2704.1875 1.1012 0.12045 1.222 107.4 107.4 6.07E-03 14.31 485000

9975 EDNNLSLIEYELVNVAE Unmodified _EDNNLSLIEYELVNVAE_ B4FR03_MAIZE 2 982.47838 1962.9422 1.0922 0.14934 1.2167 126.63 126.63 3.42E-29 97.41 1388500

9976 EDNNLSLVEYELVNVAE Unmodified _EDNNLSLVEYELVNVAE_ B6SHT0_MAIZE 2 975.47056 1948.9266 1.2446 0.6736 1.8979 123.97 123.97 5.92E-01 11.6 16462

9977 EDNNLSLVEYELVNVAE Unmodified _EDNNLSLVEYELVNVAE_ B6SHT0_MAIZE 2 975.47056 1948.9266 1.1298 0.10348 1.2141 124.01 124.01 8.28E-39 100.38 1481800
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9978 EDNNLSLVEYELVNVAE Unmodified _EDNNLSLVEYELVNVAE_ B6SHT0_MAIZE 3 650.64947 1948.9266 0.43353 0.29487 0.70764 124.02 124.02 1.00E+00 2.44 311960

9979 EDNVYMAK Oxidation (M) _EDNVYM(ox)AK_ Q5XPI0_MAIZE 2 493.2184 984.42225 0.043742 -0.026096 -0.0053307 27.69 27.69 3.77E-01 26.56 26785

9980 EDPFFLR Unmodified _EDPFFLR_ B6SWX3_MAIZE 2 462.23471 922.45487 0.019726 0.2614 0.27627 80.641 80.641 1.86E-01 24.42 781770

9981 EDQDAFAIQSNER Unmodified _EDQDAFAIQSNER_ B4F9B2_MAIZE 2 761.84206 1521.6696 0.82524 -0.30168 0.50703 59.481 59.481 1.00E-11 66.62 1844400

9982 EDQDAFAIQSNQR Unmodified _EDQDAFAIQSNQR_ B4FSN1_MAIZE 2 761.35005 1520.6855 0.82985 0.16891 0.98729 57.714 57.714 1.00E-11 78.35 2164400

9983 EDQDALFSMIETVAK Oxidation (M) _EDQDALFSM(ox)IETVAK_ B4F8V5_MAIZE 2 856.90601 1711.7975 1.0431 0.17319 1.2086 98.768 98.768 1.02E-23 74.1 739260

9984 EDQDALFSMIETVAK Unmodified _EDQDALFSMIETVAK_ B4F8V5_MAIZE 2 848.90855 1695.8026 1.0453 -0.067339 0.96848 121.19 121.19 2.37E-16 69.97 560570

9985 EDQTPLILIQDGDSK Unmodified _EDQTPLILIQDGDSK_ Q5EUE1_MAIZE 2 836.42542 1670.8363 1.0782 -0.32348 0.7505 85.301 85.301 2.37E-16 84.54 453620

9986 EDQTPLILIQDGDSK Unmodified _EDQTPLILIQDGDSK_ Q5EUE1_MAIZE 2 836.42542 1670.8363 1.0408 -0.43498 0.60123 84.961 84.961 1.12E-07 71.12 388340

9987 EDQTPLILIQDGDSK Unmodified _EDQTPLILIQDGDSK_ Q5EUE1_MAIZE 2 836.42542 1670.8363 0.98391 -0.31784 0.66129 84.686 84.686 2.37E-16 79.04 4605800

9988 EDQTPLILIQDGDSKK Unmodified _EDQTPLILIQDGDSKK_ Q5EUE1_MAIZE 3 600.65103 1798.9313 0.17978 0.10797 0.27846 74.841 74.841 3.78E-02 24.26 4075800

9989 EDQTPLILIQDGDSKK Unmodified _EDQTPLILIQDGDSKK_ Q5EUE1_MAIZE 2 900.47291 1798.9313 1.1765 -0.17053 0.99762 74.834 74.834 2.01E-03 50.11 646770

9990 EDTTFDAYVVGK Unmodified _EDTTFDAYVVGK_ B6T599_MAIZE 2 672.81953 1343.6245 0.48176 0.12728 0.62083 73.154 73.154 6.74E-02 27.85 114770

9991 EDTTFDAYVVGK Unmodified _EDTTFDAYVVGK_ B6T599_MAIZE 2 672.81953 1343.6245 0.49236 0.20199 0.70576 72.897 72.897 1.60E-02 41.34 2179600

9992 EDVAWYAGK Unmodified _EDVAWYAGK_ B6T8S6_MAIZE 2 519.74818 1037.4818 -0.045089 0.31833 0.25816 59.424 59.424 3.32E-02 37.37 5577900

9993 EDVAWYAGK Unmodified _EDVAWYAGK_ B6T8S6_MAIZE 2 519.74818 1037.4818 -0.12444 -0.22656 -0.36443 62.471 62.471 1.00E+00 12.53 1135800

9994 EDVGTEYLTGER Unmodified _EDVGTEYLTGER_ B4FWE4_MAIZE 2 684.81752 1367.6205 0.62067 -0.40935 0.20715 64.913 64.913 6.74E-02 27.98 571160

9995 EDVGTEYLTGER Unmodified _EDVGTEYLTGER_ B4FWE4_MAIZE 2 684.81752 1367.6205 0.58444 -0.25672 0.32385 64.88 64.88 1.60E-02 54.53 486010

9996 EDVGTEYLTGER Unmodified _EDVGTEYLTGER_ B4FWE4_MAIZE 2 684.81752 1367.6205 0.65061 -0.020409 0.62579 66.423 66.423 7.72E-03 55.84 520030

9997 EDVGTEYLTGER Unmodified _EDVGTEYLTGER_ B4FWE4_MAIZE 2 684.81752 1367.6205 0.61789 -0.29044 0.32242 65.82 65.82 1.98E-03 58.86 458980

9998 EDVGTEYLTGER Unmodified _EDVGTEYLTGER_ B4FWE4_MAIZE 2 684.81752 1367.6205 0.64112 -0.42086 0.21674 66.168 66.168 1.68E-09 53.17 410810

9999 EDVLSAIDGGK Unmodified _EDVLSAIDGGK_ B6T613_MAIZE 2 552.28259 1102.5506 -0.0016755 -0.042333 -0.050152 79.682 79.682 4.96E-02 33.62 2612600

10000 EDVRPIFWANRPK Unmodified _EDVRPIFWANRPK_ MTHR1_MAIZE 3 543.29496 1626.8631 0.02342 -0.39664 -0.38741 65.048 65.048 1.28E-01 18.22 3332900

10001 EDVRPIFWANRPK Unmodified _EDVRPIFWANRPK_ MTHR1_MAIZE 3 543.29496 1626.8631 -0.045243 0.14083 0.080778 66.367 66.367 1.28E-01 20.38 790240

10002 EDVRPIFWANRPK Unmodified _EDVRPIFWANRPK_ MTHR1_MAIZE 3 543.29496 1626.8631 -0.043253 -0.13118 -0.18916 66.853 66.853 8.46E-03 32.28 5587400

10003 EDVRPIFWANRPK Unmodified _EDVRPIFWANRPK_ MTHR1_MAIZE 4 407.72304 1626.8631 0.22205 0.044007 0.2511 66.839 66.839 1.00E+00 12.89 1421800

10004 EDYGELSSIAR Unmodified _EDYGELSSIAR_ B6TCA9_MAIZE 2 620.29622 1238.5779 0.37215 -0.50142 -0.15241 69.246 69.246 1.00E+00 5.84 198280

10005 EDYGELSSIAR Unmodified _EDYGELSSIAR_ B6TCA9_MAIZE 2 620.29622 1238.5779 0.30241 -0.13925 0.13839 69.303 69.303 3.60E-06 82.62 1249200

10006 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 1.031 -0.29678 0.72005 80.843 80.843 2.00E-19 69.41 1970100

10007 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 1.0767 -0.46174 0.60249 81.7 81.7 1.29E-01 21.87 12351

10008 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 1.015 -0.1016 0.89913 81.118 81.118 2.00E-19 60.31 979280

10009 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 0.98908 -0.15435 0.82086 81.728 81.728 1.95E-13 61.76 1864900

10010 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 1.0049 -0.12456 0.86613 81.405 81.405 1.95E-13 58.56 1006600

10011 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 0.96441 -0.35639 0.59427 81.124 81.124 2.00E-19 58.17 7164700
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10012 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 1.0317 0.10561 1.1238 80.961 80.961 1.95E-13 57.58 305590

10013 EDYLAQNAFTPYDK Unmodified _EDYLAQNAFTPYDK_ VATA_MAIZE B6 2 837.88593 1673.7573 0.9407 -0.39042 0.53681 82.245 82.245 1.95E-13 54.44 198640

10014 EDYLECLHHSK Unmodified _EDYLECLHHSK_ B6SPR5_MAIZE 3 477.55048 1429.6296 -0.24416 0.074305 -0.18191 55.895 55.895 1.00E+00 13.4 299780

10015 EDYLECLHHSK Unmodified _EDYLECLHHSK_ B6SPR5_MAIZE 2 715.82208 1429.6296 0.72806 0.71783 1.4347 55.908 55.908 3.83E-01 7.71 34566

10016 EEACHNLLFATTFNSYGGLK Unmodified _EEACHNLLFATTFNSYGGLK_ B6SUP5_MAIZE 3 758.02828 2271.063 0.87698 0.46197 1.3336 95.296 95.296 3.91E-01 10.14 146370

10017 EEAEAIIAK Unmodified _EEAEAIIAK_ B4FBL2_MAIZE 2 487.26366 972.51278 -0.14824 0.072859 -0.12814 48.626 48.626 7.18E-01 36.16 209300

10018 EEAEGAPAVAAHH Unmodified _EEAEGAPAVAAHH_ B6SPR5_MAIZE 3 430.20207 1287.5844 -0.099337 0.10957 -0.011214 31.708 31.708 2.66E-01 22.34 615950

10019 EEAEGAPAVAAHH Unmodified _EEAEGAPAVAAHH_ B6SPR5_MAIZE 2 644.79947 1287.5844 0.35293 0.083941 0.41628 31.704 31.704 2.65E-01 23.45 95705

10020 EEAVAAIIEFVK Unmodified _EEAVAAIIEFVK_ B6T6B3_MAIZE 2 659.86629 1317.718 0.54323 -2.4454 -1.9232 108.27 108.27 6.74E-02 19.94 125810

10021 EEAVAISGR Unmodified _EEAVAISGR_ B6TL71_MAIZE 2 466.24581 930.47706 -0.12648 0.13423 -0.016902 37.737 37.737 3.39E-01 26.62 20295

10022 EEAVALALK Unmodified _EEAVALALK_ B4FDY6_MAIZE 2 472.27658 942.5386 -0.15564 0.47737 0.27907 60.134 60.134 1.12E-01 31.99 7556600

10023 EEDELRPPVLAAEV Unmodified _EEDELRPPVLAAEV_ B6TM40_MAIZE 2 783.90413 1565.7937 0.91124 -0.29205 0.59856 88.289 88.289 1.49E-02 20.23 665240

10024 EEDELRPPVLAAEV Unmodified _EEDELRPPVLAAEV_ B6TM40_MAIZE 2 783.90413 1565.7937 0.8974 -0.1418 0.73665 89.602 89.602 1.49E-02 32.79 72939

10025 EEDELRPPVLAAEV Unmodified _EEDELRPPVLAAEV_ B6TM40_MAIZE 2 783.90413 1565.7937 0.91279 0.70757 1.5996 88.572 88.572 1.49E-02 20.62 260450

10026 EEDELRPPVLAAEV Unmodified _EEDELRPPVLAAEV_ B6TM40_MAIZE 2 783.90413 1565.7937 0.87469 0.83203 1.6853 89.867 89.867 3.49E-01 8.87 62079

10027 EEEFDSFTSTK Unmodified _EEEFDSFTSTK_ B6T8U5_MAIZE 2 660.28552 1318.5565 0.46565 0.17231 0.63387 64.828 64.828 1.67E-02 42.11 1717800

10028 EEEKNEPEFAK Unmodified _EEEKNEPEFAK_ B4G0K4_MAIZE 2 675.31461 1348.6147 0.60606 0.22125 0.78866 36.102 36.102 3.83E-01 21.08 268180

10029 EEEKNEPEFAK Unmodified _EEEKNEPEFAK_ B4G0K4_MAIZE 3 450.5455 1348.6147 0.045262 0.16489 0.17022 36.127 36.127 1.00E+00 0.73 830750

10030 EEEQAAAAYNALQGR Unmodified _EEEQAAAAYNALQGR_ B4FAF4_MAIZE 2 810.88426 1619.754 0.95463 0.13676 1.0561 67.232 67.232 6.53E-30 94.57 1005700

10031 EEFEQISASVLER Unmodified _EEFEQISASVLER_ B6SV64_MAIZE 2 768.88065 1535.7468 0.91759 0.56767 1.4631 87.836 87.836 4.68E-05 43.98 196840

10032 EEFKDAVESHK Unmodified _EEFKDAVESHK_ B4FYD7_MAIZE 3 440.21397 1317.6201 0.19368 0.98632 1.1582 40.503 40.503 1.00E+00 9.23 211910

10033 EEFKDAVESHK Unmodified _EEFKDAVESHK_ B4FYD7_MAIZE 2 659.81732 1317.6201 0.47044 -0.058489 0.39429 41.275 41.275 1.67E-02 41.53 457800

10034 EEFQDEEMPDVR Oxidation (M) _EEFQDEEM(ox)PDVR_ B6TCR9_MAIZE 2 770.31703 1538.6195 0.7716 0.004822 0.76879 52.901 52.901 3.52E-11 52.67 3963300

10035 EEFQDEEMPDVR Oxidation (M) _EEFQDEEM(ox)PDVR_ B6TCR9_MAIZE 2 770.31703 1538.6195 0.77976 -0.006877 0.76526 53.304 53.304 1.68E-09 52.59 4775200

10036 EEFQDEEMPDVR Unmodified _EEFQDEEMPDVR_ B6TCR9_MAIZE 2 762.31957 1522.6246 0.77524 -0.033911 0.73145 66.704 66.704 1.68E-09 49.9 3428900

10037 EEGGEVFISLLNMPR Oxidation (M) _EEGGEVFISLLNM(ox)PR_ B6TEF3_MAIZE 2 853.92454 1705.8345 1.0612 -0.79499 0.25589 103.74 103.74 2.14E-05 35.97 139880

10038 EEGLFYGLDLGGTNFR Unmodified _EEGLFYGLDLGGTNFR_ B4FB85_MAIZE 2 894.43358 1786.8526 1.0984 -1.6596 -0.55954 111.7 111.7 7.42E-06 55.6 223350

10039 EEHMELLQGAEVPLR Unmodified _EEHMELLQGAEVPLR_ B6SQX0_MAIZE 3 584.29793 1749.872 0.12786 0.2891 0.39482 80.938 80.938 4.35E-01 7.68 1347600

10040 EEIGKEIEEK Unmodified _EEIGKEIEEK_ B4FUC4_MAIZE 2 602.3088 1202.603 0.2726 0.07323 0.30254 43.988 43.988 2.81E-03 45.24 301090

10041 EEIGKEIEEK Unmodified _EEIGKEIEEK_ B4FUC4_MAIZE 2 602.3088 1202.603 0.17514 -0.12531 0.0067113 41.206 41.206 2.81E-03 45.07 2058700

10042 EEIGKEIEEK Unmodified _EEIGKEIEEK_ B4FUC4_MAIZE 2 602.3088 1202.603 0.19545 0.2485 0.40029 44.664 44.664 1.25E-02 38.36 284480

10043 EELEAELQGK Unmodified _EELEAELQGK_ B4FIN0_MAIZE 2 573.28787 1144.5612 0.057131 0.18744 0.20939 59.217 59.217 1.00E+00 8.2 29716

10044 EELEAELQGK Unmodified _EELEAELQGK_ B4FIN0_MAIZE 2 573.28787 1144.5612 0.045919 -0.12278 -0.11333 61.495 61.495 2.81E-03 39.31 2656300

10045 EELEAELQGKK Unmodified _EELEAELQGKK_ B4FIN0_MAIZE 2 637.33535 1272.6561 0.49555 0.66962 1.1249 52.949 52.949 3.83E-01 20.21 88012
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10046 EELESIAALCK Unmodified _EELESIAALCK_ B6T9H3_MAIZE 2 631.81848 1261.6224 0.42875 0.5385 0.93544 74.764 74.764 1.67E-02 47.03 670550

10047 EELGAVYLTGEK Unmodified _EELGAVYLTGEK_ B6SWA0_MAIZE 2 654.83773 1307.6609 0.45359 -0.30477 0.13044 70.63 70.63 1.60E-02 35.45 335480

10048 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.63652 -0.36239 0.27768 82.389 82.389 2.62E-07 66.53 10067000

10049 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.58745 -0.15643 0.43449 83.742 83.742 1.60E-02 62.09 146050

10050 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.66236 -0.38759 0.27803 82.822 82.822 1.11E-04 79.76 9973600

10051 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.62123 -0.29529 0.32963 83.34 83.34 1.11E-04 77.25 13480000

10052 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.5801 -0.43798 0.14538 82.997 82.997 2.62E-07 67.86 20870000

10053 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.53873 0.038479 0.58083 82.713 82.713 2.62E-07 79.98 19378000

10054 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.65121 0.045576 0.70028 83.298 83.298 7.72E-03 56.78 4331500

10055 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.6898 0.65173 1.3432 83.003 83.003 1.11E-04 65.74 1090100

10056 EELGCVFLTGER Unmodified _EELGCVFLTGER_ B6U4D6_MAIZE 2 705.34011 1408.6657 0.65666 0.86172 1.5206 84.045 84.045 2.62E-07 69.89 1033900

10057 EELIWGVPLAGDDER Unmodified _EELIWGVPLAGDDER_ B4FBC9_MAIZE 2 849.92031 1697.8261 1.0814 0.32869 1.4001 103 103 1.12E-07 42.91 820160

10058 EELIWGVPLAGDDER Unmodified _EELIWGVPLAGDDER_ B4FBC9_MAIZE 2 849.92031 1697.8261 1.018 0.34805 1.3564 103.44 103.44 7.01E-11 63.21 583380

10059 EELIWGVPLAGDDER Unmodified _EELIWGVPLAGDDER_ B4FBC9_MAIZE 2 849.92031 1697.8261 1.0281 0.22664 1.2452 103.58 103.58 7.01E-11 61.4 1025500

10060 EELIWGVPLAGDDER Unmodified _EELIWGVPLAGDDER_ B4FBC9_MAIZE 2 849.92031 1697.8261 0.99752 -0.077737 0.91054 103.51 103.51 2.37E-16 43.22 3101600

10061 EELIWGVPLAGDDER Unmodified _EELIWGVPLAGDDER_ B4FBC9_MAIZE 2 849.92031 1697.8261 1.0743 0.33575 1.4002 103.02 103.02 6.53E-30 55.82 846380

10062 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.2036 0.1724 1.3665 100.43 100.43 1.18E-19 65.16 856270

10063 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.2018 0.69714 1.8891 100.99 100.99 1.18E-19 53.38 594950

10064 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.1477 -0.066989 1.0714 101.03 101.03 3.54E-16 56.5 965420

10065 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.2158 0.80257 2.0087 100.97 100.97 4.65E-12 50.48 647860

10066 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.5115 -0.12231 1.3804 100.57 100.57 8.94E-06 42.55 283710

10067 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.1097 -0.4985 0.60289 101.22 101.22 1.18E-19 55.45 2498500

10068 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.2398 0.98295 2.2125 101.2 101.2 8.94E-06 40.66 221410

10069 EELQLLQEPGSYVGEVVK Unmodified _EELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 2 1009.028 2016.0415 1.1298 -0.39865 0.72232 102.46 102.46 1.77E-34 77.78 454660

10070 EELSEQFK Unmodified _EELSEQFK_ B6T0S8_MAIZE 2 505.24547 1008.4764 -0.18878 0.13766 -0.07804 50.131 50.131 3.77E-01 36.39 131240

10071 EELYSLVTVAEIPAEGLK Unmodified _EELYSLVTVAEIPAEGLK_ Q5XLD9_MAIZE 2 981.02751 1960.0405 1.166 -0.22478 0.92193 118.7 118.7 9.02E-03 35.97 65050

10072 EEMIETYLQTLAK Oxidation (M) _EEM(ox)IETYLQTLAK_ B6SJX7_MAIZE 2 792.89491 1583.7753 0.98144 -0.4152 0.54279 96.18 96.18 6.20E-03 52.86 176210

10073 EEMIETYLQTLAK Oxidation (M) _EEM(ox)IETYLQTLAK_ B6SJX7_MAIZE 2 792.89491 1583.7753 0.96321 -0.77456 0.16504 96.721 96.721 1.47E-03 48.62 291300

10074 EEMIETYLQTLAK Oxidation (M) _EEM(ox)IETYLQTLAK_ B6SJX7_MAIZE 2 792.89491 1583.7753 0.93612 -1.4735 -0.55956 96.297 96.297 6.20E-03 37.72 482420

10075 EEMIETYLQTLAK Unmodified _EEMIETYLQTLAK_ B6SJX7_MAIZE 2 784.89746 1567.7804 0.96258 -0.79795 0.13917 107.81 107.81 3.13E-02 37.8 145060

10076 EENITVVSVPGSFEVPITAQK Unmodified _EENITVVSVPGSFEVPITAQK_ B4FBV7_MAIZE 2 1122.5915 2243.1685 1.1236 0.22225 1.348 101.42 101.42 1.08E-14 48.98 588330

10077 EENITVVSVPGSFEVPITAQK Unmodified _EENITVVSVPGSFEVPITAQK_ B4FBV7_MAIZE 3 748.73012 2243.1685 0.81207 -0.37601 0.43796 101.46 101.46 2.72E-06 35.19 238960

10078 EENVTLGPAVR Unmodified _EENVTLGPAVR_ B4FKA4_MAIZE 2 592.81713 1183.6197 0.23173 -0.44348 -0.22112 53.897 53.897 1.00E+00 4.14 695100

10079 EENVTLGPAVR Unmodified _EENVTLGPAVR_ B4FKA4_MAIZE 2 592.81713 1183.6197 0.14298 0.036447 0.16935 57.424 57.424 3.57E-04 54.08 1053000
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10080 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.2411 0.047853 0.28714 53.514 53.514 3.60E-06 43.37 10313000

10081 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.099192 0.19512 0.29249 54.377 54.377 4.43E-05 42.91 980430

10082 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.21881 0.16873 0.38549 53.636 53.636 4.43E-05 76.03 1406300

10083 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.24897 0.30467 0.55078 55.694 55.694 4.48E-03 39.98 1705700

10084 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.27095 0.23221 0.50068 54.962 54.962 3.57E-04 44.91 1839600

10085 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.228 0.12377 0.34942 55.648 55.648 4.48E-03 36.67 1521700

10086 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.2437 0.056055 0.29739 56.275 56.275 4.43E-05 43.78 2034300

10087 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.22993 0.35078 0.57751 54.072 54.072 3.57E-04 47.36 935380

10088 EENVTLGPTVR Unmodified _EENVTLGPTVR_ B4FBS3_MAIZE 2 607.82241 1213.6303 0.1555 0.003767 0.15811 57.051 57.051 3.57E-04 44.44 9350700

10089 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 0.033625 -0.003035 -0.001297 29.677 29.677 1.00E+00 31.48 151820

10090 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.094854 0.088856 -0.038092 29.176 29.176 1.00E+00 12.23 13308

10091 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.13882 0.20036 0.030098 26.811 26.811 3.77E-01 40.51 47144

10092 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.14021 -0.003962 -0.17523 27.558 27.558 1.00E+00 23.92 47064

10093 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.1439 0.32655 0.1507 28.356 28.356 1.00E+00 17.67 50501

10094 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 0.027941 0.18581 0.18138 31.046 31.046 1.00E+00 11.62 158250

10095 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 0.019178 0.15776 0.14525 30.447 30.447 4.49E-02 38.88 270040

10096 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.011691 0.12759 0.083531 30.867 30.867 1.00E+00 24.04 241290

10097 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 0.028282 0.13845 0.13389 31.175 31.175 1.00E+00 8.19 113180

10098 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.089452 0.15347 0.031208 31.618 31.618 1.00E+00 14.5 560220

10099 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.10814 -0.37047 -0.51016 29.603 29.603 1.33E-01 32.89 3053000

10100 EENVYMAK Oxidation (M) _EENVYM(ox)AK_ 14331_MAIZE 1 2 500.22623 998.4379 -0.12325 0.16554 0.010331 32.318 32.318 1.00E+00 11.36 31943

10101 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.063544 -0.34054 -0.4409 38.171 38.171 3.77E-01 20.53 2389900

10102 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.11236 -0.068025 -0.21532 38.202 38.202 1.00E+00 12.88 7495.3

10103 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.1544 0.44283 0.25017 37.361 37.361 1.00E+00 12.37 525960

10104 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.0067998 0.31326 0.27024 40.142 40.142 1.00E+00 0.84 796920

10105 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.044435 -0.2251 -0.30563 39.425 39.425 7.88E-01 17.79 965200

10106 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.10087 0.76478 0.62591 40.018 40.018 7.88E-01 14.53 1213700

10107 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.018353 -0.030587 -0.086197 40.044 40.044 1.00E+00 8.81 388480

10108 EENVYMAK Unmodified _EENVYMAK_ 14331_MAIZE 1 2 492.22877 982.44298 -0.23466 -0.89872 -1.1683 38.039 38.039 7.88E-01 22.76 8007700

10109 EEPAAEATSR Unmodified _EEPAAEATSR_ B4FAQ9_MAIZE 2 530.74891 1059.4833 0.0076029 0.20157 0.17397 29.162 29.162 1.45E-01 31.21 74022

10110 EEPAKEEAPADKEDEPK Unmodified _EEPAKEEAPADKEDEPK_ B4FBC9_MAIZE 3 637.96545 1910.8745 0.52579 -0.2261 0.26458 31.883 31.883 6.76E-01 4.38 20419

10111 EEPAKEEAPADKEDEPK Unmodified _EEPAKEEAPADKEDEPK_ B4FBC9_MAIZE 3 637.96545 1910.8745 0.53371 -0.005179 0.49416 31.008 31.008 1.35E-01 11.42 71787

10112 EEPAKEEAPADKEDEPK Unmodified _EEPAKEEAPADKEDEPK_ B4FBC9_MAIZE 3 637.96545 1910.8745 0.56166 -0.3509 0.17651 31.872 31.872 5.28E-02 17.42 31527

10113 EEPAVIESYYNK Unmodified _EEPAVIESYYNK_ B4FIN0_MAIZE 2 721.34591 1440.6773 0.69184 1.2305 1.8908 68.367 68.367 1.98E-03 54.72 103710
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10114 EEPAVIESYYNK Unmodified _EEPAVIESYYNK_ B4FIN0_MAIZE 2 721.34591 1440.6773 0.65068 -0.1459 0.4736 69.746 69.746 7.61E-14 72.51 4594500

10115 EEPKAEDAVAEATSR Unmodified _EEPKAEDAVAEATSR_ B4FUC4_MAIZE 2 801.88392 1601.7533 0.97362 0.21696 1.1622 52.587 52.587 2.05E-04 91.75 549130

10116 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 3 515.246 1542.7162 -0.11198 -0.19331 -0.34213 34.438 34.438 1.59E-01 27.67 4180300

10117 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 2 772.36537 1542.7162 0.90249 0.11135 0.97722 34.435 34.435 2.25E-03 59.71 532120

10118 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 2 772.36537 1542.7162 0.97426 -0.009759 0.92795 31.507 31.507 3.56E-04 57.78 63266

10119 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 3 515.246 1542.7162 -0.032431 -0.088192 -0.15697 31.532 31.532 1.00E+00 4.95 557860

10120 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 2 772.36537 1542.7162 0.91039 0.42851 1.3031 34.798 34.798 3.49E-01 30 50611

10121 EEPKEEPAAEATSR Unmodified _EEPKEEPAAEATSR_ B4FAQ9_MAIZE 3 515.246 1542.7162 -0.11941 0.058387 -0.097145 34.843 34.843 1.00E+00 15.25 424910

10122 EEPSVVESYYNK Unmodified _EEPSVVESYYNK_ B6SIM0_MAIZE 2 722.33555 1442.6565 0.71615 0.64157 1.3359 62.309 62.309 8.05E-01 15.39 61905

10123 EEPSVVESYYNK Unmodified _EEPSVVESYYNK_ B6SIM0_MAIZE 2 722.33555 1442.6565 0.65206 0.030703 0.66124 64.262 64.262 1.11E-04 45.09 4341800

10124 EESNLVSELPDPER Unmodified _EESNLVSELPDPER_ B4FBC9_MAIZE 2 807.3863 1612.758 0.97585 0.23795 1.1918 78.544 78.544 2.25E-03 56.15 233800

10125 EESNLVSELPDPER Unmodified _EESNLVSELPDPER_ B4FBC9_MAIZE 2 807.3863 1612.758 0.95254 0.13653 1.067 78.133 78.133 2.96E-06 67.19 846080

10126 EESSVSAATSTSAGK Unmodified _EESSVSAATSTSAGK_ B6TLS0_MAIZE 2 706.33099 1410.6474 0.66819 -0.28639 0.36949 32.295 32.295 7.01E-11 70.1 378520

10127 EEVFGPVAPLIPFK Unmodified _EEVFGPVAPLIPFK_ B4FYG3_MAIZE 2 771.93196 1541.8494 0.88524 -0.029588 0.8535 111.17 111.17 3.51E-02 29.22 388440

10128 EEVFGPVAPLIPFK Unmodified _EEVFGPVAPLIPFK_ B4FYG3_MAIZE 2 771.93196 1541.8494 0.89367 0.10951 1.0016 111.17 111.17 2.96E-06 44.48 281080

10129 EEVFGPVAPLIPFK Unmodified _EEVFGPVAPLIPFK_ B4FYG3_MAIZE 2 771.93196 1541.8494 0.94739 0.35507 1.3013 110.78 110.78 3.56E-04 43.21 124860

10130 EEVFGPVAPLIPFK Unmodified _EEVFGPVAPLIPFK_ B4FYG3_MAIZE 2 771.93196 1541.8494 0.8739 0.004478 0.87748 111.34 111.34 7.64E-09 46.56 1494300

10131 EEVFGPVLCVK Unmodified _EEVFGPVLCVK_ Q53CF4_MAIZE 2 638.83393 1275.6533 0.47208 0.49913 0.98164 82.751 82.751 1.00E+00 3.66 280630

10132 EEVFGPVLCVK Unmodified _EEVFGPVLCVK_ Q53CF4_MAIZE 2 638.83393 1275.6533 0.4485 0.67414 1.1337 82.102 82.102 1.67E-02 33.24 468450

10133 EEVGEDNFFLFGAK Unmodified _EEVGEDNFFLFGAK_ B5AMJ8_MAIZE 2 801.37775 1600.7409 1.0071 0.3682 1.3729 103.09 103.09 1.49E-02 52.19 112160

10134 EEVGLSLDK Unmodified _EEVGLSLDK_ B6SH83_MAIZE 2 495.26112 988.50769 -0.19173 0.18999 -0.019488 56.614 56.614 1.00E+00 27.03 579220

10135 EEVGLSLDK Unmodified _EEVGLSLDK_ B6SH83_MAIZE 2 495.26112 988.50769 -0.055439 -0.22454 -0.2974 58.564 58.564 7.18E-01 35.95 1016100

10136 EEVGLSLDK Unmodified _EEVGLSLDK_ B6SH83_MAIZE 2 495.26112 988.50769 -0.027386 -1.0992 -1.1413 57.881 57.881 7.18E-01 18.77 891780

10137 EEVGLSLDK Unmodified _EEVGLSLDK_ B6SH83_MAIZE 2 495.26112 988.50769 -0.19424 -0.017698 -0.22753 58.52 58.52 3.32E-02 39.57 8328400

10138 EEYAAFYK Unmodified _EEYAAFYK_ B6TB25_MAIZE 2 510.73728 1019.46 -0.04199 0.23901 0.16071 58.268 58.268 1.00E+00 34.4 3598100

10139 EEYAAFYK Unmodified _EEYAAFYK_ B6TB25_MAIZE 2 510.73728 1019.46 -0.16463 -0.14976 -0.35037 59.188 59.188 1.00E+00 3.33 33857

10140 EEYAAFYK Unmodified _EEYAAFYK_ B6TB25_MAIZE 2 510.73728 1019.46 -0.036619 0.11037 0.036321 60.258 60.258 3.77E-01 20.69 2334000

10141 EEYAAFYK Unmodified _EEYAAFYK_ B6TB25_MAIZE 2 510.73728 1019.46 -0.053994 -0.031694 -0.12189 59.594 59.594 1.00E+00 18.93 2947000

10142 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.84197 -0.056272 0.77107 49.996 49.996 3.13E-02 43.13 1203200

10143 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 3 501.23544 1500.6845 -0.049093 0.18762 0.12295 50 50 1.00E+00 3.27 4628700

10144 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 3 501.23544 1500.6845 -0.26528 0.18613 -0.095062 50.707 50.707 8.81E-01 15.97 405220

10145 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.79761 0.16947 0.95194 50.698 50.698 2.65E-01 35.43 37124

10146 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.82732 0.13357 0.94504 49.854 49.854 1.47E-03 52.9 348130

10147 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.84702 0.28215 1.1138 52.147 52.147 6.20E-03 56.62 543390
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10148 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 3 501.23544 1500.6845 -0.065202 0.27216 0.19146 52.149 52.149 1.00E+00 2.04 2732000

10149 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 3 501.23544 1500.6845 -0.10681 -0.10689 -0.22878 52.153 52.153 5.38E-01 16.71 9306400

10150 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.82122 0.26428 1.0705 52.15 52.15 6.20E-03 49.6 1691500

10151 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 2 751.34952 1500.6845 0.78846 0.3126 1.0854 52.812 52.812 3.13E-02 49.2 6894200

10152 EEYDESGPAIVHR Unmodified _EEYDESGPAIVHR_ B4F989_MAIZE 3 501.23544 1500.6845 -0.13018 0.25995 0.11304 52.814 52.814 1.02E-01 20.96 30062000

10153 EFANVDCSYGLSPEDLR Unmodified _EFANVDCSYGLSPEDLR_ B6SL40_MAIZE 2 986.44128 1970.868 1.1637 0.61539 1.7754 87.696 87.696 1.37E-17 64.97 192500

10154 EFANVDCSYGLSPEDLR Unmodified _EFANVDCSYGLSPEDLR_ B6SL40_MAIZE 2 986.44128 1970.868 1.173 1.6563 2.8242 87.758 87.758 1.24E-09 56.83 186550

10155 EFANVDCSYGLSPEDLR Unmodified _EFANVDCSYGLSPEDLR_ B6SL40_MAIZE 2 986.44128 1970.868 1.2566 -0.13809 1.1156 87.443 87.443 1.54E-12 75.82 549880

10156 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.05751 0.086144 0.003789 57.95 57.95 1.00E+00 5.92 6880200

10157 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.06107 0.021759 -0.063146 58.852 58.852 1.00E+00 2.04 18095

10158 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.14705 -0.076447 -0.24715 58.229 58.229 1.00E+00 10.56 1778000

10159 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.046738 0.012177 -0.058334 59.91 59.91 1.00E+00 5.92 3075400

10160 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.070778 -0.22293 -0.31666 59.234 59.234 1.00E+00 12.05 3943600

10161 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.10365 -0.050349 -0.17677 59.746 59.746 7.18E-01 13.23 2883600

10162 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.092642 -0.018014 -0.13479 59.812 59.812 1.12E-01 18.45 5583600

10163 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.17342 -0.20186 -0.39915 60.33 60.33 3.39E-01 17 56533000

10164 EFAPSIPEK Unmodified _EFAPSIPEK_ MDHC_MAIZE 2 509.26621 1016.5179 -0.092826 0.10667 -0.010968 58.474 58.474 3.39E-01 24.59 1824400

10165 EFCCNGTVVQDPELGQVIQLQGDQR Unmodified _EFCCNGTVVQDPELGQVIQLQGDQR_ B4FFG3_MAIZE 3 964.12012 2889.3385 1.1351 -0.36597 0.78503 96.111 96.111 3.15E-13 56.94 678540

10166 EFDNETPYTIMFGPDK Unmodified _EFDNETPYTIMFGPDK_ B4FAK8_MAIZE 2 952.42457 1902.8346 1.1828 0.008321 1.1901 104.55 104.55 7.01E-14 75.47 893730

10167 EFDNETPYTIMFGPDK Unmodified _EFDNETPYTIMFGPDK_ B4FAK8_MAIZE 2 952.42457 1902.8346 1.1489 0.00082 1.1481 105.2 105.2 1.02E-04 49.34 245340

10168 EFDNETPYTIMFGPDK Unmodified _EFDNETPYTIMFGPDK_ B4FAK8_MAIZE 2 952.42457 1902.8346 1.212 0.30915 1.5192 105.15 105.15 1.02E-04 61.05 141690

10169 EFDNETPYTIMFGPDK Unmodified _EFDNETPYTIMFGPDK_ B4FAK8_MAIZE 2 952.42457 1902.8346 1.2126 0.023092 1.2345 104.63 104.63 1.27E-09 69.01 769350

10170 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.2639 0.1467 1.4122 88.99 88.99 1.00E+00 7.36 18276

10171 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.1483 0.14196 1.2911 88.197 88.197 1.27E-09 51.37 190980

10172 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.17 0.14765 1.3181 88.613 88.613 4.21E-20 79.82 361250

10173 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.1584 0.033838 1.1927 88.299 88.299 3.09E-14 88.14 420560

10174 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.2003 -0.031282 1.1701 88.001 88.001 2.50E-11 79.64 1622000

10175 EFDNETPYTIMFGPDK Oxidation (M) _EFDNETPYTIM(ox)FGPDK_ B4FAK8_MAIZE 2 960.42202 1918.8295 1.1635 -0.068154 1.0961 89.138 89.138 2.01E-03 49.27 93425

10176 EFELSHTSK Unmodified _EFELSHTSK_ B6SK06_MAIZE 2 539.2642 1076.5138 0.079263 -4.7398 -4.667 38.637 38.637 3.39E-01 14.78 725760

10177 EFELSHTSK Unmodified _EFELSHTSK_ B6SK06_MAIZE 2 539.2642 1076.5138 -0.037003 -0.27863 -0.32907 41.475 41.475 3.32E-02 37.11 726740

10178 EFFEDVGEVVDVR Unmodified _EFFEDVGEVVDVR_ B4FI73_MAIZE 2 770.36992 1538.7253 0.94387 0.42407 1.3813 100.67 100.67 1.09E-26 88.7 375410

10179 EFFPTITVLQIFR Unmodified _EFFPTITVLQIFR_ B4FTS2_MAIZE 2 805.95068 1609.8868 0.9086 -0.45593 0.45991 125.93 125.93 9.54E-02 20.17 74210

10180 EFFPTITVLQIFR Unmodified _EFFPTITVLQIFR_ B4FTS2_MAIZE 2 805.95068 1609.8868 0.99734 0.50851 1.5115 126.65 126.65 2.50E-15 67.22 389940

10181 EFGIDPNNAFAFWDWVGGR Unmodified _EFGIDPNNAFAFWDWVGGR_ B4G0N0_MAIZE 2 1099.5081 2197.0017 1.1757 0.028925 1.212 128.05 128.05 5.89E-20 57.36 1169500
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10182 EFIINTPCESAQK Unmodified _EFIINTPCESAQK_ B6U7U8_MAIZE 2 768.87177 1535.729 0.94054 -1.1827 -0.25111 66.777 66.777 2.50E-15 50.47 611610

10183 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 0.011577 0.26068 0.26512 42.538 42.538 1.00E+00 11.58 615250

10184 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 -0.022159 0.29476 0.26466 44.647 44.647 7.18E-01 21.28 582110

10185 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 -0.027627 0.18173 0.14811 43.946 43.946 1.00E+00 20.44 739260

10186 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 -0.090536 0.33929 0.24262 44.703 44.703 7.18E-01 18.34 1377400

10187 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 -0.063242 0.59422 0.52358 44.51 44.51 1.12E-01 39.91 2673900

10188 EFLGASGDK Unmodified _EFLGASGDK_ B6TMB2_MAIZE 2 462.22708 922.43961 -0.11847 0.00064 -0.1235 45.319 45.319 3.32E-02 44.81 10927000

10189 EFLGASGDKR Unmodified _EFLGASGDKR_ B6TMB2_MAIZE 3 360.52085 1078.5407 0.97322 -0.65953 0.30319 37.673 37.673 1.00E+00 16.12 217210

10190 EFLGASGDKR Unmodified _EFLGASGDKR_ B6TMB2_MAIZE 2 540.27764 1078.5407 -0.033475 0.14671 0.10101 38.581 38.581 1.25E-02 55.92 1500400

10191 EFLGASGDKR Unmodified _EFLGASGDKR_ B6TMB2_MAIZE 3 360.52085 1078.5407 0.8973 -0.057274 0.82787 38.583 38.583 1.00E+00 13.18 1422300

10192 EFLGWEPK Unmodified _EFLGWEPK_ B6SHM4_MAIZE 2 503.25564 1004.4967 -0.13343 1.5677 1.4173 77.723 77.723 1.65E-01 27.99 3160100

10193 EFLNAADDK Unmodified _EFLNAADDK_ Q5EUD6_MAIZE 2 511.7431 1021.4716 -0.0056771 -0.34694 -0.37208 51.24 51.24 3.39E-01 24.28 244860

10194 EFLNAADDK Unmodified _EFLNAADDK_ Q5EUD6_MAIZE 2 511.7431 1021.4716 -0.010386 -0.089187 -0.12016 50.507 50.507 3.39E-01 31.42 430630

10195 EFLNAADDK Unmodified _EFLNAADDK_ Q5EUD6_MAIZE 2 511.7431 1021.4716 -0.0078306 -0.25575 -0.28313 51.335 51.335 3.39E-01 19.58 286750

10196 EFLNAADDK Unmodified _EFLNAADDK_ Q5EUD6_MAIZE 2 511.7431 1021.4716 -0.006216 0.040223 0.012412 51.217 51.217 7.18E-01 25.13 654550

10197 EFLNAADDK Unmodified _EFLNAADDK_ Q5EUD6_MAIZE 2 511.7431 1021.4716 -0.12742 -0.34045 -0.48831 51.973 51.973 7.18E-01 23.72 5742300

10198 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 3 511.61682 1531.8286 0.016112 -0.33451 -0.33978 119.49 119.49 1.00E+00 3.97 578130

10199 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 2 766.92159 1531.8286 0.87955 -0.1119 0.74546 119.5 119.5 2.05E-12 51.08 397950

10200 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 3 511.61682 1531.8286 -0.11073 -0.10229 -0.23413 120.62 120.62 1.00E+00 11.72 225960

10201 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 3 511.61682 1531.8286 -0.002162 -0.1006 -0.12575 121.16 121.16 1.00E+00 10.11 368880

10202 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 3 511.61682 1531.8286 -0.023759 -0.14847 -0.19331 124 124 1.00E+00 7.26 634670

10203 EFLYHILEEVIK Unmodified _EFLYHILEEVIK_ B6SWN1_MAIZE 2 766.92159 1531.8286 0.94099 0.25497 1.1731 123.99 123.99 7.61E-14 59.69 322190

10204 EFNAYPAGSWFNFSK Unmodified _EFNAYPAGSWFNFSK_ B6T7E5_MAIZE 2 882.90446 1763.7944 1.2199 0.13923 1.3513 105.32 105.32 6.37E-03 23.23 220110

10205 EFQHGFLPAILSLSTK Unmodified _EFQHGFLPAILSLSTK_ B6U4D9_MAIZE 3 596.6612 1786.9618 0.20011 -0.15836 0.035413 108.08 108.08 7.63E-01 19.49 161440

10206 EFQHGFLPAILSLSTK Unmodified _EFQHGFLPAILSLSTK_ B6U4D9_MAIZE 3 596.6612 1786.9618 0.26686 0.11754 0.37791 108.21 108.21 1.00E+00 0.72 174430

10207 EFQHGFLPAILSLSTK Unmodified _EFQHGFLPAILSLSTK_ B6U4D9_MAIZE 3 596.6612 1786.9618 0.29229 -0.059734 0.22757 108.62 108.62 2.60E-01 23.57 328800

10208 EFSGTEFTNFMELAEK Oxidation (M) _EFSGTEFTNFM(ox)ELAEK_ Q5EUE0_MAIZE 2 948.42202 1894.8295 1.2106 -0.025765 1.1778 96.682 96.682 1.48E-07 58.18 191470

10209 EFSGTEFTNFMELAEK Oxidation (M) _EFSGTEFTNFM(ox)ELAEK_ Q5EUE0_MAIZE 2 948.42202 1894.8295 1.1494 -0.1069 1.0356 96.563 96.563 7.42E-06 62.16 195800

10210 EFSGTEFTNFMELAEK Oxidation (M) _EFSGTEFTNFM(ox)ELAEK_ Q5EUE0_MAIZE 2 948.42202 1894.8295 1.2004 0.21871 1.4122 95.515 95.515 1.27E-09 100.11 1242300

10211 EFSGTEFTNFMELAEK Oxidation (M) _EFSGTEFTNFM(ox)ELAEK_ Q5EUE0_MAIZE 2 948.42202 1894.8295 1.1925 0.11738 1.303 96.173 96.173 1.27E-09 99.86 1675300

10212 EFSGTEFTNFMELAEK Unmodified _EFSGTEFTNFMELAEK_ Q5EUE0_MAIZE 2 940.42457 1878.8346 1.1558 0.044399 1.1907 113.47 113.47 9.46E-03 49.09 146190

10213 EFSGTEFTNFMELAEK Unmodified _EFSGTEFTNFMELAEK_ Q5EUE0_MAIZE 2 940.42457 1878.8346 1.1884 -0.13797 1.0411 113.43 113.43 1.02E-04 61.24 116490

10214 EFSGTEFTNFMELAEK Unmodified _EFSGTEFTNFMELAEK_ Q5EUE0_MAIZE 2 940.42457 1878.8346 1.1965 0.053431 1.2406 113.13 113.13 1.42E-33 87.16 1029500

10215 EFSPANAGYLMK Unmodified _EFSPANAGYLMK_ B6TXX8_MAIZE 2 664.32119 1326.6278 0.59198 0.082771 0.6505 74.006 74.006 2.00E-01 15.27 499660
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10216 EFSPANAGYLMK Unmodified _EFSPANAGYLMK_ B6TXX8_MAIZE 2 664.32119 1326.6278 0.49552 -0.28953 0.18329 74.969 74.969 8.05E-01 12.13 549380

10217 EFSPANAGYLMK Oxidation (M) _EFSPANAGYLM(ox)K_ B6TXX8_MAIZE 2 672.31865 1342.6227 0.47602 -0.42432 0.032517 64.826 64.826 1.00E+00 4.22 824860

10218 EFSQSFFLAPQEK Unmodified _EFSQSFFLAPQEK_ B6T5X8_MAIZE 2 779.38283 1556.7511 0.84855 0.4011 1.2426 88.638 88.638 3.13E-02 24.74 78519

10219 EFSQSFFLAPQEK Unmodified _EFSQSFFLAPQEK_ B6T5X8_MAIZE 2 779.38283 1556.7511 0.89262 0.14671 1.0316 88.646 88.646 4.68E-05 51.22 328870

10220 EFSQSFFLAPQEK Unmodified _EFSQSFFLAPQEK_ B6T5X8_MAIZE 2 779.38283 1556.7511 0.86489 -0.085888 0.77249 88.353 88.353 2.50E-15 74.22 1423600

10221 EFSQSFFLAPQEK Unmodified _EFSQSFFLAPQEK_ B6T5X8_MAIZE 2 779.38283 1556.7511 0.87604 0.087427 0.95669 88.933 88.933 4.68E-05 40.46 617630

10222 EFTAPFVDDGLLEVVGFR Unmodified _EFTAPFVDDGLLEVVGFR_ A8QM11_MAIZE 2 1006.0122 2010.0098 1.2568 1.1332 2.4025 126.14 126.14 1.59E-01 19.07 129110

10223 EFTAPFVDDGLLEVVGFR Unmodified _EFTAPFVDDGLLEVVGFR_ A8QM11_MAIZE 2 1006.0122 2010.0098 1.209 0.53117 1.7539 126.39 126.39 1.18E-19 61.33 207230

10224 EFTDESQPAELVQLNQQSEYAPGLEDTLILTMK Oxidation (M) _EFTDESQPAELVQLNQQSEYAPGLEDTLILTM(ox)K_ Q9SAZ6_MAIZE 3 1251.9399 3752.7979 1.2962 0.10425 1.3916 117.04 117.04 4.36E-02 29.36 251240

10225 EFTDESQPAELVQLNQQSEYAPGLEDTLILTMK Oxidation (M) _EFTDESQPAELVQLNQQSEYAPGLEDTLILTM(ox)K_ Q9SAZ6_MAIZE 3 1251.9399 3752.7979 1.1446 0.41931 1.5551 117.16 117.16 9.21E-02 17.09 198050

10226 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 2 523.26928 1044.524 0.0017967 -0.22451 -0.24516 38.811 38.811 1.12E-01 49.52 785390

10227 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 2 523.26928 1044.524 -0.069223 -0.1601 -0.25178 38.326 38.326 1.00E+00 6.33 165800

10228 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 3 349.18195 1044.524 1.1378 -0.019424 1.0944 40.951 40.951 1.00E+00 5.42 549000

10229 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 2 523.26928 1044.524 -0.032299 -2.2932 -2.3432 41 41 3.39E-01 23.86 251130

10230 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 3 349.18195 1044.524 1.0853 -0.31856 0.74361 41.491 41.491 1.00E+00 11.46 7302200

10231 EFTHAIEAK Unmodified _EFTHAIEAK_ Q9M589_MAIZE 2 523.26928 1044.524 -0.063956 0.2281 0.1409 41.502 41.502 1.01E-02 49.27 2129200

10232 EFTLAEIEHFVDPEDK Unmodified _EFTLAEIEHFVDPEDK_ B6U749_MAIZE 3 640.30715 1917.8996 0.47173 0.2043 0.66895 119.33 119.33 2.89E-01 8.11 586450

10233 EFTLAEIEHFVDPEDK Unmodified _EFTLAEIEHFVDPEDK_ B6U749_MAIZE 2 959.95709 1917.8996 1.313 0.80598 2.1117 119.11 119.11 1.48E-07 37.02 170520

10234 EFTSVFYSLQNWR Unmodified _EFTSVFYSLQNWR_ B6SNX9_MAIZE 2 838.907 1675.7995 1.078 0.90783 1.9825 111.72 111.72 6.20E-03 57.49 151660

10235 EFTSVFYSLQNWR Unmodified _EFTSVFYSLQNWR_ B6SNX9_MAIZE 2 838.907 1675.7995 1.0749 0.40721 1.4802 112.05 112.05 4.68E-05 47.44 446780

10236 EFVGGAAELPR Unmodified _EFVGGAAELPR_ B6T2N1_MAIZE 2 573.30111 1144.5877 -0.025232 0.51595 0.47998 64.675 64.675 3.57E-04 59.64 371840

10237 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 4 765.15027 3056.572 0.91088 0.17305 1.0805 89.76 89.76 3.58E-08 46.98 797340

10238 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 4 765.15027 3056.572 0.81867 -0.93839 -0.12203 90.912 90.912 2.17E-02 41.27 260290

10239 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 4 765.15027 3056.572 0.9135 -0.65011 0.261 91.109 91.109 3.65E-06 31.4 573950

10240 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 5 612.32167 3056.572 0.28976 -0.50853 -0.22112 90.999 90.999 1.00E+00 1.12 3746300

10241 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 5 612.32167 3056.572 0.21086 -0.014055 0.19389 90.498 90.498 1.00E+00 1.64 18961000

10242 EGAHTAVSHGLWLNIPDYDAPTQLVKPK Unmodified _EGAHTAVSHGLWLNIPDYDAPTQLVKPK_ B4FQX1_MAIZE 4 765.15027 3056.572 0.85005 -0.035647 0.81141 90.469 90.469 2.90E-09 61.82 4864100

10243 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.15591 -0.10625 0.014313 32.223 32.223 9.99E-05 36.32 375550

10244 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.071325 0.29171 0.32702 30.619 30.619 4.20E-02 17.56 292610

10245 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.15747 0.089902 0.21162 33.628 33.628 4.53E-03 28.91 563830

10246 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.16066 -0.003865 0.12152 32.795 32.795 1.75E-03 25.18 605440

10247 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.21892 -0.15408 0.030134 33.542 33.542 2.75E-01 21.14 80544

10248 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.21043 0.21434 0.38942 33.647 33.647 1.75E-03 29.19 180450

10249 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.093884 0.076789 0.13576 34.302 34.302 4.53E-03 31.44 359550
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10250 EGALAEENMR Oxidation (M) _EGALAEENM(ox)R_ B6U0S1_MAIZE 2 568.25605 1134.4975 0.1243 0.061319 0.15108 31.721 31.721 4.20E-02 19.74 224820

10251 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.053114 -0.34159 -0.32795 42.804 42.804 4.40E-02 45.59 20383000

10252 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.042554 -0.046526 -0.043861 42.259 42.259 1.45E-01 40.12 3512700

10253 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.097525 0.053851 0.11266 45 45 3.43E-01 16.79 3176300

10254 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.063072 -0.047423 -0.023462 44.248 44.248 4.40E-02 39.17 4272500

10255 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.095346 0.25316 0.30883 45.107 45.107 2.81E-03 37.24 547840

10256 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.074641 0.26722 0.30166 44.897 44.897 4.40E-02 42.6 2883100

10257 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.021656 0.029253 0.01214 45.798 45.798 1.45E-01 32.03 2476000

10258 EGALAEENMR Unmodified _EGALAEENMR_ B6U0S1_MAIZE 2 560.25859 1118.5026 0.14046 0.94279 1.0417 42.857 42.857 1.25E-02 39.44 1093600

10259 EGDAEEEEAPASDHK Unmodified _EGDAEEEEAPASDHK_ B6TQB3_MAIZE 3 538.55691 1612.6489 0.071521 0.13513 0.18201 27.392 27.392 4.35E-01 30.48 109390

10260 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.57549 -0.035407 0.51898 106.74 106.74 7.61E-14 62.29 6839400

10261 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.34876 -0.31132 0.017841 110.75 110.75 7.61E-14 79.73 8343100

10262 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.56967 0.030818 0.57945 116.76 116.76 1.98E-03 44.07 92115

10263 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.60106 0.14875 0.72962 119.77 119.77 6.74E-02 30.83 39059

10264 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.64499 -0.07692 0.54809 124.14 124.14 4.56E-01 7.65 9561

10265 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.59178 0.21305 0.783 107.27 107.27 1.68E-09 53.72 977440

10266 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.61081 0.28927 0.87774 107.4 107.4 1.98E-03 44.69 848000

10267 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.60708 0.24926 0.83497 107.35 107.35 1.68E-09 60.7 1108600

10268 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.60697 0.27704 0.86239 106.88 106.88 1.11E-04 42.15 1104200

10269 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.20383 107.5 107.5 1.19E-03 43.79

10270 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.57779 0.30867 0.8652 107.12 107.12 1.00E+00 2.12 1489200

10271 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.56549 0.54033 1.0835 107.38 107.38 1.68E-09 86.61 1711200

10272 EGDILTLLESER Unmodified _EGDILTLLESER_ B4FW18_MAIZE 2 687.85919 1373.7038 0.55566 0.19671 0.73166 108.28 108.28 2.05E-12 61.85 977750

10273 EGDTVLLPEYGGSEVK Unmodified _EGDTVLLPEYGGSEVK_ B6SLX1_MAIZE 2 846.91997 1691.8254 0.97081 0.10318 1.0728 76.829 76.829 9.46E-03 21.22 217140

10274 EGDTVLLPEYGGTEVK Unmodified _EGDTVLLPEYGGTEVK_ B4FE30_MAIZE 2 853.9278 1705.841 0.96646 0.28097 1.2486 78.172 78.172 1.27E-09 56.86 324040

10275 EGDVSATLLALAGLR Unmodified _EGDVSATLLALAGLR_ B4F7S1_MAIZE 3 495.94723 1484.8199 -0.054727 -0.099188 -0.16747 121.45 121.45 1.00E+00 0.77 174690

10276 EGDVSATLLALAGLR Unmodified _EGDVSATLLALAGLR_ B4F7S1_MAIZE 2 743.41721 1484.8199 0.15692 121.41 121.41 3.33E-25 76.85

10277 EGEDGGSTAGLLAK Unmodified _EGEDGGSTAGLLAK_ B6T5R1_MAIZE 2 652.82006 1303.6256 0.47803 -1.1039 -0.63105 54.27 54.27 3.51E-02 66.86 998580

10278 EGEDGGSTAGLLAK Unmodified _EGEDGGSTAGLLAK_ B6T5R1_MAIZE 2 652.82006 1303.6256 0.35872 0.24874 0.59987 51.808 51.808 6.31E-03 55.73 5063400

10279 EGEDPAVFTGDTLFIAGCGK Unmodified _EGEDPAVFTGDTLFIAGCGK_ B4FGF5_MAIZE 2 1042.4857 2082.9568 1.0741 -1.2303 -0.14058 101.05 101.05 1.32E-42 107.92 451430

10280 EGEGYERPNEGAVVEVK Unmodified _EGEGYERPNEGAVVEVK_ B6TI78_MAIZE 3 621.3024 1860.8854 0.31218 -0.004733 0.29365 52.54 52.54 4.34E-02 32.22 524120

10281 EGEGYERPNEGAVVEVK Unmodified _EGEGYERPNEGAVVEVK_ B6TI78_MAIZE 3 621.3024 1860.8854 0.3398 -0.18456 0.14076 54.593 54.593 5.01E-03 47.64 761020

10282 EGEGYERPNEGAVVEVK Unmodified _EGEGYERPNEGAVVEVK_ B6TI78_MAIZE 3 621.3024 1860.8854 0.29796 0.009126 0.29359 54.563 54.563 2.56E-01 15.97 2955500

10283 EGEPFWDSPWGR Unmodified _EGEPFWDSPWGR_ B6SH65_MAIZE 2 731.82294 1461.6313 0.82708 0.091379 0.92047 98.459 98.459 7.72E-03 20.54 176860
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10284 EGEPFWDSPWGR Unmodified _EGEPFWDSPWGR_ B6SH65_MAIZE 2 731.82294 1461.6313 0.79547 0.20611 1.0034 97.898 97.898 7.72E-03 31.75 493650

10285 EGFESGKDLVVTVQSAMGEEQICALK Oxidation (M) _EGFESGKDLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 3 947.79301 2840.3572 1.1758 0.38814 1.5643 93.448 93.448 8.38E-02 14.98 132670

10286 EGFESGKDLVVTVQSAMGEEQICALK Oxidation (M) _EGFESGKDLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 3 947.79301 2840.3572 1.1059 -0.22024 0.88618 94.344 94.344 5.14E-10 64.18 1208300

10287 EGFESGKDLVVTVQSAMGEEQICALK Oxidation (M) _EGFESGKDLVVTVQSAM(ox)GEEQICALK_ B6SIL7_MAIZE 3 947.79301 2840.3572 1.1095 -0.035399 1.0746 95.113 95.113 5.14E-10 66.04 1470200

10288 EGFESGKDLVVTVQSAMGEEQICALK Unmodified _EGFESGKDLVVTVQSAMGEEQICALK_ B6SIL7_MAIZE 3 942.46137 2824.3623 1.1677 0.1379 1.3049 121.57 121.57 2.42E-01 29.56 116900

10289 EGFIVLR Unmodified _EGFIVLR_ MI25_MAIZE Q 2 417.24762 832.48069 -0.028545 0.14989 0.11318 72.875 72.875 4.46E-01 24.53 644360

10290 EGFYDYSCPQAEK Unmodified _EGFYDYSCPQAEK_ B6THU9_MAIZE 2 797.32994 1592.6453 0.97098 -0.21537 0.74935 65.397 65.397 1.00E-11 58.55 686560

10291 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.11724 0.068073 -0.058817 44.103 44.103 1.25E-02 40.89 33972000

10292 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.16787 -0.077063 -0.25365 43.588 43.588 4.40E-02 38.11 12241000

10293 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.10426 -0.04755 -0.1625 46.201 46.201 1.25E-02 50.38 22226000

10294 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.13624 -0.10965 -0.25641 45.481 45.481 1.25E-02 41.06 15247000

10295 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.13391 0.024438 -0.11831 44.098 44.098 7.11E-01 15.46 4910800

10296 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.25582 0.10456 -0.16203 46.236 46.236 4.40E-02 44.56 50594000

10297 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.054307 -0.078878 -0.14369 43.932 43.932 1.45E-01 23.63 1147600

10298 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.18211 -0.38534 -0.57575 46.11 46.11 1.25E-02 44.18 74613000

10299 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.098664 0.18139 0.071773 44.37 44.37 7.11E-01 19.02 1380900

10300 EGGINPDGIK Unmodified _EGGINPDGIK_ BGLC_MAIZE 2 500.25891 998.50327 -0.17675 0.31076 0.12474 47.682 47.682 7.11E-01 19.12 390940

10301 EGGSSEVAFAEFFGDLDK Unmodified _EGGSSEVAFAEFFGDLDK_ B4F9P0_MAIZE 2 952.93107 1903.8476 1.151 0.30759 1.461 120.01 120.01 2.85E-09 70.24 86689

10302 EGGSSEVAFAEFFGDLDK Unmodified _EGGSSEVAFAEFFGDLDK_ B4F9P0_MAIZE 2 952.93107 1903.8476 1.2678 0.08824 1.3595 120.5 120.5 8.94E-06 50.67 192370

10303 EGGVLPGIK Unmodified _EGGVLPGIK_ B4FAL9_MAIZE 2 435.25819 868.50182 0.026633 0.26636 0.28924 58.815 58.815 3.32E-02 46.97 12894000

10304 EGGVLPGIK Unmodified _EGGVLPGIK_ B4FAL9_MAIZE 2 435.25819 868.50182 -0.015378 0.33856 0.32048 58.119 58.119 3.39E-01 39.1 13204000

10305 EGGVLPGIK Unmodified _EGGVLPGIK_ B4FAL9_MAIZE 2 435.25819 868.50182 -0.064519 0.41076 0.34388 58.725 58.725 3.39E-01 29.53 8567300

10306 EGGVLPGIK Unmodified _EGGVLPGIK_ B4FAL9_MAIZE 2 435.25819 868.50182 0.0059983 0.28071 0.28229 58.65 58.65 3.39E-01 31.21 13822000

10307 EGGVLPGIK Unmodified _EGGVLPGIK_ B4FAL9_MAIZE 2 435.25819 868.50182 0.043375 0.19739 0.23847 57.4 57.4 7.18E-01 29.1 2702300

10308 EGHPVCYNVYGEFQDK Unmodified _EGHPVCYNVYGEFQDK_ B4FBC9_MAIZE 3 647.95271 1940.8363 0.44212 -0.20842 0.24089 68.632 68.632 1.21E-01 13.52 33838

10309 EGHPVCYNVYGEFQDK Unmodified _EGHPVCYNVYGEFQDK_ B4FBC9_MAIZE 3 647.95271 1940.8363 0.43495 -0.37499 0.066031 67.687 67.687 1.90E-03 38.7 1551300

10310 EGHPVCYNVYGEFQDKDLYEK Unmodified _EGHPVCYNVYGEFQDKDLYEK_ B6TVE3_MAIZE 4 648.29433 2589.1482 0.41348 0.007294 0.41887 80.005 80.005 8.27E-01 10.88 38401

10311 EGHPVCYNVYGEFQDKDLYEK Unmodified _EGHPVCYNVYGEFQDKDLYEK_ B6TVE3_MAIZE 4 648.29433 2589.1482 0.45109 -0.068199 0.37961 75.699 75.699 2.01E-01 23.6 2245600

10312 EGHPVCYNVYGEFQDKDLYEK Unmodified _EGHPVCYNVYGEFQDKDLYEK_ B6TVE3_MAIZE 3 864.05668 2589.1482 1.0733 -0.085966 0.98497 75.682 75.682 4.23E-22 59.13 594630

10313 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.057409 0.17066 0.089437 90.084 90.084 7.88E-01 33.25 5705200

10314 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.17383 0.19623 -0.0020851 90.784 90.784 7.88E-01 26.73 858690

10315 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.050964 0.20428 0.12944 90.993 90.993 1.00E+00 38.26 1201600

10316 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.12453 0.51366 0.36422 90.36 90.36 7.88E-01 27.43 1437900

10317 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.053457 0.26881 0.19162 90.872 90.872 1.00E+00 24.46 1063000
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10318 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.16127 0.21865 0.033176 90.487 90.487 1.65E-01 46.88 19618000

10319 EGILSIWK Unmodified _EGILSIWK_ SCRK2_MAIZE 2 473.27384 944.53312 -0.035821 0.41205 0.35126 90.524 90.524 1.00E+00 20.43 439520

10320 EGIPPDQQR Unmodified _EGIPPDQQR_ B4FPT7_MAIZE 2 520.26199 1038.5094 0.02017 -0.20675 -0.19413 33.204 33.204 1.12E-01 28.09 746560

10321 EGIPPVQQR Unmodified _EGIPPVQQR_ B4FPT7_MAIZE 3 341.85757 1022.5509 1.3068 0.57578 1.8752 36.155 36.155 1.00E+00 2.45 140200

10322 EGIPPVQQR Unmodified _EGIPPVQQR_ B4FPT7_MAIZE 2 512.28272 1022.5509 -0.23987 0.14727 -0.097299 42.37 42.37 1.01E-02 37.82 570180

10323 EGIPPVQQR Unmodified _EGIPPVQQR_ B4FPT7_MAIZE 2 512.28272 1022.5509 -0.18067 0.090546 -0.096247 44.922 44.922 7.18E-01 24.72 89872

10324 EGISAEVINLR Unmodified _EGISAEVINLR_ Q9ZQY2_MAIZE 2 600.83278 1199.651 0.22666 1.4863 1.684 77.221 77.221 3.83E-01 22.93 17077

10325 EGISAEVINLR Unmodified _EGISAEVINLR_ Q9ZQY2_MAIZE 2 600.83278 1199.651 0.16572 0.2074 0.34705 76.893 76.893 6.35E-09 78.89 16671000

10326 EGLEEVIAR Unmodified _EGLEEVIAR_ B6TB46_MAIZE 2 508.27456 1014.5346 -0.16088 -0.093379 -0.28192 67.628 67.628 3.32E-02 37.26 855930

10327 EGLHYNPYFPGGAIAMPK Oxidation (M) _EGLHYNPYFPGGAIAM(ox)PK_ B4FHM1_MAIZE 3 659.9891 1976.9455 0.46254 -0.092739 0.35953 77.738 77.738 1.19E-01 39.85 1057900

10328 EGLILLMDAIEK Unmodified _EGLILLMDAIEK_ B4G191_MAIZE 2 672.8758 1343.737 0.67107 0.061997 0.70332 114.56 114.56 6.74E-02 24 76345

10329 EGLILLMDAIEK Unmodified _EGLILLMDAIEK_ B4G191_MAIZE 2 672.8758 1343.737 0.59322 0.3066 0.87046 114.9 114.9 1.98E-03 35.32 684750

10330 EGLILLMDAIEK Oxidation (M) _EGLILLM(ox)DAIEK_ B4G191_MAIZE 2 680.87325 1359.732 0.61473 0.38777 0.97559 97.15 97.15 1.00E+00 8.86 570250

10331 EGLLQLPSDK Unmodified _EGLLQLPSDK_ B6TM55_MAIZE 2 550.30332 1098.5921 0.065854 -1.2326 -1.18 73.801 73.801 1.45E-01 30.12 542680

10332 EGLLQLPSDK Unmodified _EGLLQLPSDK_ B6TM55_MAIZE 2 550.30332 1098.5921 0.054579 -0.95542 -0.91578 73.805 73.805 3.43E-01 15.13 470390

10333 EGLLQLPSDK Unmodified _EGLLQLPSDK_ B6TM55_MAIZE 2 550.30332 1098.5921 0.023542 -0.68607 -0.67759 74.259 74.259 7.11E-01 18.53 969620

10334 EGLLQLPSDK Unmodified _EGLLQLPSDK_ B6TM55_MAIZE 2 550.30332 1098.5921 -0.12684 0.22115 0.078084 73.283 73.283 1.62E-03 56.06 29196000

10335 EGLLVGISSGAAAAAAVR Unmodified _EGLLVGISSGAAAAAAVR_ CYSK_MAIZE 2 806.95449 1611.8944 0.98214 0.092329 1.0577 92.641 92.641 2.06E-90 124.07 2111800

10336 EGLLVGISSGAAAAAAVR Unmodified _EGLLVGISSGAAAAAAVR_ CYSK_MAIZE 2 806.95449 1611.8944 1.0173 0.26728 1.2676 111.93 111.93 1.77E-34 101.54 121050

10337 EGLLVGISSGAAAAAAVR Unmodified _EGLLVGISSGAAAAAAVR_ CYSK_MAIZE 2 806.95449 1611.8944 1.0434 0.053865 1.0811 137.04 137.04 2.32E-57 118.4 154350

10338 EGLNLACENALNR Unmodified _EGLNLACENALNR_ AMYB_MAIZE 2 737.35936 1472.7042 0.79053 1.0258 1.7874 67.838 67.838 1.15E-02 43.04 728250

10339 EGLNLACENALNR Unmodified _EGLNLACENALNR_ AMYB_MAIZE 2 737.35936 1472.7042 0.84275 0.31241 1.1275 69.282 69.282 9.54E-02 46.26 431790

10340 EGLNLACENALNR Unmodified _EGLNLACENALNR_ AMYB_MAIZE 2 737.35936 1472.7042 0.77525 0.39475 1.1425 68.877 68.877 3.13E-02 38.27 429200

10341 EGLNLACENALNR Unmodified _EGLNLACENALNR_ AMYB_MAIZE 2 737.35936 1472.7042 0.8012 0.41172 1.1851 69.245 69.245 3.13E-02 71.61 2170900

10342 EGLPDAVVWNPWDK Unmodified _EGLPDAVVWNPWDK_ B4FQ84_MAIZE 2 813.40156 1624.7886 1.0547 1.2966 2.3507 105.69 105.69 7.64E-09 51.79 287600

10343 EGLPDAVVWNPWDK Unmodified _EGLPDAVVWNPWDK_ B4FQ84_MAIZE 2 813.40156 1624.7886 1.0281 0.6259 1.6543 106.17 106.17 2.00E-19 70.21 498330

10344 EGLPLFILANWR Unmodified _EGLPLFILANWR_ Q41743_MAIZE 2 714.90354 1427.7925 0.68974 0.22633 0.89756 123.63 123.63 1.98E-03 54.12 2119800

10345 EGLPLFILANWR Unmodified _EGLPLFILANWR_ Q41743_MAIZE 2 714.90354 1427.7925 0.64244 0.2405 0.86545 124.04 124.04 1.11E-04 51.5 742580

10346 EGLPLMVSDFR Unmodified _EGLPLMVSDFR_ B6SHM4_MAIZE 2 632.32373 1262.6329 0.39836 0.19142 0.58494 94.138 94.138 4.96E-02 18.87 799420

10347 EGLPLMVSDFR Unmodified _EGLPLMVSDFR_ B6SHM4_MAIZE 2 632.32373 1262.6329 0.34735 0.39783 0.74099 94.438 94.438 1.47E-01 16.37 1773000

10348 EGLPLMVSDFR Oxidation (M) _EGLPLM(ox)VSDFR_ B6SHM4_MAIZE 2 640.32119 1278.6278 0.39534 0.45819 0.85221 85.97 85.97 3.83E-01 20.07 183420

10349 EGLPLMVSDFR Oxidation (M) _EGLPLM(ox)VSDFR_ B6SHM4_MAIZE 2 640.32119 1278.6278 0.47225 0.15294 0.62402 86.003 86.003 1.00E+00 11.54 517100

10350 EGLPLMVSDFR Oxidation (M) _EGLPLM(ox)VSDFR_ B6SHM4_MAIZE 2 640.32119 1278.6278 0.39615 0.24926 0.64453 85.916 85.916 7.60E-01 29.91 6165400

10351 EGLPLMVSDFR Oxidation (M) _EGLPLM(ox)VSDFR_ B6SHM4_MAIZE 2 640.32119 1278.6278 -0.62489 85.57 85.57 9.30E-01 2.62
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10352 EGLPLMVTDFR Oxidation (M) _EGLPLM(ox)VTDFR_ B4FP94_MAIZE 2 647.32901 1292.6435 0.53697 0.37743 0.91657 87.677 87.677 7.60E-01 9.73 299080

10353 EGLPLMVTDFR Oxidation (M) _EGLPLM(ox)VTDFR_ B4FP94_MAIZE 2 647.32901 1292.6435 0.44182 0.50047 0.94422 87.427 87.427 1.47E-01 25.96 1690100

10354 EGLQAQVPAPPSGVEK Unmodified _EGLQAQVPAPPSGVEK_ B6T451_MAIZE 2 803.92539 1605.8362 0.99749 -0.072208 0.91963 65.288 65.288 7.42E-06 44.79 669910

10358 EGLSFIETSALEALNVEK Unmodified _EGLSFIETSALEALNVEK_ B6SNF6_MAIZE 2 975.50695 1948.9993 1.2076 0.06366 1.2502 125.04 125.04 1.18E-19 69.08 162630

10359 EGLSPINLIVEDK Unmodified _EGLSPINLIVEDK_ B4F9X9_MAIZE 2 713.89303 1425.7715 0.66563 0.19398 0.84009 97.005 97.005 6.20E-03 39.24 2583400

10360 EGLTSLVEYNEK Unmodified _EGLTSLVEYNEK_ B4FI21_MAIZE 2 691.34591 1380.6773 0.71014 -0.93466 -0.24517 75.974 75.974 6.74E-02 29.4 239500

10361 EGLTSLVEYNEK Unmodified _EGLTSLVEYNEK_ B4FI21_MAIZE 2 691.34591 1380.6773 0.62578 -1.7776 -1.1716 76.64 76.64 1.00E+00 6.34 354920

10362 EGLTSLVEYNEK Unmodified _EGLTSLVEYNEK_ B4FI21_MAIZE 2 691.34591 1380.6773 0.70726 -0.65682 0.029208 76.254 76.254 2.00E-01 26.55 317260

10363 EGLTSLVEYNEK Unmodified _EGLTSLVEYNEK_ B4FI21_MAIZE 2 691.34591 1380.6773 0.63477 -1.1685 -0.55397 70.536 70.536 1.00E+00 3.3 1005400

10364 EGLVGRPWYK Unmodified _EGLVGRPWYK_ B6SP44_MAIZE 2 602.8273 1203.64 0.17352 -0.8407 -0.67565 63.573 63.573 7.11E-01 26.94 227960

10365 EGMGGGGSHVDPFDIFSSFFGPSFGGGGGSSR Oxidation (M) _EGM(ox)GGGGSHVDPFDIFSSFFGPSFGGGGGSSR_ O65160_MAIZE 3 1037.1175 3108.3308 1.2761 0.10959 1.4139 126.62 126.62 6.86E-01 7.76 403800

10366 EGNAAGNGFLLLDSEFNVK Unmodified _EGNAAGNGFLLLDSEFNVK_ B4FAL8_MAIZE 2 997.99454 1993.9745 1.2095 0.17949 1.3794 109.16 109.16 1.30E-03 89.78 165930

10367 EGNAAGNGFLLLDSEFNVK Unmodified _EGNAAGNGFLLLDSEFNVK_ B4FAL8_MAIZE 2 997.99454 1993.9745 1.2196 -0.1185 1.092 109.12 109.12 1.06E-14 114.08 174070

10368 EGNAAGNGFLLLDSEFNVK Unmodified _EGNAAGNGFLLLDSEFNVK_ B4FAL8_MAIZE 2 997.99454 1993.9745 1.2968 -0.22306 1.0653 108.92 108.92 3.71E-05 70.86 298540

10369 EGNAAGNGFLLLDSEFNVK Unmodified _EGNAAGNGFLLLDSEFNVK_ B4FAL8_MAIZE 2 997.99454 1993.9745 1.2334 -0.031476 1.1931 109.76 109.76 1.30E-03 101.16 660480

10370 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.1444 0.32234 1.4715 107.83 107.83 1.51E-07 51.63 362240

10371 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.1856 0.34098 1.5321 108.38 108.38 1.37E-17 68.8 295480

10372 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.1644 0.37925 1.5488 108.45 108.45 1.51E-07 53.49 744820

10373 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.1659 0.50388 1.6748 108.46 108.46 1.51E-07 63.99 705020

10374 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 3 662.32437 1983.9513 0.59384 0.46054 1.059 108.45 108.45 2.75E-01 16.58 179370

10375 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.2538 0.28344 1.5424 108.05 108.05 6.64E-13 79.41 1112300

10376 EGNFDLVGNNMPVFFIR Oxidation (M) _EGNFDLVGNNM(ox)PVFFIR_ B6UHU1_MAIZE 2 992.98292 1983.9513 1.2284 0.32936 1.5627 108.82 108.82 2.95E-21 71.77 2814200

10377 EGNFDLVGNNMPVFFIR Unmodified _EGNFDLVGNNMPVFFIR_ B6UHU1_MAIZE 2 984.98546 1967.9564 1.165 -0.064034 1.1043 119.82 119.82 1.37E-17 65.77 1327900

10378 EGNFDLVGNNMPVFFIR Unmodified _EGNFDLVGNNMPVFFIR_ B6UHU1_MAIZE 2 984.98546 1967.9564 1.1988 0.2528 1.4549 120.29 120.29 1.54E-12 60.59 151640

10379 EGNFDLVGNNMPVFFIR Unmodified _EGNFDLVGNNMPVFFIR_ B6UHU1_MAIZE 2 984.98546 1967.9564 1.1216 -0.60519 0.52068 120.54 120.54 1.51E-07 79.87 172010

10380 EGNFDLVGNNMPVFFIR Unmodified _EGNFDLVGNNMPVFFIR_ B6UHU1_MAIZE 2 984.98546 1967.9564 1.2171 -0.17567 1.0452 120.05 120.05 1.54E-12 91.54 315480

10381 EGNFDLVGNNMPVFFIR Unmodified _EGNFDLVGNNMPVFFIR_ B6UHU1_MAIZE 2 984.98546 1967.9564 1.1538 -0.010596 1.1461 120.94 120.94 3.42E-29 72.43 2103400

10382 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.0836 -0.043205 1.0344 123.25 123.25 6.50E-04 26.05 23658000

10383 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 3 1282.2866 3843.838 1.1593 0.43444 1.5874 123.23 123.23 7.77E-02 24.29 744310

10384 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.1838 0.15648 1.3342 131.17 131.17 4.03E-02 16.7 371600

10385 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.2076 0.020844 1.2228 129.41 129.41 3.80E-03 16.94 1583000

10386 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.2051 0.38813 1.5869 130.59 130.59 4.03E-02 18.35 1477700

10387 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.1748 -0.040891 1.1283 129.96 129.96 3.04E-05 25.63 3596200

10388 EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR Unmodified _EGPALEQLDELLADPANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 961.96678 3843.838 1.0809 -0.027005 1.0485 130.65 130.65 2.98E-10 44.87 5284800
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10389 EGPALPVLDDLIAEEK Unmodified _EGPALPVLDDLIAEEK_ CAMT1_MAIZE 2 854.95382 1707.8931 1.0859 -0.26804 0.7992 114.2 114.2 2.01E-03 21.65 921690

10390 EGPALPVLDDLIAEEK Unmodified _EGPALPVLDDLIAEEK_ CAMT1_MAIZE 2 854.95382 1707.8931 0.96822 -0.25872 0.69099 115.11 115.11 7.73E-25 76.48 3968900

10391 EGPETIAAFIAEPVMGAGGVIPPPK Oxidation (M) _EGPETIAAFIAEPVM(ox)GAGGVIPPPK_ B4G0T5_MAIZE 3 822.09793 2463.2719 1.0558 0.4234 1.4756 113.39 113.39 7.59E-08 30.78 307010

10392 EGPLVNFLTPINPIEK Unmodified _EGPLVNFLTPINPIEK_ B6TA19_MAIZE 2 890.99582 1779.9771 1.1636 0.2083 1.3594 109.74 109.74 9.46E-03 47.53 417960

10393 EGPLVNFLTPINPIEK Unmodified _EGPLVNFLTPINPIEK_ B6TA19_MAIZE 2 890.99582 1779.9771 1.1008 0.33098 1.4194 110.31 110.31 4.18E-01 18.8 143010

10394 EGPLVNFLTPINPIEK Unmodified _EGPLVNFLTPINPIEK_ B6TA19_MAIZE 2 890.99582 1779.9771 1.1718 0.36126 1.5207 110.56 110.56 1.81E-01 29.27 229310

10395 EGPLVNFLTPINPIEK Unmodified _EGPLVNFLTPINPIEK_ B6TA19_MAIZE 2 890.99582 1779.9771 1.1386 0.31096 1.4378 110 110 1.48E-07 49.61 521960

10396 EGQIYLASPYTAAASALTGYVTDPR Unmodified _EGQIYLASPYTAAASALTGYVTDPR_ B4FG11_MAIZE 2 1308.153 2614.2915 1.2016 0.29495 1.4866 119.01 119.01 4.48E-09 65.7 335540

10397 EGQNDIYYITGESK Unmodified _EGQNDIYYITGESK_ B6TB25_MAIZE 2 808.87557 1615.7366 0.99777 0.22674 1.2085 69.22 69.22 2.96E-06 62.7 1508700

10398 EGQNDIYYITGESK Unmodified _EGQNDIYYITGESK_ B6TB25_MAIZE 2 808.87557 1615.7366 0.98697 0.061728 1.0339 69.391 69.391 3.56E-04 59.07 1195500

10399 EGQNDIYYITGESK Unmodified _EGQNDIYYITGESK_ B6TB25_MAIZE 2 808.87557 1615.7366 0.97051 0.36262 1.3173 70.493 70.493 3.56E-04 49.26 1354100

10400 EGQNDIYYITGESK Unmodified _EGQNDIYYITGESK_ B6TB25_MAIZE 2 808.87557 1615.7366 0.9477 0.10305 1.0358 70.003 70.003 2.25E-03 62.7 2226600

10401 EGSPYYSTAR Unmodified _EGSPYYSTAR_ B6SWZ4_MAIZE 2 565.75928 1129.504 0.13431 0.097182 0.21333 41.899 41.899 4.40E-02 42.75 579230

10402 EGTAQGVLVGPAGQ Unmodified _EGTAQGVLVGPAGQ_ B6TB46_MAIZE 2 642.33314 1282.6517 0.35449 0.058212 0.42732 64.471 64.471 3.49E-01 12.85 648960

10403 EGTEQYEFIESCLATVDR Unmodified _EGTEQYEFIESCLATVDR_ B4FFA5_MAIZE 2 1073.9835 2145.9525 1.1878 -0.38283 0.80288 104.41 104.41 2.85E-09 60.27 189450

10404 EGTPWLWMIMER Unmodified _EGTPWLWMIMER_ B4FQ98_MAIZE 2 774.87052 1547.7265 0.94413 0.88524 1.8144 122.28 122.28 8.05E-01 5.31 404380

10405 EGTPWLWMIMER Oxidation (M) _EGTPWLWMIM(ox)ER_ B4FQ98_MAIZE 2 782.86798 1563.7214 0.98363 0.17245 1.1457 112.98 112.98 1.63E-05 43.57 251710

10406 EGTPWLWMIMER Oxidation (M) _EGTPWLWM(ox)IMER_ B4FQ98_MAIZE 2 782.86798 1563.7214 0.96686 0.038154 0.9945 116.09 116.09 6.74E-02 36.2 214710

10407 EGVAINCLEAPLDVDIPGGGR Unmodified _EGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 2 1076.5388 2151.063 1.288 1.1083 2.3976 103.83 103.83 3.25E-04 24.71 311050

10408 EGVAINCLEAPLDVDIPGGGR Unmodified _EGVAINCLEAPLDVDIPGGGR_ B6THG1_MAIZE 2 1076.5388 2151.063 1.2706 -1.7814 -0.50662 104.28 104.28 3.25E-04 65.06 141450

10409 EGVIQHSTINNLAIGR Unmodified _EGVIQHSTINNLAIGR_ B4FM07_MAIZE 3 574.64795 1720.922 0.053543 0.23604 0.27759 67.944 67.944 3.78E-02 22.26 625080

10410 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 3 837.41587 2509.2258 1.0124 1.7554 2.7587 119.47 119.47 2.54E-15 35.76 275850

10411 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 2 1255.6202 2509.2258 1.2756 1.7036 2.9713 119.5 119.5 3.99E-06 32.86 156390

10412 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 2 1255.6202 2509.2258 1.1395 1.0603 2.1921 119.76 119.76 3.10E-22 91.32 321690

10413 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 3 837.41587 2509.2258 1.0348 2.8539 3.8783 119.56 119.56 1.28E-12 45.64 294350

10414 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 2 1255.6202 2509.2258 1.1993 0.78715 1.9787 119.48 119.48 1.96E-09 66.28 171770

10415 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 3 837.41587 2509.2258 0.93973 2.8922 3.8216 120.54 120.54 5.14E-06 21.04 159550

10416 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 2 1255.6202 2509.2258 1.2343 0.037049 1.2643 120.21 120.21 3.10E-22 79.1 1273300

10417 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 3 837.41587 2509.2258 1.0579 0.031071 1.0821 119.98 119.98 4.39E-58 74.25 1783700

10418 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 3 837.41587 2509.2258 1.1168 0.27975 1.3888 136.89 136.89 8.36E-85 74.42 582780

10419 EGVITIADGNTLYNELEVVEGMK Oxidation (M) _EGVITIADGNTLYNELEVVEGM(ox)K_ CH61_MAIZE C 2 1255.6202 2509.2258 1.2691 0.056178 1.3184 136.77 136.77 1.40E-07 79.14 211340

10420 EGVLVEGLFWK Unmodified _EGVLVEGLFWK_ B4FTE1_MAIZE 2 638.85044 1275.6863 0.37555 0.32213 0.69744 107.48 107.48 1.67E-02 36.65 291950

10421 EGVPTAVSHGLWLNIPDYDAPTQLVKPLER Unmodified _EGVPTAVSHGLWLNIPDYDAPTQLVKPLER_ B6T9G3_MAIZE 4 829.68976 3314.7299 1.0552 0.43762 1.4889 110.82 110.82 1.32E-01 10.61 970470

10422 EGVQNFFVTFIEVLR Unmodified _EGVQNFFVTFIEVLR_ B6TAY2_MAIZE 2 899.48034 1796.9461 1.0529 0.25896 1.3201 129.51 129.51 1.12E-07 67.9 483240
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10423 EGVSFGSFDILSDEEVR Unmodified _EGVSFGSFDILSDEEVR_ B4FSW8_MAIZE 2 943.44435 1884.8741 1.193 0.82308 2.0195 110.01 110.01 1.24E-09 70.71 104260

10424 EGVSFGSFDILSDEEVR Unmodified _EGVSFGSFDILSDEEVR_ B4FSW8_MAIZE 2 943.44435 1884.8741 1.2943 0.35734 1.6557 109.62 109.62 1.02E-03 70.92 141700

10425 EGVSFGSFDILSDEEVR Unmodified _EGVSFGSFDILSDEEVR_ B4FSW8_MAIZE 2 943.44435 1884.8741 1.205 0.32441 1.5329 110.36 110.36 1.54E-12 111.05 360050

10426 EGYEGQISSNNIEIGIIR Unmodified _EGYEGQISSNNIEIGIIR_ B4FFX7_MAIZE 2 996.50527 1990.996 1.2594 -0.24911 0.98933 89.697 89.697 2.67E-02 41.43 18715

10427 EGYEGQISSNNIEIGIIR Unmodified _EGYEGQISSNNIEIGIIR_ B4FFX7_MAIZE 2 996.50527 1990.996 1.1038 -0.10926 0.97301 88.468 88.468 8.00E-45 104.18 3817800

10428 EGYQTLLNTDMK Unmodified _EGYQTLLNTDMK_ B4FHJ2_MAIZE 2 706.83994 1411.6653 0.71617 -0.069816 0.63364 75.615 75.615 6.74E-02 44.95 706730

10429 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.45456 0.26419 0.70804 86.316 86.316 2.62E-07 60.33 4851100

10430 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 3 433.58708 1297.7394 0.10196 0.13628 0.22808 85.515 85.515 8.36E-03 44.97 6986600

10431 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 3 433.58708 1297.7394 -0.038663 0.19744 0.14769 86.562 86.562 6.54E-02 25.88 2047500

10432 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.43777 0.21979 0.64808 86.62 86.62 2.05E-12 56.57 1368300

10433 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.46096 0.32192 0.77302 86.692 86.692 1.68E-09 55.76 1309400

10434 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 3 433.58708 1297.7394 0.10525 0.063004 0.15676 86.683 86.683 1.00E+00 9.56 2499300

10435 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.49927 0.20539 0.69501 86.266 86.266 1.68E-09 57.64 543360

10436 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.50952 -0.083096 0.41727 85.964 85.964 2.00E-01 29.4 205520

10437 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 2 649.87699 1297.7394 0.47397 0.16204 0.62654 86.456 86.456 1.11E-04 50.56 1295800

10438 EHALLAFTLGVK Unmodified _EHALLAFTLGVK_ B6UHJ4_MAIZE 3 433.58708 1297.7394 0.093581 0.049538 0.13373 86.418 86.418 1.84E-01 34.26 2930900

10439 EHAPVALGAAGAR Unmodified _EHAPVALGAAGAR_ B6SZA5_MAIZE 2 610.33074 1218.6469 0.30657 1.8106 2.0953 75.629 75.629 9.49E-01 3.59 178820

10440 EHAPVALGAAGAR Unmodified _EHAPVALGAAGAR_ B6SZA5_MAIZE 2 610.33074 1218.6469 0.21837 -0.16218 0.037378 41.764 41.764 6.20E-03 43.91 512890

10441 EHAPVALGAAGAR Unmodified _EHAPVALGAAGAR_ B6SZA5_MAIZE 2 610.33074 1218.6469 0.20762 0.10816 0.29751 45.506 45.506 2.61E-08 62.38 346600

10442 EHDILGTLVD Unmodified _EHDILGTLVD_ B4FE30_MAIZE 2 556.28513 1110.5557 -0.082848 0.21306 0.13559 84.331 84.331 3.43E-01 21.41 371420

10443 EHEDVELLAR Unmodified _EHEDVELLAR_ B4FLA2_MAIZE 2 605.80676 1209.599 0.27469 0.11674 0.36724 55.105 55.105 1.25E-02 49.53 2407300

10444 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 0.046844 0.053845 0.070718 35.092 35.092 1.00E+00 12.44 2050500

10445 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.57 -0.038375 0.50255 35.097 35.097 1.68E-09 53.02 613930

10446 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 -0.10458 0.18076 0.047419 34.129 34.129 7.21E-01 19.4 623380

10447 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.55496 0.17481 0.70025 34.128 34.128 7.72E-03 29.69 148190

10448 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 0.03138 0.084034 0.086989 36.934 36.934 1.00E+00 4.39 1025000

10449 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.58368 0.026768 0.58133 36.932 36.932 1.68E-09 64.95 272660

10450 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 0.015811 0.039713 0.026795 36.103 36.103 1.84E-01 13.06 1140200

10451 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.58726 -0.046558 0.51201 36.103 36.103 1.11E-04 43.7 231080

10452 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.60912 -0.13755 0.44369 36.786 36.786 1.68E-09 50.42 257640

10453 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.56637 -0.017809 0.51937 36.685 36.685 1.68E-09 47.19 1154300

10454 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 -0.013474 0.14135 0.098846 36.686 36.686 6.54E-02 26.84 3356500

10455 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 -0.073645 -0.53884 -0.64072 37.511 37.511 1.79E-02 29.71 23338000

10456 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 3 449.20922 1344.6058 0.13173 0.78054 0.88126 34.776 34.776 1.79E-02 27.85 453990
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10457 EHIAAYGEGNER Unmodified _EHIAAYGEGNER_ B4G1P1_MAIZE 2 673.3102 1344.6058 0.61024 -0.31197 0.2695 34.746 34.746 1.60E-02 38.13 82318

10458 EHIAAYGEGNERR Unmodified _EHIAAYGEGNERR_ B4G1P1_MAIZE 3 501.24293 1500.707 -0.020882 -0.13919 -0.18938 33.194 33.194 5.88E-01 20.3 292560

10459 EHILLAR Unmodified _EHILLAR_ B4FH57_MAIZE 2 426.25852 850.50249 0.12196 0.07213 0.15771 42.543 42.543 7.83E-01 34.3 2993400

10460 EHILLAR Unmodified _EHILLAR_ B4FH57_MAIZE 2 426.25852 850.50249 0.10111 0.11206 0.17724 43.519 43.519 8.04E-02 32.7 3052700

10461 EHIPVTQLVR Unmodified _EHIPVTQLVR_ B4FFX7_MAIZE 2 596.34585 1190.6772 0.11551 -0.37981 -0.26524 56.199 56.199 1.25E-02 39.77 4267300

10462 EHIPVTQLVR Unmodified _EHIPVTQLVR_ B4FFX7_MAIZE 3 397.89966 1190.6772 0.3617 -0.48395 -0.12174 56.196 56.196 5.86E-01 31.28 8813200

10463 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 3 431.88971 1292.6473 0.24406 0.33705 0.57582 29.88 29.88 1.00E+00 7.94 122490

10464 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 3 431.88971 1292.6473 0.0019623 0.7671 0.76378 28.497 28.497 4.08E-01 16.27 88086

10465 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 2 647.33093 1292.6473 2.1197 28.543 28.543 1.00E+00 1.69

10466 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 3 431.88971 1292.6473 0.18104 -0.035957 0.13956 31.024 31.024 1.00E+00 6.62 101930

10467 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 3 431.88971 1292.6473 0.25871 0.93685 1.1899 30.118 30.118 1.00E+00 4.83 99293

10468 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 4 324.1691 1292.6473 1.4848 -0.21196 1.2701 30.156 30.156 1.00E+00 14.81 23762

10469 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 3 431.88971 1292.6473 0.078821 -0.093454 -0.018056 30.761 30.761 4.08E-01 12.9 575750

10470 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 4 324.1691 1292.6473 1.4178 -0.014546 1.4001 30.772 30.772 1.00E+00 18.4 127420

10471 EHLDGVRPGGEK Unmodified _EHLDGVRPGGEK_ B6U4J8_MAIZE 2 647.33093 1292.6473 0.57227 -0.016094 0.55249 30.76 30.76 4.56E-01 11.48 52923

10472 EHLPPLLR Unmodified _EHLPPLLR_ B6UCV5_MAIZE 3 325.53091 973.5709 1.4318 -0.21135 1.1967 59.094 59.094 5.41E-01 22.52 1022600

10473 EHMGFSNVNDYPPSDTLELSSDHLIENK Oxidation (M) _EHM(ox)GFSNVNDYPPSDTLELSSDHLIENK_ B4FR02_MAIZE 4 801.86611 3203.4353 0.92608 -0.36678 0.55355 83.635 83.635 2.17E-02 29.83 838900

10474 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 -0.14856 0.12926 -0.034959 64.314 64.314 1.00E+00 9.94 172450

10475 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 0.0021361 0.007409 -0.0064958 65.403 65.403 6.79E-01 11.98 447970

10476 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 0.010227 0.40791 0.40047 64.838 64.838 6.79E-01 20.64 462390

10477 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 -0.059511 0.022496 -0.052383 65.195 65.195 1.40E-01 28.71 472560

10478 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 -0.058634 -0.10405 -0.17965 65.153 65.153 5.15E-02 29.3 3796000

10479 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 2 697.8204 1393.6262 0.66471 -0.24326 0.40544 65.152 65.152 1.47E-01 41.42 1249800

10480 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 3 465.54936 1393.6262 -0.11956 0.32272 0.18613 65.323 65.323 1.91E-02 28.95 10866000

10481 EHNFSSIEEFR Unmodified _EHNFSSIEEFR_ B4FZU9_MAIZE 2 697.8204 1393.6262 0.61963 -0.87774 -0.27315 65.303 65.303 4.43E-05 47.37 4676600

10482 EHQIVETLVPGLK Unmodified _EHQIVETLVPGLK_ B6TFA7_MAIZE 2 731.91684 1461.8191 0.7587 0.41836 1.1714 77.022 77.022 6.20E-03 33.18 276900

10483 EHQIVETLVPGLK Unmodified _EHQIVETLVPGLK_ B6TFA7_MAIZE 3 488.28032 1461.8191 -0.067961 0.12078 0.04611 77.028 77.028 1.00E+00 0.2 764270

10484 EHQIVETLVPGLKDEVMK Unmodified _EHQIVETLVPGLKDEVMK_ B6TFA7_MAIZE 3 689.03812 2064.0925 0.58485 -3.7401 -3.1572 82.524 82.524 1.22E-09 51.33 1637300

10485 EHQIVETLVPGLKDEVMK Oxidation (M) _EHQIVETLVPGLKDEVM(ox)K_ B6TFA7_MAIZE 3 694.36976 2080.0874 0.58672 0.046582 0.62862 76.565 76.565 1.06E-02 28.58 1558400

10486 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 3 335.48592 1003.4359 1.3779 0.15062 1.5009 25.806 25.806 1.00E+00 9.53 50750

10487 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 2 502.72524 1003.4359 0.085206 -0.26197 -0.2013 25.805 25.805 7.88E-01 25.53 24545

10488 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 2 502.72524 1003.4359 0.037522 -0.12581 -0.1144 26.503 26.503 1.00E+00 6.84 25414

10489 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 3 335.48592 1003.4359 1.4048 0.30571 1.684 26.5 26.5 1.00E+00 11.72 47743

10490 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 3 335.48592 1003.4359 1.3792 -0.020293 1.3329 26.78 26.78 1.00E+00 10.18 184470
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10491 EHSEEFAR Unmodified _EHSEEFAR_ B6TJ78_MAIZE 2 502.72524 1003.4359 0.031945 0.038505 0.044887 26.769 26.769 3.77E-01 29.79 94505

10492 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.11685 -0.10132 -0.0021937 43.187 43.187 4.33E-02 30.97 5809600

10493 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.44918 -0.16966 0.26264 43.178 43.178 1.67E-02 29.96 1235000

10494 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 -0.027475 0.16229 0.11766 43.536 43.536 4.33E-02 34.98 1600200

10495 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.429 0.2679 0.67927 43.535 43.535 4.48E-03 40.09 245520

10496 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.10058 -0.08908 -0.0046609 45.856 45.856 4.33E-02 21.13 3559200

10497 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.43817 0.004882 0.42585 45.859 45.859 4.96E-02 28.84 574550

10498 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.060964 -0.14016 -0.095674 45.115 45.115 1.15E-01 20.31 4641900

10499 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.47355 0.085811 0.54187 45.121 45.121 1.67E-02 31.22 512650

10500 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.0027944 -0.1287 -0.14155 45.861 45.861 2.92E-01 15.44 4894200

10501 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.43763 -0.18383 0.2377 45.855 45.855 4.48E-03 30.47 536520

10502 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.0099815 -0.086596 -0.092843 45.086 45.086 4.33E-02 36.38 33362000

10503 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.38348 -0.086596 0.28021 45.111 45.111 3.57E-04 44.58 14567000

10504 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 3 430.25897 1287.7551 0.041825 -0.11919 -0.09414 46.187 46.187 1.52E-02 40.62 8192800

10505 EHVIKPVIPEK Unmodified _EHVIKPVIPEK_ B4FIE9_MAIZE 2 644.88481 1287.7551 0.39441 0.004276 0.38102 46.189 46.189 4.96E-02 30.73 1320800

10506 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 3 646.3508 1936.0306 0.42701 -0.39951 0.011412 70.19 70.19 8.21E-03 23.09 497120

10507 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 3 646.3508 1936.0306 0.48345 -0.94878 -0.48043 70.69 70.69 8.21E-03 26.04 972590

10508 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 4 485.01492 1936.0306 0.0062529 -0.14839 -0.159 70.222 70.222 1.00E+00 5.99 361660

10509 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 3 646.3508 1936.0306 0.45014 -0.31082 0.12444 70.279 70.279 1.90E-03 36.29 841150

10510 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 3 646.3508 1936.0306 0.39051 -0.13193 0.2425 70.408 70.408 1.90E-03 30.91 17338000

10511 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 4 485.01492 1936.0306 -0.057136 -0.2998 -0.37223 70.437 70.437 1.00E+00 20.01 3028200

10512 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 2 969.02257 1936.0306 1.2133 -0.046703 1.1507 70.424 70.424 1.27E-09 51.09 818060

10513 EHVIKPVIPEQYLDEK Unmodified _EHVIKPVIPEQYLDEK_ B4FAD1_MAIZE 3 646.3508 1936.0306 0.3924 -0.12028 0.25645 70.349 70.349 4.32E-02 26.05 1491800

10514 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 0.051827 -0.01182 0.023359 45.634 45.634 1.40E-01 23.38 5416000

10515 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 -0.046712 0.12967 0.067082 50.279 50.279 1.00E+00 1.29 31073

10516 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 -0.067083 -0.000405 -0.082862 45.905 45.905 3.45E-01 19.48 1375100

10517 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 0.051626 -0.21613 -0.18104 48.143 48.143 3.45E-01 20.76 3200300

10518 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 0.02363 -0.18285 -0.17559 47.407 47.407 1.40E-01 23.8 3238400

10519 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 -0.038404 -0.11508 -0.16934 48.233 48.233 1.91E-02 47.1 3584900

10520 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 -0.040047 -0.073922 -0.12944 47.633 47.633 1.91E-02 30.87 37247000

10521 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 2 658.88789 1315.7612 0.48552 0.44365 0.91304 47.608 47.608 4.48E-03 40.1 2055400

10522 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 -0.016861 0.22265 0.18872 48.514 48.514 5.15E-02 22.59 5861400

10523 EHVIKPVIPER Unmodified _EHVIKPVIPER_ B4FUE7_MAIZE 3 439.59435 1315.7612 0.04965 0.083468 0.11638 46.354 46.354 3.45E-01 17.75 1521800

10524 EHVVGWYSTGPK Unmodified _EHVVGWYSTGPK_ B4FS63_MAIZE 2 680.33823 1358.6619 0.56367 0.00714 0.5783 56.255 56.255 7.72E-03 31.01 2233900
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10525 EIAAELAR Unmodified _EIAAELAR_ Q9M588_MAIZE 2 436.74544 871.47633 -0.0097167 0.3903 0.32873 50.922 50.922 3.77E-01 27.6 1267200

10526 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 2 696.3235 1390.6325 0.64785 0.22851 0.8613 32.474 32.474 2.00E-01 15.54 29420

10527 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 3 464.55143 1390.6325 -0.15881 0.23714 0.063138 32.488 32.488 1.00E+00 0.35 129150

10528 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 3 464.55143 1390.6325 -0.0070958 0.51429 0.49203 35.594 35.594 1.00E+00 6.09 479380

10529 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 2 696.3235 1390.6325 0.67282 0.1835 0.84177 35.603 35.603 6.74E-02 20.75 117670

10530 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 3 464.55143 1390.6325 -0.11719 0.47301 0.3413 35.563 35.563 1.00E+00 11.87 1991600

10531 EIADETDRETGR Unmodified _EIADETDRETGR_ B6U4J8_MAIZE 2 696.3235 1390.6325 0.66467 0.033642 0.6846 35.571 35.571 2.00E-01 50.63 508690

10532 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.42659 -0.22748 0.16946 72.336 72.336 7.61E-14 60.41 10302000

10533 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.35878 0.78889 1.1177 73.53 73.53 1.60E-02 57.92 39932

10534 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.41734 -0.11771 0.26999 72.777 72.777 2.62E-07 60.73 7142200

10535 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.40017 0.077739 0.44815 73.537 73.537 1.68E-09 62.61 11406000

10536 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.37338 0.092077 0.43611 73.13 73.13 2.05E-12 59.16 16203000

10537 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.30575 0.10388 0.3796 73.126 73.126 9.64E-17 69.69 30429000

10538 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.32925 -0.63927 -0.3382 72.783 72.783 1.11E-04 37.99 3475400

10539 EIAEAYLGSTIK Unmodified _EIAEAYLGSTIK_ HSP70_MAIZE 2 647.84809 1293.6816 0.40446 -0.16125 0.21399 74.454 74.454 7.72E-03 57.3 544250

10540 EIAEAYLGTTVK Unmodified _EIAEAYLGTTVK_ B4FSP6_MAIZE 2 647.84809 1293.6816 0.30575 0.092289 0.3796 73.126 73.126 8.05E-01 29.9 30429000

10541 EIAEAYLGTTVK Unmodified _EIAEAYLGTTVK_ B4FSP6_MAIZE 2 647.84809 1293.6816 0.32925 -0.65086 -0.3382 72.783 72.783 7.72E-03 34.48 3475400

10542 EIAFDQGSR Unmodified _EIAFDQGSR_ B6SXW8_MAIZE 2 511.74871 1021.4829 -0.13991 0.17514 0.02465 47.477 47.477 3.32E-02 47.86 695320

10543 EIAFDQGSR Unmodified _EIAFDQGSR_ B6SXW8_MAIZE 2 511.74871 1021.4829 -0.027721 0.088709 0.050692 50.101 50.101 3.32E-02 41.66 1496500

10544 EIAFDQGSR Unmodified _EIAFDQGSR_ B6SXW8_MAIZE 2 511.74871 1021.4829 -0.023769 0.11934 0.084787 49.367 49.367 1.12E-01 27.5 843680

10545 EIAFDQGSR Unmodified _EIAFDQGSR_ B6SXW8_MAIZE 2 511.74871 1021.4829 0.028441 0.066655 0.085888 35.195 35.195 1.00E+00 5.31 224180

10546 EIAGETIK Unmodified _EIAGETIK_ B6TFV4_MAIZE 2 430.73983 859.4651 0.10002 0.37614 0.44658 37.578 37.578 3.77E-01 39.78 2645900

10547 EIALAAGLLR Unmodified _EIALAAGLLR_ B4FG39_MAIZE 2 513.81894 1025.6233 -0.12555 0.057141 -0.10747 86.124 86.124 4.40E-02 32.81 8205400

10548 EIALWFPEGPADWQSSQHPWIYEK Unmodified _EIALWFPEGPADWQSSQHPWIYEK_ B4FK49_MAIZE 3 972.13269 2913.3762 1.1762 0.082791 1.2496 117.19 117.19 5.99E-07 30.63 1832000

10549 EIALWFPEGPADWQSSQHPWIYEK Unmodified _EIALWFPEGPADWQSSQHPWIYEK_ B4FK49_MAIZE 3 972.13269 2913.3762 1.1281 -0.12579 0.99377 128.69 128.69 6.66E-06 30.04 533540

10550 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.0512 0.30142 1.3432 116.44 116.44 1.95E-13 55.26 1542200

10551 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.0482 0.30058 1.3395 116.93 116.93 1.95E-13 42.48 173620

10552 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.061 0.22274 1.2743 117.03 117.03 7.64E-09 34.34 275920

10553 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.0701 -0.20179 0.8591 117.03 117.03 3.56E-04 46.17 224920

10554 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.0694 0.016399 1.0769 117.46 117.46 7.64E-09 39.84 585120

10555 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.058 0.44902 1.4965 116.79 116.79 2.96E-06 49.41 930080

10556 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 1.0551 0.46127 1.5064 118.45 118.45 1.95E-13 68.91 356060

10557 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 2 837.43794 1672.8613 0.94766 -0.10323 0.83523 121.11 121.11 7.68E-22 76.3 4057100

10558 EIALWFPEGVAQWK Unmodified _EIALWFPEGVAQWK_ B6TG38_MAIZE 3 558.62772 1672.8613 0.011222 0.21598 0.21802 121.07 121.07 5.17E-02 38.19 905910
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10559 EIAPIMTEYWEK Unmodified _EIAPIMTEYWEK_ B4G0E0_MAIZE 2 755.36834 1508.7221 0.87242 0.16161 1.0067 92.429 92.429 2.62E-07 38.96 1052700

10560 EIAQVEPR Unmodified _EIAQVEPR_ B6U770_MAIZE 2 471.25617 940.49779 -0.10275 0.49407 0.36512 38.51 38.51 1.90E-02 42.14 1821100

10561 EIASVIEAGSLSK Unmodified _EIASVIEAGSLSK_ B4FQZ2_MAIZE 2 652.35882 1302.7031 0.39445 0.1545 0.52405 72.114 72.114 1.47E-03 62.97 88195

10562 EIDIAHPAAK Unmodified _EIDIAHPAAK_ B6UCD0_MAIZE 3 355.52935 1063.5662 1.0212 0.19662 1.1873 42.681 42.681 1.00E+00 9.27 1978100

10563 EIDIAHPAAK Unmodified _EIDIAHPAAK_ B6UCD0_MAIZE 3 355.52935 1063.5662 1.0178 0.044771 1.031 44.886 44.886 1.00E+00 12.77 1420200

10564 EIDIAHPAAK Unmodified _EIDIAHPAAK_ B6UCD0_MAIZE 2 532.79038 1063.5662 0.020761 0.088022 0.077449 44.886 44.886 4.40E-02 30.48 354770

10565 EIDIAHPAAK Unmodified _EIDIAHPAAK_ B6UCD0_MAIZE 3 355.52935 1063.5662 0.77979 0.096603 0.84467 44.996 44.996 1.00E+00 18.96 10492000

10566 EIDIAHPAAK Unmodified _EIDIAHPAAK_ B6UCD0_MAIZE 2 532.79038 1063.5662 -0.064849 -0.068878 -0.16436 44.99 44.99 1.25E-02 35.7 2106200

10567 EIDIGVPDEVGR Unmodified _EIDIGVPDEVGR_ B6T8X9_MAIZE 2 649.83297 1297.6514 0.47459 0.063846 0.53933 75.767 75.767 1.98E-03 21.57 2417200

10568 EIDIGVPDEVGR Unmodified _EIDIGVPDEVGR_ B6T8X9_MAIZE 2 649.83297 1297.6514 0.43379 -0.026804 0.40903 75.883 75.883 1.98E-03 28.92 3012900

10569 EIDIGVPDEVGR Unmodified _EIDIGVPDEVGR_ B6T8X9_MAIZE 2 649.83297 1297.6514 0.37468 -0.19533 0.18188 76.253 76.253 2.62E-07 44.98 16522000

10570 EIDPSESGIATTAR Unmodified _EIDPSESGIATTAR_ B6TXU4_MAIZE 2 723.85718 1445.6998 0.73783 0.024421 0.74908 57.927 57.927 7.64E-09 78.85 1133500

10571 EIDSIGDDISSISSSIGGSAK Unmodified _EIDSIGDDISSISSSIGGSAK_ B6T420_MAIZE 4 510.25102 2036.975 0.0032125 0.089968 0.086353 70.202 70.202 1.00E+00 1.66 811800

10572 EIDSIGDDISSISSSIGGSAK Unmodified _EIDSIGDDISSISSSIGGSAK_ B6T420_MAIZE 2 1019.4948 2036.975 1.1611 -0.54862 0.60668 107.45 107.45 8.95E-08 63.19 100420

10573 EIEAIGGSAK Unmodified _EIEAIGGSAK_ B4FSZ7_MAIZE 2 487.76129 973.50803 -0.14741 0.6173 0.43754 38.622 38.622 3.43E-01 17.62 711600

10574 EIEAIGGSAK Unmodified _EIEAIGGSAK_ B4FSZ7_MAIZE 2 487.76129 973.50803 -0.04715 0.088681 0.011387 41.349 41.349 3.43E-01 18.05 1203500

10575 EIEAIGGSAK Unmodified _EIEAIGGSAK_ B4FSZ7_MAIZE 2 487.76129 973.50803 0.044301 0.60495 0.61819 40.621 40.621 3.43E-01 23.99 923390

10576 EIEEELGAPLNILEK Unmodified _EIEEELGAPLNILEK_ B4FS35_MAIZE 2 848.95382 1695.8931 1.0502 0.11154 1.1248 102.62 102.62 6.53E-30 68.53 2154600

10577 EIEETLLEHLGVK Unmodified _EIEETLLEHLGVK_ B4FPX5_MAIZE 3 503.94348 1508.8086 -0.0079143 -0.25025 -0.27726 96.328 96.328 1.00E+00 10.14 215510

10578 EIEETLLEHLGVK Unmodified _EIEETLLEHLGVK_ B4FPX5_MAIZE 3 503.94348 1508.8086 -0.1414 0.66118 0.49804 96.601 96.601 3.64E-02 24.37 2260100

10579 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 2 970.53858 1939.0626 1.2038 -0.1908 0.99694 105.26 105.26 2.77E-53 94.16 509560

10580 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 3 647.36148 1939.0626 0.45624 0.074794 0.51472 105.31 105.31 1.00E+00 6.13 845430

10581 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 2 970.53858 1939.0626 1.1553 0.10774 1.2469 105.81 105.81 8.25E-66 91.16 495660

10582 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 3 647.36148 1939.0626 0.39421 0.69513 1.0716 105.81 105.81 6.91E-01 1.09 801690

10583 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 3 647.36148 1939.0626 0.45434 0.23015 0.66719 105.85 105.85 1.00E+00 3.79 1047800

10584 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 2 970.53858 1939.0626 1.1663 0.051718 1.2013 105.84 105.84 1.22E-73 104.81 648470

10585 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 3 647.36148 1939.0626 0.44627 0.45951 0.88935 105.88 105.88 1.62E-02 23.08 2727100

10586 EIEGLPATALGLAAQTAVSK Unmodified _EIEGLPATALGLAAQTAVSK_ B4FW57_MAIZE 2 970.53858 1939.0626 1.131 0.083043 1.1975 105.88 105.88 1.22E-73 99.55 1955000

10587 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.066012 1.0513 0.96208 52.772 52.772 7.88E-01 13.17 3604700

10588 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.27488 0.12824 -0.16614 53.119 53.119 7.88E-01 26.85 904540

10589 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.16209 1.0654 0.88192 52.837 52.837 1.00E+00 5.17 394820

10590 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.033544 0.58261 0.5284 54.404 54.404 1.00E+00 27.76 430320

10591 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.073407 0.9539 0.85928 55.1 55.1 7.88E-01 27.64 597000

10592 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.03327 0.653 0.59703 54.9 54.9 1.65E-01 34.33 727200



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

10593 EIEGWTAR Unmodified _EIEGWTAR_ B4FQ61_MAIZE 2 481.24052 960.46649 -0.24099 -0.016791 -0.27692 56.089 56.089 1.65E-01 25.94 4748900

10594 EIEIDIEPTDSIDR Unmodified _EIEIDIEPTDSIDR_ B4FPT7_MAIZE 2 822.90178 1643.789 0.82436 -0.34621 0.46333 85.576 85.576 2.96E-06 53.99 2872600

10595 EIESAVSDLR Unmodified _EIESAVSDLR_ B6UGG5_MAIZE 2 559.78804 1117.5615 -0.00088344 0.20388 0.18021 59.037 59.037 7.11E-01 17.42 1191100

10596 EIESAVSDLR Unmodified _EIESAVSDLR_ B6UGG5_MAIZE 2 559.78804 1117.5615 0.083702 0.071752 0.13231 60.762 60.762 3.43E-01 9.51 2136000

10597 EIESAVSDLR Unmodified _EIESAVSDLR_ B6UGG5_MAIZE 2 559.78804 1117.5615 0.052748 0.29784 0.32798 60.094 60.094 4.40E-02 30.58 3848000

10598 EIESAVSDLR Unmodified _EIESAVSDLR_ B6UGG5_MAIZE 2 559.78804 1117.5615 -0.048328 -0.074282 -0.14457 60.601 60.601 1.62E-03 43.28 12519000

10604 EIFDSLQPWAK Unmodified _EIFDSLQPWAK_ B6TMD0_MAIZE 2 667.34298 1332.6714 0.47378 -0.77181 -0.30939 94.669 94.669 4.48E-03 27.02 712470

10605 EIFLQQPNLLELEAPIK Unmodified _EIFLQQPNLLELEAPIK_ PP1_MAIZE 2 998.06169 1994.1088 1.2206 0.14754 1.3434 114.01 114.01 1.43E-21 39.67 753480

10606 EIFMPALSSTMTEGK Unmodified _EIFMPALSSTMTEGK_ B4FUZ2_MAIZE 2 821.39677 1640.779 1.0207 -0.49295 0.51649 91.465 91.465 6.37E-03 28.98 666480

10607 EIFMPALSSTMTEGK Unmodified _EIFMPALSSTMTEGK_ B4FUZ2_MAIZE 2 821.39677 1640.779 1.0217 0.11144 1.1208 92.135 92.135 1.02E-23 78.21 953820

10608 EIFMPALSSTMTEGK 2 Oxidation (M) _EIFM(ox)PALSSTM(ox)TEGK_ B4FUZ2_MAIZE 2 837.39168 1672.7688 1.0789 -0.37816 0.69387 68.483 68.483 6.34E-14 44.57 717750

10609 EIFMPALSSTMTEGK Oxidation (M) _EIFM(ox)PALSSTMTEGK_ B4FUZ2_MAIZE 2 829.39422 1656.7739 1.0472 0.54271 1.5802 78.193 78.193 1.60E-05 53.86 796500

10610 EIFMPALSSTMTEGK Oxidation (M) _EIFMPALSSTM(ox)TEGK_ B4FUZ2_MAIZE 2 829.39422 1656.7739 1.0686 -0.19246 0.86658 81.572 81.572 1.12E-07 68.53 640170

10611 EIFSETASK Unmodified _EIFSETASK_ B6TCA8_MAIZE 2 506.2533 1010.492 0.025486 0.26855 0.27215 45.061 45.061 7.18E-01 1.63 447270

10612 EIFSETASK Unmodified _EIFSETASK_ B6TCA8_MAIZE 2 506.2533 1010.492 -0.093224 -0.021492 -0.13542 48.184 48.184 1.12E-01 38.23 798670

10613 EIFTPMYFFLVR Oxidation (M) _EIFTPM(ox)YFFLVR_ P93852_MAIZE 2 789.90489 1577.7952 0.94957 0.41124 1.3626 117.7 117.7 1.98E-03 49.74 675680

10614 EIGELIAK Unmodified _EIGELIAK_ CH61_MAIZE C 2 436.75802 871.50148 0.052687 0.09808 0.11099 58.449 58.449 1.00E+00 15.96 4650400

10615 EIGELIAK Unmodified _EIGELIAK_ CH61_MAIZE C 2 436.75802 871.50148 -0.11415 0.32049 0.16649 58.331 58.331 3.77E-01 23.01 23364000

10616 EIGELIAK Unmodified _EIGELIAK_ CH61_MAIZE C 2 436.75802 871.50148 0.017842 -0.2983 -0.31773 58.339 58.339 1.00E+00 15.15 1229400

10617 EIGFIVYSIGK Unmodified _EIGFIVYSIGK_ B6T9P0_MAIZE 2 613.34499 1224.6754 0.33295 0.26735 0.5904 94.874 94.874 1.67E-02 20.76 1004900

10618 EIGFIVYSIGKPLDAWLK Unmodified _EIGFIVYSIGKPLDAWLK_ B6T9P0_MAIZE 3 683.71883 2048.1346 0.60833 -0.10125 0.49675 122.02 122.02 1.06E-02 34.85 5260300

10619 EIGFIVYSIGKPLDAWLK Unmodified _EIGFIVYSIGKPLDAWLK_ B6T9P0_MAIZE 2 1025.0746 2048.1346 1.1997 -0.042169 1.1466 122 122 8.94E-06 66.35 1481800

10620 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.94677 -0.23365 0.72287 79.199 79.199 1.12E-07 64.41 5037400

10621 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.90765 0.025824 0.94422 79.616 79.616 1.60E-05 82.4 143800

10622 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.94753 -0.090217 0.86698 79.3 79.3 7.01E-11 100.02 2255200

10623 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.92674 -0.24767 0.68918 80.037 80.037 7.01E-11 98.32 4210000

10624 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.91094 -0.29105 0.62933 79.689 79.689 7.01E-11 93.61 4242000

10625 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.9257 -0.1839 0.75155 79.473 79.473 1.12E-07 113.48 4037500

10626 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.95557 -0.38195 0.58349 80.019 80.019 7.01E-11 102.31 4428300

10627 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.94336 -0.2142 0.73941 79.355 79.355 7.01E-11 113.7 545190

10628 EIGFTSDDVGLDADR Unmodified _EIGFTSDDVGLDADR_ B6T681_MAIZE 2 805.37065 1608.7267 0.89926 -0.46532 0.444 80.615 80.615 7.01E-11 89.5 392330

10629 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.84934 0.35323 1.1911 127.25 127.25 6.58E-05 35.73 1650100

10630 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 2 1108.1021 2214.1896 1.2476 0.67298 1.9092 127.22 127.22 6.76E-08 60.32 1118700

10631 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.80457 0.24934 1.0427 127.82 127.82 5.95E-05 39.18 244670
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10632 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 2 1108.1021 2214.1896 1.2313 0.54561 1.7661 127.81 127.81 6.35E-05 31.9 102490

10633 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.82318 0.007397 0.81952 128.34 128.34 5.95E-05 33.94 457260

10634 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 2 1108.1021 2214.1896 1.2267 0.58549 1.801 128.33 128.33 2.21E-30 71.96 237300

10635 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.83409 -0.047625 0.77547 129.2 129.2 2.04E-03 36 368490

10636 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 2 1108.1021 2214.1896 1.2317 0.081542 1.3027 129.19 129.19 6.35E-05 55.11 63687

10637 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.81515 0.41099 1.2154 129.08 129.08 5.93E-08 53.12 1248100

10638 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 3 739.07048 2214.1896 0.77663 0.22714 0.99265 130.1 130.1 5.99E-10 59.35 5843500

10639 EIGLPYQVVSIVSGALNDAAAK Unmodified _EIGLPYQVVSIVSGALNDAAAK_ B4FQC4_MAIZE 2 1108.1021 2214.1896 1.2099 0.30482 1.5034 130.07 130.07 2.03E-55 88.22 1044600

10640 EIHGDPAYVR Unmodified _EIHGDPAYVR_ B4FT62_MAIZE 3 386.19637 1155.5673 0.52174 -0.037248 0.47403 41.357 41.357 1.25E-01 19.68 2410400

10641 EIHSYLTR Unmodified _EIHSYLTR_ B4FCX3_MAIZE 2 509.76945 1017.5243 -0.37216 -3.4745 -3.8606 43.371 43.371 3.77E-01 22.69 1291700

10642 EIHSYLTR Unmodified _EIHSYLTR_ B4FCX3_MAIZE 3 340.18206 1017.5243 1.028 0.17546 1.1813 44.474 44.474 1.00E+00 5.07 73380

10643 EIHSYLTR Unmodified _EIHSYLTR_ B4FCX3_MAIZE 3 340.18206 1017.5243 1.0822 -0.00942 1.0499 43.059 43.059 1.00E+00 5.23 728650

10644 EIHSYLTR Unmodified _EIHSYLTR_ B4FCX3_MAIZE 2 509.76945 1017.5243 -0.18888 0.23136 0.021481 43.07 43.07 3.77E-01 36.89 233700

10645 EIHSYLTR Unmodified _EIHSYLTR_ B4FCX3_MAIZE 2 509.76945 1017.5243 -0.11754 0.71306 0.57326 43.64 43.64 7.88E-01 27.87 1655800

10646 EIIASSPVDLALR Unmodified _EIIASSPVDLALR_ B6SN61_MAIZE 2 692.39574 1382.7769 0.55315 0.37103 0.90269 88.374 88.374 5.66E-01 28.28 124900

10647 EIIASSPVDLALR Unmodified _EIIASSPVDLALR_ B6SN61_MAIZE 2 692.39574 1382.7769 0.55393 0.15437 0.68686 88.226 88.226 3.13E-02 36.58 2313800

10648 EIIETNPK Unmodified _EIIETNPK_ B6UCF6_MAIZE 2 472.25838 942.50221 -6.91E-05 0.17732 0.14413 37.811 37.811 7.88E-01 14.76 2048400

10649 EIIETNPK Unmodified _EIIETNPK_ B6UCF6_MAIZE 2 472.25838 942.50221 -0.13578 -0.1007 -0.26733 36.909 36.909 3.77E-01 20.55 764000

10650 EIIETNPK Unmodified _EIIETNPK_ B6UCF6_MAIZE 2 472.25838 942.50221 -0.029349 -0.48079 -0.54239 39.703 39.703 1.00E+00 20.89 1005700

10651 EIIETNPK Unmodified _EIIETNPK_ B6UCF6_MAIZE 2 472.25838 942.50221 -0.0033432 -0.21675 -0.25272 38.893 38.893 1.00E+00 12.48 616850

10652 EIINADGFLVNTFDALEPVALAALR Unmodified _EIINADGFLVNTFDALEPVALAALR_ B6T8U9_MAIZE 3 891.48132 2671.4221 1.0667 0.1996 1.2551 130.32 130.32 9.91E-12 57.83 1155200

10653 EIIPLLEQTTQLR Unmodified _EIIPLLEQTTQLR_ B6SXW8_MAIZE 2 777.44851 1552.8825 0.91096 0.068439 0.96128 98.965 98.965 1.09E-26 78.54 1158100

10654 EIIPLLEQTTQLR Unmodified _EIIPLLEQTTQLR_ B6SXW8_MAIZE 2 777.44851 1552.8825 0.87695 0.13647 0.99624 99.591 99.591 1.00E-11 61.77 597560

10655 EIIPLLEQTTQLR Unmodified _EIIPLLEQTTQLR_ B6SXW8_MAIZE 2 777.44851 1552.8825 0.88338 0.15513 1.0211 99.573 99.573 4.68E-05 57.49 984930

10656 EIIPLLEQTTQLR Unmodified _EIIPLLEQTTQLR_ B6SXW8_MAIZE 2 777.44851 1552.8825 0.8704 -0.035058 0.81778 99.136 99.136 1.09E-26 108.86 2452800

10657 EIIPLLEQTTQLR Unmodified _EIIPLLEQTTQLR_ B6SXW8_MAIZE 2 777.44851 1552.8825 0.87598 0.084869 0.94259 99.671 99.671 4.93E-21 113 2969500

10658 EIIQPTVVDHASFMVWK Oxidation (M) _EIIQPTVVDHASFM(ox)VWK_ MTHR1_MAIZE 3 672.68015 2015.0186 0.59382 0.21881 0.81746 88.607 88.607 1.00E+00 5.04 338390

10659 EIIQPTVVDHASFMVWK Oxidation (M) _EIIQPTVVDHASFM(ox)VWK_ MTHR1_MAIZE 3 672.68015 2015.0186 0.51674 -0.22272 0.30018 88.281 88.281 2.99E-01 6.77 2018800

10660 EIKVDEYITHNMNLADINDAFHLLHEGGCLR Oxidation (M) _EIKVDEYITHNM(ox)NLADINDAFHLLHEGGCLR_ ADHX_MAIZE 5 731.55533 3652.7402 0.81925 -0.081687 0.7302 106.16 106.16 1.76E-01 23.36 488110

10661 EIKVDEYITHNMNLADINDAFHLLHEGGCLR Unmodified _EIKVDEYITHNMNLADINDAFHLLHEGGCLR_ ADHX_MAIZE 5 728.35634 3636.7453 0.75751 -0.053595 0.69447 114.65 114.65 1.01E-02 22.64 1381700

10662 EIKVECTIPK Unmodified _EIKVECTIPK_ B4FFP2_MAIZE 3 406.22504 1215.6533 0.36857 0.084022 0.43865 51.085 51.085 1.00E+00 2.27 764520

10663 EIKVECTIPK Unmodified _EIKVECTIPK_ B4FFP2_MAIZE 2 608.83393 1215.6533 0.33834 -0.059111 0.26654 51.094 51.094 7.11E-01 18.13 369030

10664 EIKVECTIPK Unmodified _EIKVECTIPK_ B4FFP2_MAIZE 2 608.83393 1215.6533 0.31824 0.54802 0.85321 53.987 53.987 1.00E+00 5.92 707010

10665 EILAGVNPMLVK Oxidation (M) _EILAGVNPM(ox)LVK_ Q9LKL4_MAIZE 2 650.37068 1298.7268 0.48133 0.032251 0.49854 74.84 74.84 4.56E-01 9.77 733850
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10666 EILAGVNPMLVK Oxidation (M) _EILAGVNPM(ox)LVK_ Q9LKL4_MAIZE 2 650.37068 1298.7268 0.44335 0.12809 0.5572 75.369 75.369 1.60E-02 23.8 852220

10667 EILAGVNPMLVK Oxidation (M) _EILAGVNPM(ox)LVK_ Q9LKL4_MAIZE 2 650.37068 1298.7268 0.46861 0.20916 0.66363 75.518 75.518 1.00E+00 8.04 834760

10668 EILAGVNPMLVK Unmodified _EILAGVNPMLVK_ Q9LKL4_MAIZE 2 642.37322 1282.7319 0.46719 0.27703 0.72754 83.749 83.749 2.62E-07 47.48 2100200

10669 EILAGVNPMLVK Unmodified _EILAGVNPMLVK_ Q9LKL4_MAIZE 2 642.37322 1282.7319 0.40714 0.51169 0.90102 84.305 84.305 4.56E-01 15.88 238420

10670 EILELGLPDDGYNYLSHLR Unmodified _EILELGLPDDGYNYLSHLR_ B6TGN3_MAIZE 3 739.71106 2216.1113 0.85967 -0.040447 0.80264 111.46 111.46 1.41E-07 56.05 295490

10671 EILGTCVSVGCTVDGK Unmodified _EILGTCVSVGCTVDGK_ B4FN19_MAIZE 2 847.90802 1693.8015 1.0054 -0.26605 0.7679 72.944 72.944 5.51E-02 30.38 105010

10672 EILGTCVSVGCTVDGK Unmodified _EILGTCVSVGCTVDGK_ B4FN19_MAIZE 2 847.90802 1693.8015 0.97958 -0.66744 0.341 74.436 74.436 7.01E-14 76.32 3529100

10673 EILGTCVSVGCTVDGKDPK Unmodified _EILGTCVSVGCTVDGKDPK_ B4FN19_MAIZE 3 678.99933 2033.9762 0.47248 0.19358 0.68792 68.429 68.429 2.20E-02 13.75 5805400

10674 EILGTCVSVGCTVDGKDPK Unmodified _EILGTCVSVGCTVDGKDPK_ B4FN19_MAIZE 2 1017.9954 2033.9762 1.1512 -0.3728 0.80129 68.236 68.236 3.71E-05 47.3 385690

10675 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.27417 0.30965 0.58108 56.086 56.086 4.00E-03 33.78 2015100

10676 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.23231 -0.44879 -0.21772 56.542 56.542 4.00E-03 40.92 734610

10677 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.17509 -0.1533 0.020385 58.166 58.166 6.22E-01 7.68 1357400

10678 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.24831 0.052627 0.29933 57.472 57.472 2.37E-01 11.59 965620

10679 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.23271 -0.35864 -0.12682 58.044 58.044 1.07E-01 19.68 1325600

10680 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 3 608.31246 1821.9156 0.23555 -0.40539 -0.17198 58.002 58.002 2.52E-09 47.99 15976000

10681 EILHIQGGQCGNQIGAK Unmodified _EILHIQGGQCGNQIGAK_ B4FTM1_MAIZE 2 911.96506 1821.9156 1.1203 -0.032707 1.0858 58.008 58.008 3.42E-29 88.38 2016500

10682 EILHIQGGQCGNQIGSK Unmodified _EILHIQGGQCGNQIGSK_ TBB5_MAIZE 3 613.6441 1837.9105 0.27207 -0.041517 0.23142 57.059 57.059 1.09E-02 35.9 5744100

10683 EILHIQGGQCGNQIGSK Unmodified _EILHIQGGQCGNQIGSK_ TBB5_MAIZE 2 919.96251 1837.9105 1.1925 0.026495 1.219 57.048 57.048 1.54E-12 48.18 779400

10684 EILMEESNVQPVK Unmodified _EILMEESNVQPVK_ B4F7Y0_MAIZE 2 758.3898 1514.765 0.86279 0.28058 1.123 65.722 65.722 1.15E-02 43.3 429380

10685 EILMEESNVQPVK Oxidation (M) _EILM(ox)EESNVQPVK_ B4F7Y0_MAIZE 2 766.38726 1530.76 0.86576 -0.043941 0.8044 60.109 60.109 1.47E-03 59.2 1024400

10686 EILPPGSVDHTTR Unmodified _EILPPGSVDHTTR_ B4G1Q6_MAIZE 3 474.58429 1420.731 -0.091716 -0.27442 -0.36267 51.601 51.601 5.88E-01 11.25 1592400

10687 EILQESR Unmodified _EILQESR_ B6UCZ5_MAIZE 2 437.73507 873.4556 -0.085261 0.028068 -0.091653 34.713 34.713 1.00E+00 27.25 147980

10688 EILQESR Unmodified _EILQESR_ B6UCZ5_MAIZE 2 437.73507 873.4556 0.078327 0.19872 0.24163 37.736 37.736 1.00E+00 7.52 254740

10689 EILQESR Unmodified _EILQESR_ B6UCZ5_MAIZE 2 437.73507 873.4556 0.093931 0.12428 0.18353 36.916 36.916 4.46E-01 24.65 1223800

10690 EINSVNDNPLIDVAR Unmodified _EINSVNDNPLIDVAR_ B6SWA0_MAIZE 2 834.93121 1667.8479 1.0806 -0.6499 0.41623 81.191 81.191 2.37E-16 73.63 343990

10691 EINSVNDNPLIDVAR Unmodified _EINSVNDNPLIDVAR_ B6SWA0_MAIZE 2 834.93121 1667.8479 0.9854 -0.41598 0.55541 81.505 81.505 1.12E-07 84.43 386110

10692 EINSVNDNPLIDVAR Unmodified _EINSVNDNPLIDVAR_ B6SWA0_MAIZE 2 834.93121 1667.8479 0.94704 -1.2937 -0.36018 81.997 81.997 7.01E-11 84.02 326860

10693 EINSVNDNPLIDVAR Unmodified _EINSVNDNPLIDVAR_ B6SWA0_MAIZE 2 834.93121 1667.8479 1.0399 -0.79989 0.2265 81.679 81.679 7.01E-11 72.18 250410

10694 EINSVNDNPLIDVSR Unmodified _EINSVNDNPLIDVSR_ B4FW68_MAIZE 2 842.92867 1683.8428 1.0569 -0.0038 1.0414 78.337 78.337 1.60E-05 54.42 1063300

10695 EINSVNDNPLIDVSR Unmodified _EINSVNDNPLIDVSR_ B4FW68_MAIZE 2 842.92867 1683.8428 0.98729 -0.36512 0.61038 78.534 78.534 1.02E-23 66.44 907270

10696 EINSVNDNPLIDVSR Unmodified _EINSVNDNPLIDVSR_ B4FW68_MAIZE 2 842.92867 1683.8428 1.0228 -0.21609 0.79503 79.257 79.257 2.37E-16 84.98 879970

10697 EINSVNDNPLIDVSR Unmodified _EINSVNDNPLIDVSR_ B4FW68_MAIZE 2 842.92867 1683.8428 1.0084 -0.27404 0.72305 78.848 78.848 1.12E-07 62.38 844870

10698 EINSVNDNPLIDVSR Unmodified _EINSVNDNPLIDVSR_ B4FW68_MAIZE 2 842.92867 1683.8428 1.0628 -0.47665 0.57516 78.664 78.664 1.60E-05 68.67 630120

10699 EIPDWVNAQAAQAAK Unmodified _EIPDWVNAQAAQAAK_ B6TFE4_MAIZE 2 806.40991 1610.8053 0.98809 0.1749 1.1421 77.922 77.922 1.60E-05 68.89 1697800



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

10700 EIPSLQLINQTLSYAR Unmodified _EIPSLQLINQTLSYAR_ B4FCY9_MAIZE 2 923.50708 1844.9996 1.2561 -0.11221 1.1224 115.14 115.14 1.02E-04 80.82 97314

10701 EIPSLQLINQTLSYAR Unmodified _EIPSLQLINQTLSYAR_ B4FCY9_MAIZE 2 923.50708 1844.9996 1.1587 0.2375 1.3744 115.14 115.14 1.42E-33 62.33 1140500

10702 EIPSLQLINQTLSYAR Unmodified _EIPSLQLINQTLSYAR_ B4FCY9_MAIZE 2 923.50708 1844.9996 1.1025 0.029122 1.1094 116.92 116.92 1.42E-33 94.3 953940

10703 EIPVVGGTGTFR Unmodified _EIPVVGGTGTFR_ B4FTS4_MAIZE 2 616.83532 1231.6561 0.27018 0.46328 0.75381 72.326 72.326 1.98E-03 70.24 2183200

10704 EIQAGKDEVR Unmodified _EIQAGKDEVR_ B4G1W8_MAIZE 2 572.80148 1143.5884 0.13118 -0.049921 0.062021 30.172 30.172 2.81E-03 59.79 16882

10705 EIQDILDDIYVR Unmodified _EIQDILDDIYVR_ B6SVE6_MAIZE 2 746.38811 1490.7617 0.85895 0.069244 0.91747 109.99 109.99 1.68E-09 49.09 382240

10706 EIQDILDDIYVR Unmodified _EIQDILDDIYVR_ B6SVE6_MAIZE 2 746.38811 1490.7617 0.82968 0.10411 0.92237 110.46 110.46 2.62E-07 43.63 177350

10707 EIQDILDDIYVR Unmodified _EIQDILDDIYVR_ B6SVE6_MAIZE 2 746.38811 1490.7617 0.83566 0.17907 1.0031 110.58 110.58 1.98E-03 25.16 223270

10708 EIQDILDDIYVR Unmodified _EIQDILDDIYVR_ B6SVE6_MAIZE 2 746.38811 1490.7617 0.9095 0.4352 1.3338 110.09 110.09 2.62E-07 49.52 171930

10709 EIQDILDDIYVR Unmodified _EIQDILDDIYVR_ B6SVE6_MAIZE 2 746.38811 1490.7617 0.8159 -0.97548 -0.16987 110.94 110.94 1.60E-02 24.3 338020

10710 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 3 466.55629 1396.647 -0.16 -0.13409 -0.31971 38.143 38.143 1.00E+00 1.31 55507

10711 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 3 466.55629 1396.647 0.01468 0.13781 0.12601 40.17 40.17 1.00E+00 0.36 250230

10712 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 3 466.55629 1396.647 0.014646 -0.025208 -0.036128 39.373 39.373 1.00E+00 6.05 304440

10713 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 3 466.55629 1396.647 -0.0555 0.24124 0.15867 40.272 40.272 1.00E+00 10.44 921060

10714 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 2 699.3308 1396.647 0.721 -0.11175 0.58387 40.249 40.249 1.11E-04 38.82 205340

10715 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 3 466.55629 1396.647 -0.069538 -0.035631 -0.13068 40.082 40.082 1.00E+00 11.67 4215400

10716 EIQGEHDELEAK Unmodified _EIQGEHDELEAK_ Q8L8G5_MAIZE 2 699.3308 1396.647 0.64961 -0.076443 0.54741 40.081 40.081 1.11E-04 56.79 1835000

10717 EIQLQLEK Unmodified _EIQLQLEK_ B4FBM9_MAIZE 2 500.78731 999.56006 -0.023942 0.11506 0.05695 61.352 61.352 2.92E-02 37.06 9252500

10718 EIQLQLEK Unmodified _EIQLQLEK_ B4FBM9_MAIZE 2 500.78731 999.56006 -0.16814 -0.03684 -0.23779 62.641 62.641 1.00E+00 20.49 31193

10719 EIQLQLEK Unmodified _EIQLQLEK_ B4FBM9_MAIZE 2 500.78731 999.56006 -0.15472 0.050205 -0.13763 61.884 61.884 5.06E-02 39.09 722720

10720 EIQLQLEK Unmodified _EIQLQLEK_ B4FBM9_MAIZE 2 500.78731 999.56006 -0.058475 -0.34182 -0.43294 63.093 63.093 5.06E-02 29.65 975720

10721 EIQSQHDEIEAK Unmodified _EIQSQHDEIEAK_ Q84UX6_MAIZE 3 476.23181 1425.6736 0.0021348 0.21874 0.19528 35.313 35.313 1.00E+00 4.88 81717

10722 EIQSQHDEIEAK Unmodified _EIQSQHDEIEAK_ Q84UX6_MAIZE 3 476.23181 1425.6736 0.014917 -0.20916 -0.21862 34.404 34.404 1.00E+00 15.12 131180

10723 EIQSQHDEIEAK Unmodified _EIQSQHDEIEAK_ Q84UX6_MAIZE 2 713.84407 1425.6736 0.75686 -0.23748 0.49622 35.167 35.167 1.98E-03 39.3 132910

10724 EIQSQHDEIEAK Unmodified _EIQSQHDEIEAK_ Q84UX6_MAIZE 3 476.23181 1425.6736 -0.048086 0.062124 -0.01051 35.185 35.185 1.00E+00 2.63 2146400

10725 EIQSQHDEIEAK Unmodified _EIQSQHDEIEAK_ Q84UX6_MAIZE 2 713.84407 1425.6736 0.73482 -0.049402 0.66158 35.176 35.176 1.98E-03 43.52 929130

10726 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 0.11496 0.064174 0.17044 30.536 30.536 1.00E+00 27.76 27397

10727 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 0.2307 -0.25594 -0.035478 31.599 31.599 1.00E+00 23.1 175810

10728 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 0.23024 0.039345 0.25884 32.232 32.232 7.83E-01 32.4 150570

10729 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 0.23982 -0.04352 0.18616 32.503 32.503 7.83E-01 18.37 373810

10730 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 0.29711 -0.077357 0.20912 30.765 30.765 4.46E-01 27.31 387740

10731 EIQTSVR Unmodified _EIQTSVR_ B4FSE9_MAIZE 2 416.72979 831.44503 -0.010561 -0.32604 -0.34554 33.759 33.759 1.00E+00 27.85 1882100

10732 EISDIENQAVGLK Unmodified _EISDIENQAVGLK_ B6U0D3_MAIZE 2 708.37246 1414.7304 0.65978 0.55002 1.1898 71.574 71.574 4.68E-05 60.62 45792

10733 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 3 419.88597 1256.6361 0.26256 -0.30439 -0.066862 33.613 33.613 1.00E+00 7.04 1163700
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10734 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 2 629.32532 1256.6361 0.4189 -0.077592 0.31526 33.631 33.631 7.72E-03 50.11 388700

10735 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 2 629.32532 1256.6361 0.36038 0.012034 0.34562 32.462 32.462 6.74E-02 39.12 87835

10736 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 3 419.88597 1256.6361 0.25914 0.06112 0.29275 35.235 35.235 1.00E+00 2.73 305480

10737 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 2 629.32532 1256.6361 0.47285 0.01974 0.46688 35.234 35.234 7.72E-03 39.38 116310

10738 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 3 419.88597 1256.6361 0.22082 0.11243 0.30575 34.355 34.355 1.00E+00 5.06 313140

10739 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 2 629.32532 1256.6361 0.47572 -0.25197 0.19865 35.033 35.033 4.56E-01 18.84 85964

10740 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 3 419.88597 1256.6361 0.15917 -0.28108 -0.14736 35.903 35.903 1.00E+00 6.29 1884200

10741 EISHTISASANK Unmodified _EISHTISASANK_ Q9M589_MAIZE 2 629.32532 1256.6361 0.35914 -0.48957 -0.15516 35.906 35.906 1.60E-02 40.25 411630

10742 EISQELYEFCLDQGYADR Unmodified _EISQELYEFCLDQGYADR_ B6T8X1_MAIZE 2 1118.4968 2234.979 1.2046 -0.022138 1.1737 100.63 100.63 2.67E-02 41.13 56916

10743 EISVPGFDR Unmodified _EISVPGFDR_ B6U134_MAIZE 2 510.26146 1018.5084 -0.13102 0.16155 0.032442 73.247 73.247 1.12E-01 26.8 275190

10744 EISVPGFDR Unmodified _EISVPGFDR_ B6U134_MAIZE 2 510.26146 1018.5084 0.043973 0.72702 0.77106 74.098 74.098 3.39E-01 2.9 195390

10745 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.14895 0.1629 0.28757 47.939 47.939 1.36E-04 37.78 7855800

10746 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.19222 -0.61123 -0.44226 59.235 59.235 1.67E-02 16.19 2080000

10747 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 -0.011961 0.22098 0.18386 48.348 48.348 4.48E-03 29.81 861160

10748 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.12243 -0.17595 -0.078058 47.648 47.648 1.36E-04 34.73 7567500

10749 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.14461 -0.16314 -0.042489 50.141 50.141 1.67E-02 25.46 10326000

10750 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.14966 -0.21888 -0.093435 49.382 49.382 7.13E-03 33.45 10244000

10751 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.086445 0.052922 0.11417 50.254 50.254 1.30E-03 30.6 5870000

10752 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.093995 -0.52948 -0.45895 50.083 50.083 3.10E-05 50.07 31941000

10753 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.060784 -0.48979 -0.45251 50.826 50.826 3.10E-05 40.39 68526000

10754 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.094641 0.18422 0.2545 48.276 48.276 4.96E-02 27.83 2637300

10755 EITALAPSSMK Oxidation (M) _EITALAPSSM(ox)K_ B4FRH8_MAIZE 2 582.30246 1162.5904 0.11686 0.15047 0.24282 51.459 51.459 1.22E-01 23.73 635700

10756 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.082014 -0.44492 -0.39156 59.236 59.236 3.57E-04 37.74 28051000

10757 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.093713 0.047489 0.11328 59.585 59.585 3.83E-01 18.69 4085300

10758 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.14532 -0.013458 0.10263 61.185 61.185 4.48E-03 31.17 6023100

10759 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.1239 -0.12832 -0.033119 60.482 60.482 4.48E-03 36.04 4439500

10760 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.082995 0.12689 0.18169 60.984 60.984 4.43E-05 50.21 2741500

10761 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.045488 -0.422 -0.4046 61.049 61.049 4.43E-05 52.63 36671000

10762 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.021482 -0.38359 -0.39029 61.436 61.436 3.57E-04 40.72 85319000

10763 EITALAPSSMK Unmodified _EITALAPSSMK_ B4FRH8_MAIZE 2 574.30501 1146.5955 0.07919 -0.75256 -0.70003 59.861 59.861 4.96E-02 17.13 1636000

10764 EITEFELK Unmodified _EITEFELK_ B6TB46_MAIZE 2 504.76604 1007.5175 -0.16247 -0.44314 -0.63104 71.375 71.375 3.77E-01 25.31 1044200

10765 EITQLLTLENFR Unmodified _EITQLLTLENFR_ B6T534_MAIZE 2 738.90647 1475.7984 0.77935 0.38537 1.1474 103.68 103.68 1.11E-04 54.84 599590

10766 EITQLLTLENFR Unmodified _EITQLLTLENFR_ B6T534_MAIZE 2 738.90647 1475.7984 0.77804 0.23536 0.99699 104.25 104.25 7.61E-14 48.7 219010

10767 EITQLLTLENFR Unmodified _EITQLLTLENFR_ B6T534_MAIZE 2 738.90647 1475.7984 0.80575 -0.25928 0.52991 104.51 104.51 1.11E-04 32.46 169920
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10768 EITQVDCAR Unmodified _EITQVDCAR_ B4FSG4_MAIZE 2 546.26113 1090.5077 0.012162 -0.10278 -0.088682 38.024 38.024 1.12E-01 29.28 830830

10769 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.22002 0.23326 0.43218 47.27 47.27 4.48E-03 38.94 1949200

10770 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.073739 0.58923 0.64243 47.552 47.552 4.96E-02 32.4 208160

10771 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.16627 0.40254 0.54707 46.903 46.903 1.67E-02 35.96 1475100

10772 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.20925 0.3751 0.56337 49.434 49.434 1.30E-03 39.15 2724800

10773 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.22196 0.21397 0.41525 48.689 48.689 1.30E-03 31.46 2599100

10774 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.18037 0.44932 0.60835 49.559 49.559 1.47E-01 30.95 1665700

10775 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.17003 0.39939 0.54809 49.404 49.404 1.67E-02 53.5 8500200

10776 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.0731 -0.96644 -0.91231 50.175 50.175 1.67E-02 36.95 26200000

10777 EITSLAPSSMK Oxidation (M) _EITSLAPSSM(ox)K_ B4F989_MAIZE 2 590.29992 1178.5853 0.18638 0.26916 0.43443 47.561 47.561 3.83E-01 29.96 713480

10778 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.25659 -0.79702 -0.56308 58.181 58.181 4.48E-03 33.84 9035000

10779 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.090919 -1.8589 -1.7877 59.399 59.399 7.60E-01 9.46 48194

10780 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.14835 0.45712 0.58094 58.671 58.671 4.96E-02 29.27 844390

10781 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.10522 -0.6628 -0.58091 59.545 59.545 7.60E-01 8.35 270520

10782 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.1792 0.53358 0.68721 60.293 60.293 1.47E-01 18.49 1195300

10783 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.19695 0.77889 0.95028 59.662 59.662 4.48E-03 40 852530

10784 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.1104 0.057137 0.14311 60.2 60.2 5.66E-08 49.31 10614000

10785 EITSLAPSSMK Unmodified _EITSLAPSSMK_ B4F989_MAIZE 2 582.30246 1162.5904 0.26607 1.5625 1.8021 60.642 60.642 3.57E-04 44.62 25579000

10786 EIVALSGAHTLGR Unmodified _EIVALSGAHTLGR_ B4FHN3_MAIZE 2 662.3726 1322.7306 0.47254 -0.12193 0.34221 60.77 60.77 1.47E-03 60.67 481540

10787 EIVASAPLVVFSK Unmodified _EIVASAPLVVFSK_ B6THA1_MAIZE 2 680.39775 1358.781 0.35528 0.036228 0.38566 90.908 90.908 1.47E-03 57.11 3395600

10788 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.087315 0.011811 0.095684 75.958 75.958 9.73E-03 30.94 9541800

10789 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.044491 0.13893 0.18156 76.712 76.712 7.18E-01 12.53 38072

10790 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.063251 0.095958 0.15615 76.189 76.189 1.12E-01 17.94 4558000

10791 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.083249 0.02108 0.10205 76.955 76.955 1.12E-01 28.39 6837500

10792 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.081077 0.29279 0.37064 76.574 76.574 3.39E-01 31.3 4671400

10793 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.05157 -0.67612 -0.62641 77.006 77.006 1.01E-02 43.12 28286000

10794 EIVDLCLDR Unmodified _EIVDLCLDR_ B6SPX4_MAIZE 2 566.78698 1131.5594 0.079866 0.31566 0.3927 76.285 76.285 7.18E-01 21.15 611190

10795 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.066789 58.216 58.216 9.23E-10 71.83

10796 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.32627 0.014513 0.33309 58.354 58.354 1.98E-03 55.93 515360

10797 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.31162 -0.17186 0.13209 60.052 60.052 2.62E-07 59.61 964040

10798 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.39665 0.068687 0.45663 59.336 59.336 2.05E-12 64.34 782870

10799 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.37124 -0.24921 0.11368 59.841 59.841 6.74E-02 36 411620

10800 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.41372 0.005621 0.41142 59.995 59.995 7.72E-03 65.35 995100

10801 EIVGSIQSQVAK Unmodified _EIVGSIQSQVAK_ B4FMY6_MAIZE 2 629.85371 1257.6929 0.31166 0.081005 0.38485 60.454 60.454 2.05E-12 84.64 6311300
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10802 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.082079 0.053401 0.14652 53.653 53.653 4.40E-02 48.15 7581000

10803 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 -0.136 -0.20823 -0.33211 54.011 54.011 2.81E-03 52.06 2311200

10804 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.042707 0.040061 0.093027 53.429 53.429 2.81E-03 40.45 1531700

10805 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.088916 0.27177 0.3708 55.635 55.635 2.81E-03 51.51 1846000

10806 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.10588 0.30658 0.42307 54.905 54.905 1.45E-01 51.78 1821700

10807 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.070802 0.33412 0.41514 55.61 55.61 1.25E-02 63.93 1728700

10808 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.083795 0.33644 0.4304 55.674 55.674 7.11E-01 37.25 2038600

10809 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 0.045864 0.07762 0.1343 56.357 56.357 2.81E-03 54.58 2765100

10810 EIVVDQVGDR Unmodified _EIVVDQVGDR_ ADF3_MAIZE B 2 565.29603 1128.5775 -0.054677 -0.38056 -0.42371 56.81 56.81 5.76E-06 58.32 48205000

10811 EIYDEVLQAGSALQK Unmodified _EIYDEVLQAGSALQK_ B6UC45_MAIZE 2 832.43051 1662.8465 1.0019 1.2351 2.2177 96.504 96.504 7.01E-11 54.44 45373

10812 EIYDQYGEDALK Unmodified _EIYDQYGEDALK_ O65160_MAIZE 2 722.33555 1442.6565 0.7504 0.11135 0.83888 69.298 69.298 7.72E-03 55.03 1661900

10813 EIYDQYGEDALK Unmodified _EIYDQYGEDALK_ O65160_MAIZE 2 722.33555 1442.6565 0.72839 0.091659 0.79817 69.323 69.323 1.68E-09 49.96 646970

10814 EIYDQYGEDALK Unmodified _EIYDQYGEDALK_ O65160_MAIZE 2 722.33555 1442.6565 0.71571 0.28673 0.98028 70.446 70.446 6.74E-02 49.68 1498800

10815 EIYDQYGEDALK Unmodified _EIYDQYGEDALK_ O65160_MAIZE 2 722.33555 1442.6565 0.73851 0.51749 1.2334 69.944 69.944 6.74E-02 47.04 1076100

10816 EIYDQYGEDALK Unmodified _EIYDQYGEDALK_ O65160_MAIZE 2 722.33555 1442.6565 0.67661 0.49279 1.1464 70.556 70.556 2.05E-12 61.23 8920000

10817 EKADLLSDSQR Unmodified _EKADLLSDSQR_ B6TCR9_MAIZE 2 631.32277 1260.631 0.4189 0.064751 0.46096 40.247 40.247 3.83E-01 38.67 421210

10818 EKADLLSDSQR Unmodified _EKADLLSDSQR_ B6TCR9_MAIZE 2 631.32277 1260.631 0.34059 0.17462 0.49298 43.037 43.037 4.48E-03 40.48 1962200

10819 EKADLLSDSQR Unmodified _EKADLLSDSQR_ B6TCR9_MAIZE 2 631.32277 1260.631 0.21967 -0.12236 0.075007 40.425 40.425 1.67E-02 56.66 15312000

10820 EKADLLSDSQR Unmodified _EKADLLSDSQR_ B6TCR9_MAIZE 3 421.21761 1260.631 0.1037 0.29965 0.38057 40.436 40.436 1.40E-01 33.72 13040000

10821 EKADLLSDSQR Unmodified _EKADLLSDSQR_ B6TCR9_MAIZE 2 631.32277 1260.631 0.33451 -0.049013 0.26247 43.921 43.921 4.96E-02 38.41 114570

10822 EKAEEAAAGADGLSDFQK Unmodified _EKAEEAAAGADGLSDFQK_ B4FAK8_MAIZE 3 612.95852 1835.8537 0.30032 0.076932 0.35625 59.458 59.458 3.92E-01 28.5 540150

10823 EKAEEEAAAGADGLSEFQK Unmodified _EKAEEEAAAGADGLSEFQK_ B6TNF1_MAIZE 3 660.6446 1978.912 0.53856 0.21141 0.72212 65.018 65.018 5.27E-03 45.73 825940

10824 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 3 350.51141 1048.5124 1.0977 -0.14723 0.93075 34.377 34.377 1.00E+00 13.05 625460

10825 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 2 525.26347 1048.5124 0.069496 0.41547 0.46534 34.382 34.382 1.12E-01 29.75 397690

10826 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 3 350.51141 1048.5124 0.97 0.072736 1.0244 33.444 33.444 1.00E+00 7.74 332620

10827 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 2 525.26347 1048.5124 -0.079089 0.71078 0.61186 33.447 33.447 1.12E-01 27.77 182290

10828 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 3 350.51141 1048.5124 1.0869 -0.089745 0.97696 36.129 36.129 1.00E+00 7.38 391320

10829 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 3 350.51141 1048.5124 1.0589 0.75889 1.7966 35.282 35.282 1.00E+00 5.21 290080

10830 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 2 525.26347 1048.5124 0.074946 0.58298 0.63838 35.861 35.861 3.39E-01 28.54 239460

10831 EKAPAAFCR Unmodified _EKAPAAFCR_ B4FBC2_MAIZE 2 525.26347 1048.5124 0.038521 0.13689 0.15676 33.77 33.77 7.18E-01 18.3 80202

10832 EKAPCIIFIDEIDAIGTK Unmodified _EKAPCIIFIDEIDAIGTK_ B4FBJ7_MAIZE 3 678.35897 2032.0551 0.65419 0.49275 1.1362 113.84 113.84 2.20E-01 10.46 576150

10833 EKDCVTVSVLQALLGGGGK Unmodified _EKDCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 3 644.34706 1930.0194 0.48709 0.3439 0.84186 113.21 113.21 8.70E-02 37.02 462390

10834 EKDCVTVSVLQALLGGGGK Unmodified _EKDCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 3 644.34706 1930.0194 0.43116 0.091596 0.53294 113.89 113.89 1.73E-01 10.62 330290

10835 EKDCVTVSVLQALLGGGGK Unmodified _EKDCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 3 644.34706 1930.0194 0.46187 0.19837 0.67097 114 114 6.05E-03 31 566450
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10836 EKDCVTVSVLQALLGGGGK Unmodified _EKDCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 3 644.34706 1930.0194 0.49977 0.036833 0.5478 114.1 114.1 4.15E-02 12.3 335390

10837 EKDCVTVSVLQALLGGGGK Unmodified _EKDCVTVSVLQALLGGGGK_ B4FSZ7_MAIZE 3 644.34706 1930.0194 0.46784 0.097459 0.57665 114.56 114.56 3.16E-01 28.58 1207800

10838 EKEAAPATAEAHSAA Unmodified _EKEAAPATAEAHSAA_ B6SLG3_MAIZE 2 727.34952 1452.6845 1.0117 -0.34584 0.62879 28.999 28.999 1.00E+00 1.69 8567.2

10839 EKEAAPATAEAHSAA Unmodified _EKEAAPATAEAHSAA_ B6SLG3_MAIZE 3 485.23544 1452.6845 0.06095 -0.18479 -0.16062 29.664 29.664 1.00E+00 4.36 24744

10840 EKEAAPATAEAHSAA Unmodified _EKEAAPATAEAHSAA_ B6SLG3_MAIZE 3 485.23544 1452.6845 -0.0081414 -0.2776 -0.32336 29.851 29.851 1.00E+00 0.28 287470

10841 EKEAAPATAEAHSAA Unmodified _EKEAAPATAEAHSAA_ B6SLG3_MAIZE 2 727.34952 1452.6845 0.71618 -0.80008 -0.12041 29.798 29.798 4.63E-02 21.83 67526

10842 EKELGNTAYK Unmodified _EKELGNTAYK_ B4FA63_MAIZE 2 576.7984 1151.5823 0.35098 0.41629 0.73176 29.928 29.928 4.40E-02 27 18224

10843 EKELGNTAYK Unmodified _EKELGNTAYK_ B4FA63_MAIZE 2 576.7984 1151.5823 0.27206 0.19142 0.42958 30.519 30.519 7.11E-01 18.13 24967

10844 EKFASVPCGGGGVAVAAASPAAGGAAPTAEAK Unmodified _EKFASVPCGGGGVAVAAASPAAGGAAPTAEAK_ Q9SM26_MAIZE 3 943.13962 2826.397 1.1796 -0.068991 1.1099 67.78 67.78 3.34E-01 7.92 40950

10845 EKFASVPCGGGGVAVAAGAPAAGGAAPAAEAK Unmodified _EKFASVPCGGGGVAVAAGAPAAGGAAPAAEAK_ B4FI88_MAIZE 3 923.13258 2766.3759 1.1631 0.052572 1.2127 67.028 67.028 1.09E-01 16.29 45807

10846 EKFASVPCGGGGVAVVAAAPAAGGAPAAEAK Unmodified _EKFASVPCGGGGVAVVAAAPAAGGAPAAEAK_ B4FVI4_MAIZE 3 913.46919 2737.3857 1.1044 -0.062992 1.0405 72.206 72.206 1.62E-01 17.47 183070

10847 EKGDVVAQLK Unmodified _EKGDVVAQLK_ B6SVU1_MAIZE 3 362.87663 1085.6081 0.91861 0.026573 0.933 39.694 39.694 1.00E+00 12.58 567930

10848 EKGDVVAQLK Unmodified _EKGDVVAQLK_ B6SVU1_MAIZE 2 543.81131 1085.6081 -0.051259 -0.17513 -0.23623 39.373 39.373 3.43E-01 48.65 203320

10849 EKGDVVAQLK Unmodified _EKGDVVAQLK_ B6SVU1_MAIZE 3 362.87663 1085.6081 0.77645 0.12332 0.88767 39.357 39.357 5.31E-01 16.25 182630

10850 EKGDVVAQLK Unmodified _EKGDVVAQLK_ B6SVU1_MAIZE 2 543.81131 1085.6081 0.05627 -0.44522 -0.39786 41.89 41.89 1.45E-01 27.58 277800

10851 EKGDVVAQLK Unmodified _EKGDVVAQLK_ B6SVU1_MAIZE 3 362.87663 1085.6081 0.90042 -0.15148 0.7376 41.22 41.22 1.00E+00 0.79 135510

10852 EKGVDSLK Unmodified _EKGVDSLK_ Q43274_MAIZE 2 438.24527 874.476 0.16371 0.5595 0.70557 25.624 25.624 3.77E-01 37.49 37566

10853 EKLCEAVDDLK Unmodified _EKLCEAVDDLK_ B4FFW5_MAIZE 2 660.32921 1318.6439 0.42361 -0.018519 0.39189 61.509 61.509 5.66E-08 44.75 325480

10854 EKLDLDIER Unmodified _EKLDLDIER_ B4FU92_MAIZE 3 377.53991 1129.5979 0.42364 0.19366 0.5873 61.894 61.894 5.45E-01 23.32 240850

10855 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 0.086632 -0.081816 -0.02985 54.513 54.513 1.12E-01 32.91 2792400

10856 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 3 372.54841 1114.6234 0.78737 -0.18858 0.56481 54.528 54.528 9.63E-01 16.38 750580

10857 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 -0.0019044 0.056053 0.019792 55.061 55.061 3.32E-02 36.85 1024800

10858 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 0.076332 0.045798 0.087404 56.82 56.82 1.01E-02 40.24 2675100

10859 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 0.11589 0.042665 0.12413 56.111 56.111 3.32E-02 32.89 713070

10860 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 -0.03112 0.012047 -0.053684 56.752 56.752 3.32E-02 37.35 10767000

10861 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 3 372.54841 1114.6234 0.58846 0.22916 0.78344 56.734 56.734 1.00E+00 6.28 2922200

10862 EKLDQLIEK Unmodified _EKLDQLIEK_ MTHR1_MAIZE 2 558.31897 1114.6234 0.036345 -0.009854 -0.0073363 55.336 55.336 1.01E-02 35.75 768000

10863 EKLGTIDPYFVK Unmodified _EKLGTIDPYFVK_ B4FQX1_MAIZE 2 705.38739 1408.7602 0.6585 -0.082996 0.56789 72.602 72.602 6.74E-02 31.19 646940

10864 EKMDIIDLEDETIDAEILNSMAVTNDHFK 2 Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSM(ox)AVTNDHFK_ B6T8X9_MAIZE 4 846.14827 3380.564 1.0455 -0.3106 0.72415 110.28 110.28 2.29E-01 22.18 271770

10865 EKMDIIDLEDETIDAEILNSMAVTNDHFK 2 Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSM(ox)AVTNDHFK_ B6T8X9_MAIZE 4 846.14827 3380.564 1.0464 -0.42748 0.60889 110.52 110.52 4.21E-05 45.34 470360

10866 EKMDIIDLEDETIDAEILNSMAVTNDHFK 2 Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSM(ox)AVTNDHFK_ B6T8X9_MAIZE 4 846.14827 3380.564 1.0239 -0.40571 0.60748 110.95 110.95 2.34E-08 40.77 1686600

10867 EKMDIIDLEDETIDAEILNSMAVTNDHFK Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSMAVTNDHFK_ B6T8X9_MAIZE 4 842.14954 3364.5691 1.0875 -0.079057 0.99647 121.35 121.35 2.29E-01 22.75 179570

10868 EKMDIIDLEDETIDAEILNSMAVTNDHFK Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSMAVTNDHFK_ B6T8X9_MAIZE 4 842.14954 3364.5691 1.0799 -0.17591 0.8919 121.81 121.81 3.90E-02 22.74 303290

10869 EKMDIIDLEDETIDAEILNSMAVTNDHFK Oxidation (M) _EKM(ox)DIIDLEDETIDAEILNSMAVTNDHFK_ B6T8X9_MAIZE 4 842.14954 3364.5691 1.0852 0.22731 1.3008 124.32 124.32 2.34E-08 58.24 308910
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10870 EKPSEATSVISK Unmodified _EKPSEATSVISK_ B6UGD8_MAIZE 3 425.89788 1274.6718 0.26176 0.31345 0.55175 36.462 36.462 1.00E+00 13.47 375090

10871 EKPSEATSVISK Unmodified _EKPSEATSVISK_ B6UGD8_MAIZE 2 638.34317 1274.6718 0.42661 0.032598 0.4365 36.432 36.432 2.00E-01 32.73 249150

10872 EKPSIGTVVAVGPGPLDEEGK Unmodified _EKPSIGTVVAVGPGPLDEEGK_ B4F848_MAIZE 3 693.70379 2078.0895 0.59487 -0.65558 -0.058682 75.359 75.359 3.16E-03 16.82 1780600

10873 EKPSIGTVVAVGPGPLDEEGKR Unmodified _EKPSIGTVVAVGPGPLDEEGKR_ B4F848_MAIZE 4 559.55494 2234.1907 0.015814 0.12339 0.13718 69.569 69.569 8.28E-01 8.94 2505400

10874 EKPSIGTVVAVGPGPLDEEGKR Unmodified _EKPSIGTVVAVGPGPLDEEGKR_ B4F848_MAIZE 3 745.7375 2234.1907 0.80901 -0.065945 0.74215 69.577 69.577 3.07E-12 56.14 438710

10875 EKPSVGSVVAVGPGPLGEDGSR Unmodified _EKPSVGSVVAVGPGPLGEDGSR_ B6T8U7_MAIZE 3 698.69904 2093.0753 0.60456 -0.53149 0.083 69.888 69.888 2.19E-05 48.84 1384500

10876 EKVHFSISK Unmodified _EKVHFSISK_ ATP5E_MAIZE 3 358.86959 1073.5869 0.63859 -0.070344 0.553 42.066 42.066 1.00E+00 9.14 1398300

10877 EKVHFSISK Unmodified _EKVHFSISK_ ATP5E_MAIZE 2 537.80075 1073.5869 -0.11916 0.1737 0.039811 42.061 42.061 1.12E-01 33.26 182150

10878 EKVNNAVLFDQATYDK Unmodified _EKVNNAVLFDQATYDK_ B4FG22_MAIZE 3 618.97926 1853.9159 0.29607 -0.034981 0.25165 67.814 67.814 1.21E-01 27.2 712120

10879 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.1392 0.086694 1.222 124.54 124.54 5.06E-04 23.5 6612600

10880 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 0.99846 0.38447 1.3793 124.53 124.53 2.23E-01 21.06 2072200

10881 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.2291 0.021798 1.2476 128.72 128.72 5.59E-02 24.09 241050

10882 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 1.0389 0.20394 1.2399 128.83 128.83 2.30E-02 16.38 1141800

10883 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.2472 0.095076 1.3385 128.8 128.8 4.11E-06 45.95 1285200

10884 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.239 -0.036082 1.1992 130.04 130.04 4.11E-06 47.52 733650

10885 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 1.0594 0.21469 1.2706 130.06 130.06 5.59E-02 16.37 663830

10886 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.2006 0.053707 1.2513 129.36 129.36 4.42E-13 39.45 2027600

10887 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 1.0064 0.08585 1.0887 129.37 129.37 5.06E-04 26.78 1614500

10888 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 3 1100.2572 3297.7497 1.0599 0.2302 1.2861 130.22 130.22 1.45E-32 78.11 5095900

10889 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 0.92102 0.03097 0.94857 130.22 130.22 2.68E-10 36.39 5057500

10890 ELAAQPDVDGFLVGGASLKPEFIDIINAATVK Unmodified _ELAAQPDVDGFLVGGASLKPEFIDIINAATVK_ B4FNW1_MAIZE 4 825.44469 3297.7497 1.0294 -2.1688 -1.1394 131.01 131.01 5.81E-01 14.84 180310

10891 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.1726 0.065559 1.2376 118.99 118.99 1.22E-10 33.43 1685000

10892 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.1316 0.38171 1.5131 119.55 119.55 8.82E-13 50.04 569910

10893 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.133 0.22124 1.3537 119.92 119.92 1.33E-06 32.38 847410

10894 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.1974 0.72616 1.9232 121.26 121.26 1.54E-08 28.5 672010

10895 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.1624 -0.25675 0.90553 119.94 119.94 6.21E-12 45.74 791560

10896 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.0448 0.047319 1.0922 126.98 126.98 8.01E-14 51.33 7441400

10897 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 4 707.88247 2827.5008 0.68805 0.18525 0.8735 126.95 126.95 5.31E-01 11.66 698670

10898 ELAAQPDVDGFLVGGASLKPEFVDIIK Unmodified _ELAAQPDVDGFLVGGASLKPEFVDIIK_ B6SMQ5_MAIZE 3 943.50753 2827.5008 1.1629 0.23033 1.3938 128.44 128.44 8.07E-01 0.96 142790

10899 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.67495 -0.17082 0.49383 60.753 60.753 2.50E-15 97.5 5846600

10900 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.65364 -0.023634 0.62003 60.03 60.03 6.20E-03 80.03 129990

10901 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.48087 -0.35119 0.12044 61.129 61.129 1.56E-17 102.74 5012500

10902 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.68991 0.038483 0.71808 60.694 60.694 2.61E-08 101.92 1128900

10903 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.6937 0.081332 0.76469 62.363 62.363 1.00E-11 102.05 862260
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10904 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.72657 0.031975 0.74755 61.692 61.692 1.00E-11 108.27 948980

10905 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.72193 -0.33717 0.37482 62.451 62.451 1.56E-17 102.11 795200

10906 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.69906 -1.012 -0.32142 62.819 62.819 1.47E-03 77.04 762360

10907 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.60746 -0.085375 0.51244 61.027 61.027 1.09E-26 102.25 3342600

10908 ELAEDGYSGVEVR Unmodified _ELAEDGYSGVEVR_ B4FHH2_MAIZE 2 712.33862 1422.6627 0.64505 0.17175 0.8062 63.286 63.286 2.50E-15 102.19 824630

10909 ELAELDAVLAELGLSANSSSTAQDAEK Unmodified _ELAELDAVLAELGLSANSSSTAQDAEK_ B4FJ52_MAIZE 2 1366.6773 2731.34 1.2169 0.30553 1.5009 128.61 128.61 1.22E-06 40.95 247860

10910 ELAELDAVLAELGLSGNSTSAAQDAEK Unmodified _ELAELDAVLAELGLSGNSTSAAQDAEK_ B4F7Y2_MAIZE 3 901.45041 2701.3294 1.2101 -0.23319 0.95716 128.54 128.54 5.59E-14 50.44 223830

10911 ELAEMEEMR 2 Oxidation (M) _ELAEM(ox)EEM(ox)R_ B4FS99_MAIZE 2 585.24429 1168.474 0.20868 0.2892 0.46166 32.226 32.226 1.64E-01 20.96 178170

10912 ELAEMEEMR 2 Oxidation (M) _ELAEM(ox)EEM(ox)R_ B4FS99_MAIZE 2 585.24429 1168.474 0.12814 0.26136 0.35409 35.392 35.392 5.87E-02 29.74 376320

10913 ELAEMEEMR Oxidation (M) _ELAEMEEM(ox)R_ B4FS99_MAIZE 2 577.24683 1152.4791 0.088169 0.34918 0.39808 49.626 49.626 9.82E-03 33.37 481400

10914 ELAEMEEMR Unmodified _ELAEMEEMR_ B4FS99_MAIZE 2 569.24937 1136.4842 0.042804 0.48348 0.48121 62.312 62.312 7.18E-01 20.82 482710

10915 ELAENASNQQPDR Unmodified _ELAENASNQQPDR_ B6ST34_MAIZE 2 736.34223 1470.6699 0.77601 -0.010205 0.73959 36.433 36.433 1.47E-03 80.16 58795

10916 ELAESIQK Unmodified _ELAESIQK_ B4FZW5_MAIZE 2 459.25056 916.48656 -0.086739 0.03281 -0.094158 41.505 41.505 3.77E-01 26.51 5167100

10917 ELAEWQLSPPAGFK Unmodified _ELAEWQLSPPAGFK_ B4FMX0_MAIZE 2 786.90647 1571.7984 0.87737 -0.15951 0.70251 93.189 93.189 7.68E-22 70.87 632160

10918 ELAITNLTNYLTK Unmodified _ELAITNLTNYLTK_ B4FF65_MAIZE 2 747.41413 1492.8137 0.83007 0.080582 0.88759 104.28 104.28 2.50E-15 69.62 1210400

10919 ELAITNLTNYLTK Unmodified _ELAITNLTNYLTK_ B4FF65_MAIZE 2 747.41413 1492.8137 0.80233 0.17582 0.9544 104.88 104.88 1.00E-11 73.02 639900

10920 ELAITNLTNYLTK Unmodified _ELAITNLTNYLTK_ B4FF65_MAIZE 2 747.41413 1492.8137 0.83147 0.20769 1.0157 104.91 104.91 2.61E-08 69.3 990280

10921 ELAITNLTNYLTK Unmodified _ELAITNLTNYLTK_ B4FF65_MAIZE 2 747.41413 1492.8137 0.82781 0.312 1.1162 104.93 104.93 1.00E-11 72.88 1102800

10922 ELAITNLTNYLTK Unmodified _ELAITNLTNYLTK_ B4FF65_MAIZE 2 747.41413 1492.8137 0.82749 0.12122 0.92507 105.12 105.12 1.00E-11 65.88 1563500

10923 ELALEEAETIALSILK Unmodified _ELALEEAETIALSILK_ B6T504_MAIZE 2 871.99294 1741.9713 1.0123 0.43141 1.4057 131.11 131.11 1.34E-51 115.06 1452500

10924 ELANLVIVAGDHGK Unmodified _ELANLVIVAGDHGK_ SUS1_MAIZE B6 3 479.2683 1434.7831 -0.02558 0.2442 0.20931 69.841 69.841 3.36E-01 24.5 2328100

10925 ELANLVIVAGDHGK Unmodified _ELANLVIVAGDHGK_ SUS1_MAIZE B6 3 479.2683 1434.7831 -0.075593 -0.1845 -0.26817 71.312 71.312 1.00E+00 25.88 1190800

10926 ELANLVIVAGDHGK Unmodified _ELANLVIVAGDHGK_ SUS1_MAIZE B6 3 479.2683 1434.7831 -0.072135 -0.055237 -0.13609 70.835 70.835 1.00E+00 26.07 1728200

10927 ELAQAYEVLSDPEKR Unmodified _ELAQAYEVLSDPEKR_ O65160_MAIZE 2 874.44669 1746.8788 1.1265 0.11585 1.2165 73.55 73.55 7.01E-11 76.45 777460

10928 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.089746 0.28889 0.16183 38.974 38.974 1.65E-01 42.65 14160000

10929 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.14908 0.17228 -0.011952 39.214 39.214 3.77E-01 28.78 33109

10930 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.22094 -1.0193 -1.2744 38.307 38.307 1.65E-01 42.51 4027600

10931 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.06585 0.14263 0.041343 41.062 41.062 1.65E-01 32.9 4743700

10932 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.066065 0.12978 0.028049 40.317 40.317 5.06E-02 42.45 3299100

10933 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.074822 -0.034854 -0.14592 41.084 41.084 1.00E+00 6.11 2049600

10934 ELAQQIEK Unmodified _ELAQQIEK_ B4FBK3_MAIZE 2 479.76383 957.51311 -0.10842 0.37592 0.22998 40.95 40.95 1.65E-01 42.87 10739000

10935 ELAVSIEGK Unmodified _ELAVSIEGK_ B4FBP0_MAIZE 2 473.26621 944.51786 -0.13903 -2.4468 -2.6058 56.93 56.93 1.12E-01 27.46 727880

10936 ELCDVLVGIASR Unmodified _ELCDVLVGIASR_ B6U2I9_MAIZE 2 666.35302 1330.6915 0.4447 0.28387 0.72865 96.261 96.261 1.11E-04 47.74 2078200

10937 ELCEPLGEIYEVR Unmodified _ELCEPLGEIYEVR_ B4F9N8_MAIZE 2 803.8927 1605.7709 1.0464 -0.2313 0.79898 89.078 89.078 2.50E-15 74.14 251560
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10938 ELCEPLGEIYEVR Unmodified _ELCEPLGEIYEVR_ B4F9N8_MAIZE 2 803.8927 1605.7709 0.99379 -0.14508 0.83215 89.585 89.585 1.00E-11 68.67 703770

10939 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 2 1179.1336 2356.2526 1.2145 0.25753 1.4591 127.83 127.83 5.68E-10 67.54 2084200

10940 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 3 786.42481 2356.2526 1.1192 0.93063 2.0356 127.82 127.82 1.22E-04 25.74 912560

10941 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 2 1179.1336 2356.2526 1.2213 0.20615 1.4147 128.31 128.31 8.70E-13 55.78 263840

10942 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 3 786.42481 2356.2526 0.90329 0.77357 1.6634 128.32 128.32 7.91E-01 0.72 167210

10943 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 2 1179.1336 2356.2526 1.2208 0.29672 1.5049 128.63 128.63 4.20E-18 60.55 300460

10944 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 2 1179.1336 2356.2526 1.1186 0.36522 1.4714 130.38 130.38 4.59E-36 83.19 303260

10945 ELDALLSDDSLANVPFLILGNK Unmodified _ELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 3 786.42481 2356.2526 0.87763 0.17891 1.044 130.38 130.38 9.90E-22 51.8 568020

10946 ELDEPVTLK Unmodified _ELDEPVTLK_ B6TNF1_MAIZE 2 522.2846 1042.5546 0.0069165 0.37833 0.37008 58.973 58.973 7.18E-01 15.16 1632200

10947 ELDEPVTLK Unmodified _ELDEPVTLK_ B6TNF1_MAIZE 2 522.2846 1042.5546 -0.0542 -0.11547 -0.18411 60.844 60.844 1.00E+00 2.14 1043800

10948 ELDEPVTLK Unmodified _ELDEPVTLK_ B6TNF1_MAIZE 2 522.2846 1042.5546 -0.12243 -0.099987 -0.23768 60.684 60.684 1.00E+00 12.13 4847500

10949 ELDEPVTLNDGTVVLQFEVR Unmodified _ELDEPVTLNDGTVVLQFEVR_ B4FAK8_MAIZE 2 1137.0866 2272.1587 1.3522 -0.169 1.1899 113.19 113.19 4.84E-09 54.51 121350

10950 ELDGAELYEQK Unmodified _ELDGAELYEQK_ B6SLI2_MAIZE 2 647.81171 1293.6089 0.3678 0.053762 0.39428 61.398 61.398 1.47E-01 41.79 27736

10951 ELDGAELYEQK Unmodified _ELDGAELYEQK_ B6SLI2_MAIZE 2 647.81171 1293.6089 0.38645 0.14995 0.50834 61.222 61.222 3.83E-01 13.89 1576200

10952 ELDGIQCEIQATDPSEMSLDIVK Oxidation (M) _ELDGIQCEIQATDPSEM(ox)SLDIVK_ ADF2_MAIZE 2 1304.1118 2606.2091 1.0874 0.016293 1.1008 97.951 97.951 2.10E-05 31.31 105780

10953 ELDGIQVELQATDPSEMSMDIVK 2 Oxidation (M) _ELDGIQVELQATDPSEM(ox)SM(ox)DIVK_ B6T8B1_MAIZE 3 860.74003 2579.1983 1.0063 -0.13424 0.86928 93.364 93.364 1.80E-18 49.67 1716500

10954 ELDGIQVELQATDPSEMSMDIVK 2 Oxidation (M) _ELDGIQVELQATDPSEM(ox)SM(ox)DIVK_ B6T8B1_MAIZE 2 1290.6064 2579.1983 1.0393 -0.084222 0.95175 93.361 93.361 4.24E-36 62.64 1497100

10955 ELDGIQVELQATDPSEMSMDIVK Oxidation (M) _ELDGIQVELQATDPSEM(ox)SMDIVK_ B6T8B1_MAIZE 2 1282.6089 2563.2033 1.0847 -0.032064 1.0479 101.41 101.41 1.76E-04 45.58 130600

10956 ELDGIQVELQATDPSEMSMDIVK Oxidation (M) _ELDGIQVELQATDPSEM(ox)SMDIVK_ B6T8B1_MAIZE 3 855.40839 2563.2033 1.0655 -0.48111 0.57934 101.36 101.36 8.30E-06 22.38 108290

10957 ELDGIQVELQATDPSEMSMDIVK Oxidation (M) _ELDGIQVELQATDPSEMSM(ox)DIVK_ B6T8B1_MAIZE 3 855.40839 2563.2033 1.0712 -0.012948 1.0533 104.85 104.85 6.92E-02 6.85 108300

10958 ELDGIQVELQATDPSEMSMDIVK Oxidation (M) _ELDGIQVELQATDPSEMSM(ox)DIVK_ B6T8B1_MAIZE 2 1282.6089 2563.2033 1.0999 0.063909 1.1586 104.91 104.91 3.99E-06 41.68 127000

10959 ELDGIQVELQATEPSEMSMDIIK 2 Oxidation (M) _ELDGIQVELQATEPSEM(ox)SM(ox)DIIK_ B6T304_MAIZE 2 1304.6221 2607.2296 1.0567 0.003343 1.0494 96.045 96.045 9.12E-06 63.83 650000

10960 ELDGIQVELQATEPSEMSMDIIK 2 Oxidation (M) _ELDGIQVELQATEPSEM(ox)SM(ox)DIIK_ B6T304_MAIZE 3 870.08379 2607.2296 1.042 -0.25939 0.7727 96.072 96.072 6.36E-09 43.07 1051600

10961 ELDKLQTANFDQK Unmodified _ELDKLQTANFDQK_ CH61_MAIZE C 2 775.39647 1548.7784 0.8722 -0.05479 0.80329 57.065 57.065 6.20E-03 50.34 452920

10962 ELDKLQTANFDQK Unmodified _ELDKLQTANFDQK_ CH61_MAIZE C 2 775.39647 1548.7784 0.87983 0.042473 0.90901 58.891 58.891 2.61E-08 57.84 1686300

10963 ELDLSNNQIHALPDTFGR Unmodified _ELDLSNNQIHALPDTFGR_ B6TES9_MAIZE 3 680.67635 2039.0072 0.62403 -0.064317 0.55131 86.596 86.596 1.19E-01 32.62 855020

10964 ELDLSSNDVVTK Unmodified _ELDLSSNDVVTK_ B6TBW4_MAIZE 2 660.33809 1318.6616 0.50261 -0.54863 -0.049186 63.682 63.682 1.11E-04 57.38 1665900

10965 ELDLSSNDVVTK Unmodified _ELDLSSNDVVTK_ B6TBW4_MAIZE 2 660.33809 1318.6616 0.54353 0.34188 0.88064 63.653 63.653 6.74E-02 32.1 458140

10966 ELDLSSNDVVTK Unmodified _ELDLSSNDVVTK_ B6TBW4_MAIZE 2 660.33809 1318.6616 0.47807 0.33804 0.81172 65.114 65.114 1.60E-02 53.58 945000

10967 ELDLSSNDVVTK Unmodified _ELDLSSNDVVTK_ B6TBW4_MAIZE 2 660.33809 1318.6616 0.51121 -0.7798 -0.2713 64.473 64.473 1.98E-03 71.4 638900

10968 ELDLSSNDVVTK Unmodified _ELDLSSNDVVTK_ B6TBW4_MAIZE 2 660.33809 1318.6616 0.49653 0.12814 0.62092 65.219 65.219 2.05E-12 60.41 2658200

10969 ELDLYASLVHCSNLPGLPTR Unmodified _ELDLYASLVHCSNLPGLPTR_ B4FID6_MAIZE 3 752.38781 2254.1416 0.80097 -0.3607 0.43464 106.44 106.44 1.99E-03 29.67 805920

10970 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.56358 0.032483 0.58189 82.74 82.74 2.61E-08 57.1 171880

10971 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.60356 -0.35352 0.23635 81.961 81.961 4.93E-21 80.82 2384300
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10972 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.59681 -0.28749 0.29522 82.477 82.477 1.47E-03 35.18 3436800

10973 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.60033 -0.18529 0.40018 82.148 82.148 1.56E-17 105.67 3569900

10974 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.61068 -0.30248 0.2941 81.851 81.851 1.56E-17 100.82 1629200

10975 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.61323 -0.33504 0.26416 81.868 81.868 1.00E+00 0.73 750940

10976 ELDYLVGAVANPK Unmodified _ELDYLVGAVANPK_ B4G0K4_MAIZE 2 694.87464 1387.7347 0.59663 -0.14939 0.43302 83.204 83.204 1.56E-17 57.59 279050

10977 ELEAILADASKPWAWR Unmodified _ELEAILADASKPWAWR_ B4G210_MAIZE 2 928.48869 1854.9628 1.2421 -0.13625 1.079 108.22 108.22 5.51E-02 27.98 206820

10978 ELEEAEIDEYVAEIEAEK Unmodified _ELEEAEIDEYVAEIEAEK_ B4F822_MAIZE 2 1054.9915 2107.9685 1.201 0.13878 1.3032 113.18 113.18 3.54E-16 64.58 67661

10979 ELEEAEIDEYVAEIEAEK Unmodified _ELEEAEIDEYVAEIEAEK_ B4F822_MAIZE 2 1054.9915 2107.9685 1.2757 1.4878 2.7249 112.82 112.82 1.59E-01 5.49 237110

10980 ELEEAEIDEYVAEIEAEK Unmodified _ELEEAEIDEYVAEIEAEK_ B4F822_MAIZE 2 1054.9915 2107.9685 1.1353 -0.003572 1.0953 113.74 113.74 8.94E-06 49.39 1140000

10981 ELEESEIDEYVAEIEAEK Unmodified _ELEESEIDEYVAEIEAEK_ A3FMB9_MAIZE 2 1062.989 2123.9634 1.1499 0.28886 1.4041 112.42 112.42 1.77E-34 94.73 674980

10982 ELEESEIDEYVAEIEAEK Unmodified _ELEESEIDEYVAEIEAEK_ A3FMB9_MAIZE 3 708.99508 2123.9634 0.69557 -0.070376 0.59012 112.41 112.41 9.13E-03 20.88 249890

10983 ELEGICNPIIAK Unmodified _ELEGICNPIIAK_ B6TFA7_MAIZE 2 678.86322 1355.7119 0.60587 -0.1346 0.44916 75.856 75.856 7.72E-03 45.53 1633600

10984 ELEGICNPIIAK Unmodified _ELEGICNPIIAK_ B6TFA7_MAIZE 2 678.86322 1355.7119 0.60221 -0.4252 0.15637 75.48 75.48 6.74E-02 22.83 3793500

10985 ELEGICNPIIAK Unmodified _ELEGICNPIIAK_ B6TFA7_MAIZE 2 678.86322 1355.7119 0.5049 -0.15626 0.32764 75.371 75.371 1.60E-02 36.94 6584400

10986 ELEGIQLELQATDPSEMSMDIVR 2 Oxidation (M) _ELEGIQLELQATDPSEM(ox)SM(ox)DIVR_ B6U422_MAIZE 3 879.41918 2635.2357 1.0517 -0.14813 0.89327 98.29 98.29 1.82E-07 31.62 395890

10987 ELEGIQLELQATDPSEMSMDIVR 2 Oxidation (M) _ELEGIQLELQATDPSEM(ox)SM(ox)DIVR_ B6U422_MAIZE 2 1318.6251 2635.2357 1.0328 -0.31927 0.70381 98.291 98.291 1.54E-06 42.97 370970

10988 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.052162 0.72366 0.76726 76.34 76.34 1.12E-01 27.34 2105400

10989 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 -0.044531 0.33282 0.28218 77.554 77.554 7.18E-01 26.03 101790

10990 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 -0.015176 -0.13599 -0.15735 65.409 65.409 1.00E+00 0.98 3771200

10991 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.018612 0.2422 0.253 76.805 76.805 7.18E-01 11.84 1584400

10992 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.13117 0.8949 1.0178 77.453 77.453 1.00E+00 1.07 2157100

10993 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.045914 0.23784 0.27727 77.076 77.076 7.18E-01 21.33 6808600

10994 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.060391 -0.21821 -0.16366 76.914 76.914 7.18E-01 15.95 660390

10995 ELEGVVFYR Unmodified _ELEGVVFYR_ B4FBC9_MAIZE 2 556.29276 1110.571 0.02755 0.31518 0.33616 77.338 77.338 1.00E+00 1.8 748370

10996 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.25437 0.12794 0.36959 96.566 96.566 6.35E-02 15.45 761510

10997 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.16364 -0.013054 0.13757 97.394 97.394 4.00E-03 21.6 439620

10998 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.24147 -0.071055 0.15729 97.373 97.373 6.35E-02 19.28 379190

10999 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.26789 -0.21837 0.037115 97.381 97.381 4.00E-03 24.52 535590

11000 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.22202 -0.52982 -0.31946 97.415 97.415 1.14E-02 22.89 349350

11001 ELELDKFITHEVGLK Unmodified _ELELDKFITHEVGLK_ B4FGN7_MAIZE 3 590.99273 1769.9564 0.16583 0.23652 0.38894 96.958 96.958 1.00E+00 2.48 1195600

11002 ELELLSDGANVYK Unmodified _ELELLSDGANVYK_ B6T5S0_MAIZE 2 725.87484 1449.7351 0.71423 0.15828 0.85006 84.116 84.116 6.20E-03 37.94 35797

11003 ELELLSDGANVYK Unmodified _ELELLSDGANVYK_ B6T5S0_MAIZE 2 725.87484 1449.7351 0.68394 -0.14898 0.5126 83.018 83.018 3.13E-02 24.02 365140

11004 ELELLSDGANVYK Unmodified _ELELLSDGANVYK_ B6T5S0_MAIZE 2 725.87484 1449.7351 0.65408 -0.13585 0.49594 84.379 84.379 4.93E-21 99.64 3033100

11005 ELENGVLWEVEGK Unmodified _ELENGVLWEVEGK_ B4FL17_MAIZE 2 751.38029 1500.746 0.82155 -0.71942 0.088537 88.267 88.267 9.54E-02 29.7 12950
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11006 ELENGVLWEVEGK Unmodified _ELENGVLWEVEGK_ B4FL17_MAIZE 2 751.38029 1500.746 0.75969 -0.2635 0.48208 86.881 86.881 6.20E-03 49.1 1471200

11007 ELEQLTSILPDLEK Unmodified _ELEQLTSILPDLEK_ B6TAE3_MAIZE 2 814.44309 1626.8716 1.039 0.51669 1.5324 110.52 110.52 7.64E-09 32.8 334120

11008 ELEQQEYYDPK Unmodified _ELEQQEYYDPK_ B4FA63_MAIZE 2 721.32772 1440.6409 0.72755 0.11591 0.81805 53.786 53.786 4.96E-02 48.85 325790

11009 ELEQQEYYDPK Unmodified _ELEQQEYYDPK_ B4FA63_MAIZE 2 721.32772 1440.6409 0.74337 -0.10512 0.61303 55.988 55.988 3.57E-04 61.7 626890

11010 ELEQQEYYDPK Unmodified _ELEQQEYYDPK_ B4FA63_MAIZE 2 721.32772 1440.6409 0.70513 0.16892 0.84805 55.253 55.253 4.48E-03 51.18 1846400

11011 ELEQQEYYDPK Unmodified _ELEQQEYYDPK_ B4FA63_MAIZE 2 721.32772 1440.6409 0.65491 -0.071309 0.55842 55.934 55.934 4.43E-05 48.35 5282900

11012 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.63627 0.093639 0.70406 74.651 74.651 1.68E-09 57.31 11795000

11013 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.60437 -0.25023 0.33021 75.639 75.639 1.60E-02 24.96 34292

11014 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.63793 -0.37658 0.23664 75.005 75.005 1.60E-02 46.82 4833700

11015 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.60289 -0.2757 0.30248 75.657 75.657 1.68E-09 56.05 8343300

11016 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.61241 -0.15756 0.42985 75.28 75.28 1.68E-09 65.35 12410000

11017 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.51492 -0.45835 0.031476 75.178 75.178 7.61E-14 67.24 23234000

11018 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.61427 0.20139 0.78996 75.602 75.602 1.98E-03 54.48 3262500

11019 ELESLCNPIIAK Unmodified _ELESLCNPIIAK_ B6T2Q6_MAIZE 2 693.8685 1385.7224 0.78226 74.9 74.9 1.19E-03 54.65

11020 ELFEFLPK Unmodified _ELFEFLPK_ B4FQM2_MAIZE 2 511.78149 1021.5484 -0.030709 0.32082 0.27059 95.937 95.937 7.88E-01 14.64 2404300

11021 ELFEFLPK Unmodified _ELFEFLPK_ B4FQM2_MAIZE 2 511.78149 1021.5484 -0.040702 0.2512 0.19112 96.682 96.682 3.77E-01 15.22 2301200

11022 ELFEFLPK Unmodified _ELFEFLPK_ B4FQM2_MAIZE 2 511.78149 1021.5484 -0.02217 0.17024 0.12981 96.508 96.508 7.88E-01 12.11 1121600

11023 ELFPGIEIDTSQPPIVFK Unmodified _ELFPGIEIDTSQPPIVFK_ B6T6V5_MAIZE 2 1015.5459 2029.0772 1.2107 0.4214 1.6311 118.29 118.29 3.87E-04 40.04 1256000

11024 ELFQGQTPADK Unmodified _ELFQGQTPADK_ B4FH61_MAIZE 2 617.30913 1232.6037 0.29701 0.3708 0.6648 53.728 53.728 3.57E-04 59.77 3623300

11025 ELGCGAVLVSGNELR Unmodified _ELGCGAVLVSGNELR_ B6T9Q7_MAIZE 2 787.40377 1572.793 0.93078 -0.3717 0.55749 75.018 75.018 1.26E-03 34.3 120100

11026 ELGCGAVLVSGNELR Unmodified _ELGCGAVLVSGNELR_ B6T9Q7_MAIZE 2 787.40377 1572.793 0.94748 -0.13171 0.81421 75.62 75.62 2.37E-16 70.37 182410

11027 ELGDTPIEFLGVPPIPASHIIR Unmodified _ELGDTPIEFLGVPPIPASHIIR_ B4G1X4_MAIZE 3 791.10552 2370.2947 1.0127 -0.26559 0.74416 115.5 115.5 2.19E-05 52.22 279280

11028 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.79143 -0.2959 0.48393 83.047 83.047 3.51E-02 41.66 842160

11029 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.88161 0.73988 1.6083 83.479 83.479 3.56E-04 68.89 347370

11030 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.79504 -0.01337 0.76931 83.913 83.913 1.95E-13 82.19 692100

11031 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.84573 -0.018921 0.81423 83.592 83.592 2.25E-03 53.61 357730

11032 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.80859 0.040296 0.83638 83.333 83.333 2.25E-03 61.3 1284000

11033 ELGEGGIDNYLSVK Unmodified _ELGEGGIDNYLSVK_ Q53CF4_MAIZE 2 747.37775 1492.7409 0.80284 0.048875 0.84023 83.946 83.946 6.31E-03 58.12 3281600

11034 ELGIGIVAYSPIGR Unmodified _ELGIGIVAYSPIGR_ B4F840_MAIZE 2 722.91156 1443.8086 0.72713 0.14278 0.85837 96.99 96.99 2.96E-06 51.81 1293400

11035 ELGIGIVAYSPIGR Unmodified _ELGIGIVAYSPIGR_ B4F840_MAIZE 2 722.91156 1443.8086 0.71937 0.22035 0.92697 99.615 99.615 2.00E-19 69.41 2595000

11036 ELGIGIVPYSPLGR Unmodified _ELGIGIVPYSPLGR_ B6TVE5_MAIZE 2 735.91938 1469.8242 0.8107 -0.10384 0.69941 99.387 99.387 3.56E-04 33.54 176180

11037 ELGIGIVPYSPLGR Unmodified _ELGIGIVPYSPLGR_ B6TVE5_MAIZE 2 735.91938 1469.8242 0.82614 -0.034619 0.78328 99.538 99.538 3.51E-02 20.76 249360

11038 ELGIGIVPYSPLGR Unmodified _ELGIGIVPYSPLGR_ B6TVE5_MAIZE 2 735.91938 1469.8242 0.73993 0.25269 0.98341 99.119 99.119 3.56E-04 44.25 3105800

11039 ELGIGIVPYSPLGR Unmodified _ELGIGIVPYSPLGR_ B6TVE5_MAIZE 2 735.91938 1469.8242 0.81065 0.39693 1.1987 115.54 115.54 1.00E+00 3.03 187990
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11040 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 0.049978 0.21498 0.24289 69.918 69.918 2.81E-03 53.66 2766200

11041 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.82827 -0.21752 0.58933 69.917 69.917 1.00E+00 9.96 3317900

11042 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.5837 0.016178 0.57886 72.809 72.809 1.00E+00 13.87 361160

11043 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.72246 -0.096125 0.60377 70.767 70.767 5.31E-01 31.76 547640

11044 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 -0.01525 0.22939 0.19182 70.766 70.766 3.43E-01 26.11 461680

11045 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.86218 -0.24958 0.59019 71.381 71.381 9.39E-01 26.48 682280

11046 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 0.073205 -0.000869 0.049373 71.375 71.375 4.40E-02 40.02 606160

11047 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.80368 -0.070058 0.71213 70.929 70.929 9.39E-01 28.05 729580

11048 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.73954 0.14762 0.86587 71.014 71.014 1.00E+00 15.1 680590

11049 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 0.05253 0.23815 0.26771 71.013 71.013 3.43E-01 21.59 481650

11050 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.82923 -0.052223 0.75566 71.161 71.161 1.00E+00 23.26 1406700

11051 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 -0.010612 0.19801 0.16406 70.991 70.991 1.25E-02 40.33 731280

11052 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.90082 -0.33345 0.54525 70.713 70.713 5.31E-01 31.25 496250

11053 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 3 365.55712 1093.6495 0.53176 -0.32107 0.18931 72.72 72.72 5.31E-01 30.52 5024700

11054 ELGITALHIK Unmodified _ELGITALHIK_ B4FBS3_MAIZE 2 547.83205 1093.6495 -0.08843 0.25041 0.13997 72.719 72.719 1.62E-03 59.66 3381900

11055 ELGVLADWEIK Unmodified _ELGVLADWEIK_ B4FPD1_MAIZE 2 636.84535 1271.6762 0.40683 -0.012134 0.37761 103.26 103.26 4.96E-02 24.29 23066

11056 ELGVQCHVLFPSSATMLSLLAYTPVHIDK Unmodified _ELGVQCHVLFPSSATMLSLLAYTPVHIDK_ B6T8U9_MAIZE 4 807.42143 3225.6566 0.98614 0.36567 1.3531 122.29 122.29 3.90E-02 7.63 874930

11057 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.25251 -0.17694 0.05181 53.031 53.031 7.83E-01 13.99 18861000

11058 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.16058 0.091087 0.22821 52.906 52.906 1.86E-01 23.32 5948900

11059 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.25111 0.18142 0.4082 55.086 55.086 4.49E-02 36.46 9470900

11060 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.22051 0.87106 1.066 54.381 54.381 1.86E-01 22.07 4007800

11061 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.23942 55.227 55.227 2.09E-01 16.77

11062 ELIIGDR Unmodified _ELIIGDR_ ATPA_MAIZE AT 2 408.23471 814.45487 0.24543 -0.15415 0.068008 55.047 55.047 8.04E-02 22.91 12108000

11063 ELILQYANQLCER Unmodified _ELILQYANQLCER_ B6TY21_MAIZE 2 825.41942 1648.8243 0.98632 -1.342 -0.37611 92.312 92.312 2.50E-15 69.88 526770

11064 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.1873 -0.0194 1.166 90.994 90.994 1.32E-42 90.33 1504700

11065 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.2205 -0.1317 1.0879 91.087 91.087 3.46E-29 81.49 309610

11066 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.1727 0.015435 1.1867 91.37 91.37 1.32E-42 87.72 406490

11067 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.1901 0.040678 1.2293 91.128 91.128 9.41E-18 105.98 589670

11068 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.3228 -0.006343 1.3153 90.712 90.712 1.78E-03 31.96 349200

11069 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.2673 0.42 1.685 91.552 91.552 5.73E-03 8.53 689620

11070 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 2 1136.0441 2270.0736 1.1922 -0.11747 1.0733 91.206 91.206 1.22E-73 106.25 4258800

11071 ELINPDITVTMTENTPDDPR Unmodified _ELINPDITVTMTENTPDDPR_ B4FAG0_MAIZE 3 757.69849 2270.0736 0.83532 -0.24434 0.58925 91.165 91.165 9.26E-02 8.57 1856400

11072 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 2 1144.0416 2286.0686 1.2494 0.067372 1.317 78.624 78.624 2.51E-05 60.44 275740

11073 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 2 1144.0416 2286.0686 1.165 -0.093261 1.0717 79.256 79.256 4.56E-22 80.54 511970
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11074 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 2 1144.0416 2286.0686 1.1671 0.075676 1.2432 78.894 78.894 4.56E-22 83.92 536080

11075 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 2 1144.0416 2286.0686 1.2237 -0.018499 1.2058 79.443 79.443 3.12E-37 84.13 594420

11076 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 2 1144.0416 2286.0686 1.1822 -0.11998 1.0624 79.187 79.187 2.08E-30 76.33 5641200

11077 ELINPDITVTMTENTPDDPR Oxidation (M) _ELINPDITVTM(ox)TENTPDDPR_ B4FAG0_MAIZE 3 763.03013 2286.0686 0.864 -0.36363 0.50099 79.193 79.193 5.91E-04 33.47 1899300

11078 ELINPDVTVTMTENTPDDPR Oxidation (M) _ELINPDVTVTM(ox)TENTPDDPR_ B4FF24_MAIZE 2 1137.0337 2272.0529 1.2002 0.003301 1.2074 75.14 75.14 2.08E-30 72.13 1686300

11079 ELINPDVTVTMTENTPDDPR Oxidation (M) _ELINPDVTVTM(ox)TENTPDDPR_ B4FF24_MAIZE 3 758.35825 2272.0529 0.83501 -0.22337 0.61545 75.13 75.13 4.20E-02 13.18 1165200

11080 ELINPDVTVTMTENTPDDPR Unmodified _ELINPDVTVTMTENTPDDPR_ B4FF24_MAIZE 2 1129.0363 2256.058 1.1997 0.042598 1.2456 86.065 86.065 8.25E-66 106.61 1862500

11081 ELIPCIAR Unmodified _ELIPCIAR_ B4F7V1_MAIZE 2 486.27077 970.52698 -0.12594 0.38411 0.23523 70.164 70.164 3.77E-01 10.4 1554000

11082 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 -0.063809 0.14007 0.045598 58.951 58.951 1.65E-01 39.88 25713000

11083 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 -0.15363 0.0587 -0.12589 59.209 59.209 1.90E-02 52.52 14436000

11084 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 -0.073201 -0.096591 -0.20147 60.894 60.894 2.92E-02 42.76 22908000

11085 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 -0.12238 -0.27208 -0.42416 60.227 60.227 1.90E-02 76.18 35356000

11086 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 -0.22476 -0.11397 -0.37035 60.734 60.734 2.92E-02 39.93 39423000

11087 ELISAIDR Unmodified _ELISAIDR_ B6U4D6_MAIZE 2 458.75855 915.50255 0.26215 61.367 61.367 4.41E-01 39.28

11088 ELISNASDALDK Unmodified _ELISNASDALDK_ B6U0V6_MAIZE 2 638.32498 1274.6354 0.43205 -0.11604 0.28837 62.644 62.644 1.60E-02 44.55 2494700

11089 ELISNASDALDK Unmodified _ELISNASDALDK_ B6U0V6_MAIZE 2 638.32498 1274.6354 0.3822 0.12267 0.47656 62.68 62.68 1.98E-03 60.61 1593300

11090 ELISNASDALDK Unmodified _ELISNASDALDK_ B6U0V6_MAIZE 2 638.32498 1274.6354 0.40538 0.03347 0.41127 64.17 64.17 1.11E-04 72.86 2345700

11091 ELISNASDALDK Unmodified _ELISNASDALDK_ B6U0V6_MAIZE 2 638.32498 1274.6354 0.35184 -0.028131 0.2958 63.554 63.554 1.68E-09 79.6 7432000

11092 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.38196 0.078735 0.43636 55.111 55.111 1.11E-04 72.03 17869000

11093 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.41294 0.30476 0.69318 55.589 55.589 1.98E-03 56.88 41339

11094 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.41003 -0.20971 0.17708 54.938 54.938 1.11E-04 60.87 9036400

11095 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.39305 -0.23367 0.13595 56.991 56.991 1.68E-09 82.48 11199000

11096 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.36717 -0.23492 0.10802 56.262 56.262 2.62E-07 66.22 16770000

11097 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.44776 -0.10862 0.31555 56.951 56.951 6.74E-02 24.93 774510

11098 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.35893 0.053152 0.38747 55.438 55.438 1.11E-04 62.7 3610800

11099 ELISNSSDALDK Unmodified _ELISNSSDALDK_ B6TB25_MAIZE 2 646.32244 1290.6303 0.41025 -0.080083 0.30654 58.252 58.252 1.11E-04 67.3 140950

11100 ELISNSSDALDKIR Unmodified _ELISNSSDALDKIR_ B6TB25_MAIZE 2 780.91503 1559.8155 0.82199 -1.2759 -0.4787 67.869 67.869 7.64E-09 69.86 266430

11101 ELKETLQDILGENK Unmodified _ELKETLQDILGENK_ B6TBW2_MAIZE 2 815.43833 1628.8621 0.98283 0.076992 1.0354 91.278 91.278 1.49E-02 53.94 123030

11102 ELLEEIAAIVR Unmodified _ELLEEIAAIVR_ B4G195_MAIZE 2 628.36645 1254.7184 0.36924 0.29683 0.62942 118.75 118.75 3.57E-04 60.29 1078000

11103 ELLEEIAAIVR Unmodified _ELLEEIAAIVR_ B4G195_MAIZE 2 628.36645 1254.7184 0.34059 0.31631 0.62023 119.23 119.23 5.66E-08 81.28 586250

11104 ELLEEIAAIVR Unmodified _ELLEEIAAIVR_ B4G195_MAIZE 2 628.36645 1254.7184 0.40304 0.28459 0.65014 119.37 119.37 3.60E-06 75.87 560650

11105 ELLEEIAAIVR Unmodified _ELLEEIAAIVR_ B4G195_MAIZE 2 628.36645 1254.7184 0.4191 0.3722 0.75362 119.03 119.03 3.57E-04 62.2 272470

11106 ELLEEIAAIVR Unmodified _ELLEEIAAIVR_ B4G195_MAIZE 2 628.36645 1254.7184 0.38906 0.11954 0.47163 120.34 120.34 4.96E-02 26.13 88122

11107 ELLELADK Unmodified _ELLELADK_ B4G0S0_MAIZE 2 465.76076 929.50696 -0.17338 -0.066186 -0.27782 65.654 65.654 7.88E-01 34.52 226250
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11108 ELLELADK Unmodified _ELLELADK_ B4G0S0_MAIZE 2 465.76076 929.50696 -0.017039 0.33699 0.27959 66.955 66.955 3.77E-01 21.63 379580

11109 ELLELADK Unmodified _ELLELADK_ B4G0S0_MAIZE 2 465.76076 929.50696 -0.035799 0.33283 0.25806 66.36 66.36 3.77E-01 23.35 267300

11110 ELLELADK Unmodified _ELLELADK_ B4G0S0_MAIZE 2 465.76076 929.50696 -0.047422 0.49026 0.40244 66.904 66.904 7.88E-01 17.56 2990000

11111 ELLESFGPLR Unmodified _ELLESFGPLR_ B4FD21_MAIZE 2 580.81914 1159.6237 0.12346 0.42347 0.52857 88.285 88.285 4.40E-02 47.14 371200

11112 ELLESFGPLR Unmodified _ELLESFGPLR_ B4FD21_MAIZE 2 580.81914 1159.6237 0.1847 0.40029 0.56629 88.54 88.54 3.43E-01 22.56 659280

11113 ELLESFGPLR Unmodified _ELLESFGPLR_ B4FD21_MAIZE 2 580.81914 1159.6237 0.17734 0.46672 0.62495 88.246 88.246 1.00E+00 4.39 768220

11114 ELLESFGPLR Unmodified _ELLESFGPLR_ B4FD21_MAIZE 2 580.81914 1159.6237 0.14578 0.35094 0.47704 87.908 87.908 4.40E-02 44.48 1287400

11115 ELLGDIAQK Unmodified _ELLGDIAQK_ B6SKU5_MAIZE 2 493.77948 985.54441 -0.20125 0.16852 -0.055496 64.885 64.885 3.32E-02 29.9 502250

11116 ELLGGNGILVDFLVAK Unmodified _ELLGGNGILVDFLVAK_ B4G0E0_MAIZE 2 829.47981 1656.9451 1.0784 0.31073 1.3856 122.82 122.82 2.01E-03 52.29 240410

11117 ELLGTSVIFTGVTK Unmodified _ELLGTSVIFTGVTK_ Q6RW10_MAIZE 2 732.91905 1463.8235 0.7722 0.25882 1.0424 95.652 95.652 2.96E-06 90.59 571390

11118 ELLGTSVIFTGVTK Unmodified _ELLGTSVIFTGVTK_ Q6RW10_MAIZE 2 732.91905 1463.8235 0.77097 0.03188 0.81399 95.732 95.732 6.31E-03 64.63 560010

11119 ELLGTSVIFTGVTK Unmodified _ELLGTSVIFTGVTK_ Q6RW10_MAIZE 2 732.91905 1463.8235 0.83288 0.25191 1.0964 95.566 95.566 6.31E-03 60.34 361110

11120 ELLKPSASVALHR Unmodified _ELLKPSASVALHR_ B6TDT1_MAIZE 3 474.28054 1419.8198 -0.049675 0.19171 0.11722 54.708 54.708 3.64E-02 44.25 1354600

11121 ELLKPSASVALHR Unmodified _ELLKPSASVALHR_ B6TDT1_MAIZE 3 474.28054 1419.8198 -0.074936 0.48534 0.38479 55.048 55.048 3.64E-02 43.03 11404000

11122 ELLKPSASVALHR Unmodified _ELLKPSASVALHR_ B6TDT1_MAIZE 3 474.28054 1419.8198 -0.10341 0.12681 -0.0012714 55.695 55.695 7.68E-03 38.21 892330

11123 ELLLQVAGHK Unmodified _ELLLQVAGHK_ Q9SAZ6_MAIZE 3 369.88887 1106.6448 0.80784 0.32941 1.1173 58.395 58.395 1.00E+00 27.11 2386300

11124 ELLLQVAGHK Unmodified _ELLLQVAGHK_ Q9SAZ6_MAIZE 2 554.32967 1106.6448 0.05439 -0.11066 -0.072765 58.385 58.385 2.81E-03 63.25 1374000

11125 ELLLQVAGHK Unmodified _ELLLQVAGHK_ Q9SAZ6_MAIZE 2 554.32967 1106.6448 -0.03961 -0.050163 -0.10739 59.33 59.33 2.81E-03 42.13 574720

11126 ELLLQVAGHK Unmodified _ELLLQVAGHK_ Q9SAZ6_MAIZE 3 369.88887 1106.6448 0.74923 0.19488 0.92469 60.65 60.65 1.00E+00 21.79 1457100

11127 ELLLQVAGHK Unmodified _ELLLQVAGHK_ Q9SAZ6_MAIZE 2 554.32967 1106.6448 0.074802 -1.1335 -1.0735 60.634 60.634 1.84E-04 50.03 894810

11128 ELLLQVAGHKDVLEGDPYLK Unmodified _ELLLQVAGHKDVLEGDPYLK_ Q9SAZ6_MAIZE 3 746.41072 2236.2103 0.79654 -0.017073 0.76937 88.674 88.674 3.70E-04 43.63 306160

11129 ELLLVSHNHHEYK Unmodified _ELLLVSHNHHEYK_ B4FVD5_MAIZE 3 540.28272 1617.8263 -0.0739 -0.09483 -0.18721 44.354 44.354 1.86E-02 19.24 5186600

11130 ELLLVSHNHHEYK Unmodified _ELLLVSHNHHEYK_ B4FVD5_MAIZE 4 405.46386 1617.8263 0.31534 -0.12203 0.1742 44.357 44.357 1.00E+00 6.55 5884000

11131 ELLPGWAGGELAETCSWADTQR Unmodified _ELLPGWAGGELAETCSWADTQR_ B6T329_MAIZE 3 816.38138 2446.1223 0.93399 -0.33657 0.59514 109.83 109.83 8.27E-10 30.04 3036100

11132 ELLPGWAGGELAETCSWADTQR Unmodified _ELLPGWAGGELAETCSWADTQR_ B6T329_MAIZE 2 1224.0684 2446.1223 1.1608 -0.011566 1.147 109.8 109.8 6.50E-45 112.97 2659100

11133 ELLPGWAGGELAETCSWADTQR Unmodified _ELLPGWAGGELAETCSWADTQR_ B6T329_MAIZE 2 1224.0684 2446.1223 1.1338 0.21825 1.35 110.69 110.69 4.20E-18 72.28 111450

11134 ELLPGWAGGELAETCSWADTQR Unmodified _ELLPGWAGGELAETCSWADTQR_ B6T329_MAIZE 3 816.38138 2446.1223 1.0366 0.26363 1.2974 110.71 110.71 7.44E-02 13.21 108300

11135 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.31419 -0.035964 0.26284 83.177 83.177 2.56E-01 9.64 1701200

11136 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 2 921.49638 1840.9782 1.1672 -0.41457 0.73738 83.057 83.057 1.51E-07 59.95 443400

11137 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.28567 -0.62596 -0.35378 86.042 86.042 1.00E+00 0.33 75980

11138 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.26876 -0.36843 -0.11462 83.711 83.711 9.23E-01 3.03 391630

11139 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.29377 -0.13872 0.13836 84.068 84.068 2.56E-01 11.51 755970

11140 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.33267 -0.12012 0.19605 83.708 83.708 4.33E-01 15.59 976130

11141 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.25424 -0.83423 -0.5937 83.485 83.485 2.56E-01 12.28 986130
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11142 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.23073 0.19275 0.40778 83.738 83.738 1.19E-01 12.19 6807400

11143 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 3 614.66668 1840.9782 0.11415 0.21739 0.31451 83.556 83.556 5.01E-03 35.43 43475000

11144 ELLSGDKEGLLQLPSDK Unmodified _ELLSGDKEGLLQLPSDK_ B6TM55_MAIZE 2 921.49638 1840.9782 1.0026 -0.33557 0.65147 83.553 83.553 3.42E-29 78.49 11308000

11145 ELLSGEKEGLLQLPSDK Unmodified _ELLSGEKEGLLQLPSDK_ B4G031_MAIZE 3 619.33856 1854.9939 0.30343 0.2151 0.4971 81.987 81.987 2.56E-01 15.25 695070

11146 ELLSLVDIFSPNETELAR Unmodified _ELLSLVDIFSPNETELAR_ B6TFE4_MAIZE 2 1023.5413 2045.0681 1.2294 0.056071 1.2693 124.31 124.31 5.25E-26 76.72 4721900

11147 ELLSPLTKPGNSYK Unmodified _ELLSPLTKPGNSYK_ B4F917_MAIZE 2 773.92741 1545.8403 0.89262 -0.29872 0.57278 63.677 63.677 3.56E-04 56.54 797610

11148 ELLVGKDDELLQTDTK Unmodified _ELLVGKDDELLQTDTK_ B6T962_MAIZE 2 908.98056 1815.9466 1.1525 -0.11839 1.0282 73.853 73.853 1.27E-09 58.36 292130

11149 ELMANLVSMQSSLSDVNK Unmodified _ELMANLVSMQSSLSDVNK_ B4FAE5_MAIZE 2 983.48463 1964.9547 1.2605 0.16992 1.4138 100.35 100.35 3.54E-16 75.73 843180

11150 ELMANLVSMQSSLSDVNK Unmodified _ELMANLVSMQSSLSDVNK_ B4FAE5_MAIZE 2 983.48463 1964.9547 1.2634 -0.3631 0.88395 101.03 101.03 9.02E-03 28.56 169730

11151 ELMANLVSMQSSLSDVNK Unmodified _ELMANLVSMQSSLSDVNK_ B4FAE5_MAIZE 2 983.48463 1964.9547 1.2713 -0.47547 0.78049 100.51 100.51 1.18E-19 58.68 470080

11152 ELMANLVSMQSSLSDVNK Oxidation (M) _ELMANLVSM(ox)QSSLSDVNK_ B4FAE5_MAIZE 2 991.48209 1980.9496 1.1597 -0.095859 1.0495 84.048 84.048 2.85E-09 52.72 151290

11153 ELMANLVSMQSSLSDVNK Oxidation (M) _ELMANLVSM(ox)QSSLSDVNK_ B4FAE5_MAIZE 2 991.48209 1980.9496 1.2113 0.057688 1.2545 84.548 84.548 4.44E-30 67.38 238110

11154 ELMANLVSMQSSLSDVNK Oxidation (M) _ELMANLVSM(ox)QSSLSDVNK_ B4FAE5_MAIZE 2 991.48209 1980.9496 1.2545 -0.21517 1.0257 83.945 83.945 1.18E-19 97.34 824030

11155 ELMANLVSMQSSLSDVNK Oxidation (M) _ELM(ox)ANLVSMQSSLSDVNK_ B4FAE5_MAIZE 2 991.48209 1980.9496 1.2789 -0.31613 0.94887 87.024 87.024 8.00E-45 106.21 600730

11156 ELMANLVSMQSSLSDVNK 2 Oxidation (M) _ELM(ox)ANLVSM(ox)QSSLSDVNK_ B4FAE5_MAIZE 2 999.47955 1996.9445 1.2308 -0.30657 0.91228 70.871 70.871 1.56E-52 96.85 1612200

11157 ELMEDLAVEAFK Unmodified _ELMEDLAVEAFK_ B4FVQ8_MAIZE 2 697.84724 1393.6799 0.65536 0.88626 1.5179 105.77 105.77 1.11E-04 69.91 78886

11158 ELMPFFSEFGLIR Oxidation (M) _ELM(ox)PFFSEFGLIR_ B4F8Z3_MAIZE 2 801.40525 1600.796 0.97809 0.049275 1.0231 118.49 118.49 1.00E+00 20.68 65277

11159 ELMPFFSEFGLIR Oxidation (M) _ELM(ox)PFFSEFGLIR_ B4F8Z3_MAIZE 2 801.40525 1600.796 1.0724 0.69227 1.7595 118.53 118.53 1.47E-03 31.02 93776

11160 ELMPFFSEFGLIR Oxidation (M) _ELM(ox)PFFSEFGLIR_ B4F8Z3_MAIZE 2 801.40525 1600.796 1.0274 0.15407 1.1769 119.15 119.15 1.54E-02 28.75 219150

11161 ELMPGGVNSPVR Unmodified _ELMPGGVNSPVR_ B6TPE4_MAIZE 2 628.3268 1254.6391 0.38851 0.37606 0.76139 63.474 63.474 7.72E-03 45.46 780040

11162 ELNTLSWVHNAALR Unmodified _ELNTLSWVHNAALR_ B6TZ91_MAIZE 3 541.95824 1622.8529 0.021102 -0.34666 -0.34429 82.88 82.88 1.00E+00 15.56 1404800

11163 ELNTLSWVHNAALR Unmodified _ELNTLSWVHNAALR_ B6TZ91_MAIZE 2 812.43372 1622.8529 0.94675 -1.3153 -0.38516 82.913 82.913 2.96E-06 58.7 455020

11164 ELNTLSWVHNAALR Unmodified _ELNTLSWVHNAALR_ B6TZ91_MAIZE 2 812.43372 1622.8529 0.98751 0.10154 1.0703 82.513 82.513 2.96E-06 69.62 1001400

11165 ELPAALVEQER Unmodified _ELPAALVEQER_ B4FFM6_MAIZE 2 627.83806 1253.6616 0.28791 -0.016866 0.2425 68.328 68.328 5.66E-08 66.6 2038500

11166 ELPPYDPDWYYIR Unmodified _ELPPYDPDWYYIR_ B4FD90_MAIZE 2 863.90921 1725.8039 1.1273 0.056158 1.1688 100.65 100.65 5.66E-01 23.53 176560

11167 ELPPYDPDWYYIR Unmodified _ELPPYDPDWYYIR_ B4FD90_MAIZE 2 863.90921 1725.8039 1.1767 0.32759 1.4892 100.17 100.17 9.54E-02 32.58 260140

11168 ELPPYDPDWYYIR Unmodified _ELPPYDPDWYYIR_ B4FD90_MAIZE 2 863.90921 1725.8039 1.1519 0.21016 1.3476 100.78 100.78 5.66E-01 23.83 283490

11169 ELPPYDPDWYYIR Unmodified _ELPPYDPDWYYIR_ B4FD90_MAIZE 2 863.90921 1725.8039 1.0501 0.35429 1.3895 100.68 100.68 2.61E-08 39.45 804360

11170 ELPPYDPDWYYIR Unmodified _ELPPYDPDWYYIR_ B4FD90_MAIZE 2 863.90921 1725.8039 0.99754 -0.089571 0.89363 101.76 101.76 2.50E-15 64.18 4463600

11171 ELQDAFMAK Unmodified _ELQDAFMAK_ B4FQP4_MAIZE 2 526.75769 1051.5008 0.011038 0.16902 0.15859 64.037 64.037 3.39E-01 18.3 2525300

11172 ELQDAFMAK Unmodified _ELQDAFMAK_ B4FQP4_MAIZE 2 526.75769 1051.5008 -0.092168 0.17464 0.060836 64.203 64.203 7.18E-01 5.36 350850

11173 ELQDAFMAK Unmodified _ELQDAFMAK_ B4FQP4_MAIZE 2 526.75769 1051.5008 -0.066338 0.065102 -0.024009 65.444 65.444 1.12E-01 24.15 1160300

11174 ELQDAFMAK Oxidation (M) _ELQDAFM(ox)AK_ B4FQP4_MAIZE 2 534.75515 1067.4957 -0.064475 0.22916 0.14726 54.883 54.883 1.00E+00 10.82 989190

11175 ELQDAFMAK Oxidation (M) _ELQDAFM(ox)AK_ B4FQP4_MAIZE 2 534.75515 1067.4957 0.027071 0.079442 0.088492 57.011 57.011 3.39E-01 21.48 1485800
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11176 ELQDAFMAK Oxidation (M) _ELQDAFM(ox)AK_ B4FQP4_MAIZE 2 534.75515 1067.4957 -0.067561 0.25151 0.16632 56.975 56.975 8.86E-01 11.69 4217000

11177 ELQDEGFDVQTAGYGLLK Unmodified _ELQDEGFDVQTAGYGLLK_ B6TIJ2_MAIZE 2 991.98892 1981.9633 1.1981 -0.33186 0.86592 98.397 98.397 1.56E-52 147.78 613320

11178 ELQEAEDAENSR Unmodified _ELQEAEDAENSR_ B4FT45_MAIZE 2 695.80768 1389.6008 0.65962 -0.11629 0.50891 43.859 43.859 1.11E-04 53.6 384360

11179 ELQEFKPVEEGASA Unmodified _ELQEFKPVEEGASA_ P93627_MAIZE 2 767.3752 1532.7359 0.73351 0.078576 0.79367 66.063 66.063 1.49E-02 31.82 746080

11180 ELQETVQYPVEHPEK Unmodified _ELQETVQYPVEHPEK_ B4FZM3_MAIZE 3 609.30374 1824.8894 0.31109 0.25308 0.55203 58.033 58.033 4.82E-01 12.16 2814400

11181 ELQETVQYPVEHPEK Unmodified _ELQETVQYPVEHPEK_ B4FZM3_MAIZE 3 609.30374 1824.8894 0.24807 -0.044282 0.19245 57.336 57.336 8.03E-01 24.48 9325000

11182 ELQETVQYPVEHPEK Unmodified _ELQETVQYPVEHPEK_ B4FZM3_MAIZE 2 913.45197 1824.8894 1.1242 0.042298 1.1553 57.342 57.342 1.12E-07 71.92 1004700

11183 ELQETVQYPVEHPEKFEK Unmodified _ELQETVQYPVEHPEKFEK_ B4FZM3_MAIZE 3 744.03906 2229.0954 0.82245 -0.18127 0.62926 63.702 63.702 6.09E-01 18.53 124070

11184 ELQETVQYPVEHPEKFEK Unmodified _ELQETVQYPVEHPEKFEK_ B4FZM3_MAIZE 4 558.28112 2229.0954 0.012848 -0.22433 -0.22366 63.713 63.713 1.00E+00 0.61 237360

11185 ELQETVQYPVEHPEKFEK Unmodified _ELQETVQYPVEHPEKFEK_ B4FZM3_MAIZE 4 558.28112 2229.0954 0.090185 -0.74421 -0.66444 64.753 64.753 1.00E+00 0.43 505290

11186 ELQETVQYPVEHPEKFEK Unmodified _ELQETVQYPVEHPEKFEK_ B4FZM3_MAIZE 3 744.03906 2229.0954 0.81594 -0.15698 0.64708 64.73 64.73 1.31E-01 20.72 348820

11187 ELQETVQYPVEHPEKFEK Unmodified _ELQETVQYPVEHPEKFEK_ B4FZM3_MAIZE 3 744.03906 2229.0954 0.82833 -0.15204 0.66472 64.14 64.14 1.06E-02 36.41 743940

11188 ELQGVVFEDVPVALK Unmodified _ELQGVVFEDVPVALK_ B4G0F3_MAIZE 2 821.95616 1641.8978 1.0168 0.049465 1.0701 100.1 100.1 2.37E-16 87.64 1390400

11189 ELQGVVFEDVPVALK Unmodified _ELQGVVFEDVPVALK_ B4G0F3_MAIZE 2 821.95616 1641.8978 0.98188 0.20159 1.187 100.65 100.65 1.02E-23 78.47 587130

11190 ELQGVVFEDVPVALK Unmodified _ELQGVVFEDVPVALK_ B4G0F3_MAIZE 2 821.95616 1641.8978 1.0083 -0.078481 0.93362 100.64 100.64 1.02E-23 83.91 490810

11191 ELQGVVFEDVPVALK Unmodified _ELQGVVFEDVPVALK_ B4G0F3_MAIZE 2 821.95616 1641.8978 1.0266 0.12255 1.1529 100.52 100.52 2.37E-16 56.96 173900

11192 ELQLDALVTHELGLQDINK Unmodified _ELQLDALVTHELGLQDINK_ B4FTP4_MAIZE 3 717.05483 2148.1426 0.59302 0.52319 1.1041 112.62 112.62 2.20E-01 12.53 220310

11193 ELQLDALVTHELGLQDINK Unmodified _ELQLDALVTHELGLQDINK_ B4FTP4_MAIZE 3 717.05483 2148.1426 0.74615 0.040361 0.77441 112.89 112.89 2.45E-02 38.64 193750

11194 ELQLDALVTHELGLQDINK Unmodified _ELQLDALVTHELGLQDINK_ B4FTP4_MAIZE 3 717.05483 2148.1426 0.69366 -0.36977 0.31336 112.66 112.66 1.10E-01 16.29 509180

11195 ELQSALSGYNQSFSLR Unmodified _ELQSALSGYNQSFSLR_ B6SNX9_MAIZE 2 900.44976 1798.885 1.138 -0.81264 0.31036 85.856 85.856 7.01E-14 60.48 312530

11196 ELSEDLLVYFIEQGK Unmodified _ELSEDLLVYFIEQGK_ B4FF84_MAIZE 2 891.96164 1781.9087 1.1839 0.83497 2.0035 123.85 123.85 7.01E-11 75.35 1349800

11197 ELSEDLLVYFIEQGK Unmodified _ELSEDLLVYFIEQGK_ B4FF84_MAIZE 3 594.97685 1781.9087 0.24549 0.34954 0.57943 123.8 123.8 1.00E+00 6.14 746330

11198 ELSEIAEQAK Unmodified _ELSEIAEQAK_ Q84L97_MAIZE 2 559.29041 1116.5663 0.040073 0.74521 0.74378 50.123 50.123 1.45E-01 18.59 58868

11199 ELSGSDIFGPPPEIPARPLAAR Unmodified _ELSGSDIFGPPPEIPARPLAAR_ B4G1F8_MAIZE 3 764.07785 2289.2117 0.86354 -0.11008 0.74006 92.043 92.043 5.95E-05 55.94 966990

11200 ELSGTLEDADAK Unmodified _ELSGTLEDADAK_ B4G1F8_MAIZE 2 624.80134 1247.5881 0.39073 -0.50958 -0.13653 52.685 52.685 7.72E-03 52.64 735410

11201 ELSGTLQSETDSK Unmodified _ELSGTLQSETDSK_ B4FH20_MAIZE 2 697.83591 1393.6573 0.63504 -0.20898 0.41816 51.12 51.12 3.13E-02 52.26 621270

11202 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 3 473.21957 1416.6369 -0.012574 -0.32138 -0.34075 34.923 34.923 1.00E+00 8.05 275780

11203 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 3 473.21957 1416.6369 0.023336 -0.1427 -0.12745 34.926 34.926 1.00E+00 12.54 483630

11204 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 2 709.32571 1416.6369 0.81275 0.002712 0.80717 34.934 34.934 3.13E-02 47.73 141340

11205 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 3 473.21957 1416.6369 -0.10923 -0.23735 -0.35393 35.756 35.756 1.00E+00 16.14 1899200

11206 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 2 709.32571 1416.6369 0.70951 -0.24299 0.45785 35.76 35.76 1.47E-03 58.21 341460

11207 ELSHTVESEGDSK Unmodified _ELSHTVESEGDSK_ B6T7J1_MAIZE 3 473.21957 1416.6369 0.021299 -0.43359 -0.42061 32.8 32.8 1.00E+00 8.36 153540

11208 ELSKHDPPIVLAK Unmodified _ELSKHDPPIVLAK_ Q5EUE0_MAIZE 3 482.94868 1445.8242 -0.096961 -0.026108 -0.14098 51.227 51.227 3.64E-02 21.82 1159200

11209 ELSPSADEVIIVTSSLMK Oxidation (M) _ELSPSADEVIIVTSSLM(ox)K_ B6SV32_MAIZE 2 968.00318 1933.9918 1.2107 0.18899 1.3893 103.11 103.11 4.44E-30 95.33 222380
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11210 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.82667 0.075641 0.89205 40.176 40.176 2.65E-01 60.41 1786300

11211 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.82255 0.08295 0.89576 39.092 39.092 9.54E-02 40.96 241680

11212 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.82357 -0.013674 0.80005 42.209 42.209 1.47E-03 60.72 966090

11213 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.83707 0.022427 0.85026 41.42 41.42 3.13E-02 57.73 741570

11214 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.78047 -0.13662 0.63401 42.378 42.378 6.20E-03 65.2 4353000

11215 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.80659 0.10966 0.90559 42.369 42.369 1.15E-02 60.71 4938900

11216 ELSQTDSTYDSEK Unmodified _ELSQTDSTYDSEK_ B6SXW8_MAIZE 2 751.82828 1501.642 0.82926 -0.25793 0.56251 40.136 40.136 1.15E-02 65.19 295230

11217 ELSSDSSQHVR Unmodified _ELSSDSSQHVR_ B6TLT1_MAIZE 2 622.79692 1243.5793 0.44557 -0.25878 0.18112 26.475 26.475 1.67E-02 33.56 11185

11218 ELSSDSSQHVR Unmodified _ELSSDSSQHVR_ B6TLT1_MAIZE 2 622.79692 1243.5793 0.49191 -0.099773 0.38583 25.835 25.835 1.00E+00 11.32 6740.9

11219 ELSSDSSQHVR Unmodified _ELSSDSSQHVR_ B6TLT1_MAIZE 2 622.79692 1243.5793 0.50097 -0.31611 0.17893 26.227 26.227 4.96E-02 44.89 22987

11220 ELSSDSSQHVR Unmodified _ELSSDSSQHVR_ B6TLT1_MAIZE 3 415.53371 1243.5793 0.28909 0.21542 0.49779 26.236 26.236 1.00E+00 1.13 67515

11221 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.33876 0.024211 0.37895 65.25 65.25 6.74E-02 26.17 3998900

11222 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.27855 0.014529 0.30956 66.399 66.399 4.56E-01 29.62 111320

11223 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.33593 0.22915 0.58071 65.796 65.796 2.00E-01 22.4 755250

11224 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.44719 0.55614 1.0187 66.843 66.843 4.56E-01 27.19 599870

11225 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.47888 0.72274 1.2163 66.32 66.32 4.56E-01 14.24 660220

11226 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.42364 0.21772 0.65722 66.546 66.546 6.74E-02 36.46 538740

11227 ELSVVGGTGQFR Unmodified _ELSVVGGTGQFR_ B6T6D2_MAIZE 2 625.3304 1248.6463 0.23901 -1 -0.74347 66.777 66.777 1.60E-02 31.58 508780

11228 ELTLLGLWASPFVLR Unmodified _ELTLLGLWASPFVLR_ B6TL20_MAIZE 2 857.99817 1713.9818 0.99935 -0.00782 0.98363 128.1 128.1 6.53E-30 64.31 1857000

11229 ELTLLGLWASPFVLR Unmodified _ELTLLGLWASPFVLR_ B6TL20_MAIZE 2 857.99817 1713.9818 0.94862 0.053059 0.99419 128.61 128.61 1.26E-03 31.62 74215

11230 ELTLLGLWASPFVLR Unmodified _ELTLLGLWASPFVLR_ B6TL20_MAIZE 2 857.99817 1713.9818 1.0765 0.50054 1.5689 130.77 130.77 1.02E-23 83.48 478150

11231 ELTLQEAETIALSILK Unmodified _ELTLQEAETIALSILK_ B6TJB6_MAIZE 2 886.50622 1770.9979 1.0934 0.5621 1.6268 128.16 128.16 5.51E-02 23.92 375800

11232 ELTLQEAETIALSILK Unmodified _ELTLQEAETIALSILK_ B6TJB6_MAIZE 2 886.50622 1770.9979 1.0333 0.50493 1.51 130.7 130.7 1.42E-33 114.32 1709300

11233 ELTPAITVLQLFLSSSK Unmodified _ELTPAITVLQLFLSSSK_ B6SV32_MAIZE 2 924.02986 1846.0452 1.121 0.1289 1.2418 128.63 128.63 3.42E-29 102.05 3057900

11234 ELTPAITVLQLFLSSSK Unmodified _ELTPAITVLQLFLSSSK_ B6SV32_MAIZE 2 924.02986 1846.0452 1.1281 0.2472 1.3667 129.1 129.1 1.24E-09 86.24 286360

11235 ELTPAITVLQLFLSSSK Unmodified _ELTPAITVLQLFLSSSK_ B6SV32_MAIZE 2 924.02986 1846.0452 1.1798 -0.050455 1.1214 129.6 129.6 1.51E-07 75.03 158790

11236 ELTPAITVLQLFLSSSK Unmodified _ELTPAITVLQLFLSSSK_ B6SV32_MAIZE 2 924.02986 1846.0452 1.2089 -2.1168 -0.91417 130.29 130.29 2.72E-05 72.91 156340

11237 ELTPAITVLQLFLSSSKPVLR Unmodified _ELTPAITVLQLFLSSSKPVLR_ B6SV32_MAIZE 3 771.45778 2311.3515 0.88173 0.31684 1.19 127.15 127.15 3.16E-03 24.79 3181700

11238 ELTPAITVLQLFLSSSKPVLR Unmodified _ELTPAITVLQLFLSSSKPVLR_ B6SV32_MAIZE 3 771.45778 2311.3515 0.87697 0.14717 1.0163 130.57 130.57 4.03E-01 17.26 139170

11239 ELTPAITVLQLFLSSSKPVLR Unmodified _ELTPAITVLQLFLSSSKPVLR_ B6SV32_MAIZE 3 771.45778 2311.3515 0.85391 0.40416 1.2492 131.19 131.19 7.80E-02 31.08 278940

11240 ELTPAITVLQLFLSSSKPVLR Unmodified _ELTPAITVLQLFLSSSKPVLR_ B6SV32_MAIZE 3 771.45778 2311.3515 0.7854 0.27041 1.0468 131.61 131.61 8.74E-04 35.55 381120

11241 ELTPAITVLQLFLSSSKPVLR Unmodified _ELTPAITVLQLFLSSSKPVLR_ B6SV32_MAIZE 3 771.45778 2311.3515 0.89641 0.025363 0.91394 131.55 131.55 2.97E-04 26.48 648650

11242 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.1783 0.31304 1.4916 72.494 72.494 8.94E-06 53.95 1600900

11243 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.1693 0.072117 1.2424 72.62 72.62 2.85E-09 45.7 632990
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11244 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.1504 0.23053 1.3813 73.436 73.436 4.65E-12 59.02 1043100

11245 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.1612 0.2304 1.3923 72.996 72.996 9.02E-03 53.68 723250

11246 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.2463 -0.018799 1.2279 72.982 72.982 3.54E-16 66.72 705190

11247 ELTSLATPGQVDQSQLDR Unmodified _ELTSLATPGQVDQSQLDR_ B4FSZ7_MAIZE 2 979.4949 1956.9752 1.1484 0.13248 1.281 73.62 73.62 5.25E-26 81.47 4899000

11248 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 0.0072331 -0.31268 -0.30805 41.098 41.098 5.06E-02 43.93 10173000

11249 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.28616 -0.12914 -0.41803 41.424 41.424 5.06E-02 42.83 2716400

11250 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.12162 0.026732 -0.099059 40.582 40.582 7.88E-01 19.91 1325900

11251 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.0084001 -0.1718 -0.18491 43.293 43.293 5.06E-02 37.92 1522000

11252 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 0.0057326 -0.004915 -0.0027311 42.524 42.524 1.65E-01 42.16 1491800

11253 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.07848 0.11877 0.036449 43.315 43.315 7.88E-01 22.42 1657400

11254 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.069214 -0.1354 -0.20734 41.382 41.382 3.77E-01 25.99 5520700

11255 ELTSVVQK Unmodified _ELTSVVQK_ B4FHH2_MAIZE 2 452.26092 902.5073 -0.18274 0.17232 -0.014779 44.757 44.757 5.06E-02 35.77 837260

11262 ELVAELCR Unmodified _ELVAELCR_ B4G0F3_MAIZE 2 495.25786 988.50116 -0.054016 0.022905 -0.050156 58.868 58.868 5.06E-02 26.13 792270

11263 ELVAELCR Unmodified _ELVAELCR_ B4G0F3_MAIZE 2 495.25786 988.50116 -0.093209 -0.10051 -0.21038 59.978 59.978 1.00E+00 6.62 7734.5

11264 ELVAELCR Unmodified _ELVAELCR_ B4G0F3_MAIZE 2 495.25786 988.50116 -0.18076 -0.26625 -0.46424 59.179 59.179 1.65E-01 30.46 204570

11265 ELVALLEAQLEGK Unmodified _ELVALLEAQLEGK_ B4FSR6_MAIZE 2 706.9034 1411.7922 0.62589 0.15381 0.75119 111.93 111.93 4.93E-21 89.82 2077300

11266 ELVATALANGEFNLPPPPAKEEAK Unmodified _ELVATALANGEFNLPPPPAKEEAK_ B4FBC9_MAIZE 3 836.11111 2505.3115 1.0652 -0.06956 0.97218 90.758 90.758 1.00E-07 50.85 232900

11267 ELVDVHAVGLPPSLGDAYLR Unmodified _ELVDVHAVGLPPSLGDAYLR_ B6T3J9_MAIZE 3 707.71614 2120.1266 0.67616 -0.17873 0.49684 104.85 104.85 1.85E-01 1.88 143160

11268 ELVDYLEVSDQDFKEDLTAK Unmodified _ELVDYLEVSDQDFKEDLTAK_ B6SV75_MAIZE 3 786.38468 2356.1322 1.0552 1.7786 2.8252 105.9 105.9 3.64E-02 14.8 129410

11269 ELVEEIAESLTENEDKEGQDGSSTAGLLEK Unmodified _ELVEEIAESLTENEDKEGQDGSSTAGLLEK_ B6T8F4_MAIZE 3 1074.1791 3219.5154 1.1914 0.22087 1.3948 117.78 117.78 8.20E-04 26.68 335140

11270 ELVEEIAESLTK Unmodified _ELVEEIAESLTK_ B6T5R1_MAIZE 2 680.86394 1359.7133 0.61873 0.55432 1.143 107.64 107.64 2.00E-01 20.68 145210

11271 ELVEEIAESLTK Unmodified _ELVEEIAESLTK_ B6T5R1_MAIZE 2 680.86394 1359.7133 0.58631 0.19854 0.75499 107.65 107.65 8.05E-01 19.13 179860

11272 ELVEEIAESLTK Unmodified _ELVEEIAESLTK_ B6T5R1_MAIZE 2 680.86394 1359.7133 0.67082 0.39341 1.0343 107.23 107.23 1.00E+00 3.7 141760

11273 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.053842 -0.053794 -0.13418 78.149 78.149 1.90E-02 32.44 5265300

11274 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.1797 0.10563 -0.10105 78.718 78.718 5.06E-02 25.25 5262900

11275 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.096078 0.12614 0.0035365 79.229 79.229 5.06E-02 29.36 9978200

11276 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.16981 0.15948 -0.038246 78.818 78.818 2.92E-02 36.01 26837000

11277 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.069167 0.42326 0.32611 78.711 78.711 1.65E-01 15.03 606070

11278 ELVELPLR Unmodified _ELVELPLR_ B6T8X9_MAIZE 2 484.79239 967.57023 -0.12926 -0.036656 -0.19287 79.123 79.123 7.88E-01 21.56 1390700

11279 ELVGDNAPAEAATAVVAA Unmodified _ELVGDNAPAEAATAVVAA_ B6T4A2_MAIZE 2 834.92559 1667.8366 0.99495 -0.33277 0.6493 86.473 86.473 1.59E-01 15.16 602780

11280 ELVLDSLR Unmodified _ELVLDSLR_ Q84UE5_MAIZE 2 472.7742 943.53385 0.0077846 0.12169 0.11136 74.079 74.079 5.06E-02 39.24 304450

11281 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.18058 -0.004554 0.15778 94.682 94.682 1.84E-04 77.16 480850

11282 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.24297 -0.13138 0.092935 94.717 94.717 1.84E-04 55.36 703930

11283 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.22135 -0.12715 0.076063 94.559 94.559 1.25E-02 48.03 526900
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11284 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.20362 0.24488 0.43052 94.246 94.246 1.84E-04 66.39 1509400

11285 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.22963 -0.18559 0.026422 94.732 94.732 1.25E-02 56.69 1932000

11286 ELVQNLLVLR Unmodified _ELVQNLLVLR_ B6TSB3_MAIZE 2 598.87171 1195.7289 0.21754 0.35164 0.55029 94.321 94.321 3.43E-01 33.3 163220

11287 ELVQWENGLSFNDIAAR Unmodified _ELVQWENGLSFNDIAAR_ B4FS35_MAIZE 2 981.48942 1960.9643 1.2058 0.14958 1.3415 104.26 104.26 3.42E-29 77.46 437830

11288 ELVSASALENER Unmodified _ELVSASALENER_ B4FHF0_MAIZE 2 659.33588 1316.6572 0.45283 -0.020483 0.39997 65.614 65.614 7.61E-14 56.19 1951600

11289 ELVSCSNCTDFQSR Unmodified _ELVSCSNCTDFQSR_ B4FQC4_MAIZE 2 851.86161 1701.7087 1.0594 -0.068313 1.0021 58.034 58.034 2.96E-06 87.76 1470500

11290 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 2 1190.0768 2378.139 1.2582 0.66626 1.9251 109.99 109.99 1.14E-03 61.15 228750

11291 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 3 793.72028 2378.139 0.9773 0.24859 1.2271 110.13 110.13 1.97E-01 12.28 198140

11292 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 2 1190.0768 2378.139 1.2007 0.45731 1.6587 110.13 110.13 9.41E-18 98.84 456050

11293 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 3 793.72028 2378.139 0.98466 0.48002 1.465 110.09 110.09 5.05E-05 32.92 218310

11294 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 2 1190.0768 2378.139 1.3087 0.31541 1.6253 109.72 109.72 9.41E-18 70.81 199750

11295 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 3 793.72028 2378.139 1.0969 0.60388 1.7015 109.69 109.69 5.05E-05 36.52 152490

11296 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 2 1190.0768 2378.139 1.1916 0.21982 1.4124 110.56 110.56 3.46E-29 90.68 3375500

11297 ELVSDDEWLNGEFITTVQQR Unmodified _ELVSDDEWLNGEFITTVQQR_ MDHC_MAIZE 3 793.72028 2378.139 0.9563 0.36405 1.3204 110.25 110.25 6.15E-07 43.94 1360500

11298 ELVSNASDALDK Unmodified _ELVSNASDALDK_ B6UCZ5_MAIZE 2 631.31716 1260.6198 0.38477 -0.44374 -0.078879 56.087 56.087 1.68E-09 79.41 608910

11299 ELVSNASDALDK Unmodified _ELVSNASDALDK_ B6UCZ5_MAIZE 2 631.31716 1260.6198 0.38959 -0.16659 0.20339 58.084 58.084 1.11E-04 66.56 1063600

11300 ELVSNASDALDK Unmodified _ELVSNASDALDK_ B6UCZ5_MAIZE 2 631.31716 1260.6198 0.36371 -0.19459 0.14885 57.4 57.4 2.62E-07 74.43 3960400

11301 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.33141 0.17258 0.47876 47.167 47.167 4.48E-03 45.48 3533100

11302 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.21204 0.16815 0.3567 47.401 47.401 1.47E-01 30.13 324840

11303 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.3154 0.24605 0.53728 46.77 46.77 4.48E-03 50.72 579980

11304 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.37268 0.22749 0.57465 49.355 49.355 4.96E-02 39.13 745920

11305 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.35875 0.15934 0.49326 48.606 48.606 4.96E-02 27.35 973040

11306 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.31176 0.37926 0.66529 49.48 49.48 1.47E-01 20.89 1086700

11307 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.34352 0.074714 0.39347 49.317 49.317 4.96E-02 35.44 1536900

11308 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.26461 -0.78792 -0.54615 50.036 50.036 4.96E-02 29.49 2092300

11309 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.27993 0.064579 0.3204 47.421 47.421 1.47E-01 24.46 2242700

11310 ELVSYTSNAEK Unmodified _ELVSYTSNAEK_ B6TKC5_MAIZE 2 620.80642 1239.5983 0.21718 0.077447 0.26976 50.573 50.573 3.60E-06 55.99 18408000

11311 ELVVGGLDR Unmodified _ELVVGGLDR_ B4FY29_MAIZE 2 479.27182 956.5291 -0.11426 0.55664 0.44394 62.004 62.004 3.32E-02 29.21 3845800

11312 ELVVGLQELYGVR Unmodified _ELVVGLQELYGVR_ B4FAW1_MAIZE 2 737.91684 1473.8191 0.82529 -0.018546 0.80094 99.898 99.898 4.68E-05 64.23 182540

11313 ELVVGLQELYGVR Unmodified _ELVVGLQELYGVR_ B4FAW1_MAIZE 2 737.91684 1473.8191 0.75729 0.37936 1.1306 100.42 100.42 1.47E-03 35.35 188520

11314 ELYEIASSNYAGKPTVPVLWDK Unmodified _ELYEIASSNYAGKPTVPVLWDK_ B6T7B6_MAIZE 3 827.42844 2479.2635 1.0428 0.09987 1.1284 95.477 95.477 6.53E-05 43.84 814230

11315 ELYLWELVAR Unmodified _ELYLWELVAR_ B6ST72_MAIZE 2 646.35589 1290.6972 0.42857 0.36674 0.7673 117.46 117.46 1.25E-02 21.71 174090

11316 EMAAELAAAAALGADVAELR Oxidation (M) _EM(ox)AAELAAAAALGADVAELR_ B4FAK2_MAIZE 2 979.99622 1957.9779 1.3605 2.2209 3.5473 113.11 113.11 1.78E-03 11.29 42837

11317 EMADQIAR Oxidation (M) _EM(ox)ADQIAR_ B4G137_MAIZE 2 475.22402 948.43348 0.072194 -0.014532 0.031146 30.21 30.21 1.00E+00 11.59 19488
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11318 EMADQIAR Oxidation (M) _EM(ox)ADQIAR_ B4G137_MAIZE 2 475.22402 948.43348 -0.057589 0.10424 0.020265 30.533 30.533 3.77E-01 33.03 84473

11319 EMADQIAR Unmodified _EMADQIAR_ B4G137_MAIZE 2 467.22656 932.43857 -0.11155 0.43055 0.28837 42.457 42.457 7.88E-01 26.09 1197300

11320 EMAVVGGTGAFR Oxidation (M) _EM(ox)AVVGGTGAFR_ B6TFK6_MAIZE 2 605.79788 1209.5812 0.19865 0.30771 0.51779 52.512 52.512 6.74E-02 32.54 1601400

11321 EMAVVGGTGAFR Unmodified _EMAVVGGTGAFR_ B6TFK6_MAIZE 2 597.80042 1193.5863 0.16693 0.383 0.55799 63.677 63.677 2.00E-01 36.47 1494200

11322 EMDRPIVHLDLHPTNILLDENMVPK 2 Oxidation (M) _EM(ox)DRPIVHLDLHPTNILLDENM(ox)VPK_ B6TXE2_MAIZE 4 743.63085 2970.4943 0.79132 -0.17017 0.61451 90.403 90.403 1.82E-01 14.6 2178300

11323 EMEEEAAALR Unmodified _EMEEEAAALR_ B4FHB3_MAIZE 2 574.76625 1147.5179 0.1021 0.34878 0.40164 52.606 52.606 1.25E-02 40.37 654750

11324 EMFGDDVLGALNIK Oxidation (M) _EM(ox)FGDDVLGALNIK_ B6TGG3_MAIZE 2 769.38197 1536.7494 0.89873 -0.068808 0.82667 105.11 105.11 2.96E-06 51.66 268150

11325 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.10137 -0.257 -0.17231 23.69 23.69 1.00E+00 7.07 13851

11326 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.053486 0.23135 0.16004 49.8 49.8 1.00E+00 20.02 2670500

11327 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.13023 -0.018281 -0.16476 22.657 22.657 1.00E+00 23.95 12494

11328 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.083009 -0.008315 -0.10758 49.532 49.532 7.88E-01 15.8 243260

11329 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.024558 0.034636 0.041442 24.77 24.77 1.00E+00 25.1 74544

11330 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.016617 0.17815 0.14494 51.933 51.933 1.00E+00 3.17 479340

11331 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.064738 -0.008948 0.038959 24.502 24.502 3.77E-01 33.6 56424

11332 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.01964 -0.14419 -0.18074 24.275 24.275 1.88E-01 32.54 251900

11333 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.063163 0.10696 0.027942 52.051 52.051 1.00E+00 16.43 1186600

11334 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.0077307 -0.81163 -0.81945 25.182 25.182 6.85E-01 35.85 536120

11335 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.014752 -0.31132 -0.31177 36.755 36.755 3.66E-01 17.52 230120

11336 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 -0.03661 -0.077079 -0.13034 24.897 24.897 7.88E-01 16.97 20152

11337 EMGMDAYR 2 Oxidation (M) _EM(ox)GM(ox)DAYR_ BGLC_MAIZE B 2 502.69424 1003.3739 0.081002 0.081467 0.14526 23.632 23.632 1.00E+00 20.72 17227

11338 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.0099091 0.036059 0.0060892 35.067 35.067 3.77E-01 23.7 416240

11339 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.0049867 -0.13814 -0.16221 38.482 38.482 5.51E-01 25.84 716050

11340 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.031773 0.40876 0.35651 49.805 49.805 1.00E+00 13.01 1581600

11341 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.15408 -0.31025 -0.48391 33.835 33.835 7.88E-01 20.83 83690

11342 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.15436 0.19412 0.018929 37.637 37.637 5.51E-01 23.84 164970

11343 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.15795 0.25489 0.075949 49.523 49.523 1.00E+00 11.51 177100

11344 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.011594 -0.020264 -0.052681 36.885 36.885 7.88E-01 26.84 433190

11345 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.033408 0.034426 -0.018625 40.632 40.632 1.00E+00 37.37 490330

11346 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.03967 -8.62E-06 -0.05923 51.927 51.927 1.00E+00 3.02 343340

11347 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.0075694 -0.031028 -0.058877 36.124 36.124 1.00E+00 26.39 310280

11348 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.0027408 -0.29435 -0.31591 39.942 39.942 7.88E-01 33.99 423110

11349 EMGMDAYR Oxidation (M) _EMGM(ox)DAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.068648 -0.003756 -0.091923 36.848 36.848 1.65E-01 36.25 1325700

11350 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.10296 -0.024011 -0.14602 40.922 40.922 5.51E-01 39.38 2555000

11351 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.075176 0.1198 0.025588 52.039 52.039 1.00E+00 12.65 755300
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11352 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.016509 -0.1698 -0.20689 36.789 36.789 2.74E-01 19.2 1639500

11353 EMGMDAYR Oxidation (M) _EM(ox)GMDAYR_ BGLC_MAIZE B 2 494.69678 987.379 -0.05956 0.030734 -0.048201 40.582 40.582 5.51E-01 37.69 1475500

11354 EMGMDAYR Unmodified _EMGMDAYR_ BGLC_MAIZE B 2 486.69932 971.38409 -0.093825 -0.080219 -0.19782 49.811 49.811 7.88E-01 38.37 19962000

11355 EMGMDAYR Unmodified _EMGMDAYR_ BGLC_MAIZE B 2 486.69932 971.38409 -0.070827 -0.007999 -0.10292 51.932 51.932 7.88E-01 38.08 4262200

11356 EMGMDAYR Unmodified _EMGMDAYR_ BGLC_MAIZE B 2 486.69932 971.38409 -0.0778 0.27456 0.17221 51.236 51.236 7.88E-01 37.92 2150500

11357 EMGMDAYR Unmodified _EMGMDAYR_ BGLC_MAIZE B 2 486.69932 971.38409 -0.14729 -0.12945 -0.30085 52.061 52.061 7.88E-01 38.14 11708000

11358 EMGMDAYR Unmodified _EMGMDAYR_ BGLC_MAIZE B 2 486.69932 971.38409 -0.12913 -0.49614 -0.64859 51.889 51.889 1.90E-02 55.3 39443000

11359 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.15142 0.19381 0.023472 45.915 45.915 1.00E+00 12 1392500

11360 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.056017 0.22224 0.14728 47.367 47.367 7.18E-01 17.24 2634600

11361 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.054715 0.094853 0.022101 47.788 47.788 1.00E+00 17.29 2205800

11362 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.12942 0.12207 -0.026278 48.438 48.438 1.00E+00 14.28 4703500

11363 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.13104 0.073502 -0.076325 47.845 47.845 3.39E-01 20.79 20515000

11364 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.096548 -0.39881 -0.51382 48.334 48.334 1.12E-01 28.94 19072000

11365 EMIESGVIK Oxidation (M) _EM(ox)IESGVIK_ ATPBM_MAIZE 2 511.26535 1020.5161 -0.093668 -0.6211 -0.73189 48.786 48.786 1.00E+00 12.13 988310

11366 EMIESGVIK Unmodified _EMIESGVIK_ ATPBM_MAIZE 2 503.26789 1004.5212 -0.059163 -0.10339 -0.18619 56.311 56.311 3.32E-02 19.21 2143600

11367 EMIESGVIK Unmodified _EMIESGVIK_ ATPBM_MAIZE 2 503.26789 1004.5212 -0.15359 0.016469 -0.16053 56.959 56.959 1.12E-01 28.74 4234800

11368 EMIESGVIK Unmodified _EMIESGVIK_ ATPBM_MAIZE 2 503.26789 1004.5212 -0.14384 -0.42734 -0.59335 56.762 56.762 1.12E-01 22.54 64930000

11369 EMLNRGGDKQ Oxidation (M) _EM(ox)LNRGGDKQ_ B6UFP3_MAIZE 2 582.27731 1162.5401 0.1429 -0.21468 -0.086213 53.907 53.907 3.43E-01 12.17 319070

11370 EMLNRGGDKQ Oxidation (M) _EM(ox)LNRGGDKQ_ B6UFP3_MAIZE 2 582.27731 1162.5401 0.062389 -0.80399 -0.75597 56.143 56.143 7.11E-01 3.32 559780

11371 EMLNRGGDKQ Oxidation (M) _EM(ox)LNRGGDKQ_ B6UFP3_MAIZE 2 582.27731 1162.5401 0.03472 -1.9831 -1.9591 56.167 56.167 1.45E-01 13.83 410410

11372 EMLNRGGDKQ Oxidation (M) _EM(ox)LNRGGDKQ_ B6UFP3_MAIZE 2 582.27731 1162.5401 0.049816 -1.6589 -1.6208 56.152 56.152 3.43E-01 6.23 2422600

11373 EMLQQHSSLK Oxidation (M) _EM(ox)LQQHSSLK_ B6U0V6_MAIZE 3 406.20453 1215.5918 0.45574 0.005051 0.44138 28.901 28.901 1.00E+00 19.65 60719

11374 EMLQQHSSLK Oxidation (M) _EM(ox)LQQHSSLK_ B6U0V6_MAIZE 3 406.20453 1215.5918 0.19711 0.20979 0.38883 27.244 27.244 1.00E+00 4.28 45682

11375 EMLQQHSSLK Oxidation (M) _EM(ox)LQQHSSLK_ B6U0V6_MAIZE 3 406.20453 1215.5918 0.35785 0.48359 0.82273 29.84 29.84 1.00E+00 8.92 64992

11376 EMLQQHSSLK Oxidation (M) _EM(ox)LQQHSSLK_ B6U0V6_MAIZE 3 406.20453 1215.5918 0.36363 -0.23526 0.1102 29.053 29.053 9.39E-01 14.58 290260

11377 EMLQQHSSLK Oxidation (M) _EM(ox)LQQHSSLK_ B6U0V6_MAIZE 3 406.20453 1215.5918 0.40146 0.031279 0.41538 37.58 37.58 1.00E+00 10.22 152850

11378 EMLQQHSSLK Unmodified _EMLQQHSSLK_ B6U0V6_MAIZE 2 600.80571 1199.5969 0.30095 -0.05034 0.22964 36.39 36.39 1.45E-01 57.32 547050

11379 EMLQQHSSLK Unmodified _EMLQQHSSLK_ B6U0V6_MAIZE 2 600.80571 1199.5969 0.22375 -0.11418 0.088303 35.698 35.698 3.43E-01 35.68 110480

11380 EMLQQHSSLK Unmodified _EMLQQHSSLK_ B6U0V6_MAIZE 2 600.80571 1199.5969 0.27645 0.03092 0.28645 38.413 38.413 4.40E-02 53.38 161270

11381 EMLQQHSSLK Unmodified _EMLQQHSSLK_ B6U0V6_MAIZE 3 400.8729 1199.5969 0.387 0.19203 0.55721 37.601 37.601 1.00E+00 1.18 638190

11382 EMLQQHSSLK Unmodified _EMLQQHSSLK_ B6U0V6_MAIZE 2 600.80571 1199.5969 0.28499 0.26206 0.52508 37.587 37.587 2.81E-03 53.55 369970

11383 EMMSYTYGALK Unmodified _EMMSYTYGALK_ B4FSZ7_MAIZE 2 647.29632 1292.5781 0.45156 -0.11861 0.30759 70.145 70.145 3.83E-01 17.78 909550

11384 EMMSYTYGALK 2 Oxidation (M) _EM(ox)M(ox)SYTYGALK_ B4FSZ7_MAIZE 2 663.29124 1324.5679 0.51475 0.30996 0.80543 53.735 53.735 7.60E-01 32.66 190610

11385 EMMSYTYGALK 2 Oxidation (M) _EM(ox)M(ox)SYTYGALK_ B4FSZ7_MAIZE 2 663.29124 1324.5679 0.53006 0.15284 0.66484 55.63 55.63 7.60E-01 17.77 1252700
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11386 EMMSYTYGALK Oxidation (M) _EM(ox)MSYTYGALK_ B4FSZ7_MAIZE 2 655.29378 1308.573 0.48845 -0.10534 0.36212 63.259 63.259 3.83E-01 25.5 1489300

11387 EMPVELLR Unmodified _EMPVELLR_ B4FPS3_MAIZE 2 493.7706 985.52665 -0.088274 0.55752 0.441 78.101 78.101 5.06E-02 21.24 896100

11388 EMPVELLR Unmodified _EMPVELLR_ B4FPS3_MAIZE 2 493.7706 985.52665 -0.067677 -0.081731 -0.17575 79.011 79.011 5.06E-02 24.14 473020

11389 EMPVELLR Oxidation (M) _EM(ox)PVELLR_ B4FPS3_MAIZE 2 501.76806 1001.5216 -0.093132 0.34897 0.23263 79.67 79.67 1.65E-01 16.75 1174500

11390 EMPVVQDGPPPGGFAPVR Oxidation (M) _EM(ox)PVVQDGPPPGGFAPVR_ B6T2Q2_MAIZE 2 933.46436 1864.9142 1.1265 -0.027952 1.1147 71.159 71.159 4.65E-12 79.66 331930

11391 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 943.16014 2826.4586 1.274 1.0537 2.3126 107.93 107.93 8.02E-10 56.44 457740

11392 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 943.16014 2826.4586 1.189 0.046402 1.2222 108.76 108.76 4.68E-10 57.72 400810

11393 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 943.16014 2826.4586 1.2235 0.25633 1.4664 108.94 108.94 1.05E-10 55.59 347930

11394 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 4 707.62192 2826.4586 0.64945 -0.006006 0.63034 109.47 109.47 9.49E-04 29.87 5974900

11395 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 943.16014 2826.4586 1.1711 0.070415 1.2275 109.36 109.36 7.49E-12 63.89 566580

11396 EMQAKPDLIIGNYSDGNLVATLLAHK Oxidation (M) _EM(ox)QAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 4 707.62192 2826.4586 0.75532 -0.10538 0.63675 109.95 109.95 4.21E-01 8.05 228250

11397 EMQAKPDLIIGNYSDGNLVATLLAHK Unmodified _EMQAKPDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 4 703.62319 2810.4637 0.66997 0.98838 1.6419 110.37 110.37 4.21E-01 12.75 1780900

11398 EMQGGDPSASTAEAK Oxidation (M) _EM(ox)QGGDPSASTAEAK_ B4FHB3_MAIZE 2 747.82248 1493.6304 0.8693 0.057908 0.91645 29.777 29.777 2.05E-04 48.89 48646

11399 EMQGGDPSASTAEAK Oxidation (M) _EM(ox)QGGDPSASTAEAK_ B4FHB3_MAIZE 2 747.82248 1493.6304 0.86068 0.23007 1.0799 27.377 27.377 6.37E-03 48.43 157780

11400 EMQGGDPSASTAEAK Unmodified _EMQGGDPSASTAEAK_ B4FHB3_MAIZE 2 739.82502 1477.6355 0.81937 0.34893 1.1552 34.392 34.392 7.01E-11 64.07 224360

11401 EMQIQNPTAIMIAR Unmodified _EMQIQNPTAIMIAR_ B4FF57_MAIZE 2 808.41837 1614.8222 1.0244 0.088755 1.0892 84.279 84.279 2.96E-06 64.29 656900

11402 EMQIQNPTAIMIAR 2 Oxidation (M) _EM(ox)QIQNPTAIM(ox)IAR_ B4FF57_MAIZE 2 824.41328 1646.812 1.0737 -0.25542 0.79915 66.956 66.956 1.61E-19 73.79 387440

11403 EMQIQNPTAIMIAR Oxidation (M) _EM(ox)QIQNPTAIMIAR_ B4FF57_MAIZE 2 816.41583 1630.8171 1.0724 -0.41001 0.64102 74.704 74.704 2.96E-06 68.63 225010

11404 EMSIVGGSGK Oxidation (M) _EM(ox)SIVGGSGK_ B6T8I3_MAIZE 2 490.7395 979.46445 0.12284 0.005455 0.12876 28.754 28.754 1.00E+00 7.81 9904.9

11405 EMSIVGGSGK Oxidation (M) _EM(ox)SIVGGSGK_ B6T8I3_MAIZE 2 490.7395 979.46445 0.0073407 -0.083031 -0.074993 28.622 28.622 3.43E-01 23.27 95674

11406 EMVPLFFEAMEALTK Oxidation (M) _EM(ox)VPLFFEAMEALTK_ B6TX91_MAIZE 2 886.43589 1770.8572 1.1581 0.22728 1.3724 126.51 126.51 2.05E-04 40.25 702590

11407 EMVPLFFEAMEALTK Oxidation (M) _EM(ox)VPLFFEAMEALTK_ B6TX91_MAIZE 2 886.43589 1770.8572 1.1136 0.41788 1.5177 126.92 126.92 2.05E-04 35.99 188750

11408 EMVPLFFEAMEALTK Oxidation (M) _EM(ox)VPLFFEAMEALTK_ B6TX91_MAIZE 2 886.43589 1770.8572 1.0991 0.20232 1.2883 127.23 127.23 4.63E-02 28.85 132600

11409 EMVPLFFEAMEALTK Oxidation (M) _EM(ox)VPLFFEAMEALTK_ B6TX91_MAIZE 2 886.43589 1770.8572 1.2172 0.18386 1.3872 127.8 127.8 1.00E+00 15.22 73075

11410 EMVPLFFEAMEALTK 2 Oxidation (M) _EM(ox)VPLFFEAM(ox)EALTK_ B6TX91_MAIZE 2 894.43335 1786.8521 1.1128 0.04309 1.1452 110.35 110.35 1.47E-02 33.45 112620

11411 EMVPLFFEAMEALTK 2 Oxidation (M) _EM(ox)VPLFFEAM(ox)EALTK_ B6TX91_MAIZE 2 894.43335 1786.8521 1.1322 -0.054707 1.0669 110.39 110.39 1.47E-02 33.68 112850

11412 EMVPLFFEAMEALTK 2 Oxidation (M) _EM(ox)VPLFFEAM(ox)EALTK_ B6TX91_MAIZE 2 894.43335 1786.8521 1.1562 0.18371 1.3294 111.17 111.17 2.94E-02 23.58 150820

11413 EMWTEVPK Unmodified _EMWTEVPK_ B4FFH9_MAIZE 2 510.24696 1018.4794 -0.15904 0.22704 0.05393 65.836 65.836 3.77E-01 19.74 217340

11414 EMYNEWPFFR Oxidation (M) _EM(ox)YNEWPFFR_ Q9SAZ6_MAIZE 2 717.81099 1433.6074 0.74525 0.22345 0.95732 98.984 98.984 1.00E+00 13.44 665140

11415 EMYNEWPFFR Oxidation (M) _EM(ox)YNEWPFFR_ Q9SAZ6_MAIZE 2 717.81099 1433.6074 0.71321 0.23515 0.93743 99.66 99.66 2.81E-03 30.61 694480

11416 EMYNEWPFFR Oxidation (M) _EM(ox)YNEWPFFR_ Q9SAZ6_MAIZE 2 717.81099 1433.6074 0.72486 0.34963 1.0624 99.759 99.759 1.22E-01 36.18 728530

11417 EMYNEWPFFR Unmodified _EMYNEWPFFR_ Q9SAZ6_MAIZE 2 709.81353 1417.6125 0.68288 0.30813 0.97581 106.28 106.28 2.81E-03 37.48 3483700

11418 EMYNEWPFFR Unmodified _EMYNEWPFFR_ Q9SAZ6_MAIZE 2 709.81353 1417.6125 0.68138 0.52209 1.1884 106.87 106.87 4.40E-02 40.45 414390

11419 EMYNEWPFFR Unmodified _EMYNEWPFFR_ Q9SAZ6_MAIZE 2 709.81353 1417.6125 0.70742 0.46237 1.1555 107 107 1.45E-01 19.03 315080
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11420 ENAAFCTQDCFR Unmodified _ENAAFCTQDCFR_ B4FZK6_MAIZE 2 759.80865 1517.6027 0.86058 -0.082396 0.78799 62.611 62.611 2.62E-07 75.48 541020

11421 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 2 1015.0337 2028.0528 1.1909 0.18834 1.3607 128.13 128.13 1.84E-40 74.38 242900

11422 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 2 1015.0337 2028.0528 1.1904 0.11268 1.2851 128.62 128.62 1.06E-14 49.17 405530

11423 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 2 1015.0337 2028.0528 1.2023 -0.000862 1.1832 129.44 129.44 5.89E-20 75.44 194800

11424 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 2 1015.0337 2028.0528 1.2323 0.22237 1.4359 130.34 130.34 1.51E-46 108.6 661100

11425 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 3 677.02487 2028.0528 0.65136 0.047817 0.68046 130.39 130.39 1.00E+00 3.17 1235400

11426 ENAPAIIFIDEVDAIATAR Unmodified _ENAPAIIFIDEVDAIATAR_ B6TDT1_MAIZE 2 1015.0337 2028.0528 1.3675 0.64901 1.9981 130.5 130.5 5.13E-03 47.83 124060

11427 ENDLEAIELAR Unmodified _ENDLEAIELAR_ Q4FZ53_MAIZE 2 636.82515 1271.6357 0.29032 0.15299 0.40446 77.204 77.204 3.57E-04 68.27 174840

11428 ENEEVSIAAADLVQK Unmodified _ENEEVSIAAADLVQK_ B6TQB3_MAIZE 2 808.41232 1614.8101 0.95129 -0.003595 0.92417 77.759 77.759 2.37E-16 82.75 520600

11429 ENFDFRPGMIIINLDLK Oxidation (M) _ENFDFRPGM(ox)IIINLDLK_ B4FAD1_MAIZE 3 684.35919 2050.0557 0.63037 -0.050879 0.5685 109.74 109.74 1.19E-02 25.83 1028000

11430 ENFDFRPGMIIINLDLK Oxidation (M) _ENFDFRPGM(ox)IIINLDLK_ B4FAD1_MAIZE 3 684.35919 2050.0557 0.62384 -0.42264 0.19052 110.55 110.55 4.56E-01 11.54 228730

11431 ENFDFRPGMIIINLDLK Oxidation (M) _ENFDFRPGM(ox)IIINLDLK_ B4FAD1_MAIZE 2 1026.0352 2050.0557 1.2622 -0.26061 0.99071 111.6 111.6 1.09E-02 16.48 318750

11432 ENFDFRPGMIIINLDLKK Unmodified _ENFDFRPGMIIINLDLKK_ B4FAD1_MAIZE 3 721.72588 2162.1558 0.78344 0.21987 0.9872 105.99 105.99 5.31E-03 31.51 327510

11433 ENFDFRPGMIIINLDLKK Unmodified _ENFDFRPGMIIINLDLKK_ B4FAD1_MAIZE 3 721.72588 2162.1558 0.79896 -0.04914 0.73439 108.39 108.39 1.02E-03 46.83 456840

11434 ENFDFRPGMITINLDLK Unmodified _ENFDFRPGMITINLDLK_ B4FUE7_MAIZE 3 675.01543 2022.0244 0.63698 0.36239 0.98923 108.43 108.43 1.11E-04 40 1330300

11435 ENFDFRPGMITINLDLK Unmodified _ENFDFRPGMITINLDLK_ B4FUE7_MAIZE 3 675.01543 2022.0244 0.59756 -0.024979 0.56337 109.98 109.98 2.01E-02 19.36 695040

11436 ENFDFRPGMITINLDLK Oxidation (M) _ENFDFRPGM(ox)ITINLDLK_ B4FUE7_MAIZE 3 680.34706 2038.0194 0.5831 -1.2797 -0.70184 103.68 103.68 1.35E-01 16.49 543600

11437 ENFDFRPGMITINLDLK Oxidation (M) _ENFDFRPGM(ox)ITINLDLK_ B4FUE7_MAIZE 3 680.34706 2038.0194 0.60858 -0.24996 0.35152 103.33 103.33 2.01E-02 29.85 528300

11438 ENFDFRPGMITINLDLK Oxidation (M) _ENFDFRPGM(ox)ITINLDLK_ B4FUE7_MAIZE 3 680.34706 2038.0194 0.5795 -0.17234 0.39923 104.15 104.15 1.40E-03 42.93 4327800

11439 ENFDFRPGMITINLDLK Oxidation (M) _ENFDFRPGM(ox)ITINLDLK_ B4FUE7_MAIZE 2 1020.017 2038.0194 1.2488 -0.92748 0.31465 104.16 104.16 8.02E-09 41.88 468800

11440 ENFDFRPGMITINLDLKK Oxidation (M) _ENFDFRPGM(ox)ITINLDLKK_ B4FUE7_MAIZE 3 723.04538 2166.1143 0.78035 0.074272 0.84464 93.394 93.394 5.74E-01 4.61 393180

11441 ENFDFRPGMITINLDLKK Oxidation (M) _ENFDFRPGM(ox)ITINLDLKK_ B4FUE7_MAIZE 3 723.04538 2166.1143 0.76114 0.11175 0.86306 93.647 93.647 9.13E-03 24.55 4541200

11442 ENFDFRPGMITINLDLKK Unmodified _ENFDFRPGMITINLDLKK_ B4FUE7_MAIZE 3 717.71375 2150.1194 0.75972 0.10873 0.85542 99.358 99.358 2.73E-05 44.54 1175600

11443 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.57749 -0.025773 0.54892 102.12 102.12 1.19E-02 23.84 2008800

11444 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.58257 0.022459 0.60271 102.7 102.7 5.28E-02 19.17 615870

11445 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.57634 -0.070491 0.5029 102.78 102.78 5.28E-02 20.09 892920

11446 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.60673 0.28203 0.88546 102.88 102.88 1.19E-02 36.14 745010

11447 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.56706 -0.16703 0.39725 102.53 102.53 1.19E-02 21.16 852040

11448 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 3 675.67518 2024.0037 0.54088 -0.17853 0.35961 103.32 103.32 1.40E-03 32.99 7755900

11449 ENFDFRPGMVTINLDLK Oxidation (M) _ENFDFRPGM(ox)VTINLDLK_ B6T681_MAIZE 2 1013.0091 2024.0037 1.2357 -0.25561 0.97769 103.14 103.14 1.91E-06 23.23 674610

11450 ENFDFRPGMVTINLDLK Unmodified _ENFDFRPGMVTINLDLK_ B6T681_MAIZE 3 670.34354 2008.0088 0.56002 0.46629 1.0215 107.57 107.57 5.28E-02 9.27 1610300

11451 ENFDFRPGMVTINLDLKK Unmodified _ENFDFRPGMVTINLDLKK_ B6T681_MAIZE 3 713.04186 2136.1038 0.75392 -0.033923 0.71277 97.295 97.295 9.13E-03 17.22 659120

11452 ENFDFRPGMVTINLDLKK Unmodified _ENFDFRPGMVTINLDLKK_ B6T681_MAIZE 3 713.04186 2136.1038 0.74003 -0.1818 0.5513 98.376 98.376 5.31E-03 20.66 890050

11453 ENFDFRPGMVTINLDLKK Oxidation (M) _ENFDFRPGM(ox)VTINLDLKK_ B6T681_MAIZE 3 718.3735 2152.0987 0.7236 0.22952 0.9464 92.893 92.893 2.47E-02 11.47 5643400
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11454 ENFNDVYIVTELMDTDLHQIVR Oxidation (M) _ENFNDVYIVTELM(ox)DTDLHQIVR_ B6T484_MAIZE 3 894.10229 2679.285 1.1227 0.71291 1.8357 113.15 113.15 6.10E-05 32.09 519680

11455 ENFNDVYIVTELMDTDLHQIVR Oxidation (M) _ENFNDVYIVTELM(ox)DTDLHQIVR_ B6T484_MAIZE 3 894.10229 2679.285 1.1353 -0.1739 0.96234 114.13 114.13 6.10E-05 35.95 423730

11456 ENFNDVYIVTELMDTDLHQIVR Unmodified _ENFNDVYIVTELMDTDLHQIVR_ B6T484_MAIZE 3 888.77065 2663.2901 1.1501 0.53043 1.6791 130.11 130.11 6.10E-05 41.03 656950

11457 ENFNPVEIAQAYEK Unmodified _ENFNPVEIAQAYEK_ B4FS35_MAIZE 2 826.40175 1650.789 1.0115 2.6546 3.6376 94.194 94.194 2.96E-06 67.17 1885600

11458 ENGGAPEQPALPVAETK Unmodified _ENGGAPEQPALPVAETK_ Q5I204_MAIZE 2 854.43104 1706.8475 1.1408 0.040873 1.1665 60.201 60.201 1.54E-12 65.27 460990

11459 ENIEKDIER Unmodified _ENIEKDIER_ B4FZM3_MAIZE 2 573.29348 1144.5724 0.13782 0.22698 0.32427 44.479 44.479 1.01E-02 47.93 1480900

11460 ENIEKDIER Unmodified _ENIEKDIER_ B4FZM3_MAIZE 2 573.29348 1144.5724 0.058631 0.019395 0.037888 44.175 44.175 3.21E-03 58.34 601860

11461 ENIEKDIER Unmodified _ENIEKDIER_ B4FZM3_MAIZE 2 573.29348 1144.5724 0.10922 -0.16209 -0.091564 46.772 46.772 1.12E-01 47.09 1062800

11462 ENIEKDIER Unmodified _ENIEKDIER_ B4FZM3_MAIZE 2 573.29348 1144.5724 0.10911 0.16658 0.23608 46.04 46.04 3.32E-02 49.96 4455100

11463 ENIEKDIER Unmodified _ENIEKDIER_ B4FZM3_MAIZE 3 382.53142 1144.5724 0.51941 0.14299 0.6226 46.035 46.035 1.00E+00 15.72 3815600

11464 ENINNFEENDFQILR Unmodified _ENINNFEENDFQILR_ B6SIW6_MAIZE 2 947.95013 1893.8857 1.1977 0.26324 1.4395 93.336 93.336 1.12E-07 94.88 1002300

11465 ENINNFEENDFQILR Unmodified _ENINNFEENDFQILR_ B6SIW6_MAIZE 2 947.95013 1893.8857 1.172 0.61529 1.7657 93.848 93.848 7.01E-11 95.23 370050

11466 ENINNFEENDFQILR Unmodified _ENINNFEENDFQILR_ B6SIW6_MAIZE 2 947.95013 1893.8857 1.1813 0.56188 1.7213 94.053 94.053 2.37E-16 94.93 334160

11467 ENINNFEENDFQILR Unmodified _ENINNFEENDFQILR_ B6SIW6_MAIZE 2 947.95013 1893.8857 1.1718 0.67921 1.8295 93.854 93.854 1.60E-05 94.89 334590

11468 ENINNFEENDFQILR Unmodified _ENINNFEENDFQILR_ B6SIW6_MAIZE 2 947.95013 1893.8857 1.216 0.61999 1.8141 93.991 93.991 1.02E-23 111.12 673570

11469 ENLALLEAQLGGK Unmodified _ENLALLEAQLGGK_ Q9ZP60_MAIZE 2 678.38009 1354.7456 0.45664 0.16079 0.58677 85.825 85.825 1.00E-11 75.17 6450800

11470 ENLGMAMVYTLVSSAK 2 Oxidation (M) _ENLGM(ox)AM(ox)VYTLVSSAK_ B6TXU4_MAIZE 2 873.42606 1744.8376 1.1429 0.14239 1.2747 80.936 80.936 9.46E-03 44.99 292020

11471 ENLLAQIEK Unmodified _ENLLAQIEK_ B6SMC1_MAIZE 2 529.29804 1056.5815 -0.25543 0.25035 -0.046224 75.404 75.404 3.39E-01 24.72 1233200

11472 ENLLNLVADVLPDGR Unmodified _ENLLNLVADVLPDGR_ B6U7U8_MAIZE 2 819.44649 1636.8784 1.0295 0.29449 1.3125 124.61 124.61 1.12E-07 87.71 1248000

11473 ENLLNLVADVLPDGR Unmodified _ENLLNLVADVLPDGR_ B6U7U8_MAIZE 2 819.44649 1636.8784 0.9994 0.15845 1.1476 125 125 1.02E-23 84.32 570360

11474 ENLLNLVADVLPDGR Unmodified _ENLLNLVADVLPDGR_ B6U7U8_MAIZE 2 819.44649 1636.8784 1.0812 0.51469 1.5846 124.81 124.81 1.26E-03 51.45 247860

11475 ENNPDLAGDR Unmodified _ENNPDLAGDR_ B4FGR6_MAIZE 2 550.75198 1099.4894 0.24847 -1.4943 -1.2626 34.698 34.698 1.00E+00 7.01 53231

11476 ENNPDLAGDR Unmodified _ENNPDLAGDR_ B4FGR6_MAIZE 2 550.75198 1099.4894 0.15308 -0.63888 -0.50362 35.503 35.503 1.00E+00 8.52 56566

11477 ENNPDLAGDR Unmodified _ENNPDLAGDR_ B4FGR6_MAIZE 2 550.75198 1099.4894 0.025483 0.23198 0.23762 36.393 36.393 4.40E-02 37.57 990100

11478 ENNPDLAGDR Unmodified _ENNPDLAGDR_ B4FGR6_MAIZE 2 550.75198 1099.4894 0.16121 0.54507 0.68738 36.778 36.778 1.00E+00 10.16 39669

11479 ENPAAANSAESDGLGR Unmodified _ENPAAANSAESDGLGR_ B4FV48_MAIZE 2 779.85824 1557.7019 0.88451 0.29059 1.1499 44.447 44.447 1.27E-09 101.99 45948

11480 ENPAAANSAESDGLGR Unmodified _ENPAAANSAESDGLGR_ B4FV48_MAIZE 2 779.85824 1557.7019 0.91232 0.38831 1.2747 44.781 44.781 7.01E-14 106.38 355800

11481 ENPDYHNPK Unmodified _ENPDYHNPK_ B4FA10_MAIZE 2 557.25162 1112.4887 0.11352 -0.17601 -0.083296 24.384 24.384 1.12E-01 17.25 14118

11482 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 3 505.58262 1513.726 -0.010146 -0.23916 -0.28166 38.067 38.067 5.17E-02 34.47 1428700

11483 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 3 505.58262 1513.726 -0.14833 0.006647 -0.17474 37.347 37.347 3.76E-01 19.16 475390

11484 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 3 505.58262 1513.726 -0.026473 -0.21666 -0.2752 40.206 40.206 1.59E-01 18.32 622970

11485 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 3 505.58262 1513.726 0.015382 -0.52326 -0.54067 39.376 39.376 3.76E-01 22.25 245770

11486 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 3 505.58262 1513.726 -0.11778 -0.21726 -0.36738 40.269 40.269 1.00E+00 13.96 2357900

11487 ENPKPSDSEIEAAK Unmodified _ENPKPSDSEIEAAK_ B6SVU1_MAIZE 2 757.87028 1513.726 0.90304 0.022548 0.89247 40.267 40.267 6.31E-03 55.64 218260
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11488 ENQTIQSVLGTSTR Unmodified _ENQTIQSVLGTSTR_ B4FLB0_MAIZE 2 767.397 1532.7794 0.83839 -0.43467 0.4034 69.939 69.939 2.00E-19 84.76 752620

11489 ENSALSDAPSAAALFAVGK Unmodified _ENSALSDAPSAAALFAVGK_ B6TSM6_MAIZE 2 909.96525 1817.9159 1.0855 0.3692 1.436 97.846 97.846 1.30E-03 82.22 172570

11490 ENSEGEYSGLEHEVVPGVVESLK Unmodified _ENSEGEYSGLEHEVVPGVVESLK_ B4FYN6_MAIZE 3 829.73437 2486.1813 1.0178 0.57446 1.5832 91.838 91.838 5.17E-06 26.46 747080

11491 ENTEGEYSGLEHEVVPGVVESLK Unmodified _ENTEGEYSGLEHEVVPGVVESLK_ B4FID6_MAIZE 3 834.40625 2500.1969 1.009 -0.27101 0.73319 92.522 92.522 3.27E-04 31.62 2954000

11492 ENTEGEYSGLEHQVVR Unmodified _ENTEGEYSGLEHQVVR_ B4FAD4_MAIZE 3 616.29038 1845.8493 0.28238 -0.23874 0.034618 60.919 60.919 5.29E-01 6.54 591680

11493 ENTEGEYSGLEHQVVR Unmodified _ENTEGEYSGLEHQVVR_ B4FAD4_MAIZE 3 616.29038 1845.8493 0.35202 0.19658 0.53981 62.333 62.333 5.29E-01 13.79 861280

11494 ENTEGEYSGLEHQVVR Unmodified _ENTEGEYSGLEHQVVR_ B4FAD4_MAIZE 3 616.29038 1845.8493 0.34562 -0.012264 0.32405 61.696 61.696 5.29E-01 7 873910

11495 ENTEGEYSGLEHQVVR Unmodified _ENTEGEYSGLEHQVVR_ B4FAD4_MAIZE 3 616.29038 1845.8493 0.24278 0.02994 0.26395 62.477 62.477 1.90E-03 33.93 9118400

11496 ENTEGEYSGLEHQVVR Unmodified _ENTEGEYSGLEHQVVR_ B4FAD4_MAIZE 2 923.93194 1845.8493 1.1539 0.2954 1.4407 62.477 62.477 1.48E-07 74.22 923580

11497 ENTLDDLIALLK Unmodified _ENTLDDLIALLK_ B6TRV8_MAIZE 2 679.3823 1356.75 0.64743 0.76474 1.3879 126.35 126.35 4.56E-01 25.48 170530

11498 ENTLDDLIALLK Unmodified _ENTLDDLIALLK_ B6TRV8_MAIZE 2 679.3823 1356.75 0.5662 0.37706 0.91882 126.58 126.58 1.60E-02 48.6 336820

11499 ENTLDDLIALLK Unmodified _ENTLDDLIALLK_ B6TRV8_MAIZE 2 679.3823 1356.75 0.51473 0.015962 0.50759 126.65 126.65 1.60E-02 41.15 406910

11500 ENTLDDLIALLK Unmodified _ENTLDDLIALLK_ B6TRV8_MAIZE 2 679.3823 1356.75 0.50745 -0.79158 -0.30698 127.1 127.1 1.00E+00 5.69 1515900

11501 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.40639 0.047143 0.41842 54.289 54.289 1.98E-03 38.13 6209800

11502 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.32957 0.10495 0.39973 55.027 55.027 1.60E-02 51.35 66861

11503 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.37035 0.12424 0.45832 54.332 54.332 1.11E-04 60.96 989180

11504 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.40242 0.06956 0.4367 56.391 56.391 1.98E-03 58.13 1750200

11505 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.41286 -0.003027 0.37388 55.636 55.636 1.68E-09 58.33 1772100

11506 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.34671 0.29952 0.61128 56.28 56.28 2.62E-07 60.1 2295500

11507 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.40523 -0.095379 0.27437 56.226 56.226 1.11E-04 46.55 2258700

11508 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.36572 0.38236 0.71188 56.907 56.907 1.98E-03 55.18 1765900

11509 ENVSSEALEAAR Unmodified _ENVSSEALEAAR_ B4FPT8_MAIZE 2 638.31241 1274.6103 0.24201 0.23187 0.43838 54.713 54.713 2.62E-07 55.68 15656000

11510 ENVTVQQVK Unmodified _ENVTVQQVK_ B4G0V4_MAIZE 2 522.78784 1043.5611 0.073414 0.61468 0.68963 36.191 36.191 3.39E-01 19.03 1153100

11511 ENVTVQQVK Unmodified _ENVTVQQVK_ B4G0V4_MAIZE 2 522.78784 1043.5611 -0.10426 -0.23128 -0.33225 35.315 35.315 1.12E-01 28.24 508900

11512 ENVTVQQVK Unmodified _ENVTVQQVK_ B4G0V4_MAIZE 2 522.78784 1043.5611 0.010863 0.18079 0.19398 38.085 38.085 3.32E-02 30.48 539100

11513 ENVTVQQVK Unmodified _ENVTVQQVK_ B4G0V4_MAIZE 2 522.78784 1043.5611 0.011006 -0.48014 -0.46607 37.945 37.945 3.39E-01 18.46 411910

11514 ENVTVQQVK Unmodified _ENVTVQQVK_ B4G0V4_MAIZE 2 522.78784 1043.5611 -0.015753 -0.3614 -0.37383 37.96 37.96 1.12E-01 37.97 1520700

11515 ENYELGLPCIEK Unmodified _ENYELGLPCIEK_ CAMT1_MAIZE 2 732.85559 1463.6966 0.50694 83.646 83.646 1.19E-03 39.14

11516 ENYELGLPCIEK Unmodified _ENYELGLPCIEK_ CAMT1_MAIZE 2 732.85559 1463.6966 0.6977 -0.27068 0.4046 83.23 83.23 1.68E-09 45.18 2097900

11517 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.10644 0.16963 0.23258 81.931 81.931 3.39E-01 34.96 4141300

11518 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.027599 0.48956 0.47321 83.324 83.324 7.18E-01 19.93 63388

11519 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.063838 0.19387 0.21411 82.493 82.493 1.00E+00 8.09 573760

11520 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.13814 0.20183 0.29691 82.951 82.951 1.00E+00 31.51 949680

11521 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.12243 0.11866 0.19813 82.629 82.629 7.18E-01 21.92 1211400
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11522 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.14026 0.18701 0.28455 82.812 82.812 1.00E+00 21.14 962170

11523 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 -0.029775 0.26316 0.18996 82.221 82.221 1.12E-01 32.96 12049000

11524 ENYINELIK Unmodified _ENYINELIK_ B4F8K1_MAIZE 2 568.30332 1134.5921 0.08874 0.94659 0.99096 83.625 83.625 1.00E+00 1.11 110730

11525 ENYINNLLK Unmodified _ENYINNLLK_ B6TE04_MAIZE 2 560.80349 1119.5924 0.039013 0.73135 0.7277 78.525 78.525 3.39E-01 35.74 3271800

11526 EPASGFGAIAPPYSAGDSAAGHVAAPVEYGADAK Unmodified _EPASGFGAIAPPYSAGDSAAGHVAAPVEYGADAK_ B6UGS5_MAIZE 3 1067.8423 3200.5051 1.2137 0.087366 1.2945 85.275 85.275 5.39E-02 30.26 826270

11527 EPEELEELEDDLDDDRFLEK Unmodified _EPEELEELEDDLDDDRFLEK_ B4FF90_MAIZE 3 826.70626 2477.0969 1.0324 0.38829 1.4015 115.37 115.37 7.26E-03 23.52 228140

11528 EPEPVEAETETETK Unmodified _EPEPVEAETETETK_ B4FMB6_MAIZE 2 794.86487 1587.7152 0.92256 -0.18787 0.71687 49.527 49.527 2.25E-03 69.27 6557600

11529 EPEPVEAETETETK Unmodified _EPEPVEAETETETK_ B4FMB6_MAIZE 2 794.86487 1587.7152 0.80312 -0.47948 0.30672 46.781 46.781 3.56E-04 74.93 11857000

11530 EPEVMQGYGVRPDAEVLDAIDTAAR Oxidation (M) _EPEVM(ox)QGYGVRPDAEVLDAIDTAAR_ B4G087_MAIZE 3 906.77283 2717.2967 1.071 -0.055579 1.0101 97.73 97.73 4.19E-09 53.51 884040

11531 EPFSVMSLLK Oxidation (M) _EPFSVM(ox)SLLK_ B6TQQ8_MAIZE 2 583.80992 1165.6053 0.23898 0.3647 0.59317 126.39 126.39 1.00E+00 0.8 136750

11532 EPFSVMSLLK Oxidation (M) _EPFSVM(ox)SLLK_ B6TQQ8_MAIZE 2 583.80992 1165.6053 0.12405 0.19619 0.31009 90.702 90.702 3.43E-01 43.41 540840

11533 EPFSVMSLLK Unmodified _EPFSVMSLLK_ B6TQQ8_MAIZE 2 575.81247 1149.6104 0.10053 0.66259 0.74939 106.6 106.6 3.43E-01 32.05 207440

11534 EPFTATIVSVESLVGPK Unmodified _EPFTATIVSVESLVGPK_ B4G043_MAIZE 2 887.48528 1772.956 1.1282 0.095263 1.2273 119.89 119.89 1.54E-12 69.16 1204200

11535 EPGVGAGLIR Unmodified _EPGVGAGLIR_ B4FSW5_MAIZE 2 484.77982 967.54508 -0.062623 -0.75681 -0.82383 59.306 59.306 3.43E-01 26.07 853740

11536 EPGVGAGLIR Unmodified _EPGVGAGLIR_ B4FSW5_MAIZE 2 484.77982 967.54508 -0.15095 0.32095 0.16201 59.78 59.78 3.43E-01 28.82 3010900

11537 EPGVYDWSAYR Unmodified _EPGVYDWSAYR_ AMYB_MAIZE 2 671.80676 1341.599 0.55686 0.23316 0.78017 78.171 78.171 1.47E-01 30.24 1349000

11538 EPITTALAQAGLLEPK Unmodified _EPITTALAQAGLLEPK_ O23813_MAIZE 2 826.4669 1650.9192 1.053 0.75482 1.7872 102.3 102.3 9.46E-03 54.43 154540

11539 EPITTALAQAGLLEPK Unmodified _EPITTALAQAGLLEPK_ O23813_MAIZE 2 826.4669 1650.9192 1.0475 0.45681 1.4844 101.89 101.89 7.01E-14 64.8 1062600

11540 EPLHADIDTTK Unmodified _EPLHADIDTTK_ B6UFW7_MAIZE 2 620.31442 1238.6143 0.32284 0.1275 0.44328 42.834 42.834 1.47E-01 28.18 330820

11541 EPLTVYGDGK Unmodified _EPLTVYGDGK_ B4FP94_MAIZE 2 539.7744 1077.5342 0.016761 -0.26598 -0.24737 52.776 52.776 1.00E+00 3.51 324160

11542 EPLTVYGDGK Unmodified _EPLTVYGDGK_ B4FP94_MAIZE 2 539.7744 1077.5342 0.031771 -0.21754 -0.18462 52.942 52.942 7.11E-01 16.4 910120

11543 EPLTVYGDGK Unmodified _EPLTVYGDGK_ B4FP94_MAIZE 2 539.7744 1077.5342 -0.053569 0.44281 0.38831 53.526 53.526 4.40E-02 25.38 4006400

11545 EPNEAVALR Unmodified _EPNEAVALR_ B4F850_MAIZE 2 499.76691 997.51926 -0.076163 0.54851 0.43812 46.718 46.718 3.39E-01 27.22 579520

11546 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.040931 0.44123 0.37645 61.77 61.77 7.68E-01 15.79 1384200

11547 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.21228 -0.038864 -0.27439 64.221 64.221 4.50E-01 30.44 202990

11548 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 0.0019885 0.028606 0.0073987 63.798 63.798 1.00E+00 18.42 352800

11549 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.0090172 0.29829 0.26423 63.17 63.17 2.11E-01 13.43 520760

11550 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.069961 0.19918 0.10657 63.462 63.462 7.68E-01 23.19 908030

11551 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 2 738.36752 1474.7205 0.78793 0.008707 0.77309 63.574 63.574 1.60E-02 46.47 693210

11552 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.13927 -0.027232 -0.18921 63.558 63.558 4.50E-01 8 4791300

11553 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.136 0.32902 0.16958 62.527 62.527 1.00E+00 22.47 3603900

11554 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 2 738.36752 1474.7205 0.75396 -0.072407 0.65903 62.53 62.53 2.00E-01 33.11 670600

11555 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 3 492.58077 1474.7205 -0.25269 0.22461 -0.052416 65.102 65.102 2.11E-01 28.99 14385000

11556 EPNNLYNIHSFK Unmodified _EPNNLYNIHSFK_ B4FYR2_MAIZE 2 738.36752 1474.7205 0.73055 -0.1158 0.59251 65.099 65.099 1.98E-03 53.19 2231200
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11557 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 -0.207 -0.38024 -0.60943 51.016 51.016 7.68E-01 12.01 90394

11558 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 0.0051386 -0.47058 -0.48923 50.913 50.913 4.50E-01 2.01 292630

11559 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 -0.046087 -0.1997 -0.27 51.703 51.703 1.00E+00 10.46 517270

11560 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 -0.042417 -0.65439 -0.72101 51.331 51.331 1.00E+00 12.34 1250200

11561 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 -0.057304 -0.65144 -0.73133 51.94 51.94 1.00E+00 1.21 1132600

11562 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 3 493.24052 1476.6997 -0.10594 -0.17778 -0.30793 49.719 49.719 1.00E+00 12.13 1820100

11563 EPNNLYNVHSYK Unmodified _EPNNLYNVHSYK_ B4FM15_MAIZE 2 739.35715 1476.6997 0.73245 0.12374 0.83265 53.148 53.148 6.74E-02 41.73 950440

11564 EPPLNTYKPK Unmodified _EPPLNTYKPK_ B4G043_MAIZE 2 593.82696 1185.6394 0.17388 3.4957 3.6375 43.497 43.497 3.43E-01 35.61 1293600

11565 EPPLNTYKPK Unmodified _EPPLNTYKPK_ B4G043_MAIZE 3 396.2204 1185.6394 0.36948 1.9665 2.3032 43.456 43.456 1.00E+00 12.68 5579800

11566 EPSTNVVLADHVTTK Unmodified _EPSTNVVLADHVTTK_ B6T5Q6_MAIZE 2 805.92285 1609.8312 0.95592 0.16993 1.1324 54.465 54.465 1.26E-03 54.19 715990

11567 EPTAPVAAPAPSTGVPK Unmodified _EPTAPVAAPAPSTGVPK_ B4FL64_MAIZE 2 795.43031 1588.8461 0.9813 0.47674 1.4547 56.342 56.342 1.02E-03 50.05 806010

11568 EPTAPVAAPAPSTGVPK Unmodified _EPTAPVAAPAPSTGVPK_ B4FL64_MAIZE 2 795.43031 1588.8461 0.91097 0.16041 1.0688 56.683 56.683 1.02E-03 62.04 875810

11569 EPWHDIHSR Unmodified _EPWHDIHSR_ PLDA1_MAIZE 3 392.85634 1175.5472 0.4785 -0.10224 0.36684 38.467 38.467 5.45E-01 31.35 3206300

11570 EPWHDIHSR Unmodified _EPWHDIHSR_ PLDA1_MAIZE 2 588.78088 1175.5472 0.21834 -0.06376 0.14667 38.139 38.139 3.39E-01 31.9 116470

11571 EPYVVELDQR Unmodified _EPYVVELDQR_ B6T828_MAIZE 2 624.31696 1246.6194 0.17412 -0.076758 0.088188 67.311 67.311 1.45E-01 30.72 995020

11572 EQANSNALATLDK Unmodified _EQANSNALATLDK_ B6TIJ7_MAIZE 2 687.84661 1373.6787 0.54752 -0.29314 0.22716 55.41 55.41 9.54E-02 44.12 35437

11573 EQANSNALATLDK Unmodified _EQANSNALATLDK_ B6TIJ7_MAIZE 2 687.84661 1373.6787 0.55502 -1.3955 -0.86641 57.235 57.235 9.54E-02 92.02 2055700

11574 EQANSNALATLDKLNETLDMLEK Oxidation (M) _EQANSNALATLDKLNETLDM(ox)LEK_ B6TIJ7_MAIZE 3 859.76193 2576.264 1.0725 0.25544 1.303 115.86 115.86 3.81E-04 28.02 291490

11575 EQANSSALATLDKLNETLDMLEK Oxidation (M) _EQANSSALATLDKLNETLDM(ox)LEK_ B4F8L9_MAIZE 3 850.7583 2549.2531 1.1128 0.33214 1.4214 118.06 118.06 1.61E-06 51.94 204200

11576 EQASVAQEATAR Unmodified _EQASVAQEATAR_ B6TJW3_MAIZE 2 630.81257 1259.6106 0.36124 0.17866 0.51636 39.437 39.437 1.98E-03 69.36 575660

11577 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 1.0575 0.22439 1.2761 80.92 80.92 7.01E-14 75.84 453310

11578 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 1.0238 -0.30482 0.71428 81.394 81.394 7.42E-06 55.92 216010

11579 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 1.0019 -0.18888 0.80767 81.91 81.91 1.82E-38 95.42 537300

11580 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 0.98895 -0.38267 0.6012 81.559 81.559 7.73E-25 87.56 658280

11581 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 0.99682 -0.36126 0.63089 81.268 81.268 1.42E-33 96.72 2001200

11582 EQAVWALGNVAGDSPK Unmodified _EQAVWALGNVAGDSPK_ B6T451_MAIZE 2 821.41519 1640.8158 0.98614 -0.26459 0.71656 81.826 81.826 1.34E-51 112.68 4430500

11583 EQDLALPPALPWWTR Unmodified _EQDLALPPALPWWTR_ B4FB47_MAIZE 2 896.97268 1791.9308 1.211 0.12343 1.3238 116.16 116.16 6.37E-03 20.96 149010

11584 EQDLLDKGELLLR Unmodified _EQDLLDKGELLLR_ Q9ZP61_MAIZE 3 514.62263 1540.8461 -0.1191 0.099044 -0.041063 90.515 90.515 1.28E-01 28.09 284330

11585 EQEAINFLEK Unmodified _EQEAINFLEK_ B4F7U0_MAIZE 2 610.81151 1219.6085 0.31375 0.13387 0.41479 72.589 72.589 4.40E-02 32.87 1385000

11586 EQEAINFLEK Unmodified _EQEAINFLEK_ B4F7U0_MAIZE 2 610.81151 1219.6085 0.26377 -0.26523 -0.033849 73.003 73.003 1.00E+00 7.1 397180

11587 EQEAINFLEK Unmodified _EQEAINFLEK_ B4F7U0_MAIZE 2 610.81151 1219.6085 0.30295 0.10253 0.37379 73.85 73.85 1.45E-01 29.75 589340

11588 EQEAINFLEK Unmodified _EQEAINFLEK_ B4F7U0_MAIZE 2 610.81151 1219.6085 0.30049 -1.1296 -0.85957 73.355 73.355 7.11E-01 5.93 688600

11589 EQEAINFLEK Unmodified _EQEAINFLEK_ B4F7U0_MAIZE 2 610.81151 1219.6085 0.13001 0.22424 0.32138 72.791 72.791 4.40E-02 46.89 15151000

11590 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.84348 -0.000117 0.84001 31.646 31.646 1.65E-02 45.96 408740
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11591 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.75906 -0.009259 0.74696 30.797 30.797 1.26E-03 59.21 86986

11592 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.80296 -0.075264 0.72413 29.672 29.672 1.65E-02 47.87 34852

11593 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.79177 -0.20601 0.58179 33.104 33.104 2.05E-04 67.03 368350

11594 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.83573 0.10976 0.94098 32.233 32.233 4.63E-02 50.95 248500

11595 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.85387 0.005062 0.85582 33.038 33.038 4.63E-02 54.17 156130

11596 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.82013 -0.48298 0.33414 33.193 33.193 1.26E-03 73.02 1574200

11597 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.82912 0.226 1.0507 33.891 33.891 6.37E-03 48.4 52918

11598 EQGAISTASSGDQTK Unmodified _EQGAISTASSGDQTK_ B4FZ29_MAIZE 2 740.34972 1478.6849 0.81805 -0.48237 0.33281 31.156 31.156 1.26E-03 55.74 66375

11599 EQGEHLIYSST Unmodified _EQGEHLIYSST_ B4G1I6_MAIZE 2 632.29622 1262.5779 0.31203 -0.46437 -0.16373 55.946 55.946 4.96E-02 29.18 246480

11600 EQIQSYVFDVIR Unmodified _EQIQSYVFDVIR_ Q9M584_MAIZE 2 748.89082 1495.7671 0.90627 0.47328 1.3755 101.04 101.04 1.60E-02 51.33 1220900

11601 EQIQSYVFDVIR Unmodified _EQIQSYVFDVIR_ Q9M584_MAIZE 2 748.89082 1495.7671 0.82644 0.53113 1.3541 102.22 102.22 4.56E-01 35.16 57552

11602 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.1734 0.08079 1.2239 128.92 128.92 3.42E-29 67.71 1656500

11603 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.1237 0.37158 1.4649 129.25 129.25 5.92E-01 2.23 79119

11604 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.1599 0.11256 1.2424 130.13 130.13 1.02E-03 29.72 71380

11605 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.1985 0.33208 1.4999 130.02 130.02 1.22E-02 14.49 97504

11606 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.1794 0.28644 1.4357 130.84 130.84 2.47E-02 22.97 77169

11607 EQLAIAEFAESLLIIPK Unmodified _EQLAIAEFAESLLIIPK_ B6TKY3_MAIZE 2 943.03768 1884.0608 1.2184 0.2555 1.4441 130.37 130.37 1.54E-12 72.86 900380

11608 EQLALPDGTAITGESK Unmodified _EQLALPDGTAITGESK_ B4FDG2_MAIZE 2 815.42014 1628.8257 0.93895 -0.057237 0.87176 77.283 77.283 9.46E-03 44.3 117430

11609 EQLDFSPSGICSMVQVTDLK Unmodified _EQLDFSPSGICSMVQVTDLK_ B4FBC9_MAIZE 2 1127.5401 2253.0657 1.2068 -0.6678 0.54809 110.76 110.76 4.56E-22 81.69 394710

11610 EQLDFSPSGICSMVQVTDLK Oxidation (M) _EQLDFSPSGICSM(ox)VQVTDLK_ B4FBC9_MAIZE 2 1135.5376 2269.0606 1.2412 -0.39492 0.85701 96.077 96.077 4.56E-22 85.68 166870

11611 EQLDFSPSGICSMVQVTDLK Oxidation (M) _EQLDFSPSGICSM(ox)VQVTDLK_ B4FBC9_MAIZE 2 1135.5376 2269.0606 1.2184 -0.069637 1.1587 95.569 95.569 9.41E-18 88.9 183850

11612 EQLDFSPSGICSMVQVTDLK Oxidation (M) _EQLDFSPSGICSM(ox)VQVTDLK_ B4FBC9_MAIZE 2 1135.5376 2269.0606 1.2 -0.18687 1.0236 96.237 96.237 9.41E-18 104.29 249440

11613 EQLDFSPSGICSMVQVTDLK Oxidation (M) _EQLDFSPSGICSM(ox)VQVTDLK_ B4FBC9_MAIZE 2 1135.5376 2269.0606 1.1576 -0.078782 1.0891 95.43 95.43 4.56E-22 85.73 724050

11614 EQLDFSPSGICSMVQVTDLK Oxidation (M) _EQLDFSPSGICSM(ox)VQVTDLK_ B4FBC9_MAIZE 2 1135.5376 2269.0606 1.1651 0.019937 1.1954 96.139 96.139 3.94E-53 110.46 668230

11615 EQLQNLCNVYALYILHK Unmodified _EQLQNLCNVYALYILHK_ B4F8X3_MAIZE 3 707.03834 2118.0932 0.62539 -0.45515 0.15349 103.17 103.17 5.98E-03 25.29 1047200

11616 EQLQNLCNVYALYILHK Unmodified _EQLQNLCNVYALYILHK_ B4F8X3_MAIZE 3 707.03834 2118.0932 0.60355 -0.81576 -0.2283 103.91 103.91 1.00E+00 1.09 676470

11617 EQLQNLCNVYALYILHK Unmodified _EQLQNLCNVYALYILHK_ B4F8X3_MAIZE 3 707.03834 2118.0932 0.71913 0.095261 0.79723 103.89 103.89 4.56E-01 9.87 558040

11618 EQLQTVQLK Unmodified _EQLQTVQLK_ B6U8G5_MAIZE 2 543.81131 1085.6081 0.12124 0.091053 0.20211 51.155 51.155 7.18E-01 8.06 950790

11619 EQLQTVQLK Unmodified _EQLQTVQLK_ B6U8G5_MAIZE 2 543.81131 1085.6081 0.014867 0.26038 0.26456 53.57 53.57 7.18E-01 10.45 599650

11620 EQLQTVQLK Unmodified _EQLQTVQLK_ B6U8G5_MAIZE 2 543.81131 1085.6081 0.020359 0.12486 0.13503 52.889 52.889 1.12E-01 48.49 2638200

11621 EQLVAEIR Unmodified _EQLVAEIR_ B6TB21_MAIZE 2 479.27182 956.5291 -0.13185 0.35291 0.19036 57.686 57.686 1.00E+00 22.15 1508700

11622 EQLVAEIR Unmodified _EQLVAEIR_ B6TB21_MAIZE 2 479.27182 956.5291 -0.10086 0.017492 -0.11242 55.615 55.615 3.77E-01 29.05 1693800

11623 EQLVAEIR Unmodified _EQLVAEIR_ B6TB21_MAIZE 2 479.27182 956.5291 -0.16718 0.017665 -0.17828 58.535 58.535 7.88E-01 33.94 140790

11624 EQLVALLR Unmodified _EQLVALLR_ B6SXV2_MAIZE 2 471.29256 940.57057 0.0065654 -0.14405 -0.16381 76.547 76.547 1.00E+00 10.91 222130
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11625 EQLVALLR Unmodified _EQLVALLR_ B6SXV2_MAIZE 2 471.29256 940.57057 -0.10136 0.22052 0.091989 76.497 76.497 1.65E-01 29.02 1228000

11626 EQLVALLR Unmodified _EQLVALLR_ B6SXV2_MAIZE 2 471.29256 940.57057 -0.024236 -0.12058 -0.17173 76.811 76.811 7.88E-01 10.41 606730

11627 EQLVALLR Unmodified _EQLVALLR_ B6SXV2_MAIZE 2 471.29256 940.57057 -0.1747 0.5613 0.35954 77.984 77.984 3.77E-01 26.04 208900

11628 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.94343 0.012158 0.94324 97.449 97.449 4.68E-05 43.01 1838300

11629 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.9649 -0.14257 0.8111 100.35 100.35 9.54E-02 19.72 26836

11630 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.9196 -0.21653 0.69134 98.065 98.065 6.20E-03 44.36 1883700

11631 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.90526 -0.125 0.76752 98.148 98.148 6.20E-03 46.88 1676600

11632 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.89566 -0.18905 0.69412 98.009 98.009 6.20E-03 49.32 2265000

11633 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 1.0122 -0.33696 0.66384 97.628 97.628 2.65E-01 30.23 236610

11634 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.96165 -0.065682 0.88317 98.121 98.121 1.47E-03 46.37 908990

11635 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.94421 0.003281 0.93554 97.645 97.645 8.43E-03 40.09 957100

11636 EQMTPLSEFEDKL Oxidation (M) _EQM(ox)TPLSEFEDKL_ B6U0S1_MAIZE 2 791.8689 1581.7232 0.93531 -0.47799 0.44626 97.831 97.831 3.13E-02 37.43 215360

11637 EQMTPLSEFEDKL Unmodified _EQMTPLSEFEDKL_ B6U0S1_MAIZE 2 783.87144 1565.7283 0.88139 -0.19307 0.6741 101.99 101.99 1.47E-03 36.88 8235600

11638 EQMTPLSEFEDKL Unmodified _EQMTPLSEFEDKL_ B6U0S1_MAIZE 2 783.87144 1565.7283 0.91448 0.37205 1.2713 102.6 102.6 1.15E-02 37.57 756040

11639 EQMTPLSEFEDKL Unmodified _EQMTPLSEFEDKL_ B6U0S1_MAIZE 2 783.87144 1565.7283 0.9009 0.35288 1.2389 102.67 102.67 3.13E-02 25.89 571360

11640 EQMTPLSEFEDKL Unmodified _EQMTPLSEFEDKL_ B6U0S1_MAIZE 2 783.87144 1565.7283 0.99447 0.53159 1.5104 102.61 102.61 1.15E-02 28.33 569220

11641 EQMTPLSEFEDKL Unmodified _EQMTPLSEFEDKL_ B6U0S1_MAIZE 2 783.87144 1565.7283 0.96024 0.62707 1.571 102.66 102.66 1.15E-02 39.31 746790

11642 EQNQVWQEK Unmodified _EQNQVWQEK_ B6TLR9_MAIZE 2 594.78583 1187.5571 0.17277 -0.09873 0.059 45.312 45.312 3.32E-02 41.97 1064900

11643 EQNQVWQEK Unmodified _EQNQVWQEK_ B6TLR9_MAIZE 2 594.78583 1187.5571 0.11818 0.055049 0.15787 42.767 42.767 1.12E-01 32.94 4092000

11644 EQNVFETLIGK Unmodified _EQNVFETLIGK_ B4FS49_MAIZE 2 639.34043 1276.6663 0.42884 0.81161 1.2296 96.242 96.242 4.96E-02 41.36 1315700

11645 EQPVGTIAAVDHASEEVLNYDQVFVR Unmodified _EQPVGTIAAVDHASEEVLNYDQVFVR_ B6U8D3_MAIZE 3 962.81379 2885.4196 1.2212 -0.37004 0.85308 113.77 113.77 8.27E-03 25.49 356710

11646 EQPVGTIAAVDHASEEVLNYDQVFVR Unmodified _EQPVGTIAAVDHASEEVLNYDQVFVR_ B6U8D3_MAIZE 4 722.36216 2885.4196 0.76804 -0.002314 0.76746 114.74 114.74 1.00E+00 1.75 193310

11647 EQPVGTIAAVDHASEEVLNYDQVFVR Unmodified _EQPVGTIAAVDHASEEVLNYDQVFVR_ B6U8D3_MAIZE 3 962.81379 2885.4196 1.2147 -0.32062 0.8958 116.97 116.97 4.46E-06 35.33 529640

11648 EQPVGTIAAVDHASEEVLNYDQVFVR Unmodified _EQPVGTIAAVDHASEEVLNYDQVFVR_ B6U8D3_MAIZE 3 962.81379 2885.4196 1.1946 -1.715 -0.51682 127.59 127.59 1.00E+00 7.14 57255

11649 EQQAFEEACPISE Unmodified _EQQAFEEACPISE_ B6UD55_MAIZE 2 769.32739 1536.6402 0.88214 -0.17989 0.68944 70.99 70.99 3.13E-02 17.24 143040

11650 EQQLNDLELQQQTLLGGAPPPPPTK Unmodified _EQQLNDLELQQQTLLGGAPPPPPTK_ B6T3V3_MAIZE 3 904.81161 2711.413 1.1244 0.15672 1.2756 92.555 92.555 1.88E-03 24.6 87728

11651 EQSENLLTK Unmodified _EQSENLLTK_ B6TK96_MAIZE 2 531.2773 1060.5401 -0.038329 -0.17854 -0.24491 45.305 45.305 9.73E-03 39.2 691240

11652 EQTGKDDIDVGSIR Unmodified _EQTGKDDIDVGSIR_ B4G1Z4_MAIZE 3 511.58988 1531.7478 -0.041435 -0.82645 -0.86534 53.487 53.487 1.00E+00 10.07 3209300

11653 EQTGKDDIDVGSIR Unmodified _EQTGKDDIDVGSIR_ B4G1Z4_MAIZE 3 511.58988 1531.7478 -0.1378 -0.21052 -0.34583 51.934 51.934 5.17E-02 30.94 3949800

11654 EQTVFAQR Unmodified _EQTVFAQR_ B6UBW7_MAIZE 2 489.7538 977.49304 -0.13794 -0.01694 -0.15708 40.334 40.334 7.88E-01 18.71 184310

11655 EQTVFAQR Unmodified _EQTVFAQR_ B6UBW7_MAIZE 2 489.7538 977.49304 -0.01733 -0.064104 -0.084408 42.322 42.322 1.65E-01 34.44 406470

11656 EQVEQIIK Unmodified _EQVEQIIK_ A1JUJ0_MAIZE 2 493.77948 985.54441 -0.41196 52.161 52.161 1.48E-01 9.48

11657 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.1147 0.032268 1.1464 101.58 101.58 6.49E-11 42.62 2526900

11658 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.1514 0.17866 1.3295 101.55 101.55 1.32E-07 85.4 1171900
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11659 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.0812 0.001555 1.0827 102 102 1.80E-18 56.74 3082700

11660 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.3762 -0.040217 1.3358 101.97 101.97 1.06E-12 74.49 856230

11661 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.0583 -0.075091 0.98247 102.12 102.12 3.06E-22 80.11 4049700

11662 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.0863 0.18269 1.2686 102.1 102.1 1.06E-12 77.98 1354900

11663 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.0256 -0.084492 0.9403 102.09 102.09 1.80E-18 61.19 7055100

11664 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.1134 0.095016 1.2079 102.11 102.11 1.06E-12 75.03 1881500

11665 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.0385 -0.22427 0.81457 101.67 101.67 3.06E-22 64.35 13962000

11666 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.1317 0.09297 1.2245 101.64 101.64 1.16E-15 70 4203500

11667 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.1436 -0.127 1.0167 102.33 102.33 1.07E-13 56.86 668210

11668 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.1616 0.32934 1.4901 101.85 101.85 1.82E-07 44.5 600400

11669 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 2 1329.6377 2657.2609 1.1852 0.40913 1.5934 101.81 101.81 1.32E-07 69.09 308030

11670 EQVFSTYSDNQPGVLIQVYEGER Unmodified _EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 886.76092 2657.2609 1.1012 -0.12421 0.97673 102.26 102.26 8.99E-06 31.24 589490

11671 EQVFSTYSDNQPGVLIQVYEGER Acetyl (Protein N-term) _(ac)EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 900.76444 2699.2715 1.1385 0.048333 1.1842 113.17 113.17 6.00E-05 22.54 196850

11672 EQVFSTYSDNQPGVLIQVYEGER Acetyl (Protein N-term) _(ac)EQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 900.76444 2699.2715 1.2372 0.050389 1.2852 113.61 113.61 7.34E-03 28.4 249580

11673 EQVLAFPAPEPPAAAGGAASFPSLR Unmodified _EQVLAFPAPEPPAAAGGAASFPSLR_ B6U1U5_MAIZE 3 817.76041 2450.2594 1.0693 -0.094366 0.96467 103.69 103.69 9.95E-03 19.43 187430

11674 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.37203 -0.2379 0.117 72.494 72.494 1.00E+00 15.93 2098300

11675 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.24146 0.29574 0.51979 73.646 73.646 7.60E-01 24.44 236660

11676 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.32107 0.056706 0.35973 72.976 72.976 1.00E+00 28.76 341500

11677 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.4574 0.2443 0.68452 73.281 73.281 1.00E+00 5.16 598440

11678 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.38265 0.068443 0.43398 73.681 73.681 7.60E-01 18.24 1616300

11679 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.26895 0.02619 0.27825 73.612 73.612 3.83E-01 24.59 2598900

11680 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.23958 0.013107 0.23605 72.889 72.889 4.96E-02 42.32 9254300

11681 EQWSPALTISK Unmodified _EQWSPALTISK_ B4FCQ9_MAIZE 2 630.33515 1258.6558 0.23122 -0.045506 0.16872 74.482 74.482 1.67E-02 36.99 28862000

11682 EREEEMQDVNRR Unmodified _EREEEMQDVNRR_ B4FSU1_MAIZE 3 530.91448 1589.7216 0.067198 -0.63313 -0.59326 31.287 31.287 2.11E-01 17 78072

11683 EREVEDLFYK Unmodified _EREVEDLFYK_ Q64HC3_MAIZE 2 664.33007 1326.6456 0.55674 0.47782 1.0132 68.718 68.718 2.81E-03 34.57 652860

11684 ERHEVPYYAK Unmodified _ERHEVPYYAK_ B4FY74_MAIZE 3 431.21917 1290.6357 0.066285 -0.17684 -0.13702 37.962 37.962 1.25E-01 28.99 1544300

11685 ERHEVPYYAK Unmodified _ERHEVPYYAK_ B4FY74_MAIZE 3 431.21917 1290.6357 0.11312 0.10351 0.18852 35.204 35.204 1.26E-02 43.79 1343500

11686 ERLDAELK Unmodified _ERLDAELK_ B6SZS2_MAIZE 2 487.26928 972.52401 -0.049139 1.5288 1.4381 40.492 40.492 3.77E-01 33.12 764910

11687 ERLDAINDEFK Unmodified _ERLDAINDEFK_ B6TF74_MAIZE 3 450.56137 1348.6623 -0.030349 -0.043713 -0.098442 62.239 62.239 1.00E+00 17.13 3423900

11688 ERLDAINDEFK Unmodified _ERLDAINDEFK_ B6TF74_MAIZE 2 675.33842 1348.6623 0.51736 0.55243 1.045 62.252 62.252 3.60E-06 61.44 1154800

11689 ERLEFLDADK Unmodified _ERLEFLDADK_ Q29SB6_MAIZE 2 618.31696 1234.6194 0.27905 -0.035015 0.22097 67.54 67.54 4.40E-05 46.15 322170

11690 ERLEFLDADKCECK Unmodified _ERLEFLDADKCECK_ Q29SB6_MAIZE 3 604.94668 1811.8182 0.22211 -0.19333 0.019471 62.874 62.874 5.13E-11 37.4 724700

11691 ERLEFLDADKCECK Unmodified _ERLEFLDADKCECK_ Q29SB6_MAIZE 4 453.96183 1811.8182 -0.13926 0.084292 -0.064339 62.863 62.863 1.00E+00 6.69 841730

11692 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 3 312.84824 935.52289 1.4508 -0.18076 1.253 66.199 66.199 1.00E+00 18.7 1148100
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11693 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 2 468.76872 935.52289 0.0015781 0.089674 0.074727 66.267 66.267 8.04E-02 15.53 1141800

11694 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 2 468.76872 935.52289 -0.16875 1.0702 0.88406 67.559 67.559 1.86E-01 29.23 839440

11695 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 2 468.76872 935.52289 -0.037907 0.56174 0.50681 68.32 68.32 1.86E-01 20.17 1121900

11696 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 3 312.84824 935.52289 1.5935 -0.51573 1.0642 68.203 68.203 1.00E+00 22.68 1025900

11697 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 2 468.76872 935.52289 -0.011908 0.68196 0.65275 67.784 67.784 4.46E-01 20.61 720930

11698 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 3 312.84824 935.52289 1.4267 -0.23197 1.1781 67.646 67.646 1.00E+00 3.52 583780

11699 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 3 312.84824 935.52289 1.37 -0.18764 1.1679 67.947 67.947 1.00E+00 13.33 2659400

11700 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 3 312.84824 935.52289 1.4408 -0.313 1.1133 67.781 67.781 1.00E+00 15.33 7673100

11701 ERLPFFK Unmodified _ERLPFFK_ BGLC_MAIZE 2 468.76872 935.52289 -0.08085 -0.3889 -0.48482 67.778 67.778 7.83E-01 9.37 6122200

11702 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 3 479.58926 1435.746 -0.16268 0.079662 -0.10006 59.053 59.053 1.40E-01 12.22 324950

11703 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 3 479.58926 1435.746 -0.015938 -0.12862 -0.16068 60.44 60.44 1.91E-02 28.13 520360

11704 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 3 479.58926 1435.746 -0.076861 0.43764 0.34253 60.325 60.325 6.15E-03 30.08 777350

11705 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 4 359.94377 1435.746 0.85084 0.22799 1.0615 60.314 60.314 1.00E+00 6.99 554750

11706 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 3 479.58926 1435.746 -0.065722 -0.13555 -0.21733 59.972 59.972 9.88E-04 51.84 2622100

11707 ERLPFFKDEQK Unmodified _ERLPFFKDEQK_ BGLC_MAIZE 4 359.94377 1435.746 0.91727 0.079664 0.97823 59.988 59.988 1.00E+00 9.08 2125200

11708 ERPIGDLVVGLK Unmodified _ERPIGDLVVGLK_ O24566_MAIZE 2 648.38772 1294.7609 0.47304 -0.20332 0.26546 72.098 72.098 7.72E-03 38.77 474100

11709 ERPIGDLVVGLK Unmodified _ERPIGDLVVGLK_ O24566_MAIZE 3 432.59424 1294.7609 0.093829 -0.13049 -0.042709 73.352 73.352 6.54E-02 35.01 2606100

11710 ESAESTMMAYK Unmodified _ESAESTMMAYK_ B6SRI4_MAIZE 2 624.26776 1246.521 0.38109 0.27931 0.62793 55.293 55.293 4.96E-02 29.33 1481000

11711 ESAESTMMAYK Unmodified _ESAESTMMAYK_ B6SRI4_MAIZE 2 624.26776 1246.521 0.30182 0.20131 0.47008 55.815 55.815 4.96E-02 49.28 1048800

11712 ESAESTMMAYK 2 Oxidation (M) _ESAESTM(ox)M(ox)AYK_ B6SRI4_MAIZE 2 640.26268 1278.5108 0.44826 -0.068013 0.35576 28.799 28.799 1.67E-02 46.94 154810

11713 ESAESTMMAYK Oxidation (M) _ESAESTM(ox)MAYK_ B6SRI4_MAIZE 2 632.26522 1262.5159 0.37679 -0.23446 0.11446 38.628 38.628 4.48E-03 54.6 246650

11714 ESAESTMMAYK Oxidation (M) _ESAESTMM(ox)AYK_ B6SRI4_MAIZE 2 632.26522 1262.5159 0.34412 -0.055451 0.26007 46.677 46.677 4.96E-02 53.29 591440

11715 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.34676 -0.18071 0.14462 36.689 36.689 4.96E-02 45.96 547090

11716 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.28124 0.30383 0.56237 35.704 35.704 1.67E-02 52.41 434690

11717 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 -0.008939 38.496 38.496 8.15E-03 52.94

11718 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 -0.008939 38.857 38.857 8.15E-03 52.49

11719 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.34583 0.11911 0.4427 37.873 37.873 1.67E-02 48.37 383400

11720 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.3132 0.12386 0.41515 38.657 38.657 4.43E-05 68.73 790630

11721 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.28435 0.4685 0.73096 39.52 39.52 4.48E-03 45.23 1066300

11722 ESAESTMVAYK Oxidation (M) _ESAESTM(ox)VAYK_ B4FT23_MAIZE 2 616.27919 1230.5438 0.19017 -0.051287 0.11683 36.581 36.581 3.57E-04 58.67 7234800

11723 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.24306 0.22569 0.4433 49.078 49.078 4.48E-03 45.81 10469000

11724 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.24164 0.24939 0.46534 48.897 48.897 3.83E-01 19.87 1454500

11725 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.27761 0.09864 0.35068 51.316 51.316 1.47E-01 28.43 1747300

11726 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.28938 0.1399 0.40417 50.606 50.606 4.96E-02 23.14 1613900
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11727 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.23233 0.1831 0.38994 51.391 51.391 3.83E-01 14.57 1289200

11728 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.26674 0.20386 0.44522 51.228 51.228 1.47E-01 37.92 1541600

11729 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.22096 0.28168 0.47655 51.883 51.883 3.83E-01 22.16 2307600

11730 ESAESTMVAYK Unmodified _ESAESTMVAYK_ B4FT23_MAIZE 2 608.28173 1214.5489 0.13436 -0.21256 -0.10351 49.417 49.417 4.96E-02 54.57 17726000

11731 ESAIAQVIR Unmodified _ESAIAQVIR_ B6TPA2_MAIZE 2 493.7851 985.55564 -0.04197 0.016787 -0.051769 56.044 56.044 1.01E-02 30.27 1260400

11732 ESAIAQVIR Unmodified _ESAIAQVIR_ B6TPA2_MAIZE 2 493.7851 985.55564 -0.034376 0.17777 0.11662 57.991 57.991 1.01E-02 21.18 663220

11733 ESAIAQVIR Unmodified _ESAIAQVIR_ B6TPA2_MAIZE 2 493.7851 985.55564 -0.090699 0.14419 0.025707 58.54 58.54 1.01E-02 33.22 952670

11734 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.1977 0.13664 1.3349 95.945 95.945 2.26E-15 72 634030

11735 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.1477 -0.46355 0.68612 96.475 96.475 8.71E-43 76.43 643130

11736 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.1675 -0.22616 0.9423 96.573 96.573 1.38E-02 14.53 657850

11737 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 3 737.6734 2209.9984 0.87327 -0.009874 0.86398 96.566 96.566 9.26E-02 6.51 253470

11738 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.154 -0.088636 1.0661 96.439 96.439 2.26E-15 73.89 728400

11739 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 3 737.6734 2209.9984 0.81639 -0.001306 0.81533 96.421 96.421 9.26E-02 9.36 186460

11740 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.2354 -0.24498 0.99201 96.655 96.655 3.15E-01 13.41 439140

11741 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.1877 -0.5511 0.63861 96.239 96.239 3.94E-09 48.09 4793200

11742 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 3 737.6734 2209.9984 0.78501 -0.45336 0.33291 96.25 96.25 5.05E-05 37.77 1274100

11743 ESALGNIPTIAFCDTDSPMR Oxidation (M) _ESALGNIPTIAFCDTDSPM(ox)R_ B4FTD2_MAIZE 2 1106.0065 2209.9984 1.1184 -0.11287 1.0065 96.338 96.338 2.26E-15 75.35 675780

11744 ESALGNIPTIAFCDTDSPMR Unmodified _ESALGNIPTIAFCDTDSPMR_ B4FTD2_MAIZE 2 1098.009 2194.0034 1.1792 -0.20763 0.97053 102.03 102.03 6.57E-12 84.06 2144900

11745 ESALGNIPTIAFCDTDSPMR Unmodified _ESALGNIPTIAFCDTDSPMR_ B4FTD2_MAIZE 2 1098.009 2194.0034 1.1832 -0.42312 0.76006 102.36 102.36 9.41E-18 94.86 1780500

11746 ESAPAQPTAADLINLYNIR Unmodified _ESAPAQPTAADLINLYNIR_ B4FAK2_MAIZE 2 1029.0367 2056.0589 1.255 -0.020804 1.209 104.3 104.3 4.53E-07 67.41 278390

11747 ESAPPIISSHK Unmodified _ESAPPIISSHK_ B6T6P3_MAIZE 3 389.21191 1164.6139 0.51744 -0.10927 0.38401 42.78 42.78 2.92E-01 15.47 499180

11748 ESAQHTASEIGK Unmodified _ESAQHTASEIGK_ B6TK66_MAIZE 2 629.30712 1256.5997 0.37222 -0.17843 0.17409 30.452 30.452 7.72E-03 43.11 50242

11749 ESAQHTASEIGK Unmodified _ESAQHTASEIGK_ B6TK66_MAIZE 3 419.87384 1256.5997 0.21223 -0.002559 0.18883 30.445 30.445 1.00E+00 7.21 183970

11750 ESAQIAHTVGR Unmodified _ESAQIAHTVGR_ LONH2_MAIZE 2 584.80709 1167.5996 0.28147 -0.19223 0.081121 33.546 33.546 1.67E-02 45.18 88364

11751 ESAQIAHTVGR Unmodified _ESAQIAHTVGR_ LONH2_MAIZE 2 584.80709 1167.5996 0.15591 -0.046197 0.10153 32.377 32.377 1.47E-01 35.46 90947

11752 ESAQIAHTVGR Unmodified _ESAQIAHTVGR_ LONH2_MAIZE 2 584.80709 1167.5996 0.23719 0.079281 0.30724 35.089 35.089 1.67E-02 45.92 267310

11753 ESAVETVLDSSR Unmodified _ESAVETVLDSSR_ B4FAZ6_MAIZE 2 646.82006 1291.6256 0.41566 0.25692 0.66448 73.718 73.718 1.11E-04 67.22 1617200

11754 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1507 -0.013177 1.12 78.872 78.872 1.24E-09 41.53 2965800

11755 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1402 0.14734 1.2699 79.086 79.086 1.54E-12 52.06 996460

11756 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1357 0.13579 1.2538 79.767 79.767 8.28E-39 61.89 1446500

11757 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1269 0.10892 1.218 79.397 79.397 1.37E-17 51.13 1091700

11758 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.2405 0.15609 1.3785 79.176 79.176 5.62E-03 43.52 484410

11759 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1481 0.22 1.3499 79.857 79.857 1.37E-17 64.27 2335000

11760 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1794 0.025419 1.187 79.557 79.557 1.37E-17 69.17 1170000
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11761 ESDAWPAEPQDAYGLEK Unmodified _ESDAWPAEPQDAYGLEK_ B4FBC2_MAIZE 2 953.4287 1904.8428 1.1441 0.26375 1.3897 79.04 79.04 1.37E-17 50.44 509700

11762 ESDGAELQNALK Unmodified _ESDGAELQNALK_ B6THA1_MAIZE 2 637.81478 1273.615 0.27521 0.061528 0.30963 59.56 59.56 7.72E-03 63.94 289600

11763 ESDTGLAPPSQWDLVSDK Unmodified _ESDTGLAPPSQWDLVSDK_ B4FQJ6_MAIZE 2 972.9629 1943.9113 1.1878 -0.42429 0.76561 89.907 89.907 3.87E-04 30.46 1061500

11764 ESELIEENCAGVR Unmodified _ESELIEENCAGVR_ B6T9Y0_MAIZE 2 753.34866 1504.6828 0.72985 -0.85861 -0.14615 56.262 56.262 2.50E-15 68.61 502520

11765 ESELIQENYLGVR Unmodified _ESELIQENYLGVR_ Q71RX2_MAIZE 2 775.39647 1548.7784 0.90738 0.031193 0.91534 79.81 79.81 1.00E-11 69.59 718130

11766 ESETTQMGVGSK Unmodified _ESETTQMGVGSK_ B6TSP3_MAIZE 2 627.28754 1252.5605 0.41604 0.11611 0.5319 37.595 37.595 1.98E-03 61.77 139340

11767 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.2179 0.0796 1.2913 97.365 97.365 5.48E-24 65.27 985550

11768 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.1791 0.099008 1.272 97.854 97.854 5.89E-20 80.43 448040

11769 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.1586 0.003924 1.1564 97.939 97.939 4.44E-10 54.97 883350

11770 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.1638 0.17354 1.3313 97.8 97.8 2.86E-31 71.91 892170

11771 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.2306 0.065475 1.2904 97.36 97.36 5.48E-24 71.48 1863200

11772 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.1443 0.068716 1.2076 98.045 98.045 1.06E-14 68.69 5714400

11773 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 3 688.01285 2061.0167 0.60636 0.26182 0.86209 98.055 98.055 1.00E+00 0.26 1248800

11774 ESFADPGLGYVDIPNAQIR Unmodified _ESFADPGLGYVDIPNAQIR_ Q9SWR9_MAIZE 2 1031.5156 2061.0167 1.1768 0.094345 1.2654 97.859 97.859 1.06E-14 57.51 386270

11775 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 3 771.06075 2310.1604 0.93291 -0.31241 0.62365 110.4 110.4 5.99E-10 58.26 811790

11776 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 3 771.06075 2310.1604 0.87784 0.015155 0.89603 111.3 111.3 1.82E-12 64.23 891580

11777 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 4 578.54738 2310.1604 0.16038 0.20386 0.367 111.58 111.58 3.84E-01 15.58 1739800

11778 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 3 771.06075 2310.1604 0.8678 0.25667 1.1269 111.58 111.58 7.50E-16 58.56 1418300

11779 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 4 578.54738 2310.1604 0.22379 -0.14523 0.081613 112.13 112.13 1.00E+00 1.4 568060

11780 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 3 771.06075 2310.1604 0.92135 0.008873 0.93247 112.13 112.13 5.93E-08 55.77 746930

11781 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 4 578.54738 2310.1604 0.10942 0.11393 0.22542 113.19 113.19 5.39E-04 20 3829500

11782 ESFESGTLHLIGLLSDGGVHSR Unmodified _ESFESGTLHLIGLLSDGGVHSR_ B6TGG2_MAIZE 3 771.06075 2310.1604 0.85046 0.037748 0.8915 113.16 113.16 4.48E-26 71.04 3817800

11783 ESFLVTPLSGFHGCLAGFLVALK Unmodified _ESFLVTPLSGFHGCLAGFLVALK_ B4FKV2_MAIZE 3 821.775 2462.3032 1.0107 -0.27969 0.7403 124.27 124.27 2.00E-02 18.14 426870

11784 ESGEILCMNR Unmodified _ESGEILCMNR_ B4FP93_MAIZE 2 604.77355 1207.5325 0.24104 0.3209 0.54268 59.959 59.959 3.43E-01 17.77 625800

11785 ESGETSPAPSSEASK Unmodified _ESGETSPAPSSEASK_ Q9M585_MAIZE 2 732.32845 1462.6423 0.88906 -0.22108 0.64837 27.497 27.497 1.65E-02 41.48 11407

11786 ESGETSPAPSSEASK Unmodified _ESGETSPAPSSEASK_ Q9M585_MAIZE 2 732.32845 1462.6423 0.87989 -0.24439 0.6165 28.509 28.509 1.00E+00 17.56 25781

11787 ESGETSPAPSSEASK Unmodified _ESGETSPAPSSEASK_ Q9M585_MAIZE 2 732.32845 1462.6423 0.79454 0.006007 0.78171 28.938 28.938 7.01E-11 50.48 141680

11788 ESGMTLITAEDLDDAAEK Unmodified _ESGMTLITAEDLDDAAEK_ B4FRH5_MAIZE 2 954.94078 1907.867 1.1836 -0.36428 0.80387 87.792 87.792 4.65E-12 60.57 437920

11789 ESGMTLITAEDLDDAAEK Unmodified _ESGMTLITAEDLDDAAEK_ B4FRH5_MAIZE 2 954.94078 1907.867 1.1876 -0.16213 1.0102 88.235 88.235 8.00E-45 101.04 1026000

11790 ESGMTLITAEDLDDAAEK Oxidation (M) _ESGM(ox)TLITAEDLDDAAEK_ B4FRH5_MAIZE 2 962.93824 1923.8619 1.1528 -0.53121 0.6089 77.069 77.069 1.27E-12 72.92 214780

11791 ESGMTLITAEDLDDAAEK Oxidation (M) _ESGM(ox)TLITAEDLDDAAEK_ B4FRH5_MAIZE 2 962.93824 1923.8619 1.1674 0.15026 1.3044 77.667 77.667 2.58E-39 79.78 1288100

11792 ESGVNQGGDRPFFDFLESCLR Unmodified _ESGVNQGGDRPFFDFLESCLR_ B6SV32_MAIZE 3 810.70961 2429.107 0.96107 -0.12112 0.84926 115.78 115.78 3.55E-03 20.45 205330

11793 ESGVNQGGDRPFFDFLESCLR Unmodified _ESGVNQGGDRPFFDFLESCLR_ B6SV32_MAIZE 3 810.70961 2429.107 1.0282 -0.10093 0.93655 116.38 116.38 9.86E-04 33.09 178570

11794 ESIDTSTAVFDK Unmodified _ESIDTSTAVFDK_ B4FMM3_MAIZE 2 656.81699 1311.6194 0.50344 -0.43626 0.070679 64.569 64.569 1.60E-02 41.86 313610
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11795 ESIELPLMNPELFLR Unmodified _ESIELPLMNPELFLR_ B4FTV9_MAIZE 2 900.98185 1799.9492 1.0895 0.18858 1.2521 123.84 123.84 2.37E-16 59.66 1319500

11796 ESIELPLMNPELFLR Unmodified _ESIELPLMNPELFLR_ B4FTV9_MAIZE 2 900.98185 1799.9492 1.0652 0.27091 1.3101 124.25 124.25 1.26E-03 36.25 133910

11797 ESIELPLMNPELFLR Unmodified _ESIELPLMNPELFLR_ B4FTV9_MAIZE 2 900.98185 1799.9492 1.1246 0.23315 1.3322 124.47 124.47 6.37E-03 12.25 160760

11798 ESIELPLMNPELFLR Unmodified _ESIELPLMNPELFLR_ B4FTV9_MAIZE 2 900.98185 1799.9492 1.1103 0.42148 1.5062 124.98 124.98 1.26E-03 40.92 1884000

11799 ESIELPLMNPELFLR Unmodified _ESIELPLMNPELFLR_ B4FTV9_MAIZE 2 900.98185 1799.9492 1.1788 0.16404 1.3178 124.17 124.17 1.12E-07 42.6 899480

11800 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.1329 -2.0004 -0.88825 114.02 114.02 2.05E-04 34.03 352710

11801 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.0557 -2.0126 -0.97755 113.98 113.98 2.37E-16 43.66 365280

11802 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.2203 -0.4882 0.70975 113.65 113.65 4.63E-02 19.61 250450

11803 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.14 -0.27553 0.84234 113.83 113.83 6.53E-30 53.57 1470900

11804 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.1785 0.49561 1.651 115.08 115.08 7.01E-11 40.67 187980

11805 ESIELPLMNPELFLR Oxidation (M) _ESIELPLM(ox)NPELFLR_ B4FTV9_MAIZE 2 908.97931 1815.9441 1.1244 0.099531 1.2017 117.87 117.87 4.63E-02 15.14 92133

11806 ESISVTVQEVTPR Unmodified _ESISVTVQEVTPR_ B6TAY2_MAIZE 2 722.88574 1443.7569 0.78952 0.060162 0.85257 71.484 71.484 2.65E-01 9.31 444200

11807 ESIVDVEGVVSLPK Unmodified _ESIVDVEGVVSLPK_ B6TIG4_MAIZE 2 735.90614 1469.7977 0.80368 0.48138 1.2865 93.059 93.059 1.95E-13 94.79 769580

11808 ESIVDVEGVVSLPK Unmodified _ESIVDVEGVVSLPK_ B6TIG4_MAIZE 2 735.90614 1469.7977 0.746 0.57124 1.3194 93.466 93.466 7.64E-09 76.16 399880

11809 ESIVDVEGVVSLPK Unmodified _ESIVDVEGVVSLPK_ B6TIG4_MAIZE 2 735.90614 1469.7977 0.77407 0.42792 1.2036 93.582 93.582 7.64E-09 80.38 305230

11810 ESLGIGDEVLLLSDGNGELAR Unmodified _ESLGIGDEVLLLSDGNGELAR_ B6T2Y1_MAIZE 2 1079.0553 2156.0961 1.1439 0.080231 1.2133 114.58 114.58 2.39E-60 109.22 711760

11811 ESLGSLWR Unmodified _ESLGSLWR_ B6TRC0_MAIZE 2 474.25089 946.48723 -0.020815 0.35104 0.31125 73.517 73.517 1.00E+00 17.29 756470

11812 ESLGSLWR Unmodified _ESLGSLWR_ B6TRC0_MAIZE 2 474.25089 946.48723 -0.027012 0.16601 0.11927 74.521 74.521 1.00E+00 19.68 296270

11813 ESLGSLWR Unmodified _ESLGSLWR_ B6TRC0_MAIZE 2 474.25089 946.48723 -0.12066 0.08631 -0.053245 74.567 74.567 3.77E-01 18.33 5408700

11814 ESLGVLDAQLQGK Unmodified _ESLGVLDAQLQGK_ Q9FQB5_MAIZE 2 679.36972 1356.7249 0.48887 -0.13704 0.34375 76.192 76.192 4.68E-05 73.12 2637100

11815 ESLYPLLNFLK Unmodified _ESLYPLLNFLK_ SUS1_MAIZE B6 2 668.8792 1335.7438 0.48694 0.14784 0.60923 120.94 120.94 4.48E-03 32.31 6490200

11816 ESLYPLLNFLK Unmodified _ESLYPLLNFLK_ SUS1_MAIZE B6 2 668.8792 1335.7438 0.56902 0.42551 0.96831 120.52 120.52 1.00E+00 10.16 461650

11817 ESLYPLLNFLK Unmodified _ESLYPLLNFLK_ SUS1_MAIZE B6 2 668.8792 1335.7438 0.52442 0.30681 0.80547 123.79 123.79 3.83E-01 9.8 152420

11818 ESMYPLLNFLR Oxidation (M) _ESM(ox)YPLLNFLR_ SUS2_MAIZE 2 699.85794 1397.7013 0.65429 0.41328 1.0466 112.62 112.62 1.47E-01 37.09 144670

11819 ESMYPLLNFLR Oxidation (M) _ESM(ox)YPLLNFLR_ SUS2_MAIZE 2 699.85794 1397.7013 0.70526 0.30257 0.98658 112.58 112.58 2.94E-01 18.82 269580

11820 ESNEQGAEIGEAESTIAEVEAVVKPAED Unmodified _ESNEQGAEIGEAESTIAEVEAVVKPAED_ B4FNZ2_MAIZE 3 967.78764 2900.3411 1.2267 0.75621 1.9644 125.78 125.78 1.00E+00 4.47 32846

11821 ESNEQGAEIGEAESTIAEVEAVVKPAED Unmodified _ESNEQGAEIGEAESTIAEVEAVVKPAED_ B4FNZ2_MAIZE 3 967.78764 2900.3411 1.1361 0.26766 1.386 125.34 125.34 8.31E-01 29.64 816590

11822 ESNEQGAEIGEAESTIAEVEAVVKPAED Unmodified _ESNEQGAEIGEAESTIAEVEAVVKPAED_ B4FNZ2_MAIZE 2 1451.1778 2900.3411 1.0316 0.12078 1.1347 125.33 125.33 8.77E-15 71.66 162910

11823 ESPAEDLTLATLLVR Unmodified _ESPAEDLTLATLLVR_ B6U2I9_MAIZE 2 814.4487 1626.8829 1.1007 0.12822 1.2139 114.99 114.99 4.63E-02 39.42 79389

11824 ESPAEDLTLATLLVR Unmodified _ESPAEDLTLATLLVR_ B6U2I9_MAIZE 2 814.4487 1626.8829 0.9371 -0.067157 0.85517 116.09 116.09 1.04E-33 100.08 1520400

11825 ESPANDPSLR Unmodified _ESPANDPSLR_ B4FY83_MAIZE 2 543.26473 1084.5149 -0.046898 0.75401 0.68174 34.809 34.809 1.00E+00 11.49 64563

11826 ESPANDPSLR Unmodified _ESPANDPSLR_ B4FY83_MAIZE 2 543.26473 1084.5149 0.07465 0.20527 0.25661 37.791 37.791 1.00E+00 23.62 490500

11827 ESPANDPSLR Unmodified _ESPANDPSLR_ B4FY83_MAIZE 2 543.26473 1084.5149 0.065503 0.19311 0.23557 36.952 36.952 4.40E-02 34.77 1207100

11828 ESPANDPSLR Unmodified _ESPANDPSLR_ B4FY83_MAIZE 2 543.26473 1084.5149 -0.078953 -0.22801 -0.32909 37.69 37.69 1.45E-01 41.7 6076800
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11829 ESPANDPSLR Unmodified _ESPANDPSLR_ B4FY83_MAIZE 2 543.26473 1084.5149 0.0023236 -0.14186 -0.16334 37.722 37.722 3.43E-01 27.14 7174300

11830 ESPLGVPTQSAHPAR Unmodified _ESPLGVPTQSAHPAR_ B6SN85_MAIZE 3 516.27059 1545.79 -0.27051 -0.21751 -0.49086 48.623 48.623 1.00E+00 2.94 1242800

11831 ESPLGVPTQSAHPAR Unmodified _ESPLGVPTQSAHPAR_ B6SN85_MAIZE 2 773.90225 1545.79 0.81907 -0.10042 0.71454 48.709 48.709 6.37E-03 45.72 150280

11832 ESSMPDTSELFTNVYK Unmodified _ESSMPDTSELFTNVYK_ Q9ZQY0_MAIZE 2 924.42202 1846.8295 1.1553 0.024899 1.1728 92.8 92.8 1.02E-04 63.51 1242400

11833 ESSMPDTSELFTNVYK Unmodified _ESSMPDTSELFTNVYK_ Q9ZQY0_MAIZE 2 924.42202 1846.8295 1.1073 0.32729 1.4273 93.227 93.227 1.81E-01 16.79 125910

11834 ESSMPDTSELFTNVYK Unmodified _ESSMPDTSELFTNVYK_ Q9ZQY0_MAIZE 2 924.42202 1846.8295 1.1768 0.081985 1.252 93.501 93.501 7.01E-14 54.84 315810

11835 ESSMPDTSELFTNVYK Unmodified _ESSMPDTSELFTNVYK_ Q9ZQY0_MAIZE 2 924.42202 1846.8295 1.1511 -0.086445 1.0577 93.116 93.116 7.01E-14 82.08 1977300

11836 ESSMPDTSELFTNVYK Oxidation (M) _ESSM(ox)PDTSELFTNVYK_ Q9ZQY0_MAIZE 2 932.41948 1862.8244 1.1718 0.90006 2.0662 83.263 83.263 5.51E-02 24.41 237210

11837 ESSMPDTSELFTNVYK Oxidation (M) _ESSM(ox)PDTSELFTNVYK_ Q9ZQY0_MAIZE 2 932.41948 1862.8244 1.1778 0.74034 1.9123 82.951 82.951 2.16E-02 47.4 244850

11838 ESSMPDTSELFTNVYK Oxidation (M) _ESSM(ox)PDTSELFTNVYK_ Q9ZQY0_MAIZE 2 932.41948 1862.8244 1.2099 0.77449 1.9783 82.988 82.988 1.27E-09 76.76 2123500

11839 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.045092 -0.16199 -0.21999 60.221 60.221 1.01E-02 53.7 17723000

11840 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.93285 -0.26137 0.65981 60.223 60.223 5.45E-01 19.62 16276000

11841 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.59541 -0.5235 0.061591 63.408 63.408 2.35E-01 26.78 7235600

11842 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 -0.85129 60.837 60.837 4.08E-01 20.05

11843 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.081736 -0.25266 -0.34736 61.334 61.334 1.01E-02 50.23 6341800

11844 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.024039 -0.25805 -0.29575 62.512 62.512 9.73E-03 51.13 5537200

11845 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.9504 -0.48868 0.45014 62.515 62.515 5.45E-01 19.27 8114700

11846 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.010555 -0.19822 -0.22203 61.946 61.946 9.73E-03 64.09 5327600

11847 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.87479 -0.50292 0.35974 61.951 61.951 9.63E-01 17.47 5788600

11848 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.82174 -0.26221 0.54777 62.357 62.357 2.35E-01 18.81 3429300

11849 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.057166 -0.11595 -0.18529 62.349 62.349 9.73E-03 57.07 2438700

11850 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.93601 -0.098711 0.82451 62.057 62.057 5.45E-01 17.72 8443100

11851 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.040717 -0.32466 -0.37865 62.046 62.046 1.01E-02 53.63 7176500

11852 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.93314 0.05174 0.97144 62.397 62.397 9.63E-01 14.24 5649300

11853 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.063497 0.044239 -0.032654 62.4 62.4 9.73E-03 60.11 4695400

11854 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.12402 -0.12858 -0.26562 61.04 61.04 1.01E-02 59.4 10564000

11855 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 3 356.54511 1066.6135 0.89666 -0.18858 0.69549 61.038 61.038 2.35E-01 22.84 15179000

11856 ESTLHLVLR Unmodified _ESTLHLVLR_ B4FPT7_MAIZE 2 534.31402 1066.6135 -0.13539 -0.21923 -0.36737 64.208 64.208 3.32E-02 47.08 5218700

11857 ESVALGGGPAYK Unmodified _ESVALGGGPAYK_ B4FCI9_MAIZE 2 574.80095 1147.5873 0.20174 -0.56382 -0.37283 52.175 52.175 8.05E-01 11.22 369530

11858 ESVALGGGPAYK Unmodified _ESVALGGGPAYK_ B4FCI9_MAIZE 2 574.80095 1147.5873 0.060334 0.52829 0.57694 53.523 53.523 7.72E-03 52.81 1760600

11859 ESVDMHDNFDQIGLAQK Oxidation (M) _ESVDM(ox)HDNFDQIGLAQK_ B4FF84_MAIZE 3 654.96691 1961.8789 0.46504 -0.090352 0.37404 66.291 66.291 1.19E-01 19.35 239200

11860 ESVLPAAVTAR Unmodified _ESVLPAAVTAR_ TKTC_MAIZE B4 2 557.31676 1112.619 0.02089 0.014587 0.021375 61.402 61.402 7.60E-01 12.36 526870

11861 ESVLPAAVTAR Unmodified _ESVLPAAVTAR_ TKTC_MAIZE B4 2 557.31676 1112.619 0.04311 0.16632 0.19642 62.626 62.626 1.67E-02 42.26 1457200

11862 ESWYDLR Unmodified _ESWYDLR_ B6SIH5_MAIZE 2 484.72725 967.43995 -0.044343 0.10548 0.039576 74.299 74.299 4.46E-01 34.55 604670
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11863 ESYDLVDGDFLFTPAGDVHR Unmodified _ESYDLVDGDFLFTPAGDVHR_ B6TXN0_MAIZE 3 751.6868 2252.0386 0.85952 0.22857 1.1004 104.52 104.52 4.53E-07 58.51 332610

11864 ESYDQIGSPVIEK Unmodified _ESYDQIGSPVIEK_ B4G0G6_MAIZE 2 732.86447 1463.7144 0.73579 -0.35608 0.36683 65.341 65.341 1.15E-02 64.67 661380

11865 ESYTAAFVPGDTITGYGVAR Unmodified _ESYTAAFVPGDTITGYGVAR_ B6SQX0_MAIZE 2 1038.0076 2074.0007 1.2564 -0.061482 1.2012 90.602 90.602 1.00E+00 1.07 440790

11866 ESYTAAFVPGDTITGYGVAR Unmodified _ESYTAAFVPGDTITGYGVAR_ B6SQX0_MAIZE 2 1038.0076 2074.0007 1.1889 0.60319 1.7975 90.968 90.968 1.65E-04 49.24 237860

11867 ESYTAAFVPGDTITGYGVAR Unmodified _ESYTAAFVPGDTITGYGVAR_ B6SQX0_MAIZE 2 1038.0076 2074.0007 1.2888 -0.27705 1.0178 90.594 90.594 6.57E-12 57.51 316150

11868 ESYTAAFVPGDTITGYGVAR Unmodified _ESYTAAFVPGDTITGYGVAR_ B6SQX0_MAIZE 2 1038.0076 2074.0007 1.1484 -0.29643 0.85807 90.843 90.843 3.46E-29 69.28 6531200

11869 ETADALVSTGLAALGYR Unmodified _ETADALVSTGLAALGYR_ B4F9X0_MAIZE 2 854.44923 1706.8839 1.0268 0.1261 1.1419 118.54 118.54 1.02E-03 31.22 161680

11870 ETADALVSTGLAALGYR Unmodified _ETADALVSTGLAALGYR_ B4F9X0_MAIZE 2 854.44923 1706.8839 1.0368 0.34153 1.3665 118.56 118.56 1.24E-09 59.82 146820

11871 ETADALVSTGLAALGYR Unmodified _ETADALVSTGLAALGYR_ B4F9X0_MAIZE 2 854.44923 1706.8839 1.1212 -0.04267 1.0679 118.94 118.94 1.43E-21 69.25 359910

11872 ETADALVSTGLAALGYR Unmodified _ETADALVSTGLAALGYR_ B4F9X0_MAIZE 2 854.44923 1706.8839 1.0687 0.31937 1.3761 118.18 118.18 1.43E-21 77.94 1535000

11873 ETAEAYLGTTIK Unmodified _ETAEAYLGTTIK_ B6SZ69_MAIZE 2 648.83773 1295.6609 0.50157 0.28813 0.76987 68.219 68.219 8.05E-01 9.49 572770

11874 ETAEAYLGTTIK Unmodified _ETAEAYLGTTIK_ B6SZ69_MAIZE 2 648.83773 1295.6609 0.45881 0.33401 0.77412 68.416 68.416 6.74E-02 32.54 918970

11875 ETAGAATTTTTQAPPASEK Unmodified _ETAGAATTTTTQAPPASEK_ Q5EUE1_MAIZE 2 916.94725 1831.88 1.1911 0.11326 1.3006 39.115 39.115 5.48E-24 85.58 673540

11876 ETAGDAAAGASNK Unmodified _ETAGDAAAGASNK_ B6TK66_MAIZE 2 581.77037 1161.5262 0.38165 -0.49905 -0.13972 24.661 24.661 9.49E-01 20.08 5502.4

11877 ETAGDAAAGASNK Unmodified _ETAGDAAAGASNK_ B6TK66_MAIZE 2 581.77037 1161.5262 0.20055 0.10717 0.28471 24.331 24.331 6.20E-03 42.81 25982

11878 ETANEAIAAIFSTEDPKPAVATESLGK Unmodified _ETANEAIAAIFSTEDPKPAVATESLGK_ B6U0U2_MAIZE 3 920.80278 2759.3865 1.1325 -0.007947 1.1077 105.37 105.37 2.06E-03 27.29 895690

11879 ETAQQLLSQFEK Unmodified _ETAQQLLSQFEK_ B6SKT6_MAIZE 2 711.36718 1420.7198 0.6407 0.16601 0.7912 95.339 95.339 1.11E-04 75.61 884080

11880 ETASAVQATATASGK Unmodified _ETASAVQATATASGK_ Q5EUE0_MAIZE 2 696.8519 1391.6892 0.63674 0.093579 0.72012 41.449 41.449 2.37E-16 90.77 261080

11881 ETASAVQATATASGK Unmodified _ETASAVQATATASGK_ Q5EUE0_MAIZE 2 696.8519 1391.6892 0.67931 -0.008422 0.66107 40.641 40.641 2.37E-16 94.12 317470

11882 ETASAVQATATASGK Unmodified _ETASAVQATATASGK_ Q5EUE0_MAIZE 2 696.8519 1391.6892 0.57573 -0.10779 0.45845 41.537 41.537 2.37E-16 95.88 4103900

11883 ETAWFGYYPDGAFDPVLPPQK Unmodified _ETAWFGYYPDGAFDPVLPPQK_ B6TEV5_MAIZE 2 1199.5732 2397.1317 1.2289 0.042312 1.2753 114.84 114.84 2.97E-04 28.37 93244

11884 ETCYLLQGK Unmodified _ETCYLLQGK_ B6TP17_MAIZE 2 556.27625 1110.5379 -0.082976 0.37604 0.28602 56.736 56.736 3.32E-02 48.28 413680

11885 ETDACPIR Unmodified _ETDACPIR_ B6U0S1_MAIZE 2 481.22401 960.43348 -0.045165 0.17613 0.12747 30.933 30.933 3.77E-01 22.73 8595.2

11886 ETDACPIR Unmodified _ETDACPIR_ B6U0S1_MAIZE 2 481.22401 960.43348 -0.17357 -0.14439 -0.32174 29.718 29.718 1.00E+00 9.39 10851

11887 ETDACPIR Unmodified _ETDACPIR_ B6U0S1_MAIZE 2 481.22401 960.43348 -0.0079345 -1.1956 -1.2061 32.936 32.936 7.88E-01 25.52 42225

11888 ETDACPIR Unmodified _ETDACPIR_ B6U0S1_MAIZE 2 481.22401 960.43348 0.032091 -1.1791 -1.149 32.104 32.104 1.00E+00 14.56 132950

11889 ETDELSGAVQLPDSSAAGR Unmodified _ETDELSGAVQLPDSSAAGR_ B6SGF3_MAIZE 2 951.95561 1901.8967 1.0845 0.007903 1.0864 75.411 75.411 1.51E-46 97.65 2734800

11890 ETDVEMKPAEEVK Oxidation (M) _ETDVEM(ox)KPAEEVK_ B6TRL2_MAIZE 3 507.57647 1519.7076 -0.010451 -0.20297 -0.23042 36.844 36.844 1.00E+00 27.54 536990

11891 ETDVEMKPAEEVK Oxidation (M) _ETDVEM(ox)KPAEEVK_ B6TRL2_MAIZE 2 760.86107 1519.7076 0.89121 -0.31417 0.56093 36.849 36.849 1.54E-02 17.43 119700

11892 ETFDTSDLNASLPAAAAALSAEDR Unmodified _ETFDTSDLNASLPAAAAALSAEDR_ Q84UX6_MAIZE 2 1218.5799 2435.1452 1.2249 0.063524 1.2719 108.8 108.8 1.57E-15 114.3 261680

11893 ETFVELQMK Oxidation (M) _ETFVELQM(ox)K_ B4FTP0_MAIZE 2 570.78391 1139.5533 -0.83103 59.334 59.334 6.29E-01 9.27

11894 ETFVELQMK Oxidation (M) _ETFVELQM(ox)K_ B4FTP0_MAIZE 2 570.78391 1139.5533 0.031583 0.22222 0.24643 61.523 61.523 7.18E-01 9.91 393100

11895 ETFVELQMK Unmodified _ETFVELQMK_ B4FTP0_MAIZE 2 562.78645 1123.5583 0.0078657 0.039397 0.035786 73.819 73.819 7.18E-01 32.97 334220

11896 ETGDVYSTNEPQIAFNSR Unmodified _ETGDVYSTNEPQIAFNSR_ B4FQZ2_MAIZE 2 1014.4689 2026.9232 1.2394 0.12725 1.3609 73.013 73.013 3.54E-16 86.58 380110
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11897 ETGGYYAFVEFEELSGVHNALK Unmodified _ETGGYYAFVEFEELSGVHNALK_ B6T5S5_MAIZE 3 820.72878 2459.1645 1.0305 0.47009 1.4927 113.72 113.72 3.84E-01 15.13 161770

11898 ETGGYYAFVEFEELSGVHNALK Unmodified _ETGGYYAFVEFEELSGVHNALK_ B6T5S5_MAIZE 3 820.72878 2459.1645 1.1749 0.24133 1.4088 114.72 114.72 3.84E-01 16.11 63514

11899 ETIAASSVDFTGAK Unmodified _ETIAASSVDFTGAK_ B4G027_MAIZE 2 698.85136 1395.6882 0.69848 0.74312 1.4376 66.637 66.637 3.51E-02 27.57 713960

11900 ETILPFVLYIQK Unmodified _ETILPFVLYIQK_ B6TRV8_MAIZE 2 732.42905 1462.8436 0.78381 0.28002 1.0511 115.97 115.97 1.11E-04 37.17 260500

11901 ETILPFVLYIQK Unmodified _ETILPFVLYIQK_ B6TRV8_MAIZE 2 732.42905 1462.8436 0.82639 0.22809 1.0428 115.96 115.96 1.11E-04 49.84 179480

11902 ETILPFVLYIQK Unmodified _ETILPFVLYIQK_ B6TRV8_MAIZE 2 732.42905 1462.8436 0.83713 0.23207 1.0564 115.6 115.6 1.60E-02 31.83 85460

11903 ETITATSVDFTGAK Unmodified _ETITATSVDFTGAK_ B6SLG3_MAIZE 2 720.86447 1439.7144 0.69009 -0.40017 0.29864 68.112 68.112 3.51E-02 36.35 159090

11904 ETITATSVDFTGAK Unmodified _ETITATSVDFTGAK_ B6SLG3_MAIZE 2 720.86447 1439.7144 0.76461 -0.36846 0.40412 69.163 69.163 3.49E-01 43.35 296900

11905 ETITATSVDFTGAK Unmodified _ETITATSVDFTGAK_ B6SLG3_MAIZE 2 720.86447 1439.7144 0.78897 -0.25682 0.53964 68.673 68.673 3.49E-01 60.12 256980

11906 ETITATSVDFTGAK Unmodified _ETITATSVDFTGAK_ B6SLG3_MAIZE 2 720.86447 1439.7144 0.72319 -0.09259 0.63905 69.171 69.171 2.25E-03 64.51 2715000

11907 ETITATSVDFTGAK Unmodified _ETITATSVDFTGAK_ B6SLG3_MAIZE 2 720.86447 1439.7144 0.7213 -0.47389 0.25597 68.224 68.224 6.77E-01 23.02 595290

11908 ETLAGVNPLIIR Unmodified _ETLAGVNPLIIR_ A1XCH8_MAIZE 2 648.38772 1294.7609 0.48268 0.080906 0.54567 84.376 84.376 1.60E-02 46.99 1160400

11909 ETLAGVNPLIIR Unmodified _ETLAGVNPLIIR_ A1XCH8_MAIZE 2 648.38772 1294.7609 0.43753 0.26944 0.68905 84.98 84.98 2.00E-01 38.39 484540

11910 ETLAGVNPLIIR Unmodified _ETLAGVNPLIIR_ A1XCH8_MAIZE 2 648.38772 1294.7609 0.46718 0.066128 0.51622 85.268 85.268 6.74E-02 37.41 329220

11911 ETLAGVNPLIIR Unmodified _ETLAGVNPLIIR_ A1XCH8_MAIZE 2 648.38772 1294.7609 0.50245 0.21026 0.69508 84.956 84.956 6.74E-02 23.77 387030

11912 ETLDDPEER Unmodified _ETLDDPEER_ B6SXW8_MAIZE 2 552.2462 1102.4778 0.08545 0.099236 0.16685 40.106 40.106 1.00E+00 6.51 1794400

11913 ETLDDPEER Unmodified _ETLDDPEER_ B6SXW8_MAIZE 2 552.2462 1102.4778 0.0051947 -0.012726 -0.025115 39.059 39.059 7.18E-01 19.93 314690

11914 ETLDDPEER Unmodified _ETLDDPEER_ B6SXW8_MAIZE 2 552.2462 1102.4778 0.083569 0.063012 0.12871 42.141 42.141 3.39E-01 29.06 814660

11915 ETLDDPEER Unmodified _ETLDDPEER_ B6SXW8_MAIZE 2 552.2462 1102.4778 -0.026296 0.25953 0.21555 42.215 42.215 7.18E-01 20.87 3315500

11916 ETLDDPEER Unmodified _ETLDDPEER_ B6SXW8_MAIZE 2 552.2462 1102.4778 0.042767 -0.040277 -0.013889 42.245 42.245 3.39E-01 34.65 3023600

11917 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.38879 0.11247 0.48168 84.229 84.229 1.67E-02 51.65 2603200

11918 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.28543 0.35056 0.61696 84.977 84.977 1.67E-02 56.37 118820

11919 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.36667 0.52785 0.8744 84.45 84.45 3.83E-01 39.3 876730

11920 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.3779 0.44711 0.80426 84.516 84.516 4.96E-02 63.02 908760

11921 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.40598 0.31871 0.70434 85.109 85.109 4.48E-03 50.1 1145400

11922 ETLQDILGENK Unmodified _ETLQDILGENK_ B6TBW2_MAIZE 2 630.32752 1258.6405 0.2705 -0.41972 -0.16827 85.561 85.561 4.48E-03 60.32 8967300

11923 ETMEMLAALGMADLPGVER 3 Oxidation (M) _ETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 2 1041.4812 2080.9479 1.1535 -0.43135 0.71117 86.727 86.727 3.71E-05 46.47 206930

11924 ETMEMLAALGMADLPGVER 3 Oxidation (M) _ETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 3 694.65658 2080.9479 0.61483 -0.19781 0.40622 86.729 86.729 1.00E+00 0.47 142780

11925 ETNEAVALR Unmodified _ETNEAVALR_ B6SU17_MAIZE 2 501.76436 1001.5142 -0.13258 0.56365 0.40078 42.256 42.256 3.32E-02 33.6 2393600

11926 ETNNDDLLGLLLESNTR Unmodified _ETNNDDLLGLLLESNTR_ Q8LGM8_MAIZE 2 958.98163 1915.9487 1.3394 1.2225 2.5441 117.48 117.48 3.69E-01 18.87 174760

11927 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.070492 -0.064895 -0.13483 47.188 47.188 3.39E-01 32.23 15198000

11928 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.12942 0.19501 0.065699 46.762 46.762 3.39E-01 23.45 3917500

11929 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.052895 0.11255 0.061142 49.338 49.338 1.00E+00 11.76 4063600

11930 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.055854 0.3218 0.26639 48.584 48.584 3.39E-01 21.42 3104700
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11931 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.097752 0.24495 0.14869 49.43 49.43 1.00E+00 6.95 2173800

11932 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.1092 -0.1591 -0.26669 49.336 49.336 3.39E-01 36.83 24944000

11933 ETPAIDVCK Unmodified _ETPAIDVCK_ B6T9P0_MAIZE 2 516.75515 1031.4957 -0.061617 -0.047164 -0.10731 47.438 47.438 3.39E-01 22.38 1408200

11934 ETPAIVCFGDK Unmodified _ETPAIVCFGDK_ B6SV64_MAIZE 2 618.80009 1235.5856 0.34635 0.45387 0.80923 68.038 68.038 1.67E-02 29.21 2076600

11935 ETPAIVCFGDK Unmodified _ETPAIVCFGDK_ B6SV64_MAIZE 2 618.80009 1235.5856 0.23012 -0.6881 -0.44567 69.037 69.037 3.83E-01 24.87 55363

11936 ETPAIVCFGDK Unmodified _ETPAIVCFGDK_ B6SV64_MAIZE 2 618.80009 1235.5856 0.24873 -0.49247 -0.23367 68.411 68.411 7.60E-01 32.64 1071500

11937 ETPAIVCFGDK Unmodified _ETPAIVCFGDK_ B6SV64_MAIZE 2 618.80009 1235.5856 0.33666 -0.56912 -0.22186 69.513 69.513 4.48E-03 37.11 1023300

11938 ETPAIVCFGDK Unmodified _ETPAIVCFGDK_ B6SV64_MAIZE 2 618.80009 1235.5856 0.35227 -0.050101 0.31165 68.929 68.929 1.00E+00 15.35 591430

11939 ETPEAHVFK Unmodified _ETPEAHVFK_ B4F976_MAIZE 3 353.18195 1056.524 1.0411 -0.02881 1.0046 40.747 40.747 1.00E+00 3.74 1238200

11940 ETPEAHVFK Unmodified _ETPEAHVFK_ B4F976_MAIZE 3 353.18195 1056.524 0.75695 -0.13945 0.60929 44.179 44.179 1.00E+00 20.23 2037600

11941 ETPEAHVFK Unmodified _ETPEAHVFK_ B4F976_MAIZE 2 529.26928 1056.524 -0.11799 0.42371 0.29656 44.183 44.183 7.18E-01 19.64 888460

11942 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.14581 -0.075131 0.059443 30.711 30.711 7.72E-03 51.4 177470

11943 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.032269 -0.000137 0.020769 28.523 28.523 8.05E-01 21.75 18786

11944 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.14522 -0.14708 -0.013265 31.98 31.98 2.00E-01 40.13 83812

11945 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.21252 0.065819 0.2662 31.144 31.144 2.00E-01 31.84 49750

11946 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.15338 -0.11972 0.022751 32.084 32.084 6.74E-02 41.92 163460

11947 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.12272 0.04359 0.15461 30.118 30.118 1.60E-02 60.76 40414

11948 ETPGSGAPAPAR Unmodified _ETPGSGAPAPAR_ B6TT21_MAIZE 2 555.78054 1109.5465 0.068743 -0.12366 -0.066666 33.256 33.256 2.00E-01 41.44 21902

11949 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.98602 0.11331 1.0761 69.372 69.372 2.25E-03 49.03 1350000

11950 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.96679 0.083856 1.0277 70.246 70.246 1.29E-01 27.99 42632

11951 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.94728 -0.24483 0.67886 69.689 69.689 3.56E-04 59.82 1761100

11952 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.9237 -0.30778 0.59208 70.578 70.578 3.56E-04 67.07 4330400

11953 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.91775 -0.17577 0.71829 70.096 70.096 3.36E-08 54.43 2687600

11954 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.99401 0.072918 1.0436 69.686 69.686 1.49E-02 46.24 260440

11955 ETPLPMEAALNDYK Oxidation (M) _ETPLPM(ox)EAALNDYK_ BGLC_MAIZE 2 804.38471 1606.7549 0.93481 -0.03925 0.87259 71.403 71.403 3.56E-04 51.34 295570

11956 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.93496 -0.24861 0.65969 87.711 87.711 2.96E-06 70.71 4377800

11957 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.93648 -0.060579 0.84928 88.191 88.191 3.56E-04 71.04 638700

11958 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.92633 -0.14728 0.75229 88.473 88.473 2.96E-06 59.49 1249600

11959 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.93952 -0.46461 0.44927 88.154 88.154 3.56E-04 64.02 999300

11960 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.91009 -0.38237 0.50146 87.841 87.841 2.25E-03 62.84 4110300

11961 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.90047 -0.40117 0.47339 88.368 88.368 1.95E-13 81.94 10021000

11962 ETPLPMEAALNDYK Unmodified _ETPLPMEAALNDYK_ BGLC_MAIZE 2 796.38726 1590.76 0.96713 0.84989 1.7901 89.284 89.284 2.25E-03 39.77 89335

11963 ETPLPMEAALNDYKR Unmodified _ETPLPMEAALNDYKR_ BGLC_MAIZE 2 874.43781 1746.8611 1.0932 -0.54802 0.51806 78.436 78.436 6.37E-03 74.73 729240

11964 ETPLPMEAALNDYKR Unmodified _ETPLPMEAALNDYKR_ BGLC_MAIZE 3 583.2943 1746.8611 0.12227 0.39693 0.49005 79.411 79.411 1.00E+00 8.93 13326000
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11965 ETPLPMEAALNDYKR Unmodified _ETPLPMEAALNDYKR_ BGLC_MAIZE 2 874.43781 1746.8611 1.108 -0.96895 0.11244 79.428 79.428 7.01E-11 71.92 1446200

11966 ETPLPMEAALNDYKR Oxidation (M) _ETPLPM(ox)EAALNDYKR_ BGLC_MAIZE 3 588.62594 1762.856 0.18476 -0.10103 0.058349 64.086 64.086 1.00E+00 2.93 5036500

11967 ETPLPMEAALNDYKR Oxidation (M) _ETPLPM(ox)EAALNDYKR_ BGLC_MAIZE 3 588.62594 1762.856 0.090227 -0.049131 0.015987 63.755 63.755 1.00E+00 3.58 11142000

11968 ETPLPMEAALNDYKR Oxidation (M) _ETPLPM(ox)EAALNDYKR_ BGLC_MAIZE 2 882.43527 1762.856 1.1286 0.094386 1.1982 63.75 63.75 2.14E-05 60.72 949430

11969 ETPLPMEAALNDYKR Oxidation (M) _ETPLPM(ox)EAALNDYKR_ BGLC_MAIZE 3 588.62594 1762.856 0.13458 -0.21972 -0.10971 63.98 63.98 1.00E+00 1.93 20187000

11970 ETPLPMEAALNDYKR Oxidation (M) _ETPLPM(ox)EAALNDYKR_ BGLC_MAIZE 2 882.43527 1762.856 1.1115 0.087168 1.1735 63.979 63.979 8.73E-24 67.3 1500000

11971 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.1307 0.001632 1.1358 82.98 82.98 3.69E-03 38.52 1582000

11972 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.1119 0.097254 1.2128 83.365 83.365 4.65E-12 52.71 520850

11973 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.0979 -0.25584 0.84542 83.816 83.816 3.54E-16 64.55 914840

11974 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.1504 -0.17112 0.98271 83.495 83.495 2.85E-09 55.9 325800

11975 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.1424 -0.026736 1.1189 83.234 83.234 4.65E-12 62.23 1524400

11976 ETPSVAGIINPGSDGFQK Unmodified _ETPSVAGIINPGSDGFQK_ B6U233_MAIZE 2 908.95742 1815.9003 1.166 -0.58102 0.5891 83.849 83.849 3.87E-04 44.4 327650

11977 ETTGIVGLEVAPNAR Unmodified _ETTGIVGLEVAPNAR_ B4FYG9_MAIZE 2 763.91229 1525.81 0.80626 0.18933 0.98981 74.571 74.571 1.12E-07 64.36 811820

11978 ETTGIVGLEVVPNAR Unmodified _ETTGIVGLEVVPNAR_ B6TZR1_MAIZE 2 777.92794 1553.8413 0.89358 -0.45045 0.4461 81.875 81.875 3.88E-01 32.15 37029

11979 ETTGIVGLEVVPNAR Unmodified _ETTGIVGLEVVPNAR_ B6TZR1_MAIZE 2 777.92794 1553.8413 0.89035 0.10128 0.99331 80.899 80.899 1.12E-07 50.05 463500

11980 ETTGIVGLEVVPNAR Unmodified _ETTGIVGLEVVPNAR_ B6TZR1_MAIZE 2 777.92794 1553.8413 0.82482 -0.35858 0.46865 82.31 82.31 1.12E-07 81.9 3417900

11981 ETTSEWELLNDVK Unmodified _ETTSEWELLNDVK_ B6U0V6_MAIZE 2 782.38049 1562.7464 0.93671 -0.064884 0.85999 88.353 88.353 2.61E-08 71.26 830970

11982 ETTSEWELLNDVK Unmodified _ETTSEWELLNDVK_ B6U0V6_MAIZE 2 782.38049 1562.7464 0.88933 -0.036377 0.84113 88.849 88.849 4.68E-05 70.83 521130

11983 ETTSEWELLNDVK Unmodified _ETTSEWELLNDVK_ B6U0V6_MAIZE 2 782.38049 1562.7464 0.8843 0.075108 0.94687 89.123 89.123 4.68E-05 80.14 731400

11984 ETTSEWELLNDVK Unmodified _ETTSEWELLNDVK_ B6U0V6_MAIZE 2 782.38049 1562.7464 0.86208 -0.003191 0.84643 88.793 88.793 1.00E-11 75.64 3644400

11985 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 3 434.53712 1300.5895 0.17382 0.44818 0.63331 24.201 24.201 1.00E+00 11.65 26539

11986 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 3 434.53712 1300.5895 0.19204 0.63343 0.83429 23.77 23.77 4.08E-01 28.98 37819

11987 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 2 651.30204 1300.5895 0.65173 -0.10316 0.56085 23.772 23.772 7.72E-03 35.83 11159

11988 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 3 434.53712 1300.5895 0.21544 0.34808 0.57337 23.839 23.839 1.00E+00 12.23 14196

11989 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 3 434.53712 1300.5895 0.19679 0.26643 0.47342 24.611 24.611 1.00E+00 11.52 13944

11990 ETTTQGHDDLGK Unmodified _ETTTQGHDDLGK_ B4FAL9_MAIZE 2 651.30204 1300.5895 0.49219 0.10813 0.61156 24.489 24.489 1.60E-02 27.73 74740

11991 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.059954 -0.29375 -0.22852 22.795 22.795 3.08E-01 41.52 77085

11992 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 -0.14794 0.056962 -0.085623 20.513 20.513 9.36E-01 19.04 8544.4

11993 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.021472 -0.29153 -0.26519 23.08 23.08 5.88E-01 20.64 61821

11994 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.045951 -0.3446 -0.29351 22.631 22.631 9.36E-01 20.6 64344

11995 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.087103 -0.22564 -0.13191 22.746 22.746 1.28E-01 30.11 28100

11996 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.071532 -0.36586 -0.2875 23.479 23.479 1.00E+00 13.59 41107

11997 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 2 729.35259 1456.6906 0.85225 0.079815 0.93797 23.247 23.247 9.54E-02 55.81 15536

11998 ETTTQGHDDLGKR Unmodified _ETTTQGHDDLGKR_ B4FAL9_MAIZE 3 486.57082 1456.6906 0.070954 -0.34468 -0.26767 22.262 22.262 1.00E+00 26.84 14946
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11999 ETVASHPVVVFSK Unmodified _ETVASHPVVVFSK_ B6SN61_MAIZE 3 467.25751 1398.7507 -0.18969 -0.006729 -0.18358 57.425 57.425 1.00E+00 1.36 147260

12000 ETVASHPVVVFSK Unmodified _ETVASHPVVVFSK_ B6SN61_MAIZE 3 467.25751 1398.7507 -0.19004 0.34418 0.16561 59.133 59.133 2.66E-01 18.15 1425900

12001 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.2365 -0.38541 0.84531 96.272 96.272 2.85E-09 61.33 484400

12002 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.186 -0.0857 1.0941 96.767 96.767 4.65E-12 61.19 516460

12003 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.1648 -0.10154 1.0568 96.866 96.866 5.25E-26 82.88 868350

12004 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.1327 -0.043526 1.0831 96.765 96.765 1.77E-34 89.25 2086800

12005 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.1885 -0.53722 0.64575 96.781 96.781 2.67E-02 19.28 143110

12006 ETVEIPATENSTVVWELR Unmodified _ETVEIPATENSTVVWELR_ B4FBC9_MAIZE 2 1037.0286 2072.0426 1.1627 -0.40242 0.75496 97.82 97.82 4.65E-12 81.8 279120

12007 ETVEIPVTENSTIVWELR Unmodified _ETVEIPVTENSTIVWELR_ B6TVE3_MAIZE 2 1058.0521 2114.0895 1.2405 0.19337 1.4279 106.16 106.16 4.65E-12 49.41 722590

12008 ETVEIPVTENSTIVWELR Unmodified _ETVEIPVTENSTIVWELR_ B6TVE3_MAIZE 2 1058.0521 2114.0895 1.2043 -0.019086 1.1803 106.58 106.58 5.25E-26 60.95 367880

12009 ETVEIPVTENSTIVWELR Unmodified _ETVEIPVTENSTIVWELR_ B6TVE3_MAIZE 2 1058.0521 2114.0895 1.1992 -0.019103 1.1742 106.65 106.65 3.54E-16 56.86 371300

12010 ETVEIPVTENSTIVWELR Unmodified _ETVEIPVTENSTIVWELR_ B6TVE3_MAIZE 2 1058.0521 2114.0895 1.1695 0.14955 1.3135 106.83 106.83 2.32E-57 99.04 1095600

12011 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 2 1157.0841 2312.1536 1.1902 0.32193 1.5128 110.07 110.07 4.46E-39 92.99 1245400

12012 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 2 1157.0841 2312.1536 1.2349 0.029954 1.2659 110.56 110.56 4.46E-39 88.65 1452300

12013 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 2 1157.0841 2312.1536 1.1256 0.15312 1.2795 110.63 110.63 2.39E-60 113.6 2431400

12014 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 3 771.72515 2312.1536 0.91819 0.16956 1.089 110.61 110.61 8.74E-04 22.55 693140

12015 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 2 1157.0841 2312.1536 1.0812 0.12789 1.2099 110.6 110.6 6.51E-76 113.24 9475700

12016 ETVVEVPNVSWEDIGGLENVK Unmodified _ETVVEVPNVSWEDIGGLENVK_ B4FZM3_MAIZE 2 1157.0841 2312.1536 1.2915 0.24851 1.5407 110.19 110.19 4.46E-39 104.91 558330

12017 ETVVEVPNVSWEDIGGLENVKR Unmodified _ETVVEVPNVSWEDIGGLENVKR_ B4FZM3_MAIZE 3 823.75885 2468.2547 1.0454 -0.029776 1.0137 101.46 101.46 2.33E-02 19.47 669590

12018 ETVVEVPNVSWEDIGGLENVKR Unmodified _ETVVEVPNVSWEDIGGLENVKR_ B4FZM3_MAIZE 3 823.75885 2468.2547 0.99275 0.055363 1.0463 102.1 102.1 7.44E-02 28.23 660430

12019 ETVVEVPNVSWEDIGGLENVKR Unmodified _ETVVEVPNVSWEDIGGLENVKR_ B4FZM3_MAIZE 3 823.75885 2468.2547 0.99883 0.28865 1.2854 102.12 102.12 2.33E-02 30.3 979370

12020 ETVVEVPNVSWEDIGGLENVKR Unmodified _ETVVEVPNVSWEDIGGLENVKR_ B4FZM3_MAIZE 3 823.75885 2468.2547 0.96015 0.077337 1.0358 102.17 102.17 8.34E-03 21.25 2476900

12021 ETWNVQLFR Unmodified _ETWNVQLFR_ PLDA1_MAIZE 2 596.8091 1191.6037 0.23703 0.37458 0.60651 87.721 87.721 1.01E-02 43.08 3025500

12022 ETWNVQLFR Unmodified _ETWNVQLFR_ PLDA1_MAIZE 2 596.8091 1191.6037 0.24124 0.51335 0.749 88.62 88.62 3.39E-01 17.97 513240

12023 ETWNVQLFR Unmodified _ETWNVQLFR_ PLDA1_MAIZE 2 596.8091 1191.6037 0.22489 0.41502 0.63609 88.319 88.319 1.01E-02 47.58 1277000

12024 EVAAAYDVEAMPTFHFVK Oxidation (M) _EVAAAYDVEAM(ox)PTFHFVK_ B6SMC1_MAIZE 3 680.99603 2039.9663 0.41524 -0.051435 0.36299 84.859 84.859 5.31E-03 42.71 1332800

12025 EVAAAYDVEAMPTFHFVK Oxidation (M) _EVAAAYDVEAM(ox)PTFHFVK_ B6SMC1_MAIZE 2 1020.9904 2039.9663 1.1932 -0.090161 1.1026 84.75 84.75 1.89E-02 13.07 72368

12026 EVAAAYDVEAMPTFHFVK Oxidation (M) _EVAAAYDVEAM(ox)PTFHFVK_ B6SMC1_MAIZE 3 680.99603 2039.9663 0.59931 0.13533 0.73401 88.576 88.576 1.00E+00 1.84 28055

12027 EVAAAYDVEAMPTFHFVK Oxidation (M) _EVAAAYDVEAM(ox)PTFHFVK_ B6SMC1_MAIZE 3 680.99603 2039.9663 0.55343 -0.10136 0.45154 83.527 83.527 6.09E-01 14.03 238710

12028 EVAAAYDVEAMPTFHFVK Unmodified _EVAAAYDVEAMPTFHFVK_ B6SMC1_MAIZE 3 675.66439 2023.9713 0.62176 0.031881 0.65106 111.65 111.65 1.00E+00 3.94 5297.7

12029 EVAADVAALSSAHGLVPGLAVVIVGSR Unmodified _EVAADVAALSSAHGLVPGLAVVIVGSR_ B4FH88_MAIZE 3 853.48154 2557.4228 1.1675 0.83109 1.9992 117.46 117.46 6.80E-13 54.69 793620

12030 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.9177 0.21853 1.1273 126.32 126.32 2.50E-19 70.14 10287000

12031 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.1512 0.051225 1.1939 126.25 126.25 3.03E-22 116.64 5396200

12032 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.87285 0.3205 1.1847 130.51 130.51 2.33E-02 19.95 38683
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12033 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.88659 0.20572 1.0838 127.16 127.16 2.50E-19 76.86 3961700

12034 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.2281 0.17452 1.3946 126.89 126.89 2.03E-55 130.59 2248900

12035 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.90846 0.59712 1.496 137.53 137.53 8.28E-01 7.98 85911

12036 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.87217 0.2097 1.0736 127.59 127.59 7.58E-26 67.36 2971300

12037 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.157 0.18889 1.3379 127.41 127.41 2.03E-55 111.18 1440100

12038 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.9203 0.49056 1.4017 137.58 137.58 6.10E-05 39.16 253660

12039 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.89303 0.17996 1.0647 128.19 128.19 3.07E-12 58.19 1204300

12040 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.1826 0.2363 1.4103 128.03 128.03 2.03E-55 129.97 771730

12041 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.96576 0.54664 1.5029 137.54 137.54 7.44E-02 16.01 59848

12042 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.9111 0.24126 1.1443 128.11 128.11 3.07E-12 50.56 758760

12043 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.3128 0.14027 1.4445 127.96 127.96 2.21E-30 120.71 330200

12044 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 2 1154.582 2307.1495 1.2277 0.5294 1.7486 128.79 128.79 2.29E-75 132.1 1376100

12045 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.98318 0.43621 1.4107 138.07 138.07 6.53E-05 37.81 338330

12046 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.95403 0.59275 1.5382 128.24 128.24 1.59E-04 28.78 170330

12047 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.8359 0.59859 1.426 129.71 129.71 9.51E-08 42.04 480650

12048 EVAAFAQFGSDLDAATQALLNR Unmodified _EVAAFAQFGSDLDAATQALLNR_ ATPAM_MAIZE 3 770.05712 2307.1495 0.87533 0.33305 1.2001 130.2 130.2 2.65E-03 24 200360

12049 EVADFVLK Unmodified _EVADFVLK_ B6U0U2_MAIZE 2 460.75802 919.50148 0.0076067 0.3086 0.31021 71.219 71.219 3.77E-01 16.29 208720

12050 EVADFVLK Unmodified _EVADFVLK_ B6U0U2_MAIZE 2 460.75802 919.50148 -0.032234 0.12325 0.086344 70.689 70.689 7.88E-01 33.76 1374400

12051 EVAEGVDIMVVR Oxidation (M) _EVAEGVDIM(ox)VVR_ B6THR9_MAIZE 2 666.84503 1331.6755 0.56008 -0.24329 0.32095 69.151 69.151 1.11E-04 53.61 771220

12052 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 0.09773 0.60894 0.68768 58.172 58.172 7.11E-01 23.36 2374000

12053 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 -0.029529 0.45352 0.40687 59.162 59.162 1.00E+00 15.25 118190

12054 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 0.12617 0.52817 0.63619 59.488 59.488 1.00E+00 11.49 513480

12055 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 0.054465 0.41951 0.45699 60.001 60.001 1.00E+00 7.17 941850

12056 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 0.079866 0.21465 0.27621 60.095 60.095 3.43E-01 28.71 1645300

12057 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 0.0087115 1.4636 1.4533 60.599 60.599 1.45E-01 27.3 1380700

12058 EVAGFAPYEK Unmodified _EVAGFAPYEK_ B4FW07_MAIZE 2 555.77694 1109.5393 -0.036511 0.026851 -0.027177 61.284 61.284 1.25E-02 37.38 8600400

12059 EVAITNLTNYLTK Unmodified _EVAITNLTNYLTK_ B6TWL4_MAIZE 2 740.40631 1478.7981 0.79545 1.0568 1.8337 96.109 96.109 4.93E-21 61.93 348720

12060 EVAITNLTNYLTK Unmodified _EVAITNLTNYLTK_ B6TWL4_MAIZE 2 740.40631 1478.7981 0.81148 0.5879 1.3818 96.164 96.164 1.00E-11 69.39 610070

12061 EVAITNLTNYLTK Unmodified _EVAITNLTNYLTK_ B6TWL4_MAIZE 2 740.40631 1478.7981 0.82509 1.0132 1.8203 95.994 95.994 1.47E-03 49.98 568920

12062 EVAITNLTNYLTK Unmodified _EVAITNLTNYLTK_ B6TWL4_MAIZE 2 740.40631 1478.7981 0.81654 0.43403 1.2334 96.118 96.118 1.00E-11 66.63 1223100

12063 EVAPAVDATEETEK Unmodified _EVAPAVDATEETEK_ Q5I204_MAIZE 2 744.85684 1487.6991 0.81199 -0.034797 0.76262 49.842 49.842 1.49E-02 39.68 523390

12064 EVAPAVDATEETEK Unmodified _EVAPAVDATEETEK_ Q5I204_MAIZE 2 744.85684 1487.6991 0.74357 -0.17598 0.55286 50.671 50.671 3.56E-04 67.79 4103700

12065 EVASGTMPDPGWIAASGSTALEIPAK Oxidation (M) _EVASGTM(ox)PDPGWIAASGSTALEIPAK_ B4G1C1_MAIZE 2 1286.6336 2571.2527 1.1018 0.1376 1.2339 95.694 95.694 5.89E-09 54.32 176460

12066 EVASGTMPDPGWIAASGSTALEIPAK Oxidation (M) _EVASGTM(ox)PDPGWIAASGSTALEIPAK_ B4G1C1_MAIZE 3 858.0915 2571.2527 1.0553 -0.18909 0.86054 95.648 95.648 4.21E-01 9.73 249820
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12072 EVAVDAFLPATTAR Unmodified _EVAVDAFLPATTAR_ B4FXF9_MAIZE 2 730.89082 1459.7671 0.64631 -0.35944 0.28423 86.546 86.546 7.68E-22 64.5 6141000

12073 EVAVEVEDAEPAIADAAAETPSEAK Unmodified _EVAVEVEDAEPAIADAAAETPSEAK_ B4FUC4_MAIZE 3 838.06942 2511.1864 0.98332 -0.19504 0.76756 87.571 87.571 1.57E-13 95.66 1549900

12074 EVAVEVEDAEPAIADAAAETPSEAK Unmodified _EVAVEVEDAEPAIADAAAETPSEAK_ B4FUC4_MAIZE 2 1256.6005 2511.1864 1.0596 -0.14766 0.8911 87.659 87.659 2.78E-53 122.41 792640

12075 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.096784 -0.20404 -0.28572 53.52 53.52 2.92E-02 32.05 25794000

12076 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.21094 0.13598 -0.060404 54.099 54.099 5.06E-02 25.71 234700

12077 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.22402 -1.1145 -1.3205 53.723 53.723 1.90E-02 47.03 8776000

12078 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.075801 0.38504 0.32315 55.77 55.77 2.92E-02 31.29 10769000

12079 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.10252 0.34928 0.26113 55.069 55.069 2.92E-02 26.04 11154000

12080 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.14804 0.57198 0.43719 55.757 55.757 2.92E-02 27.53 5501700

12081 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.076531 -0.37882 -0.43989 55.588 55.588 1.65E-01 24.95 4045300

12082 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.16049 -0.60461 -0.75 56.153 56.153 2.92E-02 35.79 44990000

12083 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.088184 0.45721 0.38332 54.049 54.049 7.88E-01 13.64 1418200

12084 EVAVFGCR Unmodified _EVAVFGCR_ G3PE_MAIZE 2 469.23164 936.44873 -0.18338 0.62996 0.46019 56.953 56.953 3.77E-01 39.83 395850

12085 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.72213 -0.4889 0.21701 85.359 85.359 2.00E-19 86.33 3030100

12086 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.71961 -0.073748 0.63079 86.843 86.843 1.29E-01 23.65 59679

12087 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.7197 -0.51274 0.19203 85.808 85.808 2.96E-06 71.48 840520

12088 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.71628 -0.27055 0.43016 86.2 86.2 1.95E-13 64.11 1367400

12089 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.71661 -0.093867 0.60636 85.855 85.855 1.95E-13 84.17 1424700

12090 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.72387 0.055913 0.76359 85.589 85.589 2.00E-19 83.72 1477500

12091 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.73923 -0.31957 0.40372 86.166 86.166 7.68E-22 76.29 1959500

12092 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.69871 -0.34167 0.34152 85.82 85.82 7.68E-22 75.3 4612900

12093 EVAVNDFLPAAAAR Unmodified _EVAVNDFLPAAAAR_ B4FCR7_MAIZE 2 722.38317 1442.7518 0.53833 -0.24528 0.27664 85.487 85.487 3.40E-25 91.22 47486000

12094 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.71885 -0.10671 0.59737 56.87 56.87 1.68E-09 60.19 2820000

12095 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.73866 0.071668 0.79499 56.716 56.716 1.11E-04 58.05 398050

12096 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.71235 -0.11786 0.57932 59.075 59.075 1.98E-03 62.56 264560

12097 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.73181 0.10016 0.81714 58.66 58.66 2.62E-07 56.31 854560

12098 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.74805 -0.12183 0.61078 57.94 57.94 1.68E-09 57.73 826280

12099 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.75051 0.14265 0.87793 58.491 58.491 1.98E-03 50.86 845210

12100 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.68356 -0.48823 0.18105 58.765 58.765 2.62E-07 64.64 16327000

12101 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 3 482.90129 1445.682 0.04036 0.063068 0.087228 58.801 58.801 4.50E-01 10.76 513320

12102 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.71377 -0.19356 0.5055 60.932 60.932 2.62E-07 60.21 9582100

12103 EVDEQMINVQNK Unmodified _EVDEQMINVQNK_ TBB5_MAIZE 2 723.8483 1445.682 0.6947 -0.11618 0.56397 59.714 59.714 2.62E-07 57 225090

12104 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.77426 0.035129 0.7974 45.143 45.143 6.74E-02 28.01 25449

12105 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.74935 -0.1159 0.62151 44.643 44.643 1.11E-04 47.29 597340
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12106 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.76906 0.019564 0.77646 46.112 46.112 1.11E-04 59.45 305590

12107 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.74883 0.046908 0.78362 47.395 47.395 2.62E-07 61.56 1290600

12108 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.75189 -0.1255 0.61364 48.802 48.802 2.62E-07 65.66 679130

12109 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.75625 0.033205 0.77776 46.68 46.68 2.62E-07 57.86 1381500

12110 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.77141 0.3096 1.0677 48 48 1.11E-04 51.77 794370

12111 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.75427 -0.13255 0.60941 47.585 47.585 1.11E-04 56.91 1152600

12112 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.77055 0.12059 0.87918 48.916 48.916 1.98E-03 51.57 663750

12113 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.71569 -0.33902 0.3654 47.575 47.575 1.11E-04 62.92 8440000

12114 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.73268 -0.02705 0.69391 48.921 48.921 1.11E-04 56.54 5329300

12115 EVDEQMINVQNK Oxidation (M) _EVDEQM(ox)INVQNK_ TBB5_MAIZE 2 731.84576 1461.677 0.72739 0.07868 0.79428 48.702 48.702 1.11E-04 56.49 366920

12116 EVDEVLLVGGMTR Oxidation (M) _EVDEVLLVGGM(ox)TR_ B4F8Q2_MAIZE 2 717.36887 1432.7232 0.79112 2.2099 3.004 74.714 74.714 4.45E-03 22.03 414660

12117 EVDEVLLVGGMTR Oxidation (M) _EVDEVLLVGGM(ox)TR_ B4F8Q2_MAIZE 2 717.36887 1432.7232 0.75371 0.95101 1.7096 74.308 74.308 1.88E-16 43.35 682020

12118 EVDEVLLVGGMTR Oxidation (M) _EVDEVLLVGGM(ox)TR_ B4F8Q2_MAIZE 2 717.36887 1432.7232 0.69026 -0.026686 0.67063 74.387 74.387 1.78E-24 72.68 1791800

12119 EVDEVLLVGGMTR Unmodified _EVDEVLLVGGMTR_ B4F8Q2_MAIZE 2 709.37141 1416.7283 0.77914 1.6882 2.4692 86.136 86.136 9.49E-01 8.3 589100

12120 EVDFNTATLADILR Unmodified _EVDFNTATLADILR_ B6SWA1_MAIZE 2 789.41212 1576.8097 1.0099 0.098343 1.1019 112.76 112.76 7.64E-09 105 136830

12121 EVDFNTATLADILR Unmodified _EVDFNTATLADILR_ B6SWA1_MAIZE 2 789.41212 1576.8097 0.89149 -0.26198 0.62375 113.27 113.27 7.64E-09 105.53 137230

12122 EVDFNTATLADILR Unmodified _EVDFNTATLADILR_ B6SWA1_MAIZE 2 789.41212 1576.8097 0.92763 -0.20165 0.71931 113.33 113.33 7.64E-09 110.97 310300

12123 EVDFNTATLADILR Unmodified _EVDFNTATLADILR_ B6SWA1_MAIZE 2 789.41212 1576.8097 0.9621 0.34276 1.2975 113.28 113.28 1.49E-02 91.6 241310

12124 EVDFNTATLADILR Unmodified _EVDFNTATLADILR_ B6SWA1_MAIZE 2 789.41212 1576.8097 0.96434 0.18144 1.1391 112.84 112.84 2.96E-06 105.71 592970

12125 EVDGGIETICLDLPAVITTDLR Unmodified _EVDGGIETICLDLPAVITTDLR_ B6TPR6_MAIZE 2 1200.62 2399.2254 1.1545 0.14957 1.3102 127.13 127.13 2.21E-30 73.22 212060

12126 EVDGGIETICLDLPAVITTDLR Unmodified _EVDGGIETICLDLPAVITTDLR_ B6TPR6_MAIZE 3 800.74907 2399.2254 1.0359 -0.014237 1.0279 127.15 127.15 6.92E-04 25.29 102080

12127 EVDVAPDGTIR Unmodified _EVDVAPDGTIR_ B4FNQ8_MAIZE 2 586.30131 1170.5881 0.099535 -0.35374 -0.24822 56.697 56.697 4.48E-03 32.73 1932900

12128 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.1654 0.45148 1.6133 86.201 86.201 1.34E-51 101 329700

12129 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.1788 -0.18805 0.98836 88.186 88.186 2.01E-03 49.71 17301

12130 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.132 0.33101 1.4598 86.684 86.684 4.21E-20 73.28 209320

12131 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.1494 -0.11117 1.0352 86.982 86.982 1.42E-33 119.13 378610

12132 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.1184 -0.1773 0.93768 86.628 86.628 1.42E-33 99.14 699050

12133 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 2 917.46182 1832.9091 1.1317 -0.13603 0.99252 86.334 86.334 5.87E-44 113.59 2696100

12134 EVEAVCNPIVSAVYQR Unmodified _EVEAVCNPIVSAVYQR_ B4FW90_MAIZE 3 611.97697 1832.9091 0.32681 -0.059099 0.26463 86.326 86.326 2.89E-01 14.93 707780

12135 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 2 1141.5974 2281.1802 1.2353 0.6726 1.8887 122.31 122.31 1.08E-14 68.02 1996300

12136 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 761.40066 2281.1802 0.99467 1.7431 2.7166 122.16 122.16 3.35E-04 35.78 800900

12137 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 2 1141.5974 2281.1802 1.2865 0.54551 1.8132 122.67 122.67 2.39E-60 121.21 2775600

12138 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 761.40066 2281.1802 0.97936 0.77566 1.7356 122.64 122.64 5.92E-71 91.08 2331400

12139 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 2 1141.5974 2281.1802 1.1571 0.74504 1.8834 122.93 122.93 6.51E-76 123.46 3159800
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12140 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 2 1141.5974 2281.1802 1.1841 0.43555 1.6013 137.58 137.58 3.25E-02 15.42 101540

12141 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 761.40066 2281.1802 0.9543 0.46445 1.3999 137.54 137.54 4.34E-05 38.15 102710

12142 EVEDLEAAGIQVIQIDEAALR Unmodified _EVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 2 1141.5974 2281.1802 1.2551 0.18652 1.4236 137.52 137.52 2.97E-04 47.9 63856

12143 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 2 1134.5895 2267.1645 1.2171 0.06125 1.2636 111.67 111.67 2.39E-60 111.65 1334200

12144 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 756.72878 2267.1645 0.90476 0.28532 1.1745 111.35 111.35 2.01E-43 66.78 601800

12145 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 2 1134.5895 2267.1645 1.2218 0.006911 1.2148 111.94 111.94 1.44E-84 126.54 1587500

12146 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 756.72878 2267.1645 0.82882 0.17937 0.99388 111.83 111.83 3.27E-30 63.27 1252000

12147 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 2 1134.5895 2267.1645 1.1499 0.13757 1.2733 112.1 112.1 2.39E-60 134.65 1661700

12148 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 756.72878 2267.1645 0.8413 0.22447 1.0511 112.02 112.02 1.49E-49 68.84 1122700

12149 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 2 1134.5895 2267.1645 1.1404 0.13896 1.2646 112.14 112.14 1.44E-84 124.23 2377300

12150 EVEDLEAGGIQVIQIDEAALR Unmodified _EVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 2 1134.5895 2267.1645 1.1993 -0.25984 0.92534 112.22 112.22 4.46E-39 95.78 98659

12151 EVELEDPVENIGAK Unmodified _EVELEDPVENIGAK_ B6SH83_MAIZE 2 771.38831 1540.7621 0.87327 -0.10652 0.7479 76.656 76.656 2.00E-19 61.76 880550

12152 EVELEDPVENIGAK Unmodified _EVELEDPVENIGAK_ B6SH83_MAIZE 2 771.38831 1540.7621 0.87561 -0.19184 0.66492 76.936 76.936 7.64E-09 65.76 662560

12153 EVELEDPVENIGAK Unmodified _EVELEDPVENIGAK_ B6SH83_MAIZE 2 771.38831 1540.7621 0.86587 -0.049113 0.7975 77.597 77.597 7.68E-22 58.94 1509200

12154 EVELEDPVENIGAK Unmodified _EVELEDPVENIGAK_ B6SH83_MAIZE 2 771.38831 1540.7621 0.87514 -0.009908 0.84667 77.216 77.216 7.64E-09 53.69 962000

12155 EVELEDPVENIGAK Unmodified _EVELEDPVENIGAK_ B6SH83_MAIZE 2 771.38831 1540.7621 0.93129 1.0273 1.9385 77.625 77.625 1.49E-02 25.17 276070

12156 EVETAAEVLER Unmodified _EVETAAEVLER_ B4FHY8_MAIZE 2 623.3197 1244.6248 0.27836 -0.42934 -0.17479 63.284 63.284 4.48E-03 48.81 216860

12157 EVEVDEDPAEAQK Unmodified _EVEVDEDPAEAQK_ B6UCZ5_MAIZE 2 729.83337 1457.6522 0.74615 0.012429 0.7436 48.126 48.126 4.93E-21 85.67 1183100

12158 EVFGQGPDVGNQYR Unmodified _EVFGQGPDVGNQYR_ B4FGU9_MAIZE 2 783.37079 1564.727 0.85717 -0.13627 0.73092 63.114 63.114 6.31E-03 42.11 1392500

12159 EVFLAALVSEGR Unmodified _EVFLAALVSEGR_ B6SHU1_MAIZE 2 645.85625 1289.698 0.42064 0.13834 0.54813 101.95 101.95 2.62E-07 79.79 77695

12160 EVFVSPSVLR Unmodified _EVFVSPSVLR_ B4FKM4_MAIZE 2 566.82168 1131.6288 0.137 -0.042092 0.099881 73.193 73.193 1.00E+00 6 1029900

12161 EVFVSPSVLR Unmodified _EVFVSPSVLR_ B4FKM4_MAIZE 2 566.82168 1131.6288 0.071593 0.29302 0.36902 73.814 73.814 1.00E+00 5 243850

12162 EVFVSPSVLR Unmodified _EVFVSPSVLR_ B4FKM4_MAIZE 2 566.82168 1131.6288 0.0061619 0.17962 0.18961 75.425 75.425 1.62E-03 33.49 3057400

12163 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 2 686.31971 1370.6249 0.63769 -0.038479 0.61251 35.88 35.88 2.96E-06 75.42 351670

12164 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 3 457.88223 1370.6249 0.064402 0.06875 0.14558 37.823 37.823 1.00E+00 5.01 422530

12165 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 2 686.31971 1370.6249 0.62346 -0.20339 0.43499 37.834 37.834 1.49E-02 41.99 149600

12166 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 3 457.88223 1370.6249 -0.028734 0.21019 0.19459 36.87 36.87 1.00E+00 2.13 295100

12167 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 2 686.31971 1370.6249 0.68939 -0.017441 0.68648 36.945 36.945 1.49E-02 37.7 133610

12168 EVGADAVAHGCTGK Unmodified _EVGADAVAHGCTGK_ B4FZ29_MAIZE 2 686.31971 1370.6249 0.65494 -0.31946 0.34955 37.759 37.759 7.64E-09 69.12 1414500

12169 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.1002 0.004906 1.1038 125.16 125.16 4.65E-12 74.95 1117600

12170 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.007 -0.062642 0.94249 125.46 125.46 3.54E-16 102.96 803570

12171 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.0533 -0.07093 0.98044 125.71 125.71 5.25E-26 136.67 1114700

12172 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 3 605.67517 1814.0037 0.21477 -0.22308 -0.0090633 125.7 125.7 5.57E-02 31.36 381070

12173 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.1294 -0.14054 0.9879 125.96 125.96 2.85E-09 108.45 312400
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12174 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.1911 0.072266 1.2618 125.36 125.36 8.94E-06 58.02 678700

12175 EVGDGTTSVVIIAAELLK Unmodified _EVGDGTTSVVIIAAELLK_ B6TKY3_MAIZE 2 908.00912 1814.0037 1.1839 -0.79009 0.39354 126.25 126.25 1.05E-02 62.94 185450

12176 EVGEIINR Unmodified _EVGEIINR_ B4G1F6_MAIZE 2 465.25617 928.49779 -0.014849 -0.057496 -0.098737 49.261 49.261 3.77E-01 8.08 782130

12177 EVGGEFSLFDGSITGVNEELQEGK Unmodified _EVGGEFSLFDGSITGVNEELQEGK_ B6U7Y1_MAIZE 2 1271.1032 2540.1918 1.1887 -0.041364 1.1495 114.03 114.03 7.49E-12 100.53 441780

12178 EVGGEFSLFDGSITGVNEELQEGK Unmodified _EVGGEFSLFDGSITGVNEELQEGK_ B6U7Y1_MAIZE 2 1271.1032 2540.1918 1.1242 0.068543 1.1949 117 117 1.84E-07 47.69 45939

12179 EVGLGADLVR Unmodified _EVGLGADLVR_ B6TFX9_MAIZE 2 514.79038 1027.5662 -0.040682 0.16632 0.12332 68.326 68.326 7.11E-01 22.66 1782600

12180 EVGLGADLVR Unmodified _EVGLGADLVR_ B6TFX9_MAIZE 2 514.79038 1027.5662 -0.064813 -0.053608 -0.11994 67.994 67.994 3.43E-01 28.91 1130800

12181 EVGLGADLVR Unmodified _EVGLGADLVR_ B6TFX9_MAIZE 2 514.79038 1027.5662 -0.13134 0.20609 0.071872 68.426 68.426 1.25E-02 39.98 8672800

12182 EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK Unmodified _EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK_ Q53CF4_MAIZE 3 1002.5363 3004.587 1.3052 -0.034638 1.2786 119.66 119.66 5.67E-19 58.44 391280

12183 EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK Unmodified _EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK_ Q53CF4_MAIZE 3 1002.5363 3004.587 1.2207 0.51004 1.7377 120.09 120.09 1.09E-10 32.36 830920

12184 EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK Unmodified _EVGLPPGVLNIVTGLGPDAGAPLSAHPDVDK_ Q53CF4_MAIZE 4 752.15401 3004.587 0.89905 0.4721 1.3775 120.05 120.05 7.98E-01 4.33 392580

12185 EVGPDGQEVTK Unmodified _EVGPDGQEVTK_ B4FGK8_MAIZE 2 579.78549 1157.5564 0.22108 -0.1173 0.11181 34.984 34.984 1.47E-01 35.22 665290

12186 EVGPDGQEVTK Unmodified _EVGPDGQEVTK_ B4FGK8_MAIZE 2 579.78549 1157.5564 0.11329 0.21408 0.33499 33.648 33.648 1.00E+00 32.6 84241

12187 EVGPDGQEVTK Unmodified _EVGPDGQEVTK_ B4FGK8_MAIZE 2 579.78549 1157.5564 0.24239 -0.56152 -0.31001 35.884 35.884 1.47E-01 18.81 113530

12188 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.058265 0.27498 0.21274 61.072 61.072 6.79E-01 19.19 8882300

12189 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 2 695.33093 1388.6473 0.6386 -0.10668 0.52864 61.065 61.065 4.96E-02 41.97 2173700

12190 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.15634 0.28195 0.12152 61.755 61.755 6.79E-01 23.86 808010

12191 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 2 695.33093 1388.6473 0.53241 -0.84937 -0.31963 61.714 61.714 1.67E-02 41.77 152380

12192 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.037768 0.39973 0.35716 63.066 63.066 1.00E+00 9.27 1100000

12193 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.049409 0.38884 0.33481 62.46 62.46 1.00E+00 7.21 1215800

12194 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.086789 0.2869 0.19645 62.823 62.823 1.00E+00 10.67 1114900

12195 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 3 463.88971 1388.6473 -0.15127 0.15207 -0.0030732 61.678 61.678 3.45E-01 16.24 12264000

12196 EVGWNYHDTIR Unmodified _EVGWNYHDTIR_ B4FAM6_MAIZE 2 695.33093 1388.6473 0.55066 -0.024358 0.52208 61.678 61.678 4.96E-02 32.28 2070800

12197 EVIAVNQDPLGVQGK Unmodified _EVIAVNQDPLGVQGK_ B4F9X0_MAIZE 2 783.92794 1565.8413 0.88802 -0.15531 0.73481 72.615 72.615 6.53E-30 98.24 2700800

12198 EVIEALGPTGVLVNVGR Unmodified _EVIEALGPTGVLVNVGR_ B6SRY1_MAIZE 2 861.99107 1721.9676 1.1113 -0.088932 1.0248 96.194 96.194 1.43E-21 78.07 341120

12199 EVIEALGPTGVLVNVGR Unmodified _EVIEALGPTGVLVNVGR_ B6SRY1_MAIZE 2 861.99107 1721.9676 1.0483 -0.05695 0.99494 96.756 96.756 1.24E-09 65.52 165310

12200 EVIEALGPTGVLVNVGR Unmodified _EVIEALGPTGVLVNVGR_ B6SRY1_MAIZE 2 861.99107 1721.9676 1.062 -0.22884 0.83668 96.794 96.794 1.43E-21 68.52 177650

12201 EVIEALGPTGVLVNVGR Unmodified _EVIEALGPTGVLVNVGR_ B6SRY1_MAIZE 2 861.99107 1721.9676 1.0939 -0.02878 1.0683 96.471 96.471 3.42E-29 87.8 1019400

12202 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 3 829.8001 2486.3785 1.0684 0.00165 1.0517 104.05 104.05 5.99E-10 50.04 443590

12203 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 3 829.8001 2486.3785 1.0047 0.2268 1.2131 104.91 104.91 2.19E-05 41.7 235330

12204 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 4 622.60189 2486.3785 0.36475 0.22214 0.56912 105.06 105.06 1.00E+00 0.98 810930

12205 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 3 829.8001 2486.3785 1.0288 0.10671 1.1172 105.06 105.06 1.82E-12 64.96 335530

12206 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 3 829.8001 2486.3785 1.0833 0.35102 1.4156 105.61 105.61 2.04E-03 17.17 255930

12207 EVIELPIKHPELFESLGIAQPK Unmodified _EVIELPIKHPELFESLGIAQPK_ B4FSF1_MAIZE 3 829.8001 2486.3785 1.1013 1.4607 2.5426 106.65 106.65 1.22E-04 21.73 488850
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12208 EVIPDVQR Unmodified _EVIPDVQR_ B6UAW8_MAIZE 2 478.264 954.51345 -0.058738 0.47299 0.40995 52.087 52.087 3.77E-01 19.68 642630

12209 EVIQVNQDPLGVQGR Unmodified _EVIQVNQDPLGVQGR_ B4FA27_MAIZE 2 826.44174 1650.8689 1.0183 0.13003 1.1539 73.791 73.791 1.12E-07 65.79 1854400

12210 EVISILMQR Unmodified _EVISILMQR_ B4FMI5_MAIZE 2 544.81026 1087.606 0.040926 -0.15087 -0.13226 81.115 81.115 9.73E-03 55.09 2979100

12211 EVISILMQR Unmodified _EVISILMQR_ B4FMI5_MAIZE 2 544.81026 1087.606 -0.035912 -0.14608 -0.2033 81.715 81.715 1.00E+00 2.07 196580

12212 EVISILMQR Unmodified _EVISILMQR_ B4FMI5_MAIZE 2 544.81026 1087.606 0.071687 -0.22122 -0.17179 82.046 82.046 1.00E+00 0.86 313890

12213 EVISILMQR Oxidation (M) _EVISILM(ox)QR_ B4FMI5_MAIZE 2 552.80772 1103.6009 0.11134 0.14445 0.23674 71.545 71.545 1.00E+00 6.2 410690

12214 EVISILMQR Oxidation (M) _EVISILM(ox)QR_ B4FMI5_MAIZE 2 552.80772 1103.6009 0.026397 -0.75442 -0.74419 71.918 71.918 1.12E-01 34.92 398760

12215 EVISILMQR Oxidation (M) _EVISILM(ox)QR_ B4FMI5_MAIZE 2 552.80772 1103.6009 -0.016457 0.36843 0.3342 71.122 71.122 1.01E-02 50.4 1920100

12216 EVLAGVNPMVITR Unmodified _EVLAGVNPMVITR_ Q8W0V2_MAIZE 2 699.89231 1397.7701 0.69273 -0.019205 0.66856 81.921 81.921 1.15E-02 45.3 476460

12217 EVLALCDHPCLLEK Unmodified _EVLALCDHPCLLEK_ B4FG03_MAIZE 2 848.92348 1695.8324 1.0828 -0.40613 0.67305 76.928 76.928 2.00E-19 69.97 1059000

12218 EVLALCDHPCLLEKEETK Unmodified _EVLALCDHPCLLEKEETK_ B4FG03_MAIZE 3 728.69402 2183.0602 0.8068 0.095477 0.89197 71.915 71.915 9.13E-03 23.64 2175500

12219 EVLEAGQGR Unmodified _EVLEAGQGR_ B4FWI4_MAIZE 2 479.75126 957.48796 -0.050851 -0.065148 -0.12884 34.732 34.732 3.32E-02 32.15 186420

12220 EVLEAGQGR Unmodified _EVLEAGQGR_ B4FWI4_MAIZE 2 479.75126 957.48796 -0.22888 -0.29542 -0.5363 46.918 46.918 1.00E+00 2.7 2767100

12221 EVLESVTAEQK Unmodified _EVLESVTAEQK_ B4FIW7_MAIZE 2 616.82207 1231.6296 0.28189 0.28501 0.55095 53.987 53.987 4.48E-03 43.48 268920

12222 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.060633 0.027794 -0.04756 64.424 64.424 7.88E-01 18.66 3694800

12223 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.17928 0.32392 0.12918 65.036 65.036 1.65E-01 23.23 1084400

12224 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.035383 0.24101 0.19057 66.296 66.296 3.77E-01 20.83 2318300

12225 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.076262 0.15908 0.068662 65.685 65.685 7.88E-01 17.74 2112400

12226 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.1225 0.13218 -0.0059473 66.045 66.045 1.00E+00 22.41 1963000

12227 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.11247 -0.27615 -0.40214 66.076 66.076 7.88E-01 16.71 5377100

12228 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.15387 -0.12487 -0.2925 66.322 66.322 3.77E-01 25.17 37894000

12229 EVLGWEPK Unmodified _EVLGWEPK_ B4FAG0_MAIZE 2 479.25564 956.49673 -0.11087 -0.31393 -0.43862 64.825 64.825 7.88E-01 16.02 1910200

12230 EVLLFPAMKPQE Oxidation (M) _EVLLFPAM(ox)KPQE_ B4FY29_MAIZE 2 709.37342 1416.7323 0.6687 -0.39315 0.26145 76.367 76.367 1.60E-02 20.74 264560

12231 EVLLFPAMKPQE Oxidation (M) _EVLLFPAM(ox)KPQE_ B4FY29_MAIZE 2 709.37342 1416.7323 0.66802 -0.5305 0.12381 76.952 76.952 4.56E-01 14.91 700480

12232 EVLLFPAMKPQE Oxidation (M) _EVLLFPAM(ox)KPQE_ B4FY29_MAIZE 2 709.37342 1416.7323 0.70912 -0.21184 0.48335 76.56 76.56 7.72E-03 22.85 443220

12233 EVLLFPAMKPQE Oxidation (M) _EVLLFPAM(ox)KPQE_ B4FY29_MAIZE 2 709.37342 1416.7323 0.64902 -0.41946 0.21696 76.426 76.426 1.98E-03 27.11 2140400

12234 EVLLFPAMKPQE Unmodified _EVLLFPAMKPQE_ B4FY29_MAIZE 2 701.37596 1400.7374 0.68081 0.098305 0.76193 90.144 90.144 1.00E+00 9.56 602260

12235 EVLPSPLTSASEPPPLFDGTTR Unmodified _EVLPSPLTSASEPPPLFDGTTR_ B6SVH7_MAIZE 2 1156.0944 2310.1743 1.1433 0.34691 1.4917 101.38 101.38 4.20E-18 68.74 431930

12236 EVLQREDDLNEIVQLVGK Unmodified _EVLQREDDLNEIVQLVGK_ VATA_MAIZE B6 3 699.71106 2096.1113 0.70549 0.35361 1.0483 100.38 100.38 1.00E+00 1.7 421800

12237 EVLQREDDLNEIVQLVGK Unmodified _EVLQREDDLNEIVQLVGK_ VATA_MAIZE B6 3 699.71106 2096.1113 0.63307 0.067629 0.68998 101.12 101.12 1.00E+00 1.33 596500

12238 EVLQREDDLNEIVQLVGK Unmodified _EVLQREDDLNEIVQLVGK_ VATA_MAIZE B6 3 699.71106 2096.1113 0.6206 0.24121 0.8511 100.84 100.84 2.10E-02 29.86 2036000

12239 EVLQREDDLNEIVQLVGK Unmodified _EVLQREDDLNEIVQLVGK_ VATA_MAIZE B6 2 1049.063 2096.1113 1.2981 -0.17862 1.11 100.83 100.83 1.18E-19 53.06 210240

12240 EVLSGVVFQPFEEIK Unmodified _EVLSGVVFQPFEEIK_ FRI1_MAIZE B4 2 860.96145 1719.9083 0.98185 0.009698 0.99258 109.71 109.71 1.02E-23 67.56 4630900

12241 EVLSGVVFQPFEEIKGELALVPQSPDK Unmodified _EVLSGVVFQPFEEIKGELALVPQSPDK_ FRI1_MAIZE 3 985.86197 2954.5641 1.1475 0.30431 1.4507 129.5 129.5 1.21E-08 47.99 1112500
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12242 EVLSLCDHPALLDK Unmodified _EVLSLCDHPALLDK_ Q5GAU1_MAIZE 2 805.41635 1608.8181 0.95052 -0.25778 0.68715 77.646 77.646 7.64E-09 79.24 1808100

12243 EVLSSMEEEADK Unmodified _EVLSSMEEEADK_ B6TMB2_MAIZE 2 683.80576 1365.597 0.56036 0.21552 0.74825 62.782 62.782 1.11E-04 42.84 984900

12244 EVLSSMEEEADKLSGSAAR Oxidation (M) _EVLSSM(ox)EEEADKLSGSAAR_ B6TMB2_MAIZE 3 675.65288 2023.9368 0.51741 -0.013921 0.48034 60.976 60.976 3.44E-01 2.44 2907000

12245 EVLSSMEEEADKLSGSAAR Unmodified _EVLSSMEEEADKLSGSAAR_ B6TMB2_MAIZE 2 1004.9782 2007.9419 1.2077 0.018141 1.2005 87.751 87.751 4.53E-07 93.57 1497200

12246 EVLVAEYPGMFHGFYGFPELPEATK Oxidation (M) _EVLVAEYPGM(ox)FHGFYGFPELPEATK_ B6TKK2_MAIZE 3 948.79116 2843.3517 1.1902 0.029688 1.219 111.5 111.5 9.91E-12 46.31 1035400

12247 EVLVGLYER Unmodified _EVLVGLYER_ B6TZR1_MAIZE 2 539.30058 1076.5866 -0.017071 -0.1875 -0.21904 71.052 71.052 1.00E+00 21.76 733000

12248 EVLVGLYER Unmodified _EVLVGLYER_ B6TZR1_MAIZE 2 539.30058 1076.5866 -0.09646 0.01359 -0.097433 72.936 72.936 1.12E-01 31.38 6515200

12249 EVMEALGPSGVLINVGR Oxidation (M) _EVM(ox)EALGPSGVLINVGR_ B6TL24_MAIZE 2 878.96674 1755.9189 1.0856 1.9627 3.0427 86.121 86.121 1.51E-07 34.29 1370500

12250 EVNLFQPASEFLPMITEVYEK Oxidation (M) _EVNLFQPASEFLPM(ox)ITEVYEK_ B4FVF6_MAIZE 2 1250.6194 2499.2243 1.1939 0.2082 1.3917 124.39 124.39 4.67E-05 53.05 439020

12251 EVNPQFLQR Unmodified _EVNPQFLQR_ B6SXV4_MAIZE 2 565.80128 1129.588 0.068029 0.22513 0.28387 58.35 58.35 3.32E-02 28.56 4241200

12252 EVNPQFLQR Unmodified _EVNPQFLQR_ B6SXV4_MAIZE 2 565.80128 1129.588 -0.27886 59.442 59.442 3.29E-01 23.02

12253 EVNPQFLQR Unmodified _EVNPQFLQR_ B6SXV4_MAIZE 2 565.80128 1129.588 0.13082 0.43092 0.55113 60.391 60.391 7.18E-01 13.6 744240

12254 EVNPQFLQR Unmodified _EVNPQFLQR_ B6SXV4_MAIZE 2 565.80128 1129.588 0.13448 0.69061 0.81462 59.742 59.742 7.18E-01 27.72 904720

12255 EVNPQFLQR Unmodified _EVNPQFLQR_ B6SXV4_MAIZE 2 565.80128 1129.588 0.12622 0.47209 0.58856 60.233 60.233 3.39E-01 23.43 478470

12256 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.07958 -0.23605 -0.15424 57.397 57.397 4.82E-01 17.85 17297000

12257 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 2 853.92646 1705.8384 1.0365 0.085781 1.1232 57.395 57.395 1.12E-07 107.47 3456900

12258 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.052861 -0.29432 -0.23903 57.65 57.65 2.34E-01 38.6 12077000

12259 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 2 853.92646 1705.8384 1.0436 -0.10204 0.94278 57.65 57.65 1.60E-05 94.15 1932900

12260 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.075474 -0.33756 -0.26071 59.299 59.299 1.29E-02 32.2 17551000

12261 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 2 853.92646 1705.8384 1.0243 -0.12827 0.89763 59.294 59.294 1.60E-05 80.49 2294000

12262 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.043229 -0.18475 -0.13959 58.619 58.619 2.65E-02 22.4 24556000

12263 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 2 853.92646 1705.8384 1.0036 0.080223 1.0854 58.616 58.616 7.01E-11 97.01 2916400

12264 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 -0.035554 -0.077632 -0.11141 59.135 59.135 1.29E-02 28.14 28483000

12265 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 2 853.92646 1705.8384 1.0145 -0.029561 0.98698 59.134 59.134 2.05E-04 81.19 4249300

12266 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.079945 -0.44548 -0.36307 59.278 59.278 2.34E-01 15.01 6657500

12267 EVNSVNDNPVIDVHR Unmodified _EVNSVNDNPVIDVHR_ B6U4D6_MAIZE 3 569.62006 1705.8384 0.11294 -0.28723 -0.17181 59.761 59.761 8.03E-01 17.42 1450500

12268 EVNVPVIGGHAGITILPLLSQVNPSCSFTSEEVK Unmodified _EVNVPVIGGHAGITILPLLSQVNPSCSFTSEEVK_ B4FZW5_MAIZE 3 1197.9624 3590.8654 1.2023 0.041097 1.2486 120.72 120.72 8.22E-01 18.19 402200

12269 EVNVPVIGGHAGITILPLLSQVNPSCSFTSEEVK Unmodified _EVNVPVIGGHAGITILPLLSQVNPSCSFTSEEVK_ B4FZW5_MAIZE 3 1197.9624 3590.8654 1.192 0.082911 1.2802 123.32 123.32 1.75E-23 79.32 1373700

12270 EVPEAEPEEK Unmodified _EVPEAEPEEK_ B6TL29_MAIZE 2 578.77205 1155.5295 0.15915 0.62911 0.75292 37.802 37.802 1.00E+00 18.07 211400

12271 EVPEAEPEEK Unmodified _EVPEAEPEEK_ B6TL29_MAIZE 2 578.77205 1155.5295 0.096242 -0.21612 -0.1538 34.893 34.893 1.25E-02 16.91 957250

12272 EVPEAEPEEK Unmodified _EVPEAEPEEK_ B6TL29_MAIZE 2 578.77205 1155.5295 0.065854 -0.28716 -0.25423 38.184 38.184 4.40E-02 46.21 1101600

12273 EVPTSFGFDTACK Unmodified _EVPTSFGFDTACK_ B4FQM2_MAIZE 2 729.83211 1457.6497 0.78667 -0.039699 0.76597 74.036 74.036 3.13E-02 34.81 860110

12274 EVPTSFGFDTACK Unmodified _EVPTSFGFDTACK_ B4FQM2_MAIZE 2 729.83211 1457.6497 0.7582 0.010356 0.78811 74.34 74.34 9.49E-01 15.23 364830

12275 EVPTSFGFDTACK Unmodified _EVPTSFGFDTACK_ B4FQM2_MAIZE 2 729.83211 1457.6497 0.75467 -0.09922 0.67373 75.139 75.139 5.66E-01 20.16 642260
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12276 EVPTSFGFDTACK Unmodified _EVPTSFGFDTACK_ B4FQM2_MAIZE 2 729.83211 1457.6497 0.70887 -0.2878 0.44033 74.658 74.658 4.68E-05 53.51 3491900

12277 EVPVDAVFQKDEMIDIIGVTK Unmodified _EVPVDAVFQKDEMIDIIGVTK_ B4FBM9_MAIZE 3 782.74689 2345.2188 0.92359 -0.23305 0.69372 108.81 108.81 2.97E-04 42.18 1078000

12278 EVQALILSPTR Unmodified _EVQALILSPTR_ Q2MJJ9_MAIZE 2 613.85879 1225.703 0.34464 -0.04367 0.28511 70.764 70.764 1.47E-01 17.92 551280

12279 EVQIAYLLR Unmodified _EVQIAYLLR_ B4FNK8_MAIZE 2 552.82422 1103.6339 -0.014868 1.1593 1.1149 86.937 86.937 1.00E+00 10.43 452020

12280 EVQIAYLLR Unmodified _EVQIAYLLR_ B4FNK8_MAIZE 2 552.82422 1103.6339 0.053394 -0.69896 -0.67224 86.789 86.789 3.39E-01 17.64 307520

12281 EVQNPIHLTVDTGFTR Unmodified _EVQNPIHLTVDTGFTR_ B4FRD9_MAIZE 3 609.65136 1825.9323 0.27187 0.023837 0.30511 80.23 80.23 2.60E-01 22.93 741120

12282 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 2 664.33568 1326.6568 0.52263 0.22523 0.73536 56.354 56.354 4.43E-05 43.78 1383300

12283 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 3 443.22621 1326.6568 -0.085566 0.34132 0.24208 57.021 57.021 1.00E+00 19.24 1894300

12284 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 2 664.33568 1326.6568 0.50949 0.21997 0.71725 57.015 57.015 3.60E-06 51.77 723740

12285 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 3 443.22621 1326.6568 0.038004 0.22398 0.24807 58.672 58.672 1.00E+00 10.01 2494200

12286 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 2 664.33568 1326.6568 0.52482 0.18855 0.70056 58.673 58.673 3.57E-04 50.27 667590

12287 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 3 443.22621 1326.6568 6.46E-05 0.010958 -0.0018718 58 58 1.00E+00 9.84 4309300

12288 EVSHEWSLVNK Unmodified _EVSHEWSLVNK_ B6TB25_MAIZE 2 664.33568 1326.6568 0.51137 -2.0107 -1.5091 58.024 58.024 4.43E-05 47.19 1535700

12289 EVSHEWVQINK Unmodified _EVSHEWVQINK_ HSP82_MAIZE 2 684.84896 1367.6834 0.61003 -0.22142 0.37815 55.546 55.546 1.67E-02 22.7 1043700

12290 EVSHEWVQINK Unmodified _EVSHEWVQINK_ HSP82_MAIZE 2 684.84896 1367.6834 0.58302 -0.83212 -0.2586 56.16 56.16 3.83E-01 7.62 384720

12291 EVSHEWVQINK Unmodified _EVSHEWVQINK_ HSP82_MAIZE 2 684.84896 1367.6834 0.59134 -0.72598 -0.14389 57.871 57.871 1.47E-01 14.21 619040

12292 EVSHEWVQINK Unmodified _EVSHEWVQINK_ HSP82_MAIZE 2 684.84896 1367.6834 0.6141 -0.82929 -0.22457 57.251 57.251 3.83E-01 9.94 799220

12293 EVSLETYK Unmodified _EVSLETYK_ B6TX91_MAIZE 2 484.75039 967.48623 -0.22713 0.36549 0.11643 54.122 54.122 3.77E-01 28.31 1150500

12294 EVSSHLAALGAR Unmodified _EVSSHLAALGAR_ B6U543_MAIZE 2 605.83057 1209.6466 0.17049 -0.042816 0.10761 49.803 49.803 1.68E-09 65.21 2490000

12295 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.2979 0.94874 1.2309 62.095 62.095 2.00E-01 32.03 677910

12296 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.32655 0.51565 0.82787 61.46 61.46 6.74E-02 34.73 504680

12297 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.27996 0.089739 0.35615 61.866 61.866 6.74E-02 14.66 529400

12298 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.33471 -0.13985 0.18148 62.028 62.028 6.74E-02 39.08 513040

12299 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.15802 0.067366 0.21231 60.64 60.64 7.61E-14 79.09 17774000

12300 EVSSQLATLGAR Unmodified _EVSSQLATLGAR_ B6U3Y1_MAIZE 2 616.33568 1230.6568 0.29798 0.56701 0.85071 63.248 63.248 1.60E-02 57.42 197090

12301 EVSTEEYNDFFK Unmodified _EVSTEEYNDFFK_ B6UCZ5_MAIZE 2 754.333 1506.6515 0.84499 -0.17377 0.66332 81.481 81.481 1.60E-02 22.85 242090

12302 EVSTEEYNDFFK Unmodified _EVSTEEYNDFFK_ B6UCZ5_MAIZE 2 754.333 1506.6515 0.80739 -0.14257 0.65739 81.771 81.771 1.11E-04 39.9 1554800

12303 EVSVISGLPASTSTER Unmodified _EVSVISGLPASTSTER_ B6TSB9_MAIZE 2 816.92559 1631.8366 0.93784 -0.16584 0.76801 70.125 70.125 7.01E-14 70.06 1319100

12304 EVTAAYEVEAMPTFHFVK Oxidation (M) _EVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 3 695.67144 2083.9925 0.60007 -0.12327 0.4766 85.714 85.714 2.39E-01 30.61 102570

12305 EVTAAYEVEAMPTFHFVK Oxidation (M) _EVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 3 695.67144 2083.9925 0.61915 1.7424 2.3578 88.959 88.959 9.21E-01 26.51 34131

12306 EVTAAYEVEAMPTFHFVK Oxidation (M) _EVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 3 695.67144 2083.9925 0.57 0.03893 0.6072 83.999 83.999 2.47E-02 36.68 2654100

12307 EVTAAYEVEAMPTFHFVK Oxidation (M) _EVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 2 1043.0035 2083.9925 1.1637 -0.13957 1.0232 83.837 83.837 3.04E-19 42.87 255540

12308 EVTAAYEVEAMPTFHFVK Unmodified _EVTAAYEVEAMPTFHFVK_ B4FH44_MAIZE 3 690.3398 2067.9976 0.59086 0.16691 0.75442 97.489 97.489 9.21E-01 23.53 391990

12309 EVTAELPIYLANSLNSLR Unmodified _EVTAELPIYLANSLNSLR_ B6TPP7_MAIZE 2 1002.044 2002.0735 1.1686 -0.45175 0.69233 122.55 122.55 1.77E-34 68.33 234870
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12310 EVTAELPIYLANSLNSLR Unmodified _EVTAELPIYLANSLNSLR_ B6TPP7_MAIZE 2 1002.044 2002.0735 1.2538 -0.24986 0.97871 122.04 122.04 4.65E-12 45.36 161550

12311 EVTAELPIYLANSLNSLR Unmodified _EVTAELPIYLANSLNSLR_ B6TPP7_MAIZE 2 1002.044 2002.0735 1.1996 0.00444 1.1792 122.97 122.97 5.25E-26 73.51 1515900

12312 EVTAEVLK Unmodified _EVTAEVLK_ B4FI76_MAIZE 2 444.75548 887.4964 -0.02527 0.004365 -0.037456 47.135 47.135 1.65E-01 43.38 4169600

12313 EVTAFVEPGR Unmodified _EVTAFVEPGR_ B4FMB1_MAIZE 2 552.78784 1103.5611 -0.048907 -0.27156 -0.31667 60.727 60.727 2.81E-03 48.38 3867600

12314 EVTGEPVGEVR Unmodified _EVTGEPVGEVR_ B6TG74_MAIZE 2 586.30131 1170.5881 0.13816 0.36238 0.50495 44.208 44.208 4.96E-02 34.62 1180800

12316 EVVDLTLVPYGNAR Unmodified _EVVDLTLVPYGNAR_ B6TUH5_MAIZE 2 773.41721 1544.8199 0.81907 -0.31899 0.49892 89.762 89.762 2.25E-03 33.79 2088600

12317 EVVGFQGNLVWDSSKPDGTPR Unmodified _EVVGFQGNLVWDSSKPDGTPR_ B6TMJ8_MAIZE 3 763.38171 2287.1233 0.87175 0.37506 1.258 84.454 84.454 2.97E-04 41.17 598970

12318 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.61332 -0.12671 0.49139 73.982 73.982 3.79E-01 22.16 359120

12319 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.63407 -0.078121 0.56028 74.513 74.513 6.80E-02 23.74 879410

12320 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.64458 -0.18038 0.46897 74.133 74.133 3.10E-04 44.24 1083800

12321 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.6569 -0.19801 0.4648 74.033 74.033 2.56E-02 18.63 821230

12322 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.58241 0.026621 0.61335 74.52 74.52 7.59E-04 43.9 14893000

12323 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 2 1043.063 2084.1113 1.1776 0.12019 1.3029 74.514 74.514 1.08E-14 71.14 1892500

12324 EVVISVDDGIRPGTTASGLAK Unmodified _EVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 695.71106 2084.1113 0.60253 -0.20532 0.40199 74.431 74.431 1.47E-01 32.67 1357600

12325 EVVLPHLVPVVPGAQPELER Unmodified _EVVLPHLVPVVPGAQPELER_ B4FVQ8_MAIZE 3 726.74756 2177.2208 0.72686 -0.1161 0.61192 98.958 98.958 1.97E-01 13.6 296210

12326 EVVSQYGEMILDMLIAQTDPQR 2 Oxidation (M) _EVVSQYGEM(ox)ILDM(ox)LIAQTDPQR_ B6TY21_MAIZE 3 856.74886 2567.2247 1.1421 -1.0929 0.046811 126.5 126.5 7.44E-02 12.48 428940

12327 EVVVPAQATFGELK Unmodified _EVVVPAQATFGELK_ B4FV61_MAIZE 2 744.40885 1486.8031 0.78835 -0.15283 0.63589 80.477 80.477 1.95E-13 56.04 344610

12328 EVVVVCDPDYIDVFEGSIK Unmodified _EVVVVCDPDYIDVFEGSIK_ B4FP01_MAIZE 2 1092.0325 2182.0504 1.1595 0.091188 1.2654 113.31 113.31 2.86E-31 78.43 230310

12329 EVWAGPLSGNR Unmodified _EVWAGPLSGNR_ B4FA27_MAIZE 2 593.30419 1184.5938 0.23476 0.13692 0.36347 69.959 69.959 4.48E-03 47.94 1198800

12330 EVWDMFGVSFINHPDLR Oxidation (M) _EVWDM(ox)FGVSFINHPDLR_ Q5K097_MAIZE 3 693.33153 2076.9727 0.64946 -0.049835 0.60786 109.25 109.25 2.75E-01 18.18 345550

12331 EWIVSSLGPQAVAK Unmodified _EWIVSSLGPQAVAK_ B4G0N0_MAIZE 2 742.90902 1483.8035 0.79038 -0.044483 0.73747 85.789 85.789 2.00E-19 62.65 1282200

12332 EWIVSSLGPQAVAK Unmodified _EWIVSSLGPQAVAK_ B4G0N0_MAIZE 2 742.90902 1483.8035 0.78735 0.12626 0.90542 86.332 86.332 1.95E-13 60.8 502580

12333 EWIVSSLGPQAVAK Unmodified _EWIVSSLGPQAVAK_ B4G0N0_MAIZE 2 742.90902 1483.8035 0.77721 -0.079783 0.68932 86.631 86.631 2.00E-19 66.38 798490

12334 EWIVSSLGPQAVAK Unmodified _EWIVSSLGPQAVAK_ B4G0N0_MAIZE 2 742.90902 1483.8035 0.81798 0.062561 0.87232 86.332 86.332 2.25E-03 45.04 370740

12335 EWIVSSLGPQAVAK Unmodified _EWIVSSLGPQAVAK_ B4G0N0_MAIZE 2 742.90902 1483.8035 0.75713 0.1351 0.88384 86.018 86.018 7.64E-09 73.47 2326200

12336 EWLSDSAIGSNPVLR Unmodified _EWLSDSAIGSNPVLR_ B6SZK9_MAIZE 2 822.42302 1642.8315 1.0186 0.015698 1.0236 90.527 90.527 6.53E-30 78.33 478300

12337 EWVVDHK Unmodified _EWVVDHK_ B4FHI8_MAIZE 2 456.73233 911.45012 -0.16108 0.21735 0.059446 40.46 40.46 4.46E-01 35.71 93148

12338 EWWQATDTK Unmodified _EWWQATDTK_ B6SHY0_MAIZE 2 582.76965 1163.5247 0.0028956 0.060417 0.059904 67.676 67.676 3.39E-01 38.79 447790

12339 EYAFVLDVPGLSK Unmodified _EYAFVLDVPGLSK_ B6U175_MAIZE 2 719.38484 1436.7551 0.68497 0.078533 0.75922 108.01 108.01 3.13E-02 26.93 224630

12340 EYALSDVIDTIK Unmodified _EYALSDVIDTIK_ B4FCC0_MAIZE 2 683.85866 1365.7028 0.49778 0.035923 0.52054 102.79 102.79 1.60E-02 32.46 221930

12341 EYALSDVIDTIK Unmodified _EYALSDVIDTIK_ B4FCC0_MAIZE 2 683.85866 1365.7028 0.51922 0.27475 0.78029 100.97 100.97 2.05E-12 51.99 1688900

12342 EYALSDVIDTIK Unmodified _EYALSDVIDTIK_ B4FCC0_MAIZE 2 683.85866 1365.7028 0.62434 1.0487 1.6585 101.83 101.83 2.00E-01 25.08 109060

12343 EYDESDLAYLQK Unmodified _EYDESDLAYLQK_ B6SJ00_MAIZE 2 737.34083 1472.6671 0.65621 -0.053749 0.57771 73.42 73.42 7.72E-03 48.77 623890

12344 EYDETDLAYLQK Unmodified _EYDETDLAYLQK_ B6T191_MAIZE 2 744.34865 1486.6828 0.6264 0.10129 0.70675 74.394 74.394 1.11E-04 41.05 1513500
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12345 EYDETDLAYLQK Unmodified _EYDETDLAYLQK_ B6T191_MAIZE 2 744.34865 1486.6828 0.8239 0.096022 0.89924 74.175 74.175 1.98E-03 49.75 457050

12346 EYDETDLAYLQK Unmodified _EYDETDLAYLQK_ B6T191_MAIZE 2 744.34865 1486.6828 0.81996 0.29475 1.0938 75.567 75.567 1.11E-04 49.28 269110

12347 EYEMALQDR Oxidation (M) _EYEM(ox)ALQDR_ B6SV64_MAIZE 2 585.75842 1169.5023 0.2311 0.85217 1.0545 44.626 44.626 3.39E-01 41.88 500320

12348 EYEMALQDR Oxidation (M) _EYEM(ox)ALQDR_ B6SV64_MAIZE 2 585.75842 1169.5023 0.1574 0.52612 0.65612 43.969 43.969 1.00E+00 20.63 521190

12349 EYEMALQDR Oxidation (M) _EYEM(ox)ALQDR_ B6SV64_MAIZE 2 585.75842 1169.5023 0.24499 0.61364 0.83063 46.75 46.75 7.18E-01 20.35 572460

12350 EYEMALQDR Oxidation (M) _EYEM(ox)ALQDR_ B6SV64_MAIZE 2 585.75842 1169.5023 0.22187 0.50897 0.70357 45.985 45.985 3.39E-01 42.59 490600

12351 EYEMALQDR Unmodified _EYEMALQDR_ B6SV64_MAIZE 2 577.76096 1153.5074 0.161 0.0755 0.20564 55.701 55.701 1.12E-01 23.87 1091200

12352 EYETVQSDASLLASGK Unmodified _EYETVQSDASLLASGK_ B6U0I0_MAIZE 2 849.41506 1696.8156 1.0869 -0.093098 0.97951 73.149 73.149 4.21E-20 86.96 500050

12353 EYETVQSDASLLASGK Unmodified _EYETVQSDASLLASGK_ B6U0I0_MAIZE 2 849.41506 1696.8156 1.0376 0.044088 1.0674 73.443 73.443 1.27E-09 74.41 198380

12354 EYGITVESIIAAAK Unmodified _EYGITVESIIAAAK_ TKTC_MAIZE B4 2 732.90086 1463.7872 0.78063 -0.40215 0.35421 103.73 103.73 7.64E-09 49.06 664780

12355 EYGITVESIIAAAK Unmodified _EYGITVESIIAAAK_ TKTC_MAIZE B4 2 732.90086 1463.7872 0.74053 0.056605 0.77287 104.32 104.32 1.95E-13 56.64 664450

12356 EYGITVESIIAAAK Unmodified _EYGITVESIIAAAK_ TKTC_MAIZE B4 2 732.90086 1463.7872 0.74641 0.10976 0.83094 104.44 104.44 1.95E-13 70.72 782060

12357 EYGITVESIIAAAK Unmodified _EYGITVESIIAAAK_ TKTC_MAIZE B4 2 732.90086 1463.7872 0.78303 0.1795 0.93801 104.4 104.4 2.96E-06 74.97 635620

12358 EYGITVESIIAAAK Unmodified _EYGITVESIIAAAK_ TKTC_MAIZE B4 2 732.90086 1463.7872 0.77027 0.17397 0.91926 104.03 104.03 1.95E-13 63.92 1355600

12359 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 2 583.80061 1165.5867 0.20269 0.15142 0.31407 48.648 48.648 3.32E-02 35.29 1029100

12360 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 2 583.80061 1165.5867 0.19494 -0.37137 -0.21397 49.293 49.293 3.39E-01 34.6 18859

12361 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 2 583.80061 1165.5867 0.13633 0.45369 0.54895 48.498 48.498 1.12E-01 31.38 795040

12362 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 2 583.80061 1165.5867 0.18658 0.1351 0.28213 50.867 50.867 1.12E-01 35.93 1276700

12363 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 2 583.80061 1165.5867 0.15425 0.043616 0.15819 50.155 50.155 3.32E-02 34.82 3627600

12364 EYLEEDKLK Unmodified _EYLEEDKLK_ B6U0V6_MAIZE 3 389.53617 1165.5867 0.44254 0.24609 0.6492 50.143 50.143 1.00E+00 2.12 3503500

12365 EYLEEDKLKDLVK Unmodified _EYLEEDKLKDLVK_ B6U0V6_MAIZE 3 541.29429 1620.8611 -0.075923 -0.86166 -0.96478 74.976 74.976 1.28E-01 10.02 245470

12366 EYLEEDKLKDLVK Unmodified _EYLEEDKLKDLVK_ B6U0V6_MAIZE 3 541.29429 1620.8611 0.058378 -0.34732 -0.31725 75.144 75.144 1.28E-01 24.73 683400

12367 EYLEENSLDDLIALLK Unmodified _EYLEENSLDDLIALLK_ B4FI21_MAIZE 2 939.49076 1876.967 0.6569 -1.6727 -1.0446 127.18 127.18 2.16E-02 23.81 107850

12368 EYLEENSLDDLIALLK Unmodified _EYLEENSLDDLIALLK_ B4FI21_MAIZE 2 939.49076 1876.967 1.195 0.037206 1.2017 128.09 128.09 4.21E-20 98.28 564280

12369 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 0.00058286 -0.32671 -0.35645 33.237 33.237 7.88E-01 14.31 308480

12370 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 -0.17072 -0.059717 -0.26018 31.959 31.959 5.06E-02 33.13 140970

12371 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 -0.046107 -0.48383 -0.56034 34.756 34.756 3.77E-01 38.9 176910

12372 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 -0.01037 -0.19474 -0.23558 33.891 33.891 3.77E-01 22.43 237700

12373 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 -0.024222 0.065005 0.010616 34.677 34.677 3.77E-01 28.21 178360

12374 EYLKDPSK Unmodified _EYLKDPSK_ B4FNM4_MAIZE 2 490.25838 978.50221 -0.1271 -0.12929 -0.28635 35.423 35.423 2.92E-02 34.77 1942000

12375 EYLLWLR Unmodified _EYLLWLR_ B4FZA1_MAIZE 2 496.78183 991.5491 0.013874 0.077396 0.060713 95.774 95.774 1.00E+00 6.19 243970

12376 EYLLWLR Unmodified _EYLLWLR_ B4FZA1_MAIZE 2 496.78183 991.5491 -0.060059 -0.28119 -0.37224 96.565 96.565 7.83E-01 13.81 155880

12377 EYLLWLR Unmodified _EYLLWLR_ B4FZA1_MAIZE 2 496.78183 991.5491 -0.00054682 -0.049624 -0.081823 96.422 96.422 1.00E+00 21.77 197840

12378 EYLLWLR Unmodified _EYLLWLR_ B4FZA1_MAIZE 2 496.78183 991.5491 -0.17768 0.19285 -0.015616 96.224 96.224 4.49E-02 28.87 12785000
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12379 EYLPIEGLAAFNK Unmodified _EYLPIEGLAAFNK_ B6T9J4_MAIZE 2 732.89029 1463.766 -0.13322 103.45 103.45 8.65E-04 31.36

12380 EYLPIEGLAAFNK Unmodified _EYLPIEGLAAFNK_ B6T9J4_MAIZE 2 732.89029 1463.766 0.76587 0.35175 1.0898 102.99 102.99 2.61E-08 63.36 707390

12381 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.77482 -0.17718 0.57701 97.971 97.971 1.09E-26 74.16 11131000

12382 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.82118 -0.11141 0.69024 98.549 98.549 4.93E-21 69.16 3580200

12383 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.79499 -0.13182 0.64254 98.586 98.586 1.56E-17 79.01 4531500

12384 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.77153 -0.01415 0.73787 98.446 98.446 1.09E-26 74.25 3369000

12385 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 3 498.93281 1493.7766 0.062549 0.03338 0.075399 98.453 98.453 1.00E+00 0.5 127540

12386 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.81459 0.083913 0.87828 98.023 98.023 2.50E-15 65.44 1462500

12387 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.82624 -0.077628 0.72877 98.633 98.633 4.93E-21 65.86 1977800

12388 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.7958 -0.063928 0.71171 98.229 98.229 4.93E-21 76.52 4001400

12389 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.76905 0.45232 1.2002 98.448 98.448 2.50E-15 71 572410

12390 EYLPITGLAEFNK Unmodified _EYLPITGLAEFNK_ B4FUH2_MAIZE 2 747.89557 1493.7766 0.78957 0.056203 0.82553 99.547 99.547 2.61E-08 48.6 363700

12391 EYSSCEALK Unmodified _EYSSCEALK_ B6SUR9_MAIZE 2 543.74224 1085.4699 -0.038993 -0.00251 -0.067244 38.843 38.843 3.39E-01 32.51 2967300

12392 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 3 339.85031 1016.5291 1.2144 0.18157 1.3687 48.027 48.027 9.92E-01 23.62 3056700

12393 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 0.016697 0.18255 0.17059 48.038 48.038 3.77E-01 7.94 2984000

12394 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 -0.12464 0.37984 0.2273 49.029 49.029 1.00E+00 4.47 87298

12395 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 3 339.85031 1016.5291 1.1634 0.32895 1.4651 49.736 49.736 1.00E+00 9.3 832510

12396 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 0.044092 -0.12849 -0.11074 49.745 49.745 1.00E+00 4.43 360110

12397 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 0.063258 0.50645 0.54173 50.571 50.571 1.65E-01 24.18 535170

12398 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 -0.092753 0.10311 -0.016413 50.843 50.843 1.65E-01 27.69 942500

12399 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 3 339.85031 1016.5291 1.1956 0.087976 1.2564 48.53 48.53 1.00E+00 11.11 1984300

12400 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 3 339.85031 1016.5291 0.93011 -0.41538 0.48831 51.753 51.753 1.00E+00 12.59 11979000

12401 EYTINLHK Unmodified _EYTINLHK_ Q5XLD9_MAIZE 2 509.27182 1016.5291 -0.21896 0.041078 -0.20495 51.755 51.755 3.77E-01 20.89 12778000

12402 EYTVQDLAAPGAFDGVDIALFSAGGSVSR Unmodified _EYTVQDLAAPGAFDGVDIALFSAGGSVSR_ B4F8G4_MAIZE 3 971.81368 2912.4192 1.2271 -0.036929 1.1964 123.8 123.8 6.29E-01 6.7 589990

12403 EYTYAELEKEPYWPFEK Unmodified _EYTYAELEKEPYWPFEK_ B6TIL4_MAIZE 3 741.34913 2221.0256 0.84793 0.16089 0.98281 100.07 100.07 1.55E-01 11.32 542400

12404 EYTYAELEKEPYWPFEK Unmodified _EYTYAELEKEPYWPFEK_ B6TIL4_MAIZE 3 741.34913 2221.0256 0.79159 0.077863 0.84455 100.73 100.73 1.30E-02 26.17 185450

12405 EYTYAELEKEPYWPFEK Unmodified _EYTYAELEKEPYWPFEK_ B6TIL4_MAIZE 3 741.34913 2221.0256 0.8409 0.31324 1.1282 100.84 100.84 1.30E-02 19.56 203880

12406 EYTYAELEKEPYWPFEK Unmodified _EYTYAELEKEPYWPFEK_ B6TIL4_MAIZE 3 741.34913 2221.0256 0.86125 0.42199 1.2574 100.85 100.85 1.55E-01 16.33 184380

12407 EYTYAELEKEPYWPFEK Unmodified _EYTYAELEKEPYWPFEK_ B6TIL4_MAIZE 3 741.34913 2221.0256 0.81909 0.70555 1.4983 100.49 100.49 1.77E-03 32.75 362380

12408 EYVEDINER Unmodified _EYVEDINER_ B6TIJ2_MAIZE 2 583.76984 1165.5251 0.2046 0.11039 0.28729 52.122 52.122 3.32E-02 22.88 729680

12409 EYVEGYPR Unmodified _EYVEGYPR_ B6SQX0_MAIZE 2 506.74036 1011.4662 -0.097642 -0.48309 -0.59891 50.943 50.943 3.77E-01 12.44 2394200

12410 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2666 -0.54429 0.71596 107.56 107.56 1.18E-19 47.88 178200

12411 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2731 0.39874 1.6646 136.87 136.87 8.94E-06 58.42 478470

12412 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.1745 -0.44392 0.72446 107.43 107.43 3.69E-03 31.32 78868
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12413 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.1809 0.17968 1.3537 137.5 137.5 3.69E-03 29.8 85226

12414 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2081 0.069464 1.271 137.61 137.61 2.85E-09 86.76 163140

12415 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2368 -0.15421 1.0755 137.6 137.6 3.54E-16 56.04 46771

12416 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.3226 -0.25538 1.0604 136.79 136.79 8.94E-06 47.32 59054

12417 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 0.43591 121.04 121.04 5.78E-02 9.61

12418 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.236 -0.00967 1.2197 109.33 109.33 1.77E-34 72.08 320010

12419 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2543 0.29654 1.5442 118.16 118.16 5.25E-26 75.46 140810

12420 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2449 0.15717 1.3951 122.17 122.17 3.54E-16 45.78 131470

12421 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2313 -0.58037 0.64455 128.87 128.87 5.25E-26 71.62 149290

12422 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2919 0.16327 1.4478 133.53 133.53 3.69E-03 43.68 56981

12423 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2913 0.13886 1.4236 137.34 137.34 8.94E-06 51.95 42637

12424 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 1.2411 0.27314 1.5074 138.19 138.19 1.18E-19 93.26 891400

12425 EYVFVANSDNLGAIVDIK Unmodified _EYVFVANSDNLGAIVDIK_ B4FAD9_MAIZE 2 984.00966 1966.0048 -0.43489 113.96 113.96 1.31E-11 45.69

12426 EYVSDEVVSR Unmodified _EYVSDEVVSR_ Q9FQB5_MAIZE 2 591.78549 1181.5564 0.13326 0.44399 0.57172 51.908 51.908 2.81E-03 44.63 2667800

12427 EYYDIGRPFIER Unmodified _EYYDIGRPFIER_ B4G080_MAIZE 2 779.38845 1556.7623 0.94767 -0.02993 0.89913 79.421 79.421 2.00E-01 14.79 602810

12428 EYYDIGRPFIER Unmodified _EYYDIGRPFIER_ B4G080_MAIZE 3 519.92806 1556.7623 -0.11138 0.21417 0.083572 79.936 79.936 1.00E+00 11.53 689400

12429 EYYDIGRPFIER Unmodified _EYYDIGRPFIER_ B4G080_MAIZE 3 519.92806 1556.7623 -0.010132 0.3418 0.31284 80.373 80.373 1.00E+00 0.96 1150000

12430 EYYDIGRPFIER Unmodified _EYYDIGRPFIER_ B4G080_MAIZE 2 779.38845 1556.7623 0.79996 -5.1326 -4.3441 79.801 79.801 2.00E-01 17.06 8449800

12431 EYYDIGRPFIER Unmodified _EYYDIGRPFIER_ B4G080_MAIZE 3 519.92806 1556.7623 -0.16445 -1.653 -1.8321 79.805 79.805 1.00E+00 3.96 35133000

12432 FAAAMAAASPFASLADALLAAR Oxidation (M) _FAAAM(ox)AAASPFASLADALLAAR_ B6TR41_MAIZE 2 1062.0513 2122.0881 1.2686 0.76123 2.0041 126.47 126.47 5.92E-05 36.39 503400

12433 FAAAMIK Oxidation (M) _FAAAM(ox)IK_ B4FY83_MAIZE 2 384.20965 766.40475 0.48805 0.09574 0.5544 41.574 41.574 4.46E-01 13.7 547250

12434 FAAAMIK Oxidation (M) _FAAAM(ox)IK_ B4FY83_MAIZE 2 384.20965 766.40475 0.48932 0.32799 0.78645 42.246 42.246 4.46E-01 18.05 620000

12435 FAAAMIK Oxidation (M) _FAAAM(ox)IK_ B4FY83_MAIZE 2 384.20965 766.40475 0.60855 -1.7646 -1.1827 41.279 41.279 4.46E-01 18.36 216120

12436 FAAAMIK Oxidation (M) _FAAAM(ox)IK_ B4FY83_MAIZE 2 384.20965 766.40475 0.6274 -0.21191 0.38519 42.032 42.032 1.86E-01 19.41 302430

12437 FAAAMIK Unmodified _FAAAMIK_ B4FY83_MAIZE 2 376.21219 750.40983 0.52438 0.77736 1.2648 52.42 52.42 4.49E-02 30.02 1679800

12438 FAAAMIK Unmodified _FAAAMIK_ B4FY83_MAIZE 2 376.21219 750.40983 0.67838 0.17231 0.81404 52.035 52.035 8.04E-02 27.12 2292900

12439 FAADAESK Unmodified _FAADAESK_ B4G0K4_MAIZE 2 419.7007 837.38685 0.27765 0.12813 0.37869 27.634 27.634 1.90E-02 36.45 285510

12440 FAAFLSPLTLGR Unmodified _FAAFLSPLTLGR_ B6U7U8_MAIZE 2 646.87171 1291.7289 0.42164 0.15766 0.57293 104.91 104.91 8.05E-01 6.86 2429800

12441 FAAFLSPLTLGR Unmodified _FAAFLSPLTLGR_ B6U7U8_MAIZE 2 646.87171 1291.7289 0.43522 0.19314 0.62285 105.57 105.57 1.11E-04 51.31 502020

12442 FAAFLSPLTLGR Unmodified _FAAFLSPLTLGR_ B6U7U8_MAIZE 2 646.87171 1291.7289 0.4599 0.090171 0.54385 105.54 105.54 2.00E-01 9.21 278690

12443 FAAFTGK Unmodified _FAAFTGK_ B6TBJ6_MAIZE 2 371.20014 740.38573 0.73558 3.1385 3.8665 49.674 49.674 1.86E-01 19.36 1208700

12444 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.091615 -0.2258 -0.34063 45.275 45.275 4.40E-05 62.13 12516000

12445 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.17204 0.24056 0.044194 45.655 45.655 2.81E-03 36.93 91214

12446 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.18075 -0.21847 -0.42235 44.928 44.928 1.25E-02 49.73 5937300
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12447 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.17675 -0.34125 -0.54065 47.571 47.571 1.62E-03 52.81 6271800

12448 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.1698 -0.34418 -0.53835 47.242 47.242 5.76E-06 69.67 38807000

12449 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.13557 -0.16736 -0.32649 48.177 48.177 1.84E-04 37.16 3265600

12450 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.081154 -0.15711 -0.26291 45.479 45.479 1.25E-02 33.63 579380

12451 FAAGTEAIAK Unmodified _FAAGTEAIAK_ B4G0K4_MAIZE 2 489.76637 977.5182 -0.16935 -0.12573 -0.31863 48.809 48.809 1.62E-03 44.82 326620

12452 FAASLEELSVAGAR Unmodified _FAASLEELSVAGAR_ B6UHU4_MAIZE 2 710.87517 1419.7358 0.68361 -0.20705 0.4551 83.418 83.418 3.51E-02 28.06 484140

12453 FADACLR Unmodified _FADACLR_ B4FZW5_MAIZE 2 426.70526 851.39597 -0.017462 0.18854 0.16978 45.443 45.443 7.83E-01 12.78 14115

12454 FADACLR Unmodified _FADACLR_ B4FZW5_MAIZE 2 426.70526 851.39597 0.095003 -0.39433 -0.30203 46.569 46.569 4.46E-01 18.08 411180

12455 FADACLR Unmodified _FADACLR_ B4FZW5_MAIZE 2 426.70526 851.39597 -0.01409 -4.0752 -4.0822 48.145 48.145 1.86E-01 22.69 9042600

12456 FADDSYLDSYISTIGVDFK Unmodified _FADDSYLDSYISTIGVDFK_ B4FQY4_MAIZE 2 1078.5071 2154.9997 1.1916 0.21473 1.4098 122.79 122.79 5.57E-58 107.53 463120

12457 FADDSYLDSYISTIGVDFK Unmodified _FADDSYLDSYISTIGVDFK_ B4FQY4_MAIZE 2 1078.5071 2154.9997 1.2573 0.35339 1.614 123.04 123.04 5.13E-03 29.78 321880

12458 FADDSYLDSYISTIGVDFK Unmodified _FADDSYLDSYISTIGVDFK_ B4FQY4_MAIZE 2 1078.5071 2154.9997 1.1866 0.11713 1.3072 123.09 123.09 5.48E-24 59.89 313700

12459 FADDSYLDSYISTIGVDFK Unmodified _FADDSYLDSYISTIGVDFK_ B4FQY4_MAIZE 2 1078.5071 2154.9997 1.1566 0.14233 1.3032 125.27 125.27 5.48E-24 76.63 217560

12460 FADDSYLESYISTIGVDFK Unmodified _FADDSYLESYISTIGVDFK_ B4FAE1_MAIZE 2 1085.515 2169.0154 1.236 0.39763 1.6328 124.25 124.25 5.48E-24 89.15 244450

12461 FADDSYLESYISTIGVDFK Unmodified _FADDSYLESYISTIGVDFK_ B4FAE1_MAIZE 2 1085.515 2169.0154 1.186 -0.25715 0.92867 124.52 124.52 1.06E-14 72.79 218900

12462 FADDSYLESYISTIGVDFK Unmodified _FADDSYLESYISTIGVDFK_ B4FAE1_MAIZE 2 1085.515 2169.0154 1.1477 0.52106 1.6676 127.7 127.7 8.65E-01 0 132070

12463 FADELR Unmodified _FADELR_ B6TYW9_MAIZE 2 375.69268 749.3708 0.45452 0.13957 0.57384 49.198 49.198 5.26E-01 22.55 403330

12464 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.10553 0.33438 0.4256 44.96 44.96 8.04E-02 36.18 3004900

12465 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 -0.095208 0.77513 0.66457 45.296 45.296 7.83E-01 14.09 209530

12466 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 -0.044643 0.53142 0.47139 44.58 44.58 7.83E-01 11.32 415640

12467 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.11767 0.47548 0.57877 47.159 47.159 1.86E-01 19.65 655480

12468 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.12203 0.32682 0.43509 46.46 46.46 1.86E-01 32.25 608420

12469 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.028888 0.2426 0.25702 47.252 47.252 1.86E-01 25.67 1220300

12470 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.095515 0.51745 0.59942 47.044 47.044 1.86E-01 22.14 1465900

12471 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.079436 0.82811 0.89305 48.03 48.03 1.86E-01 21.62 2826700

12472 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 0.055439 1.2785 1.3181 45.302 45.302 8.04E-02 41.47 4273200

12473 FADENFK Unmodified _FADENFK_ B6TIP7_MAIZE 2 435.70324 869.39193 -0.18164 0.049824 -0.14536 48.455 48.455 8.04E-02 38.26 18152000

12474 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.3826 -0.20601 1.1653 28.062 28.062 1.00E+00 15.77 48855

12475 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.2038 0.13029 1.3209 26.268 26.268 9.92E-01 7.82 11142

12476 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 2 496.76162 991.50869 -0.12372 0.023382 -0.11295 26.238 26.238 1.00E+00 10.53 5961.9

12477 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.4596 -0.14908 1.2968 28.931 28.931 9.92E-01 18.29 31482

12478 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 2 496.76162 991.50869 0.036642 -0.44055 -0.4168 28.926 28.926 5.06E-02 24.29 13964

12479 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.3598 0.055261 1.403 28.157 28.157 5.41E-01 18.86 99866

12480 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 2 496.76162 991.50869 0.037443 -0.32194 -0.29609 28.155 28.155 2.92E-02 39.08 42133
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12481 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.2905 0.1443 1.4223 28.664 28.664 9.92E-01 17.68 211420

12482 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 2 496.76162 991.50869 0.022361 -0.49614 -0.48581 28.669 28.669 5.06E-02 37.09 78844

12483 FADKEVQR Unmodified _FADKEVQR_ B4FW90_MAIZE 3 331.51017 991.50869 1.4839 0.27052 1.7407 27.377 27.377 1.00E+00 1.42 10017

12484 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.20309 0.43808 0.61615 58.752 58.752 9.32E-03 35.71 5883600

12485 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.066006 0.39508 0.43595 59.093 59.093 4.49E-02 43.14 1773200

12486 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.18519 -0.012328 0.14946 60.765 60.765 4.49E-02 36.78 3654000

12487 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.16561 0.19235 0.33273 60.06 60.06 9.32E-03 30.38 2012300

12488 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.083251 0.12977 0.18918 60.639 60.639 9.32E-03 46.24 3410100

12489 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.10099 -0.19527 -0.11898 60.635 60.635 4.49E-02 40.76 28378000

12490 FADLIEK Unmodified _FADLIEK_ Q43274_MAIZE 2 418.23164 834.44872 0.14475 0.49722 0.61631 61.166 61.166 1.00E+00 6.6 1533300

12491 FADLSSDEISDLWVTAK Unmodified _FADLSSDEISDLWVTAK_ B4FU92_MAIZE 2 948.96491 1895.9153 1.1664 0.33733 1.5003 112.27 112.27 3.42E-29 65.86 171030

12492 FADLTNDEYR Unmodified _FADLTNDEYR_ B6TGM9_MAIZE 2 622.28312 1242.5517 0.2541 -0.38481 -0.14213 62.975 62.975 5.70E-16 63.54 1327200

12493 FADRLEPFIADTVHVLNESIK Unmodified _FADRLEPFIADTVHVLNESIK_ PURA_MAIZE 4 604.32332 2413.2642 0.35972 0.17601 0.52963 130.19 130.19 2.01E-01 24.65 490220

12494 FADRLEPFIADTVHVLNESIK Unmodified _FADRLEPFIADTVHVLNESIK_ PURA_MAIZE 4 604.32332 2413.2642 0.22791 0.191 0.41146 131.41 131.41 3.27E-02 20.09 4512800

12495 FADSFDMPGFTLESMK Oxidation (M) _FADSFDM(ox)PGFTLESMK_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1733 -0.034995 1.1436 96.007 96.007 7.01E-14 75.57 702170

12496 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1868 0.10974 1.3012 101.14 101.14 1.09E-40 69.83 1245800

12497 FADSFDMPGFTLESMK Oxidation (M) _FADSFDM(ox)PGFTLESMK_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1185 -0.070017 1.0534 96.527 96.527 1.27E-09 53.17 285270

12498 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1243 -0.009074 1.1206 101.63 101.63 4.49E-33 67.43 550320

12499 FADSFDMPGFTLESMK Oxidation (M) _FADSFDM(ox)PGFTLESMK_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1228 -0.031307 1.096 96.672 96.672 2.02E-24 46.64 534130

12500 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.0937 -0.075926 1.0223 101.72 101.72 3.09E-14 65.17 1036400

12501 FADSFDMPGFTLESMK Oxidation (M) _FADSFDM(ox)PGFTLESMK_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1503 -0.2277 0.92755 96.542 96.542 3.09E-14 49.12 348290

12502 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1163 -0.032905 1.0882 101.63 101.63 3.76E-20 52.92 613340

12503 FADSFDMPGFTLESMK Oxidation (M) _FADSFDM(ox)PGFTLESMK_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1362 -0.24884 0.89244 96.721 96.721 4.49E-33 70.56 2896600

12504 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1327 -0.089952 1.0479 101.84 101.84 9.26E-47 74.28 5227900

12505 FADSFDMPGFTLESMK Oxidation (M) _FADSFDMPGFTLESM(ox)K_ B4FBF4_MAIZE 2 919.90241 1837.7903 1.1566 -0.14321 1.0188 101.6 101.6 1.48E-51 63.88 244150

12506 FADSFDMPGFTLESMK Unmodified _FADSFDMPGFTLESMK_ B4FBF4_MAIZE 2 911.90496 1821.7954 1.1324 -0.2085 0.92627 109.14 109.14 1.42E-33 85.56 2968700

12507 FADSFDMPGFTLESMK Unmodified _FADSFDMPGFTLESMK_ B4FBF4_MAIZE 2 911.90496 1821.7954 1.118 -0.19193 0.92924 109.68 109.68 1.48E-07 61.48 149450

12508 FADSFDMPGFTLESMK Unmodified _FADSFDMPGFTLESMK_ B4FBF4_MAIZE 2 911.90496 1821.7954 1.1433 -0.14672 0.9989 109.75 109.75 1.48E-07 43.82 158930

12509 FADSFDMPGFTLESMK Unmodified _FADSFDMPGFTLESMK_ B4FBF4_MAIZE 2 911.90496 1821.7954 1.1313 -0.16445 0.97004 109.94 109.94 1.42E-33 84.3 3006300

12510 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.2014 0.15474 1.3631 87.832 87.832 1.95E-02 14.21 19515

12511 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1451 0.10482 1.2573 86.712 86.712 1.46E-40 49.43 520650

12512 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1472 0.081037 1.2347 87.126 87.126 2.52E-122 77.3 1461800

12513 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1264 0.049728 1.1832 86.773 86.773 2.49E-76 62.06 1008700

12514 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.2153 -0.021774 1.2004 86.454 86.454 9.89E-51 73.68 649170
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12515 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1323 -0.33932 0.8006 87.153 87.153 3.31E-65 66.73 7586500

12516 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1343 0.029052 1.1703 86.529 86.529 1.66E-89 67.58 744290

12517 FADSFDMPGFTLESMK 2 Oxidation (M) _FADSFDM(ox)PGFTLESM(ox)K_ B4FBF4_MAIZE 2 927.89987 1853.7852 1.1857 0.023258 1.2167 87.829 87.829 1.14E-16 60.81 216500

12518 FADVYYTSPTGR Unmodified _FADVYYTSPTGR_ Q94IQ7_MAIZE 2 688.82769 1375.6408 0.58405 0.27855 0.86818 66.078 66.078 1.68E-09 62.22 1432600

12519 FAEAAAALR Unmodified _FAEAAAALR_ Q5EUD0_MAIZE 2 460.25343 918.49232 -0.11695 0.3628 0.20381 53.644 53.644 3.89E-04 52.08 2294200

12520 FAEASGGSAAR Unmodified _FAEASGGSAAR_ B6TDH3_MAIZE 2 512.24634 1022.4781 -0.044461 0.20864 0.14442 29.556 29.556 4.96E-02 25.69 16768

12521 FAELHDTSLR Unmodified _FAELHDTSLR_ Q41743_MAIZE 3 396.87177 1187.5935 0.47744 0.079333 0.54525 52.053 52.053 1.25E-01 15.02 1836200

12522 FAELHDTSLR Unmodified _FAELHDTSLR_ Q41743_MAIZE 3 396.87177 1187.5935 -0.30734 52.252 52.252 1.15E-01 19.73

12523 FAELITK Unmodified _FAELITK_ B6UHJ4_MAIZE 2 411.242 820.46945 0.31076 0.74359 1.0288 56.164 56.164 8.04E-02 14.73 1003200

12524 FAELITK Unmodified _FAELITK_ B6UHJ4_MAIZE 2 411.242 820.46945 0.15887 -0.16706 -0.029839 56.532 56.532 1.00E+00 10.32 203620

12525 FAELNQGVATPD Unmodified _FAELNQGVATPD_ B4FU14_MAIZE 2 631.30659 1260.5986 0.19993 0.13568 0.33686 68.774 68.774 4.56E-01 11.86 848650

12526 FAEMDYVAK Oxidation (M) _FAEM(ox)DYVAK_ B4G0V8_MAIZE 2 545.2497 1088.4848 -0.030192 0.10343 0.060402 52.523 52.523 9.73E-03 65.7 153660

12527 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 0.015838 0.1668 0.1516 47.131 47.131 2.34E-03 56.24 1397200

12528 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 -0.12528 0.25802 0.10272 46.793 46.793 3.48E-02 41.93 264000

12529 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 0.0073958 0.15484 0.1312 49.333 49.333 2.34E-03 51.2 411050

12530 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 0.0011539 0.047286 0.01856 48.6 48.6 2.34E-03 52.85 560230

12531 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 -0.037051 0.15983 0.09287 49.445 49.445 1.90E-02 49.76 711300

12532 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 0.024012 -0.015827 -0.022014 49.281 49.281 5.06E-02 41.18 611690

12533 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 -0.18464 50.038 50.038 1.04E-03 37.53

12534 FAEQLAAR Unmodified _FAEQLAAR_ B6TPA4_MAIZE 2 453.24561 904.47667 -0.10555 -0.48531 -0.6199 47.411 47.411 2.34E-03 54.77 17760000

12535 FAEVLEMMGAK Unmodified _FAEVLEMMGAK_ O24566_MAIZE 2 613.30141 1224.5883 0.29652 0.28943 0.56578 90.905 90.905 4.96E-02 15.84 929320

12536 FAEVLEMMGAK 2 Oxidation (M) _FAEVLEM(ox)M(ox)GAK_ O24566_MAIZE 2 629.29632 1256.5781 0.39586 -0.063681 0.31807 59.251 59.251 1.30E-07 40.16 811720

12537 FAEVQELAPLAGVR Unmodified _FAEVQELAPLAGVR_ B6UHU4_MAIZE 2 750.41447 1498.8144 0.82203 0.59844 1.4085 89.751 89.751 2.00E-19 80.09 1645200

12538 FAEYSVSGLTDASEK Unmodified _FAEYSVSGLTDASEK_ B6SP66_MAIZE 2 802.37794 1602.7413 0.93972 -0.065437 0.86526 72.981 72.981 7.01E-11 61.69 233790

12539 FAEYSVSGLTDASEK Unmodified _FAEYSVSGLTDASEK_ B6SP66_MAIZE 2 802.37794 1602.7413 1.0316 0.53301 1.555 73.698 73.698 1.02E-23 79.4 271160

12540 FAGAISDGGDDIVLEGR Unmodified _FAGAISDGGDDIVLEGR_ B4FWI4_MAIZE 2 846.41539 1690.8162 1.0718 -0.89618 0.1817 79.956 79.956 1.54E-12 85.63 446640

12541 FAGGAPEVAR Unmodified _FAGGAPEVAR_ B4FFV2_MAIZE 2 487.75634 973.49813 -0.30609 0.26657 -0.046334 43.724 43.724 2.81E-03 32.99 845440

12542 FAGGAPEVAR Unmodified _FAGGAPEVAR_ B4FFV2_MAIZE 2 487.75634 973.49813 -0.016803 -0.049401 -0.072254 43.802 43.802 3.43E-01 10.51 312090

12543 FAGGAPEVAR Unmodified _FAGGAPEVAR_ B4FFV2_MAIZE 2 487.75634 973.49813 -0.20539 -0.35943 -0.5701 47.088 47.088 2.81E-03 23.14 1167800

12544 FAGGLYTTSVEAFIPNTGR Unmodified _FAGGLYTTSVEAFIPNTGR_ B4FNF8_MAIZE 2 1001.0074 2000.0003 1.2382 0.26852 1.5111 103.53 103.53 1.06E-14 58.55 482680

12545 FAGGLYTTSVEAFIPNTGR Unmodified _FAGGLYTTSVEAFIPNTGR_ B4FNF8_MAIZE 2 1001.0074 2000.0003 1.1673 0.23174 1.4036 104.11 104.11 5.48E-24 67.21 246410

12546 FAGQIR Unmodified _FAGQIR_ B6TGG7_MAIZE 2 346.19793 690.38131 1.1225 -0.31059 0.80273 34.638 34.638 9.46E-01 32.39 81282

12547 FAGQIR Unmodified _FAGQIR_ B6TGG7_MAIZE 2 346.19793 690.38131 1.163 -0.28465 0.86786 35.35 35.35 2.78E-01 32.39 407370

12548 FAGSSSISSADLFGR Unmodified _FAGSSSISSADLFGR_ B4F9F9_MAIZE 2 751.36771 1500.7209 0.89302 2.5298 3.419 81.387 81.387 1.26E-03 77.55 384620
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12549 FAGSSSISSADLFGR Unmodified _FAGSSSISSADLFGR_ B4F9F9_MAIZE 2 751.36771 1500.7209 0.87407 0.56736 1.4392 81.818 81.818 2.05E-04 73.03 125220

12550 FAGSSSISSADLFGR Unmodified _FAGSSSISSADLFGR_ B4F9F9_MAIZE 2 751.36771 1500.7209 0.9942 2.7083 3.6974 82.324 82.324 1.26E-03 100.93 198500

12551 FAGSSSISSADLFGR Unmodified _FAGSSSISSADLFGR_ B4F9F9_MAIZE 2 751.36771 1500.7209 0.8555 -1.3863 -0.53028 82.139 82.139 1.60E-05 116.49 614170

12552 FAILIR Unmodified _FAILIR_ B6T3L4_MAIZE 2 366.74197 731.4694 0.8235 0.068156 0.864 72.233 72.233 2.78E-01 42.78 2011900

12553 FALENQAVNEATFR Unmodified _FALENQAVNEATFR_ B6TEJ4_MAIZE 2 805.40209 1608.7896 0.90003 -0.26515 0.62021 78.459 78.459 2.09E-30 102.8 1004000

12554 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.19556 0.19655 0.38935 100.95 100.95 5.45E-09 62.75 30568000

12555 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.20636 0.062497 0.26644 101.55 101.55 5.45E-09 62.87 23079000

12556 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.20173 0.1961 0.39521 101.66 101.66 5.45E-09 67.46 25528000

12557 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.17509 0.090323 0.26181 101.55 101.55 5.45E-09 58.18 29271000

12558 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.20979 0.77872 0.98485 101.15 101.15 1.84E-04 57.26 1271500

12559 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.2906 0.55259 0.84005 101.71 101.71 1.62E-03 54.43 913110

12560 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.19724 0.81157 1.0055 101.19 101.19 4.40E-02 19.22 1053400

12561 FALESFWDGK Unmodified _FALESFWDGK_ Q8W529_MAIZE 2 600.29021 1198.5659 0.20783 0.28104 0.48611 102.52 102.52 4.40E-05 49.17 327340

12562 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 0.99909 0.10172 1.0972 109.02 109.02 7.68E-22 84.3 1770900

12563 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 0.96627 0.16376 1.127 109.66 109.66 7.68E-22 72.01 610180

12564 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 0.98258 0.27315 1.2518 109.68 109.68 7.68E-22 75.73 1274000

12565 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 1.0215 0.31342 1.3317 109.73 109.73 3.40E-25 61.94 1589200

12566 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 1.011 0.1453 1.1524 109.39 109.39 7.68E-22 73.15 2412900

12567 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 0.9823 0.21351 1.192 109.91 109.91 7.68E-22 85.24 7925800

12568 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 0.95832 -0.094418 0.86105 109.26 109.26 2.09E-30 97.01 37170000

12569 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 1.0085 0.16296 1.1675 110.54 110.54 2.00E-19 89.99 353340

12570 FALNQAAFFDQFAR Unmodified _FALNQAAFFDQFAR_ B4FHG3_MAIZE 2 823.40971 1644.8049 1.006 0.32731 1.3294 113.06 113.06 6.31E-03 45.55 116710

12571 FALPTPTSVLGLPIGQHISCR Unmodified _FALPTPTSVLGLPIGQHISCR_ Q9ZPN0_MAIZE 3 755.41218 2263.2147 0.91211 -0.25202 0.66855 109.27 109.27 3.55E-03 11.23 129000

12572 FALPTPTSVLGLPIGQHISCR Unmodified _FALPTPTSVLGLPIGQHISCR_ Q9ZPN0_MAIZE 3 755.41218 2263.2147 0.84764 0.16381 1.0196 108.75 108.75 2.43E-04 31.36 873540

12573 FANACGAITATK Unmodified _FANACGAITATK_ B6U666_MAIZE 2 612.8057 1223.5969 0.25982 0.16255 0.4174 51.187 51.187 2.05E-12 57.52 1238600

12574 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.37116 0.22606 0.60079 46.828 46.828 9.64E-17 80.4 1609800

12575 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.31301 -0.2108 0.10539 46.597 46.597 2.62E-07 71.25 332080

12576 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.36018 0.026852 0.38957 49.081 49.081 2.62E-07 58.56 473190

12577 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.40164 -0.10213 0.30278 48.32 48.32 9.64E-17 62.67 592160

12578 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.4134 0.18809 0.60421 49.2 49.2 7.02E-22 68.12 558120

12579 FANACGAITTTK Unmodified _FANACGAITTTK_ B4FBJ5_MAIZE 2 627.81098 1253.6074 0.31377 -0.49974 -0.18244 49.657 49.657 9.64E-17 82.32 10698000

12580 FANAGDTAVVVAENTAVK Unmodified _FANAGDTAVVVAENTAVK_ B6TH05_MAIZE 2 888.95997 1775.9054 1.1114 0.052854 1.1646 75.333 75.333 1.56E-52 96.89 493400

12581 FAPLLWSR Unmodified _FAPLLWSR_ B6SN96_MAIZE 2 495.28199 988.54944 -0.083502 0.11314 0.015438 86.662 86.662 1.90E-02 34.59 1033000

12582 FAPQPITEGALLSGPLEPTNEWYAVAK Unmodified _FAPQPITEGALLSGPLEPTNEWYAVAK_ B6TMJ8_MAIZE 3 967.1674 2898.4804 1.1897 0.047166 1.2261 115.87 115.87 8.01E-14 34.08 759670



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

12583 FAPQPITEGALLSGPLEPTNEWYAVAK Unmodified _FAPQPITEGALLSGPLEPTNEWYAVAK_ B6TMJ8_MAIZE 3 967.1674 2898.4804 1.1888 0.025512 1.2034 116.53 116.53 4.78E-05 29.59 222560

12584 FAPQPITEGALLSGPLEPTNEWYAVAK Unmodified _FAPQPITEGALLSGPLEPTNEWYAVAK_ B6TMJ8_MAIZE 3 967.1674 2898.4804 1.2022 0.47723 1.6682 116.43 116.43 1.33E-06 18.81 1470700

12585 FAPQPITEGALLSGPLEPTNEWYAVAK Unmodified _FAPQPITEGALLSGPLEPTNEWYAVAK_ B6TMJ8_MAIZE 2 1450.2475 2898.4804 1.1621 0.05252 1.2043 116.39 116.39 6.92E-11 36.18 307820

12586 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.48373 0.056584 0.54641 42.954 42.954 1.98E-03 47.96 1827000

12587 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.41423 -1.4567 -1.033 43.597 43.597 6.74E-02 36.09 123460

12588 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 -0.089076 -0.13647 -0.21872 42.61 42.61 8.36E-03 19.13 9827200

12589 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.46756 -0.21616 0.25722 45.215 45.215 1.11E-04 63.71 2980300

12590 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 -0.0051122 -0.17207 -0.17078 45.213 45.213 3.25E-03 18.79 14698000

12591 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.52289 -0.29081 0.23823 44.462 44.462 1.98E-03 41.51 714040

12592 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 0.0073051 -0.173 -0.15929 44.46 44.46 4.69E-06 27.84 4573900

12593 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 -0.0021028 0.008785 0.01261 45.366 45.366 1.00E+00 2.51 1646400

12594 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 0.0061214 0.070644 0.083361 46.016 46.016 4.08E-01 16.89 2430800

12595 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.4897 0.32375 0.81922 46.015 46.015 1.60E-02 63.95 502900

12596 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 0.042112 -0.18713 -0.13828 43.253 43.253 7.21E-01 2.25 2146300

12597 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.45795 0.086504 0.54999 43.258 43.258 7.72E-03 33.61 516770

12598 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 3 439.55422 1315.6408 -0.14284 -0.079173 -0.21582 46.749 46.749 6.54E-02 24.17 2098100

12599 FAPSHDVTEVSK Unmodified _FAPSHDVTEVSK_ B6SQI9_MAIZE 2 658.82769 1315.6408 0.45552 -0.27148 0.19087 46.757 46.757 1.11E-04 40.15 351380

12600 FAPTDSSAQTSAPVPEVQPSDVK Unmodified _FAPTDSSAQTSAPVPEVQPSDVK_ B4FYD7_MAIZE 2 1179.5766 2357.1387 1.2726 0.13878 1.4186 69.206 69.206 1.96E-09 51.31 392400

12601 FAQEAIAPR Unmodified _FAQEAIAPR_ B4FQ64_MAIZE 2 501.77199 1001.5294 -0.13956 -0.30004 -0.4659 49.682 49.682 3.89E-04 69.94 1636800

12602 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.021648 -0.083012 -0.11448 47.548 47.548 2.36E-03 30.44 11540000

12603 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.58335 0.14244 0.71591 47.547 47.547 2.50E-15 78.28 3533500

12604 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.23969 0.090634 -0.15779 49.631 49.631 6.84E-03 30.5 1012800

12605 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.49425 0.081087 0.56716 49.633 49.633 4.68E-05 70.98 169660

12606 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.1387 -0.19669 -0.34481 47.647 47.647 1.15E-04 37.75 4304800

12607 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.60467 -0.054218 0.54088 47.646 47.646 1.56E-17 93.96 1128400

12608 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.024201 -0.22486 -0.25886 49.935 49.935 1.15E-04 37.76 4659200

12609 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.59542 0.31564 0.90171 49.939 49.939 2.50E-15 83.48 1239700

12610 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.051987 -0.28335 -0.34343 49.213 49.213 1.26E-06 43.1 4609400

12611 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.58378 -0.068909 0.50543 49.216 49.216 1.00E-11 89.36 969420

12612 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.088936 -0.043114 -0.1404 50.013 50.013 2.36E-03 33.73 3810800

12613 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.55797 -0.091584 0.45757 50.014 50.014 2.61E-08 74.3 800540

12614 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.037844 0.10753 0.059247 49.76 49.76 1.15E-04 41.57 6492500

12615 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.60348 0.30582 0.90029 49.755 49.755 2.50E-15 74.66 1177100

12616 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.12402 -0.44286 -0.57569 50.367 50.367 1.52E-13 53.05 41818000
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12617 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.5299 -0.30847 0.21239 50.364 50.364 2.50E-15 95.91 11759000

12618 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.096654 0.036511 -0.069442 48.051 48.051 1.15E-04 50.39 6807200

12619 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 2 681.84929 1361.684 0.51039 -0.11771 0.38391 48.068 48.068 2.50E-15 89.5 1569600

12620 FAQYTGAHAIAGR Unmodified _FAQYTGAHAIAGR_ B4FTD2_MAIZE 3 454.90195 1361.684 -0.16342 0.24619 0.072536 51.64 51.64 2.36E-03 45.36 450010

12621 FASFETIVELIYK Unmodified _FASFETIVELIYK_ B4FTJ6_MAIZE 2 780.42142 1558.8283 0.92651 0.23702 1.1504 125.34 125.34 1.00E-11 71.07 983140

12631 FASFLTENETIR Unmodified _FASFLTENETIR_ B6TC19_MAIZE 2 714.3619 1426.7092 0.67442 -1.3774 -0.71226 81.915 81.915 1.98E-03 53.99 297580

12632 FASFLTENETIR Unmodified _FASFLTENETIR_ B6TC19_MAIZE 2 714.3619 1426.7092 0.77848 -1.0642 -0.29458 81.611 81.611 1.98E-03 42.22 156870

12633 FASFLTENETIR Unmodified _FASFLTENETIR_ B6TC19_MAIZE 2 714.3619 1426.7092 0.60303 -0.74713 -0.15352 81.624 81.624 2.62E-07 70.19 1167300

12634 FASTFSADR Unmodified _FASTFSADR_ B4FQZ2_MAIZE 2 501.23798 1000.4614 -0.051213 0.11798 0.066711 49.013 49.013 1.01E-02 40.12 2678800

12635 FASTFSADR Unmodified _FASTFSADR_ B4FQZ2_MAIZE 2 501.23798 1000.4614 -0.14308 -0.088664 -0.23152 48.843 48.843 1.12E-01 28.62 518160

12636 FASTFSADR Unmodified _FASTFSADR_ B4FQZ2_MAIZE 2 501.23798 1000.4614 0.0016173 -0.33523 -0.33223 51.208 51.208 1.01E-02 31.77 348280

12637 FASVELVDEVIALDK Unmodified _FASVELVDEVIALDK_ B4FQC4_MAIZE 2 824.44563 1646.8767 0.99643 0.47885 1.4686 118.12 118.12 1.02E-23 70.18 200630

12638 FASVELVDEVIALDK Unmodified _FASVELVDEVIALDK_ B4FQC4_MAIZE 2 824.44563 1646.8767 1.0076 0.49086 1.4912 118.34 118.34 1.02E-23 103.44 342610

12639 FASVELVDEVIALDK Unmodified _FASVELVDEVIALDK_ B4FQC4_MAIZE 2 824.44563 1646.8767 1.0686 0.44957 1.5112 118.35 118.35 1.02E-23 89.89 414400

12640 FASVELVDEVIALDK Unmodified _FASVELVDEVIALDK_ B4FQC4_MAIZE 2 824.44563 1646.8767 1.0325 0.17266 1.1989 119.31 119.31 6.53E-30 105.98 1164700

12641 FASVPCGGGGGMAVAAAGPAAGGAAPAAEAK Oxidation (M) _FASVPCGGGGGM(ox)AVAAAGPAAGGAAPAAEAK_ B6SIT5_MAIZE 3 872.41621 2614.2268 0.93952 -0.38208 0.56051 64.026 64.026 4.11E-09 55.32 1624700

12642 FASVPCGGGGGMAVAAAGPAAGGAAPAAEAK Oxidation (M) _FASVPCGGGGGM(ox)AVAAAGPAAGGAAPAAEAK_ B6SIT5_MAIZE 2 1308.1207 2614.2268 1.2166 -0.092895 1.1264 64.017 64.017 3.40E-06 36.08 66087

12643 FASVPCGGGGGMAVAAAGPAAGGAAPAAEAK Unmodified _FASVPCGGGGGMAVAAAGPAAGGAAPAAEAK_ B6SIT5_MAIZE 3 867.08457 2598.2319 1.0586 -0.33654 0.72392 72.102 72.102 7.91E-02 37.76 167850

12644 FASVPCGGGGVAVAAASPAAGGAAPTAEAK Unmodified _FASVPCGGGGVAVAAASPAAGGAAPTAEAK_ Q9SM26_MAIZE 3 857.4271 2569.2595 0.9204 -0.35818 0.56666 70.678 70.678 2.93E-13 46.47 2073100

12645 FASVPCGGGGVAVAAASPAAGGAAPTAEAK Unmodified _FASVPCGGGGVAVAAASPAAGGAAPTAEAK_ Q9SM26_MAIZE 2 1285.637 2569.2595 1.1339 -0.11492 1.023 70.664 70.664 3.19E-20 71.19 238710

12646 FASVPCGGGGVAVAAASPAAGGAAPTAEAK Unmodified _FASVPCGGGGVAVAAASPAAGGAAPTAEAK_ Q9SM26_MAIZE 4 643.32215 2569.2595 0.36883 -0.213 0.16055 70.687 70.687 5.41E-04 37.17 177590

12647 FASVPCGGGGVAVAAGAPAAGGAAPAAEAK Unmodified _FASVPCGGGGVAVAAGAPAAGGAAPAAEAK_ B4FI88_MAIZE 3 837.42006 2509.2384 0.88624 -0.40962 0.47984 69.913 69.913 3.40E-08 67.37 2191800

12648 FASVPCGGGGVAVAAGAPAAGGAAPAAEAK Unmodified _FASVPCGGGGVAVAAGAPAAGGAAPAAEAK_ B4FI88_MAIZE 2 1255.6265 2509.2384 1.1529 0.082564 1.238 69.898 69.898 6.47E-19 92.55 177200

12649 FASVPCGGGGVAVVAAAPAAGGAPAAEAK Unmodified _FASVPCGGGGVAVVAAAPAAGGAPAAEAK_ B4FVI4_MAIZE 3 827.75667 2480.2482 0.80066 -0.61232 0.19351 75.541 75.541 9.88E-14 59.53 6399000

12650 FASVPCGGGGVAVVAAAPAAGGAPAAEAK Unmodified _FASVPCGGGGVAVVAAAPAAGGAPAAEAK_ B4FVI4_MAIZE 4 621.06932 2480.2482 0.18277 -0.20308 -0.015656 75.531 75.531 1.00E+00 2.32 793540

12651 FASVPCGGGGVAVVAAAPAAGGAPAAEAK Unmodified _FASVPCGGGGVAVVAAAPAAGGAPAAEAK_ B4FVI4_MAIZE 2 1241.1314 2480.2482 1.0842 -0.12164 0.9671 75.541 75.541 1.43E-16 84.97 781110

12652 FASVPCGGGGVAVVAAAPAAGGAPAAEAK Unmodified _FASVPCGGGGVAVVAAAPAAGGAPAAEAK_ B4FVI4_MAIZE 3 827.75667 2480.2482 0.96944 0.15735 1.1313 76.106 76.106 2.74E-02 55.54 174630

12653 FASYTVFK Unmodified _FASYTVFK_ B4FU36_MAIZE 2 481.75274 961.49092 -0.08647 0.46425 0.37949 66.442 66.442 3.77E-01 27.43 1033100

12654 FATEVAGVQDLGMLGR Unmodified _FATEVAGVQDLGMLGR_ B4F8V5_MAIZE 2 832.42725 1662.8399 1.0922 0.78294 1.8796 93.326 93.326 1.82E-38 73.94 858010

12655 FATEVAGVQDLGMLGR Unmodified _FATEVAGVQDLGMLGR_ B4F8V5_MAIZE 2 832.42725 1662.8399 1.0147 0.81041 1.8303 93.763 93.763 1.27E-09 78.24 137180

12656 FATEVAGVQDLGMLGR Unmodified _FATEVAGVQDLGMLGR_ B4F8V5_MAIZE 2 832.42725 1662.8399 1.0504 0.25101 1.3074 93.783 93.783 1.82E-38 89.87 950880

12657 FATEVAGVQDLGMLGR Oxidation (M) _FATEVAGVQDLGM(ox)LGR_ B4F8V5_MAIZE 2 840.4247 1678.8349 1.0298 -0.68287 0.3546 86.163 86.163 3.76E-20 84.29 214320

12658 FATEVAGVQDLGMLGR Oxidation (M) _FATEVAGVQDLGM(ox)LGR_ B4F8V5_MAIZE 2 840.4247 1678.8349 1.0471 -0.50219 0.55261 86.451 86.451 1.14E-36 75.89 333690

12659 FATEVAGVQDLGMLGR Oxidation (M) _FATEVAGVQDLGM(ox)LGR_ B4F8V5_MAIZE 2 840.4247 1678.8349 0.98167 -0.50211 0.48789 86.138 86.138 1.09E-40 94.56 2209700
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12660 FATGASVVK Unmodified _FATGASVVK_ B4FB35_MAIZE 2 440.25036 878.48617 -0.056471 0.30235 0.25452 42.458 42.458 3.39E-01 12.65 62483

12661 FATGASVVK Unmodified _FATGASVVK_ B4FB35_MAIZE 2 440.25036 878.48617 0.0015587 0.13514 0.14413 42.101 42.101 1.12E-01 39.85 3889000

12662 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0356 0.21048 1.2264 68.018 68.018 5.03E-116 117.19 2372700

12663 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0827 0.73757 1.8 69.239 69.239 5.63E-03 32.57 20064

12664 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 0.97835 0.14145 1.1006 68.469 68.469 5.36E-73 98 673300

12665 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0226 -0.11681 0.88712 69.307 69.307 5.03E-116 125.53 1161600

12666 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 3 562.63342 1684.8784 0.13401 0.5598 0.67271 69.29 69.29 1.00E+00 7.74 508100

12667 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0097 -0.048861 0.94151 68.782 68.782 3.49E-83 100.63 1358600

12668 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0481 -0.19669 0.83272 68.822 68.822 5.03E-116 105.35 1129400

12669 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0523 -0.055554 0.97743 69.215 69.215 3.49E-83 118.43 881660

12670 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0032 -0.28002 0.70466 69.186 69.186 1.98E-95 107.5 12145000

12671 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 3 562.63342 1684.8784 0.031973 0.049381 0.061085 69.186 69.186 5.65E-01 18.86 3574900

12672 FAVAAPVAAADSSAAAAPK Unmodified _FAVAAPVAAADSSAAAAPK_ B4FWI0_MAIZE 2 843.44649 1684.8784 1.0197 -0.008793 0.99118 68.504 68.504 1.08E-64 77.72 390730

12673 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.9721 -0.13336 0.82776 63.61 63.61 5.57E-58 93.18 5498300

12674 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.96868 0.082088 1.0399 64.641 64.641 1.06E-14 85.22 66073

12675 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.99387 -0.059203 0.92448 64.065 64.065 2.86E-31 69.58 1532100

12676 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.95702 -0.07003 0.87559 65.18 65.18 5.36E-73 95.86 2653900

12677 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.94756 -0.00298 0.9343 64.555 64.555 5.57E-58 79.08 2528800

12678 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.991 -0.036416 0.94442 64.856 64.856 5.36E-73 104.48 2067200

12679 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 1.0007 -0.10308 0.88731 65.148 65.148 1.08E-64 79.37 1730700

12680 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.957 -0.56656 0.38038 65.311 65.311 3.49E-83 110.89 24107000

12681 FAVAAPVAAGDSGAAAAPK Unmodified _FAVAAPVAAGDSGAAAAPK_ B4FNM4_MAIZE 2 821.43339 1640.8522 0.95844 -0.60007 0.34867 66.264 66.264 1.84E-40 69.91 308490

12682 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.72241 0.061039 0.76438 60.674 60.674 8.41E-01 14.46 38787

12683 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.7138 0.015244 0.70898 59.586 59.586 1.07E-13 51.06 798100

12684 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.71339 -0.071142 0.62273 60.948 60.948 6.36E-09 36.19 1418600

12685 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.70943 -0.20151 0.48847 60.323 60.323 1.80E-18 49.01 1486600

12686 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.7338 -0.25742 0.45747 60.717 60.717 8.99E-06 24.41 1266900

12687 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.75472 -0.14273 0.59303 60.899 60.899 5.15E-06 28.57 695720

12688 FAVAAPVAAGDSGAAAAPKEEEK Unmodified _FAVAAPVAAGDSGAAAAPKEEEK_ B4FNM4_MAIZE 3 719.69893 2156.075 0.67623 -0.004931 0.65216 61.267 61.267 6.49E-11 47.59 13779000

12689 FAVDEHNR Unmodified _FAVDEHNR_ B4FV48_MAIZE 3 329.82627 986.45699 1.2234 0.57054 1.7831 32.269 32.269 1.05E-01 37.19 14082

12690 FAVDQDAFFHQFVYSYVK Unmodified _FAVDQDAFFHQFVYSYVK_ B4FCI9_MAIZE 3 737.68971 2210.0473 0.8105 0.023114 0.84473 115.03 115.03 1.22E-09 40.29 283500

12691 FAVGTEAVAK Unmodified _FAVGTEAVAK_ B6STH5_MAIZE 2 496.7742 991.53385 -0.08355 0.095435 0.008643 53.441 53.441 2.81E-03 46.21 607070

12692 FAVHAHPTLSEVLDELFK Unmodified _FAVHAHPTLSEVLDELFK_ B6SQ61_MAIZE 3 685.02995 2052.068 0.62199 1.8992 2.5166 130.43 130.43 1.06E-02 21.68 856970

12693 FAVHAHPTLSEVLDELFK Unmodified _FAVHAHPTLSEVLDELFK_ B6SQ61_MAIZE 3 685.02995 2052.068 0.66945 0.083772 0.7515 126.63 126.63 6.30E-02 26 266350
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12694 FAVHAHPTLSEVLDELFK Unmodified _FAVHAHPTLSEVLDELFK_ B6SQ61_MAIZE 3 685.02995 2052.068 0.63708 0.083772 0.71845 128.54 128.54 1.87E-13 81.7 801790

12695 FAVHAHPTLSEVLDELFK Unmodified _FAVHAHPTLSEVLDELFK_ B6SQ61_MAIZE 4 514.02428 2052.068 0.029551 -0.34263 -0.31375 131.74 131.74 1.00E+00 1.21 393350

12696 FAVPLLESDFDFAK Unmodified _FAVPLLESDFDFAK_ B4FTI4_MAIZE 2 799.90868 1597.8028 1.0123 0.38891 1.401 118.72 118.72 1.95E-13 81.07 240970

12697 FAVRPGMPR Unmodified _FAVRPGMPR_ B4FGN7_MAIZE 3 344.19201 1029.5542 1.181 0.12627 1.3009 47.55 47.55 8.40E-02 22.87 1999100

12698 FAVRPGMPR Unmodified _FAVRPGMPR_ B4FGN7_MAIZE 3 344.19201 1029.5542 0.77576 -1.3589 -0.58677 47.763 47.763 2.35E-02 23.61 342980

12699 FAVRPGMPR Unmodified _FAVRPGMPR_ B4FGN7_MAIZE 3 344.19201 1029.5542 1.1094 -0.13527 0.96745 49.331 49.331 2.35E-02 21.56 395840

12700 FAVRPGMPR Unmodified _FAVRPGMPR_ B4FGN7_MAIZE 3 344.19201 1029.5542 1.1289 -0.090381 1.0324 50.41 50.41 8.40E-02 22 4464500

12701 FAVRPGMPR Oxidation (M) _FAVRPGM(ox)PR_ B4FGN7_MAIZE 3 349.52365 1045.5491 1.1431 -0.1523 0.98772 38.824 38.824 1.00E+00 4.85 166730

12702 FAVRPGMPR Oxidation (M) _FAVRPGM(ox)PR_ B4FGN7_MAIZE 3 349.52365 1045.5491 1.0647 -0.31338 0.7507 39.365 39.365 2.35E-01 14.21 1696500

12703 FAVSFADGK Unmodified _FAVSFADGK_ B6TD84_MAIZE 2 471.23999 940.46543 -0.098969 0.016125 -0.076187 66.548 66.548 3.13E-03 49.06 972680

12704 FAYDSFR Unmodified _FAYDSFR_ PPDK1_MAIZE 2 453.21124 904.40792 0.15392 1.9735 2.1166 62.847 62.847 1.00E+00 8.22 154430

12705 FAYDSFR Unmodified _FAYDSFR_ PPDK1_MAIZE 2 453.21124 904.40792 0.015452 0.47629 0.48621 64.146 64.146 1.86E-01 27.61 719600

12706 FAYISLGRPDYFEDSDTVALK Unmodified _FAYISLGRPDYFEDSDTVALK_ B4FGT6_MAIZE 3 803.06539 2406.1743 0.97672 0.22938 1.2012 99.365 99.365 2.72E-06 34.09 198780

12707 FAYQTGVR Unmodified _FAYQTGVR_ B6SKY4_MAIZE 2 471.24561 940.47667 -0.060001 0.24179 0.18357 49.123 49.123 1.90E-02 38.46 305060

12708 FCALEGVK Unmodified _FCALEGVK_ B6TL20_MAIZE 2 462.23639 922.45823 -0.16483 0.63917 0.47524 54.92 54.92 5.06E-02 21.14 345260

12709 FCALEGVK Unmodified _FCALEGVK_ B6TL20_MAIZE 2 462.23639 922.45823 0.036904 0.31073 0.35005 56.04 56.04 1.65E-01 23.77 368880

12710 FCALEGVK Unmodified _FCALEGVK_ B6TL20_MAIZE 2 462.23639 922.45823 -0.021362 -0.094173 -0.11184 56.394 56.394 5.06E-02 27.98 832970

12711 FCALEGVK Unmodified _FCALEGVK_ B6TL20_MAIZE 2 462.23639 922.45823 -0.14122 0.16625 0.027361 55.213 55.213 1.90E-02 36.87 10945000

12712 FCELDAAK Unmodified _FCELDAAK_ B4FB36_MAIZE 2 477.22348 952.43241 -0.099518 0.2879 0.17826 46.218 46.218 2.92E-02 34.89 633970

12713 FCGWLFK Unmodified _FCGWLFK_ B6U892_MAIZE 2 479.2362 956.45784 0.013438 0.29888 0.32622 88.192 88.192 1.86E-01 22.77 217830

12714 FCITAPIGSSIVGFYGR Unmodified _FCITAPIGSSIVGFYGR_ B4F7S2_MAIZE 2 922.97182 1843.9291 1.153 -0.14052 1.0248 109.03 109.03 1.37E-17 61.74 346450

12715 FCKPIMTK Oxidation (M) _FCKPIM(ox)TK_ B6SV64_MAIZE 3 347.51376 1039.5195 1.1831 -0.81545 0.37048 31.598 31.598 3.66E-01 10.76 112420

12716 FCKPIMTK Oxidation (M) _FCKPIM(ox)TK_ B6SV64_MAIZE 3 347.51376 1039.5195 1.2669 30.3 30.3 4.99E-01 4.01

12717 FCKPIMTK Oxidation (M) _FCKPIM(ox)TK_ B6SV64_MAIZE 3 347.51376 1039.5195 1.1968 0.51512 1.7107 32.911 32.911 1.00E+00 7.41 31880

12718 FCKPIMTK Unmodified _FCKPIMTK_ B6SV64_MAIZE 3 342.18212 1023.5245 1.1878 -0.4252 0.7605 38.183 38.183 1.05E-01 18.92 1525200

12719 FCNPELSEIVTK Unmodified _FCNPELSEIVTK_ B5AMJ8_MAIZE 2 718.85813 1435.7017 0.75372 0.033021 0.78206 75.295 75.295 1.68E-09 59.69 1209700

12720 FCNPELSEIVTK Unmodified _FCNPELSEIVTK_ B5AMJ8_MAIZE 2 718.85813 1435.7017 0.72221 -0.052679 0.66591 75.856 75.856 2.05E-12 49.4 470220

12721 FCNPELSEIVTK Unmodified _FCNPELSEIVTK_ B5AMJ8_MAIZE 2 718.85813 1435.7017 0.71826 -0.73391 -0.018532 76.403 76.403 2.62E-07 42.31 358080

12722 FCNPELSEIVTK Unmodified _FCNPELSEIVTK_ B5AMJ8_MAIZE 2 718.85813 1435.7017 0.75028 -0.11086 0.63525 76.024 76.024 1.11E-04 37.83 580450

12723 FCPACGSPTK Unmodified _FCPACGSPTK_ B4FPF6_MAIZE 2 562.7468 1123.479 0.090789 -0.10401 0.0075043 36.076 36.076 1.25E-02 37.51 179830

12724 FCSDFTASDGK Unmodified _FCSDFTASDGK_ B6T3D4_MAIZE 2 617.75588 1233.4972 0.3528 0.12009 0.49288 54.532 54.532 3.57E-04 46.29 831570

12725 FCSDFTASDGK Unmodified _FCSDFTASDGK_ B6T3D4_MAIZE 2 617.75588 1233.4972 0.27864 -0.064235 0.23412 55.138 55.138 5.66E-08 50.75 2093400

12726 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.33195 -0.12539 0.22522 79.023 79.023 5.66E-08 50.53 5492000

12727 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.33111 -0.018092 0.33311 79.55 79.55 4.43E-05 45.43 1766900
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12728 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.35563 0.082169 0.4564 80.075 80.075 4.96E-02 39 1714700

12729 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.35234 0.003157 0.3751 79.723 79.723 4.48E-03 49.64 1371300

12730 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.35895 0.24195 0.61995 79.481 79.481 4.43E-05 62.48 600450

12731 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.29959 -0.19706 0.12144 79.966 79.966 5.66E-08 53.27 11282000

12732 FCSGFDVLTAK Unmodified _FCSGFDVLTAK_ B6TJ78_MAIZE 2 622.80263 1243.5907 0.31014 -0.2826 0.047571 79.523 79.523 4.43E-05 40.25 465650

12733 FCTTFSPFLK Unmodified _FCTTFSPFLK_ B4FFS7_MAIZE 2 624.31009 1246.6056 0.33271 0.38438 0.73628 89.467 89.467 4.40E-02 39.84 766970

12734 FCTTFSPFLK Unmodified _FCTTFSPFLK_ B4FFS7_MAIZE 2 624.31009 1246.6056 0.42381 1.9597 2.3997 89.822 89.822 1.00E+00 3.44 304250

12735 FCTTFSPFLK Unmodified _FCTTFSPFLK_ B4FFS7_MAIZE 2 624.31009 1246.6056 0.35901 1.4647 1.8422 89.688 89.688 1.25E-02 51.82 1245000

12736 FCTTFSPFLK Unmodified _FCTTFSPFLK_ B4FFS7_MAIZE 2 624.31009 1246.6056 0.28136 -0.010638 0.29061 91.281 91.281 4.40E-02 47.43 2136800

12737 FCYDGLK Unmodified _FCYDGLK_ B4F8V5_MAIZE 2 451.70747 901.40038 0.038138 -0.030214 0.013755 56.636 56.636 1.00E+00 14.7 350160

12738 FCYDGLK Unmodified _FCYDGLK_ B4F8V5_MAIZE 2 451.70747 901.40038 -0.033051 0.23569 0.20836 58.104 58.104 1.86E-01 12.25 1826100

12739 FCYDGLKR Unmodified _FCYDGLKR_ B4F8V5_MAIZE 3 353.50777 1057.5015 0.93235 -0.053302 0.87807 50.158 50.158 1.05E-01 31.33 4065800

12740 FCYDGLKR Unmodified _FCYDGLKR_ B4F8V5_MAIZE 2 529.75802 1057.5015 0.032954 -0.30957 -0.27797 50.16 50.16 1.65E-01 40.94 480070

12741 FDAQTGADR Unmodified _FDAQTGADR_ B6TDT1_MAIZE 2 490.72524 979.43592 -0.012465 -0.64669 -0.65354 33.87 33.87 1.01E-02 32.27 91848

12742 FDAQTGADR Unmodified _FDAQTGADR_ B6TDT1_MAIZE 2 490.72524 979.43592 0.045937 -1.1705 -1.1173 33.029 33.029 3.32E-02 41.98 144390

12743 FDAQTGADR Unmodified _FDAQTGADR_ B6TDT1_MAIZE 2 490.72524 979.43592 0.037503 -0.7435 -0.69898 33.862 33.862 3.13E-03 51.38 96778

12744 FDAQTGADR Unmodified _FDAQTGADR_ B6TDT1_MAIZE 2 490.72524 979.43592 -0.0067742 -0.21369 -0.21507 34.023 34.023 9.73E-03 55.81 554200

12745 FDAVIAELK Unmodified _FDAVIAELK_ B4FS99_MAIZE 2 503.2844 1004.5542 -0.12407 0.20396 0.061131 76.651 76.651 3.13E-03 34.72 2129800

12746 FDAVIAELK Unmodified _FDAVIAELK_ B4FS99_MAIZE 2 503.2844 1004.5542 -0.21986 0.094362 -0.14216 78.097 78.097 3.89E-04 53.17 6955900

12747 FDCIVVGPGLGR Unmodified _FDCIVVGPGLGR_ B4FJJ9_MAIZE 2 645.33717 1288.6598 0.43074 1.0473 1.5019 79.468 79.468 7.72E-03 26 1027900

12748 FDCPQVYK Unmodified _FDCPQVYK_ B6TSB9_MAIZE 2 528.74458 1055.4746 -0.045833 0.23537 0.20148 54.175 54.175 5.06E-02 51.01 907140

12749 FDDDGNKVR Unmodified _FDDDGNKVR_ B4FBV8_MAIZE 2 533.25162 1064.4887 0.0097152 0.16722 0.18165 29.186 29.186 1.12E-01 41.05 63345

12750 FDDEIR Unmodified _FDDEIR_ B4FS99_MAIZE 2 397.68759 793.36063 0.14184 0.53253 0.66331 47.83 47.83 5.26E-01 13.56 798250

12751 FDDEIRNDNWGY Unmodified _FDDEIRNDNWGY_ B4FS99_MAIZE 2 772.32604 1542.6375 0.8416 -0.091366 0.7449 81.442 81.442 2.62E-07 60.07 1081900

12752 FDDENFIAK Unmodified _FDDENFIAK_ B6TBT3_MAIZE 2 549.75875 1097.5029 -0.018631 0.088218 0.060273 64.621 64.621 9.73E-03 63.52 3298400

12753 FDDGVGGDNEVQR Unmodified _FDDGVGGDNEVQR_ B4FQJ6_MAIZE 2 704.31039 1406.6062 0.67864 -0.049447 0.64743 49.174 49.174 4.93E-21 101 1379000

12754 FDDGVGGDNEVQR Unmodified _FDDGVGGDNEVQR_ B4FQJ6_MAIZE 2 704.31039 1406.6062 0.65111 0.14272 0.81111 48.54 48.54 1.56E-17 85.77 545800

12755 FDDGVGGDNEVQR Unmodified _FDDGVGGDNEVQR_ B4FQJ6_MAIZE 2 704.31039 1406.6062 0.65003 -0.036298 0.63214 51.132 51.132 1.00E-11 77.09 687590

12756 FDDGVGGDNEVQR Unmodified _FDDGVGGDNEVQR_ B4FQJ6_MAIZE 2 704.31039 1406.6062 0.68165 0.14064 0.83965 50.385 50.385 1.00E-11 76.73 620330

12757 FDDGVGGDNEVQR Unmodified _FDDGVGGDNEVQR_ B4FQJ6_MAIZE 2 704.31039 1406.6062 0.64301 -0.11017 0.55174 51.31 51.31 2.50E-15 81.15 3025700

12758 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.98978 0.18201 1.164 54.971 54.971 2.69E-02 26.46 7212000

12759 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 2 531.25617 1060.4978 -0.0078275 0.064138 0.048362 54.968 54.968 1.90E-02 39.37 2703600

12760 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.8099 0.15947 0.96231 56.624 56.624 2.47E-01 14.2 96045

12761 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 2 531.25617 1060.4978 -0.0395 -0.34595 -0.39174 56.662 56.662 1.65E-01 28.69 15186
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12762 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.89644 -0.3463 0.54222 55.362 55.362 3.42E-02 36.01 1279000

12763 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 2 531.25617 1060.4978 -0.12106 -0.9611 -1.0878 55.379 55.379 1.90E-02 27.65 311640

12764 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 1.0224 -0.10611 0.90911 57.212 57.212 2.69E-02 27.86 1030000

12765 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.95996 0.14516 1.0976 56.523 56.523 3.42E-02 20.91 760590

12766 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.88345 0.26795 1.1424 57.218 57.218 3.42E-02 31.27 689270

12767 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 1.0317 0.33119 1.3538 56.783 56.783 9.92E-01 15.07 377310

12768 FDDKYFAR Unmodified _FDDKYFAR_ B4F9G6_MAIZE 3 354.50654 1060.4978 0.74971 0.22975 0.96982 58.654 58.654 3.42E-02 20.44 297900

12769 FDDPQTQK Unmodified _FDDPQTQK_ B4F8Q2_MAIZE 2 489.72999 977.44543 0.099571 -0.49483 -0.38475 32.185 32.185 1.00E+00 12.42 33972

12770 FDDPQTQK Unmodified _FDDPQTQK_ B4F8Q2_MAIZE 2 489.72999 977.44543 0.027243 -0.79349 -0.75562 32.964 32.964 2.92E-02 19.09 53948

12771 FDDPVSAAEEAAFCK Unmodified _FDDPVSAAEEAAFCK_ B6TP06_MAIZE 2 828.86414 1655.7137 0.99998 -0.001172 0.99682 96.522 96.522 2.40E-39 74.49 217090

12772 FDDPVSAAEEAAFCK Unmodified _FDDPVSAAEEAAFCK_ B6TP06_MAIZE 3 552.91185 1655.7137 0.028906 0.036274 0.062718 96.546 96.546 1.00E+00 7.43 117080

12773 FDDSVILLDPYAK Unmodified _FDDSVILLDPYAK_ Q84UE5_MAIZE 2 748.38758 1494.7606 0.7446 101.53 101.53 8.65E-04 41.53

12774 FDDSVILLDPYAK Unmodified _FDDSVILLDPYAK_ Q84UE5_MAIZE 2 748.38758 1494.7606 0.91356 0.38131 1.2896 101.37 101.37 1.00E-11 45.45 321640

12775 FDDSVILLDPYAK Unmodified _FDDSVILLDPYAK_ Q84UE5_MAIZE 2 748.38758 1494.7606 0.91574 2.2121 3.1209 100.75 100.75 2.50E-15 66.9 189200

12776 FDDTNPEAEKK Unmodified _FDDTNPEAEKK_ B6UC34_MAIZE 3 431.8701 1292.5885 0.0071301 0.41126 0.40038 31.23 31.23 3.45E-01 16.12 55577

12777 FDDTNPEAEKK Unmodified _FDDTNPEAEKK_ B6UC34_MAIZE 3 431.8701 1292.5885 0.14262 -0.10868 0.018022 34.11 34.11 5.15E-02 20.72 88881

12778 FDDTNPEAEKK Unmodified _FDDTNPEAEKK_ B6UC34_MAIZE 3 431.8701 1292.5885 0.18259 0.24912 0.41469 33.272 33.272 6.15E-03 21.64 110680

12779 FDEAVFSYQK Unmodified _FDEAVFSYQK_ B4FAB6_MAIZE 2 617.29295 1232.5714 0.43864 1.1267 1.5599 71.028 71.028 3.43E-01 9.4 497400

12780 FDEGIVGTPQLTDSIVLPEK Unmodified _FDEGIVGTPQLTDSIVLPEK_ B4FRP8_MAIZE 2 1079.5675 2157.1205 1.1535 -0.40805 0.7513 102.27 102.27 5.73E-03 31.34 356900

12781 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 2 1120.1021 2238.1896 1.2011 0.15053 1.341 130.09 130.09 3.79E-06 39.29 6092700

12782 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.80625 0.024085 0.81888 130.1 130.1 8.21E-12 55.85 19128000

12783 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 2 1120.1021 2238.1896 1.2307 0.39544 1.6147 130.96 130.96 4.84E-09 63.86 421760

12784 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.79042 0.36437 1.1433 131.44 131.44 8.21E-12 55.31 5669500

12785 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.79278 0.55448 1.3363 131.45 131.45 8.21E-12 35.31 2407500

12786 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 2 1120.1021 2238.1896 1.1493 0.86098 1.9989 131.45 131.45 3.46E-29 97.11 649120

12787 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.73114 0.13518 0.85523 130.69 130.69 6.15E-07 35.03 20672000

12788 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 2 1120.1021 2238.1896 1.4286 0.7102 2.1274 130.69 130.69 3.46E-29 77.51 6270900

12789 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.63975 -0.022401 0.60621 131.92 131.92 5.91E-04 33.8 87569000

12790 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 1.0234 0.65881 1.6705 131.2 131.2 5.05E-05 41.98 7776900

12791 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 2 1120.1021 2238.1896 1.4509 0.61502 2.0545 131.2 131.2 4.84E-09 53.97 1928200

12792 FDEGLPPILTALEVLDNNIR Unmodified _FDEGLPPILTALEVLDNNIR_ ATPBM_MAIZE 3 747.07048 2238.1896 0.65784 0.099268 0.7466 131.17 131.17 8.21E-12 42.01 398960

12793 FDELMAAAAEER Oxidation (M) _FDELM(ox)AAAAEER_ B4FAF8_MAIZE 2 684.80864 1367.6027 0.64484 0.25059 0.86606 63.766 63.766 7.02E-22 84.32 482460

12794 FDELMAAAAEER Unmodified _FDELMAAAAEER_ B4FAF8_MAIZE 2 676.81118 1351.6078 0.52246 0.20253 0.69312 74.191 74.191 2.00E-01 16.79 359000

12795 FDESESIYR Unmodified _FDESESIYR_ B6SHC8_MAIZE 2 573.25911 1144.5037 0.16426 0.5826 0.72684 56.196 56.196 3.32E-02 19.54 838690
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12796 FDESESIYR Unmodified _FDESESIYR_ B6SHC8_MAIZE 2 573.25911 1144.5037 0.19923 0.21098 0.39034 58.138 58.138 9.73E-03 47.77 633310

12797 FDEVYAVHFK Unmodified _FDEVYAVHFK_ B6T7B6_MAIZE 3 418.87663 1253.6081 0.14877 0.017169 0.16777 70.208 70.208 2.87E-05 42.62 2152000

12798 FDEVYAVHFK Unmodified _FDEVYAVHFK_ B6T7B6_MAIZE 2 627.81131 1253.6081 0.35516 -0.73745 -0.37861 70.223 70.223 1.62E-03 27.03 851130

12799 FDFGINSSR Unmodified _FDFGINSSR_ B4G0D8_MAIZE 2 521.75126 1041.488 -0.045276 0.18296 0.1398 71.698 71.698 1.00E+00 5.05 364530

12800 FDFGINSSR Unmodified _FDFGINSSR_ B4G0D8_MAIZE 2 521.75126 1041.488 -0.00031614 1.0607 1.0595 72.057 72.057 3.21E-03 41.63 626380

12801 FDFGTR Unmodified _FDFGTR_ B4FLG7_MAIZE 2 371.67957 741.34459 0.75009 -0.057839 0.71121 55.326 55.326 5.26E-01 29.24 1940800

12802 FDFHGQPAEMK Unmodified _FDFHGQPAEMK_ B4FIT6_MAIZE 3 436.20101 1305.5812 0.13922 0.41523 0.55286 57.33 57.33 3.45E-01 9.7 827510

12803 FDFHGQPAEMK Oxidation (M) _FDFHGQPAEM(ox)K_ B4FIT6_MAIZE 3 441.53265 1321.5761 0.050942 0.12108 0.17422 49.607 49.607 2.48E-01 15.98 1264400

12804 FDFIAALR Unmodified _FDFIAALR_ B4FNA2_MAIZE 2 476.76618 951.5178 -0.14421 -0.23309 -0.38769 97.581 97.581 1.65E-01 18.75 74633

12805 FDFIAALR Unmodified _FDFIAALR_ B4FNA2_MAIZE 2 476.76618 951.5178 -0.052929 0.11192 0.047157 97.088 97.088 2.92E-02 52.68 272730

12806 FDFSWGDAAYHQETLENLK Unmodified _FDFSWGDAAYHQETLENLK_ B4F9G8_MAIZE 3 757.68328 2270.028 0.90987 0.29601 1.1989 98.962 98.962 1.41E-07 37.01 1283500

12807 FDFSWGDAAYHQETLENLK Unmodified _FDFSWGDAAYHQETLENLK_ B4F9G8_MAIZE 3 757.68328 2270.028 0.84976 0.263 1.1063 99.58 99.58 1.41E-07 29.39 569790

12808 FDFSWGDAAYHQETLENLK Unmodified _FDFSWGDAAYHQETLENLK_ B4F9G8_MAIZE 3 757.68328 2270.028 0.85927 0.36741 1.2205 99.687 99.687 1.57E-11 42.69 327910

12809 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 2 1198.1001 2394.1856 1.2104 -0.005823 1.2114 113.15 113.15 1.23E-19 111.43 317620

12810 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 2 1198.1001 2394.1856 1.2728 -0.020697 1.259 113.42 113.42 8.95E-08 54.18 135370

12811 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 2 1198.1001 2394.1856 1.1787 0.13238 1.3181 113.61 113.61 7.74E-05 64.37 175230

12812 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 2 1198.1001 2394.1856 1.2458 -0.073842 1.1794 113.63 113.63 7.74E-05 71.27 95573

12813 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 2 1198.1001 2394.1856 1.2103 0.15847 1.3756 114.46 114.46 4.46E-39 111.99 954860

12814 FDGAINVDVTEFQTNLVPYPR Unmodified _FDGAINVDVTEFQTNLVPYPR_ Q546I4_MAIZE 3 799.06913 2394.1856 1.031 0.007267 1.0454 114.31 114.31 5.77E-05 51.95 312940

12815 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.1485 0.18756 1.3389 110.31 110.31 3.89E-34 99.5 5173700

12816 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 3 803.40088 2407.1808 0.99382 0.32133 1.3173 110.29 110.29 2.85E-04 35.3 2324000

12817 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.2547 -0.059379 1.1984 110.72 110.72 1.06E-48 99.02 3188900

12818 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 3 803.40088 2407.1808 0.96313 0.37017 1.3362 110.7 110.7 4.33E-06 46.64 1182100

12819 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.1263 0.13732 1.2667 110.83 110.83 7.17E-26 99.6 3565700

12820 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 3 803.40088 2407.1808 0.96833 0.32842 1.2986 110.79 110.79 2.43E-04 61.5 1441400

12821 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.1367 0.161 1.3003 110.81 110.81 7.17E-26 105.15 1975900

12822 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 3 803.40088 2407.1808 0.97054 0.13649 1.1101 110.78 110.78 1.81E-14 68.93 1415400

12823 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.2473 0.16144 1.4119 110.39 110.39 1.23E-19 87.98 956000

12824 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.1318 0.17175 1.3062 111.25 111.25 3.89E-34 93.01 9675900

12825 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 3 803.40088 2407.1808 0.98723 0.30012 1.2896 111.32 111.32 4.33E-06 47.32 4080000

12826 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.2605 -1.2191 0.045545 114.06 114.06 7.17E-26 117.31 233740

12827 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.2032 0.10481 1.311 110.6 110.6 1.06E-48 111.91 484620

12828 FDGALNVDVNEFQTNLVPYPR Unmodified _FDGALNVDVNEFQTNLVPYPR_ B6SPX4_MAIZE 2 1204.5977 2407.1808 1.1562 0.22718 1.3861 111.44 111.44 1.23E-19 78.21 173080

12829 FDGAVPEPR Unmodified _FDGAVPEPR_ B6SU81_MAIZE 2 494.24835 986.48214 -0.14572 0.24449 0.099072 52.114 52.114 3.32E-02 37.26 1555900
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12830 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0434 -0.11963 0.92543 109.45 109.45 7.73E-25 51.71 695140

12831 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0098 0.1026 1.1137 109.97 109.97 7.42E-06 32.87 203280

12832 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0149 -0.059387 0.95705 110.03 110.03 7.01E-14 44.67 195240

12833 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0635 0.007511 1.0723 109.98 109.98 7.01E-14 44.19 179720

12834 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0204 0.14146 1.1632 109.69 109.69 1.27E-09 60.08 1360300

12835 FDGILGLGYPEISVGK Unmodified _FDGILGLGYPEISVGK_ B6TY21_MAIZE 2 832.94834 1663.8821 1.0487 0.81345 1.8628 110.47 110.47 1.48E-07 36.35 123200

12836 FDGKFEEK Unmodified _FDGKFEEK_ Q5EUD0_MAIZE 3 333.83091 998.47091 1.2136 -0.025644 1.1773 40.692 40.692 2.47E-01 19.74 561780

12837 FDGKFEEK Unmodified _FDGKFEEK_ Q5EUD0_MAIZE 2 500.24273 998.47091 -0.046784 1.2603 1.1995 40.617 40.617 1.65E-01 20.03 411730

12838 FDGVFFQDFGESMIK Oxidation (M) _FDGVFFQDFGESM(ox)IK_ B6TMI9_MAIZE 2 891.90581 1781.7971 1.1432 0.20747 1.3674 106.1 106.1 6.53E-30 52.26 356000

12839 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 1.2118 -0.26814 0.95136 55.958 55.958 2.78E-01 34.86 2734900

12840 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 0.9386 -0.10439 0.84251 56.452 56.452 2.64E-01 24.73 533810

12841 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 -0.56689 56.032 56.032 2.50E-01 20.88

12842 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 -0.86215 57.23 57.23 4.11E-01 22.66

12843 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 0.90939 57.889 57.889 2.50E-01 27.09

12844 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 0.61414 57.944 57.944 7.51E-02 29.05

12845 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 1.218 -0.28761 0.93832 58.655 58.655 2.64E-01 32.42 819640

12846 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 0.90939 56.463 56.463 5.32E-01 24.8

12847 FDIGVK Unmodified _FDIGVK_ B4FM69_MAIZE 2 339.69469 677.37483 0.96864 -0.56429 0.41408 59.183 59.183 2.64E-01 26.74 3892500

12848 FDIVAR Unmodified _FDIVAR_ PURA_MAIZE 2 360.70559 719.39662 0.91028 0.15602 1.0616 55.586 55.586 5.26E-01 17.62 377930

12849 FDIVAR Unmodified _FDIVAR_ PURA_MAIZE 2 360.70559 719.39662 0.90084 0.67359 1.5676 54.857 54.857 1.00E+00 20.2 289290

12850 FDIVAR Unmodified _FDIVAR_ PURA_MAIZE 2 360.70559 719.39662 0.87019 0.30277 1.1671 55.41 55.41 2.64E-01 26.06 4114000

12851 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 3 379.84897 1136.5251 0.59985 -0.37457 0.22207 39.36 39.36 5.45E-01 7.24 4651000

12852 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 2 569.26981 1136.5251 0.050844 -0.32266 -0.27438 39.383 39.383 3.32E-02 30.4 1301100

12853 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 3 379.84897 1136.5251 0.65254 -0.3521 0.29768 36.719 36.719 2.35E-02 25.15 4442900

12854 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 2 569.26981 1136.5251 0.048714 -1.6033 -1.555 36.8 36.8 1.01E-02 35.65 2187500

12855 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 3 379.84897 1136.5251 0.37935 0.51163 0.88749 40.204 40.204 2.35E-01 20.46 211600

12856 FDKDGNQWK Unmodified _FDKDGNQWK_ B6T5R1_MAIZE 2 569.26981 1136.5251 0.090379 -1.5596 -1.4696 40.207 40.207 9.73E-03 23.65 71539

12857 FDKEANQWK Unmodified _FDKEANQWK_ B6TQB3_MAIZE 2 583.28546 1164.5564 0.15292 -0.082072 0.051327 38.709 38.709 3.32E-02 32.56 628170

12858 FDKEGNQWK Unmodified _FDKEGNQWK_ B4FFF1_MAIZE 3 384.52085 1150.5407 0.58178 -0.50531 0.066741 35.93 35.93 9.53E-03 25.51 1788200

12859 FDKEGNQWK Unmodified _FDKEGNQWK_ B4FFF1_MAIZE 2 576.27764 1150.5407 0.12274 0.16655 0.27779 35.941 35.941 3.32E-02 37.56 396510

12860 FDLESGHTK Unmodified _FDLESGHTK_ B4FSU1_MAIZE 2 517.25109 1032.4876 -0.10318 0.49464 0.3905 43.988 43.988 1.01E-02 28.49 312700

12861 FDLGALVDLVR Unmodified _FDLGALVDLVR_ B4FQP4_MAIZE 2 609.34806 1216.6816 0.29239 0.43082 0.72688 123.18 123.18 5.66E-08 57.6 2423200

12862 FDLGALVDLVR Unmodified _FDLGALVDLVR_ B4FQP4_MAIZE 2 609.34806 1216.6816 0.26506 0.17684 0.44608 123.57 123.57 6.35E-09 88.01 1540700

12863 FDLGALVDLVR Unmodified _FDLGALVDLVR_ B4FQP4_MAIZE 2 609.34806 1216.6816 0.3056 0.21691 0.52707 123.77 123.77 4.00E-28 69.82 1702900
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12864 FDLGALVDLVR Unmodified _FDLGALVDLVR_ B4FQP4_MAIZE 2 609.34806 1216.6816 0.2904 0.37983 0.67481 123.75 123.75 6.35E-09 70.77 692630

12865 FDLGALVDLVR Unmodified _FDLGALVDLVR_ B4FQP4_MAIZE 2 609.34806 1216.6816 0.24598 0.26037 0.51083 123.13 123.13 1.62E-12 72.67 3015600

12866 FDLIYLILDK Unmodified _FDLIYLILDK_ B6SWS8_MAIZE 2 626.86301 1251.7115 0.29462 0.33355 0.61152 124.76 124.76 1.84E-04 52.55 202640

12867 FDLIYLILDK Unmodified _FDLIYLILDK_ B6SWS8_MAIZE 2 626.86301 1251.7115 0.46105 0.8147 1.2579 125.07 125.07 1.25E-02 28.68 123850

12881 FDLNGIAPAPR Unmodified _FDLNGIAPAPR_ B4FW90_MAIZE 2 585.81693 1169.6193 0.18983 0.35193 0.52788 76.281 76.281 4.48E-03 51.94 1862800

12882 FDLNGIAPAPR Unmodified _FDLNGIAPAPR_ B4FW90_MAIZE 2 585.81693 1169.6193 0.062189 -0.079633 -0.030144 76.681 76.681 5.66E-08 54.48 10787000

12883 FDLNGIAPAPR Unmodified _FDLNGIAPAPR_ B4FW90_MAIZE 2 585.81693 1169.6193 0.16203 0.48826 0.6364 76.61 76.61 4.48E-03 28.34 786290

12884 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.25296 0.0229 0.26691 75.951 75.951 3.83E-01 20.42 973180

12885 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.18728 -0.086623 0.092951 76.253 76.253 1.67E-02 39.91 453340

12886 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.23785 -0.080611 0.14866 76.939 76.939 1.47E-01 18.98 813380

12887 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.22511 -0.016097 0.19955 76.532 76.532 1.47E-01 16.6 1336100

12888 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.14005 -0.041418 0.089637 76.354 76.354 1.67E-02 32.3 4701900

12889 FDLNGIPSAPR Unmodified _FDLNGIPSAPR_ B4FWJ8_MAIZE 2 593.81439 1185.6142 0.1891 0.12662 0.30677 76.252 76.252 1.47E-01 30.71 466180

12890 FDLQLLGMGPDGHIASLFPGHPLVNEK Oxidation (M) _FDLQLLGM(ox)GPDGHIASLFPGHPLVNEK_ B6UAK0_MAIZE 4 730.37719 2917.4796 0.76946 -0.61598 0.15761 112.15 112.15 1.02E-06 23.36 276010

12891 FDLQLLGMGPDGHIASLFPGHPLVNEK Oxidation (M) _FDLQLLGM(ox)GPDGHIASLFPGHPLVNEK_ B6UAK0_MAIZE 4 730.37719 2917.4796 0.70906 -0.58189 0.13183 128.87 128.87 3.58E-04 21.51 1077000

12892 FDLWESEGDVR Unmodified _FDLWESEGDVR_ B4FNZ1_MAIZE 2 676.8095 1351.6044 0.57984 0.014738 0.59438 84.766 84.766 3.83E-01 39.5 172390

12893 FDLWESEGDVR Unmodified _FDLWESEGDVR_ B4FNZ1_MAIZE 2 676.8095 1351.6044 0.5988 -0.002718 0.59613 85.347 85.347 1.47E-01 25.76 228180

12894 FDLWESEGDVR Unmodified _FDLWESEGDVR_ B4FNZ1_MAIZE 2 676.8095 1351.6044 0.59593 0.056685 0.65279 85.344 85.344 4.43E-05 40.04 729990

12895 FDMDSPVGPFGTK Oxidation (M) _FDM(ox)DSPVGPFGTK_ B4FIN0_MAIZE 2 707.32139 1412.6282 0.69247 -0.14422 0.57148 70.842 70.842 3.84E-02 26.47 20208

12896 FDMDSPVGPFGTK Oxidation (M) _FDM(ox)DSPVGPFGTK_ B4FIN0_MAIZE 2 707.32139 1412.6282 0.62421 -0.12044 0.52689 72.127 72.127 1.00E-11 61.86 1250300

12897 FDMDSPVGPFGTK Unmodified _FDMDSPVGPFGTK_ B4FIN0_MAIZE 2 699.32393 1396.6333 0.63077 0.76104 1.4118 87.267 87.267 1.15E-02 35.24 335150

12898 FDNFYYK Unmodified _FDNFYYK_ B6T3V1_MAIZE 2 498.72672 995.43888 -0.18742 -0.38929 -0.58535 63.455 63.455 1.86E-01 25.02 58684

12899 FDNFYYK Unmodified _FDNFYYK_ B6T3V1_MAIZE 2 498.72672 995.43888 -0.040554 -0.12558 -0.17592 64.138 64.138 4.49E-02 30.9 866150

12900 FDNFYYK Unmodified _FDNFYYK_ B6T3V1_MAIZE 2 498.72672 995.43888 -0.12979 0.09038 -0.051068 64.463 64.463 1.86E-01 15.85 3976400

12901 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.049446 -0.050356 -0.096694 53.19 53.19 1.90E-02 43.91 14302000

12902 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.11347 -0.13739 -0.24822 53.174 53.174 3.48E-02 53.04 3174400

12903 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.02505 0.012133 -0.011302 55.329 55.329 1.90E-02 41.84 4508100

12904 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.029432 -0.13688 -0.16319 54.635 54.635 3.48E-02 57.85 3343800

12905 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.081993 0.10631 0.027166 55.298 55.298 1.90E-02 47.34 1572400

12906 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.070345 -0.11802 -0.18617 55.252 55.252 1.90E-02 41.53 8346700

12907 FDNLYGCR Unmodified _FDNLYGCR_ B6T440_MAIZE 2 522.73201 1043.4495 -0.035518 0.064099 0.031177 53.641 53.641 1.00E+00 9.65 475080

12908 FDNSYFK Unmodified _FDNSYFK_ B4FHN3_MAIZE 2 460.71107 919.40758 -0.097087 0.331 0.22809 61.219 61.219 1.86E-01 17.35 3136100

12909 FDNSYFK Unmodified _FDNSYFK_ B4FHN3_MAIZE 2 460.71107 919.40758 -0.1033 0.48506 0.37381 59.24 59.24 4.46E-01 14.88 4590500

12910 FDNSYFLELLK Unmodified _FDNSYFLELLK_ B6T684_MAIZE 2 694.85846 1387.7024 0.70128 0.38413 1.0697 118.14 118.14 3.60E-06 41.62 76723
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12911 FDNSYFLELLNEESEGLLK Unmodified _FDNSYFLELLNEESEGLLK_ B4FA06_MAIZE 2 1130.5546 2259.0947 1.2662 0.40962 1.6554 127.8 127.8 5.13E-03 37.66 134370

12912 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.11551 0.29874 0.4203 92.319 92.319 1.63E-07 58.29 4669300

12913 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.065185 -0.09568 -0.024241 93.855 93.855 1.01E-02 42.36 36861

12914 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.064276 0.3618 0.43211 92.805 92.805 3.13E-03 47.77 1871200

12915 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 -0.025607 0.36918 0.3491 92.402 92.402 3.89E-04 58.77 18281000

12916 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.082786 0.25278 0.34135 92.691 92.691 1.00E+00 2.68 589810

12917 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.10138 0.38523 0.4914 92.528 92.528 3.32E-02 14.35 514450

12918 FDPDFIDIR Unmodified _FDPDFIDIR_ VATA_MAIZE B6 2 569.28239 1136.5502 0.061033 0.15088 0.21723 93.658 93.658 3.13E-03 43.82 391290

12919 FDPLNEEFDPNR Unmodified _FDPLNEEFDPNR_ B4FN51_MAIZE 2 746.83879 1491.663 0.80193 0.11686 0.91 84.312 84.312 1.68E-09 48.56 666930

12920 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.87704 0.22993 1.1123 114.06 114.06 2.09E-30 75.34 2514700

12921 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.88809 0.17066 1.0637 114.65 114.65 2.09E-30 70.09 569280

12922 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.90014 -0.25517 0.65054 114.66 114.66 2.00E-19 57.13 447260

12923 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.93462 0.14694 1.087 114.35 114.35 3.40E-25 73.18 491600

12924 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.93449 0.1555 1.0954 115.01 115.01 2.00E-19 62.06 467180

12925 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.91979 0.32962 1.2544 114.43 114.43 1.95E-13 53.93 282150

12926 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.8173 0.15422 0.97672 115.75 115.75 3.40E-25 83.59 2346700

12927 FDPLWNSLVLGGVK Unmodified _FDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 772.92721 1543.8399 0.92542 0.008002 0.93912 118.66 118.66 3.51E-02 19.57 34197

12928 FDRPLVAYR Unmodified _FDRPLVAYR_ Q8LJR0_MAIZE 3 379.54522 1135.6138 0.48548 0.062597 0.53469 55.059 55.059 2.35E-02 22.8 174950

12929 FDRPLVAYR Unmodified _FDRPLVAYR_ Q8LJR0_MAIZE 3 379.54522 1135.6138 0.62848 -0.095943 0.52167 56.765 56.765 8.40E-02 27.74 1172200

12930 FDSDGNLVDAEIR Unmodified _FDSDGNLVDAEIR_ B6T653_MAIZE 2 725.84407 1449.6736 0.71691 0.19039 0.90474 73.506 73.506 4.93E-21 91.15 3467000

12931 FDSDGNLVDAEIR Unmodified _FDSDGNLVDAEIR_ B6T653_MAIZE 2 725.84407 1449.6736 0.6914 -0.27107 0.41775 75.014 75.014 1.56E-17 74.65 2560500

12932 FDSEVSGDR Unmodified _FDSEVSGDR_ B4FBJ7_MAIZE 2 506.22253 1010.4305 -0.057905 0.069474 0.017886 38.849 38.849 9.73E-03 47.61 1240000

12933 FDSFDDADPFGSSGPFK Unmodified _FDSFDDADPFGSSGPFK_ B4FHS7_MAIZE 2 918.39158 1834.7686 1.1444 0.25034 1.4139 102.01 102.01 1.37E-17 49.33 182670

12934 FDTAYFTNLLSR Unmodified _FDTAYFTNLLSR_ B6SMR2_MAIZE 2 724.36444 1446.7143 0.73877 0.25342 0.98754 110.2 110.2 2.62E-07 54.25 786860

12935 FDTDLIK Unmodified _FDTDLIK_ B6UBJ6_MAIZE 2 426.22909 850.44363 0.092523 0.56712 0.65821 67.043 67.043 1.86E-01 31.94 1621400

12936 FDTDLIKK Unmodified _FDTDLIKK_ B6UBJ6_MAIZE 2 490.27658 978.5386 -0.096612 0.000502 -0.10427 56.816 56.816 1.90E-02 38.59 657410

12937 FDTDLIKK Unmodified _FDTDLIKK_ B6UBJ6_MAIZE 3 327.18681 978.5386 1.412 -0.00052 1.4025 56.812 56.812 1.00E+00 13.26 445480

12938 FDTEVELAYFNHGGILPYVIR Unmodified _FDTEVELAYFNHGGILPYVIR_ B4FIT6_MAIZE 3 818.42151 2452.2427 1.0372 0.23692 1.2716 117.67 117.67 2.43E-04 38.95 663660

12939 FDTEVELAYFNHGGILPYVIR Unmodified _FDTEVELAYFNHGGILPYVIR_ B4FIT6_MAIZE 3 818.42151 2452.2427 1.0041 0.35872 1.3592 118.53 118.53 5.77E-05 42.16 122440

12940 FDTLCDLYDTLTITQAVIFCNTK Unmodified _FDTLCDLYDTLTITQAVIFCNTK_ Q2MJJ9_MAIZE 3 918.11179 2751.3135 1.248 0.15442 1.4158 129.93 129.93 3.81E-04 36.98 882010

12941 FDVDTR Unmodified _FDVDTR_ B4FF57_MAIZE 2 376.68231 751.35007 0.57124 0.42393 1.0126 43.961 43.961 5.26E-01 29.48 725960

12942 FDVDTR Unmodified _FDVDTR_ B4FF57_MAIZE 2 376.68231 751.35007 0.71234 -0.07669 0.6528 43.826 43.826 5.26E-01 31.57 273540

12943 FDVELK Unmodified _FDVELK_ B4FHN3_MAIZE 2 375.70525 749.39596 0.69857 -0.045164 0.64551 60.648 60.648 2.64E-01 29.63 2005400

12944 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.6483 0.005928 0.6836 79.025 79.025 2.61E-08 73.35 733170
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12945 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.57503 -0.035113 0.57028 79.732 79.732 1.15E-02 41.86 49810

12946 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.58266 -0.031729 0.58064 79.243 79.243 1.00E-11 79.72 266990

12947 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.61439 -0.045402 0.59985 79.886 79.886 1.47E-03 58.43 363700

12948 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.62389 -0.080121 0.57458 79.508 79.508 2.50E-15 67.98 423150

12949 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.64459 0.15088 0.82598 79.269 79.269 2.65E-01 17.77 339600

12950 FDVGNVVMVTGGR Oxidation (M) _FDVGNVVM(ox)VTGGR_ B4FMI5_MAIZE 2 683.84282 1365.6711 0.50725 -0.12871 0.40905 79.27 79.27 1.09E-26 91.26 2037100

12951 FDVGNVVMVTGGR Unmodified _FDVGNVVMVTGGR_ B4FMI5_MAIZE 2 675.84536 1349.6762 0.5571 0.14564 0.73028 85.142 85.142 1.47E-03 73.87 1666400

12952 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.2756 0.14156 1.4378 47.041 47.041 2.78E-01 34.26 4798100

12953 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 0.9872 -0.070022 0.94217 47.36 47.36 5.26E-01 23.24 1444700

12954 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.1993 0.12424 1.3447 46.725 46.725 2.78E-01 31.26 841590

12955 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.3613 0.29783 1.68 49.203 49.203 2.64E-01 23.11 835000

12956 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.255 0.14287 1.4202 48.541 48.541 2.64E-01 32 915020

12957 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.2078 0.35852 1.5885 49.32 49.32 5.26E-01 29.61 1053200

12958 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.3066 0.17684 1.5061 49.003 49.003 5.26E-01 26 1722900

12959 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.2911 -0.5518 0.76311 49.975 49.975 2.64E-01 27.98 1791800

12960 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.2801 0.2067 1.5105 47.367 47.367 2.78E-01 29.99 988850

12961 FDVGVK Unmodified _FDVGVK_ B4FQ61_MAIZE 2 332.68686 663.35918 1.0493 0.000437 1.0715 50.465 50.465 2.78E-01 31.68 8814800

12962 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 2 1234.5643 2467.1141 1.1702 0.068285 1.2363 126.01 126.01 4.56E-22 71.06 1011500

12963 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 3 823.37865 2467.1141 1.0623 0.16881 1.2288 125.99 125.99 5.91E-04 22.48 414010

12964 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 2 1234.5643 2467.1141 1.2858 0.000612 1.2843 126.6 126.6 3.94E-53 72.51 387260

12965 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 3 823.37865 2467.1141 1.0057 0.2357 1.2388 126.57 126.57 1.84E-02 17.56 131290

12966 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 2 1234.5643 2467.1141 1.155 0.10799 1.2607 127.05 127.05 9.41E-18 100.32 248210

12967 FDVWPYLETYTEDVSSEIMK Oxidation (M) _FDVWPYLETYTEDVSSEIM(ox)K_ SUS1_MAIZE B6 2 1234.5643 2467.1141 1.1805 0.099213 1.2777 127.67 127.67 1.99E-37 53.93 242870

12968 FDVWPYLETYTEDVSSEIMK Unmodified _FDVWPYLETYTEDVSSEIMK_ SUS1_MAIZE B6 2 1226.5669 2451.1192 1.1478 -0.36843 0.77587 128.43 128.43 3.12E-37 91.53 1346500

12969 FDVWPYLETYTEDVSSEIMK Unmodified _FDVWPYLETYTEDVSSEIMK_ SUS1_MAIZE B6 3 818.04701 2451.1192 1.0362 0.023638 1.0553 128.46 128.46 1.99E-03 25.6 755660

12970 FDWDHPMHLQPTSPTAVK Oxidation (M) _FDWDHPM(ox)HLQPTSPTAVK_ B6T9P0_MAIZE 4 531.50583 2121.9942 0.049008 -1.4863 -1.4249 67.156 67.156 3.64E-01 5.27 1565600

12971 FDWDHPMHLQPTSPTAVK Oxidation (M) _FDWDHPM(ox)HLQPTSPTAVK_ B6T9P0_MAIZE 4 531.50583 2121.9942 -0.07509 -0.63542 -0.69934 67.892 67.892 1.00E+00 6.7 766930

12972 FDWDHPMHLQPTSPTAVK Oxidation (M) _FDWDHPM(ox)HLQPTSPTAVK_ B6T9P0_MAIZE 4 531.50583 2121.9942 -0.020966 -0.41351 -0.42329 68.395 68.395 2.20E-01 13.39 5052400

12973 FDWDHPMHLQPTSPTAVK Oxidation (M) _FDWDHPM(ox)HLQPTSPTAVK_ B6T9P0_MAIZE 3 708.33868 2121.9942 0.67761 -0.70381 -0.015512 68.39 68.39 1.15E-02 19.84 1400100

12974 FDWDHPMHLQPTSPTAVK Unmodified _FDWDHPMHLQPTSPTAVK_ B6T9P0_MAIZE 4 527.5071 2105.9993 0.0012721 -0.1118 -0.10233 77.507 77.507 3.64E-01 18.09 3972600

12975 FDWDHPMHLQPTSPTAVK Unmodified _FDWDHPMHLQPTSPTAVK_ B6T9P0_MAIZE 3 703.00704 2105.9993 0.68911 -0.37581 0.32176 77.507 77.507 2.73E-10 36.8 1169000

12976 FDWDHPMHLQPTSPTAVK Unmodified _FDWDHPMHLQPTSPTAVK_ B6T9P0_MAIZE 4 527.5071 2105.9993 -0.035545 0.13516 0.10707 78.41 78.41 1.00E+00 9.59 299040

12977 FDWDHPMHLQPTSPTAVK Unmodified _FDWDHPMHLQPTSPTAVK_ B6T9P0_MAIZE 4 527.5071 2105.9993 -0.025674 -0.034074 -0.051439 78.703 78.703 1.00E+00 3.88 4633700

12978 FDWDHPMHLQPTSPTAVK Unmodified _FDWDHPMHLQPTSPTAVK_ B6T9P0_MAIZE 3 703.00704 2105.9993 0.69362 -0.55212 0.15027 78.63 78.63 1.02E-02 22.86 1255100
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12979 FDWLCK Unmodified _FDWLCK_ B4FUE0_MAIZE 2 434.70473 867.39491 0.058635 0.45505 0.52042 74.409 74.409 9.46E-01 13.08 3906700

12980 FDWLCK Unmodified _FDWLCK_ B4FUE0_MAIZE 2 434.70473 867.39491 0.043969 0.43208 0.48321 74.3 74.3 5.26E-01 19.46 1003000

12981 FDYASYAEDCIK Unmodified _FDYASYAEDCIK_ B4FKX0_MAIZE 2 741.3163 1480.618 0.84456 -0.29448 0.54057 84.785 84.785 2.62E-07 71.03 422340

12982 FEACALMAIK Oxidation (M) _FEACALM(ox)AIK_ B6T5B2_MAIZE 2 585.2883 1168.562 0.18764 0.38247 0.55095 67.225 67.225 1.84E-04 43.57 461620

12983 FEACALMAIK Unmodified _FEACALMAIK_ B6T5B2_MAIZE 2 577.29084 1152.5671 0.19803 0.55518 0.73021 80.538 80.538 1.25E-02 15.4 248880

12984 FEAHSNQQFCR Unmodified _FEAHSNQQFCR_ B4FQZ2_MAIZE 3 475.21057 1422.6099 -0.0059583 -0.097725 -0.10258 38.208 38.208 8.45E-03 29.65 1758900

12985 FEAHSNQQFCR Unmodified _FEAHSNQQFCR_ B4FQZ2_MAIZE 3 475.21057 1422.6099 -0.18857 0.069409 -0.11752 37.661 37.661 1.44E-03 32.26 208830

12986 FEAHSNQQFCR Unmodified _FEAHSNQQFCR_ B4FQZ2_MAIZE 3 475.21057 1422.6099 -0.0035135 -0.60824 -0.60968 40.421 40.421 2.27E-02 21.07 216760

12987 FEAHSNQQFCR Unmodified _FEAHSNQQFCR_ B4FQZ2_MAIZE 3 475.21057 1422.6099 -0.0036878 -0.22752 -0.2305 40.152 40.152 2.27E-02 22.63 352900

12988 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 3 496.26623 1485.7769 -0.033617 0.067347 0.032853 93.433 93.433 4.52E-03 24.24 1970000

12989 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 2 743.89571 1485.7769 0.81256 0.29888 1.1115 93.412 93.412 2.62E-07 51.01 437450

12990 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 3 496.26623 1485.7769 -0.16237 -0.004987 -0.1681 94.384 94.384 6.16E-04 28.78 1515800

12991 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 2 743.89571 1485.7769 0.74964 -0.14565 0.60371 94.353 94.353 2.05E-12 46.7 283000

12992 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 3 496.26623 1485.7769 -0.037556 -0.23307 -0.26989 94.406 94.406 6.16E-04 27.12 931280

12993 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 2 743.89571 1485.7769 0.82544 0.011921 0.83708 94.271 94.271 2.62E-07 37.35 212670

12994 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 3 496.26623 1485.7769 -0.047842 -0.069975 -0.1175 94.421 94.421 9.42E-03 16.78 1466800

12995 FEALGWHTIWVK Unmodified _FEALGWHTIWVK_ TKTC_MAIZE B4 2 743.89571 1485.7769 0.84101 -0.19193 0.64988 94.415 94.415 2.05E-12 52.82 378360

12996 FEDEIKTELK Unmodified _FEDEIKTELK_ B4FUB5_MAIZE 3 417.88709 1250.6394 -0.010625 0.011784 -0.022438 59.558 59.558 5.02E-04 30.54 1118500

12997 FEDEIKTELK Unmodified _FEDEIKTELK_ B4FUB5_MAIZE 2 626.32699 1250.6394 0.33572 0.038171 0.35005 59.539 59.539 1.62E-03 47.28 235760

12998 FEDGWESR Unmodified _FEDGWESR_ Q43712_MAIZE 2 513.21979 1024.425 -0.14332 0.093001 -0.056254 53.585 53.585 3.48E-02 33.6 1117700

12999 FEDGWESR Unmodified _FEDGWESR_ Q43712_MAIZE 2 513.21979 1024.425 -0.043715 -0.087118 -0.13716 55.797 55.797 3.48E-02 38.56 2108900

13000 FEDGWESR Unmodified _FEDGWESR_ Q43712_MAIZE 2 513.21979 1024.425 -0.046509 -0.11694 -0.16951 55.093 55.093 3.48E-02 43.29 2182300

13001 FEDGWESR Unmodified _FEDGWESR_ Q43712_MAIZE 2 513.21979 1024.425 -0.10977 -0.060211 -0.17699 55.824 55.824 3.48E-02 40.92 2926000

13002 FEDGWESR Unmodified _FEDGWESR_ Q43712_MAIZE 2 513.21979 1024.425 -0.12662 -0.2203 -0.35297 55.819 55.819 3.48E-02 43.6 25512000

13003 FEDLKELGSESAVK Unmodified _FEDLKELGSESAVK_ B4FUE0_MAIZE 3 517.93488 1550.7828 -0.046211 -0.19821 -0.26136 67.055 67.055 4.53E-07 42.17 2438900

13004 FEDLKELGSESAVK Unmodified _FEDLKELGSESAVK_ B4FUE0_MAIZE 2 776.39868 1550.7828 0.91933 -0.3362 0.56591 67.093 67.093 7.64E-09 51.1 581140

13005 FEDLKELGSESAVK Unmodified _FEDLKELGSESAVK_ B4FUE0_MAIZE 3 517.93488 1550.7828 -0.06932 0.19183 0.10304 67.136 67.136 5.41E-05 35.91 725310

13006 FEDPAAADK Unmodified _FEDPAAADK_ B4FHE9_MAIZE 2 482.22454 962.43453 -0.010424 -0.40487 -0.43216 42.476 42.476 3.39E-01 20.22 322380

13007 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.80078 -0.039477 0.74693 72.675 72.675 2.00E-19 61.43 2461000

13008 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.74995 -3.1323 -2.3918 73.2 73.2 3.51E-02 23.52 37118

13009 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.794 0.023546 0.80392 72.815 72.815 7.68E-22 59.27 1228400

13010 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.77929 0.010001 0.77577 73.684 73.684 3.40E-25 64.88 2067700

13011 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.79033 0.083533 0.86055 73.26 73.26 7.68E-22 72.55 1360200

13012 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.7133 -0.21711 0.48319 73.235 73.235 2.09E-30 60.18 9993300
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13013 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.8392 0.055811 0.881 72.883 72.883 3.56E-04 29.78 325390

13014 FEDPAEGEEALVGK Unmodified _FEDPAEGEEALVGK_ VATA_MAIZE B6 2 745.8541 1489.6937 0.7816 -0.027561 0.74078 74.353 74.353 3.56E-04 45.44 213250

13015 FEDPISAETAEPK Unmodified _FEDPISAETAEPK_ B4FUX9_MAIZE 2 717.34337 1432.6722 -0.78106 67.115 67.115 4.50E-16 69.45

13016 FEEAQAAIK Unmodified _FEEAQAAIK_ B6SLI2_MAIZE 2 503.76383 1005.5131 -0.11853 0.28047 0.12742 44.621 44.621 3.89E-04 58.14 2306700

13017 FEEDLDAMLPK Oxidation (M) _FEEDLDAM(ox)LPK_ B6TRR5_MAIZE 2 662.31049 1322.6064 0.54597 0.33743 0.86784 73.541 73.541 4.48E-03 26.01 524770

13018 FEEDLDAMLPK Oxidation (M) _FEEDLDAM(ox)LPK_ B6TRR5_MAIZE 2 662.31049 1322.6064 0.46392 0.22044 0.66968 73.421 73.421 1.62E-12 72.34 2868200

13019 FEEDLDAMLPK Unmodified _FEEDLDAMLPK_ B6TRR5_MAIZE 2 654.31303 1306.6115 0.44774 0.46468 0.89372 90.278 90.278 3.57E-04 28.57 805900

13020 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.21075 -0.21656 -0.037994 44.179 44.179 5.26E-01 25.78 33570000

13021 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.08785 0.37649 0.43114 44.499 44.499 5.26E-01 25.54 127960

13022 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.1956 -0.32616 -0.16261 46.324 46.324 2.64E-01 28.43 26439000

13023 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.1111 -0.37965 -0.30026 45.627 45.627 2.64E-01 28.34 36095000

13024 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.0031273 -0.26442 -0.29324 46.363 46.363 2.64E-01 28.44 53614000

13025 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.20045 0.44164 0.60858 47.19 47.19 2.64E-01 26.2 2039700

13026 FEEELR Unmodified _FEEELR_ B6U4D6_MAIZE 2 411.70324 821.39193 0.022479 0.03948 0.030636 47.725 47.725 1.00E+00 14.51 1938900

13027 FEEGCHSMGTAIK Oxidation (M) _FEEGCHSM(ox)GTAIK_ B4F7T8_MAIZE 3 494.88324 1481.6279 -0.10354 -0.35067 -0.45219 37.786 37.786 2.66E-01 10.04 559370

13028 FEELCSDLIDR Unmodified _FEELCSDLIDR_ B6UFB3_MAIZE 2 698.82429 1395.634 0.68187 -0.20873 0.46687 79.136 79.136 3.57E-04 49.36 370450

13029 FEELCSDLIDR Unmodified _FEELCSDLIDR_ B6UFB3_MAIZE 2 698.82429 1395.634 0.69241 -0.031003 0.65621 78.922 78.922 4.48E-03 31.69 249030

13030 FEELCSDLIDR Unmodified _FEELCSDLIDR_ B6UFB3_MAIZE 2 698.82429 1395.634 0.71658 -0.1872 0.52313 83.002 83.002 4.96E-02 31.08 338930

13031 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.52729 0.1256 0.6388 83.976 83.976 4.31E-05 50.95 1889700

13032 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.4727 0.23097 0.69076 85.437 85.437 9.71E-04 49.87 42346

13033 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.49868 0.14908 0.63448 84.434 84.434 6.54E-11 63.87 3463200

13034 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.4886 -0.010363 0.46469 84.911 84.911 6.54E-11 55.82 5708400

13035 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.46351 -0.025034 0.42587 84.605 84.605 2.75E-16 58.76 9458300

13036 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.40846 -0.1588 0.23686 84.344 84.344 6.54E-11 51.95 16338000

13037 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.53745 0.37164 0.89561 84.821 84.821 1.25E-02 20.57 1337500

13038 FEELNMDLFR Oxidation (M) _FEELNM(ox)DLFR_ HSP70_MAIZE 2 665.31082 1328.6071 0.4837 0.27629 0.74606 84.487 84.487 4.53E-03 27.26 994830

13039 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.46012 0.20824 0.65138 99.768 99.768 1.84E-04 54.15 7529300

13040 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.48012 0.40917 0.87246 100.34 100.34 5.76E-06 69.56 3062800

13041 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.47321 0.35842 0.81401 100.41 100.41 5.76E-06 68.23 4253000

13042 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.46574 0.10215 0.55134 100.29 100.29 5.76E-06 64.42 6205000

13043 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.38127 0.33291 0.69729 99.867 99.867 5.76E-06 74.85 12933000

13044 FEELNMDLFR Unmodified _FEELNMDLFR_ HSP70_MAIZE 2 657.31336 1312.6122 0.5203 0.83763 1.3403 100.53 100.53 1.84E-04 68.85 1240900

13045 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.45677 0.087049 0.52564 82.079 82.079 1.84E-04 58.39 2172300

13046 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.44584 0.054773 0.48269 82.496 82.496 1.62E-03 59.85 1277300



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

13047 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.44963 -0.012611 0.42045 83.008 83.008 1.84E-04 50.19 2486800

13048 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.42617 0.061993 0.47149 82.688 82.688 1.84E-04 74.18 4999200

13049 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.33885 -0.20395 0.11827 82.388 82.388 4.40E-05 59.37 13697000

13050 FEELNNDLFR Unmodified _FEELNNDLFR_ B4FW90_MAIZE 2 648.81458 1295.6146 0.49637 0.28567 0.76446 82.918 82.918 1.84E-04 55.07 1051600

13051 FEEQLKDR Unmodified _FEEQLKDR_ B4FY29_MAIZE 3 355.51722 1063.5298 0.8686 -0.27443 0.57078 35.661 35.661 5.41E-01 14.11 109710

13052 FEEQLKDR Unmodified _FEEQLKDR_ B4FY29_MAIZE 3 355.51722 1063.5298 0.90455 -0.4826 0.40112 38.331 38.331 2.47E-01 29.75 1261200

13053 FEFQAEVSR Unmodified _FEFQAEVSR_ B6U0V6_MAIZE 2 556.77219 1111.5298 0.12823 0.41285 0.53336 66.716 66.716 1.12E-01 21.18 723590

13054 FEFQAEVSR Unmodified _FEFQAEVSR_ B6U0V6_MAIZE 2 556.77219 1111.5298 0.1022 0.26561 0.36064 66.17 66.17 1.01E-02 35.66 2217800

13055 FEGDKPYVTDNSNYIVDLYFK Unmodified _FEGDKPYVTDNSNYIVDLYFK_ B6TI56_MAIZE 3 843.07243 2526.1955 1.0738 -0.017761 1.053 104.32 104.32 2.85E-04 21.96 460490

13056 FEGQNLVK Unmodified _FEGQNLVK_ B6U406_MAIZE 2 467.75327 933.49198 -0.23308 0.32366 0.082927 50.662 50.662 5.06E-02 30.26 447110

13057 FEGVPMAPPDPILGVSEAFK Unmodified _FEGVPMAPPDPILGVSEAFK_ B6T9J4_MAIZE 2 1051.0374 2100.0602 1.2494 -0.19888 1.0508 115.8 115.8 1.74E-02 32.64 299970

13058 FEGVPMAPPDPILGVSEAFK Unmodified _FEGVPMAPPDPILGVSEAFK_ B6T9J4_MAIZE 2 1051.0374 2100.0602 1.3104 0.82272 2.1329 116.89 116.89 5.15E-01 14.6 202030

13059 FEGVPMAPPDPILGVSEAFK Oxidation (M) _FEGVPM(ox)APPDPILGVSEAFK_ B6T9J4_MAIZE 2 1059.0348 2116.0551 1.1919 0.76906 1.9627 108.17 108.17 4.84E-09 34.49 170870

13060 FEGVPMAPPDPILGVSEAFK Oxidation (M) _FEGVPM(ox)APPDPILGVSEAFK_ B6T9J4_MAIZE 2 1059.0348 2116.0551 1.3943 1.46 2.8555 107.94 107.94 5.73E-03 17.28 116270

13061 FEGVPMAPPDPILGVSEAFK Oxidation (M) _FEGVPM(ox)APPDPILGVSEAFK_ B6T9J4_MAIZE 2 1059.0348 2116.0551 1.2207 -0.020771 1.202 108.64 108.64 2.51E-05 44.59 745490

13062 FEGVPMAPPDPILGVSEAFK Oxidation (M) _FEGVPM(ox)APPDPILGVSEAFK_ B6T9J4_MAIZE 2 1059.0348 2116.0551 1.2404 0.26127 1.5039 108.07 108.07 1.65E-04 48.22 508690

13063 FEHHEMFPAR Oxidation (M) _FEHHEM(ox)FPAR_ B4FVI8_MAIZE 3 439.53287 1315.5768 0.02078 0.17402 0.18589 39.814 39.814 1.10E-04 24.04 683060

13064 FEHIDMSEK Unmodified _FEHIDMSEK_ B6SV64_MAIZE 3 379.17446 1134.5016 0.70875 0.3521 1.0417 47.905 47.905 2.35E-02 19.1 989890

13065 FEHIDMSEK Unmodified _FEHIDMSEK_ B6SV64_MAIZE 2 568.25806 1134.5016 0.14099 0.04448 0.16754 47.915 47.915 9.73E-03 38.93 491950

13066 FEHIDMSEK Unmodified _FEHIDMSEK_ B6SV64_MAIZE 3 379.17446 1134.5016 0.55045 0.40894 0.94208 47.889 47.889 8.40E-02 13.12 279790

13067 FEHIDMSEK Unmodified _FEHIDMSEK_ B6SV64_MAIZE 3 379.17446 1134.5016 0.69042 0.61789 1.2882 50.253 50.253 8.40E-02 12.08 387520

13068 FEIFGQNIDLSPLK Unmodified _FEIFGQNIDLSPLK_ B6TPX4_MAIZE 2 810.93523 1619.8559 0.98983 0.23079 1.2125 123.31 123.31 2.00E-19 89.54 391840

13069 FEIGTLIYAR Unmodified _FEIGTLIYAR_ B6TDY7_MAIZE 2 591.82951 1181.6445 0.21363 0.28572 0.48268 93.762 93.762 1.25E-02 35.63 334110

13070 FEIIPK Unmodified _FEIIPK_ B6SQM0_MAIZE 2 373.72599 745.43743 0.44995 2.4263 2.8446 65.394 65.394 2.64E-01 14.33 408520

13071 FEILEAIAK Unmodified _FEILEAIAK_ B4FW68_MAIZE 2 517.30005 1032.5855 -0.0033292 0.29256 0.25115 89.01 89.01 7.18E-01 13.4 1342100

13072 FEILEAIAK Unmodified _FEILEAIAK_ B4FW68_MAIZE 2 517.30005 1032.5855 -0.13013 0.26176 0.094743 89.7 89.7 9.73E-03 42.39 1085000

13073 FEILEAIAK Unmodified _FEILEAIAK_ B4FW68_MAIZE 2 517.30005 1032.5855 -0.0077328 0.30713 0.26275 89.886 89.886 1.00E+00 6.15 731230

13074 FEILEAIAK Unmodified _FEILEAIAK_ B4FW68_MAIZE 2 517.30005 1032.5855 -0.015665 0.24506 0.19143 89.588 89.588 7.18E-01 17.69 1117700

13075 FEILEAIAK Unmodified _FEILEAIAK_ B4FW68_MAIZE 2 517.30005 1032.5855 -0.039274 0.27491 0.19901 89.305 89.305 3.39E-01 12.22 579100

13076 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.040407 0.045255 -0.020511 90.319 90.319 3.89E-04 54.2 15391000

13077 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.13608 0.45923 0.29609 92.945 92.945 3.21E-03 36.27 167530

13078 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.085052 -0.02916 -0.14001 90.953 90.953 3.89E-04 52.71 10140000

13079 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.041874 -0.024872 -0.093501 91.115 91.115 3.89E-04 53.59 13911000

13080 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.071099 -0.055373 -0.1526 90.852 90.852 3.89E-04 50.63 20766000
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13081 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.16027 -0.15005 -0.33656 90.516 90.516 3.89E-04 58.68 29722000

13082 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.079875 0.32358 0.21614 90.761 90.761 3.89E-04 65.03 4506700

13083 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.10542 0.087842 -0.044203 90.75 90.75 3.13E-03 43.05 5667100

13084 FEILEAITK Unmodified _FEILEAITK_ B6U4D6_MAIZE 2 532.30533 1062.5961 -0.12809 0.21096 0.056093 92.161 92.161 3.89E-04 40.08 5648800

13085 FEILEAIVK Unmodified _FEILEAIVK_ B6SWA0_MAIZE 2 531.3157 1060.6168 0.054758 -0.090492 -0.060605 96.421 96.421 9.73E-03 22.75 329670

13086 FEILEAIVK Unmodified _FEILEAIVK_ B6SWA0_MAIZE 2 531.3157 1060.6168 -0.082064 0.35524 0.24742 97.211 97.211 9.73E-03 32.77 372240

13087 FEILEAIVK Unmodified _FEILEAIVK_ B6SWA0_MAIZE 2 531.3157 1060.6168 0.0079297 0.24416 0.22698 94.152 94.152 1.00E+00 4.36 1472800

13088 FEILEAIVK Unmodified _FEILEAIVK_ B6SWA0_MAIZE 2 531.3157 1060.6168 0.063766 0.36673 0.40366 97.058 97.058 7.18E-01 4.25 319630

13089 FEIPDNEADKIDSVK Unmodified _FEIPDNEADKIDSVK_ B4FK69_MAIZE 3 573.95271 1718.8363 -0.018521 0.18711 0.15502 72.903 72.903 4.35E-01 8.89 321420

13090 FEIPDNEADKIDSVK Unmodified _FEIPDNEADKIDSVK_ B4FK69_MAIZE 2 860.42542 1718.8363 1.1496 0.30173 1.4381 72.885 72.885 1.56E-01 7.54 15155

13091 FEIPYFTVSGIQVR Unmodified _FEIPYFTVSGIQVR_ B4FQ20_MAIZE 2 828.44322 1654.8719 1.0847 -0.062455 1.0268 113.57 113.57 3.40E-25 80.89 249870

13092 FEIWDTAGQER Unmodified _FEIWDTAGQER_ B4F7V6_MAIZE 2 676.31749 1350.6204 0.614 0.4064 1.0142 79.321 79.321 4.48E-03 30.27 18461

13093 FEIWDTAGQER Unmodified _FEIWDTAGQER_ B4F7V6_MAIZE 2 676.31749 1350.6204 0.55032 -0.24041 0.30464 78.744 78.744 4.96E-02 19.26 393300

13094 FELFVNK Unmodified _FELFVNK_ B4FY29_MAIZE 2 448.74745 895.48035 -0.11603 0.51174 0.38709 74.375 74.375 9.32E-03 29.06 409860

13095 FELFVNK Unmodified _FELFVNK_ B4FY29_MAIZE 2 448.74745 895.48035 -0.064155 0.048709 -0.02497 75.004 75.004 4.49E-02 31.61 693900

13096 FELFVNK Unmodified _FELFVNK_ B4FY29_MAIZE 2 448.74745 895.48035 0.026707 0.57381 0.59027 74.641 74.641 9.32E-03 34.8 635960

13097 FELFVNK Unmodified _FELFVNK_ B4FY29_MAIZE 2 448.74745 895.48035 -0.076435 0.37171 0.2853 74.651 74.651 9.32E-03 30.25 2980200

13098 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.71782 0.25512 0.94244 63.883 63.883 9.46E-01 19.76 1931600

13099 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.52446 -0.15792 0.33768 65.498 65.498 9.46E-01 22.2 74492

13100 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.58027 -0.038989 0.51144 64.609 64.609 9.46E-01 23.24 735690

13101 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.68497 -0.019304 0.63366 65.809 65.809 5.26E-01 21.23 1503700

13102 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.62946 0.096031 0.69398 65.566 65.566 9.46E-01 13.97 579160

13103 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.6671 -0.14976 0.48746 65.537 65.537 5.26E-01 16.51 5903700

13104 FELLAR Unmodified _FELLAR_ B4FQJ6_MAIZE 2 374.72124 747.42792 0.46976 0.087113 0.52566 66.881 66.881 5.26E-01 20.38 242220

13105 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 2 792.91905 1583.8235 0.93959 0.49583 1.4166 110.14 110.14 4.93E-21 61.85 1105700

13106 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 2 792.91905 1583.8235 0.92877 0.3307 1.2405 110.68 110.68 4.93E-21 61.85 718510

13107 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 2 792.91905 1583.8235 0.92448 0.26289 1.1682 110.72 110.72 2.50E-15 59.87 949170

13108 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 2 792.91905 1583.8235 0.9607 0.18386 1.1253 110.72 110.72 2.50E-15 55.84 632230

13109 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 2 792.91905 1583.8235 0.9365 0.34112 1.2581 110.95 110.95 1.56E-17 61.19 3116700

13110 FELTFYALNPELK Unmodified _FELTFYALNPELK_ B4FZ29_MAIZE 3 528.94846 1583.8235 0.052253 -0.24038 -0.20594 110.91 110.91 1.00E+00 8.91 200000

13111 FELTGIPPAPR Unmodified _FELTGIPPAPR_ B4FRL9_MAIZE 2 599.33496 1196.6554 0.24121 0.15336 0.38745 77.315 77.315 7.60E-01 1.65 3093300

13112 FELTGIPPAPR Unmodified _FELTGIPPAPR_ B4FRL9_MAIZE 2 599.33496 1196.6554 0.20394 0.14429 0.34024 77.91 77.91 1.00E+00 0.65 1098300

13113 FELTGIPPAPR Unmodified _FELTGIPPAPR_ B4FRL9_MAIZE 2 599.33496 1196.6554 0.23509 0.087704 0.31488 78.381 78.381 1.47E-01 7.65 2374800

13114 FELTGIPPAPR Unmodified _FELTGIPPAPR_ B4FRL9_MAIZE 2 599.33496 1196.6554 0.23567 0.20228 0.43044 78.315 78.315 3.83E-01 1.52 3488200
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13115 FELTGIPPAPR Unmodified _FELTGIPPAPR_ B4FRL9_MAIZE 2 599.33496 1196.6554 0.14564 0.032581 0.17021 77.503 77.503 7.60E-01 0.08 7775200

13118 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.62924 0.0751 0.71017 69.058 69.058 3.57E-04 45.05 617800

13119 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.61126 -0.009058 0.60899 69.473 69.473 3.57E-04 38.67 695400

13120 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.56836 -0.16736 0.4083 69.622 69.622 2.73E-06 42.5 664430

13121 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.56082 0.030613 0.59784 70.66 70.66 3.82E-10 66.13 1044100

13122 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.59716 -0.20565 0.3978 70.176 70.176 6.35E-09 76.66 1016700

13123 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.60061 0.004391 0.61136 70.269 70.269 4.48E-03 29.07 344910

13124 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.57743 0.066335 0.64963 70.673 70.673 5.66E-08 54.25 1713800

13125 FEMWGDGLQTR Oxidation (M) _FEM(ox)WGDGLQTR_ B4FBC2_MAIZE 2 678.30607 1354.5976 0.57273 0.82928 1.4069 70.617 70.617 1.36E-04 52.72 764270

13126 FEPVTLCASAK Unmodified _FEPVTLCASAK_ B6TJ57_MAIZE 2 611.81045 1221.6064 0.3093 0.24081 0.54915 64 64 7.60E-01 11.24 1349000

13127 FEPVTLCASAK Unmodified _FEPVTLCASAK_ B6TJ57_MAIZE 2 611.81045 1221.6064 0.27192 -0.1975 0.073745 64.318 64.318 4.96E-02 40.48 1047500

13128 FEQEGISLDQPLVTSCGTGVTACVLALGLHR Unmodified _FEQEGISLDQPLVTSCGTGVTACVLALGLHR_ B6SU81_MAIZE 3 1110.227 3327.6591 1.2521 0.32477 1.5896 116.34 116.34 1.55E-04 15.78 214020

13129 FESLTDK Unmodified _FESLTDK_ B6TB25_MAIZE 2 420.2109 838.40725 0.17755 -0.22461 -0.055033 41.876 41.876 8.04E-02 38.82 8788700

13130 FESLTDK Unmodified _FESLTDK_ B6TB25_MAIZE 2 420.2109 838.40725 0.063254 -0.28129 -0.22481 41.308 41.308 8.04E-02 33.3 6069300

13131 FESLTDK Unmodified _FESLTDK_ B6TB25_MAIZE 2 420.2109 838.40725 0.16175 -0.1671 -0.012747 43.993 43.993 1.86E-01 31.53 6045700

13132 FESLTDK Unmodified _FESLTDK_ B6TB25_MAIZE 2 420.2109 838.40725 0.10484 -0.22314 -0.12663 43.289 43.289 8.04E-02 36.52 10019000

13133 FESLTDK Unmodified _FESLTDK_ B6TB25_MAIZE 2 420.2109 838.40725 0.19396 0.23566 0.42097 42.067 42.067 4.49E-02 34.97 1916900

13134 FESLVHNLIER Unmodified _FESLVHNLIER_ B4F8Q2_MAIZE 3 452.91386 1355.7197 -0.047962 -0.17517 -0.23956 77.057 77.057 1.00E+00 3.8 229410

13135 FESLVHNLIER Unmodified _FESLVHNLIER_ B4F8Q2_MAIZE 3 452.91386 1355.7197 0.010306 -0.012871 -0.019751 76.752 76.752 1.91E-02 24.03 801000

13136 FESLVHNLIER Unmodified _FESLVHNLIER_ B4F8Q2_MAIZE 2 678.86715 1355.7197 0.61404 -0.20096 0.39609 76.707 76.707 3.60E-06 46.56 273770

13137 FESLVHNLIER Unmodified _FESLVHNLIER_ B4F8Q2_MAIZE 3 452.91386 1355.7197 -0.065798 -0.38713 -0.46886 76.607 76.607 9.88E-04 35.25 1287200

13138 FESLVHNLIER Unmodified _FESLVHNLIER_ B4F8Q2_MAIZE 2 678.86715 1355.7197 0.61358 -0.71242 -0.11419 76.599 76.599 5.66E-08 47.35 384510

13139 FESLVSNLIER Unmodified _FESLVSNLIER_ B6UGG5_MAIZE 2 653.85371 1305.6929 0.42565 0.1108 0.51743 91.801 91.801 3.57E-04 55.27 2611400

13141 FETALGVLK Unmodified _FETALGVLK_ B6TCR9_MAIZE 2 489.28694 976.55933 -0.1621 0.063244 -0.10539 74.895 74.895 1.00E+00 7.64 16163

13142 FETALGVLK Unmodified _FETALGVLK_ B6TCR9_MAIZE 2 489.28694 976.55933 -0.13854 0.4171 0.27088 74.262 74.262 3.89E-04 45.21 1226000

13143 FETALGVLK Unmodified _FETALGVLK_ B6TCR9_MAIZE 2 489.28694 976.55933 -0.20054 -0.029388 -0.23805 73.74 73.74 3.21E-03 49.55 13128000

13144 FETALGVLK Unmodified _FETALGVLK_ B6TCR9_MAIZE 2 489.28694 976.55933 -0.18726 -0.1988 -0.39194 75.482 75.482 1.01E-02 50.37 129560

13145 FETALGVLKK Unmodified _FETALGVLKK_ B6TCR9_MAIZE 3 369.22537 1104.6543 0.85721 -0.086238 0.75705 61.577 61.577 3.11E-02 33.3 587550

13146 FETALGVLKK Unmodified _FETALGVLKK_ B6TCR9_MAIZE 2 553.33442 1104.6543 0.043058 -0.13241 -0.10142 61.582 61.582 2.81E-03 38.87 782840

13147 FETCYQIALAIK Unmodified _FETCYQIALAIK_ B4G1T4_MAIZE 2 728.87887 1455.7432 0.75068 0.42099 1.1578 89.572 89.572 7.61E-14 61.68 446120

13148 FETCYQIALAIK Unmodified _FETCYQIALAIK_ B4G1T4_MAIZE 2 728.87887 1455.7432 -0.1209 91.375 91.375 7.86E-05 47.9

13149 FETCYQIALAIK Unmodified _FETCYQIALAIK_ B4G1T4_MAIZE 2 728.87887 1455.7432 0.76674 0.71117 1.4643 90.283 90.283 2.05E-12 63.89 320820

13150 FETCYQIALAIK Unmodified _FETCYQIALAIK_ B4G1T4_MAIZE 2 728.87887 1455.7432 0.77611 0.45813 1.2203 90.22 90.22 7.61E-14 52.73 589130

13151 FETCYQIALAIKK Unmodified _FETCYQIALAIKK_ B4G1T4_MAIZE 3 528.95332 1583.8381 -0.083174 0.24357 0.14304 76.426 76.426 2.66E-01 14.93 162970
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13152 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.7085 0.43067 1.1286 58.407 58.407 5.26E-01 26.93 1684500

13153 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.56996 0.15626 0.71777 58.594 58.594 5.26E-01 18.57 756930

13154 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.68771 0.22107 0.89829 60.321 60.321 5.26E-01 16.72 1069600

13155 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.65169 0.30383 0.94753 59.637 59.637 5.26E-01 17.21 781860

13156 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 -3.6056 60.146 60.146 2.50E-01 17.38

13157 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.66511 0.57142 1.2255 60.232 60.232 5.26E-01 17.03 2101000

13158 FEVDIK Unmodified _FEVDIK_ B4FX58_MAIZE 2 375.70525 749.39596 0.93142 61.619 61.619 2.50E-01 15.97

13159 FEVELK Unmodified _FEVELK_ B6T6L0_MAIZE 2 382.71308 763.41161 0.57822 0.19085 0.74899 61.156 61.156 2.64E-01 35.72 1988900

13160 FEVELK Unmodified _FEVELK_ B6T6L0_MAIZE 2 382.71308 763.41161 0.57987 -0.056388 0.5036 59.369 59.369 2.64E-01 24.43 3550000

13161 FEVFDWDR Unmodified _FEVFDWDR_ B4FU66_MAIZE 2 557.25363 1112.4927 0.053884 0.30339 0.36783 95.244 95.244 5.06E-02 32.38 60906

13162 FEVIFVSPTGEEIK Unmodified _FEVIFVSPTGEEIK_ Q8LK06_MAIZE 2 797.92179 1593.829 0.94645 -0.096475 0.84921 96.008 96.008 7.64E-09 55.66 737180

13163 FEVIFVSPTGEEIK Unmodified _FEVIFVSPTGEEIK_ Q8LK06_MAIZE 2 797.92179 1593.829 0.9424 -0.033048 0.90929 95.599 95.599 7.68E-22 50.3 1512300

13164 FEVIFVSPTGEEVK Unmodified _FEVIFVSPTGEEVK_ Q5I204_MAIZE 2 790.91396 1579.8134 0.93629 -0.085591 0.85702 92.093 92.093 2.96E-06 52.43 706390

13165 FEVIFVSPTGEEVK Unmodified _FEVIFVSPTGEEVK_ Q5I204_MAIZE 2 790.91396 1579.8134 0.85395 0.039668 0.89981 91.828 91.828 1.95E-13 65.99 4027100

13166 FEVPGLGK Unmodified _FEVPGLGK_ B6TMR8_MAIZE 2 423.73963 845.4647 -0.03291 0.1625 0.1309 73.687 73.687 3.77E-01 35.77 756960

13167 FEVVYNLLSTR Unmodified _FEVVYNLLSTR_ Q5K097_MAIZE 2 670.86408 1339.7136 0.51859 -2.5058 -1.9898 96.474 96.474 4.48E-03 40.12 1435400

13168 FEVWDLGGQESLR Unmodified _FEVWDLGGQESLR_ B4FA33_MAIZE 2 768.37808 1534.7416 1.0507 0.90874 1.9587 95.916 95.916 4.77E-34 72.68 339990

13169 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.71305 -0.39745 0.32651 71.105 71.105 2.64E-01 28.59 12598000

13170 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.50055 0.089195 0.60131 72.995 72.995 1.00E+00 18.46 346490

13171 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.61319 -0.5968 0.029173 71.842 71.842 2.64E-01 27.28 7652200

13172 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.7026 -0.52547 0.19061 72.666 72.666 5.26E-01 23.04 6074700

13173 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.61308 -0.42096 0.20467 72.211 72.211 5.26E-01 29.04 8371600

13174 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.63887 0.049783 0.70051 72.365 72.365 9.46E-01 12.78 661780

13175 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.72204 0.040004 0.77193 72.446 72.446 1.00E+00 10.2 1770400

13176 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.82886 -0.17571 0.66487 71.745 71.745 9.46E-01 18.19 274320

13177 FFAFGR Unmodified _FFAFGR_ B6U0S1_MAIZE 2 372.69502 743.37549 0.48003 0.14274 0.63436 73.731 73.731 1.00E+00 17.65 461490

13178 FFAGDRPGYLDVAASALGPWR Unmodified _FFAGDRPGYLDVAASALGPWR_ B4FSR6_MAIZE 3 756.05164 2265.1331 0.89614 -0.19125 0.70457 109.8 109.8 7.83E-01 2.03 407270

13179 FFAGDRPGYLDVAASALGPWR Unmodified _FFAGDRPGYLDVAASALGPWR_ B4FSR6_MAIZE 3 756.05164 2265.1331 0.87984 2.3357 3.2116 116.22 116.22 9.62E-03 17.1 457940

13180 FFAGQLYR Unmodified _FFAGQLYR_ B4FCI9_MAIZE 2 501.2638 1000.5131 -0.057084 0.016394 -0.047117 68.977 68.977 3.48E-02 47.77 1466000

13181 FFAPPLLAAPLPTNSFFQNFVLK Unmodified _FFAPPLLAAPLPTNSFFQNFVLK_ B4FJE0_MAIZE 3 860.47354 2578.3988 0.70606 0.10283 0.8084 128.36 128.36 1.80E-18 40.46 1474800

13182 FFAVGLFR Unmodified _FFAVGLFR_ B4FEK7_MAIZE 2 478.77126 955.52797 -0.046447 0.21726 0.18335 96.273 96.273 2.92E-02 24.32 185640

13183 FFDPQFYR Unmodified _FFDPQFYR_ B4F869_MAIZE 2 560.26654 1118.5185 0.018824 0.14011 0.1656 79.735 79.735 3.48E-02 49.27 2700000

13184 FFDSDGNLIDADTR Unmodified _FFDSDGNLIDADTR_ B4FVE1_MAIZE 2 793.36008 1584.7056 0.86573 -0.94436 -0.070661 82.861 82.861 3.40E-25 92.77 165660

13185 FFDVVDR Unmodified _FFDVVDR_ Q6RFK3_MAIZE 2 449.22689 896.43922 0.051703 0.35206 0.42739 69.908 69.908 8.04E-02 34.06 871390
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13186 FFDVVDR Unmodified _FFDVVDR_ Q6RFK3_MAIZE 2 449.22689 896.43922 -0.041062 0.26654 0.24979 70.624 70.624 9.32E-03 31.79 2861500

13187 FFDVVDR Unmodified _FFDVVDR_ Q6RFK3_MAIZE 2 449.22689 896.43922 -0.13554 0.39717 0.28432 70.782 70.782 4.49E-02 29.75 9210100

13188 FFDVVDR Unmodified _FFDVVDR_ Q6RFK3_MAIZE 2 449.22689 896.43922 -0.082997 0.38601 0.3254 71.072 71.072 9.32E-03 42.64 26839000

13189 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 0.20607 0.80482 1.0008 56.548 56.548 9.46E-01 12.11 408760

13190 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 -0.90397 57.272 57.272 2.50E-01 9.48

13191 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 0.21171 0.45564 0.65791 58.495 58.495 9.46E-01 7.71 450550

13192 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 0.11303 1.3406 1.4427 59.046 59.046 1.00E+00 3.42 600880

13193 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 0.06982 0.68768 0.74797 57.012 57.012 2.64E-01 16.52 10803000

13194 FFEDYK Unmodified _FFEDYK_ B4FXF9_MAIZE 2 424.69489 847.37522 -0.01069 0.29723 0.27704 59.693 59.693 1.00E+00 10.93 143820

13195 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.3478 0.17757 1.508 46.127 46.127 1.08E-01 30.03 5081400

13196 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.072928 -0.44982 -0.53725 46.139 46.139 1.86E-01 22.77 2085600

13197 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.1761 0.14179 1.302 46.871 46.871 2.58E-01 19.76 123200

13198 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.12992 -0.26211 -0.4065 46.86 46.86 1.00E+00 14.48 27229

13199 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.09931 0.03095 -0.084178 45.921 45.921 8.04E-02 21.62 419690

13200 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 3.0785 45.793 45.793 4.77E-01 5.69

13201 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.432 -0.078501 1.3378 48.417 48.417 5.31E-01 21.55 1689200

13202 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.065928 -0.56647 -0.64685 48.433 48.433 8.04E-02 24.46 739170

13203 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.293 -0.10546 1.1726 47.726 47.726 2.58E-01 23.75 2427600

13204 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.030604 -0.067528 -0.11409 47.729 47.729 8.04E-02 24.4 600570

13205 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.072991 -0.18449 -0.27162 48.631 48.631 9.32E-03 37.15 895870

13206 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.3793 -0.20566 1.1572 48.127 48.127 5.31E-01 19.2 2984200

13207 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.059637 0.028078 -0.047821 48.135 48.135 8.04E-02 37.52 1001200

13208 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.338 -0.091009 1.2331 49.067 49.067 1.08E-01 27.19 7581200

13209 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.13217 -0.16379 -0.31109 49.069 49.069 1.86E-01 31.94 2800300

13210 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.1637 -0.025463 1.123 46.34 46.34 5.68E-02 30.61 54505000

13211 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 2 488.74237 975.47018 -0.22956 -0.001885 -0.24619 46.327 46.327 4.49E-02 38 27175000

13212 FFEDYKK Unmodified _FFEDYKK_ B4FXF9_MAIZE 3 326.164 975.47018 1.2159 0.050835 1.2508 49.641 49.641 2.58E-01 20.05 945370

13213 FFEELAK Unmodified _FFEELAK_ B6TK17_MAIZE 2 442.23164 882.44872 -0.030081 0.33667 0.2833 67.908 67.908 8.04E-02 56.6 9805100

13214 FFEGSAEQMYQSLIVTLGSLPK Oxidation (M) _FFEGSAEQM(ox)YQSLIVTLGSLPK_ B4FGF5_MAIZE 3 821.08216 2460.2247 1.0414 -0.5765 0.46193 127.51 127.51 2.04E-03 23.94 188130

13215 FFEGSAEQMYQSLIVTLGSLPK Oxidation (M) _FFEGSAEQM(ox)YQSLIVTLGSLPK_ B4FGF5_MAIZE 2 1231.1196 2460.2247 1.1397 0.020595 1.1565 127.47 127.47 5.41E-06 67.42 121240

13216 FFEVPTGWK Unmodified _FFEVPTGWK_ B4FAE5_MAIZE 2 555.78457 1109.5546 -0.0031455 1.5399 1.5459 87.026 87.026 3.32E-02 20.62 4528600

13217 FFEVPTGWK Unmodified _FFEVPTGWK_ B4FAE5_MAIZE 2 555.78457 1109.5546 -0.083915 2.5631 2.4877 87.735 87.735 3.32E-02 17.3 1727000

13218 FFEVPTGWK Unmodified _FFEVPTGWK_ B4FAE5_MAIZE 2 555.78457 1109.5546 0.034802 2.4035 2.4464 87.971 87.971 1.01E-02 24.78 3196800

13219 FFEVPTGWK Unmodified _FFEVPTGWK_ B4FAE5_MAIZE 2 555.78457 1109.5546 -0.10092 2.1544 2.0626 87.312 87.312 3.32E-02 29.51 11283000
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13220 FFEVPTGWK Unmodified _FFEVPTGWK_ B4FAE5_MAIZE 2 555.78457 1109.5546 0.016095 1.9099 1.9347 87.777 87.777 3.32E-02 30.83 1041900

13221 FFFSSLAGTNPASPHR Unmodified _FFFSSLAGTNPASPHR_ B4FCK0_MAIZE 3 579.28988 1734.8478 0.097954 0.29315 0.3936 82.529 82.529 7.42E-06 52.5 5114100

13222 FFFSSLAGTNPASPHR Unmodified _FFFSSLAGTNPASPHR_ B4FCK0_MAIZE 2 868.43118 1734.8478 1.0116 -0.64065 0.37453 82.427 82.427 7.42E-06 83 1190100

13223 FFFYAQK Unmodified _FFFYAQK_ B6U245_MAIZE 2 475.74217 949.46979 -0.064143 -2.6492 -2.7096 75.759 75.759 1.86E-01 12.59 44979

13224 FFFYAQK Unmodified _FFFYAQK_ B6U245_MAIZE 2 475.74217 949.46979 -0.14319 0.35173 0.20518 74.482 74.482 1.86E-01 13.12 178920

13225 FFFYAQK Unmodified _FFFYAQK_ B6U245_MAIZE 2 475.74217 949.46979 0.0084111 -0.14699 -0.14033 74.715 74.715 4.46E-01 14.66 293020

13226 FFGECTDLK Unmodified _FFGECTDLK_ B6SNV0_MAIZE 2 558.75515 1115.4957 -0.075843 0.24799 0.18638 65.853 65.853 3.21E-03 28.8 278450

13227 FFGHVEILPDGSR Unmodified _FFGHVEILPDGSR_ B5AMJ8_MAIZE 3 491.92101 1472.7412 -0.0087351 -0.30105 -0.30179 77.177 77.177 8.81E-01 15.4 957700

13228 FFGHVEILPDGSR Unmodified _FFGHVEILPDGSR_ B5AMJ8_MAIZE 3 491.92101 1472.7412 -0.17785 -0.2078 -0.37734 77.915 77.915 1.00E+00 7.32 436310

13229 FFGHVEILPDGSR Unmodified _FFGHVEILPDGSR_ B5AMJ8_MAIZE 3 491.92101 1472.7412 -0.023112 -0.33333 -0.34709 78.356 78.356 1.00E+00 11.95 377340

13230 FFGHVEILPDGSR Unmodified _FFGHVEILPDGSR_ B5AMJ8_MAIZE 3 491.92101 1472.7412 -0.021065 -0.2854 -0.29767 78.062 78.062 2.66E-01 21.35 683240

13231 FFGNLMDAGMCSICGEESFGTGSDHIR 2 Oxidation (M) _FFGNLM(ox)DAGM(ox)CSICGEESFGTGSDHIR_ B4FAE5_MAIZE 3 1009.7507 3026.2303 1.3034 -0.60437 0.71393 87.484 87.484 1.46E-15 64.09 518740

13232 FFGSGQYEEALSK Unmodified _FFGSGQYEEALSK_ B4FL68_MAIZE 2 731.84608 1461.6776 0.75454 0.13047 0.87522 75.177 75.177 1.56E-17 71.17 1152700

13233 FFIGAQFHPEFK Unmodified _FFIGAQFHPEFK_ B6SXZ9_MAIZE 3 489.91883 1466.7347 -0.14819 -0.45799 -0.59857 89.212 89.212 9.42E-03 24.29 110210

13234 FFLTWYSNK Unmodified _FFLTWYSNK_ AMYB_MAIZE 2 603.30312 1204.5917 0.28431 -0.44183 -0.16157 95.12 95.12 1.00E+00 10.65 551150

13235 FFLTWYSNK Unmodified _FFLTWYSNK_ AMYB_MAIZE 2 603.30312 1204.5917 0.21794 0.16243 0.37525 95.91 95.91 3.21E-03 47.14 274690

13236 FFLTWYSNK Unmodified _FFLTWYSNK_ AMYB_MAIZE 2 603.30312 1204.5917 0.29279 0.15053 0.43755 95.985 95.985 3.21E-03 36.6 393020

13237 FFLTWYSNK Unmodified _FFLTWYSNK_ AMYB_MAIZE 2 603.30312 1204.5917 0.30802 0.33612 0.63903 95.83 95.83 7.18E-01 9.15 285100

13238 FFLTWYSNK Unmodified _FFLTWYSNK_ AMYB_MAIZE 2 603.30312 1204.5917 0.27732 0.20654 0.47819 95.864 95.864 1.01E-02 36.19 1482200

13239 FFNLAPLPAGTDPATGVVSK Unmodified _FFNLAPLPAGTDPATGVVSK_ B6TIA5_MAIZE 2 1001.5358 2001.0571 1.1471 -0.45272 0.70253 98.478 98.478 3.46E-29 58.81 1154900

13240 FFNLAPLPAGTDPATGVVSK Unmodified _FFNLAPLPAGTDPATGVVSK_ B6TIA5_MAIZE 2 1001.5358 2001.0571 1.1097 -0.46945 0.64905 99.042 99.042 9.41E-18 60.45 294590

13241 FFNLAPLPAGTDPATGVVSK Unmodified _FFNLAPLPAGTDPATGVVSK_ B6TIA5_MAIZE 2 1001.5358 2001.0571 1.0407 -1.0118 0.03754 98.987 98.987 6.57E-12 54.23 428430

13242 FFNLAPLPAGTDPATGVVSK Unmodified _FFNLAPLPAGTDPATGVVSK_ B6TIA5_MAIZE 2 1001.5358 2001.0571 1.1472 -0.61095 0.54448 98.87 98.87 3.79E-06 40.44 392030

13243 FFNLAPLPAGTDPATGVVSK Unmodified _FFNLAPLPAGTDPATGVVSK_ B6TIA5_MAIZE 2 1001.5358 2001.0571 1.2018 0.10036 1.3096 98.822 98.822 3.12E-37 73.02 2700400

13244 FFPALQGENTK Unmodified _FFPALQGENTK_ B6T773_MAIZE 2 626.32205 1250.6295 0.35623 0.053175 0.40423 69.624 69.624 3.57E-04 32.82 1319700

13245 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.2834 0.24805 1.5326 122.74 122.74 8.29E-68 86.72 1340200

13246 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 3 675.33152 2022.9727 0.60239 0.30688 0.90958 122.74 122.74 5.85E-01 11.7 857870

13247 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.0592 -0.18669 0.87441 123.16 123.16 8.00E-45 87.88 333670

13248 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 3 675.33152 2022.9727 0.55002 0.027351 0.5791 123.18 123.18 1.00E+00 0.3 297830

13249 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.2839 0.55526 1.8404 123.44 123.44 1.77E-34 93.96 377030

13250 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 3 675.33152 2022.9727 0.59011 0.061927 0.65347 123.45 123.45 1.00E+00 4.2 258210

13251 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.1887 0.14075 1.3307 123.69 123.69 2.32E-57 94.39 220690

13252 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.323 -0.69762 0.62788 123.18 123.18 8.00E-45 89.18 253630

13253 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.3136 1.895 3.2084 124.02 124.02 3.54E-16 81.44 415880
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13254 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.1233 0.41749 1.5421 126.52 126.52 8.29E-68 91.1 2213500

13255 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 3 675.33152 2022.9727 0.51092 0.33543 0.84792 126.47 126.47 4.30E-22 51.86 1880400

13256 FFPYYAFNVLGGLDSEGK Unmodified _FFPYYAFNVLGGLDSEGK_ B4FRQ7_MAIZE 2 1012.4936 2022.9727 1.1861 0.34505 1.5321 128.27 128.27 5.25E-26 58.23 188050

13257 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 0.0061958 -0.063125 -0.070101 57.135 57.135 4.49E-02 31.09 7986900

13258 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.19647 0.23048 0.022501 58.971 58.971 8.04E-02 22.52 334240

13259 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.11943 0.066103 -0.064765 57.753 57.753 4.49E-02 42.34 3980500

13260 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.0034833 -0.017251 -0.033189 59.357 59.357 4.49E-02 38.78 6496700

13261 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.0331 -0.003654 -0.047981 58.663 58.663 4.49E-02 30.65 6950100

13262 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.093763 0.6011 0.49396 59.236 59.236 9.32E-03 38.87 4554900

13263 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.052196 -0.27068 -0.33565 59.129 59.129 4.49E-02 46.13 13064000

13264 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.092345 -0.37101 -0.47495 59.595 59.595 9.32E-03 39.83 81715000

13265 FFQANLR Unmodified _FFQANLR_ B4FAG0_MAIZE 2 448.24287 894.47119 -0.17589 0.39971 0.21053 60.795 60.795 9.32E-03 38.99 2145600

13266 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 0.018927 0.20986 0.2236 40.448 40.448 3.48E-02 39.11 1890400

13267 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.13182 0.61081 0.47443 39.961 39.961 1.90E-02 27.69 696450

13268 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.008584 0.30131 0.28839 42.63 42.63 1.90E-02 53.97 1962700

13269 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.036021 -0.051196 -0.091214 41.917 41.917 1.90E-02 43.32 2507700

13270 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.19527 -0.15849 -0.35614 42.57 42.57 3.48E-02 48.44 25067000

13271 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.020052 0.255 0.23182 42.324 42.324 2.92E-02 37.31 2252400

13272 FFQSSAPK Unmodified _FFQSSAPK_ Q5EUE1_MAIZE 2 456.23471 910.45487 -0.075088 0.17414 0.094807 43.276 43.276 7.88E-01 7.84 545890

13273 FFSDYR Unmodified _FFSDYR_ B4FG11_MAIZE 2 417.69268 833.3708 0.1308 -0.033504 0.098036 56.748 56.748 1.00E+00 10.16 354840

13274 FFSDYR Unmodified _FFSDYR_ B4FG11_MAIZE 2 417.69268 833.3708 0.19941 -0.058833 0.13987 56.62 56.62 2.64E-01 19.38 3134800

13275 FFSLPALNDPR Unmodified _FFSLPALNDPR_ B6SRL2_MAIZE 2 638.83786 1275.6612 0.38829 0.15167 0.53206 94.609 94.609 1.47E-01 16.43 443390

13276 FFSLPALNDPR Unmodified _FFSLPALNDPR_ B6SRL2_MAIZE 2 638.83786 1275.6612 0.4196 0.27221 0.68402 94.524 94.524 4.96E-02 18.39 1042400

13277 FFSNGLDIGWAGTSR Unmodified _FFSNGLDIGWAGTSR_ B6TPA4_MAIZE 2 814.3968 1626.7791 1.1337 0.056954 1.1975 96.93 96.93 1.12E-07 51.27 137420

13278 FFSNGLDIGWAGTSR Unmodified _FFSNGLDIGWAGTSR_ B6TPA4_MAIZE 2 814.3968 1626.7791 0.93065 -0.19749 0.74151 97.047 97.047 2.40E-39 101.55 2995500

13280 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.055119 0.11063 0.070499 72.26 72.26 5.06E-02 25.8 4697500

13281 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.22701 0.044376 -0.16693 74.314 74.314 1.65E-01 21.42 126960

13282 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.1598 0.55634 0.40948 73.056 73.056 5.06E-02 25.33 1011600

13283 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.00016002 0.46711 0.48051 73.718 73.718 3.77E-01 14.1 1491600

13284 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.051809 0.32392 0.2856 73.317 73.317 5.06E-02 18.58 2395800

13285 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.1155 0.40783 0.30704 73.333 73.333 3.77E-01 17.52 2180900

13286 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.077514 0.41597 0.35178 73.549 73.549 1.65E-01 16.36 3880300

13287 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.1447 0.15868 0.028451 73.323 73.323 5.06E-02 22.34 5954700

13288 FFVGGNWK Unmodified _FFVGGNWK_ B4FNW1_MAIZE 2 477.74525 953.47594 -0.23309 0.036015 -0.18294 72.698 72.698 2.92E-02 31.39 48056000
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13289 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 1.1549 0.079029 1.2329 130.01 130.01 3.95E-19 69.82 13196000

13290 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 1.1104 0.14347 1.2529 131.19 131.19 1.28E-14 38.64 1205100

13291 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 1.0647 0.16261 1.226 131.6 131.6 4.61E-15 40.32 1888700

13292 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 4 729.14038 2912.5324 0.89195 0.2829 1.1732 131.58 131.58 5.71E-01 4.74 407210

13293 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 0.79788 0.13114 0.92761 131.58 131.58 4.61E-15 43.76 774000

13294 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 0.92896 -0.234 0.69454 130.82 130.82 3.95E-19 64.6 23827000

13295 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 4 729.14038 2912.5324 0.55066 0.20685 0.75628 130.82 130.82 1.94E-02 27.17 15294000

13296 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 2 1457.2735 2912.5324 1.0302 0.11827 1.1474 130.83 130.83 1.66E-24 91.14 974230

13297 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 1.1353 0.032636 1.1665 132.03 132.03 1.17E-10 40.25 1761200

13298 FFVTPSDSVAIIAANAVQSIPYFASGLK Unmodified _FFVTPSDSVAIIAANAVQSIPYFASGLK_ B4FAE5_MAIZE 3 971.85141 2912.5324 1.104 0.21578 1.3179 131.26 131.26 6.44E-03 11.13 1095900

13299 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.0441 0.061365 1.0998 93.55 93.55 3.40E-25 80.7 4023700

13300 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.0676 0.17456 1.2371 94.204 94.204 3.40E-25 80.72 1685700

13301 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.0661 0.25525 1.3158 94.296 94.296 2.09E-30 74.73 1274100

13302 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.0352 0.17019 1.1998 94.136 94.136 3.40E-25 62.41 1676000

13303 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.1443 0.37305 1.5116 93.803 93.803 7.64E-09 47.94 642070

13304 FFYASSACIYPEFK Unmodified _FFYASSACIYPEFK_ B4FBC2_MAIZE 2 865.40016 1728.7858 1.1013 0.076376 1.1726 93.848 93.848 2.09E-30 78.08 775420

13305 FGAAMAIVK Oxidation (M) _FGAAM(ox)AIVK_ B6STJ0_MAIZE 2 462.25459 922.49462 -0.18943 -0.075373 -0.27683 52.571 52.571 1.25E-10 50.62 675660

13306 FGAAQQVENR Unmodified _FGAAQQVENR_ B6T245_MAIZE 2 560.28071 1118.5469 0.10668 0.022997 0.12011 41.416 41.416 1.84E-04 61.73 522250

13307 FGAAQQVENR Unmodified _FGAAQQVENR_ B6T245_MAIZE 2 560.28071 1118.5469 0.089743 0.042483 0.12294 38.671 38.671 5.45E-09 70.49 497840

13308 FGALDAVQTVMPDVGR Oxidation (M) _FGALDAVQTVM(ox)PDVGR_ B6T033_MAIZE 2 846.4247 1690.8349 0.98142 -0.17154 0.82679 85.155 85.155 1.42E-33 76.19 1368500

13309 FGALDVMVNNAGVTGTK Oxidation (M) _FGALDVM(ox)VNNAGVTGTK_ B6TKU7_MAIZE 2 855.42999 1708.8454 1.0725 -0.17714 0.90885 75.104 75.104 1.33E-45 78.69 948640

13310 FGALDVMVNNAGVTGTK Oxidation (M) _FGALDVM(ox)VNNAGVTGTK_ B6TKU7_MAIZE 2 855.42999 1708.8454 1.0397 0.42327 1.476 75.507 75.507 7.53E-29 75.58 810720

13311 FGALDVMVNNAGVTGTK Oxidation (M) _FGALDVM(ox)VNNAGVTGTK_ B6TKU7_MAIZE 2 855.42999 1708.8454 0.99614 -0.095234 0.91457 74.637 74.637 1.27E-17 71.84 1671200

13312 FGALDVMVNNAGVTGTK Unmodified _FGALDVMVNNAGVTGTK_ B6TKU7_MAIZE 2 847.43253 1692.8505 1.0554 -0.05736 1.0095 87.972 87.972 3.42E-29 104.3 664330

13313 FGALDVMVNNAGVTGTK Unmodified _FGALDVMVNNAGVTGTK_ B6TKU7_MAIZE 2 847.43253 1692.8505 1.0567 -0.42047 0.64784 87.745 87.745 1.54E-12 81.37 952410

13314 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 3 401.56791 1201.6819 0.3868 -0.36475 0.014784 67.326 67.326 9.88E-04 48.48 2514000

13315 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 2 601.84823 1201.6819 0.30176 -0.10512 0.18975 67.331 67.331 4.48E-03 61.91 673990

13316 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 3 401.56791 1201.6819 0.2793 -0.1432 0.12986 71.074 71.074 5.15E-02 36.34 14909

13317 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 3 401.56791 1201.6819 0.22884 -0.33096 -0.10894 68.245 68.245 1.73E-05 45.65 1279400

13318 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 2 601.84823 1201.6819 0.22168 -0.17368 0.04239 68.233 68.233 4.43E-05 78.89 335050

13319 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 3 401.56791 1201.6819 0.38968 -0.16045 0.22244 69.027 69.027 7.13E-05 46.88 1138700

13320 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 3 401.56791 1201.6819 0.34019 -0.36401 -0.029843 68.533 68.533 7.13E-05 55.28 2191500

13321 FGALVDSLKPR Unmodified _FGALVDSLKPR_ B6SV32_MAIZE 2 601.84823 1201.6819 0.30468 -0.13599 0.16227 68.521 68.521 9.05E-18 76.77 429560

13322 FGAPTLDALVK Unmodified _FGAPTLDALVK_ B6ST71_MAIZE 2 566.32406 1130.6336 0.14921 0.23468 0.38278 84.572 84.572 1.67E-02 37.58 963820
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13323 FGAPTLDALVK Unmodified _FGAPTLDALVK_ B6ST71_MAIZE 2 566.32406 1130.6336 0.062535 0.16701 0.22916 86.622 86.622 7.60E-01 17.78 22340

13324 FGAPTLDALVK Unmodified _FGAPTLDALVK_ B6ST71_MAIZE 2 566.32406 1130.6336 0.15578 0.14842 0.30288 85.452 85.452 4.48E-03 45.16 522470

13325 FGAPTLDALVK Unmodified _FGAPTLDALVK_ B6ST71_MAIZE 2 566.32406 1130.6336 0.089198 0.17907 0.26743 84.857 84.857 4.48E-03 34.91 927310

13326 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.18218 -0.14047 0.032477 55.445 55.445 1.11E-04 51.56 4465600

13327 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.1792 -0.13896 0.03113 55.795 55.795 1.60E-02 35.87 2021900

13328 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.19354 -0.10728 0.077317 57.57 57.57 1.98E-03 39.76 3289100

13329 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.20868 -0.34064 -0.14074 56.872 56.872 7.72E-03 48.4 1975300

13330 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.11257 -0.11583 -0.012432 57.44 57.44 1.98E-03 45.25 6268800

13331 FGASAPAGTIYK Unmodified _FGASAPAGTIYK_ TKTC_MAIZE B4 2 591.81131 1181.6081 0.14614 0.077556 0.21346 58.909 58.909 1.98E-03 48.17 480910

13332 FGASVASYDQQYLK Unmodified _FGASVASYDQQYLK_ B6THH6_MAIZE 2 788.88574 1575.7569 0.90075 0.27859 1.172 74.288 74.288 6.31E-03 25.74 287420

13333 FGASVASYDQQYLK Unmodified _FGASVASYDQQYLK_ B6THH6_MAIZE 2 788.88574 1575.7569 1.0174 0.43621 1.4452 73.892 73.892 6.31E-03 29.64 250150

13334 FGASVASYDQQYLK Unmodified _FGASVASYDQQYLK_ B6THH6_MAIZE 2 788.88574 1575.7569 0.90002 0.37119 1.2637 73.781 73.781 1.49E-02 30.43 755280

13335 FGASVASYDQQYLK Unmodified _FGASVASYDQQYLK_ B6THH6_MAIZE 2 788.88574 1575.7569 0.95611 -0.10495 0.84385 74.255 74.255 2.00E-19 69.7 942590

13336 FGAYSSVRPR Unmodified _FGAYSSVRPR_ Q575Z7_MAIZE 3 380.53672 1138.5883 0.66214 0.50378 1.1572 42.395 42.395 5.86E-01 4.69 824400

13337 FGCSLEFVTNK Unmodified _FGCSLEFVTNK_ B4FQK5_MAIZE 2 651.31336 1300.6122 0.56647 0.23062 0.80746 73.807 73.807 3.83E-01 28.28 454980

13338 FGCSLEFVTNK Unmodified _FGCSLEFVTNK_ B4FQK5_MAIZE 2 651.31336 1300.6122 0.58031 1.2186 1.808 75.094 75.094 1.47E-01 26.62 205070

13339 FGCSLEFVTNK Unmodified _FGCSLEFVTNK_ B4FQK5_MAIZE 2 651.31336 1300.6122 0.60162 1.6499 2.2596 74.739 74.739 3.83E-01 8.1 114160

13340 FGCTEFVNPK Unmodified _FGCTEFVNPK_ Q5GA23_MAIZE 2 599.7817 1197.5488 0.25273 0.16078 0.42876 59.013 59.013 1.25E-02 41.41 2533600

13341 FGCTEFVNPK Unmodified _FGCTEFVNPK_ Q5GA23_MAIZE 2 599.7817 1197.5488 0.22409 0.18353 0.4237 59.438 59.438 1.84E-04 47.33 506070

13342 FGCTEFVNPK Unmodified _FGCTEFVNPK_ Q5GA23_MAIZE 2 599.7817 1197.5488 0.25414 -0.09687 0.17353 61.004 61.004 2.81E-03 39.73 326990

13343 FGCTEFVNPK Unmodified _FGCTEFVNPK_ Q5GA23_MAIZE 2 599.7817 1197.5488 0.23427 0.33704 0.58684 61.208 61.208 1.62E-03 48.48 1809100

13344 FGDALK Unmodified _FGDALK_ B4FBV8_MAIZE 2 325.67904 649.34353 1.3576 -0.32074 1.0276 41.226 41.226 2.64E-01 34 631690

13345 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.24313 0.36105 0.60685 98.61 98.61 1.14E-02 21.95 656230

13346 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.23151 0.18789 0.42342 99.404 99.404 1.26E-05 31.42 672420

13347 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.15037 0.11452 0.26837 99.346 99.346 2.19E-02 19.09 600960

13348 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.14695 0.15567 0.30602 100.07 100.07 9.97E-11 38.62 607910

13349 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.19091 0.19389 0.388 99.388 99.388 1.09E-07 29.73 862370

13350 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.19881 0.001874 0.20477 100.12 100.12 7.48E-04 29.39 1022000

13351 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.2025 0.35284 0.55916 99.366 99.366 6.35E-02 16.68 1051000

13352 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 2 875.92708 1749.8396 1.1164 -0.3838 0.73703 99.366 99.366 2.14E-05 37.03 190840

13353 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.21646 -0.034627 0.1851 100.13 100.13 1.00E+00 5.93 1136000

13354 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 2 875.92708 1749.8396 1.1235 -0.052342 1.0757 100.12 100.12 2.10E-04 21.72 248340

13355 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.20308 0.10796 0.31454 99.173 99.173 1.14E-02 21.2 538480

13356 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.17917 -0.19378 -0.0098604 99.983 99.983 4.00E-03 17.89 675050
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13357 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 2 875.92708 1749.8396 1.2039 0.13082 1.3384 99.977 99.977 2.19E-02 7.34 118150

13358 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.22734 0.17694 0.40861 100.3 100.3 2.19E-02 31.27 427180

13359 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.10439 0.12394 0.2318 99.118 99.118 1.09E-07 40.18 9229200

13360 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 2 875.92708 1749.8396 1.088 -0.021787 1.0701 99.119 99.119 4.03E-47 59.84 1360200

13361 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.11053 -0.05779 0.056566 99.827 99.827 4.40E-20 41.28 9282000

13362 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 2 875.92708 1749.8396 1.1402 0.25138 1.3956 99.807 99.807 4.03E-47 64.74 1610500

13363 FGDDEFGHMLVNILK Oxidation (M) _FGDDEFGHM(ox)LVNILK_ SCRK2_MAIZE 3 584.28715 1749.8396 0.23193 -0.23801 -0.0023778 100.94 100.94 6.35E-02 21.98 207480

13364 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.1851 -0.067334 0.11868 116.65 116.65 1.09E-07 45.02 2321700

13365 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 2 867.92962 1733.8447 1.0367 -0.58526 0.45411 116.61 116.61 7.01E-11 56.01 458270

13366 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.11948 0.11559 0.23705 117.32 117.32 9.97E-11 30.7 340590

13367 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.21483 -0.019888 0.19612 117.56 117.56 1.69E-15 38 362090

13368 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.26123 0.25593 0.51769 117.97 117.97 1.69E-15 42.96 179050

13369 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.28142 0.6136 0.89545 118.28 118.28 7.60E-01 12.99 111490

13370 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.24528 0.092473 0.33943 118.7 118.7 7.48E-04 38.65 194570

13371 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 3 578.95551 1733.8447 0.09742 -0.099502 0.00022233 117.39 117.39 9.97E-11 34.43 4972100

13372 FGDDEFGHMLVNILK Unmodified _FGDDEFGHMLVNILK_ SCRK2_MAIZE 2 867.92962 1733.8447 1.1316 0.53262 1.666 117.49 117.49 2.37E-16 66.02 947110

13373 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.043907 0.070794 0.027409 98.212 98.212 2.34E-03 56.98 1496600

13374 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.12624 0.083697 -0.041048 101.5 101.5 1.90E-02 40.52 28254

13375 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.14869 0.24164 0.093332 98.967 98.967 3.48E-02 64.66 334740

13376 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.020845 0.007778 -0.012815 98.986 98.986 2.34E-03 61.91 485560

13377 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.023321 -0.019854 -0.043419 98.87 98.87 2.34E-03 61.98 212530

13378 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.036635 -0.053374 -0.090143 98.885 98.885 3.48E-02 51.44 569080

13379 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.027068 -0.46686 -0.4929 98.914 98.914 3.48E-02 49.26 129210

13380 FGDIFLLR Unmodified _FGDIFLLR_ B4FQS9_MAIZE 2 490.78183 979.5491 -0.20421 -0.11475 -0.31884 100.14 100.14 2.34E-03 64.35 248180

13381 FGDPLFHR Unmodified _FGDPLFHR_ B6SP44_MAIZE 3 330.17149 987.49265 1.3918 0.098844 1.5013 61.91 61.91 1.00E+00 9.65 317810

13382 FGDPLFHR Unmodified _FGDPLFHR_ B6SP44_MAIZE 3 330.17149 987.49265 1.2553 -0.16677 1.0985 63.709 63.709 1.05E-01 34.97 787700

13383 FGDPNEQAR Unmodified _FGDPNEQAR_ B4FTW4_MAIZE 2 517.23851 1032.4625 -0.025827 -0.022429 -0.057768 35.209 35.209 3.13E-03 48.14 585590

13384 FGDPTEQAR Unmodified _FGDPTEQAR_ B4FEA4_MAIZE 2 510.74089 1019.4672 -0.087877 -0.25172 -0.33779 42.74 42.74 3.21E-03 38.02 1337100

13385 FGDPTEQAR Unmodified _FGDPTEQAR_ B4FEA4_MAIZE 2 510.74089 1019.4672 -0.050134 -0.32573 -0.37554 42.736 42.736 3.21E-03 53 2622600

13386 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 1.0899 -0.44215 0.63897 33.966 33.966 6.27E-01 7.12 234950

13387 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 0.92512 -0.052768 0.86265 32.773 32.773 1.00E+00 3.2 53856

13388 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 1.1336 -0.24016 0.88572 35.543 35.543 1.00E+00 4.17 55157

13389 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 1.0333 -0.29483 0.7312 34.728 34.728 1.00E+00 4.67 67356

13390 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 1.0157 -0.46438 0.54394 35.43 35.43 1.00E+00 5.82 67147
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13391 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 1.098 -0.49168 0.59833 33.442 33.442 3.02E-01 15.54 445830

13392 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 3 353.16143 1056.4625 0.79883 -0.28998 0.50067 36.751 36.751 3.02E-01 22.16 1078000

13393 FGDRDEYR Unmodified _FGDRDEYR_ B6T8R3_MAIZE 2 529.23851 1056.4625 -0.079704 -0.12244 -0.21131 36.75 36.75 1.65E-01 24.16 159600

13394 FGDTTLTK Unmodified _FGDTTLTK_ B6SHQ9_MAIZE 2 441.732 881.44945 0.077072 -0.17263 -0.077654 45.357 45.357 1.00E+00 25.89 583300

13395 FGDTTLTK Unmodified _FGDTTLTK_ B6SHQ9_MAIZE 2 441.732 881.44945 -0.028784 0.038583 0.025397 46.302 46.302 2.92E-02 49.5 3248500

13396 FGDYPVER Unmodified _FGDYPVER_ B6TKT5_MAIZE 2 491.73507 981.4556 -0.044484 -0.45252 -0.49464 53.883 53.883 1.65E-01 30.79 1111500

13397 FGEEMKK Unmodified _FGEEMKK_ B4FFH8_MAIZE 2 434.7153 867.41604 0.13009 0.65457 0.75549 31.004 31.004 8.04E-02 35.03 76504

13398 FGEFAFTR Unmodified _FGEFAFTR_ B4G263_MAIZE 2 487.74016 973.46577 -0.23252 0.16795 -0.056666 77.748 77.748 1.90E-02 54.12 158850

13399 FGEGDEESMSR Oxidation (M) _FGEGDEESM(ox)SR_ B6TJB6_MAIZE 2 630.24587 1258.4772 0.34804 0.18234 0.52329 34.225 34.225 4.38E-13 57.45 863590

13400 FGEGDEESMSR Unmodified _FGEGDEESMSR_ B6TJB6_MAIZE 2 622.24842 1242.4823 0.30549 0.17901 0.47359 45.797 45.797 1.67E-02 54.94 703340

13401 FGEIEEGPLGLDK Unmodified _FGEIEEGPLGLDK_ B6TJJ4_MAIZE 2 702.35628 1402.698 0.72494 -0.021336 0.69454 82.222 82.222 6.20E-03 38.77 227170

13402 FGEIEEGPLGLDK Unmodified _FGEIEEGPLGLDK_ B6TJJ4_MAIZE 2 702.35628 1402.698 0.68668 -1.1045 -0.42577 82.889 82.889 1.56E-17 66.27 1623300

13403 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.38195 0.12343 0.49288 37.353 37.353 1.00E+00 14.56 465320

13404 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.122 -0.087291 0.024459 37.433 37.433 4.49E-02 36.89 334770

13405 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.20275 0.50694 0.69733 36.553 36.553 7.83E-01 29.32 155010

13406 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.43932 0.8291 1.2548 39.237 39.237 1.86E-01 17.03 138080

13407 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.34296 0.23619 0.56569 38.466 38.466 4.49E-02 38.21 279890

13408 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.26881 0.26771 0.52287 39.136 39.136 4.49E-02 44.26 307480

13409 FGELQSK Unmodified _FGELQSK_ ADF3_MAIZE B 2 404.71361 807.41267 0.036242 -0.34807 -0.32273 40.529 40.529 4.49E-02 44.15 8950600

13410 FGEVTEAVIMR Oxidation (M) _FGEVTEAVIM(ox)R_ B4FK28_MAIZE 2 634.32119 1266.6278 0.34488 -0.26093 0.084217 68.367 68.367 1.36E-04 45.36 25887

13411 FGEVTEAVIMR Oxidation (M) _FGEVTEAVIM(ox)R_ B4FK28_MAIZE 2 634.32119 1266.6278 0.43952 0.10957 0.54877 68.568 68.568 3.10E-05 49.5 590940

13412 FGFDAAFNYK Unmodified _FGFDAAFNYK_ B4FSR0_MAIZE 2 590.27711 1178.5397 0.17697 0.45222 0.6264 87.494 87.494 4.40E-02 44.14 318500

13413 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 3 382.16753 1143.4808 0.67016 0.27701 0.97015 67.311 67.311 9.39E-03 17.92 740120

13414 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 3 382.16753 1143.4808 0.42849 0.028939 0.48401 69.516 69.516 2.35E-01 15.59 98045

13415 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 2 572.74766 1143.4808 0.12336 0.45221 0.59962 69.515 69.515 3.32E-02 25.03 22393

13416 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 3 382.16753 1143.4808 0.46882 -0.23781 0.25594 68.106 68.106 2.35E-01 16.72 174950

13417 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 3 382.16753 1143.4808 0.59217 -0.12294 0.49284 69.072 69.072 5.45E-01 11.83 395450

13418 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 3 382.16753 1143.4808 0.58354 -0.072107 0.53602 68.548 68.548 9.39E-03 27.62 344650

13419 FGFDCFSHK Unmodified _FGFDCFSHK_ B4FUA7_MAIZE 2 572.74766 1143.4808 0.17729 0.020019 0.22219 68.88 68.88 9.73E-03 43.99 649540

13420 FGFDEADIR Unmodified _FGFDEADIR_ B4G1Z4_MAIZE 2 535.25109 1068.4876 0.013111 0.38529 0.398 75.358 75.358 3.13E-03 65.84 783120

13421 FGFDEADIR Unmodified _FGFDEADIR_ B4G1Z4_MAIZE 2 535.25109 1068.4876 -0.033046 0.079425 0.04609 75.83 75.83 1.63E-07 62.06 6515200

13422 FGFDEADIR Unmodified _FGFDEADIR_ B4G1Z4_MAIZE 2 535.25109 1068.4876 -0.051367 0.41025 0.35834 75.731 75.731 1.01E-02 35.91 1020600

13423 FGFDEADIR Unmodified _FGFDEADIR_ B4G1Z4_MAIZE 2 535.25109 1068.4876 -0.098586 -0.007838 -0.10643 76.534 76.534 3.13E-03 73.4 2962600

13424 FGFDESGIR Unmodified _FGFDESGIR_ B4FNB7_MAIZE 2 514.24581 1026.4771 -0.11735 0.48487 0.37299 70.43 70.43 9.73E-03 64.81 1172300
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13425 FGFDESGIR Unmodified _FGFDESGIR_ B4FNB7_MAIZE 2 514.24581 1026.4771 -0.13945 0.095688 -0.037018 72.27 72.27 3.89E-04 73.12 396180

13426 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 -0.014784 -0.29145 -0.30357 83.74 83.74 1.13E-05 23.56 921270

13427 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 -0.15595 0.15873 0.0035827 84.468 84.468 2.46E-02 23.97 317630

13428 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 -0.030669 -0.36768 -0.39618 84.732 84.732 4.52E-03 19.97 596730

13429 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 0.0075278 -0.31582 -0.30624 84.458 84.458 4.52E-03 34.61 593070

13430 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 0.0070576 -0.14746 -0.13823 84.248 84.248 4.52E-03 21 254740

13431 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 2 711.393 1420.7715 0.73642 0.48014 1.2171 84.613 84.613 1.60E-02 47.04 2925300

13432 FGFEVDTLRPLK Unmodified _FGFEVDTLRPLK_ Q8W4W3_MAIZE 3 474.59776 1420.7715 -0.084278 0.021942 -0.060382 84.591 84.591 1.13E-05 32.89 6194500

13433 FGFGQSAAK Unmodified _FGFGQSAAK_ B6U8S9_MAIZE 2 456.73233 911.45012 -0.010156 0.26106 0.25134 48.468 48.468 3.21E-03 44.07 507700

13434 FGFHDAFNYK Unmodified _FGFHDAFNYK_ B6TDE0_MAIZE 3 415.8611 1244.5615 0.18225 0.015855 0.2016 73.65 73.65 1.26E-02 27.41 4458500

13435 FGFHDAFNYK Unmodified _FGFHDAFNYK_ B6TDE0_MAIZE 2 623.28801 1244.5615 0.33565 0.24967 0.58691 73.618 73.618 4.40E-02 33.75 804080

13436 FGFHDAFNYKEEPDLGAALK Unmodified _FGFHDAFNYKEEPDLGAALK_ B6TDE0_MAIZE 4 568.02856 2268.0851 0.062587 0.049449 0.10289 90.726 90.726 3.64E-01 12.45 4230700

13437 FGFHDAFNYKEEPDLGAALK Unmodified _FGFHDAFNYKEEPDLGAALK_ B6TDE0_MAIZE 3 757.03565 2268.0851 0.84858 0.18745 1.0275 90.687 90.687 2.76E-04 26.58 789200

13438 FGFHDAFNYKEEPDLGAALKR Unmodified _FGFHDAFNYKEEPDLGAALKR_ B6TDE0_MAIZE 5 485.84453 2424.1862 -0.10704 -0.012874 -0.13232 85.917 85.917 3.16E-03 25.78 991920

13439 FGFSVSHTTR Unmodified _FGFSVSHTTR_ B4FV93_MAIZE 2 569.78563 1137.5567 0.049151 -2.0714 -1.9957 53.643 53.643 1.00E+00 0.68 8235.9

13440 FGFSVSHTTR Unmodified _FGFSVSHTTR_ B4FV93_MAIZE 3 380.19285 1137.5567 0.6127 0.25881 0.89267 52.465 52.465 1.25E-01 34.36 1006200

13441 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 0.02155 0.17977 0.20858 107.29 107.29 1.90E-02 43.58 4890600

13442 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 -0.036012 0.28575 0.2567 107.97 107.97 2.92E-02 38.42 904070

13443 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 0.056804 0.26263 0.32514 108.05 108.05 2.92E-02 25.12 741980

13444 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 0.060373 0.18212 0.24918 108.03 108.03 2.92E-02 47.81 561030

13445 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 0.070582 0.19245 0.26909 107.69 107.69 1.65E-01 39.47 315730

13446 FGFYEFFK Unmodified _FGFYEFFK_ B4FTJ6_MAIZE 2 542.76056 1083.5066 -0.01782 0.2415 0.23086 107.69 107.69 2.92E-02 32.49 934640

13447 FGGAMAIVK Oxidation (M) _FGGAM(ox)AIVK_ B4FX42_MAIZE 2 455.24676 908.47897 0.050583 0.60493 0.65157 46.892 46.892 9.82E-03 22.2 392300

13448 FGGDTSYSIMFGPDICGYSTK Oxidation (M) _FGGDTSYSIM(ox)FGPDICGYSTK_ Q43712_MAIZE 2 1160.0008 2317.9871 1.1642 -0.014962 1.1648 96.247 96.247 4.67E-05 50.55 320880

13449 FGGDTSYSIMFGPDICGYSTK Oxidation (M) _FGGDTSYSIM(ox)FGPDICGYSTK_ Q43712_MAIZE 2 1160.0008 2317.9871 1.1946 0.8004 2.01 96.143 96.143 6.49E-18 92.79 243210

13450 FGGDTSYSIMFGPDICGYSTK Oxidation (M) _FGGDTSYSIM(ox)FGPDICGYSTK_ Q43712_MAIZE 2 1160.0008 2317.9871 1.2915 -0.011782 1.2955 95.725 95.725 1.08E-14 71.77 570270

13451 FGGDTSYSIMFGPDICGYSTK Oxidation (M) _FGGDTSYSIM(ox)FGPDICGYSTK_ Q43712_MAIZE 2 1160.0008 2317.9871 1.2019 -0.21429 1.0035 96.393 96.393 2.55E-34 72.19 1837900

13452 FGGDTSYSIMFGPDICGYSTK Unmodified _FGGDTSYSIMFGPDICGYSTK_ Q43712_MAIZE 2 1152.0034 2301.9922 1.2244 -0.040839 1.1979 104.02 104.02 4.46E-39 75.32 499460

13453 FGGFTGTDGPLGK Unmodified _FGGFTGTDGPLGK_ B6SJW9_MAIZE 2 627.31168 1252.6088 0.35123 0.23129 0.61323 73.546 73.546 2.50E-15 85.44 427960

13454 FGGFVADADVGEQAAR Unmodified _FGGFVADADVGEQAAR_ B6T0C0_MAIZE 2 805.38389 1608.7532 0.92005 -0.002227 0.92709 74.039 74.039 5.87E-44 99.68 2057400

13455 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.044889 0.10991 0.088137 40.274 40.274 1.84E-04 45.87 3360500

13456 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.15956 0.28108 0.14336 39.724 39.724 2.81E-03 52.95 591510

13457 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.041487 0.11218 0.092359 42.481 42.481 4.40E-05 48.97 1054200

13458 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.074177 -0.073677 -0.12376 41.706 41.706 1.62E-03 46.26 1994800
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13459 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.13779 3.49E-05 -0.11395 42.488 42.488 1.84E-04 52.16 2795800

13460 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.11229 -0.13799 -0.22766 42.334 42.334 4.40E-05 51.17 8450300

13461 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.18533 -0.030525 -0.19279 43.128 43.128 5.76E-06 57.97 41292000

13462 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.066129 -0.31968 -0.36288 40.451 40.451 1.45E-01 26.79 515460

13463 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.14693 0.25689 0.13379 43.829 43.829 4.40E-02 39.13 339510

13464 FGGGGEPTVR Unmodified _FGGGGEPTVR_ B4G0K5_MAIZE 2 488.74597 975.47739 -0.16037 -0.17162 -0.30744 58.97 58.97 1.00E+00 11.45 138120

13465 FGGLLNQASR Unmodified _FGGLLNQASR_ B4FEF1_MAIZE 2 531.78817 1061.5618 0.010446 1.6633 1.6616 61.219 61.219 2.81E-03 67.12 777320

13466 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.2761 0.38728 0.67444 43.159 43.159 1.90E-02 41.66 1921900

13467 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.081397 1.8934 1.9832 43.602 43.602 5.06E-02 19.06 148620

13468 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.16612 1.0057 1.1819 45.396 45.396 1.90E-02 37.7 1054000

13469 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.23094 0.97654 1.2161 44.625 44.625 2.92E-02 33.93 1152300

13470 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.20645 0.4149 0.63227 45.441 45.441 2.92E-02 31.77 1983800

13471 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.23911 0.33723 0.58763 45.108 45.108 1.90E-02 50.6 2271900

13472 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.19482 -0.016112 0.18988 46.033 46.033 3.48E-02 50.53 5174600

13473 FGGVSVEK Unmodified _FGGVSVEK_ B6TJ22_MAIZE 2 411.72144 821.42832 0.059449 -0.070076 0.00083394 46.738 46.738 1.90E-02 44.02 913220

13474 FGGYLTFGILNATK Unmodified _FGGYLTFGILNATK_ B6UCV5_MAIZE 2 751.40611 1500.7977 0.87004 -0.15961 0.71216 106.25 106.25 3.56E-04 45.53 133810

13475 FGGYLTFGILNATK Unmodified _FGGYLTFGILNATK_ B6UCV5_MAIZE 2 751.40611 1500.7977 0.86807 0.27414 1.1425 106.34 106.34 7.64E-09 57.75 207230

13476 FGGYLTFGILNATK Unmodified _FGGYLTFGILNATK_ B6UCV5_MAIZE 2 751.40611 1500.7977 0.87935 0.34156 1.2215 106.75 106.75 2.96E-06 46.66 752120

13477 FGHDTLVDAMLK Oxidation (M) _FGHDTLVDAM(ox)LK_ B4F9B2_MAIZE 3 454.89559 1361.6649 -0.062419 0.387 0.33124 62.702 62.702 1.00E+00 12.78 4148200

13478 FGHDTLVDAMLK Unmodified _FGHDTLVDAMLK_ B4F9B2_MAIZE 3 449.56395 1345.67 -0.044321 -0.069433 -0.10875 80.039 80.039 1.79E-02 25.06 3806800

13479 FGHDTLVDAMLK Unmodified _FGHDTLVDAMLK_ B4F9B2_MAIZE 2 673.84229 1345.67 0.51202 -0.40681 0.11027 80.047 80.047 2.05E-12 52.77 2784600

13480 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 0.015104 -0.21079 -0.1939 88.113 88.113 1.29E-02 18.35 1055000

13481 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 -0.15385 -0.19725 -0.34953 89.029 89.029 4.82E-01 13.37 210900

13482 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 0.051018 -0.36668 -0.31396 89.199 89.199 2.34E-01 13.02 147210

13483 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 0.048143 -0.14014 -0.090709 89.054 89.054 4.82E-01 13.63 175970

13484 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 0.0065336 -0.42189 -0.41361 89.833 89.833 4.82E-01 8.31 277170

13485 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 4 464.4757 1853.8737 -0.1947 -0.071668 -0.26354 92.328 92.328 2.65E-02 10.86 1707200

13486 FGHEFLEFEFRPDGK Unmodified _FGHEFLEFEFRPDGK_ B4FKM4_MAIZE 3 618.96517 1853.8737 0.29726 -0.035527 0.26311 92.34 92.34 1.29E-02 12.54 294570

13487 FGHVTFFWNGNR Unmodified _FGHVTFFWNGNR_ B6TGG2_MAIZE 3 494.57395 1480.7 0.0056173 -0.26886 -0.24704 81.991 81.991 2.11E-01 17.81 704350

13488 FGHVTFFWNGNR Unmodified _FGHVTFFWNGNR_ B6TGG2_MAIZE 3 494.57395 1480.7 -0.15895 -0.039874 -0.18203 83.121 83.121 7.68E-01 19.53 549500

13489 FGHVTFFWNGNR Unmodified _FGHVTFFWNGNR_ B6TGG2_MAIZE 3 494.57395 1480.7 -0.040218 -0.14286 -0.16578 83.324 83.324 8.04E-02 20.11 922790

13490 FGHVTFFWNGNR Unmodified _FGHVTFFWNGNR_ B6TGG2_MAIZE 3 494.57395 1480.7 -0.16213 0.003287 -0.14153 82.984 82.984 7.68E-01 18.61 7344000

13491 FGHVTFFWNGNR Unmodified _FGHVTFFWNGNR_ B6TGG2_MAIZE 2 741.35728 1480.7 0.80261 -0.03926 0.78124 82.966 82.966 1.11E-04 28.86 944180

13492 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 0.99591 0.35613 1.3435 125.72 125.72 1.04E-33 125.19 6511600
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13493 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 1.0878 0.063957 1.143 126.11 126.11 2.40E-39 89.75 2964800

13494 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 1.0435 0.13319 1.1684 126.37 126.37 8.98E-47 106.04 2933700

13495 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 3 553.96992 1658.8879 0.094127 -0.075985 0.010335 126.32 126.32 6.35E-02 26.85 198510

13496 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 0.97753 0.028923 0.99816 126.61 126.61 2.40E-39 95.23 2767500

13497 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 3 553.96992 1658.8879 0.15398 -0.003629 0.14277 126.64 126.64 7.60E-01 10.39 196620

13498 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 1.0657 0.1294 1.1873 126.09 126.09 1.02E-23 76.55 585740

13499 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 1.0841 0.48304 1.558 126.98 126.98 1.02E-23 75.66 254450

13500 FGIDELLLDADLGLR Unmodified _FGIDELLLDADLGLR_ B4FBC9_MAIZE 2 830.45124 1658.8879 1.1279 1.1302 2.248 126.24 126.24 6.53E-30 47.23 577060

13501 FGIFPSWGLSQK Unmodified _FGIFPSWGLSQK_ B6TF44_MAIZE 2 683.86134 1365.7081 0.63695 0.012519 0.65412 105.54 105.54 1.11E-04 50.71 455400

13502 FGIFPSWGLSQK Unmodified _FGIFPSWGLSQK_ B6TF44_MAIZE 2 683.86134 1365.7081 0.5418 0.38752 0.9339 106.66 106.66 2.62E-07 46.89 1144400

13503 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.53748 -0.078196 0.4677 106.98 106.98 4.34E-15 47.04 9871600

13504 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1918 -0.17563 1.0242 106.98 106.98 1.11E-14 63.24 1845100

13505 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.5775 -0.059004 0.52662 107.99 107.99 4.34E-15 42.15 9623400

13506 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.2125 -0.22386 0.99746 107.79 107.79 6.11E-47 75.44 1704800

13507 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.5753 0.002874 0.58765 130.53 130.53 1.00E+00 2.19 32599

13508 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.55676 -0.20695 0.35889 107.74 107.74 1.48E-20 56.57 6726400

13509 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1733 -0.16709 1.0145 107.74 107.74 2.00E-27 72.28 1147200

13510 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.56586 -0.11985 0.45405 108.61 108.61 1.48E-20 46.05 6843700

13511 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.194 -0.084417 1.1179 108.48 108.48 1.41E-77 91.51 1043100

13512 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.537 -0.094628 0.4512 107.89 107.89 7.64E-06 36.6 6150000

13513 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1655 -0.10595 1.0683 107.9 107.9 2.43E-32 73.29 1020100

13514 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1635 -0.018351 1.1533 108.65 108.65 2.43E-32 74.48 1216700

13515 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.54763 -0.10349 0.45272 108.77 108.77 4.34E-15 47.69 7555300

13516 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.52979 -0.16846 0.36975 108.25 108.25 1.48E-20 52.05 6863900

13517 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1473 -0.2221 0.93366 108.26 108.26 1.59E-11 75.42 1042900

13518 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.1817 0.031824 1.222 109.05 109.05 2.43E-32 82.4 1025900

13519 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.56078 -0.084314 0.48419 109.12 109.12 5.94E-09 38.65 6775600

13520 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.53459 -0.18137 0.3623 108.57 108.57 7.64E-06 46.39 2552400

13521 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.2912 -0.38116 0.91906 108.59 108.59 1.12E-07 55.66 378800

13522 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.3063 0.037132 1.3517 109.3 109.3 3.50E-18 52.02 283040

13523 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.55059 -0.070641 0.48852 109.45 109.45 7.64E-06 47.68 2678500

13524 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.53722 -0.97571 -0.42898 108.87 108.87 2.05E-01 10.17 895560

13525 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.58952 -0.47375 0.12525 109.79 109.79 2.26E-03 44.03 1224200

13526 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.50628 0.04849 0.56342 107.61 107.61 5.54E-24 60.69 16738000
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13527 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.2018 -0.12916 1.0806 107.61 107.61 2.43E-32 79.52 2824400

13528 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 2 1017.0404 2032.0663 1.2004 -0.090777 1.1182 108.53 108.53 2.43E-32 67.76 3255600

13529 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.52604 0.008629 0.54342 108.8 108.8 4.34E-15 44.54 17431000

13530 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.58724 -0.48004 0.11555 120.85 120.85 2.20E-02 18.57 265400

13531 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.61923 0.23008 0.85723 126.74 126.74 1.00E+00 4.23 108970

13532 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.56422 0.1913 0.76392 113.48 113.48 5.94E-09 45.31 463260

13533 FGIVEGLMTTVHAITATQK Oxidation (M) _FGIVEGLM(ox)TTVHAITATQK_ G3PE_MAIZE 3 678.36271 2032.0663 0.56483 0.028675 0.60155 128.48 128.48 5.53E-03 25.3 180400

13534 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.48979 0.063278 0.55954 121.98 121.98 5.94E-09 42.1 37582000

13535 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 2 1009.043 2016.0714 1.0535 -0.56269 0.49805 121.95 121.95 1.84E-40 95.39 10487000

13536 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.54122 0.10688 0.65378 122.79 122.79 7.64E-06 41.91 4618900

13537 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 2 1009.043 2016.0714 1.1469 -0.24827 0.90521 122.76 122.76 4.44E-10 69.75 746010

13538 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.56225 0.043624 0.61211 123.36 123.36 5.94E-09 45.48 3157600

13539 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 2 1009.043 2016.0714 1.1544 0.14233 1.3034 123.36 123.36 1.06E-14 101.15 581890

13540 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.59417 -0.15178 0.44869 126.47 126.47 1.48E-20 67.39 660100

13541 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.6097 -0.47865 0.13864 126.78 126.78 5.95E-01 7.31 257320

13542 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.51219 -0.004396 0.514 124.35 124.35 3.65E-31 57.6 3461000

13543 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 2 1009.043 2016.0714 1.2605 -1.0212 0.24676 125.24 125.24 5.89E-20 63.96 1039400

13544 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.58229 0.11018 0.69812 126.32 126.32 9.57E-01 5.81 266230

13545 FGIVEGLMTTVHAITATQK Unmodified _FGIVEGLMTTVHAITATQK_ G3PE_MAIZE 3 673.03108 2016.0714 0.52408 0.61017 1.1398 130.89 130.89 5.79E-03 28.62 1056000

13546 FGIVYVDFNTLER Unmodified _FGIVYVDFNTLER_ B4G004_MAIZE 2 786.90647 1571.7984 1.0736 0.464 1.5407 106.79 106.79 1.00E-11 40.92 144750

13547 FGIVYVDYK Unmodified _FGIVYVDYK_ B6TYF1_MAIZE 2 552.29223 1102.5699 0.10014 -0.29422 -0.19094 79.5 79.5 3.13E-03 48.68 301620

13548 FGLGNKPASK Unmodified _FGLGNKPASK_ B4FRR1_MAIZE 3 340.19419 1017.5607 0.64566 37.109 37.109 1.95E-02 40.28

13549 FGLGNKPASK Unmodified _FGLGNKPASK_ B4FRR1_MAIZE 2 509.78764 1017.5607 -0.014157 -0.047602 -0.07718 34.08 34.08 2.81E-03 37 160140

13550 FGLGNKPASK Unmodified _FGLGNKPASK_ B4FRR1_MAIZE 3 340.19419 1017.5607 1.825 33.907 33.907 6.27E-01 19.06

13551 FGLLANWQR Unmodified _FGLLANWQR_ B6SK03_MAIZE 2 552.80108 1103.5876 0.050556 0.4083 0.44717 86.125 86.125 1.12E-01 14.94 593240

13552 FGLLANWQR Unmodified _FGLLANWQR_ B6SK03_MAIZE 2 552.80108 1103.5876 -0.053428 0.1797 0.11535 87.81 87.81 3.13E-03 56.99 4379400

13553 FGLLPTQK Unmodified _FGLLPTQK_ B6SN85_MAIZE 2 452.26855 902.52255 -0.15658 0.2077 0.05046 60.998 60.998 1.00E+00 0.09 148240

13554 FGLLPTQK Unmodified _FGLLPTQK_ B6SN85_MAIZE 2 452.26855 902.52255 -0.18579 0.14565 -0.042209 67.538 67.538 5.06E-02 31.73 143830

13555 FGLLPTQKPALK Unmodified _FGLLPTQKPALK_ B6SN85_MAIZE 3 438.2711 1311.7915 -0.17927 0.32169 0.1306 70.07 70.07 8.36E-03 34.54 1100400

13556 FGLLPTQKPALK Unmodified _FGLLPTQKPALK_ B6SN85_MAIZE 2 656.90301 1311.7915 0.40691 0.13873 0.53507 70.056 70.056 1.60E-02 20.4 115150

13557 FGLLPTQNPGPK Unmodified _FGLLPTQNPGPK_ B6TDH6_MAIZE 2 634.85351 1267.6925 0.23294 0.060692 0.29518 72.279 72.279 1.98E-03 46.43 730520

13558 FGLPFVMGTTGGNR Oxidation (M) _FGLPFVM(ox)GTTGGNR_ B4FH75_MAIZE 2 735.36392 1468.7133 0.79415 0.38831 1.2038 87.862 87.862 6.95E-06 62.36 619510

13559 FGLSSMQGWR Unmodified _FGLSSMQGWR_ Q9FQY2_MAIZE 2 584.78203 1167.5495 0.25938 0.369 0.6291 82.209 82.209 1.45E-01 46.25 438870

13560 FGLSSMQGWR Unmodified _FGLSSMQGWR_ Q9FQY2_MAIZE 2 584.78203 1167.5495 0.16665 0.79055 0.95671 82.021 82.021 1.84E-04 78.75 702720
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13561 FGMMAAQMK Unmodified _FGMMAAQMK_ B6TFN1_MAIZE 2 507.73211 1013.4497 -0.040957 0.30141 0.24006 59.919 59.919 3.21E-03 37.01 2489400

13562 FGMMAAQMK Unmodified _FGMMAAQMK_ B6TFN1_MAIZE 2 507.73211 1013.4497 -0.12609 0.08884 -0.056985 60.691 60.691 3.89E-04 46.24 3214800

13563 FGMMAAQMK Unmodified _FGMMAAQMK_ B6TFN1_MAIZE 2 507.73211 1013.4497 -0.14267 -0.22399 -0.3838 63.359 63.359 1.63E-07 51.7 1085700

13564 FGMMAAQMK 3 Oxidation (M) _FGM(ox)M(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 531.72448 1061.4344 0.070057 -0.22375 -0.15938 24.827 24.827 1.00E+00 6.35 3216.1

13565 FGMMAAQMK 3 Oxidation (M) _FGM(ox)M(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 531.72448 1061.4344 0.18138 0.15577 0.32967 25.714 25.714 1.11E-02 21.78 14096

13566 FGMMAAQMK 3 Oxidation (M) _FGM(ox)M(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 531.72448 1061.4344 0.045153 0.1194 0.1575 26.423 26.423 4.61E-01 6.96 16221

13567 FGMMAAQMK 3 Oxidation (M) _FGM(ox)M(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 531.72448 1061.4344 0.01603 -0.54437 -0.53438 25.111 25.111 1.44E-11 30.09 693470

13568 FGMMAAQMK 3 Oxidation (M) _FGM(ox)M(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 531.72448 1061.4344 -0.056041 -0.034973 -0.097608 27.832 27.832 1.52E-36 32.24 280790

13569 FGMMAAQMK 2 Oxidation (M) _FGM(ox)MAAQM(ox)K_ B6TFN1_MAIZE 2 523.72702 1045.4395 -0.067849 -1.1688 -1.2445 35.838 35.838 1.60E-04 36.31 2078900

13570 FGMMAAQMK 2 Oxidation (M) _FGMM(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 523.72702 1045.4395 -0.074894 -1.0788 -1.1613 39.912 39.912 3.09E-14 41.22 1712100

13571 FGMMAAQMK 2 Oxidation (M) _FGM(ox)M(ox)AAQMK_ B6TFN1_MAIZE 2 523.72702 1045.4395 -0.11363 -0.43913 -0.56182 39.298 39.298 1.77E-03 33.56 974830

13572 FGMMAAQMK 2 Oxidation (M) _FGMM(ox)AAQM(ox)K_ B6TFN1_MAIZE 2 523.72702 1045.4395 -0.11356 -1.256 -1.377 43.43 43.43 1.52E-03 35.28 809590

13573 FGMMAAQMK Oxidation (M) _FGM(ox)MAAQMK_ B6TFN1_MAIZE 2 515.72957 1029.4446 -0.098001 -1.0111 -1.1221 47.694 47.694 5.18E-06 48.52 1952000

13574 FGMMAAQMK Oxidation (M) _FGMMAAQM(ox)K_ B6TFN1_MAIZE 2 515.72957 1029.4446 -0.087771 0.11374 0.011742 49.079 49.079 3.38E-03 36 1396000

13575 FGMMAAQMK Oxidation (M) _FGMM(ox)AAQMK_ B6TFN1_MAIZE 2 515.72957 1029.4446 -0.086628 0.3663 0.26434 51.411 51.411 3.38E-03 48.49 1231200

13576 FGMMAAQMK Oxidation (M) _FGM(ox)MAAQMK_ B6TFN1_MAIZE 2 515.72957 1029.4446 -0.144 0.13984 -0.019456 51.012 51.012 2.13E-03 43.76 775170

13577 FGMMAAQMK Oxidation (M) _FGMMAAQM(ox)K_ B6TFN1_MAIZE 2 515.72957 1029.4446 -0.14687 -0.22541 -0.38578 52.316 52.316 9.82E-03 26.67 943310

13578 FGMSPSK Oxidation (M) _FGM(ox)SPSK_ B4FZM3_MAIZE 2 385.18109 768.34763 0.63689 -0.67604 -0.038074 22.518 22.518 8.87E-01 18.98 20241

13579 FGMSPSK Oxidation (M) _FGM(ox)SPSK_ B4FZM3_MAIZE 2 385.18109 768.34763 0.59093 0.15313 0.74422 22.368 22.368 8.87E-01 16.1 155490

13580 FGMSPSK Oxidation (M) _FGM(ox)SPSK_ B4FZM3_MAIZE 2 385.18109 768.34763 0.70451 -0.92439 -0.21636 21.912 21.912 1.00E+00 5.48 5682.9

13581 FGMSPSK Unmodified _FGMSPSK_ B4FZM3_MAIZE 2 377.18363 752.35271 0.63734 0.20868 0.83984 38.006 38.006 8.04E-02 30.22 516040

13582 FGNIYFAR Unmodified _FGNIYFAR_ B4FNJ3_MAIZE 2 494.25598 986.4974 0.005053 -0.40996 -0.41509 70.168 70.168 2.92E-02 33.03 377570

13583 FGNIYFAR Unmodified _FGNIYFAR_ B4FNJ3_MAIZE 2 494.25598 986.4974 -0.18171 0.050239 -0.14146 70.817 70.817 1.90E-02 44.04 151530

13584 FGNLTEAK Unmodified _FGNLTEAK_ B6TF12_MAIZE 2 440.23217 878.44978 -0.00092106 0.22169 0.20381 45.412 45.412 3.77E-01 29.66 1074500

13585 FGNLTEAK Unmodified _FGNLTEAK_ B6TF12_MAIZE 2 440.23217 878.44978 -0.016174 -0.31338 -0.34481 42.956 42.956 5.06E-02 49.87 7866700

13586 FGNLTEAK Unmodified _FGNLTEAK_ B6TF12_MAIZE 2 440.23217 878.44978 -0.16373 0.12472 -0.055067 46.333 46.333 3.77E-01 23.91 240960

13587 FGQGEGSAYLFDPDIYTDGR Unmodified _FGQGEGSAYLFDPDIYTDGR_ B6TRG3_MAIZE 2 1104.4976 2206.9807 1.2014 0.02682 1.2345 102.97 102.97 3.12E-37 104.26 1924600

13588 FGQGEGSAYLFDPDIYTDGR Unmodified _FGQGEGSAYLFDPDIYTDGR_ B6TRG3_MAIZE 2 1104.4976 2206.9807 1.1891 -0.19301 1.0025 103.16 103.16 4.56E-22 78.8 317340

13589 FGQLTYLR Unmodified _FGQLTYLR_ B6T2L6_MAIZE 2 499.27691 996.53927 0.0065857 -0.04826 -0.04667 68.38 68.38 2.92E-02 40.29 460700

13590 FGQLTYLR Unmodified _FGQLTYLR_ B6T2L6_MAIZE 2 499.27691 996.53927 0.0038343 -0.35681 -0.35804 69.997 69.997 2.92E-02 31.94 264010

13591 FGQLTYLR Unmodified _FGQLTYLR_ B6T2L6_MAIZE 2 499.27691 996.53927 -0.010627 0.030418 0.014106 69.465 69.465 2.34E-03 64.83 507780

13592 FGQSANVDKAEEEK Unmodified _FGQSANVDKAEEEK_ B6TDH3_MAIZE 2 776.36791 1550.7213 0.87243 0.090798 0.94416 80.383 80.383 3.49E-01 8.76 527640

13593 FGQSANVDKAEEEKR Unmodified _FGQSANVDKAEEEKR_ B6TDH3_MAIZE 4 427.71287 1706.8224 0.30057 -0.23142 0.049338 34.887 34.887 1.00E+00 8.71 116660

13594 FGQSANVDKAEEEKR Unmodified _FGQSANVDKAEEEKR_ B6TDH3_MAIZE 3 569.94807 1706.8224 0.15724 -0.61635 -0.47877 34.888 34.888 2.34E-01 17.4 127100
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13595 FGSASFFDFK Unmodified _FGSASFFDFK_ B6T994_MAIZE 2 576.77166 1151.5288 0.17465 0.70031 0.88896 94.152 94.152 4.40E-02 27.4 486770

13596 FGSESQVGGSHVSGSGR Unmodified _FGSESQVGGSHVSGSGR_ B4FXU3_MAIZE 3 545.58876 1633.7445 0.1323 0.35067 0.50201 38.655 38.655 1.64E-02 30.43 158260

13597 FGSFDILTDNDVR Unmodified _FGSFDILTDNDVR_ B4FSW8_MAIZE 2 749.86226 1497.71 0.88433 0.177 1.0733 94.509 94.509 6.20E-03 40.69 263520

13598 FGSFDILTDNDVR Unmodified _FGSFDILTDNDVR_ B4FSW8_MAIZE 2 749.86226 1497.71 0.84199 0.10373 0.95778 95.118 95.118 2.50E-15 64.69 957260

13599 FGSGAYNSMDNGVLR Unmodified _FGSGAYNSMDNGVLR_ B4F8X3_MAIZE 2 794.36465 1586.7147 0.90965 -0.77179 0.13606 69.146 69.146 2.05E-04 78.58 732480

13600 FGSPLLNLPEVAIIALGR Unmodified _FGSPLLNLPEVAIIALGR_ B4FQH0_MAIZE 2 940.55384 1879.0931 1.2187 0.70036 1.9046 127.26 127.26 3.69E-03 26.06 288530

13601 FGSPLLNLPEVAIIALGR Unmodified _FGSPLLNLPEVAIIALGR_ B4FQH0_MAIZE 3 627.37165 1879.0931 0.43772 0.23416 0.65775 130.95 130.95 1.00E+00 4.78 170120

13602 FGSVENCK Unmodified _FGSVENCK_ B6T5R1_MAIZE 2 470.71328 939.41201 0.12673 0.37192 0.50334 33.059 33.059 3.77E-01 10.06 23543

13603 FGSVENCK Unmodified _FGSVENCK_ B6T5R1_MAIZE 2 470.71328 939.41201 -0.064453 0.66858 0.60943 34.553 34.553 5.06E-02 39.48 165280

13604 FGSVENCK Unmodified _FGSVENCK_ B6T5R1_MAIZE 2 470.71328 939.41201 -0.024604 0.15811 0.13824 32.068 32.068 5.06E-02 48.38 312510

13605 FGSVENCKK Unmodified _FGSVENCKK_ B6T5R1_MAIZE 3 356.84293 1067.507 1.0748 0.28381 1.3562 24.265 24.265 2.35E-01 23.62 154390

13606 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.82983 0.52592 1.3615 89.119 89.119 3.13E-02 42.71 164360

13607 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.84226 0.36835 1.2161 88.823 88.823 4.68E-05 43.2 278720

13608 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.86788 2.5255 3.3971 88.55 88.55 3.13E-02 38.87 182240

13609 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.82422 0.69886 1.5284 89.013 89.013 4.68E-05 42.03 932140

13610 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.76812 0.25951 1.0338 88.688 88.688 4.68E-05 61.47 2340800

13611 FGSWPDGLYSSVR Unmodified _FGSWPDGLYSSVR_ B6U7Y1_MAIZE 2 735.85424 1469.6939 0.74047 0.41981 1.1669 89.964 89.964 1.47E-03 66.31 180190

13612 FGTELHSFVVGLEGSPDLK Unmodified _FGTELHSFVVGLEGSPDLK_ B6ETR5_MAIZE 3 678.01771 2031.0313 0.57922 0.23354 0.82198 100.24 100.24 1.00E+00 9.97 269330

13613 FGTELHSFVVGLEGSPDLK Unmodified _FGTELHSFVVGLEGSPDLK_ B6ETR5_MAIZE 3 678.01771 2031.0313 0.64147 0.60031 1.2508 100.76 100.76 7.02E-03 33.22 548070

13614 FGTILPITGSDFVR Unmodified _FGTILPITGSDFVR_ B4FF90_MAIZE 2 761.91684 1521.8191 0.81516 0.18811 1.0184 101.16 101.16 7.64E-09 49.34 986540

13615 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.43129 -0.21371 0.2285 37.73 37.73 8.04E-02 33.69 1142100

13616 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.28875 0.23502 0.532 36.74 36.74 8.04E-02 32.12 906210

13617 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.39976 0.10802 0.51784 39.559 39.559 4.49E-02 33.97 792590

13618 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.38698 -0.054942 0.34091 38.797 38.797 4.49E-02 32.24 1160800

13619 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.49506 -0.007758 0.49733 39.453 39.453 1.00E+00 4.63 86748

13620 FGVDETK Unmodified _FGVDETK_ B6U0S1_MAIZE 2 398.19779 794.38103 0.49409 -0.11842 0.38588 37.597 37.597 1.00E+00 2.92 249930

13621 FGVDPSGCMELAK Oxidation (M) _FGVDPSGCM(ox)ELAK_ B4FAQ2_MAIZE 2 713.82069 1425.6268 0.66237 -0.30238 0.36954 62.58 62.58 1.62E-14 46.45 915200

13622 FGVDPSGCMELAK Unmodified _FGVDPSGCMELAK_ B4FAQ2_MAIZE 2 705.82324 1409.6319 0.65306 -0.325 0.33434 75.245 75.245 4.68E-05 59.4 404230

13623 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 1.2592 0.26628 1.5185 36.64 36.64 5.26E-01 32.08 314550

13624 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 1.0822 -0.018783 1.0585 36.684 36.684 5.26E-01 32.31 36782

13625 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 1.1331 -0.073592 1.0531 35.832 35.832 2.64E-01 32.57 267530

13626 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 1.1955 0.19816 1.3858 37.712 37.712 5.26E-01 33.29 544940

13627 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 -0.61711 38.166 38.166 2.50E-01 19.96

13628 FGVEAR Unmodified _FGVEAR_ CH61_MAIZE 2 339.68211 677.34967 -0.61711 38.523 38.523 7.51E-02 32.48
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13629 FGVEASAVQNIVR Unmodified _FGVEASAVQNIVR_ B6TWA8_MAIZE 2 695.37788 1388.7412 0.67978 -0.12876 0.54912 78.592 78.592 1.15E-02 54.51 377530

13630 FGVIFRPSPR Unmodified _FGVIFRPSPR_ B4FBW1_MAIZE 3 392.56098 1174.6611 0.19136 -0.15075 0.045953 66.729 66.729 2.94E-01 9.66 3303800

13631 FGVIFRPSPR Unmodified _FGVIFRPSPR_ B4FBW1_MAIZE 2 588.33783 1174.6611 0.13098 -0.12691 0.0087265 66.728 66.728 2.81E-03 32.55 435960

13632 FGVIYAGAQK Unmodified _FGVIYAGAQK_ B4FRI1_MAIZE 2 527.29002 1052.5655 0.018055 -0.26435 -0.25146 58.602 58.602 2.81E-03 39.69 936380

13633 FGVIYAGAQK Unmodified _FGVIYAGAQK_ B4FRI1_MAIZE 2 527.29002 1052.5655 0.02512 0.9796 0.99736 60.654 60.654 1.62E-03 48.37 934640

13634 FGVIYAGAQK Unmodified _FGVIYAGAQK_ B4FRI1_MAIZE 2 527.29002 1052.5655 0.0066415 0.47515 0.47527 59.996 59.996 1.62E-03 64.34 852000

13635 FGVIYAGAQK Unmodified _FGVIYAGAQK_ B4FRI1_MAIZE 2 527.29002 1052.5655 -0.040888 -0.44692 -0.4928 60.388 60.388 1.62E-03 48.58 5770700

13636 FGVIYAGAQK Unmodified _FGVIYAGAQK_ B4FRI1_MAIZE 2 527.29002 1052.5655 -0.11326 -0.01429 -0.13364 60.951 60.951 4.40E-05 62.76 18960000

13637 FGVLFNDDR Unmodified _FGVLFNDDR_ B6UF37_MAIZE 2 541.76691 1081.5193 -0.10862 0.21149 0.11475 78.332 78.332 9.73E-03 37.6 196500

13639 FGVPNFPSLR Unmodified _FGVPNFPSLR_ B6TSH0_MAIZE 2 567.30874 1132.6029 0.19233 0.7867 0.98271 90.008 90.008 3.43E-01 18.19 765010

13640 FGVSFADGKR Unmodified _FGVSFADGKR_ B4FT62_MAIZE 2 542.28272 1082.5509 -0.075224 -4.9775 -5.0344 56.331 56.331 1.25E-02 51.33 405710

13641 FGVSFQK Unmodified _FGVSFQK_ B4FFZ9_MAIZE 2 406.7187 811.42284 0.31392 -0.13543 0.19295 57.99 57.99 1.86E-01 28.68 1199300

13642 FGVTHFINPK Unmodified _FGVTHFINPK_ B4FGN7_MAIZE 3 387.21347 1158.6186 0.39267 0.005131 0.40751 61.173 61.173 3.83E-02 21.45 497990

13643 FGVTHFINPK Unmodified _FGVTHFINPK_ B4FGN7_MAIZE 3 387.21347 1158.6186 0.6148 -2.6384 -2.0066 61.792 61.792 1.26E-02 27.21 1156000

13644 FGVTHFINPK Unmodified _FGVTHFINPK_ B4FGN7_MAIZE 3 387.21347 1158.6186 0.47662 0.34371 0.82868 62.247 62.247 3.83E-02 26.99 4009400

13645 FGVTPTFLVNADQIEIK Unmodified _FGVTPTFLVNADQIEIK_ GLTB_MAIZE 2 946.51183 1891.0091 1.2017 -0.094424 1.1124 106.95 106.95 1.43E-21 64.25 337200

13646 FGVTPTFLVNADQIEIK Unmodified _FGVTPTFLVNADQIEIK_ GLTB_MAIZE 2 946.51183 1891.0091 1.1052 -0.058204 1.0523 107.49 107.49 3.42E-29 63.17 308400

13647 FGVVTMCIGSGMGAAAVFER Oxidation (M) _FGVVTMCIGSGM(ox)GAAAVFER_ B4FBK8_MAIZE 2 1038.4892 2074.9638 1.2723 -1.4932 -0.20361 99.754 99.754 2.08E-30 82.55 285280

13648 FGVVVAR Unmodified _FGVVVAR_ B4FBV7_MAIZE 2 374.22923 746.44391 0.76445 0.20718 0.98902 50.546 50.546 1.86E-01 29.75 534640

13649 FGVVVAR Unmodified _FGVVVAR_ B4FBV7_MAIZE 2 374.22923 746.44391 0.41746 0.6978 1.1325 54.236 54.236 9.32E-03 44.64 2572200

13650 FGWFHTGDIGVVDDQGYVR Unmodified _FGWFHTGDIGVVDDQGYVR_ B6UBI2_MAIZE 3 723.34471 2167.0123 0.80984 0.30832 1.1441 99.364 99.364 5.40E-02 34.07 465030

13651 FGWHLVQVLAER Unmodified _FGWHLVQVLAER_ B4FDW3_MAIZE 3 485.60162 1453.783 0.0078692 0.080846 0.088196 99.414 99.414 8.04E-02 22.63 126840

13652 FGYADVVEEVSVGEGK Unmodified _FGYADVVEEVSVGEGK_ B6TVY4_MAIZE 2 842.90687 1683.7992 1.051 0.26321 1.3209 98.804 98.804 7.01E-14 78.13 185020

13653 FGYCGTTDAYCGDGCQSGPCR Unmodified _FGYCGTTDAYCGDGCQSGPCR_ B4FTS6_MAIZE 2 1194.9405 2387.8664 1.0514 -0.37004 0.71235 62.092 62.092 4.46E-39 119.06 1499300

13654 FGYCGTTDAYCGDGCQSGPCR Unmodified _FGYCGTTDAYCGDGCQSGPCR_ B4FTS6_MAIZE 3 796.96273 2387.8664 0.92838 -0.74988 0.21049 62.111 62.111 1.77E-34 58.57 762350

13655 FGYCGTTDEYCGDGCQSGPCR Unmodified _FGYCGTTDEYCGDGCQSGPCR_ CHIB_MAIZE B4 2 1223.9432 2445.8718 1.0871 -0.19305 0.92339 61.731 61.731 1.23E-19 112.31 615660

13656 FGYELEALAGQEK Unmodified _FGYELEALAGQEK_ B5AMJ8_MAIZE 2 727.86173 1453.7089 0.68545 -0.51317 0.15103 84.546 84.546 6.20E-03 30.91 630810

13657 FGYELEALAGQEK Unmodified _FGYELEALAGQEK_ B5AMJ8_MAIZE 2 727.86173 1453.7089 0.66938 -0.48386 0.16324 85.084 85.084 2.50E-15 70.81 276630

13658 FGYELEALAGQEK Unmodified _FGYELEALAGQEK_ B5AMJ8_MAIZE 2 727.86173 1453.7089 0.78438 -0.42843 0.33389 85.508 85.508 4.68E-05 38.6 205090

13659 FGYELEALAGQEK Unmodified _FGYELEALAGQEK_ B5AMJ8_MAIZE 2 727.86173 1453.7089 0.73215 -0.69291 0.01798 85.194 85.194 1.00E-11 70.12 387630

13660 FGYQYK Unmodified _FGYQYK_ B6SGJ5_MAIZE 2 403.1976 804.38064 0.35703 0.34236 0.68633 48.07 48.07 2.78E-01 17.83 339210

13661 FGYQYK Unmodified _FGYQYK_ B6SGJ5_MAIZE 2 403.1976 804.38064 0.31352 0.02566 0.32531 48.461 48.461 2.64E-01 29.39 3635600

13662 FHADSDAQLTK Unmodified _FHADSDAQLTK_ B6UE68_MAIZE 2 616.79893 1231.5833 0.22303 -0.51917 -0.29744 40.789 40.789 5.66E-08 51.56 588630

13663 FHAVPLDLLK Unmodified _FHAVPLDLLK_ B6TIK3_MAIZE 2 576.84242 1151.6703 0.12213 0.27405 0.38927 81.427 81.427 4.40E-02 17.82 986140
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13664 FHAVPLDLLK Unmodified _FHAVPLDLLK_ B6TIK3_MAIZE 3 384.89737 1151.6703 0.54648 0.011824 0.55034 81.464 81.464 3.11E-02 36.28 752870

13665 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 2 618.82783 1235.6411 0.40328 0.17141 0.59327 30.235 30.235 6.74E-02 32.58 79161

13666 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.13007 -0.036812 0.11099 29.335 29.335 6.72E-01 18.61 272790

13667 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 2 618.82783 1235.6411 0.31609 0.037643 0.37323 29.328 29.328 2.00E-01 14.77 19226

13668 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.28833 -0.30526 0.0010285 31.586 31.586 1.45E-02 49.79 496100

13669 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 2 618.82783 1235.6411 0.42164 0.080773 0.52114 31.588 31.588 7.72E-03 35.29 36197

13670 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.30432 -0.21034 0.11283 30.666 30.666 7.34E-03 29.7 336110

13671 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 2 618.82783 1235.6411 0.50813 0.41525 0.94123 30.658 30.658 6.74E-02 25.97 21613

13672 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.2568 -0.18259 0.093363 31.231 31.231 7.34E-03 34.41 219330

13673 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 2 618.82783 1235.6411 0.50387 0.23258 0.75524 31.241 31.241 8.05E-01 6.7 14663

13674 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.24787 -2.1371 -1.8661 30.765 30.765 7.34E-03 34.76 1181100

13675 FHGHSPAVVTGK Unmodified _FHGHSPAVVTGK_ B4FFP2_MAIZE 3 412.88764 1235.6411 0.17962 -2.521 -2.3162 31.347 31.347 7.34E-03 28.52 2498800

13676 FHGHSPAVVTGKPIDLGGSLGR Unmodified _FHGHSPAVVTGKPIDLGGSLGR_ B4FFP2_MAIZE 4 551.29991 2201.1705 0.11426 -0.066471 0.060711 62.331 62.331 6.16E-02 30.66 1054400

13677 FHGHSPAVVTGKPIDLGGSLGR Unmodified _FHGHSPAVVTGKPIDLGGSLGR_ B4FFP2_MAIZE 4 551.29991 2201.1705 0.01585 0.004756 0.032567 64.841 64.841 6.16E-02 24.89 252270

13678 FHGHSPAVVTGKPIDLGGSLGR Unmodified _FHGHSPAVVTGKPIDLGGSLGR_ B4FFP2_MAIZE 4 551.29991 2201.1705 0.11749 -0.12484 0.0043789 64.996 64.996 7.53E-01 11.72 465510

13679 FHGHSPAVVTGKPIDLGGSLGR Unmodified _FHGHSPAVVTGKPIDLGGSLGR_ B4FFP2_MAIZE 4 551.29991 2201.1705 0.0035853 -0.35376 -0.33769 64.247 64.247 7.53E-01 28.14 3227000

13680 FHGVPAEER Unmodified _FHGVPAEER_ B4FEL3_MAIZE 3 347.84192 1040.5039 0.89145 -0.18097 0.70558 39.453 39.453 2.35E-01 21.8 490750

13681 FHGYSPAVVTGKPVDLGGSLGR Unmodified _FHGYSPAVVTGKPVDLGGSLGR_ B4F9J5_MAIZE 3 738.72704 2213.1593 0.86371 -0.0204 0.85667 74.068 74.068 6.16E-02 9.38 613430

13682 FHHFSFEETTATLHLK Unmodified _FHHFSFEETTATLHLK_ B4F9K0_MAIZE 4 486.99553 1943.953 -0.13388 -0.18373 -0.31537 76.38 76.38 1.03E-03 40.42 5804200

13683 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 0.18387 -0.087512 0.097218 55.914 55.914 8.04E-02 17.29 1041400

13684 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 -0.0036281 0.80648 0.8015 57.214 57.214 8.04E-02 28.1 280660

13685 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 -6.744 58.575 58.575 1.09E-01 25.89

13686 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 0.16663 0.3974 0.56434 57.881 57.881 1.00E+00 6.39 320260

13687 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 -3.4674 58.553 58.553 6.81E-01 3.49

13688 FHIIVVK Unmodified _FHIIVVK_ B4FX25_MAIZE 2 428.27618 854.53781 0.070717 0.065132 0.13701 58.452 58.452 9.32E-03 36.37 5871100

13689 FHIIVVKDPDMAEDLQIPAGFDLK Unmodified _FHIIVVKDPDMAEDLQIPAGFDLK_ B4FX25_MAIZE 3 904.47528 2710.404 1.1438 -0.31711 0.82593 109.41 109.41 8.81E-14 46.78 407060

13690 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 3 909.80692 2726.3989 1.1415 0.57868 1.7195 104.19 104.19 1.68E-04 29.18 155150

13691 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 4 682.60701 2726.3989 0.59238 0.11178 0.70365 104.35 104.35 1.00E+00 9.35 914570

13692 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 4 682.60701 2726.3989 0.62338 0.043152 0.6664 104.81 104.81 1.00E+00 6.24 845010

13693 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 4 682.60701 2726.3989 0.63364 -0.048357 0.58605 105.22 105.22 1.00E+00 0.09 438690

13694 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 3 909.80692 2726.3989 1.1319 -0.071084 1.061 104.23 104.23 1.64E-08 41.07 1205900

13695 FHIIVVKDPDMAEDLQIPAGFDLK Oxidation (M) _FHIIVVKDPDM(ox)AEDLQIPAGFDLK_ B4FX25_MAIZE 4 682.60701 2726.3989 0.54452 0.10607 0.65044 104.27 104.27 5.43E-01 13.9 5863400

13696 FHLPVWLGFGAAIK Unmodified _FHLPVWLGFGAAIK_ Q9SAZ6_MAIZE 3 519.29764 1554.8711 -0.0015831 -0.1477 -0.14678 111.22 111.22 1.00E+00 7.87 2494100

13697 FHLPVWLGFGAAIK Unmodified _FHLPVWLGFGAAIK_ Q9SAZ6_MAIZE 2 778.44283 1554.8711 0.92302 -0.12455 0.80071 111.21 111.21 2.25E-03 29.81 653300
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13698 FHLPVWLGFGAAIK Unmodified _FHLPVWLGFGAAIK_ Q9SAZ6_MAIZE 2 778.44283 1554.8711 0.90288 0.068285 0.97356 112.49 112.49 2.25E-03 23.17 147050

13699 FHLPVWLGFGAAIK Unmodified _FHLPVWLGFGAAIK_ Q9SAZ6_MAIZE 2 778.44283 1554.8711 0.92632 0.066243 0.99431 112.91 112.91 3.51E-02 8.35 128870

13700 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 2 733.86441 1465.7143 0.77292 -0.1123 0.66611 80.583 80.583 1.11E-04 38.38 1409900

13701 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.058557 0.032339 -0.021998 80.581 80.581 2.46E-02 15.1 3655900

13702 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 2 733.86441 1465.7143 0.75759 -0.12752 0.63628 81.851 81.851 1.98E-03 23.8 241310

13703 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.17641 0.010983 -0.16033 81.877 81.877 9.42E-03 18.36 979070

13704 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.043883 -0.13935 -0.17741 82.095 82.095 9.42E-03 21.28 1307100

13705 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 2 733.86441 1465.7143 0.78149 -0.10865 0.67862 82.086 82.086 2.62E-07 33.14 297120

13706 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.048532 -0.079174 -0.12214 81.913 81.913 9.42E-03 20.32 1387000

13707 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 2 733.86441 1465.7143 0.83138 0.00338 0.84034 81.911 81.911 1.98E-03 25.96 287000

13708 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.048576 -0.34111 -0.38306 81.721 81.721 4.50E-01 8.8 502090

13709 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.073357 -0.12091 -0.18927 81.784 81.784 8.04E-02 14.74 3681800

13710 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 2 733.86441 1465.7143 0.80861 0.18611 1.0003 81.789 81.789 6.74E-02 20.37 835210

13711 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.10854 0.20335 0.10013 81.406 81.406 4.50E-01 10.2 1376700

13712 FHNIYGPFGTWK Unmodified _FHNIYGPFGTWK_ B4FBC2_MAIZE 3 489.5787 1465.7143 -0.049743 -0.16916 -0.21293 81.975 81.975 2.46E-02 16.45 679070

13713 FHQGQSGEQGSGGGGVFGMVGALAQEFLK Oxidation (M) _FHQGQSGEQGSGGGGVFGM(ox)VGALAQEFLK_ B4G1Z4_MAIZE 3 966.12761 2895.361 1.1484 0.14978 1.3137 122.79 122.79 1.14E-15 57.88 2145400

13714 FHQGQSGEQGSGGGGVFGMVGALAQEFLK Oxidation (M) _FHQGQSGEQGSGGGGVFGM(ox)VGALAQEFLK_ B4G1Z4_MAIZE 3 966.12761 2895.361 1.0842 -0.066485 1.0339 129.78 129.78 1.25E-08 59.74 2409500

13715 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 0.094871 -0.20096 -0.094968 42.094 42.094 3.21E-03 22.24 7078800

13716 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.5015 0.035061 0.54589 41.97 41.97 5.45E-01 27.19 1252300

13717 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 -0.0022992 -0.67306 -0.66332 41.961 41.961 3.13E-03 27.26 636750

13718 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.62884 -0.11575 0.52339 44.489 44.489 2.35E-01 27.04 1682900

13719 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 0.12587 -0.60137 -0.46488 44.45 44.45 9.73E-03 19.33 610050

13720 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.55324 -0.26098 0.30413 43.74 43.74 2.35E-01 24.15 2392500

13721 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 0.16334 -0.64418 -0.46949 43.697 43.697 3.13E-03 26.67 757150

13722 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.50241 -0.26503 0.24757 44.511 44.511 2.35E-01 24.55 2751800

13723 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 0.066444 -1.1762 -1.0964 44.458 44.458 9.73E-03 20.26 914620

13724 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.66036 -0.19953 0.47112 44.055 44.055 1.00E+00 6.24 1128100

13725 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 2 567.29616 1132.5778 -0.016419 0.1991 0.19263 46.126 46.126 3.21E-03 26.49 2317800

13726 FHQYQVVGR Unmodified _FHQYQVVGR_ B4F9R6_MAIZE 3 378.5332 1132.5778 0.35282 -0.42425 -0.059602 46.129 46.129 8.40E-02 23.28 5203200

13727 FHTPSVYFFR Unmodified _FHTPSVYFFR_ B6SXY1_MAIZE 3 434.22062 1299.64 0.14378 0.13382 0.29051 80.017 80.017 1.00E+00 0.81 1008400

13728 FHTPSVYFFR Unmodified _FHTPSVYFFR_ B6SXY1_MAIZE 3 434.22062 1299.64 0.072454 0.044966 0.12918 81.14 81.14 3.32E-01 23.73 3065100

13729 FHVVSK Unmodified _FHVVSK_ B6TFX9_MAIZE 2 358.70813 715.40171 1.0378 4.506 5.5427 26.376 26.376 2.78E-01 23.41 106700

13730 FHVVSK Unmodified _FHVVSK_ B6TFX9_MAIZE 2 358.70813 715.40171 -0.17333 24.909 24.909 7.51E-02 29.85

13731 FHVVSK Unmodified _FHVVSK_ B6TFX9_MAIZE 2 358.70813 715.40171 1.0675 0.42221 1.4986 27.017 27.017 5.26E-01 18.16 29537
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13732 FHVVSK Unmodified _FHVVSK_ B6TFX9_MAIZE 2 358.70813 715.40171 1.0415 1.0368 2.0862 26.541 26.541 5.26E-01 26.49 21103

13733 FHVVSK Unmodified _FHVVSK_ B6TFX9_MAIZE 2 358.70813 715.40171 0.96646 0.18242 1.1599 27.271 27.271 2.78E-01 33.31 215070

13734 FHWKPTCGVK Unmodified _FHWKPTCGVK_ B6UHU1_MAIZE 3 420.54997 1258.6281 0.15365 0.55813 0.72451 46.691 46.691 9.79E-02 5.7 930820

13735 FHWKPTCGVK Unmodified _FHWKPTCGVK_ B6UHU1_MAIZE 3 420.54997 1258.6281 0.14835 -0.74752 -0.58263 46.452 46.452 5.31E-01 17.49 7998300

13736 FHWKPTCGVK Unmodified _FHWKPTCGVK_ B6UHU1_MAIZE 2 630.32132 1258.6281 0.41175 -0.99621 -0.56782 46.417 46.417 1.45E-01 19.91 511780

13737 FIANTWVK Unmodified _FIANTWVK_ B4G0J2_MAIZE 2 489.774 977.53345 -0.090177 -0.38714 -0.48158 67.53 67.53 2.92E-02 44.42 3432800

13738 FIANTWVK Unmodified _FIANTWVK_ B4G0J2_MAIZE 2 489.774 977.53345 -0.14554 -0.18782 -0.33935 67.535 67.535 1.65E-01 23.7 1091700

13739 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.18665 -0.040954 0.1352 74.395 74.395 6.15E-03 31.16 2261400

13740 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 -0.18137 0.28108 0.089763 79.205 79.205 1.98E-09 53.95 6032500

13741 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 2 636.36097 1270.7074 0.21978 0.3401 0.55 79.1 79.1 5.66E-08 50.16 808210

13742 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 -0.62406 82.462 82.462 1.61E-01 24.15

13743 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.020838 0.19664 0.20786 75.586 75.586 1.91E-02 22.38 421940

13744 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.16895 0.089301 0.24877 75.877 75.877 3.45E-01 16.41 538790

13745 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.18244 0.15719 0.32823 75.533 75.533 1.00E+00 6.59 582950

13746 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.13078 0.08502 0.20632 75.42 75.42 6.79E-01 3.59 464000

13747 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 0.17142 0.12915 0.28954 75.491 75.491 6.15E-03 27.9 876240

13748 FIAPLFVEHAK Unmodified _FIAPLFVEHAK_ B6SMC1_MAIZE 3 424.57641 1270.7074 -0.057816 0.04384 -0.022795 77.731 77.731 1.00E+00 0.84 1045000

13749 FIDASSTPR Unmodified _FIDASSTPR_ Q5EUE0_MAIZE 2 497.25363 992.49271 -0.18733 -0.14377 -0.33544 43.892 43.892 3.32E-02 15.75 316390

13750 FIDASSTPR Unmodified _FIDASSTPR_ Q5EUE0_MAIZE 2 497.25363 992.49271 -0.056368 -0.14533 -0.20542 46.542 46.542 9.73E-03 47.47 2032200

13751 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.0026003 -0.11916 -0.1278 63.508 63.508 3.21E-03 29.24 2052100

13752 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.14007 0.10755 -0.039637 63.803 63.803 3.89E-04 51.01 968780

13753 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.05505 -0.22436 -0.28669 65.146 65.146 3.89E-04 50.23 3451200

13754 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.04738 -0.05047 -0.10353 64.506 64.506 3.89E-04 50.61 2682500

13755 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.20703 -0.074417 -0.28839 64.799 64.799 1.63E-07 57.01 23023000

13756 FIDASTIPR Unmodified _FIDASTIPR_ Q5EUE1_MAIZE 2 510.27965 1018.5447 -0.037882 -0.43312 -0.47654 65.143 65.143 3.13E-03 38.67 1442400

13757 FIDNTDPAGIDHQIAQLGPELATTLVIVISK Unmodified _FIDNTDPAGIDHQIAQLGPELATTLVIVISK_ B6TAY2_MAIZE 4 823.19742 3288.7606 1.0262 0.05765 1.0833 130.12 130.12 4.10E-07 40.88 1061800

13758 FIDVTLTR Unmodified _FIDVTLTR_ B6SHC1_MAIZE 2 482.77674 963.53893 -0.0265 0.92863 0.90901 71.509 71.509 1.65E-01 14.23 255800

13759 FIEDGDLWR Unmodified _FIEDGDLWR_ B6SL65_MAIZE 2 575.78001 1149.5455 0.10919 0.004725 0.11127 83.248 83.248 9.73E-03 44.17 418720

13760 FIEEVNK Unmodified _FIEEVNK_ B6SVH7_MAIZE 2 439.73454 877.45453 0.10357 0.12375 0.20539 42.293 42.293 4.46E-01 6.75 453500

13761 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 0.00071517 0.22231 0.21408 81.242 81.242 8.04E-02 26.63 1591800

13762 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 -0.15295 0.24647 0.086561 81.884 81.884 9.32E-03 34.05 678780

13763 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 -0.038097 0.040021 -0.0052041 82.296 82.296 1.86E-01 18.18 1272500

13764 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 -0.046876 0.13071 0.077034 81.962 81.962 9.32E-03 46.02 1666100

13765 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 -0.14153 -0.15536 -0.30449 81.661 81.661 8.04E-02 28.33 5039700
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13766 FIEFLTR Unmodified _FIEFLTR_ B6SNN1_MAIZE 2 463.26073 924.5069 -0.079813 -0.37285 -0.45848 82.14 82.14 9.32E-03 47.37 10059000

13767 FIETLKI Unmodified _FIETLKI_ B6U9L0_MAIZE 2 432.26548 862.51641 0.044139 0.27519 0.29909 77.473 77.473 9.32E-03 48.63 4169700

13768 FIFSEISQK Unmodified _FIFSEISQK_ B6TBW4_MAIZE 2 549.79513 1097.5757 0.0059205 0.11229 0.10679 75.74 75.74 1.01E-02 36.25 3041100

13769 FIGTAGAASSTMNPK Oxidation (M) _FIGTAGAASSTM(ox)NPK_ B6SV64_MAIZE 2 734.85867 1467.7028 0.77695 -0.16048 0.61332 43.575 43.575 7.01E-11 91.14 1541100

13770 FIGTAGAASSTMNPK Oxidation (M) _FIGTAGAASSTM(ox)NPK_ B6SV64_MAIZE 2 734.85867 1467.7028 0.70857 -0.65217 0.054096 43.893 43.893 1.02E-03 71.96 96172

13771 FIGTAGAASSTMNPK Oxidation (M) _FIGTAGAASSTM(ox)NPK_ B6SV64_MAIZE 2 734.85867 1467.7028 0.76455 -0.42083 0.34031 43.136 43.136 1.02E-23 106.67 1659300

13772 FIGTAGAASSTMNPK Oxidation (M) _FIGTAGAASSTM(ox)NPK_ B6SV64_MAIZE 2 734.85867 1467.7028 0.77162 -0.12002 0.64709 45.828 45.828 2.37E-16 93.66 1661900

13773 FIGTAGAASSTMNPK Oxidation (M) _FIGTAGAASSTM(ox)NPK_ B6SV64_MAIZE 2 734.85867 1467.7028 0.78248 -0.27788 0.5005 45.013 45.013 6.53E-30 94.73 1073600

13774 FIGTAGAASSTMNPK Unmodified _FIGTAGAASSTMNPK_ B6SV64_MAIZE 2 726.86121 1451.7079 0.73313 -0.054462 0.67125 53.109 53.109 1.12E-07 68.11 2317500

13775 FIIPGSQALSLLSR Unmodified _FIIPGSQALSLLSR_ B4FJS2_MAIZE 2 751.44048 1500.8664 0.87622 -0.3794 0.48407 116.28 116.28 1.49E-02 17.9 103150

13776 FILDGEMPPYLLAK Oxidation (M) _FILDGEM(ox)PPYLLAK_ B4FG11_MAIZE 2 811.92856 1621.8426 1.0984 0.4801 1.5635 99.732 99.732 1.29E-01 17.47 59196

13777 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.084024 0.071369 0.13633 102.72 102.72 9.32E-03 49.98 10554000

13778 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 -0.031992 0.41982 0.3685 106.17 106.17 1.86E-01 32.94 83866

13779 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 -0.020018 0.22534 0.18597 103.4 103.4 7.83E-01 16.17 1398400

13780 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.10433 0.090589 0.17678 103.39 103.39 4.46E-01 18.45 1861900

13781 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.074932 0.16294 0.21764 103.31 103.31 8.04E-02 25.49 2021100

13782 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.0032507 0.15134 0.13617 102.91 102.91 4.49E-02 29.38 2760100

13783 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.070521 0.18843 0.24063 103.48 103.48 4.49E-02 43.31 5051200

13784 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.027909 0.18382 0.19164 103.07 103.07 4.49E-02 38.55 9036200

13785 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 0.028263 0.029533 0.038572 103.44 103.44 4.49E-02 49.88 9963300

13786 FILDLLK Unmodified _FILDLLK_ B4FNT0_MAIZE 2 431.27585 860.53714 -0.16741 0.27207 0.084905 104.44 104.44 4.49E-02 49.88 19009000

13787 FILLQNR Unmodified _FILLQNR_ B6T259_MAIZE 2 452.27417 902.53379 0.042886 0.033021 0.053545 66.822 66.822 4.46E-01 14.97 413510

13788 FINDATSK Unmodified _FINDATSK_ B4FYG3_MAIZE 2 448.22962 894.4447 0.10625 -0.077279 0.018276 34.513 34.513 3.77E-01 12.08 93834

13789 FINQCNEIK Unmodified _FINQCNEIK_ B4FD88_MAIZE 2 583.28715 1164.5597 0.082052 -0.23578 -0.16761 49.098 49.098 9.73E-03 38.59 247040

13790 FIPEVIGK Unmodified _FIPEVIGK_ B4FAV3_MAIZE 2 451.77093 901.5273 -0.015246 -0.11783 -0.14052 65.017 65.017 5.06E-02 22.73 10516000

13791 FIPEVIGK Unmodified _FIPEVIGK_ B4FAV3_MAIZE 2 451.77093 901.5273 -0.12022 0.29506 0.16675 65.654 65.654 1.00E+00 7.54 1055500

13792 FIPEVIGK Unmodified _FIPEVIGK_ B4FAV3_MAIZE 2 451.77093 901.5273 -0.048768 0.19856 0.14182 66.422 66.422 1.00E+00 4.05 1087400

13793 FIPEVIGK Unmodified _FIPEVIGK_ B4FAV3_MAIZE 2 451.77093 901.5273 -0.051837 0.26807 0.2091 65.46 65.46 7.88E-01 14.77 4484800

13794 FIQGTIAEGAPVVPISAQLK Unmodified _FIQGTIAEGAPVVPISAQLK_ B6TNU0_MAIZE 2 1020.0804 2038.1463 1.1998 0.048231 1.2445 91.243 91.243 9.41E-18 63.54 1733000

13795 FIQGTIAEGAPVVPISAQLK Unmodified _FIQGTIAEGAPVVPISAQLK_ B6TNU0_MAIZE 3 680.38937 2038.1463 0.62439 0.17531 0.79577 91.25 91.25 1.00E+00 4.59 1119700

13796 FIQGTIAEGAPVVPISAQLK Unmodified _FIQGTIAEGAPVVPISAQLK_ B6TNU0_MAIZE 2 1020.0804 2038.1463 1.1869 0.21991 1.4036 91.828 91.828 6.57E-12 58.63 275200

13797 FIQGTIAEGAPVVPISAQLK Unmodified _FIQGTIAEGAPVVPISAQLK_ B6TNU0_MAIZE 2 1020.0804 2038.1463 1.1664 0.001963 1.1656 91.82 91.82 2.55E-01 8 187600

13798 FIQVSCLGASPSSESR Unmodified _FIQVSCLGASPSSESR_ B4FUI0_MAIZE 2 862.91724 1723.8199 1.0811 0.086786 1.1689 70.723 70.723 1.82E-38 108.74 2991200

13799 FIQYNIFGNVFEVTAK Unmodified _FIQYNIFGNVFEVTAK_ B6TJE9_MAIZE 2 945.49344 1888.9723 1.2513 -2.3326 -1.0783 118.69 118.69 7.73E-25 61.79 369920
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13800 FISDSFASVPK Unmodified _FISDSFASVPK_ B4FRD9_MAIZE 2 599.31115 1196.6077 0.17263 -0.026187 0.14875 90.077 90.077 1.00E+00 2.72 298490

13801 FISDSFASVPK Unmodified _FISDSFASVPK_ B4FRD9_MAIZE 2 599.31115 1196.6077 0.18089 0.3481 0.53024 73.886 73.886 9.05E-18 69.54 3935900

13802 FISEIGFPAAR Unmodified _FISEIGFPAAR_ B6THA4_MAIZE 2 604.32713 1206.6397 0.22586 -0.027001 0.18729 81.233 81.233 4.96E-02 19.5 635980

13803 FISSHDSAATDHTGGK Unmodified _FISSHDSAATDHTGGK_ B6ETR5_MAIZE 3 544.25338 1629.7383 0.16082 -0.36807 -0.19743 32.017 32.017 1.67E-02 25.4 74882

13804 FISTGNELR Unmodified _FISTGNELR_ B6T3L4_MAIZE 2 518.77473 1035.5349 -0.10582 0.036569 -0.080779 51.181 51.181 1.01E-02 34.54 2357200

13805 FISYGSTGSEQVK Unmodified _FISYGSTGSEQVK_ B4FAV4_MAIZE 2 701.84608 1401.6776 0.70474 0.19023 0.89531 55.233 55.233 6.20E-03 61.9 764240

13806 FITHEVGLK Unmodified _FITHEVGLK_ B4FGN7_MAIZE 3 348.53432 1042.5811 1.124 -0.21905 0.90502 51.507 51.507 1.82E-02 31.02 687210

13807 FITHEVGLK Unmodified _FITHEVGLK_ B4FGN7_MAIZE 3 348.53432 1042.5811 1.0525 0.075856 1.1285 50.832 50.832 8.75E-03 34.19 740610

13808 FITHEVGLK Unmodified _FITHEVGLK_ B4FGN7_MAIZE 3 348.53432 1042.5811 1.1216 -0.065431 1.0554 51.189 51.189 8.63E-03 34.95 1308200

13809 FITHEVGLK Unmodified _FITHEVGLK_ B4FGN7_MAIZE 3 348.53432 1042.5811 1.0763 -0.061303 1.0153 51.871 51.871 8.63E-03 31.61 4939600

13810 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 3 501.60491 1501.7929 -0.048816 0.043009 -0.010895 69.09 69.09 8.46E-03 22.48 4286900

13811 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 2 751.90373 1501.7929 0.88696 -0.022912 0.859 69.088 69.088 2.50E-15 57.87 1072100

13812 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 3 501.60491 1501.7929 -0.15733 -0.013597 -0.17667 69.898 69.898 6.66E-04 32.07 1345700

13813 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 2 751.90373 1501.7929 0.81847 -0.031576 0.78259 69.897 69.897 2.61E-08 44.97 268180

13814 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 3 501.60491 1501.7929 -0.0083817 0.061575 0.048584 70.487 70.487 1.28E-01 16.22 1077200

13815 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 3 501.60491 1501.7929 -0.015854 0.079701 0.058194 70.039 70.039 4.29E-02 12.68 851880

13816 FITHSVPFAEINK Unmodified _FITHSVPFAEINK_ Q5GA23_MAIZE 3 501.60491 1501.7929 -0.11734 0.11733 -0.00585 70.23 70.23 1.28E-01 31.07 3050300

13817 FITTADGSSVK Unmodified _FITTADGSSVK_ B4G1G6_MAIZE 2 563.29295 1124.5714 0.13001 0.16729 0.30555 46.312 46.312 1.47E-01 16.34 1044100

13818 FITTADGSSVK Unmodified _FITTADGSSVK_ B4G1G6_MAIZE 2 563.29295 1124.5714 0.047105 0.002414 0.058555 45.896 45.896 1.67E-02 27.41 402230

13819 FITTADGSSVK Unmodified _FITTADGSSVK_ B4G1G6_MAIZE 2 563.29295 1124.5714 0.14284 0.16052 0.31281 48.487 48.487 3.83E-01 15.74 549920

13820 FITTADGSSVK Unmodified _FITTADGSSVK_ B4G1G6_MAIZE 2 563.29295 1124.5714 0.14364 -0.13553 0.016814 47.716 47.716 1.67E-02 29.92 548140

13821 FITTADGSSVK Unmodified _FITTADGSSVK_ B4G1G6_MAIZE 2 563.29295 1124.5714 0.12333 0.042963 0.17624 48.58 48.58 1.47E-01 27.92 482270

13822 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 3 342.19396 1023.5601 1.2293 1.8082 3.0292 35.034 35.034 1.96E-01 11.01 177620

13823 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 2 512.78731 1023.5601 -0.13247 0.009931 -0.1254 34.171 34.171 3.32E-02 40.55 117070

13824 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 3 342.19396 1023.5601 2.1621 34.16 34.16 2.38E-01 15.72

13825 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 2 512.78731 1023.5601 -0.0091125 -0.10384 -0.11611 36.75 36.75 3.21E-03 45.03 137460

13826 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 2 512.78731 1023.5601 -0.0073634 -0.084846 -0.095053 36.515 36.515 1.01E-02 36.59 232380

13827 FITVSSDKK Unmodified _FITVSSDKK_ B6UDC2_MAIZE 3 342.19396 1023.5601 1.154 -0.14249 1.0093 36.521 36.521 1.82E-02 21.87 254990

13828 FIVGDGDLTYHYPGIQDYIHK Unmodified _FIVGDGDLTYHYPGIQDYIHK_ B6TXX8_MAIZE 4 613.55494 2450.1907 0.28863 0.2932 0.58648 94.813 94.813 8.77E-02 4.34 295310

13829 FIVIVDETK Unmodified _FIVIVDETK_ B6TI56_MAIZE 2 532.30533 1062.5961 -0.051605 0.076549 0.026804 71.324 71.324 3.32E-02 18.96 1148000

13830 FIVLAGLK Unmodified _FIVLAGLK_ B4FIS8_MAIZE 2 430.78384 859.55312 0.14018 0.14703 0.2748 79.519 79.519 2.92E-02 34.13 1356800

13831 FIVLAGLK Unmodified _FIVLAGLK_ B4FIS8_MAIZE 2 430.78384 859.55312 -0.01537 0.32202 0.29502 80.471 80.471 1.90E-02 28.64 751790

13832 FIVLAGLK Unmodified _FIVLAGLK_ B4FIS8_MAIZE 2 430.78384 859.55312 0.12791 0.31517 0.43137 80.754 80.754 2.92E-02 38.1 724730

13833 FIVLAGLK Unmodified _FIVLAGLK_ B4FIS8_MAIZE 2 430.78384 859.55312 0.10858 0.28982 0.38548 80.432 80.432 1.90E-02 47.35 869330
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13834 FIYASLLR Unmodified _FIYASLLR_ B4FC14_MAIZE 2 491.78965 981.56475 -0.12186 0.11405 -0.033248 83.417 83.417 1.90E-02 37.87 2161600

13835 FIYASLLR Unmodified _FIYASLLR_ B4FC14_MAIZE 2 491.78965 981.56475 -0.18072 -0.004994 -0.21106 85.013 85.013 1.90E-02 35.93 1025200

13836 FIYGVASSPGK Unmodified _FIYGVASSPGK_ B4FBQ5_MAIZE 2 563.30058 1124.5866 0.061027 -0.95035 -0.88868 60.368 60.368 3.60E-06 56.27 1974500

13837 FIYVEQAFFQR Unmodified _FIYVEQAFFQR_ B6SSJ4_MAIZE 2 724.37207 1446.7296 0.72932 -1.0079 -0.2794 97.2 97.2 1.47E-01 15.28 360520

13838 FIYVEQAFFQR Unmodified _FIYVEQAFFQR_ B6SSJ4_MAIZE 2 724.37207 1446.7296 0.68966 -1.5969 -0.90711 97.934 97.934 4.48E-03 33.49 262440

13839 FIYVEQAFFQR Unmodified _FIYVEQAFFQR_ B6SSJ4_MAIZE 2 724.37207 1446.7296 0.66004 -0.78601 -0.12607 97.97 97.97 4.43E-05 41.65 248650

13840 FIYWWEDK Unmodified _FIYWWEDK_ B4FL77_MAIZE 2 593.78202 1185.5495 0.18844 0.15994 0.33843 95.56 95.56 5.06E-02 7.45 396910

13841 FKADIVDEETK Unmodified _FKADIVDEETK_ B4FYW7_MAIZE 2 647.8299 1293.6452 0.40959 0.29914 0.69737 52.414 52.414 1.62E-12 75.48 593870

13842 FKADIVDEETK Unmodified _FKADIVDEETK_ B4FYW7_MAIZE 3 432.22236 1293.6452 0.24587 -0.39734 -0.16305 52.409 52.409 3.45E-01 15.68 306600

13843 FKAEYPIFDK Unmodified _FKAEYPIFDK_ B6SU31_MAIZE 2 629.32934 1256.6441 0.35911 -0.31479 0.027616 70.954 70.954 7.11E-01 16.36 47345

13844 FKAEYPIFDK Unmodified _FKAEYPIFDK_ B6SU31_MAIZE 3 419.88865 1256.6441 0.17189 0.49118 0.64538 68.784 68.784 1.25E-01 20.67 1967000

13845 FKAEYPIFDK Unmodified _FKAEYPIFDK_ B6SU31_MAIZE 2 629.32934 1256.6441 0.26061 0.06782 0.31109 70.933 70.933 1.62E-03 45.68 4819800

13846 FKAEYPIFDK Unmodified _FKAEYPIFDK_ B6SU31_MAIZE 3 419.88865 1256.6441 -0.063081 0.33122 0.24979 70.929 70.929 1.25E-01 28.67 11587000

13847 FKAEYPVFQK Unmodified _FKAEYPVFQK_ B6T5N2_MAIZE 2 628.83733 1255.6601 0.36376 0.27713 0.62934 64.667 64.667 1.45E-01 22.66 256250

13848 FKDAINLEED Unmodified _FKDAINLEED_ B6SLQ1_MAIZE 2 597.28787 1192.5612 0.14345 -0.12381 -0.0030585 67.479 67.479 4.40E-02 33.65 627060

13849 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 2 636.86355 1271.7125 0.38466 -0.006295 0.37952 59.001 59.001 1.67E-02 38.81 230220

13850 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 2 636.86355 1271.7125 0.4268 0.21587 0.64216 60.346 60.346 1.67E-02 40.74 521100

13851 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 3 424.91146 1271.7125 0.14505 0.13016 0.2749 60.373 60.373 1.00E+00 3.21 1719000

13852 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 2 636.86355 1271.7125 0.43715 0.21533 0.65327 59.701 59.701 4.48E-03 47.57 546780

13853 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 2 636.86355 1271.7125 0.43694 0.32179 0.759 60.194 60.194 1.67E-02 30.52 436070

13854 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 3 424.91146 1271.7125 0.065447 0.070925 0.13664 60.114 60.114 2.92E-01 14.35 22765000

13855 FKDEIVPVPTK Unmodified _FKDEIVPVPTK_ B4FBK8_MAIZE 2 636.86355 1271.7125 0.36018 -0.025009 0.33524 60.096 60.096 3.60E-06 48.8 6247500

13856 FKDGVVVDDVLK Unmodified _FKDGVVVDDVLK_ B6UFF4_MAIZE 2 667.37174 1332.7289 0.43304 0.24053 0.69347 71.774 71.774 7.72E-03 33.86 138800

13857 FKDGYMISSGQPVNEYIDSAVR Oxidation (M) _FKDGYM(ox)ISSGQPVNEYIDSAVR_ B6TB97_MAIZE 3 831.39692 2491.1689 1.0199 -0.28033 0.73512 81.768 81.768 2.19E-05 34.95 579010

13858 FKDGYMISSGQPVNEYIDSAVR Oxidation (M) _FKDGYM(ox)ISSGQPVNEYIDSAVR_ B6TB97_MAIZE 3 831.39692 2491.1689 1.0004 -0.12967 0.86697 83.464 83.464 1.93E-06 34.8 196600

13859 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 3 314.15674 939.4484 1.5004 -0.3406 1.1504 32.221 32.221 9.38E-02 26.57 111880

13860 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 2 470.73148 939.4484 0.085938 -0.56462 -0.4857 32.017 32.017 1.00E+00 2.5 4717.5

13861 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 2 470.73148 939.4484 -0.095017 -0.78603 -0.88698 32.493 32.493 1.00E+00 3.69 5621.4

13862 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 3 314.15674 939.4484 1.4021 -0.48681 0.90994 35.329 35.329 9.38E-02 24.86 523760

13863 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 2 470.73148 939.4484 -0.16122 -0.038675 -0.20812 34.919 34.919 2.71E-02 30.08 127000

13864 FKDIDMR Oxidation (M) _FKDIDM(ox)R_ B6TG61_MAIZE 2 470.73148 939.4484 -0.1646 0.15506 -0.018799 35.46 35.46 4.83E-03 29.23 178220

13865 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.3827 -0.068771 1.3015 42.887 42.887 2.58E-01 21.88 7948600

13866 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 2 462.73402 923.45349 -0.017845 -0.010295 -0.041239 42.893 42.893 4.49E-02 30.03 2498500

13867 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 -0.3292 43.755 43.755 3.47E-01 12.19
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13868 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 0.97027 42.684 42.684 2.37E-01 16.96

13869 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 0.6454 45.231 45.231 4.77E-01 13.74

13870 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 0.32054 44.482 44.482 6.02E-01 13.65

13871 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 2 462.73402 923.45349 2.352 45.394 45.394 1.09E-01 21.22

13872 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.2951 45.452 45.452 4.77E-01 7.06

13873 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.4779 -0.044172 1.4219 44.855 44.855 8.66E-01 14.23 1661700

13874 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.2951 45.717 45.717 3.47E-01 11.8

13875 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.62 43.057 43.057 1.38E-01 15.44

13876 FKDIDMR Unmodified _FKDIDMR_ B6TG61_MAIZE 3 308.82511 923.45349 1.4194 -0.46163 0.94698 46.777 46.777 2.58E-01 24.15 4540500

13877 FKDIFQEVYEAGWK Unmodified _FKDIFQEVYEAGWK_ B4FN97_MAIZE 3 587.29452 1758.8617 0.20914 0.33378 0.53465 104.15 104.15 1.00E+00 1.86 1531000

13878 FKDIFQEVYEAGWK Unmodified _FKDIFQEVYEAGWK_ B4FN97_MAIZE 3 587.29452 1758.8617 0.15296 0.36871 0.51349 105 105 1.83E-01 12.9 643520

13879 FKDIFQEVYEAGWK Unmodified _FKDIFQEVYEAGWK_ B4FN97_MAIZE 3 587.29452 1758.8617 0.26096 0.31404 0.56614 105.32 105.32 4.40E-03 35.11 512880

13880 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.7938 0.14437 0.91807 57.486 57.486 2.35E-01 22.51 1944300

13881 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 2 553.31623 1104.6179 0.089731 0.042979 0.11314 57.474 57.474 3.21E-03 37.04 1509100

13882 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 2 553.31623 1104.6179 -0.0063014 0.41207 0.38648 59.885 59.885 7.18E-01 14.74 40988

13883 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.60668 0.13234 0.71865 59.902 59.902 8.40E-02 21.21 182580

13884 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.66081 0.010171 0.65086 58.192 58.192 5.45E-01 16.59 770970

13885 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 2 553.31623 1104.6179 0.0074961 -0.081263 -0.092393 58.196 58.196 1.01E-02 28.94 471490

13886 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.80494 -0.14252 0.644 59.674 59.674 2.35E-01 19.97 1647900

13887 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.75622 -0.19507 0.54092 59.031 59.031 2.35E-01 25.51 1056700

13888 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 2 553.31623 1104.6179 0.064101 0.1236 0.16876 59.53 59.53 3.39E-01 23.1 769220

13889 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.6947 -0.32159 0.35291 59.388 59.388 8.40E-02 23.88 13589000

13890 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 2 553.31623 1104.6179 0.0018248 0.35285 0.33451 59.39 59.39 3.21E-03 48.82 9680500

13891 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.90556 -0.39857 0.48928 58.306 58.306 1.00E+00 3.7 236800

13892 FKDLNEVIK Unmodified _FKDLNEVIK_ Q43274_MAIZE 3 369.21325 1104.6179 0.5502 0.24223 0.7725 61.161 61.161 2.35E-01 28.12 280840

13893 FKDTVEEIAEEQGK Unmodified _FKDTVEEIAEEQGK_ B6TQB3_MAIZE 2 811.89904 1621.7835 0.98826 0.081447 1.0545 62.253 62.253 2.00E-19 83.89 386940

13894 FKDTVEEIAEQQGK Unmodified _FKDTVEEIAEQQGK_ B4FFF1_MAIZE 3 541.27378 1620.7995 -0.020232 -0.27172 -0.3015 61.897 61.897 5.17E-02 29.28 1993500

13895 FKDTVEEIAEQQGK Unmodified _FKDTVEEIAEQQGK_ B4FFF1_MAIZE 2 811.40703 1620.7995 0.99466 -0.17053 0.8143 61.892 61.892 3.40E-25 80.28 1130400

13896 FKDTVEEIAEQQGK Unmodified _FKDTVEEIAEQQGK_ B4FFF1_MAIZE 3 541.27378 1620.7995 -0.057986 -0.14563 -0.21293 60.466 60.466 5.17E-02 26.92 4142100

13897 FKDTVEEIAEQQGK Unmodified _FKDTVEEIAEQQGK_ B4FFF1_MAIZE 2 811.40703 1620.7995 0.91732 0.041932 0.94911 60.468 60.468 3.40E-25 77.59 1689100

13898 FKDTVEEIAEQQGK Unmodified _FKDTVEEIAEQQGK_ B4FFF1_MAIZE 3 541.27378 1620.7995 -0.041114 -0.40942 -0.46035 63.148 63.148 1.00E+00 6.83 177770

13899 FKEDEEKEQLAK Unmodified _FKEDEEKEQLAK_ B6T8F0_MAIZE 3 498.58759 1492.7409 -0.12168 -0.19526 -0.34914 35.008 35.008 4.78E-08 40.46 2491000

13900 FKEDEEKEQLAK Unmodified _FKEDEEKEQLAK_ B6T8F0_MAIZE 4 374.19251 1492.7409 0.76301 -0.45518 0.2756 35.01 35.01 4.50E-01 25.15 1744400

13901 FKEEEEKEQLAK Unmodified _FKEEEEKEQLAK_ B4FUH1_MAIZE 3 503.25947 1506.7566 -0.09503 -0.27189 -0.40497 34.902 34.902 1.76E-12 52.15 1840900
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13902 FKEEIVPVHTK Unmodified _FKEEIVPVHTK_ B6TR05_MAIZE 4 332.44086 1325.7343 1.2596 -0.28027 0.97361 48.306 48.306 1.00E+00 11.24 405480

13903 FKEEIVPVHTK Unmodified _FKEEIVPVHTK_ B6TR05_MAIZE 4 332.44086 1325.7343 1.3072 0.013228 1.3139 48.596 48.596 1.15E-01 25.53 4764400

13904 FKEEIVPVHTK Unmodified _FKEEIVPVHTK_ B6TR05_MAIZE 3 442.91872 1325.7343 0.034865 0.32475 0.35171 48.601 48.601 1.00E+00 7.47 1925900

13905 FKEIVVDQVGDR Unmodified _FKEIVVDQVGDR_ ADF3_MAIZE B 3 468.9209 1403.7409 -0.22382 -0.027334 -0.24155 60.531 60.531 6.54E-02 38.63 245790

13906 FKEIVVDQVGDR Unmodified _FKEIVVDQVGDR_ ADF3_MAIZE B 2 702.87772 1403.7409 0.67591 0.002586 0.68796 60.557 60.557 1.11E-04 48.14 28624

13907 FKEIVVDQVGDR Unmodified _FKEIVVDQVGDR_ ADF3_MAIZE B 3 468.9209 1403.7409 -0.23713 -0.003095 -0.23193 61.849 61.849 3.25E-03 46.14 4337900

13908 FKEIVVDQVGDR Unmodified _FKEIVVDQVGDR_ ADF3_MAIZE B 2 702.87772 1403.7409 0.61188 -0.31868 0.30165 61.854 61.854 2.05E-12 60.07 773950

13909 FKELPPYDPDWYYIR Unmodified _FKELPPYDPDWYYIR_ B4FD90_MAIZE 3 667.99636 2000.9672 0.5855 0.026024 0.59727 94.21 94.21 1.00E+00 1.69 511020

13910 FKELPPYDPDWYYIR Unmodified _FKELPPYDPDWYYIR_ B4FD90_MAIZE 3 667.99636 2000.9672 0.56078 -0.025617 0.52171 95.757 95.757 2.88E-04 36.91 399660

13911 FKELVEEIAESLTK Unmodified _FKELVEEIAESLTK_ B6T5R1_MAIZE 3 545.96618 1634.8767 0.042094 -0.05091 -0.03329 114.51 114.51 9.21E-03 27.01 625540

13912 FKELVEEIAESLTK Unmodified _FKELVEEIAESLTK_ B6T5R1_MAIZE 2 818.44563 1634.8767 1.0264 0.24758 1.2483 114.44 114.44 8.77E-41 74.37 270250

13913 FKELVEEIAESLTK Unmodified _FKELVEEIAESLTK_ B6T5R1_MAIZE 3 545.96618 1634.8767 0.053131 -0.32424 -0.29593 123.01 123.01 1.00E+00 4.7 21230

13914 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 1.266 -0.039506 1.2003 55.942 55.942 3.22E-01 34.05 1946900

13915 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 2 504.26908 1006.5236 -0.0054272 0.009177 -0.022814 55.93 55.93 8.04E-02 29.79 882530

13916 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 1.1411 -0.067511 1.0479 56.866 56.866 3.22E-01 33.94 862480

13917 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 -2.5017 58.341 58.341 2.64E-01 22.53

13918 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 -1.3095 57.738 57.738 3.76E-01 17.95

13919 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 -2.7997 58.041 58.041 1.63E-01 20.45

13920 FKEWEIR Unmodified _FKEWEIR_ B6SV64_MAIZE 3 336.51515 1006.5236 1.373 58.528 58.528 3.76E-01 16.58

13921 FKGEWLVK Unmodified _FKGEWLVK_ B6TUV0_MAIZE 2 503.78965 1005.5648 -0.071592 0.29438 0.21194 59.272 59.272 5.06E-02 32.85 634080

13922 FKLEEAMAGK Oxidation (M) _FKLEEAM(ox)AGK_ B4FN54_MAIZE 2 570.2919 1138.5692 0.076329 -0.10586 -0.058001 46.233 46.233 1.43E-02 15.9 848200

13923 FKNENVGVK Unmodified _FKNENVGVK_ B4F9B5_MAIZE 3 345.52582 1033.5556 1.2366 -0.92297 0.30461 30.848 30.848 8.82E-01 9.01 25818

13924 FKNENVGVK Unmodified _FKNENVGVK_ B4F9B5_MAIZE 3 345.52582 1033.5556 1.1579 -0.24547 0.9013 31.443 31.443 1.96E-01 30.29 374200

13925 FKNENVGVK Unmodified _FKNENVGVK_ B4F9B5_MAIZE 3 345.52582 1033.5556 1.1622 -0.30321 0.84925 29.277 29.277 1.96E-01 25.16 997060

13926 FKNENVGVK Unmodified _FKNENVGVK_ B4F9B5_MAIZE 2 517.7851 1033.5556 -0.036604 -0.026497 -0.073944 29.272 29.272 3.32E-02 29.37 481290

13927 FKPDLVITEK Unmodified _FKPDLVITEK_ B6UCD0_MAIZE 2 595.34499 1188.6754 0.19676 0.096476 0.28417 62.036 62.036 3.43E-01 21.66 176750

13928 FKPDLVITEK Unmodified _FKPDLVITEK_ B6UCD0_MAIZE 2 595.34499 1188.6754 0.26594 -0.097948 0.15989 63.207 63.207 3.43E-01 19.12 366820

13929 FKPDLVITEK Unmodified _FKPDLVITEK_ B6UCD0_MAIZE 2 595.34499 1188.6754 0.18725 0.018907 0.19814 62.935 62.935 4.40E-02 37.94 1636000

13930 FKPDLVITEK Unmodified _FKPDLVITEK_ B6UCD0_MAIZE 3 397.23242 1188.6754 0.28376 -0.071109 0.20453 62.929 62.929 1.00E+00 21.42 2862300

13931 FKPFLLQALNELQD Unmodified _FKPFLLQALNELQD_ B6TBI6_MAIZE 2 838.45633 1674.8981 1.1915 0.84561 2.0237 121.08 121.08 1.49E-02 18.83 425760

13932 FKPFLLQALNELQD Unmodified _FKPFLLQALNELQD_ B6TBI6_MAIZE 2 838.45633 1674.8981 1.2211 1.5062 2.7128 121.92 121.92 3.56E-04 42.02 255680

13933 FKPFLLQALNELQD Unmodified _FKPFLLQALNELQD_ B6TBI6_MAIZE 2 838.45633 1674.8981 1.0952 0.34428 1.4268 122.34 122.34 3.49E-01 3.84 74597

13934 FKPFLLQALNELQD Unmodified _FKPFLLQALNELQD_ B6TBI6_MAIZE 2 838.45633 1674.8981 1.0802 0.36343 1.43 122.12 122.12 7.64E-09 30.7 502310

13935 FKTDEEEVIAGLDR Unmodified _FKTDEEEVIAGLDR_ B6TI78_MAIZE 2 811.40703 1620.7995 1.0414 -0.11757 0.91432 74.106 74.106 2.09E-30 70.47 539740
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13936 FKTEVYDK Unmodified _FKTEVYDK_ B6UDA6_MAIZE 3 343.84656 1028.5179 1.0047 0.11252 1.1081 41.181 41.181 2.47E-01 10.52 97936

13937 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.10482 -0.11496 -0.014734 52.056 52.056 3.57E-04 48.9 1647500

13938 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.078034 0.23854 0.31116 51.859 51.859 1.67E-02 22.86 257060

13939 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.19941 -1.0556 -0.85789 54.168 54.168 3.57E-04 34.85 457420

13940 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.17056 0.21266 0.37908 53.383 53.383 1.00E+00 0.98 407670

13941 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.044824 -0.41505 -0.37355 54.781 54.781 3.57E-04 44.4 1004500

13942 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 0.080106 0.53325 0.60798 52.422 52.422 4.48E-03 42.11 1239800

13943 FLADGSGAYTK Unmodified _FLADGSGAYTK_ B4FN24_MAIZE 2 565.27985 1128.5451 -0.025378 0.003987 -0.024799 55.385 55.385 5.66E-08 58.95 17270000

13944 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.047749 -0.086435 -0.15215 70.301 70.301 1.01E-02 28.15 5228800

13945 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.11614 -0.1262 -0.25822 71.758 71.758 3.39E-01 24.58 35542

13946 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.16079 -0.048973 -0.22769 70.764 70.764 3.21E-03 36.59 2459700

13947 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.055657 -0.1734 -0.24743 71.62 71.62 1.01E-02 34.21 3240500

13948 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.072464 -0.081485 -0.17149 71.115 71.115 3.21E-03 36.79 2397700

13949 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.15155 -0.067145 -0.23564 71.265 71.265 3.21E-03 32.5 5678000

13950 FLAIDAVEK Unmodified _FLAIDAVEK_ TKTC_MAIZE 2 503.2844 1004.5542 -0.018427 -0.21032 -0.2458 71.62 71.62 3.39E-01 15.78 626640

13951 FLALDVVK Unmodified _FLALDVVK_ Q9FQA3_MAIZE 2 452.77875 903.54295 -0.083245 0.10728 0.022407 79.325 79.325 1.90E-02 42.39 5669200

13952 FLANVDPVDVAR Unmodified _FLANVDPVDVAR_ B4G0N0_MAIZE 2 658.35388 1314.6932 0.48464 0.74117 1.2295 77.144 77.144 1.11E-04 56.06 3166900

13953 FLANVDPVDVAR Unmodified _FLANVDPVDVAR_ B4G0N0_MAIZE 2 658.35388 1314.6932 0.47361 -0.10471 0.3732 77.558 77.558 1.68E-09 69.04 1859400

13954 FLANVDPVDVAR Unmodified _FLANVDPVDVAR_ B4G0N0_MAIZE 2 658.35388 1314.6932 0.48608 -0.076391 0.41364 78.089 78.089 2.05E-12 56.92 2642800

13955 FLANVDPVDVAR Unmodified _FLANVDPVDVAR_ B4G0N0_MAIZE 2 658.35388 1314.6932 0.50798 0.042061 0.55521 77.71 77.71 1.68E-09 52.44 1117500

13956 FLANVDPVDVAR Unmodified _FLANVDPVDVAR_ B4G0N0_MAIZE 2 658.35388 1314.6932 0.4299 -0.13815 0.29611 77.531 77.531 2.05E-12 65.86 5961600

13957 FLASEQDASAR Unmodified _FLASEQDASAR_ B6UCF6_MAIZE 2 597.79111 1193.5677 0.2373 -0.10103 0.11633 43.576 43.576 1.62E-12 92.7 3652000

13958 FLASEQDASAR Unmodified _FLASEQDASAR_ B6UCF6_MAIZE 2 597.79111 1193.5677 0.20189 -0.48402 -0.3022 42.943 42.943 6.35E-09 77.74 1309300

13959 FLASEQDASAR Unmodified _FLASEQDASAR_ B6UCF6_MAIZE 2 597.79111 1193.5677 0.24169 -0.2423 -0.019672 45.725 45.725 3.60E-06 61.35 1264100

13960 FLASEQDASAR Unmodified _FLASEQDASAR_ B6UCF6_MAIZE 2 597.79111 1193.5677 0.23578 -0.45935 -0.2425 44.907 44.907 6.35E-09 70.1 1457300

13961 FLAVDAVK Unmodified _FLAVDAVK_ B6TLM5_MAIZE 2 431.75528 861.496 0.051578 0.002946 0.05189 60.379 60.379 1.65E-01 18.34 5169200

13962 FLCFPEVFSFIGSK Unmodified _FLCFPEVFSFIGSK_ B4FVC7_MAIZE 2 839.4209 1676.8272 1.0433 0.17265 1.2306 124.93 124.93 2.96E-06 37.5 555490

13963 FLCLELSHVDVPVFK Unmodified _FLCLELSHVDVPVFK_ B6U5D4_MAIZE 3 601.65517 1801.9437 0.2699 0.034521 0.31636 108.08 108.08 1.95E-05 50.54 300200

13964 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 1.1063 0.080707 1.1972 66.815 66.815 2.69E-02 26.39 793740

13965 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 0.92059 0.042175 0.97623 71.626 71.626 5.41E-01 17.38 25693

13966 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 0.96689 -0.39458 0.58612 68.13 68.13 2.47E-01 22.64 131580

13967 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 1.0909 -0.25664 0.84697 68.8 68.8 3.42E-02 30.71 233920

13968 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 1.0381 -0.40371 0.64845 68.352 68.352 3.42E-02 28.97 346810

13969 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 0.9806 -0.46361 0.5296 68.522 68.522 1.05E-01 27.1 428500
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13970 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 1.0802 -0.18096 0.91097 68.348 68.348 1.05E-01 22.94 780160

13971 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 1.0588 -0.51443 0.55868 68.379 68.379 3.42E-02 25.12 1573200

13972 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 3 350.51649 1048.5277 0.97123 -0.85402 0.13175 68.054 68.054 1.05E-01 22.48 15117000

13973 FLCLHGFR Unmodified _FLCLHGFR_ B6UG11_MAIZE 2 525.2711 1048.5277 -0.080954 -0.073879 -0.14189 68.038 68.038 3.48E-02 35.46 1793900

13974 FLDDDRK Unmodified _FLDDDRK_ B6UCD5_MAIZE 3 303.48726 907.43995 1.4009 -0.11871 1.2773 34.603 34.603 1.08E-01 41.12 199400

13975 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 0.019361 0.1279 0.14197 38.709 38.709 8.04E-02 48.43 4327700

13976 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.38822 -0.34305 -0.73488 38.513 38.513 9.32E-03 42.52 14287000

13977 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.17911 0.18871 0.0037574 39.852 39.852 8.04E-02 37.25 325160

13978 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.1408 0.53244 0.38482 37.689 37.689 1.86E-01 34.4 261660

13979 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 0.013941 -0.027428 -0.020489 40.599 40.599 1.86E-01 40.48 331690

13980 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.22506 39.814 39.814 3.43E-02 46.28

13981 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.010702 0.30663 0.28868 40.559 40.559 8.04E-02 27.46 988490

13982 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 0.014748 -0.12484 -0.11639 40.628 40.628 8.04E-02 28.94 665080

13983 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.033011 0.54411 0.50314 41.459 41.459 8.04E-02 34.27 1208100

13984 FLDDQNR Unmodified _FLDDQNR_ B4FW18_MAIZE 2 454.21705 906.41954 -0.025901 0.27173 0.23893 38.603 38.603 1.86E-01 26.06 1426400

13985 FLDELAK Unmodified _FLDELAK_ B4FAQ9_MAIZE 2 418.23164 834.44872 0.025231 0.12654 0.12831 65.035 65.035 4.49E-02 43.16 160320

13986 FLDELAK Unmodified _FLDELAK_ B4FAQ9_MAIZE 2 418.23164 834.44872 0.17183 0.72583 0.873 64.436 64.436 1.00E+00 10.78 72984

13987 FLDELAK Unmodified _FLDELAK_ B4FAQ9_MAIZE 2 418.23164 834.44872 0.09088 -0.34146 -0.27497 64.609 64.609 9.32E-03 38.5 18269000

13988 FLDELAK Unmodified _FLDELAK_ B4FAQ9_MAIZE 2 418.23164 834.44872 -0.049858 -0.36112 -0.43285 66.838 66.838 9.32E-03 45.92 6854900

13989 FLDFGAAEFR Unmodified _FLDFGAAEFR_ B6T8Y6_MAIZE 2 586.79038 1171.5662 0.10077 0.31717 0.41641 96.393 96.393 1.84E-04 44.6 117980

13990 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 -0.049292 0.5357 0.48648 78.676 78.676 1.62E-03 69.3 1098800

13991 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 0.10717 0.32673 0.43513 78.085 78.085 1.84E-04 35.88 627820

13992 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 0.16785 0.41451 0.58197 78.807 78.807 4.40E-05 52.93 511790

13993 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 0.2021 0.725 0.92761 78.423 78.423 1.84E-04 23.65 533360

13994 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 0.15595 0.6691 0.82561 78.328 78.328 1.84E-04 47.58 413810

13995 FLDGIYVSDK Unmodified _FLDGIYVSDK_ B6SI39_MAIZE 2 578.79787 1155.5812 0.095363 0.25465 0.35054 78.195 78.195 4.40E-05 58.99 2134100

13996 FLDGIYVSDKGPIFDEQ Unmodified _FLDGIYVSDKGPIFDEQ_ B6TH42_MAIZE 2 971.97528 1941.936 1.1578 -0.29861 0.86423 105.4 105.4 5.62E-03 16.19 279490

13997 FLDILQDLHGDDLK Unmodified _FLDILQDLHGDDLK_ CAPP2_MAIZE 3 547.95427 1640.841 0.11645 -0.052911 0.063375 103.38 103.38 9.21E-03 28.23 476780

13998 FLDILQDLHGDDLK Unmodified _FLDILQDLHGDDLK_ CAPP2_MAIZE 3 547.95427 1640.841 -0.0329 -0.078707 -0.1119 104.07 104.07 3.82E-03 27.27 353780

13999 FLDILQDLHGDDLK Unmodified _FLDILQDLHGDDLK_ CAPP2_MAIZE 3 547.95427 1640.841 0.10205 -0.012743 0.089996 104.13 104.13 1.87E-13 42.43 441730

14000 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 3 558.64225 1672.9049 0.10274 0.19083 0.29047 95.6 95.6 4.16E-13 43.59 3563900

14001 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 2 837.45974 1672.9049 1.0962 -0.001649 1.093 95.597 95.597 2.96E-06 43.93 269370

14002 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 3 558.64225 1672.9049 0.016008 0.43089 0.44445 96.765 96.765 1.79E-03 40.99 1884800

14003 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 3 558.64225 1672.9049 0.09179 0.46184 0.54988 96.737 96.737 4.40E-03 26.35 1548400
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14004 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 3 558.64225 1672.9049 0.12078 -0.14427 -0.025615 99.648 99.648 1.10E-02 24.04 144200

14005 FLDILQDLHGPHLR Unmodified _FLDILQDLHGPHLR_ Q9SAZ6_MAIZE 3 558.64225 1672.9049 0.062557 0.003777 0.064824 108.49 108.49 2.26E-02 18.72 91553

14006 FLDLDTGIIATNK Unmodified _FLDLDTGIIATNK_ Q94G04_MAIZE 2 710.88775 1419.7609 0.69425 0.20781 0.89778 93.029 93.029 2.50E-15 65.7 689350

14007 FLDLMR Oxidation (M) _FLDLM(ox)R_ B6T4U8_MAIZE 2 405.71256 809.41056 0.091715 0.17971 0.26281 64.276 64.276 4.12E-01 24.17 583120

14008 FLDLMR Unmodified _FLDLMR_ B6T4U8_MAIZE 2 397.7151 793.41565 0.17202 0.12415 0.28026 78.205 78.205 5.26E-01 32.38 449100

14009 FLDMFGNVVMDIPR 2 Oxidation (M) _FLDM(ox)FGNVVM(ox)DIPR_ PPDK1_MAIZE 2 843.40493 1684.7953 1.0815 -0.69821 0.39544 103.89 103.89 3.24E-07 39.99 214490

14010 FLDMFGNVVMDIPR 2 Oxidation (M) _FLDM(ox)FGNVVM(ox)DIPR_ PPDK1_MAIZE 2 843.40493 1684.7953 -0.9289 103.36 103.36 4.96E-05 25.92

14011 FLDTYSSPDFAGFSCTIPHK Unmodified _FLDTYSSPDFAGFSCTIPHK_ B4FAK2_MAIZE 3 764.02101 2289.0412 0.88789 -0.035408 0.86509 94.794 94.794 5.05E-05 33.17 833700

14012 FLDVVER Unmodified _FLDVVER_ B6TNK2_MAIZE 2 439.24254 876.47052 0.024773 -2.0759 -2.0445 64.687 64.687 9.32E-03 38.92 3008100

14013 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 0.057012 0.56205 0.61588 95.578 95.578 2.81E-03 35.03 3744100

14014 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 -0.018664 0.27801 0.25644 96.112 96.112 2.81E-03 46.88 1632200

14015 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 0.071103 -0.054919 0.014425 96.35 96.35 1.62E-03 44.2 1847400

14016 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 0.06282 0.36178 0.42207 96.187 96.187 1.45E-01 21.3 1315700

14017 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 0.023308 0.050563 0.071468 95.805 95.805 1.62E-03 49.14 627270

14018 FLDWLSGGAK Unmodified _FLDWLSGGAK_ B4G1P9_MAIZE 2 547.28747 1092.5604 0.04115 0.22204 0.2619 97.269 97.269 1.25E-02 29.09 76245

14019 FLEAALR Unmodified _FLEAALR_ B4FCA4_MAIZE 2 410.2398 818.46504 0.14637 0.49078 0.603 72.855 72.855 1.00E+00 12.65 1142100

14020 FLEAALR Unmodified _FLEAALR_ B4FCA4_MAIZE 2 410.2398 818.46504 0.22595 0.11457 0.30635 62.065 62.065 1.86E-01 29.91 7640300

14021 FLEAALR Unmodified _FLEAALR_ B4FCA4_MAIZE 2 410.2398 818.46504 0.29393 -0.63898 -0.37613 49.565 49.565 1.00E+00 4.37 530800

14022 FLEDHPGGDDVLLSSTAK Unmodified _FLEDHPGGDDVLLSSTAK_ B4FKH7_MAIZE 3 634.31442 1899.9214 0.33374 -0.23551 0.10432 74.787 74.787 4.24E-03 40.48 1046700

14023 FLEDHPGGDDVLLSSTAK Unmodified _FLEDHPGGDDVLLSSTAK_ B4FKH7_MAIZE 2 950.96799 1899.9214 1.1563 0.093973 1.2551 74.772 74.772 8.94E-06 35.38 147410

14024 FLEENIDIK Unmodified _FLEENIDIK_ B4FDS5_MAIZE 2 560.79787 1119.5812 0.10706 -0.29478 -0.21359 70.973 70.973 3.32E-02 10.27 877990

14025 FLEGASSIDNHFYSSSFEK Unmodified _FLEGASSIDNHFYSSSFEK_ B4G0N0_MAIZE 3 722.33225 2163.9749 0.72347 -0.30183 0.41508 83.305 83.305 7.02E-03 22.12 396360

14026 FLEGASSIDNHFYSSSFEK Unmodified _FLEGASSIDNHFYSSSFEK_ B4G0N0_MAIZE 3 722.33225 2163.9749 0.69379 -0.38402 0.30235 83.69 83.69 9.57E-01 1.72 501350

14027 FLEGASSIDNHFYSSSFEK Unmodified _FLEGASSIDNHFYSSSFEK_ B4G0N0_MAIZE 3 722.33225 2163.9749 0.69222 -0.62456 0.061445 83.26 83.26 2.77E-04 34.07 1393200

14028 FLENFCGDQVR Unmodified _FLENFCGDQVR_ Q8W0Q2_MAIZE 2 692.81934 1383.6241 0.64586 -0.085508 0.57163 71.652 71.652 4.48E-03 38.51 635980

14029 FLENFCGDQVR Unmodified _FLENFCGDQVR_ Q8W0Q2_MAIZE 2 692.81934 1383.6241 0.63286 -0.16489 0.47878 72.843 72.843 3.57E-04 45.29 331450

14030 FLENFCGDQVR Unmodified _FLENFCGDQVR_ Q8W0Q2_MAIZE 2 692.81934 1383.6241 0.6481 -0.050264 0.60949 72.475 72.475 5.66E-08 70.72 409920

14031 FLENFCGDQVR Unmodified _FLENFCGDQVR_ Q8W0Q2_MAIZE 2 692.81934 1383.6241 0.62542 -0.19428 0.44289 72.907 72.907 6.35E-09 55.33 2601900

14032 FLEPGGPGEAAR Unmodified _FLEPGGPGEAAR_ B6U0X3_MAIZE 2 600.80402 1199.5935 0.26062 0.094532 0.34474 54.085 54.085 1.11E-04 44.69 1207100

14045 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.28815 -0.22172 0.041299 73.062 73.062 2.47E-03 25.71 9063300

14046 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 2 613.38699 1224.7594 0.31103 0.17917 0.46516 73.062 73.062 2.81E-03 31.59 1740100

14047 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.14351 -0.13051 -0.011629 74.068 74.068 3.11E-02 25.36 2980900

14048 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.26927 -0.045487 0.19778 74.452 74.452 2.47E-03 25.15 3273400

14049 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 2 613.38699 1224.7594 0.32134 0.17741 0.47273 74.454 74.454 1.45E-01 9.74 557160
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14050 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.2496 0.039986 0.26334 74.118 74.118 1.65E-04 35.34 2271300

14051 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.22068 0.55221 0.74731 74.06 74.06 9.79E-02 15.77 853450

14052 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.21874 0.19304 0.38576 74.258 74.258 1.65E-04 35.6 14140000

14053 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 2 613.38699 1224.7594 0.28093 0.020757 0.27629 74.255 74.255 1.84E-04 29.31 2439100

14054 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.24173 0.23433 0.4489 74.183 74.183 9.79E-02 20.25 887850

14055 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.29833 -0.12399 0.14869 74.463 74.463 2.47E-03 26.21 887410

14056 FLERPLLLPK Unmodified _FLERPLLLPK_ B6TJ78_MAIZE 3 409.26042 1224.7594 0.083787 -0.75417 -0.69443 76.712 76.712 9.29E-03 18.44 229710

14057 FLEWTDDLEGFVLK Unmodified _FLEWTDDLEGFVLK_ B6TC70_MAIZE 2 856.43252 1710.8505 1.0992 -0.66781 0.43504 124.17 124.17 6.31E-03 16.15 179260

14058 FLFDFLDIGR Unmodified _FLFDFLDIGR_ B4FY79_MAIZE 2 621.82951 1241.6445 0.46746 0.55982 1.0347 126.11 126.11 4.40E-02 25.21 124340

14059 FLFDFLDIGR Unmodified _FLFDFLDIGR_ B4FY79_MAIZE 2 621.82951 1241.6445 0.40786 0.20032 0.61599 126.13 126.13 5.76E-06 47.97 424870

14060 FLFIPAFYFTAK Unmodified _FLFIPAFYFTAK_ B4FZG7_MAIZE 2 732.89993 1463.7853 0.85014 0.27691 1.125 123.23 123.23 1.60E-02 12.61 343870

14061 FLGLMR Oxidation (M) _FLGLM(ox)R_ B4FNQ8_MAIZE 2 376.70982 751.40508 0.43894 -0.02782 0.40391 62.826 62.826 1.00E+00 13.66 241480

14062 FLGLMR Oxidation (M) _FLGLM(ox)R_ B4FNQ8_MAIZE 2 376.70982 751.40508 0.41662 0.13987 0.54879 63.518 63.518 4.12E-01 27.26 325040

14063 FLGLMR Unmodified _FLGLMR_ B4FNQ8_MAIZE 2 368.71236 735.41017 0.52933 0.062733 0.5789 73.218 73.218 9.46E-01 11.44 201420

14064 FLGLVDR Unmodified _FLGLVDR_ B6TW88_MAIZE 2 410.2398 818.46504 0.091116 0.16255 0.25805 72.136 72.136 4.49E-02 24.02 95443

14065 FLGNSLEIYPVGR Unmodified _FLGNSLEIYPVGR_ B4FPC4_MAIZE 2 732.89591 1463.7773 0.7814 -0.1323 0.64059 90.662 90.662 1.00E-11 59.24 703920

14066 FLGNSLEIYPVGR Unmodified _FLGNSLEIYPVGR_ B4FPC4_MAIZE 2 732.89591 1463.7773 0.80869 -0.21605 0.58419 91.17 91.17 1.47E-03 49.8 309430

14067 FLGNSLEIYPVGR Unmodified _FLGNSLEIYPVGR_ B4FPC4_MAIZE 2 732.89591 1463.7773 0.78523 -0.43065 0.34683 91.254 91.254 6.20E-03 64.64 1122800

14068 FLGNSVEIYPVGR Unmodified _FLGNSVEIYPVGR_ B6U9K5_MAIZE 2 725.88808 1449.7616 0.75999 -0.016642 0.7417 83.234 83.234 1.47E-03 32.92 1223400

14069 FLGNSVEIYPVGR Unmodified _FLGNSVEIYPVGR_ B6U9K5_MAIZE 2 725.88808 1449.7616 0.74641 0.13665 0.88111 83.803 83.803 6.20E-03 32.89 357320

14070 FLGNSVEIYPVGR Unmodified _FLGNSVEIYPVGR_ B6U9K5_MAIZE 2 725.88808 1449.7616 0.74724 -0.055873 0.68927 84.151 84.151 4.68E-05 32.02 581870

14071 FLGNSVEIYPVGR Unmodified _FLGNSVEIYPVGR_ B6U9K5_MAIZE 2 725.88808 1449.7616 0.79394 0.044352 0.83601 83.833 83.833 1.47E-03 50.03 390790

14072 FLGNSVEIYPVGR Unmodified _FLGNSVEIYPVGR_ B6U9K5_MAIZE 2 725.88808 1449.7616 0.74522 -0.024484 0.71868 84.116 84.116 2.61E-08 59.43 2350300

14073 FLGYEVEYVR Unmodified _FLGYEVEYVR_ B6SH65_MAIZE 2 637.82442 1273.6343 0.49237 -0.66184 -0.17766 81.63 81.63 1.00E+00 14.19 333250

14074 FLGYEVEYVR Unmodified _FLGYEVEYVR_ B6SH65_MAIZE 2 637.82442 1273.6343 0.3551 -0.43872 -0.09204 82.115 82.115 1.45E-01 23.6 192510

14075 FLGYEVEYVR Unmodified _FLGYEVEYVR_ B6SH65_MAIZE 2 637.82442 1273.6343 0.41285 -0.74306 -0.33843 82.588 82.588 1.62E-03 21.66 243950

14076 FLGYEVEYVR Unmodified _FLGYEVEYVR_ B6SH65_MAIZE 2 637.82442 1273.6343 0.3866 -1.1443 -0.76457 81.978 81.978 1.45E-01 20.12 621840

14077 FLHDPSK Unmodified _FLHDPSK_ B4FAL8_MAIZE 2 422.2216 842.42865 0.33386 -1.0659 -0.73458 31.884 31.884 1.00E+00 5.19 24943

14078 FLHDPSK Unmodified _FLHDPSK_ B4FAL8_MAIZE 2 422.2216 842.42865 0.22439 -0.042975 0.17706 31.607 31.607 8.04E-02 25.08 53722

14079 FLHDPSK Unmodified _FLHDPSK_ B4FAL8_MAIZE 2 422.2216 842.42865 0.19318 0.4982 0.68684 31.787 31.787 1.86E-01 20.88 105720

14080 FLHEVAFK Unmodified _FLHEVAFK_ B4F7U1_MAIZE 3 330.85176 989.53345 1.3013 -0.28352 1.013 58.014 58.014 2.00E-02 33.91 2125400

14081 FLHICSNETIHGVEFK Unmodified _FLHICSNETIHGVEFK_ B4FRI1_MAIZE 4 483.49245 1929.9407 -0.045139 -0.091665 -0.13297 74.047 74.047 1.13E-04 28.06 2280800

14082 FLHICSNETIHGVEFK Unmodified _FLHICSNETIHGVEFK_ B4FRI1_MAIZE 3 644.32085 1929.9407 0.48114 0.22907 0.71303 74.074 74.074 1.08E-05 29.19 961820

14083 FLHICSNETIHGVEFK Unmodified _FLHICSNETIHGVEFK_ B4FRI1_MAIZE 4 483.49245 1929.9407 -0.14103 0.39411 0.25522 74.012 74.012 1.13E-04 29.82 4922900
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14084 FLHICSNETIHGVEFK Unmodified _FLHICSNETIHGVEFK_ B4FRI1_MAIZE 3 644.32085 1929.9407 0.38526 -0.070151 0.31797 73.971 73.971 9.16E-07 33.58 2836500

14085 FLHIIENSPVYPVIYDSNR Unmodified _FLHIIENSPVYPVIYDSNR_ B6SHI1_MAIZE 3 759.39518 2275.1637 0.86679 -0.10212 0.75485 96.936 96.936 7.51E-03 27.37 191230

14086 FLIDGFPR Unmodified _FLIDGFPR_ B4FM96_MAIZE 2 482.76618 963.5178 -0.13706 0.029712 -0.10259 88.171 88.171 1.90E-02 38.31 4455800

14087 FLIDGFPR Unmodified _FLIDGFPR_ B4FM96_MAIZE 2 482.76618 963.5178 -0.14766 0.20304 0.059981 89.487 89.487 1.65E-01 14.53 69486

14088 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.1992 -0.13626 1.0606 122.74 122.74 5.13E-03 26.03 681630

14089 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.1732 -0.46252 0.70922 123.18 123.18 5.48E-24 61.77 354720

14090 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.1823 0.072318 1.2517 123.64 123.64 5.48E-24 67.64 637710

14091 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.2253 -0.12932 1.0941 124.17 124.17 1.51E-46 101.85 284230

14092 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.2139 0.14499 1.3565 124.47 124.47 5.36E-73 105.38 3180800

14093 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 3 702.02984 2103.0677 0.7431 0.40556 1.146 131.47 131.47 6.35E-01 7.48 243610

14094 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.3854 0.35135 1.7345 132.63 132.63 5.89E-20 62.51 52637

14095 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.3424 0.24199 1.5816 136.76 136.76 1.30E-03 40.46 472280

14096 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 3 702.02984 2103.0677 0.74611 0.19301 0.93621 136.89 136.89 8.15E-52 68.32 346240

14097 FLIGDIEASQGAFQYFGLK Unmodified _FLIGDIEASQGAFQYFGLK_ Q5EUE1_MAIZE 2 1052.5411 2103.0677 1.2379 -0.019493 1.2157 124.35 124.35 5.63E-03 24.58 500610

14098 FLILPSLLSGR Unmodified _FLILPSLLSGR_ B4FAL8_MAIZE 2 608.37662 1214.7387 0.2683 0.27974 0.53349 112.03 112.03 3.60E-06 40.09 2981500

14099 FLILPSLLSGR Unmodified _FLILPSLLSGR_ B4FAL8_MAIZE 2 608.37662 1214.7387 0.2921 0.29631 0.57441 112.06 112.06 5.66E-08 61.16 2432800

14100 FLILPSLLSGR Unmodified _FLILPSLLSGR_ B4FAL8_MAIZE 2 608.37662 1214.7387 0.2057 0.33951 0.53065 111.85 111.85 5.66E-08 61.24 5059000

14101 FLILPSLLSGR Unmodified _FLILPSLLSGR_ B4FAL8_MAIZE 2 608.37662 1214.7387 0.21792 0.25488 0.45948 112.24 112.24 6.35E-09 73.26 18130000

14102 FLILPSLLSGR Unmodified _FLILPSLLSGR_ B4FAL8_MAIZE 2 608.37662 1214.7387 0.30271 0.41808 0.70667 113.2 113.2 3.57E-04 28.69 165770

14103 FLISIGK Unmodified _FLISIGK_ B6TJ63_MAIZE 2 389.24709 776.47963 0.47445 -0.19081 0.26736 74.974 74.974 4.46E-01 24.69 2832600

14104 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.5917 0.24281 0.81807 64.077 64.077 5.26E-01 27.66 1804900

14105 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.41354 0.035383 0.43582 65.691 65.691 1.00E+00 3.5 45796

14106 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.43564 0.11772 0.53722 64.799 64.799 9.46E-01 20.77 572490

14107 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.54419 -0.003227 0.5268 65.978 65.978 1.00E+00 18.35 1053800

14108 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.52682 0.060671 0.57307 65.389 65.389 5.26E-01 24.83 924330

14109 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.44756 0.32651 0.75872 65.703 65.703 5.26E-01 26.17 1133000

14110 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.56612 0.19373 0.74312 65.664 65.664 5.26E-01 19.28 847480

14111 FLIYGR Unmodified _FLIYGR_ B6UIE1_MAIZE 2 384.72378 767.43301 0.50187 -0.025999 0.45989 65.865 65.865 5.26E-01 18.83 18784000

14112 FLKDHIEADQIVSWLK Unmodified _FLKDHIEADQIVSWLK_ Q5EUE0_MAIZE 3 648.01928 1941.036 0.47069 -0.090577 0.37026 99.272 99.272 1.90E-03 34.39 623990

14113 FLKPSVAGFLLQK Unmodified _FLKPSVAGFLLQK_ Q8LLS4_MAIZE 3 483.2939 1446.8599 -0.013899 -0.031606 -0.053185 87.137 87.137 2.26E-05 41.25 392240

14114 FLKPSVAGFLLQK Unmodified _FLKPSVAGFLLQK_ Q8LLS4_MAIZE 3 483.2939 1446.8599 -0.092122 0.3507 0.2505 86.82 86.82 5.88E-01 12.32 437680

14115 FLKPYLLR Unmodified _FLKPYLLR_ B6SMG7_MAIZE 3 350.55506 1048.6433 0.43962 73.599 73.599 7.77E-02 17.58

14116 FLKPYLLR Unmodified _FLKPYLLR_ B6SMG7_MAIZE 3 350.55506 1048.6433 0.81789 -0.21102 0.58143 71.894 71.894 3.42E-02 26.26 640450

14117 FLLDDHPFYPTSCPLGITSR Unmodified _FLLDDHPFYPTSCPLGITSR_ B4FTL0_MAIZE 3 779.38418 2335.1307 0.97687 0.54263 1.5278 102.08 102.08 2.57E-09 44.33 624590
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14118 FLLDDHPFYPTSCPLGITSR Unmodified _FLLDDHPFYPTSCPLGITSR_ B4FTL0_MAIZE 3 779.38418 2335.1307 0.87799 -0.25005 0.63841 102.77 102.77 2.57E-09 47.76 181970

14119 FLLDDHPFYPTSCPLGITSR Unmodified _FLLDDHPFYPTSCPLGITSR_ B4FTL0_MAIZE 3 779.38418 2335.1307 0.92075 0.009907 0.94029 102.85 102.85 2.03E-12 44.31 393590

14120 FLLDDHPFYPTSCPLGITSR Unmodified _FLLDDHPFYPTSCPLGITSR_ B4FTL0_MAIZE 3 779.38418 2335.1307 0.94849 0.32165 1.2789 102.99 102.99 5.23E-29 52.38 259370

14121 FLLDDHPFYPTSCPLGITSR Unmodified _FLLDDHPFYPTSCPLGITSR_ B4FTL0_MAIZE 3 779.38418 2335.1307 0.93666 -0.076804 0.87011 103.23 103.23 5.23E-29 47 730890

14122 FLLEDVYR Unmodified _FLLEDVYR_ B6SGB6_MAIZE 2 527.78202 1053.5495 -0.0097674 -0.039116 -0.061783 85.968 85.968 2.34E-03 57.68 4286400

14123 FLLEDVYR Unmodified _FLLEDVYR_ B6SGB6_MAIZE 2 527.78202 1053.5495 -0.10456 0.072983 -0.04448 86.401 86.401 1.90E-02 54.05 1870000

14124 FLLEDVYR Unmodified _FLLEDVYR_ B6SGB6_MAIZE 2 527.78202 1053.5495 0.021374 0.44158 0.45007 86.483 86.483 1.90E-02 46.99 664640

14125 FLLEDVYR Unmodified _FLLEDVYR_ B6SGB6_MAIZE 2 527.78202 1053.5495 -0.1954 -1.2417 -1.4467 86.291 86.291 1.00E+00 2.45 3933900

14126 FLLEDVYR Unmodified _FLLEDVYR_ B6SGB6_MAIZE 2 527.78202 1053.5495 -0.10973 0.071118 -0.050369 87.612 87.612 7.88E-01 13.48 747330

14127 FLLELPAGMLDDEKGDFVGTAVR Oxidation (M) _FLLELPAGM(ox)LDDEKGDFVGTAVR_ B4FYW7_MAIZE 3 837.09295 2508.257 1.0413 0.12472 1.168 107.62 107.62 5.17E-06 22.74 770650

14128 FLLGWLMPPK Oxidation (M) _FLLGWLM(ox)PPK_ Q5YFA2_MAIZE 2 609.3412 1216.6678 0.3718 1.2075 1.5706 107.23 107.23 1.45E-01 6.85 368630

14129 FLLGWLMPPK Unmodified _FLLGWLMPPK_ Q5YFA2_MAIZE 2 601.34374 1200.6729 0.28116 0.37699 0.64899 115.73 115.73 1.62E-03 31.4 1008000

14130 FLLHVYPGETLSTEMWLDGQK Oxidation (M) _FLLHVYPGETLSTEM(ox)WLDGQK_ B4FP93_MAIZE 3 827.41039 2479.2093 1.0177 -0.39424 0.62429 104.23 104.23 9.19E-08 42.77 582780

14131 FLLNWFK Unmodified _FLLNWFK_ B6SKN2_MAIZE 2 484.27364 966.53272 -0.09941 0.30567 0.1955 105.24 105.24 4.46E-01 19.8 343180

14132 FLLSSSATR Unmodified _FLLSSSATR_ B6TEF0_MAIZE 2 491.27182 980.5291 -0.023782 -0.013451 -0.049344 56.378 56.378 1.01E-02 41.7 411940

14133 FLLTSTSEVYGDPLQHPQVETYWGNVNPIGVR Unmodified _FLLTSTSEVYGDPLQHPQVETYWGNVNPIGVR_ B6SHM4_MAIZE 3 1206.2739 3615.7998 1.2238 0.28303 1.5124 112.65 112.65 4.42E-13 40.49 441730

14134 FLLTSTSEVYGDPLQHPQVETYWGNVNPIGVR Unmodified _FLLTSTSEVYGDPLQHPQVETYWGNVNPIGVR_ B6SHM4_MAIZE 3 1206.2739 3615.7998 1.197 -0.004453 1.1984 114.59 114.59 2.63E-16 74.55 1202100

14135 FLMPIVLR Unmodified _FLMPIVLR_ B6T9B1_MAIZE 2 494.80425 987.59394 -0.0043832 0.17579 0.15903 95.218 95.218 3.77E-01 13.46 663400

14136 FLMPIVLR Unmodified _FLMPIVLR_ B6T9B1_MAIZE 2 494.80425 987.59394 -0.13616 0.30912 0.1606 95.55 95.55 7.88E-01 12.71 728960

14137 FLMPIVLR Oxidation (M) _FLM(ox)PIVLR_ B6T9B1_MAIZE 2 502.80171 1003.5889 -0.11216 0.055481 -0.065086 79.766 79.766 3.77E-01 11.96 618640

14138 FLMPIVLR Oxidation (M) _FLM(ox)PIVLR_ B6T9B1_MAIZE 2 502.80171 1003.5889 -0.12804 0.42017 0.28405 80.289 80.289 1.65E-01 15.54 595550

14139 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.76276 -0.37231 0.39365 80.294 80.294 6.58E-05 29.62 1380600

14140 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.72665 -0.56436 0.16623 80.969 80.969 5.99E-10 59.87 1349200

14141 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.73076 -0.26377 0.47133 81.256 81.256 1.22E-04 26.62 1222100

14142 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.7605 0.060375 0.82358 80.968 80.968 1.82E-12 44.54 1335500

14143 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.73399 -0.42844 0.30935 80.779 80.779 1.93E-06 31.68 970640

14144 FLNAGAFGTGADGHVLPAEATR Unmodified _FLNAGAFGTGADGHVLPAEATR_ B4FW68_MAIZE 3 724.69926 2171.076 0.65928 -0.47963 0.18382 82.828 82.828 5.93E-08 52.88 294080

14145 FLNAGAFGTGDDGHVLPAAATR Unmodified _FLNAGAFGTGDDGHVLPAAATR_ B6SRL9_MAIZE 3 720.02738 2157.0603 0.69747 -0.67546 0.030788 81.321 81.321 5.80E-05 38.16 287820

14146 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.96354 -0.34528 0.63568 80.777 80.777 1.02E-23 71.18 5806400

14147 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.97145 -0.327 0.66247 81.334 81.334 6.53E-30 113.68 2386300

14148 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.91153 -0.13167 0.79756 81.731 81.731 6.53E-30 88.65 2231200

14149 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.93151 -0.076825 0.87212 81.455 81.455 1.04E-33 103.04 1654600

14150 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.99679 0.13034 1.1441 81.176 81.176 1.04E-33 106.47 753220

14151 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.94836 -0.58105 0.3853 81.676 81.676 2.40E-39 90.31 11971000
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14152 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 1.0032 0.16649 1.187 81.311 81.311 1.12E-07 84.9 829080

14153 FLNASVGFGGSCFQK Unmodified _FLNASVGFGGSCFQK_ B6T9P0_MAIZE 2 809.88776 1617.761 0.95282 -0.18941 0.78094 81.191 81.191 2.37E-16 69.2 608950

14154 FLNGEVGPK Unmodified _FLNGEVGPK_ B4FIT6_MAIZE 2 480.76109 959.50763 -0.032434 0.1091 0.072201 53.6 53.6 1.01E-02 39.05 1616700

14155 FLNGEVGPK Unmodified _FLNGEVGPK_ B4FIT6_MAIZE 2 480.76109 959.50763 -0.15163 0.52132 0.36649 53.651 53.651 3.32E-02 29.13 733080

14156 FLNGEVGPK Unmodified _FLNGEVGPK_ B4FIT6_MAIZE 2 480.76109 959.50763 -0.033675 0.32378 0.28634 55.749 55.749 1.12E-01 27.44 846660

14157 FLNGEVGPK Unmodified _FLNGEVGPK_ B4FIT6_MAIZE 2 480.76109 959.50763 -0.085955 0.30065 0.21157 55.023 55.023 1.01E-02 36.47 2810100

14158 FLNLGWQLR Unmodified _FLNLGWQLR_ B6SKX3_MAIZE 2 573.82456 1145.6346 0.1663 -0.35608 -0.19887 92.508 92.508 3.32E-02 11.52 304810

14159 FLPGSAVATTIR Unmodified _FLPGSAVATTIR_ B6TNS1_MAIZE 2 616.85351 1231.6925 0.28144 0.22376 0.5052 69.835 69.835 2.00E-01 9.32 959730

14160 FLPGSAVATTIR Unmodified _FLPGSAVATTIR_ B6TNS1_MAIZE 2 616.85351 1231.6925 0.23553 -1.8576 -1.6183 69.262 69.262 1.60E-02 15.34 1229600

14161 FLPIANISR Unmodified _FLPIANISR_ B6UBN3_MAIZE 2 515.80583 1029.5971 -0.12394 0.43803 0.29079 75.843 75.843 1.12E-01 24.34 1550500

14162 FLPIFK Unmodified _FLPIFK_ Q5EUD9_MAIZE 2 382.7389 763.46325 0.65009 -0.011513 0.62945 78.501 78.501 1.00E+00 12.17 380930

14163 FLPIFK Unmodified _FLPIFK_ Q5EUD9_MAIZE 2 382.7389 763.46325 0.49151 -0.22679 0.25861 79.457 79.457 1.00E+00 10.27 170880

14164 FLPIFK Unmodified _FLPIFK_ Q5EUD9_MAIZE 2 382.7389 763.46325 0.61594 -0.10697 0.50139 79.816 79.816 1.00E+00 18.74 252490

14165 FLPIFK Unmodified _FLPIFK_ Q5EUD9_MAIZE 2 382.7389 763.46325 0.486 -0.15611 0.32157 79.276 79.276 5.26E-01 25.86 1374600

14166 FLPLYILAICK Unmodified _FLPLYILAICK_ B4FHN0_MAIZE 2 675.89633 1349.7781 0.56531 0.24204 0.79226 118.39 118.39 1.67E-02 26.5 257080

14167 FLPLYILAICK Unmodified _FLPLYILAICK_ B4FHN0_MAIZE 2 675.89633 1349.7781 0.59996 0.41136 0.99494 118.45 118.45 3.83E-01 4.92 183340

14168 FLPSDNNEIFDIMNLLEDR Oxidation (M) _FLPSDNNEIFDIM(ox)NLLEDR_ B6U245_MAIZE 2 1156.0492 2310.0838 1.2262 0.27423 1.488 124.26 124.26 3.50E-18 65.27 171400

14169 FLQGNSGLLFTNLPR Unmodified _FLQGNSGLLFTNLPR_ B4FT06_MAIZE 2 838.95957 1675.9046 1.009 -0.035782 0.97138 99.408 99.408 1.12E-07 85.95 797020

14170 FLQGSLCPLEYATEIAK Unmodified _FLQGSLCPLEYATEIAK_ B6T6S7_MAIZE 2 970.49532 1938.9761 1.2267 0.27065 1.4863 109.36 109.36 2.72E-05 67.14 109900

14171 FLQPSVAGFLLQK Unmodified _FLQPSVAGFLLQK_ B6STH5_MAIZE 2 724.41902 1446.8235 0.7409 0.081837 0.82179 102.15 102.15 4.68E-05 34.77 557740

14172 FLQSLEFFEENER Unmodified _FLQSLEFFEENER_ B4FI21_MAIZE 2 844.40175 1686.789 1.0978 -0.45607 0.62616 100.63 100.63 1.15E-02 18.68 211510

14173 FLQSLEFFEENER Unmodified _FLQSLEFFEENER_ B4FI21_MAIZE 2 844.40175 1686.789 1.0431 -0.17633 0.85139 101.26 101.26 6.20E-03 38.25 155140

14174 FLQSLEFFEENER Unmodified _FLQSLEFFEENER_ B4FI21_MAIZE 2 844.40175 1686.789 1.0497 -0.096469 0.93792 101.3 101.3 1.00E-11 61.47 179670

14175 FLQYNIFGNLFEITHK Unmodified _FLQYNIFGNLFEITHK_ B4FG60_MAIZE 3 662.01575 1983.0254 0.67805 0.26802 0.93888 119.52 119.52 1.00E+00 4.56 183530

14176 FLQYNIFGNLFEITHK Unmodified _FLQYNIFGNLFEITHK_ B4FG60_MAIZE 3 662.01575 1983.0254 0.52977 0.11056 0.6334 120.47 120.47 8.21E-03 22.52 640230

14177 FLRGCGKVGHVEDVVVDAAAR Unmodified _FLRGCGKVGHVEDVVVDAAAR_ B6TIB6_MAIZE 3 752.3953 2254.1641 0.87257 0.23277 1.1171 106.3 106.3 1.74E-01 1 416670

14178 FLSDSVWK Unmodified _FLSDSVWK_ B6TBL9_MAIZE 2 491.25564 980.49673 -0.10582 -0.011563 -0.116 73.65 73.65 1.65E-01 23.29 758050

14179 FLSGLK Unmodified _FLSGLK_ B4FSV6_MAIZE 2 332.70506 663.39556 1.6491 51.605 51.605 6.22E-01 2.44

14180 FLSGLK Unmodified _FLSGLK_ B4FSV6_MAIZE 2 332.70506 663.39556 1.2801 -0.16384 1.1029 51.907 51.907 5.26E-01 22.48 3596400

14181 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.99233 -0.21896 0.75809 47.375 47.375 8.40E-02 25.1 6612200

14182 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 0.0039482 -0.041257 -0.052159 47.377 47.377 3.13E-03 54.4 3093300

14183 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.87521 -0.21237 0.64645 47.476 47.476 5.45E-01 20.65 2398300

14184 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 -0.062587 -0.13621 -0.21324 47.537 47.537 3.13E-03 58.46 1062000

14185 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.98238 -0.10849 0.85872 49.787 49.787 9.63E-01 6.23 5066900



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

14186 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 0.0071204 -0.084981 -0.093494 49.786 49.786 3.21E-03 58.49 1633400

14187 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.90992 -0.32601 0.56985 49.027 49.027 8.40E-02 25.99 5652500

14188 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 0.0063204 0.035035 0.024921 49.031 49.031 3.13E-03 56.81 1488700

14189 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.84484 0.12669 0.95651 49.891 49.891 2.35E-01 16.99 2836800

14190 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 -0.030425 0.075917 0.030889 49.892 49.892 9.73E-03 55.8 719680

14191 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.91128 -0.1829 0.71191 49.477 49.477 8.40E-02 21.53 24444000

14192 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 -0.046882 -0.12179 -0.18429 49.48 49.48 3.21E-03 47.79 8928500

14193 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 3 355.52935 1063.5662 0.96685 0.10053 1.0511 50.172 50.172 2.35E-01 20.17 2230500

14194 FLSGLKDER Unmodified _FLSGLKDER_ B4FSV6_MAIZE 2 532.79038 1063.5662 -0.055476 -0.23889 -0.3088 50.188 50.188 1.01E-02 48.25 763950

14195 FLSIAGHTK Unmodified _FLSIAGHTK_ B6U8G5_MAIZE 2 487.27691 972.53927 -0.15081 3.8783 3.714 45.874 45.874 3.32E-02 22.61 442290

14196 FLSIAGHTK Unmodified _FLSIAGHTK_ B6U8G5_MAIZE 3 325.18703 972.53927 1.5073 2.6058 4.0994 48.167 48.167 1.96E-01 17.11 546080

14197 FLSIAGHTK Unmodified _FLSIAGHTK_ B6U8G5_MAIZE 3 325.18703 972.53927 1.3159 -0.037196 1.2741 47.592 47.592 1.96E-01 18.53 1961700

14198 FLSIAGHTK Unmodified _FLSIAGHTK_ B6U8G5_MAIZE 2 487.27691 972.53927 -0.050088 -0.59861 -0.65213 47.557 47.557 1.01E-02 34.18 1393700

14199 FLSIFK Unmodified _FLSIFK_ Q5EUD8_MAIZE 2 377.72853 753.44251 0.61567 -0.53772 0.068768 80.58 80.58 5.26E-01 31.61 124920

14200 FLSIFK Unmodified _FLSIFK_ Q5EUD8_MAIZE 2 377.72853 753.44251 0.5674 -0.071781 0.48631 80.098 80.098 2.64E-01 32.52 647690

14201 FLSLTDK Unmodified _FLSLTDK_ B6U0V6_MAIZE 2 412.23164 822.44872 0.29636 1.1335 1.4214 61.861 61.861 1.86E-01 23.83 1269700

14202 FLSLTDKEVLGEGDTAK Unmodified _FLSLTDKEVLGEGDTAK_ B6U0V6_MAIZE 3 608.31928 1821.936 0.3437 0.70703 1.0471 76.127 76.127 1.64E-02 15.68 835390

14203 FLSLTDKEVLGEGDTAK Unmodified _FLSLTDKEVLGEGDTAK_ B6U0V6_MAIZE 3 608.31928 1821.936 0.26554 0.60724 0.86967 76.662 76.662 9.83E-03 23.62 744960

14204 FLSLTDKEVLGEGDTAK Unmodified _FLSLTDKEVLGEGDTAK_ B6U0V6_MAIZE 3 608.31928 1821.936 0.34797 0.16176 0.50645 77.211 77.211 9.74E-06 33.66 1032200

14205 FLSLTDKEVLGEGDTAK Unmodified _FLSLTDKEVLGEGDTAK_ B6U0V6_MAIZE 3 608.31928 1821.936 0.27264 0.069642 0.33882 76.858 76.858 9.83E-03 26.33 3433900

14206 FLSLTDKEVLGEGDTAK Unmodified _FLSLTDKEVLGEGDTAK_ B6U0V6_MAIZE 2 911.97528 1821.936 1.1094 0.040552 1.147 76.839 76.839 1.37E-17 68.49 673920

14207 FLSTIELR Unmodified _FLSTIELR_ B4FG12_MAIZE 2 489.78457 977.55458 -0.035537 -0.063071 -0.11548 73.509 73.509 2.92E-02 43.27 426590

14208 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 0.0042111 -0.51235 -0.50234 46.884 46.884 1.00E+00 6.91 917530

14209 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.41782 46.639 46.639 8.95E-02 23.2

14210 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.20834 0.077297 -0.12582 47.619 47.619 2.71E-02 28.06 370860

14211 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.13758 -0.17264 -0.30512 46.688 46.688 5.90E-01 16.55 414970

14212 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 0.0074071 -0.36583 -0.35266 49.143 49.143 1.56E-01 26.49 364080

14213 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 0.0026925 -0.24598 -0.23771 48.414 48.414 8.04E-02 26.5 526660

14214 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.03731 -0.18416 -0.21653 49.244 49.244 1.00E+00 11.45 549120

14215 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 0.020545 0.28487 0.30886 48.735 48.735 7.83E-01 13.16 655080

14216 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.11864 -0.61414 -0.72721 49.595 49.595 1.00E+00 4.8 828540

14217 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -1.2733 46.944 46.944 3.20E-01 7.11

14218 FLTVMQR Oxidation (M) _FLTVM(ox)QR_ B4FM69_MAIZE 2 455.74439 909.47422 -0.25128 0.040951 -0.20632 50.487 50.487 7.83E-02 21.57 5395600

14219 FLTVMQR Unmodified _FLTVMQR_ B4FM69_MAIZE 2 447.74693 893.47931 0.0066704 0.34528 0.35031 58.878 58.878 1.86E-01 21.49 5219700
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14220 FLTVMQR Unmodified _FLTVMQR_ B4FM69_MAIZE 2 447.74693 893.47931 0.031701 0.46649 0.49838 60.781 60.781 7.83E-01 9.55 965850

14221 FLVDGFDVAK Unmodified _FLVDGFDVAK_ B4FF57_MAIZE 2 555.79513 1109.5757 0.16954 -3.371 -3.1801 87.254 87.254 1.62E-03 32.73 2538600

14222 FLVDGFDVAK Unmodified _FLVDGFDVAK_ B4FF57_MAIZE 2 555.79513 1109.5757 0.059009 -0.53699 -0.46158 88.04 88.04 1.45E-01 14.35 2989700

14223 FLVDHPGGDDVLLSSTGK Unmodified _FLVDHPGGDDVLLSSTGK_ B6T7Z2_MAIZE 3 619.65114 1855.9316 0.27875 0.042376 0.33893 79.389 79.389 9.01E-03 27.49 1406600

14224 FLVDHSVLPLFEK Unmodified _FLVDHSVLPLFEK_ B6T6U2_MAIZE 3 515.28881 1542.8446 0.0037799 -0.4813 -0.47431 100.07 100.07 5.88E-01 13.16 234440

14225 FLVDHSVLPLFEK Unmodified _FLVDHSVLPLFEK_ B6T6U2_MAIZE 3 515.28881 1542.8446 -0.041297 -0.071307 -0.11077 100.22 100.22 1.60E-02 25.5 2537600

14226 FLVDKDGK Unmodified _FLVDKDGK_ B6T5N2_MAIZE 3 307.83952 920.49673 1.4548 -0.3292 1.1282 40.905 40.905 4.46E-01 22.74 540890

14227 FLVDKDGK Unmodified _FLVDKDGK_ B6T5N2_MAIZE 2 461.25564 920.49673 -0.19215 0.33131 0.1405 40.911 40.911 2.92E-02 44.44 375840

14228 FLVDKEGR Unmodified _FLVDKEGR_ B6SU31_MAIZE 3 321.84679 962.51853 1.3409 -0.064934 1.2677 40.171 40.171 2.47E-01 28.78 1013800

14229 FLVDKEGR Unmodified _FLVDKEGR_ B6SU31_MAIZE 2 482.26654 962.51853 -0.046734 -0.65713 -0.71004 40.16 40.16 5.06E-02 46.34 359950

14230 FLVDKEGR Unmodified _FLVDKEGR_ B6SU31_MAIZE 3 321.84679 962.51853 1.2295 -0.19181 1.0316 43.653 43.653 1.05E-01 28.48 6792800

14231 FLVDSYNKPVPAILEIPSK Unmodified _FLVDSYNKPVPAILEIPSK_ B4FLC0_MAIZE 3 710.73302 2129.1772 0.74385 0.033625 0.76469 122.29 122.29 4.99E-02 8.3 13653

14232 FLVESYVSR Unmodified _FLVESYVSR_ B4FK08_MAIZE 2 550.29276 1098.571 0.00035794 0.38147 0.37503 73.456 73.456 1.01E-02 19.15 190420

14233 FLVQSVVAPAGITVK Unmodified _FLVQSVVAPAGITVK_ B4F9V2_MAIZE 2 764.95851 1527.9025 0.80773 0.22583 1.0437 88.71 88.71 1.12E-07 48.83 1429900

14234 FLVQSVVAPAGITVK Unmodified _FLVQSVVAPAGITVK_ B4F9V2_MAIZE 2 764.95851 1527.9025 0.83581 0.25225 1.0984 90.222 90.222 1.26E-03 26.27 187610

14235 FLWAVR Unmodified _FLWAVR_ B4F9P0_MAIZE 2 396.23177 790.44899 0.47099 0.080485 0.54474 77.385 77.385 1.00E+00 4 217560

14236 FLWAVR Unmodified _FLWAVR_ B4F9P0_MAIZE 2 396.23177 790.44899 0.39658 0.3182 0.70734 77.143 77.143 5.26E-01 22.55 1831400

14237 FLWETYR Unmodified _FLWETYR_ EIF3A_MAIZE 2 507.75581 1013.4971 -0.074192 0.047821 -0.038052 80.174 80.174 8.04E-02 27.03 896360

14238 FLWETYR Unmodified _FLWETYR_ EIF3A_MAIZE 2 507.75581 1013.4971 -0.13265 0.21008 0.064661 80.822 80.822 8.04E-02 34.43 200260

14239 FLWVLK Unmodified _FLWVLK_ B6T8U9_MAIZE 2 403.25217 804.4898 0.37938 -0.35232 0.022083 89.79 89.79 2.78E-01 32.75 727080

14240 FLWVLK Unmodified _FLWVLK_ B6T8U9_MAIZE 2 403.25217 804.4898 0.21168 0.039712 0.24432 90.656 90.656 1.00E+00 8.06 212920

14241 FLWVLK Unmodified _FLWVLK_ B6T8U9_MAIZE 2 403.25217 804.4898 0.35541 0.04262 0.39206 90.769 90.769 1.00E+00 5.89 291030

14242 FLWVLK Unmodified _FLWVLK_ B6T8U9_MAIZE 2 403.25217 804.4898 0.34665 -0.046428 0.29347 90.552 90.552 2.78E-01 31.17 1487500

14243 FLWVVR Unmodified _FLWVVR_ B4FP22_MAIZE 2 410.24742 818.48029 0.31827 0.16619 0.49114 81.75 81.75 5.26E-01 23.67 1255100

14244 FLWVVR Unmodified _FLWVVR_ B4FP22_MAIZE 2 410.24742 818.48029 0.15424 0.34294 0.50462 82.703 82.703 1.00E+00 8.4 500960

14245 FLWVVR Unmodified _FLWVVR_ B4FP22_MAIZE 2 410.24742 818.48029 0.28235 0.087911 0.376 82.979 82.979 1.00E+00 0.47 656550

14246 FLWVVR Unmodified _FLWVVR_ B4FP22_MAIZE 2 410.24742 818.48029 0.24011 -0.15055 0.096671 82.632 82.632 2.78E-01 34.72 4970200

14247 FLYDLFLYRPPPR Unmodified _FLYDLFLYRPPPR_ B6SNX1_MAIZE 3 566.31184 1695.9137 0.16454 -0.16173 -0.0084268 106.07 106.07 5.88E-01 5.26 139080

14248 FLYDLFLYRPPPR Unmodified _FLYDLFLYRPPPR_ B6SNX1_MAIZE 3 566.31184 1695.9137 0.20676 -0.027821 0.16752 106.27 106.27 1.00E+00 0.25 108820

14249 FLYDLFLYRPPPR Unmodified _FLYDLFLYRPPPR_ B6SNX1_MAIZE 3 566.31184 1695.9137 0.18387 -0.12932 0.043556 106.32 106.32 1.00E+00 6.89 120970

14250 FLYDLFLYRPPPR Unmodified _FLYDLFLYRPPPR_ B6SNX1_MAIZE 3 566.31184 1695.9137 0.15819 0.41057 0.55702 106.44 106.44 4.29E-02 32.2 1137200

14251 FMAFDR Oxidation (M) _FM(ox)AFDR_ B4FP70_MAIZE 2 401.68126 801.34796 0.24526 0.54538 0.79121 48.68 48.68 6.90E-01 24.55 29548

14252 FMAFDR Oxidation (M) _FM(ox)AFDR_ B4FP70_MAIZE 2 401.68126 801.34796 0.33638 0.12106 0.45779 51.018 51.018 1.00E+00 11.9 620540

14253 FMAFDR Unmodified _FMAFDR_ B4FP70_MAIZE 2 393.6838 785.35304 0.41647 0.22616 0.63852 61.668 61.668 5.26E-01 17.5 1530300
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14254 FMAFDR Unmodified _FMAFDR_ B4FP70_MAIZE 2 393.6838 785.35304 0.26887 -0.046472 0.22068 62.646 62.646 9.46E-01 5.05 80997

14255 FMASSSAGPGDR Unmodified _FMASSSAGPGDR_ B6TXX0_MAIZE 2 591.76404 1181.5135 0.26528 0.38427 0.64625 39.315 39.315 1.11E-04 55.59 470030

14256 FMASSSAGPGDR Unmodified _FMASSSAGPGDR_ B6TXX0_MAIZE 2 591.76404 1181.5135 0.20043 0.3235 0.52136 42.197 42.197 1.11E-04 62.76 239280

14257 FMASSSAGPGDR Oxidation (M) _FM(ox)ASSSAGPGDR_ B6TXX0_MAIZE 2 599.76149 1197.5084 0.23563 0.53496 0.76973 36.237 36.237 6.74E-02 24.92 67300

14258 FMDEFRD Unmodified _FMDEFRD_ Q5GAU1_MAIZE 2 480.20001 958.38547 0.05031 0.27718 0.32603 65.436 65.436 8.04E-02 34.41 382730

14259 FMDEFRD Unmodified _FMDEFRD_ Q5GAU1_MAIZE 2 480.20001 958.38547 -0.090716 0.33704 0.24644 66.994 66.994 8.04E-02 32.95 4846700

14260 FMDEFRD Oxidation (M) _FM(ox)DEFRD_ Q5GAU1_MAIZE 2 488.19747 974.38038 -0.095339 -0.10642 -0.19935 53.342 53.342 7.83E-01 9.97 2981700

14261 FMDWLWTR Unmodified _FMDWLWTR_ B4F850_MAIZE 2 577.77622 1153.5379 0.19444 1.0213 1.2155 113.44 113.44 1.65E-01 25.66 301110

14262 FMDWLWTR Unmodified _FMDWLWTR_ B4F850_MAIZE 2 577.77622 1153.5379 0.12036 0.43066 0.55197 113.78 113.78 2.92E-02 28.92 902660

14263 FMDWLWTR Oxidation (M) _FM(ox)DWLWTR_ B4F850_MAIZE 2 585.77368 1169.5328 0.14906 0.51147 0.66302 93.813 93.813 2.15E-02 33.14 705770

14264 FMDWLWTR Oxidation (M) _FM(ox)DWLWTR_ B4F850_MAIZE 2 585.77368 1169.5328 0.13652 0.59184 0.73175 94.414 94.414 4.49E-02 14.24 1261400

14265 FMIIPDMLK 2 Oxidation (M) _FM(ox)IIPDM(ox)LK_ B4FKA5_MAIZE 2 570.2956 1138.5766 0.057044 0.56394 0.61164 81.236 81.236 3.32E-02 26.91 60859

14266 FMIIPDMLK 2 Oxidation (M) _FM(ox)IIPDM(ox)LK_ B4FKA5_MAIZE 2 570.2956 1138.5766 0.053439 0.36896 0.4129 82.022 82.022 9.09E-02 29.31 53030

14267 FMIIPDMLK 2 Oxidation (M) _FM(ox)IIPDM(ox)LK_ B4FKA5_MAIZE 2 570.2956 1138.5766 0.06093 -0.27053 -0.21728 82.158 82.158 9.09E-02 24.04 345120

14268 FMLTLEPENEK Oxidation (M) _FM(ox)LTLEPENEK_ B4FGF5_MAIZE 2 683.83159 1365.6486 0.55957 -0.47207 0.067372 75.773 75.773 1.67E-02 29.08 447640

14269 FMLTLEPENEK Oxidation (M) _FM(ox)LTLEPENEK_ B4FGF5_MAIZE 2 683.83159 1365.6486 0.51646 0.22643 0.72155 75.287 75.287 1.36E-04 33.3 2167100

14270 FMMANGTLVR 2 Oxidation (M) _FM(ox)M(ox)ANGTLVR_ B4FSB0_MAIZE 2 586.28355 1170.5526 0.18207 -2.1468 -1.9617 48.655 48.655 1.78E-04 42.11 1685100

14271 FMMANGTLVR Oxidation (M) _FM(ox)MANGTLVR_ B4FSB0_MAIZE 2 578.28609 1154.5576 0.18943 0.29689 0.48236 63.191 63.191 1.25E-02 36.48 885160

14272 FMMANGTLVR Unmodified _FMMANGTLVR_ B4FSB0_MAIZE 2 570.28864 1138.5627 0.17005 -0.3096 -0.14549 68.648 68.648 1.84E-04 48.03 1803600

14273 FMNKPVR Oxidation (M) _FM(ox)NKPVR_ B4FBK3_MAIZE 3 303.16546 906.47456 1.5196 -0.50864 1.0001 29.635 29.635 1.00E+00 17.73 81820

14274 FMNKPVR Oxidation (M) _FM(ox)NKPVR_ B4FBK3_MAIZE 2 454.24456 906.47456 0.12536 -0.023011 0.090731 20.504 20.504 1.00E+00 0.49 3867.9

14275 FMNKPVR Oxidation (M) _FM(ox)NKPVR_ B4FBK3_MAIZE 3 303.16546 906.47456 3.4463 30.359 30.359 1.86E-01 14.94

14276 FMTEPVR Unmodified _FMTEPVR_ Q2MJJ9_MAIZE 2 440.22329 878.43202 0.089899 0.50659 0.59317 46.529 46.529 1.86E-01 35.39 1030700

14277 FNAICHFFGYQAR Unmodified _FNAICHFFGYQAR_ B6SGB6_MAIZE 3 544.25763 1629.7511 0.073826 -0.22469 -0.14693 82.636 82.636 3.08E-01 19.25 948290

14278 FNAICHFFGYQAR Unmodified _FNAICHFFGYQAR_ B6SGB6_MAIZE 3 544.25763 1629.7511 -0.0013033 -0.13715 -0.13477 83.691 83.691 6.66E-04 42.92 455220

14279 FNAICHFFGYQAR Unmodified _FNAICHFFGYQAR_ B6SGB6_MAIZE 3 544.25763 1629.7511 0.064455 -0.32424 -0.25572 83.95 83.95 3.08E-01 18.06 498660

14280 FNDADHLILK Unmodified _FNDADHLILK_ B6T8U7_MAIZE 3 395.88027 1184.619 0.45345 0.10805 0.54681 60.469 60.469 1.26E-02 33.55 1750100

14281 FNDADHLILK Unmodified _FNDADHLILK_ B6T8U7_MAIZE 2 593.31676 1184.619 0.18877 0.025322 0.20152 60.451 60.451 1.84E-04 44.88 680230

14282 FNDFEGPVPSELFDRPLDAIFINSNR Unmodified _FNDFEGPVPSELFDRPLDAIFINSNR_ B6ST18_MAIZE 3 1003.8296 3008.4668 1.2453 0.49466 1.7358 124.01 124.01 3.27E-02 15.61 294330

14283 FNDFVSPLLTSSDFDAK Unmodified _FNDFVSPLLTSSDFDAK_ B6U639_MAIZE 2 951.95963 1901.9047 1.2871 0.2002 1.4947 106.99 106.99 1.24E-09 63.65 126220

14284 FNEAAVDNR Unmodified _FNEAAVDNR_ Q03462_MAIZE 2 518.24634 1034.4781 -0.1169 -0.73639 -0.87053 41.101 41.101 3.21E-03 49.79 404520

14285 FNEAAVDNR Unmodified _FNEAAVDNR_ Q03462_MAIZE 2 518.24634 1034.4781 -0.00032019 -0.01824 -0.036309 41.064 41.064 3.32E-02 36.5 510050

14286 FNEDILSVWNR Unmodified _FNEDILSVWNR_ B4FGA3_MAIZE 2 696.84896 1391.6834 0.64856 0.11825 0.75564 99.032 99.032 6.35E-09 69.51 549870

14287 FNEVVTNLLLQGALETFER Unmodified _FNEVVTNLLLQGALETFER_ B4FBV7_MAIZE 2 1097.0811 2192.1477 1.177 -0.13394 1.0365 126.95 126.95 5.63E-03 21.14 627210
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14288 FNEVVTNLLLQGALETFER Unmodified _FNEVVTNLLLQGALETFER_ B4FBV7_MAIZE 3 731.72319 2192.1477 0.774 -0.43456 0.33294 126.99 126.99 7.51E-03 47.1 617580

14289 FNEVVTNLLLQGALETFER Unmodified _FNEVVTNLLLQGALETFER_ B4FBV7_MAIZE 3 731.72319 2192.1477 0.74083 0.33044 1.0644 130.97 130.97 5.27E-03 36.42 84566

14290 FNEVVTNLLLQGALETFER Unmodified _FNEVVTNLLLQGALETFER_ B4FBV7_MAIZE 3 731.72319 2192.1477 0.74221 0.15095 0.88725 131.1 131.1 2.84E-03 51.58 450470

14291 FNEVVTNLLLQGALETFER Unmodified _FNEVVTNLLLQGALETFER_ B4FBV7_MAIZE 2 1097.0811 2192.1477 1.1825 0.17833 1.3549 131.09 131.09 1.84E-40 80.11 97645

14292 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 1 -0.08052 0.90375 88.854 88.854 2.00E-19 67.69 3543100

14293 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 0.89308 -0.099164 0.77854 90.847 90.847 2.96E-06 76.69 641040

14294 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 1.0014 -0.18498 0.80095 89.446 89.446 3.56E-04 55 582940

14295 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 0.994 -0.29666 0.68159 89.659 89.659 2.96E-06 43.9 410380

14296 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 1.0352 -0.23091 0.78851 89.366 89.366 3.56E-04 37.74 650630

14297 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 1.064 -0.73435 0.31537 89.063 89.063 7.64E-09 40.96 310640

14298 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 0.99319 -0.23514 0.74256 89.228 89.228 2.25E-03 44.17 291910

14299 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 0.94489 -0.32706 0.60259 89.175 89.175 7.68E-22 80.34 1641300

14300 FNFPENGVELYAEK Unmodified _FNFPENGVELYAEK_ B6TB97_MAIZE 2 828.89885 1655.7831 0.99239 -0.48915 0.48844 90.429 90.429 2.25E-03 46.16 285250

14301 FNHASADGMGAAQFINAVGDMAR Unmodified _FNHASADGMGAAQFINAVGDMAR_ B6TJ78_MAIZE 3 784.36004 2350.0583 0.94292 -0.095486 0.84278 99.873 99.873 4.10E-06 56.71 981350

14302 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.52501 0.059975 0.58503 52.473 52.473 1.11E-04 41.47 2808000

14303 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.5688 0.40875 0.97679 52.593 52.593 1.60E-02 39.4 254240

14304 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.61421 0.70646 1.3195 54.633 54.633 7.72E-03 38.8 413170

14305 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.60142 0.48552 1.0862 53.871 53.871 1.68E-09 44.8 429240

14306 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.61899 2.8446 3.4595 54.313 54.313 4.56E-01 19.89 511480

14307 FNIANPSTGCQK Unmodified _FNIANPSTGCQK_ B6T4E7_MAIZE 2 668.81934 1335.6241 0.44113 0.063919 0.50531 52.888 52.888 1.11E-04 37.57 3828400

14308 FNIFSGCPSGQTATIVLR Unmodified _FNIFSGCPSGQTATIVLR_ B4FBP0_MAIZE 2 984.50401 1966.9935 1.1932 -0.16728 1.0373 97.902 97.902 2.32E-57 94.17 935950

14309 FNIFSGCPSGQTATIVLR Unmodified _FNIFSGCPSGQTATIVLR_ B4FBP0_MAIZE 2 984.50401 1966.9935 1.1703 -0.52142 0.66062 98.568 98.568 5.25E-26 88.79 347710

14310 FNIFSGCPSGQTATIVLR Unmodified _FNIFSGCPSGQTATIVLR_ B4FBP0_MAIZE 2 984.50401 1966.9935 1.1591 -0.71194 0.45959 98.527 98.527 4.65E-12 64.48 715980

14311 FNIFSGCPSGQTATIVLR Unmodified _FNIFSGCPSGQTATIVLR_ B4FBP0_MAIZE 2 984.50401 1966.9935 1.1844 -1.5649 -0.36774 98.425 98.425 2.85E-09 53.86 296490

14312 FNIFSGCPSGQTATIVLR Unmodified _FNIFSGCPSGQTATIVLR_ B4FBP0_MAIZE 2 984.50401 1966.9935 1.2017 -0.56171 0.6527 98.077 98.077 3.54E-16 87.94 1348200

14313 FNIGFFNR Unmodified _FNIGFFNR_ B4FA01_MAIZE 2 507.76143 1013.5083 0.039907 0.053741 0.093708 89.824 89.824 1.65E-01 19.09 207500

14314 FNIGFFNR Unmodified _FNIGFFNR_ B4FA01_MAIZE 2 507.76143 1013.5083 -0.075823 0.79024 0.7137 90.5 90.5 7.88E-01 41.36 76029

14315 FNIGFFNR Unmodified _FNIGFFNR_ B4FA01_MAIZE 2 507.76143 1013.5083 -0.004341 0.073085 0.06797 90.416 90.416 1.90E-02 43.89 415130

14316 FNILQLLNK Unmodified _FNILQLLNK_ B6SW05_MAIZE 2 551.83459 1101.6546 0.11632 0.23635 0.32554 109.7 109.7 1.00E+00 8.51 439040

14317 FNILQLLNK Unmodified _FNILQLLNK_ B6SW05_MAIZE 2 551.83459 1101.6546 -0.0065662 0.18778 0.15496 110.45 110.45 3.13E-03 52.15 201410

14318 FNILQLLNK Unmodified _FNILQLLNK_ B6SW05_MAIZE 2 551.83459 1101.6546 0.12627 0.15652 0.2569 110.43 110.43 3.21E-03 43.78 148970

14319 FNIVSPGADLSIYFPYTESHK Unmodified _FNIVSPGADLSIYFPYTESHK_ SUS2_MAIZE 3 795.73023 2384.1689 0.95515 0.11439 1.0657 110.44 110.44 4.33E-06 34.24 1757700

14320 FNIVSPGADLSIYFPYTESHK Unmodified _FNIVSPGADLSIYFPYTESHK_ SUS2_MAIZE 3 795.73023 2384.1689 0.92602 0.054612 0.97649 111.07 111.07 2.43E-04 33.09 1021500

14321 FNIVSPGADLSIYFPYTESHK Unmodified _FNIVSPGADLSIYFPYTESHK_ SUS2_MAIZE 3 795.73023 2384.1689 0.93704 0.13022 1.0632 111.18 111.18 5.77E-05 50.29 963830
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14322 FNIVSPGADLSIYFPYTESHK Unmodified _FNIVSPGADLSIYFPYTESHK_ SUS2_MAIZE 3 795.73023 2384.1689 1.0734 0.004296 1.0737 111.22 111.22 2.01E-01 9.56 112310

14323 FNIVSPGADMSVYYPYTETDKR Oxidation (M) _FNIVSPGADM(ox)SVYYPYTETDKR_ SUS1_MAIZE B6 3 857.06869 2568.1843 1.1016 0.035747 1.1347 83.658 83.658 6.53E-05 29.02 902470

14324 FNIVSPGADMSVYYPYTETDKR Oxidation (M) _FNIVSPGADM(ox)SVYYPYTETDKR_ SUS1_MAIZE B6 3 857.06869 2568.1843 1.0441 -0.087974 0.95402 84.119 84.119 8.27E-10 39.51 1367200

14325 FNIVSPGADMSVYYPYTETDKR Oxidation (M) _FNIVSPGADM(ox)SVYYPYTETDKR_ SUS1_MAIZE B6 3 857.06869 2568.1843 1.0425 -0.11673 0.92394 84.479 84.479 2.93E-05 27.1 1072000

14326 FNIVSPGADMSVYYPYTETDKR Oxidation (M) _FNIVSPGADM(ox)SVYYPYTETDKR_ SUS1_MAIZE B6 3 857.06869 2568.1843 1.0211 -0.038452 0.98066 84.189 84.189 2.93E-05 26.12 2023300

14327 FNIVSPGADMSVYYPYTETDKR Unmodified _FNIVSPGADMSVYYPYTETDKR_ SUS1_MAIZE B6 3 851.73706 2552.1893 1.0508 -0.10216 0.94516 93.856 93.856 8.27E-10 50.1 3948000

14328 FNIVSPGADMSVYYPYTETDKR Unmodified _FNIVSPGADMSVYYPYTETDKR_ SUS1_MAIZE B6 3 851.73706 2552.1893 1.0551 0.031376 1.0826 94.47 94.47 6.53E-05 28.77 821490

14329 FNIVSPGADMSVYYPYTETDKR Unmodified _FNIVSPGADMSVYYPYTETDKR_ SUS1_MAIZE B6 3 851.73706 2552.1893 1.0695 0.002925 1.0686 94.596 94.596 6.53E-05 30.38 494900

14330 FNIVSPGADMSVYYPYTETDKR Unmodified _FNIVSPGADMSVYYPYTETDKR_ SUS1_MAIZE B6 3 851.73706 2552.1893 1.0421 0.043723 1.0821 94.472 94.472 2.93E-05 38.51 1065800

14331 FNKDEVWGHLGK Unmodified _FNKDEVWGHLGK_ B4FA29_MAIZE 3 477.24561 1428.715 -0.030726 -0.26589 -0.29822 61.839 61.839 1.79E-02 21.98 303920

14332 FNLDWTDPDQSLEK Unmodified _FNLDWTDPDQSLEK_ B4FTN5_MAIZE 2 854.39667 1706.7788 1.1244 0.57601 1.6974 96.386 96.386 2.09E-30 79.02 1477500

14333 FNNVFVK Unmodified _FNNVFVK_ B6U4M0_MAIZE 2 434.2398 866.46504 0.068853 0.48313 0.55473 57.081 57.081 4.46E-01 42.05 796340

14334 FNNVFVK Unmodified _FNNVFVK_ B6U4M0_MAIZE 2 434.2398 866.46504 0.04033 0.38819 0.4313 59.298 59.298 8.04E-02 39.57 746660

14335 FNNYGMASALIQHEWRPK Unmodified _FNNYGMASALIQHEWRPK_ Q9SPD7_MAIZE 4 541.27046 2161.0527 0.10269 -0.35429 -0.26881 84.41 84.41 6.31E-01 10.48 334660

14336 FNQIEQELEK Unmodified _FNQIEQELEK_ B4FW57_MAIZE 2 639.32224 1276.6299 0.4336 0.10509 0.51146 63.643 63.643 1.84E-04 63.88 1022700

14337 FNQIEQELEK Unmodified _FNQIEQELEK_ B4FW57_MAIZE 2 639.32224 1276.6299 0.39276 0.036507 0.40296 64.281 64.281 1.62E-03 50.55 644100

14338 FNQIEQELEK Unmodified _FNQIEQELEK_ B4FW57_MAIZE 2 639.32224 1276.6299 0.4342 0.14316 0.55072 65.504 65.504 1.84E-04 50.71 793210

14339 FNQIEQELEK Unmodified _FNQIEQELEK_ B4FW57_MAIZE 2 639.32224 1276.6299 0.41047 0.075473 0.4587 64.883 64.883 1.62E-03 44.45 2133400

14340 FNQLAEHHNHMLR Oxidation (M) _FNQLAEHHNHM(ox)LR_ B4FA08_MAIZE 4 416.4534 1661.7845 0.20509 -0.45783 -0.26527 36.075 36.075 1.00E+00 1.23 729480

14341 FNQLAEHHNHMLR Oxidation (M) _FNQLAEHHNHM(ox)LR_ B4FA08_MAIZE 3 554.93544 1661.7845 0.048062 -0.18644 -0.1521 36.097 36.097 1.60E-02 19.28 538290

14342 FNQPIFHCNNISGFVEPVVPDNQNR Unmodified _FNQPIFHCNNISGFVEPVVPDNQNR_ B6T8F8_MAIZE 3 981.47159 2941.393 1.1999 0.35473 1.5612 93.463 93.463 3.05E-05 32.53 325080

14344 FNSQLSWDPQISQAAGR Unmodified _FNSQLSWDPQISQAAGR_ B6SI77_MAIZE 2 952.96611 1903.9177 1.1554 -0.25244 0.8986 84.172 84.172 2.72E-05 48.88 73868

14345 FNTVGVSDAISMGTR Oxidation (M) _FNTVGVSDAISM(ox)GTR_ B4FWX5_MAIZE 2 785.88013 1569.7457 0.95716 -0.24478 0.72554 70.668 70.668 7.50E-32 96.11 791360

14346 FNVFVK Unmodified _FNVFVK_ B6SJ11_MAIZE 2 377.21833 752.42211 0.7083 0.21776 0.93617 61.974 61.974 5.26E-01 33.82 1677800

14347 FNVFVK Unmodified _FNVFVK_ B6SJ11_MAIZE 2 377.21833 752.42211 0.57193 -0.21396 0.3685 64.094 64.094 1.00E+00 26.39 12365

14348 FNVFVK Unmodified _FNVFVK_ B6SJ11_MAIZE 2 377.21833 752.42211 0.37293 0.3181 0.70035 65.373 65.373 2.64E-01 36.11 2726700

14349 FNVIPDSIPDWVFDFMPCR Oxidation (M) _FNVIPDSIPDWVFDFM(ox)PCR_ B6U8D3_MAIZE 2 1186.0479 2370.0813 1.2107 -0.24073 0.98636 128.14 128.14 1.27E-23 75.43 280980

14350 FNVPDLR Unmodified _FNVPDLR_ B4FMY6_MAIZE 2 430.73488 859.4552 0.14823 0.80095 0.94404 69.839 69.839 1.86E-01 18.49 1387300

14351 FNVPDLR Unmodified _FNVPDLR_ B4FMY6_MAIZE 2 430.73488 859.4552 0.14463 0.77363 0.91248 71.189 71.189 4.46E-01 18.85 695180

14352 FNVPDLR Unmodified _FNVPDLR_ B4FMY6_MAIZE 2 430.73488 859.4552 0.10433 0.81808 0.91821 70.692 70.692 1.00E+00 7.78 778770

14353 FNVPDLR Unmodified _FNVPDLR_ B4FMY6_MAIZE 2 430.73488 859.4552 0.091674 1.0996 1.1857 70.774 70.774 1.00E+00 8.14 412430

14354 FNVPDLR Unmodified _FNVPDLR_ B4FMY6_MAIZE 2 430.73488 859.4552 0.06153 0.30146 0.35845 71.18 71.18 1.86E-01 39.05 8400800

14355 FNYSPAFLR Unmodified _FNYSPAFLR_ B6T7G0_MAIZE 2 557.78764 1113.5607 0.086767 0.16862 0.24216 78.888 78.888 3.39E-01 19.85 1190800

14356 FNYSPAFLR Unmodified _FNYSPAFLR_ B6T7G0_MAIZE 2 557.78764 1113.5607 0.012001 -0.41906 -0.42051 79.612 79.612 1.00E+00 9.56 224660
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14357 FNYSPAFLR Unmodified _FNYSPAFLR_ B6T7G0_MAIZE 2 557.78764 1113.5607 0.10462 0.2914 0.38109 79.752 79.752 1.01E-02 30.02 733550

14358 FPALTAWAER Unmodified _FPALTAWAER_ B6TLM5_MAIZE 2 581.3062 1160.5978 0.1152 -0.26115 -0.16249 87.021 87.021 1.84E-04 45.93 2051600

14359 FPAPPPLVRPK Unmodified _FPAPPPLVRPK_ B6TPK4_MAIZE 3 406.91676 1217.7285 0.36186 -0.35702 -0.0030447 64.125 64.125 1.00E+00 10.72 199270

14360 FPAPPPLVRPK Unmodified _FPAPPPLVRPK_ B6TPK4_MAIZE 3 406.91676 1217.7285 0.31646 0.075434 0.38282 64.449 64.449 9.88E-04 31.77 1675300

14361 FPAPPPLVRPK Unmodified _FPAPPPLVRPK_ B6TPK4_MAIZE 3 406.91676 1217.7285 0.2582 0.37068 0.62045 64.702 64.702 1.73E-05 33.08 1310500

14362 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.18039 0.35612 0.53482 82.181 82.181 1.62E-03 52.41 1080000

14363 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.13795 0.58865 0.72461 82.51 82.51 2.81E-03 45.78 364260

14364 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.2181 0.32589 0.54337 82.998 82.998 1.62E-03 52.93 345290

14365 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.23632 0.46124 0.69557 82.684 82.684 1.84E-04 55.06 321940

14366 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.16986 -0.13169 0.03779 82.383 82.383 1.25E-02 34.15 209640

14367 FPDISSVQLR Unmodified _FPDISSVQLR_ B4FTA4_MAIZE 2 581.31676 1160.619 0.16726 0.63793 0.80287 82.722 82.722 1.62E-03 35.83 828040

14368 FPDLEVIR Unmodified _FPDLEVIR_ B4FI21_MAIZE 2 494.77674 987.53893 -0.49922 83.316 83.316 2.39E-06 43.08

14369 FPDLEVIR Unmodified _FPDLEVIR_ B4FI21_MAIZE 2 494.77674 987.53893 -0.44251 84.065 84.065 1.04E-03 38.31

14370 FPDLEVIR Unmodified _FPDLEVIR_ B4FI21_MAIZE 2 494.77674 987.53893 -0.52555 84.145 84.145 1.04E-03 37.37

14371 FPDLEVIR Unmodified _FPDLEVIR_ B4FI21_MAIZE 2 494.77674 987.53893 -0.059671 -0.58088 -0.64581 84.156 84.156 1.90E-02 44.26 1468600

14372 FPDMVHAFKPNPK Unmodified _FPDMVHAFKPNPK_ B6UHU1_MAIZE 4 382.69988 1526.7704 0.60972 -0.14561 0.46057 68.229 68.229 1.28E-01 18.03 1323400

14373 FPELYQILR Unmodified _FPELYQILR_ B4FVC7_MAIZE 2 589.83205 1177.6495 0.18483 -0.94435 -0.77902 99.756 99.756 3.32E-02 30.57 392230

14374 FPFELK Unmodified _FPFELK_ B4F9V2_MAIZE 2 390.71816 779.42178 0.54542 0.10778 0.64191 77.428 77.428 2.64E-01 17.01 660150

14375 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.036151 0.10064 0.068888 96.98 96.98 2.92E-02 45.2 1984800

14376 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.1469 0.17197 0.030732 97.77 97.77 3.48E-02 44.48 474990

14377 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.034665 0.025714 -0.0044935 97.768 97.768 3.48E-02 44.55 858680

14378 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.020155 0.000247 -0.014659 97.628 97.628 3.48E-02 44.34 471280

14379 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.047717 -0.062909 -0.10482 97.297 97.297 3.48E-02 39.59 425000

14380 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.0013794 -0.2677 -0.26445 97.689 97.689 1.90E-02 46.52 409530

14381 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.090637 -0.72412 -0.80839 97.377 97.377 2.92E-02 29.8 373830

14382 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.046927 0.042785 0.001185 97.65 97.65 2.34E-03 44.38 400040

14383 FPFLLVDR Unmodified _FPFLLVDR_ B6SKY1_MAIZE 2 503.78965 1005.5648 -0.20821 -0.010898 -0.214 98.906 98.906 3.48E-02 42.13 4403300

14384 FPGDEIPIIR Unmodified _FPGDEIPIIR_ B4FH57_MAIZE 2 578.82168 1155.6288 0.19917 0.10657 0.29589 84.998 84.998 1.62E-03 47.4 503890

14385 FPGDEIPIIR Unmodified _FPGDEIPIIR_ B4FH57_MAIZE 2 578.82168 1155.6288 0.12638 0.11818 0.23559 85.437 85.437 4.40E-02 35.77 124420

14386 FPGDEIPIIR Unmodified _FPGDEIPIIR_ B4FH57_MAIZE 2 578.82168 1155.6288 0.19913 0.051919 0.24146 85.836 85.836 1.25E-02 44.23 206350

14387 FPGDEIPIIR Unmodified _FPGDEIPIIR_ B4FH57_MAIZE 2 578.82168 1155.6288 0.2401 -0.10487 0.12558 85.541 85.541 1.25E-02 33.35 203170

14388 FPGLNIWLR Unmodified _FPGLNIWLR_ B6TNK2_MAIZE 2 558.32165 1114.6287 0.043928 -0.58093 -0.54611 105.74 105.74 3.21E-03 51.78 81731

14389 FPGLNIWLR Unmodified _FPGLNIWLR_ B6TNK2_MAIZE 2 558.32165 1114.6287 0.13881 -0.31127 -0.18369 105.7 105.7 9.73E-03 61.96 103660

14390 FPGLNIWLR Unmodified _FPGLNIWLR_ B6TNK2_MAIZE 2 558.32165 1114.6287 0.17777 -0.70198 -0.53415 105.71 105.71 9.73E-03 37.23 96966
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14391 FPGLNIWLR Unmodified _FPGLNIWLR_ B6TNK2_MAIZE 2 558.32165 1114.6287 -3.0862 105.57 105.57 2.17E-02 31.27

14392 FPGLNIWLR Unmodified _FPGLNIWLR_ B6TNK2_MAIZE 2 558.32165 1114.6287 0.040072 0.22912 0.25861 105.34 105.34 3.13E-03 38.66 798240

14393 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.11606 -0.56482 -0.45305 63.438 63.438 1.00E+00 0.29 11167

14394 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.14887 0.098221 0.2421 64.391 64.391 4.40E-05 38.64 1292200

14395 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.15349 0.16128 0.30933 63.715 63.715 5.76E-06 50.71 1263100

14396 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.11926 0.28571 0.39935 64.053 64.053 1.62E-03 46.85 1101600

14397 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.081053 -0.095969 -0.020957 64.183 64.183 5.76E-06 62.7 14487000

14398 FPGQLNSDLR Unmodified _FPGQLNSDLR_ TBB5_MAIZE B4 2 573.79874 1145.5829 0.078839 -0.095946 -0.022794 64.332 64.332 3.43E-01 19.19 468310

14399 FPGQLNSDLRK Unmodified _FPGQLNSDLRK_ TBB5_MAIZE B4 3 425.56657 1273.6779 0.16883 -0.048193 0.10989 54.749 54.749 1.00E+00 9.8 323850

14400 FPGQLNSDLRK Unmodified _FPGQLNSDLRK_ TBB5_MAIZE B4 3 425.56657 1273.6779 0.1135 0.18478 0.28758 54.461 54.461 9.88E-04 29 5235500

14401 FPGQLNSDLRK Unmodified _FPGQLNSDLRK_ TBB5_MAIZE B4 2 637.84622 1273.6779 0.42885 -0.007574 0.41048 54.336 54.336 3.57E-04 44.84 1256000

14402 FPGVPYIVFPGNVGDNSALAK Unmodified _FPGVPYIVFPGNVGDNSALAK_ B6SH99_MAIZE 2 1081.5677 2161.1208 1.2657 -0.061374 1.2106 112.58 112.58 8.95E-08 57.66 201860

14403 FPHFPAIDDLYSDGIPLPAQTGLGAIR Unmodified _FPHFPAIDDLYSDGIPLPAQTGLGAIR_ A1XCI6_MAIZE 3 961.16762 2880.481 1.2004 0.19202 1.3927 121.04 121.04 9.45E-02 9.53 504730

14404 FPHFPAIDDLYSDGIPLPAQTGLGAIR Unmodified _FPHFPAIDDLYSDGIPLPAQTGLGAIR_ A1XCI6_MAIZE 3 961.16762 2880.481 1.1559 -0.085449 1.0715 121.78 121.78 1.00E+00 14.4 155170

14405 FPHFPAIDDLYSDGIPLPAQTGLGAIR Unmodified _FPHFPAIDDLYSDGIPLPAQTGLGAIR_ A1XCI6_MAIZE 3 961.16762 2880.481 1.1942 0.13457 1.3298 124.44 124.44 4.74E-01 15.47 189080

14406 FPLCTLAETPR Unmodified _FPLCTLAETPR_ B4FVB9_MAIZE 2 652.837 1303.6595 0.50077 -0.073053 0.42879 76.282 76.282 3.60E-06 89.77 935950

14407 FPLITVFTELNSGK Unmodified _FPLITVFTELNSGK_ Q5EUD0_MAIZE 2 783.43232 1564.8501 0.98928 0.13089 1.1221 116.96 116.96 7.64E-09 46.2 204220

14408 FPLSEVSK Unmodified _FPLSEVSK_ B4FJT5_MAIZE 2 453.75019 905.48583 -0.062643 0.37119 0.29733 58.121 58.121 3.77E-01 24.88 1837400

14409 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.40514 -0.10813 0.28919 64.465 64.465 2.64E-01 26.13 5482000

14410 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.2756 0.096511 0.36308 65.373 65.373 5.26E-01 24.04 551920

14411 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.42238 0.18371 0.59818 66.434 66.434 1.00E+00 20.11 627010

14412 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.39034 0.18433 0.56565 65.832 65.832 5.26E-01 21.1 564690

14413 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.3463 0.12163 0.459 66.172 66.172 5.26E-01 17.36 751450

14414 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.42534 0.12573 0.54159 66.078 66.078 9.46E-01 18.8 767000

14415 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.38957 0.97211 1.3501 66.336 66.336 9.46E-01 16.64 210960

14416 FPLVYR Unmodified _FPLVYR_ B4F9R6_MAIZE 2 397.73161 793.44866 0.13361 0.36613 0.49132 67.652 67.652 2.64E-01 30.13 2526000

14417 FPMFDWVGGR Unmodified _FPMFDWVGGR_ B6TAY2_MAIZE 2 606.28695 1210.5593 0.2949 0.78474 1.0968 104.44 104.44 1.84E-04 65.29 997140

14418 FPMFDWVGGR Unmodified _FPMFDWVGGR_ B6TAY2_MAIZE 2 606.28695 1210.5593 0.31573 0.26733 0.60013 105.13 105.13 1.25E-02 24.25 150990

14419 FPMFDWVGGR Unmodified _FPMFDWVGGR_ B6TAY2_MAIZE 2 606.28695 1210.5593 0.29825 0.45898 0.77562 104.66 104.66 1.62E-03 44.45 417000

14420 FPMFDWVGGR Unmodified _FPMFDWVGGR_ B6TAY2_MAIZE 2 606.28695 1210.5593 0.46005 2.0695 2.5444 105.28 105.28 1.00E+00 8.9 147770

14421 FPMFDWVGGR Oxidation (M) _FPM(ox)FDWVGGR_ B6TAY2_MAIZE 2 614.28441 1226.5543 0.28519 0.44791 0.75434 93.667 93.667 2.75E-01 28.48 247520

14422 FPMFDWVGGR Oxidation (M) _FPM(ox)FDWVGGR_ B6TAY2_MAIZE 2 614.28441 1226.5543 0.33873 0.23103 0.59031 93.78 93.78 4.53E-03 36.38 217990

14423 FPMFDWVGGR Oxidation (M) _FPM(ox)FDWVGGR_ B6TAY2_MAIZE 2 614.28441 1226.5543 0.28716 0.40574 0.71396 93.254 93.254 9.71E-04 44.96 1290400

14424 FPPFPSVMDINQIR Oxidation (M) _FPPFPSVM(ox)DINQIR_ B6SKY1_MAIZE 2 838.92688 1675.8392 1.0111 0.29301 1.3071 101.86 101.86 7.64E-09 39.78 169700
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14425 FPQFFTGK Unmodified _FPQFFTGK_ B6T3Y2_MAIZE 2 486.2529 970.49125 0.047504 -0.041023 0.025425 79.441 79.441 1.65E-01 24.26 148170

14426 FPQFFTGK Unmodified _FPQFFTGK_ B6T3Y2_MAIZE 2 486.2529 970.49125 -0.018727 -0.022578 -0.023023 78.933 78.933 2.92E-02 44.52 262690

14427 FPQFFTGK Unmodified _FPQFFTGK_ B6T3Y2_MAIZE 2 486.2529 970.49125 -0.078244 0.20607 0.14717 79.164 79.164 1.90E-02 38.95 3011800

14428 FPQFFTGK Unmodified _FPQFFTGK_ B6T3Y2_MAIZE 2 486.2529 970.49125 -0.15276 0.34246 0.20894 80.369 80.369 1.90E-02 37.9 206230

14429 FPQISAVR Unmodified _FPQISAVR_ B4FPQ2_MAIZE 2 459.2638 916.51305 -0.15085 0.17225 0.014316 64.708 64.708 1.00E+00 2.2 1679200

14430 FPQISAVR Unmodified _FPQISAVR_ B4FPQ2_MAIZE 2 459.2638 916.51305 -0.09142 -0.11604 -0.2138 65.487 65.487 3.77E-01 10.11 13570000

14431 FPQISAVR Unmodified _FPQISAVR_ B4FPQ2_MAIZE 2 459.2638 916.51305 -0.14043 0.29785 0.15147 64.188 64.188 2.92E-02 35.26 198620

14432 FPQPYANEQAAR Unmodified _FPQPYANEQAAR_ B4FHM1_MAIZE 2 696.33876 1390.663 0.63902 0.034109 0.65186 53.783 53.783 1.60E-02 41.6 452160

14433 FPQVSAVR Unmodified _FPQVSAVR_ B6TSN5_MAIZE 2 452.25598 902.4974 -0.1805 0.2255 0.049753 57.337 57.337 3.48E-02 43.96 528570

14434 FPSELELQELIGSR Unmodified _FPSELELQELIGSR_ B6U144_MAIZE 2 809.42777 1616.841 1.0459 -0.71531 0.31353 109.37 109.37 6.31E-03 60.83 109420

14435 FPTDIFFQR Unmodified _FPTDIFFQR_ B6TMK6_MAIZE 2 585.80075 1169.5869 0.23701 0.31346 0.56258 98.833 98.833 1.01E-02 46.71 418590

14436 FPTDIFFQR Unmodified _FPTDIFFQR_ B6TMK6_MAIZE 2 585.80075 1169.5869 0.16402 0.43375 0.61067 99.389 99.389 1.01E-02 35.33 125680

14437 FPTDIFFQR Unmodified _FPTDIFFQR_ B6TMK6_MAIZE 2 585.80075 1169.5869 0.23437 0.35881 0.60488 99.545 99.545 3.39E-01 43.94 127870

14438 FPTDIFFQR Unmodified _FPTDIFFQR_ B6TMK6_MAIZE 2 585.80075 1169.5869 0.29309 0.4337 0.73957 99.375 99.375 3.32E-02 36.83 111000

14439 FPTDIFFQR Unmodified _FPTDIFFQR_ B6TMK6_MAIZE 2 585.80075 1169.5869 0.19912 0.15567 0.36682 99.328 99.328 3.32E-02 33.89 264380

14440 FPTKPAPPSQTVR Unmodified _FPTKPAPPSQTVR_ B4FR90_MAIZE 3 475.93314 1424.7776 -0.10216 -0.14371 -0.24185 47.051 47.051 2.66E-01 17.01 29709

14441 FPTKPAPPSQTVR Unmodified _FPTKPAPPSQTVR_ B4FR90_MAIZE 3 475.93314 1424.7776 -0.082383 0.14844 0.06851 47.475 47.475 3.98E-04 43.56 8484300

14442 FPTKPAPPSQTVR Unmodified _FPTKPAPPSQTVR_ B4FR90_MAIZE 2 713.39608 1424.7776 0.73733 -0.060714 0.67937 47.451 47.451 6.20E-03 36.66 724950

14443 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 3 539.28239 1614.8253 0.056177 -0.31067 -0.25738 63.08 63.08 1.77E-06 39.83 1504700

14444 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 3 539.28239 1614.8253 -0.074135 0.34062 0.26401 65.726 65.726 1.32E-03 32.96 108750

14445 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 3 539.28239 1614.8253 0.083743 0.15941 0.23979 64.291 64.291 8.17E-05 31.93 343960

14446 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 3 539.28239 1614.8253 0.058608 -0.27662 -0.22051 64.623 64.623 1.00E+00 0.19 385660

14447 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 3 539.28239 1614.8253 -0.074509 -0.364 -0.44023 63.837 63.837 1.77E-06 38.26 4526700

14448 FPTLVTHQESLESK Unmodified _FPTLVTHQESLESK_ B6SIS5_MAIZE 2 808.41994 1614.8253 0.96258 -0.05685 0.90355 63.839 63.839 2.96E-06 53.29 595050

14449 FPTPLEVSDKDDVAVGR Unmodified _FPTPLEVSDKDDVAVGR_ B4F8G4_MAIZE 3 615.65114 1843.9316 0.27209 0.27447 0.55421 75.431 75.431 8.06E-15 61.74 1943100

14450 FPTPSLVTPPEYASVGSK Unmodified _FPTPSLVTPPEYASVGSK_ B4FT31_MAIZE 2 938.98819 1875.9618 1.1169 -0.41435 0.7068 87.456 87.456 1.18E-19 53.06 825770

14451 FPTPSLVTPVEYASVGSK Unmodified _FPTPSLVTPVEYASVGSK_ B4F817_MAIZE 2 939.99602 1877.9775 1.145 0.056423 1.2077 93.966 93.966 2.85E-09 67.39 514320

14452 FPTTNQTR Unmodified _FPTTNQTR_ B4FCQ4_MAIZE 2 482.74597 963.47739 -0.13038 -0.32341 -0.44458 33.061 33.061 1.65E-01 26.83 27403

14453 FPTTNQTR Unmodified _FPTTNQTR_ B4FCQ4_MAIZE 2 482.74597 963.47739 -0.073694 -0.18664 -0.25164 35.727 35.727 3.77E-01 27.23 123470

14454 FPTTNQTR Unmodified _FPTTNQTR_ B4FCQ4_MAIZE 2 482.74597 963.47739 -0.061858 -0.19967 -0.25242 33.124 33.124 5.06E-02 33.2 902490

14455 FPVSEVIPLSTLR Unmodified _FPVSEVIPLSTLR_ B4F985_MAIZE 2 729.42176 1456.829 0.81567 0.040548 0.85466 98.968 98.968 4.68E-05 43.34 553630

14456 FPWTYSAK Unmodified _FPWTYSAK_ B6TP17_MAIZE 2 500.25036 998.48617 -0.19073 0.3032 0.10454 72.679 72.679 2.92E-02 36.47 158070

14457 FQAQADAVNLICGAK Unmodified _FQAQADAVNLICGAK_ B4FRU4_MAIZE 2 803.40631 1604.7981 0.92222 0.2031 1.121 81.13 81.13 6.53E-30 86.7 88862

14458 FQAQADAVNLICGAK Unmodified _FQAQADAVNLICGAK_ B4FRU4_MAIZE 2 803.40631 1604.7981 0.94164 -0.77585 0.1629 79.65 79.65 1.04E-33 90.49 726860



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

14459 FQAQADAVNLICGAK Unmodified _FQAQADAVNLICGAK_ B4FRU4_MAIZE 2 803.40631 1604.7981 0.91626 -0.13182 0.78066 81.311 81.311 8.98E-47 103.18 354610

14460 FQASPPVPLPELNLHPDR Unmodified _FQASPPVPLPELNLHPDR_ B4FSU4_MAIZE 3 676.36181 2026.0636 0.52407 -0.071586 0.44606 91.94 91.94 9.13E-03 18.62 1224000

14461 FQAWPR Unmodified _FQAWPR_ B6SHY0_MAIZE 2 402.71121 803.40786 0.12684 -0.38725 -0.26713 57.67 57.67 2.64E-01 35.61 748280

14462 FQDKEVQR Unmodified _FQDKEVQR_ B4FWJ8_MAIZE 2 525.27236 1048.5302 0.14483 -0.37396 -0.23437 26.477 26.477 1.65E-01 28.19 13117

14463 FQDKEVQR Unmodified _FQDKEVQR_ B4FWJ8_MAIZE 3 350.51733 1048.5302 1.1179 0.005618 1.1171 26.476 26.476 9.92E-01 11.1 23290

14464 FQDPAEADKLMK Oxidation (M) _FQDPAEADKLM(ox)K_ B6SPZ8_MAIZE 3 470.23075 1407.6704 -0.024963 0.20077 0.1604 49.425 49.425 2.46E-02 32.65 400420

14465 FQELGEAYQVLSDPGKK Unmodified _FQELGEAYQVLSDPGKK_ B4FBV4_MAIZE 3 636.99491 1907.9629 0.35769 -0.044712 0.30254 81.268 81.268 4.34E-02 17.57 2135000

14466 FQELGLEK Unmodified _FQELGLEK_ SUS1_MAIZE B6 2 482.26092 962.5073 -0.080843 -0.072952 -0.17462 57.78 57.78 1.90E-02 51.23 11978000

14467 FQELGLEK Unmodified _FQELGLEK_ SUS1_MAIZE B6 2 482.26092 962.5073 -0.071231 -0.11033 -0.20161 59.83 59.83 2.92E-02 38.99 5659600

14468 FQELGLEK Unmodified _FQELGLEK_ SUS1_MAIZE B6 2 482.26092 962.5073 -0.11973 -0.19555 -0.33514 59.108 59.108 2.92E-02 41.88 9787700

14469 FQELGLEK Unmodified _FQELGLEK_ SUS1_MAIZE B6 2 482.26092 962.5073 -0.067669 0.40994 0.32085 59.715 59.715 5.06E-02 35.26 667870

14470 FQELGLEK Unmodified _FQELGLEK_ SUS1_MAIZE B6 2 482.26092 962.5073 -0.022969 -0.39964 -0.44311 59.732 59.732 1.65E-01 27.42 496020

14471 FQELIR Unmodified _FQELIR_ B4G066_MAIZE 2 403.23197 804.44939 0.3179 0.6932 0.98777 55.382 55.382 5.26E-01 29.7 2987200

14472 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.068629 0.13953 0.049662 44.7 44.7 2.92E-02 35.29 2295900

14473 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.15889 -0.28949 -0.46894 44.334 44.334 5.06E-02 44.31 761920

14474 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.050049 0.057833 -0.012559 46.919 46.919 3.48E-02 53.25 781420

14475 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.023873 0.15078 0.10677 46.145 46.145 1.90E-02 47.91 457790

14476 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.11286 0.081133 -0.053199 47.01 47.01 1.90E-02 49.66 1900500

14477 FQELSPEK Unmodified _FQELSPEK_ B4FS49_MAIZE 2 489.25056 976.48656 -0.051797 0.096746 0.023677 46.761 46.761 1.90E-02 43.84 891980

14478 FQEPGVAEK Unmodified _FQEPGVAEK_ B6TXX8_MAIZE 2 502.75601 1003.4975 -0.14139 0.6215 0.47029 46.155 46.155 1.12E-01 26.06 1632400

14479 FQESPEAYTPAIIAQDR Unmodified _FQESPEAYTPAIIAQDR_ B6TF54_MAIZE 2 968.47598 1934.9374 1.1415 -0.17764 0.94886 81.77 81.77 3.42E-29 90.85 483450

14480 FQESPEAYTPAIIAQDRDQLMNLLTYETVER Oxidation (M) _FQESPEAYTPAIIAQDRDQLM(ox)NLLTYETVER_ B6TF54_MAIZE 3 1219.9296 3656.7668 1.1288 0.18765 1.3046 127.83 127.83 9.16E-02 21.38 234330

14481 FQEWGLEK Unmodified _FQEWGLEK_ Q8L5H0_MAIZE 2 518.75855 1035.5025 -0.022364 -0.04327 -0.0793 65.94 65.94 5.06E-02 31.89 833120

14482 FQEWGLEK Unmodified _FQEWGLEK_ Q8L5H0_MAIZE 2 518.75855 1035.5025 -0.20291 -0.25722 -0.47311 66.558 66.558 1.65E-01 27.35 365230

14483 FQEWGLEK Unmodified _FQEWGLEK_ Q8L5H0_MAIZE 2 518.75855 1035.5025 -0.016205 -0.47479 -0.50286 67.048 67.048 5.06E-02 30.11 519750

14484 FQGFQYSK Unmodified _FQGFQYSK_ PURA_MAIZE 2 502.74544 1003.4763 -0.070153 -0.2485 -0.31562 57.259 57.259 1.65E-01 19.69 4341800

14485 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.1435 0.13542 1.2766 119.77 119.77 1.06E-12 103.6 1712600

14486 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 3 844.09702 2529.2692 1.0463 0.072163 1.1162 119.76 119.76 4.10E-06 42.92 1231500

14487 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 3 844.09702 2529.2692 1.0426 0.15864 1.1984 120.21 120.21 4.10E-06 44.91 398470

14488 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.3083 -0.07068 1.2353 120.21 120.21 1.96E-09 65.82 465740

14489 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 3 844.09702 2529.2692 1.0422 0.26346 1.3036 120.43 120.43 1.27E-06 31.69 553840

14490 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.1259 0.15711 1.281 120.45 120.45 1.96E-09 84.11 450100

14491 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.182 0.14123 1.3209 120.74 120.74 1.06E-12 66.67 217570

14492 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 3 844.09702 2529.2692 1.1252 0.007024 1.1302 120.28 120.28 3.27E-04 25.54 234760
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14493 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.289 0.044584 1.3312 120.28 120.28 4.97E-06 53.66 231770

14494 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 2 1265.6419 2529.2692 1.1404 0.21123 1.3497 121.06 121.06 5.36E-22 82.55 3974100

14495 FQGGSPYIYPLYGLGELPQGFAR Unmodified _FQGGSPYIYPLYGLGELPQGFAR_ B4FSB0_MAIZE 3 844.09702 2529.2692 1.0401 0.22981 1.2671 121.07 121.07 1.28E-07 35.62 4122900

14496 FQGPSAIAGK Unmodified _FQGPSAIAGK_ B4FC92_MAIZE 2 488.26654 974.51853 -0.34089 -0.093456 -0.44017 48.524 48.524 4.40E-05 75.14 2194200

14497 FQGQATDVDIAR Unmodified _FQGQATDVDIAR_ B4FNF5_MAIZE 2 660.83077 1319.647 0.45141 0.2147 0.67232 55.031 55.031 1.60E-02 47.67 561220

14498 FQGSPAIITYR Unmodified _FQGSPAIITYR_ B6SN99_MAIZE 2 626.83786 1251.6612 0.3664 0.052994 0.41084 66.799 66.799 3.57E-04 46.7 1076500

14499 FQGSPAIITYR Unmodified _FQGSPAIITYR_ B6SN99_MAIZE 2 626.83786 1251.6612 0.28143 0.47057 0.74407 69.45 69.45 3.57E-04 35.49 1858600

14500 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.1108 0.17648 1.2773 82.512 82.512 7.68E-22 56.16 978310

14501 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.0672 0.22804 1.2857 82.995 82.995 2.25E-03 37.39 298180

14502 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.0861 0.48496 1.5609 83.409 83.409 3.56E-04 65.79 422560

14503 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.0856 0.14566 1.2216 83.088 83.088 2.00E-19 57.26 420990

14504 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.1272 0.10105 1.2186 82.829 82.829 1.95E-13 48.19 429570

14505 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.1182 0.13984 1.2486 83.362 83.362 7.68E-22 66.92 608200

14506 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 1.0658 0.04188 1.0986 83.03 83.03 2.00E-19 55.45 2526700

14507 FQGYNDYTPEQLIK Unmodified _FQGYNDYTPEQLIK_ B6TAJ3_MAIZE 2 858.4174 1714.8203 0.93703 -0.29972 0.62839 82.76 82.76 7.68E-22 69.61 10599000

14508 FQIGEVFAHMPR Oxidation (M) _FQIGEVFAHM(ox)PR_ B6SLQ1_MAIZE 3 483.24321 1446.7078 -0.20202 0.11426 -0.085176 78.941 78.941 2.11E-01 8.45 596500

14509 FQIGEVFAHMPR Unmodified _FQIGEVFAHMPR_ B6SLQ1_MAIZE 3 477.91157 1430.7129 -0.16898 -0.060574 -0.22876 95.704 95.704 2.46E-02 25.79 217750

14510 FQMEGYGNDMVK Oxidation (M) _FQMEGYGNDM(ox)VK_ B6U9L0_MAIZE 2 717.80504 1433.5955 0.71848 0.12434 0.84079 62.299 62.299 1.63E-05 38.05 592060

14511 FQNLMQTLDFR Unmodified _FQNLMQTLDFR_ B4FFP7_MAIZE 2 706.85319 1411.6918 0.69035 0.30841 0.99673 100.23 100.23 6.35E-09 50.72 176390

14512 FQNLMQTLDFR Unmodified _FQNLMQTLDFR_ B4FFP7_MAIZE 2 706.85319 1411.6918 0.67365 0.16518 0.83697 100.24 100.24 5.66E-08 60.13 406970

14513 FQNLMQTLDFR Oxidation (M) _FQNLM(ox)QTLDFR_ B4FFP7_MAIZE 2 714.85064 1427.6867 0.69435 0.18137 0.87654 83.431 83.431 1.36E-04 65.28 388710

14514 FQNLMQTLDFR Oxidation (M) _FQNLM(ox)QTLDFR_ B4FFP7_MAIZE 2 714.85064 1427.6867 0.72283 0.025879 0.74905 84.034 84.034 3.82E-10 79.2 342240

14515 FQSLGVAFYR Unmodified _FQSLGVAFYR_ B4FI29_MAIZE 2 594.31402 1186.6135 0.36373 1.2002 1.5621 80.245 80.245 2.81E-03 44.1 1113600

14516 FQSLGVAFYR Unmodified _FQSLGVAFYR_ B4FI29_MAIZE 2 594.31402 1186.6135 0.33383 0.72431 1.0579 81.417 81.417 1.45E-01 47.87 337300

14517 FQSLGVAFYR Unmodified _FQSLGVAFYR_ B4FI29_MAIZE 2 594.31402 1186.6135 0.12158 0.23871 0.36014 80.835 80.835 1.25E-02 46.56 3596300

14518 FQSLGVAFYR Unmodified _FQSLGVAFYR_ B4FI29_MAIZE 2 594.31402 1186.6135 -0.43401 82.235 82.235 5.27E-04 44.93

14519 FQSSAVAALQEAAEAYLVGLFEDTNLCAIHAK Unmodified _FQSSAVAALQEAAEAYLVGLFEDTNLCAIHAK_ B6T1G0_MAIZE 3 1146.573 3436.6973 1.241 -0.29462 0.9357 130.15 130.15 2.30E-02 21.12 507660

14520 FQSSAVAALQEAAEAYLVGLFEDTNLCAIHAK Unmodified _FQSSAVAALQEAAEAYLVGLFEDTNLCAIHAK_ B6T1G0_MAIZE 4 860.1816 3436.6973 1.2526 0.084815 1.326 130.14 130.14 5.81E-01 9.3 1095300

14521 FQSSAVSALQEAAEAYLVGLFEDTNLCAIHAK Unmodified _FQSSAVSALQEAAEAYLVGLFEDTNLCAIHAK_ B6SIV8_MAIZE 3 1151.9047 3452.6922 1.177 0.2375 1.4044 129.82 129.82 1.78E-23 74.5 436270

14522 FQSVISFKPTMVTILSPEVAEK Oxidation (M) _FQSVISFKPTM(ox)VTILSPEVAEK_ B6TXS9_MAIZE 3 823.10994 2466.308 1.0343 -0.56088 0.47371 97.586 97.586 2.19E-05 54.7 364660

14523 FQSVISFKPTMVTILSPEVAEK Oxidation (M) _FQSVISFKPTM(ox)VTILSPEVAEK_ B6TXS9_MAIZE 3 823.10994 2466.308 1.0038 0.044387 1.0479 97.222 97.222 5.93E-08 54.53 1911400

14524 FQSVISFKPTMVTILSPEVAEK Oxidation (M) _FQSVISFKPTM(ox)VTILSPEVAEK_ B6TXS9_MAIZE 3 823.10994 2466.308 0.9843 -0.32216 0.66269 99.254 99.254 9.90E-22 47.92 764540

14525 FQSVISFKPTMVTILSPEVAEK Unmodified _FQSVISFKPTMVTILSPEVAEK_ B6TXS9_MAIZE 3 817.7783 2450.3131 1.0201 0.37427 1.3923 106.67 106.67 2.04E-03 26.23 816060

14526 FQSYDDTGFK Unmodified _FQSYDDTGFK_ B6T863_MAIZE 2 604.26694 1206.5193 0.19665 0.32806 0.53555 60.547 60.547 1.25E-02 48.08 612240
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14527 FQTMLQLER Oxidation (M) _FQTM(ox)LQLER_ Q9ST01_MAIZE 2 591.3028 1180.591 0.1563 0.56107 0.70865 65.599 65.599 3.32E-02 39.75 150210

14528 FQTQQIYCVR Unmodified _FQTQQIYCVR_ B4FDK0_MAIZE 2 671.83225 1341.65 0.54584 0.031913 0.58637 63.014 63.014 1.62E-03 54.24 519690

14529 FQTWSIAGYLVAR Unmodified _FQTWSIAGYLVAR_ B4FP50_MAIZE 2 756.4039 1510.7932 0.86638 -0.076193 0.78555 106.19 106.19 2.61E-08 64.2 418370

14530 FQTWSIAGYLVAR Unmodified _FQTWSIAGYLVAR_ B4FP50_MAIZE 2 756.4039 1510.7932 0.84539 0.53925 1.3794 106.85 106.85 1.15E-02 27.17 144400

14531 FQTWSIAGYLVAR Unmodified _FQTWSIAGYLVAR_ B4FP50_MAIZE 2 756.4039 1510.7932 0.8714 -0.041765 0.8254 106.85 106.85 1.47E-03 52.89 173130

14532 FQTWSIAGYLVAR Unmodified _FQTWSIAGYLVAR_ B4FP50_MAIZE 2 756.4039 1510.7932 0.93114 0.22664 1.1537 107.17 107.17 1.47E-03 63.94 311720

14533 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.061615 0.51077 0.43485 60.472 60.472 1.65E-01 36 8027800

14534 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.25242 -0.11136 -0.37608 61.981 61.981 5.06E-02 41.75 257270

14535 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.17166 0.52629 0.3409 60.998 60.998 1.65E-01 20.66 3238500

14536 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.066477 0.43327 0.35286 62.343 62.343 5.06E-02 24.69 5116900

14537 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.086684 0.11288 0.012468 61.725 61.725 7.88E-01 17.29 4478300

14538 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.16128 0.0732 -0.10121 62.111 62.111 5.06E-02 28.92 35601000

14539 FRAPVEPY Unmodified _FRAPVEPY_ B6T3P9_MAIZE 2 489.75581 977.49707 -0.11723 0.11499 -0.015874 62.496 62.496 1.65E-01 24.37 2734600

14540 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.33178 -0.51499 -0.19447 35.444 35.444 1.98E-01 23.35 2235400

14541 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.1502 -0.30158 -0.16251 35.074 35.074 1.98E-01 32.35 248850

14542 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.24744 -0.25848 -0.022694 37.628 37.628 1.98E-01 32.25 505860

14543 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 5 328.37595 1636.8434 1.4736 -0.88041 0.58446 37.641 37.641 4.35E-01 32.87 223210

14544 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.22993 -0.77179 -0.55105 36.842 36.842 1.98E-01 30.32 411870

14545 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.27463 -0.11395 0.14959 37.52 37.52 6.35E-02 33.21 333480

14546 FRGEDKPPAHLGASR Unmodified _FRGEDKPPAHLGASR_ B4G082_MAIZE 4 410.21812 1636.8434 0.25255 -0.41388 -0.17132 37.035 37.035 6.35E-02 33.7 5264000

14547 FRKPVIAGDTLIMR Oxidation (M) _FRKPVIAGDTLIM(ox)R_ B6SKY1_MAIZE 3 544.97999 1631.9181 -0.029736 -0.38472 -0.42015 64.709 64.709 3.04E-03 32.28 680130

14548 FRLPDNAK Unmodified _FRLPDNAK_ B4F976_MAIZE 3 320.8469 959.51886 1.3158 -0.1838 1.1104 48.732 48.732 2.09E-01 36.51 162720

14549 FRLPENAK Unmodified _FRLPENAK_ B4G250_MAIZE 3 325.51878 973.53451 1.3409 0.22692 1.5361 44.204 44.204 4.46E-01 31.94 754320

14550 FRLPENAK Unmodified _FRLPENAK_ B4G250_MAIZE 3 325.51878 973.53451 1.2139 -0.30393 0.88048 47.856 47.856 2.09E-01 32.68 2028200

14551 FRLPENAK Unmodified _FRLPENAK_ B4G250_MAIZE 2 487.77453 973.53451 -0.20266 0.78283 0.54825 47.838 47.838 5.06E-02 22.03 598270

14552 FRNDIQTPGLANVAATVMNLHGFEAPADYEQTLIEVADN Oxidation (M) _FRNDIQTPGLANVAATVM(ox)NLHGFEAPADYEQTLIEVADN_ B6TGG2_MAIZE 3 1421.0217 4260.0434 1.248 -0.25397 0.99015 127.13 127.13 2.82E-01 42.7 254050

14553 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.1767 0.003482 1.177 46.572 46.572 1.82E-02 37.5 8028300

14554 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.0080168 0.15807 0.14795 46.568 46.568 1.01E-02 17.56 2327700

14555 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 0.99687 0.16418 1.1598 48.771 48.771 1.96E-01 34.03 169790

14556 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.14241 -0.10364 -0.24658 48.931 48.931 3.32E-02 21.03 48387

14557 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.0033 -0.080997 0.92094 49.463 49.463 1.82E-02 42.15 224530

14558 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.63707 49.239 49.239 7.65E-01 0.57

14559 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.1028 0.085837 1.1849 46.841 46.841 4.68E-01 38.14 805530

14560 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.072049 0.39895 0.32321 46.855 46.855 9.73E-03 39.56 207830
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14561 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.2588 0.006237 1.263 49.094 49.094 1.96E-01 32.01 1183200

14562 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.1636 -0.035163 1.1274 48.382 48.382 4.68E-01 29.36 1644000

14563 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.0944 0.18082 1.2716 49.157 49.157 4.68E-01 34.24 2079500

14564 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.07279 0.36791 0.29282 49.155 49.155 1.12E-01 17.49 455720

14565 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.2061 -0.31842 0.88594 48.592 48.592 1.82E-02 30.36 4711100

14566 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.1887 -0.13418 1.053 49.389 49.389 6.12E-02 32.02 2758600

14567 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.11157 0.25771 0.14282 49.392 49.392 3.39E-01 13.16 723600

14568 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 1.201 0.28487 1.4819 47.122 47.122 6.12E-02 29.72 1592600

14569 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.063318 -0.1149 -0.18061 47.127 47.127 1.01E-02 33.77 397930

14570 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 3 339.53818 1015.5927 0.96196 -0.50559 0.45685 50.551 50.551 6.12E-02 34.93 6116800

14571 FRPGTVALR Unmodified _FRPGTVALR_ B6T1G0_MAIZE 2 508.80363 1015.5927 -0.19007 -0.30669 -0.49713 50.548 50.548 3.21E-03 39.08 1888100

14572 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.2766 0.26517 1.5134 39.913 39.913 9.46E-01 33.57 2950500

14573 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1256 -0.70314 0.39885 40.394 40.394 5.26E-01 34.89 69744

14574 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1704 -0.2677 0.87589 39.364 39.364 9.46E-01 25.44 997480

14575 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.3651 -0.28706 1.05 41.985 41.985 9.46E-01 27.55 960150

14576 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1687 0.62827 1.7684 41.315 41.315 9.46E-01 31.71 1933000

14577 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1294 0.20778 1.3094 41.958 41.958 2.64E-01 42.44 2789700

14578 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.3101 0.038152 1.3193 41.764 41.764 2.64E-01 40.41 1272200

14579 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.2742 -0.50054 0.74626 42.513 42.513 5.26E-01 39.9 2913400

14580 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1377 -0.21539 0.89632 39.838 39.838 2.64E-01 34.21 28023000

14581 FSAAIR Unmodified _FSAAIR_ B4G080_MAIZE 2 332.69248 663.37041 1.1205 -0.72615 0.36947 43.457 43.457 9.46E-01 25.25 308850

14582 FSAASVAWSGK Unmodified _FSAASVAWSGK_ B4FRI1_MAIZE 2 555.78256 1109.5506 0.084403 -0.54364 -0.46513 66.069 66.069 1.00E+00 5.77 210320

14583 FSAASVAWSGK Unmodified _FSAASVAWSGK_ B4FRI1_MAIZE 2 555.78256 1109.5506 0.11555 -1.1111 -1.0005 65.843 65.843 1.67E-02 47.4 1443200

14584 FSAASVAWSGK Unmodified _FSAASVAWSGK_ B4FRI1_MAIZE 2 555.78256 1109.5506 -0.018294 0.072946 0.047814 66.086 66.086 4.43E-05 49.54 5816400

14585 FSADKEFLR Unmodified _FSADKEFLR_ B4FSZ8_MAIZE 3 371.52935 1111.5662 0.72737 -0.028495 0.68327 58.361 58.361 8.40E-02 19.89 3359300

14586 FSADKEFLR Unmodified _FSADKEFLR_ B4FSZ8_MAIZE 2 556.79038 1111.5662 0.092263 0.14244 0.21885 58.35 58.35 9.73E-03 41.79 856730

14587 FSASLDGLNNASR Unmodified _FSASLDGLNNASR_ B6THW0_MAIZE 2 676.33367 1350.6528 0.67179 1.529 2.1828 68.418 68.418 9.54E-02 33.16 639610

14588 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.16602 0.007881 0.17173 38.22 38.22 5.66E-08 75.81 2561000

14589 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.099183 0.074824 0.17205 37.449 37.449 6.35E-09 74.5 659200

14590 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.18513 -0.11279 0.071154 40.374 40.374 1.62E-12 81.84 1502000

14591 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.14793 -0.24222 -0.095104 39.579 39.579 6.35E-09 70.54 3217900

14592 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.056145 -0.26024 -0.20531 40.42 40.42 9.05E-18 80.96 10228000

14593 FSDASVQSDAK Unmodified _FSDASVQSDAK_ B6SZ69_MAIZE 2 577.76984 1153.5251 0.098997 0.01301 0.11037 38.144 38.144 1.62E-12 68.64 1107700

14594 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.19181 0.092407 0.28459 52.16 52.16 1.62E-12 62.54 23472000
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14595 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.1959 -0.22957 -0.032361 52.232 52.232 5.66E-08 64.58 9613500

14596 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.18698 -0.15231 0.034822 54.372 54.372 1.62E-12 62.17 19501000

14597 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.17082 -0.15645 0.014333 53.616 53.616 6.35E-09 67.9 21854000

14598 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.067603 -0.053712 0.014564 54.264 54.264 1.62E-12 64.74 39957000

14599 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.13319 0.13584 0.26871 52.553 52.553 3.57E-04 64.68 6861700

14600 FSDASVQSDIK Unmodified _FSDASVQSDIK_ B4FSP6_MAIZE 2 598.79332 1195.5721 0.20039 0.22173 0.42291 55.624 55.624 5.66E-08 64.89 640240

14601 FSDAVIQLHTR Unmodified _FSDAVIQLHTR_ B6T5Q6_MAIZE 3 429.56657 1285.6779 0.058041 -0.015584 0.042858 61.626 61.626 9.88E-04 43.05 6417200

14602 FSDDKGLASDDK Unmodified _FSDDKGLASDDK_ B6TUV0_MAIZE 3 433.20173 1296.5834 0.14122 0.12831 0.26672 35.883 35.883 8.36E-03 27.2 466690

14603 FSDDKGLASDDKAR Unmodified _FSDDKGLASDDKAR_ B6TUV0_MAIZE 4 381.93768 1523.7216 0.70767 -0.4466 0.25275 34.329 34.329 1.59E-01 24.15 239660

14604 FSDFPQLGR Unmodified _FSDFPQLGR_ B6SR99_MAIZE 2 533.76945 1065.5243 0.02042 0.13907 0.16763 72.765 72.765 9.73E-03 33.89 1640000

14605 FSDFPQLGR Unmodified _FSDFPQLGR_ B6SR99_MAIZE 2 533.76945 1065.5243 -0.080842 0.064925 -0.0077616 73.94 73.94 3.32E-02 20.56 61540

14606 FSDFPQLGR Unmodified _FSDFPQLGR_ B6SR99_MAIZE 2 533.76945 1065.5243 -0.084782 0.24531 0.1683 73.215 73.215 9.73E-03 34.64 319410

14607 FSDHLEAIK Unmodified _FSDHLEAIK_ B6SM05_MAIZE 3 353.85383 1058.5397 0.76093 0.21838 0.96187 54.869 54.869 8.40E-02 28.9 669730

14608 FSDLTPAEFR Unmodified _FSDLTPAEFR_ B4FX40_MAIZE 2 591.79312 1181.5717 0.17714 2.8126 2.9833 73.913 73.913 2.81E-03 46.93 1204300

14609 FSDMYTLTIASADPQSISANKPVHFTK Oxidation (M) _FSDM(ox)YTLTIASADPQSISANKPVHFTK_ B4FTE1_MAIZE 4 747.12202 2984.459 0.79757 -0.70829 0.088948 86.035 86.035 1.30E-01 17.41 499960

14610 FSDPELQR Unmodified _FSDPELQR_ B6SV64_MAIZE 2 496.24581 990.47706 -0.12554 -0.082733 -0.21832 49.065 49.065 2.92E-02 26.53 252040

14611 FSDPELQR Unmodified _FSDPELQR_ B6SV64_MAIZE 2 496.24581 990.47706 0.0074589 -0.19572 -0.19753 51.431 51.431 1.65E-01 30.68 297380

14612 FSDPELQR Unmodified _FSDPELQR_ B6SV64_MAIZE 2 496.24581 990.47706 0.024015 0.18949 0.20394 50.738 50.738 3.77E-01 22.53 216080

14613 FSDPELQSDLASFPFR Unmodified _FSDPELQSDLASFPFR_ B6U237_MAIZE 2 928.44669 1854.8788 1.1457 0.4531 1.5989 109.4 109.4 1.48E-07 64.31 146800

14614 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 2 999.51457 1997.0146 1.1142 1.4136 2.5306 90.806 90.806 1.77E-34 72.37 1564100

14615 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 2 999.51457 1997.0146 1.1636 0.50678 1.674 91.419 91.419 3.54E-16 92.75 634780

14616 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 2 999.51457 1997.0146 1.1757 0.61393 1.7936 91.2 91.2 1.77E-34 74.42 858660

14617 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 2 999.51457 1997.0146 1.2643 0.11207 1.3807 90.863 90.863 1.18E-19 72.41 846990

14618 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 2 999.51457 1997.0146 1.1741 0.076856 1.2548 91.429 91.429 1.77E-34 81.03 5412600

14619 FSDVVGSPYYVAPEVLQK Unmodified _FSDVVGSPYYVAPEVLQK_ Q7Y037_MAIZE 3 666.67881 1997.0146 0.67699 1.4319 2.1105 91.26 91.26 9.21E-01 2.15 930050

14620 FSDYNIR Unmodified _FSDYNIR_ B6SQD4_MAIZE 2 457.72197 913.42938 -0.24834 0.18712 -0.076773 50.577 50.577 8.04E-02 31.42 893870

14621 FSDYNIR Unmodified _FSDYNIR_ B6SQD4_MAIZE 2 457.72197 913.42938 -0.13113 0.237 0.088972 73.935 73.935 7.83E-01 7.71 197750

14622 FSEGTSADR Unmodified _FSEGTSADR_ B4FTV9_MAIZE 2 485.21725 968.41994 0.041795 -0.10241 -0.062972 29.526 29.526 1.01E-02 47.73 95793

14623 FSEGTSADR Unmodified _FSEGTSADR_ B4FTV9_MAIZE 2 485.21725 968.41994 -0.055243 -0.027253 -0.085368 29.918 29.918 1.01E-02 52.02 104770

14624 FSENVLDATK Unmodified _FSENVLDATK_ B4FW57_MAIZE 2 562.28513 1122.5557 0.12158 1.5269 1.637 61.267 61.267 1.62E-03 50.27 1844600

14625 FSENVLDATK Unmodified _FSENVLDATK_ B4FW57_MAIZE 2 562.28513 1122.5557 0.055761 0.41376 0.46133 61.559 61.559 2.81E-03 31.03 1131000

14626 FSENVLDATK Unmodified _FSENVLDATK_ B4FW57_MAIZE 2 562.28513 1122.5557 0.080473 0.30504 0.37681 63.077 63.077 4.40E-02 39.6 1503600

14627 FSENVLDATK Unmodified _FSENVLDATK_ B4FW57_MAIZE 2 562.28513 1122.5557 0.06783 -0.10567 -0.046824 62.435 62.435 1.62E-03 51.49 3732400

14628 FSENVLDATK Unmodified _FSENVLDATK_ B4FW57_MAIZE 2 562.28513 1122.5557 0.1642 0.21017 0.36596 62.83 62.83 1.62E-03 46.71 346970
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14629 FSFALER Unmodified _FSFALER_ MMT1_MAIZE 2 435.22943 868.4443 -0.043809 0.38402 0.3255 74.72 74.72 7.83E-01 26.78 44632

14630 FSFALER Unmodified _FSFALER_ MMT1_MAIZE 2 435.22943 868.4443 -0.039361 0.42362 0.36687 73.785 73.785 1.86E-01 22.23 318980

14631 FSFALER Unmodified _FSFALER_ MMT1_MAIZE 2 435.22943 868.4443 0.10771 0.33546 0.42643 74.431 74.431 7.83E-01 13.47 325730

14632 FSFDPSTK Unmodified _FSFDPSTK_ B6TCK3_MAIZE 2 464.72418 927.4338 -0.1122 0.39467 0.2898 62.144 62.144 3.77E-01 32 1632400

14633 FSFDPSTK Unmodified _FSFDPSTK_ B6TCK3_MAIZE 2 464.72418 927.4338 -0.1016 0.38817 0.29568 60.373 60.373 3.77E-01 24.63 3784100

14634 FSFSESVASLFSSLGYK Unmodified _FSFSESVASLFSSLGYK_ B4FVB4_MAIZE 2 928.45927 1854.904 1.2241 0.98229 2.2021 129.12 129.12 1.02E-03 58 143800

14635 FSFSESVASLFSSLGYK Unmodified _FSFSESVASLFSSLGYK_ B4FVB4_MAIZE 3 619.3086 1854.904 0.32649 0.765 1.0872 130.37 130.37 2.56E-01 17.45 298650

14636 FSGAYWR Unmodified _FSGAYWR_ B6TPP7_MAIZE 2 443.71394 885.41334 0.041284 0.21815 0.25012 60.043 60.043 4.49E-02 37.33 2947600

14637 FSGPLATTSVATNAK Unmodified _FSGPLATTSVATNAK_ B4FRP8_MAIZE 2 732.88828 1463.762 0.73116 -0.38065 0.35153 62.343 62.343 1.60E-05 83.88 898890

14638 FSGVATDR Unmodified _FSGVATDR_ B4FVG0_MAIZE 2 426.71414 851.41373 0.11 0.4961 0.61657 38.017 38.017 2.92E-02 37.39 490190

14639 FSGVATDR Unmodified _FSGVATDR_ B4FVG0_MAIZE 2 426.71414 851.41373 0.15228 0.024951 0.18978 35.219 35.219 1.90E-02 46.66 983040

14640 FSGVTYADLFQLASATAIEEAGGPK Unmodified _FSGVTYADLFQLASATAIEEAGGPK_ B6T6L0_MAIZE 3 848.42699 2542.2591 1.0397 0.36393 1.399 129.14 129.14 1.37E-06 55.84 892210

14641 FSGVTYADLFQLASATAIEEAGGPK Unmodified _FSGVTYADLFQLASATAIEEAGGPK_ B6T6L0_MAIZE 2 1272.1368 2542.2591 1.1058 0.36786 1.4697 129.11 129.11 6.90E-13 100.71 251550

14642 FSIGVEDFEDLKNDLVQALEK Unmodified _FSIGVEDFEDLKNDLVQALEK_ O04981_MAIZE 3 803.74432 2408.2111 0.99351 0.97854 1.9629 126.78 126.78 1.25E-14 58.87 919390

14643 FSIIYDR Unmodified _FSIIYDR_ B6T346_MAIZE 2 457.24254 912.47052 -0.18263 0.072907 -0.12417 69.468 69.468 7.83E-01 22.64 51739

14644 FSIIYDR Unmodified _FSIIYDR_ B6T346_MAIZE 2 457.24254 912.47052 -0.062457 0.1842 0.1062 68.591 68.591 4.46E-01 26.45 3141200

14645 FSINVLELMR Unmodified _FSINVLELMR_ B4FBP3_MAIZE 2 611.33664 1220.6587 0.34343 0.38283 0.70652 111.55 111.55 1.45E-01 59.12 270590

14646 FSINYDR Unmodified _FSINYDR_ B4FUT7_MAIZE 2 457.72197 913.42938 -0.028635 0.49951 0.45394 74.238 74.238 1.00E+00 6.91 378450

14647 FSINYDR Unmodified _FSINYDR_ B4FUT7_MAIZE 2 457.72197 913.42938 -0.018822 0.41623 0.37997 57.683 57.683 1.86E-01 24.12 1701300

14648 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 0.010388 0.027412 0.028918 81.584 81.584 8.04E-02 31.66 7993600

14649 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.11289 0.04235 -0.077629 82.369 82.369 1.86E-01 27.35 3243200

14650 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.0091486 -0.038783 -0.054741 82.713 82.713 1.86E-01 46.77 6587300

14651 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.030752 0.01281 -0.026427 82.393 82.393 1.86E-01 35.32 5076800

14652 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.14492 -0.020083 -0.17308 82.008 82.008 8.04E-02 33.64 15023000

14653 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.085288 -0.18325 -0.27651 82.384 82.384 8.04E-02 35.09 42833000

14654 FSISWPR Unmodified _FSISWPR_ BGLC_MAIZE Q 2 446.73742 891.46029 -0.021065 0.27246 0.24322 82.343 82.343 4.46E-01 25.95 1013600

14655 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 0.037611 0.15895 0.18768 73.305 73.305 7.83E-01 25.3 7977800

14656 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 -0.086485 0.25698 0.16246 73.939 73.939 1.86E-01 34.08 3497300

14657 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 0.030864 0.21663 0.23798 74.641 74.641 1.86E-01 31.7 4964600

14658 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 0.0081947 0.29087 0.28896 74.248 74.248 4.46E-01 25.26 2825900

14659 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 -0.070685 0.44495 0.36418 74.223 74.223 1.86E-01 34.22 4978100

14660 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 -0.037518 0.25394 0.20717 74.558 74.558 8.04E-02 37.66 17631000

14661 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 0.020312 0.2133 0.22453 74.372 74.372 7.83E-01 29.09 654810

14662 FSISWSR Unmodified _FSISWSR_ B6SUH6_MAIZE 2 441.72705 881.43955 -0.072057 0.32594 0.24614 75.447 75.447 4.46E-01 25.01 137950
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14663 FSLAPLVGR Unmodified _FSLAPLVGR_ B6STH5_MAIZE 2 480.28728 958.56 -0.02352 0.13461 0.10727 85.13 85.13 3.32E-02 23.73 564900

14664 FSLAPLVGR Unmodified _FSLAPLVGR_ B6STH5_MAIZE 2 480.28728 958.56 -0.10702 0.31896 0.20731 84.886 84.886 9.73E-03 35.54 716420

14665 FSLPETGLAIIPGAGGTQR Unmodified _FSLPETGLAIIPGAGGTQR_ B4FQA8_MAIZE 2 943.01253 1884.0105 1.1328 0.12035 1.2538 103.27 103.27 4.53E-07 67.33 429050

14666 FSLSSFR Unmodified _FSLSSFR_ P93852_MAIZE 2 422.2216 842.42865 0.11388 0.26067 0.37016 73.399 73.399 1.86E-01 21.52 4255700

14667 FSMAPFQQYTDLLAK Oxidation (M) _FSM(ox)APFQQYTDLLAK_ B6TFA7_MAIZE 2 888.43728 1774.86 1.157 -0.099384 1.0537 100.28 100.28 7.01E-11 46.33 234380

14668 FSMAPFQQYTDLLAK Oxidation (M) _FSM(ox)APFQQYTDLLAK_ B6TFA7_MAIZE 2 888.43728 1774.86 1.1432 0.10649 1.2458 100.83 100.83 1.12E-07 49.26 103740

14669 FSMAPFQQYTDLLAK Oxidation (M) _FSM(ox)APFQQYTDLLAK_ B6TFA7_MAIZE 2 888.43728 1774.86 1.1045 0.62581 1.725 101 101 1.02E-23 62.52 393050

14670 FSMAPFQQYTDLLAK Unmodified _FSMAPFQQYTDLLAK_ B6TFA7_MAIZE 2 880.43982 1758.8651 1.1016 0.009142 1.1035 112.8 112.8 2.37E-16 80.73 1051400

14671 FSMAPFQQYTDLLAKPTK Unmodified _FSMAPFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 696.02744 2085.0605 0.64487 0.12654 0.76497 104.17 104.17 1.19E-01 12.25 2773800

14672 FSMAPFQQYTDLLAKPTK Unmodified _FSMAPFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 696.02744 2085.0605 0.64562 0.49113 1.1293 104.9 104.9 5.85E-01 6.82 218990

14673 FSMAPFQQYTDLLAKPTK Unmodified _FSMAPFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 696.02744 2085.0605 0.67958 -0.083339 0.59035 104.92 104.92 8.87E-01 15.31 223210

14674 FSMAPFQQYTDLLAKPTK Unmodified _FSMAPFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 696.02744 2085.0605 0.70377 0.31949 1.0164 105.06 105.06 1.00E+00 4.38 207320

14675 FSMAPFQQYTDLLAKPTK Unmodified _FSMAPFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 696.02744 2085.0605 0.72036 -0.22613 0.4882 104.84 104.84 1.00E+00 4.23 151210

14676 FSMAPFQQYTDLLAKPTK Oxidation (M) _FSM(ox)APFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 701.35908 2101.0554 0.66856 0.2932 0.95693 93.137 93.137 1.02E-02 15.96 190640

14677 FSMAPFQQYTDLLAKPTK Oxidation (M) _FSM(ox)APFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 701.35908 2101.0554 0.68654 0.23083 0.91314 93.106 93.106 3.59E-01 17.19 206760

14678 FSMAPFQQYTDLLAKPTK Oxidation (M) _FSM(ox)APFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 701.35908 2101.0554 0.69798 0.00277 0.69647 93.004 93.004 8.87E-01 4.26 340500

14679 FSMAPFQQYTDLLAKPTK Oxidation (M) _FSM(ox)APFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 701.35908 2101.0554 0.7138 0.055943 0.76563 92.742 92.742 8.87E-01 0.08 289150

14680 FSMAPFQQYTDLLAKPTK Oxidation (M) _FSM(ox)APFQQYTDLLAKPTK_ B6TFA7_MAIZE 3 701.35908 2101.0554 0.60916 -0.075398 0.53014 93.326 93.326 2.73E-10 41.05 1607900

14681 FSMSVEEAAELAR Oxidation (M) _FSM(ox)SVEEAAELAR_ B4FI86_MAIZE 2 728.34285 1454.6711 0.79341 -0.99027 -0.21824 70.93 70.93 2.65E-01 22.58 13172

14682 FSMSVEEAAELAR Oxidation (M) _FSM(ox)SVEEAAELAR_ B4FI86_MAIZE 2 728.34285 1454.6711 0.71646 0.025193 0.71824 70.166 70.166 2.61E-08 72.27 1039000

14683 FSMSVEEAAELAR Unmodified _FSMSVEEAAELAR_ B4FI86_MAIZE 2 720.34539 1438.6762 0.72679 0.045594 0.74678 86.464 86.464 9.54E-02 19.94 363810

14684 FSMSVEEAAELAR Unmodified _FSMSVEEAAELAR_ B4FI86_MAIZE 2 720.34539 1438.6762 0.69361 0.82687 1.4935 87.972 87.972 2.65E-01 9.39 220800

14685 FSNACGAICTTK Unmodified _FSNACGAICTTK_ SCRK2_MAIZE 2 665.29992 1328.5853 0.50252 -0.1687 0.3447 45.01 45.01 2.05E-12 60.55 3803600

14686 FSNACGAICTTK Unmodified _FSNACGAICTTK_ SCRK2_MAIZE 2 665.29992 1328.5853 0.51797 0.047465 0.57679 44.628 44.628 7.61E-14 81.4 751640

14687 FSNACGAICTTK Unmodified _FSNACGAICTTK_ SCRK2_MAIZE 2 665.29992 1328.5853 0.54269 -0.06531 0.48786 47.247 47.247 7.61E-14 81.43 1168200

14688 FSNACGAICTTK Unmodified _FSNACGAICTTK_ SCRK2_MAIZE 2 665.29992 1328.5853 0.4911 0.21377 0.71503 47.327 47.327 7.61E-14 74.17 1596700

14689 FSNACGAICTTK Unmodified _FSNACGAICTTK_ SCRK2_MAIZE 2 665.29992 1328.5853 0.44486 -1.0281 -0.57095 47.932 47.932 7.61E-14 81.9 28389000

14690 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.93043 0.17044 1.0746 49.609 49.609 2.64E-01 21.32 1858900

14691 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.78905 0.22002 0.98121 49.927 49.927 2.64E-01 30.54 1146500

14692 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.90157 0.36269 1.2365 52.074 52.074 2.64E-01 25.96 973280

14693 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.82052 0.30217 1.0954 51.399 51.399 2.64E-01 27.83 1260200

14694 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.85688 0.38025 1.2092 52.463 52.463 2.64E-01 30.56 1195000

14695 FSNILK Unmodified _FSNILK_ B6SV32_MAIZE 2 361.21579 720.41703 0.91969 -0.045202 0.84793 50.134 50.134 2.64E-01 31.33 808620

14696 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 -0.029813 0.13467 0.10726 43.925 43.925 4.46E-01 29.96 56773



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

14697 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 -0.084452 -0.21278 -0.29388 43.018 43.018 1.00E+00 10.63 449240

14698 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 0.24085 0.2992 0.54149 45.63 45.63 1.86E-01 14.11 632810

14699 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 0.064762 -0.54958 -0.47976 44.872 44.872 8.04E-02 27.5 818710

14700 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 -0.0020024 -0.14502 -0.14326 45.659 45.659 4.49E-02 30.09 1243500

14701 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 0.08617 -0.051213 0.037037 45.337 45.337 9.32E-03 52.32 1731500

14702 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 0.031104 0.11737 0.15094 46.297 46.297 4.49E-02 44.25 3080800

14703 FSNIVCK Unmodified _FSNIVCK_ B4FUS2_MAIZE 2 434.22329 866.43202 0.062711 -0.040198 0.026562 43.486 43.486 4.46E-01 20.31 2140700

14704 FSNLISQTLLVLLK Unmodified _FSNLISQTLLVLLK_ B4FFH4_MAIZE 2 794.98727 1587.96 1.0007 0.34348 1.331 127.82 127.82 7.68E-22 88.62 2388300

14705 FSNLISQTLLVLLK Unmodified _FSNLISQTLLVLLK_ B4FFH4_MAIZE 3 530.32727 1587.96 0.050966 -0.11434 -0.0761 127.82 127.82 1.00E+00 1.58 277900

14706 FSNLISQTLLVLLK Unmodified _FSNLISQTLLVLLK_ B4FFH4_MAIZE 2 794.98727 1587.96 0.93359 0.32387 1.2446 128.33 128.33 2.00E-19 68.81 330650

14707 FSNLVFEPLWSR Unmodified _FSNLVFEPLWSR_ B6SWV1_MAIZE 2 747.89063 1493.7667 0.83388 0.14884 0.97758 107.76 107.76 2.05E-12 66.39 472250

14708 FSNWPTFPQLYCK Unmodified _FSNWPTFPQLYCK_ B4FSW8_MAIZE 2 844.4005 1686.7864 1.1573 0.5365 1.6988 100.83 100.83 6.20E-03 23.7 226090

14709 FSNWPTFPQLYCK Unmodified _FSNWPTFPQLYCK_ B4FSW8_MAIZE 2 844.4005 1686.7864 1.0548 0.42717 1.486 101.36 101.36 1.47E-03 44.56 1065800

14710 FSPDDKYSR Unmodified _FSPDDKYSR_ B6SN85_MAIZE 2 557.76182 1113.5091 -0.0045797 0.099525 0.086195 37.246 37.246 1.00E+00 15.73 56456

14711 FSPDDKYSR Unmodified _FSPDDKYSR_ B6SN85_MAIZE 3 372.17697 1113.5091 0.54572 0.080666 0.61714 37.248 37.248 8.40E-02 22.69 266920

14712 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1293 -0.30961 0.83149 92.193 92.193 1.43E-21 72.75 14653000

14713 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1448 -0.007862 1.149 92.791 92.791 3.42E-29 64.98 2428500

14714 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1359 0.040368 1.1879 92.88 92.88 1.43E-21 78.68 2743800

14715 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1015 -0.086222 1.027 92.687 92.687 4.07E-45 88.15 3439400

14716 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.2072 -0.06213 1.1571 92.321 92.321 1.43E-21 68.96 1866100

14717 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 3 646.983 1937.9272 0.65041 0.66442 1.3256 92.292 92.292 1.00E+00 8.04 193070

14718 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1972 -0.22615 0.98383 92.805 92.805 3.42E-29 79.76 1200300

14719 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.172 -0.25527 0.92868 92.453 92.453 3.42E-29 80.61 10486000

14720 FSPNTFQPTIVSGSWDR Unmodified _FSPNTFQPTIVSGSWDR_ B4FKM1_MAIZE 2 969.97086 1937.9272 1.1192 -0.052296 1.0786 92.687 92.687 1.54E-12 63.43 355880

14721 FSPQEAAQALNQSVNLFLEIGR Unmodified _FSPQEAAQALNQSVNLFLEIGR_ B6TBM1_MAIZE 3 811.4238 2431.2496 0.99978 0.45009 1.4357 129.21 129.21 1.59E-04 37.39 547590

14722 FSPQEAAQALNQSVNLFLEIGR Unmodified _FSPQEAAQALNQSVNLFLEIGR_ B6TBM1_MAIZE 3 811.4238 2431.2496 0.86218 0.2959 1.1452 130.94 130.94 3.07E-12 58.76 2359800

14723 FSQEPQPIDWEYYR Unmodified _FSQEPQPIDWEYYR_ B4FS99_MAIZE 2 929.42576 1856.837 1.0912 -0.055337 1.0253 86.998 86.998 2.96E-06 37.45 1196800

14724 FSQEPQPIDWEYYR Unmodified _FSQEPQPIDWEYYR_ B4FS99_MAIZE 2 929.42576 1856.837 1.0665 -0.14279 0.91337 88.36 88.36 1.95E-13 46.18 3173000

14725 FSQSGIEEK Unmodified _FSQSGIEEK_ B6TR63_MAIZE 2 512.75092 1023.4873 -0.032735 -0.22148 -0.2705 38.117 38.117 9.73E-03 40.32 563960

14726 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.58794 0.047057 0.63451 63.257 63.257 6.98E-15 64.82 1126500

14727 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.52563 -0.15726 0.36857 64.725 64.725 2.05E-12 58.85 70400

14728 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.54415 -0.041978 0.50074 63.849 63.849 1.87E-21 69.17 321440

14729 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.57814 -0.17477 0.40234 65.047 65.047 4.08E-13 68.29 526970

14730 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.59538 -0.10391 0.49126 64.43 64.43 6.98E-15 64.44 513460
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14731 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.57731 -0.35476 0.22168 64.766 64.766 2.29E-02 48.8 696190

14732 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.5722 -0.17894 0.39294 64.925 64.925 6.98E-15 60.03 1202000

14733 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.53403 -0.13647 0.3965 65.136 65.136 1.87E-21 66.88 3549600

14734 FSQVVSNALDMK Oxidation (M) _FSQVVSNALDM(ox)K_ B4FUS2_MAIZE 2 677.8372 1353.6599 0.47984 -0.13247 0.346 63.847 63.847 1.87E-21 66.69 3076300

14735 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 0.52329 -0.03426 0.48553 73.327 73.327 2.62E-07 67.22 5146300

14736 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 0.56656 1.5745 2.1355 73.98 73.98 7.72E-03 30.05 232810

14737 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 0.55534 0.48255 1.0326 74.38 74.38 1.68E-09 59.84 1007400

14738 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 0.54316 0.33556 0.87495 74.263 74.263 7.61E-14 73.64 1138900

14739 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 -0.33192 73.888 73.888 9.23E-10 73.75

14740 FSQVVSNALDMK Unmodified _FSQVVSNALDMK_ B4FUS2_MAIZE 2 669.83974 1337.6649 0.44148 0.48689 0.92465 75.485 75.485 1.60E-02 45.37 3485900

14741 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 2 840.39393 1678.7733 1.1084 0.35707 1.4561 61.319 61.319 7.42E-06 72.05 523790

14742 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.10505 0.36005 0.45507 61.308 61.308 4.84E-02 27.12 1849900

14743 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.024739 0.13317 0.15005 62.035 62.035 5.63E-01 22.14 420110

14744 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.11007 0.11014 0.21113 63.205 63.205 9.82E-03 29.56 903870

14745 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.12187 -0.18761 -0.073851 62.586 62.586 4.84E-02 41.94 929900

14746 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.13367 -0.031905 0.093688 62.932 62.932 3.21E-04 43.19 623600

14747 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.091005 -0.00899 0.072798 63.034 63.034 4.65E-08 45.2 1633100

14748 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 2 840.39393 1678.7733 1.0369 -0.21404 0.81453 63.127 63.127 1.48E-07 79 5383300

14749 FSSALSAASSACDHIR Unmodified _FSSALSAASSACDHIR_ MDHC_MAIZE 3 560.59838 1678.7733 0.010081 -0.1235 -0.12208 63.132 63.132 3.00E-11 48.88 25058000

14751 FSSEDISGQNQVK Unmodified _FSSEDISGQNQVK_ B6SUK1_MAIZE 2 719.84407 1437.6736 0.66259 0.017018 0.67717 51.602 51.602 2.61E-08 50.27 2192800

14752 FSSEDISGQNQVK Unmodified _FSSEDISGQNQVK_ B6SUK1_MAIZE 2 719.84407 1437.6736 0.65701 -0.12238 0.53193 54.534 54.534 2.50E-15 74.18 2186500

14753 FSSISWTHDGK Unmodified _FSSISWTHDGK_ B6U134_MAIZE 3 422.20341 1263.5884 0.23304 0.3385 0.57567 56.035 56.035 5.15E-02 15.22 921820

14754 FSSSIFGDDIFGSAFGGGPDGHGMHAGGR Oxidation (M) _FSSSIFGDDIFGSAFGGGPDGHGM(ox)HAGGR_ B4FT54_MAIZE 4 714.81622 2855.2358 0.73566 -0.11682 0.64133 102.01 102.01 3.74E-01 11.05 595950

14760 FSSTSVTGLNNNEYQITR Unmodified _FSSTSVTGLNNNEYQITR_ P93852_MAIZE 2 1015.9925 2029.9705 1.1868 -0.019039 1.1641 73.319 73.319 4.65E-12 106.61 2484500

14761 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.67119 -0.24552 0.41976 74.434 74.434 2.20E-02 18.97 1154900

14762 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.6634 -0.34207 0.31679 75.07 75.07 2.20E-02 24.5 389230

14763 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.65547 -0.53768 0.11221 75.527 75.527 5.79E-03 28.24 476410

14764 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.66889 -0.6923 -0.027814 75.188 75.188 2.05E-01 6.28 605900

14765 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.68323 -0.66218 0.016706 75.013 75.013 1.03E-01 10.53 615030

14766 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.68548 0.42245 1.1019 75.479 75.479 2.77E-04 25.35 3462100

14767 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 3 698.68825 2093.0429 0.57785 0.036722 0.60889 75.31 75.31 7.64E-06 32.33 19670000

14768 FSTQVKDEEGNPAFALVNK Unmodified _FSTQVKDEEGNPAFALVNK_ B4G0K5_MAIZE 2 1047.5287 2093.0429 1.1948 0.25124 1.4406 75.314 75.314 5.89E-20 66.18 2032200

14769 FSTSGEIGSANIVCR Unmodified _FSTSGEIGSANIVCR_ PCNA_MAIZE Q 2 799.38558 1596.7566 1.0142 0.3067 1.3245 66.782 66.782 1.12E-07 86.31 703520

14770 FSTSGEIGSANIVCR Unmodified _FSTSGEIGSANIVCR_ PCNA_MAIZE Q 2 799.38558 1596.7566 1.0696 0.438 1.5106 67.144 67.144 2.37E-16 92.78 279350
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14771 FSTSGEIGSANIVCR Unmodified _FSTSGEIGSANIVCR_ PCNA_MAIZE Q 2 799.38558 1596.7566 1.0652 1.5109 2.5776 67.475 67.475 2.05E-04 55.78 228750

14772 FSTSGEIGSANIVCR Unmodified _FSTSGEIGSANIVCR_ PCNA_MAIZE Q 2 799.38558 1596.7566 0.8964 -0.1867 0.71419 67.137 67.137 1.02E-23 113.64 1642200

14773 FSTTPLK Unmodified _FSTTPLK_ B4FSM5_MAIZE 2 397.22635 792.43815 0.44384 0.49174 0.93392 44.662 44.662 7.83E-01 20.38 899630

14774 FSTTPLK Unmodified _FSTTPLK_ B4FSM5_MAIZE 2 397.22635 792.43815 0.15451 -0.29749 -0.14118 47.986 47.986 4.46E-01 21.52 3275900

14775 FSTTPLKDIFYGK Unmodified _FSTTPLKDIFYGK_ B4FSM5_MAIZE 3 506.27305 1515.7973 -0.15265 0.076137 -0.075356 90.923 90.923 4.29E-02 10.13 369660

14776 FSTVIHER Unmodified _FSTVIHER_ CATA3_MAIZE 3 330.17854 987.51378 1.4251 -0.51645 0.90748 42.726 42.726 1.00E+00 5.3 137450

14777 FSTVIHER Unmodified _FSTVIHER_ CATA3_MAIZE 3 330.17854 987.51378 1.4464 0.83986 2.2823 41.973 41.973 9.92E-01 19.31 133860

14778 FSTVIHER Unmodified _FSTVIHER_ CATA3_MAIZE 3 330.17854 987.51378 1.3868 -0.37128 1.0137 42.213 42.213 2.47E-01 20.43 645110

14779 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.419 -0.072783 1.3528 35.154 35.154 5.41E-01 20.88 486210

14780 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 2 487.75634 973.49813 -0.031955 -0.17448 -0.19888 35.121 35.121 2.92E-02 42.5 210760

14781 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.2654 -0.003138 1.2697 34.354 34.354 5.41E-01 15.94 404500

14782 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.4816 -0.085947 1.4028 36.989 36.989 5.41E-01 23.03 946120

14783 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 2 487.75634 973.49813 -0.018672 -0.061294 -0.071329 36.971 36.971 2.92E-02 45.51 317870

14784 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.3414 -0.2425 1.1061 36.192 36.192 2.47E-01 24.39 718060

14785 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 2 487.75634 973.49813 -0.17115 -1.4454 -1.605 36.302 36.302 5.06E-02 59.77 223940

14786 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.305 -0.24586 1.0678 36.775 36.775 5.41E-01 23.41 1547500

14787 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 2 487.75634 973.49813 -0.096574 -0.077392 -0.16487 36.771 36.771 5.06E-02 45.62 468580

14788 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.3851 -0.14871 1.2451 36.561 36.561 5.41E-01 22.99 4574200

14789 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 2 487.75634 973.49813 -0.070215 -0.2463 -0.30858 36.562 36.562 1.65E-01 42.28 2010900

14790 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.4035 -0.39748 1.0136 37.527 37.527 1.00E+00 7.15 249660

14791 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.3906 0.028668 1.4281 34.795 34.795 5.41E-01 16.23 163620

14792 FSTVVHER Unmodified _FSTVVHER_ B6UHU1_MAIZE 3 325.50665 973.49813 1.2529 0.22506 1.4866 38.352 38.352 2.47E-01 17.97 85058

14793 FSTYAVLAAHVWR Unmodified _FSTYAVLAAHVWR_ B6SXY1_MAIZE 3 507.60514 1519.7936 0.026409 -0.11634 -0.092366 88.282 88.282 4.29E-02 27.9 510830

14794 FSTYAVLAAHVWR Unmodified _FSTYAVLAAHVWR_ B6SXY1_MAIZE 3 507.60514 1519.7936 -0.01333 -0.6071 -0.62265 89.315 89.315 1.60E-02 20.63 103660

14795 FSTYAVLAAHVWR Unmodified _FSTYAVLAAHVWR_ B6SXY1_MAIZE 2 760.90407 1519.7936 0.68255 -2.3469 -1.6649 88.931 88.931 4.68E-05 58.99 263210

14796 FSVAEYNR Unmodified _FSVAEYNR_ Q4FZ47_MAIZE 2 493.24052 984.46649 -0.21259 -0.11479 -0.34564 54.153 54.153 2.92E-02 38.75 107630

14797 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 3 433.22074 1296.6404 0.17005 -0.21763 -0.032228 89.934 89.934 1.00E+00 10.31 330440

14798 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 3 433.22074 1296.6404 -0.015894 -0.20739 -0.20794 90.995 90.995 5.36E-02 32.87 167740

14799 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 3 433.22074 1296.6404 0.1364 0.023684 0.17332 90.954 90.954 6.44E-01 12.55 365140

14800 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 3 433.22074 1296.6404 0.066311 -0.10029 -0.020622 90.85 90.85 1.00E+00 14.07 662970

14801 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 2 649.32746 1296.6404 0.53936 0.37941 0.93232 90.848 90.848 3.43E-01 25.99 105500

14802 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 3 433.22074 1296.6404 0.085413 0.10735 0.20649 90.79 90.79 1.75E-03 40.51 3935700

14803 FSVAFWHTFR Unmodified _FSVAFWHTFR_ B4FHJ2_MAIZE 2 649.32746 1296.6404 0.47821 0.20067 0.69242 90.775 90.775 1.84E-04 48.62 918340

14804 FSVEPAHHR Unmodified _FSVEPAHHR_ B4FP94_MAIZE 3 360.51755 1078.5308 1.0692 0.51892 1.5818 31.155 31.155 2.35E-01 24.15 26201
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14805 FSVFDVSENLR Unmodified _FSVFDVSENLR_ B6TT27_MAIZE 2 656.83023 1311.6459 0.48162 -1.7757 -1.2885 97.309 97.309 4.96E-02 41.96 187790

14806 FSVFDVSENLR Unmodified _FSVFDVSENLR_ B6TT27_MAIZE 2 656.83023 1311.6459 0.59609 1.2293 1.8264 97.447 97.447 4.96E-02 19.53 193920

14807 FSVGGLADVAEIK Unmodified _FSVGGLADVAEIK_ LONH2_MAIZE 2 653.35608 1304.6976 0.38461 -0.15859 0.22618 91.387 91.387 1.15E-02 55.4 242070

14808 FSVGGLADVAEIK Unmodified _FSVGGLADVAEIK_ LONH2_MAIZE 2 653.35608 1304.6976 0.46748 0.22311 0.68981 91.465 91.465 1.00E+00 2.05 876650

14809 FSVGSGSLYAYGILDDGYR Unmodified _FSVGSGSLYAYGILDDGYR_ B4FI86_MAIZE 2 1020.4891 2038.9636 1.2782 -0.73453 0.5445 105.26 105.26 4.53E-07 84.16 199350

14810 FSVGSGSLYAYGILDDGYR Unmodified _FSVGSGSLYAYGILDDGYR_ B4FI86_MAIZE 2 1020.4891 2038.9636 1.1222 -3.5497 -2.4236 105.79 105.79 4.44E-10 71.79 140080

14811 FSVGSGSLYAYGILDDGYR Unmodified _FSVGSGSLYAYGILDDGYR_ B4FI86_MAIZE 2 1020.4891 2038.9636 1.1551 0.26318 1.419 106.73 106.73 1.51E-46 123.93 1121500

14812 FSVIGHR Unmodified _FSVIGHR_ B4F7Z4_MAIZE 2 408.22976 814.44497 0.24873 -0.05629 0.19868 42.131 42.131 4.46E-01 25.98 534560

14813 FSVLGNWQR Unmodified _FSVLGNWQR_ B6U4L3_MAIZE 2 553.79072 1105.5669 -0.035997 0.42766 0.39272 82.079 82.079 3.21E-03 36.11 1502200

14814 FSVNSPVEAMR Oxidation (M) _FSVNSPVEAM(ox)R_ B4FGF5_MAIZE 2 626.80316 1251.5918 0.3025 -0.23443 0.063873 57.65 57.65 1.30E-03 36.11 1412200

14815 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.014676 -0.051296 -0.049737 57.508 57.508 5.06E-02 39.7 14192000

14816 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.11209 -0.050017 -0.14627 58.09 58.09 7.88E-01 21.47 7822200

14817 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.0054554 -0.050215 -0.040357 59.661 59.661 5.06E-02 46.18 6855600

14818 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.051443 0.001367 -0.034635 58.951 58.951 1.65E-01 25.58 10053000

14819 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.031573 0.49885 0.48327 59.502 59.502 3.77E-01 17.37 735190

14820 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 -0.023413 0.29958 0.29174 59.494 59.494 7.88E-01 28.01 6520800

14821 FSVSPVVR Unmodified _FSVSPVVR_ B6U0S1_MAIZE 2 445.75835 889.50215 0.11838 1.4268 1.5573 58.183 58.183 5.06E-02 41.64 443260

14822 FSWFKDEEFAR Unmodified _FSWFKDEEFAR_ A1XCI6_MAIZE 3 487.8981 1460.6725 -0.12828 0.047561 -0.088717 83.61 83.61 9.88E-04 21.56 190510

14823 FSWFKDEEFAR Unmodified _FSWFKDEEFAR_ A1XCI6_MAIZE 3 487.8981 1460.6725 -0.03422 0.082449 0.041549 83.728 83.728 1.40E-01 16.38 217620

14824 FSYGEPMTVESSTQAICDLALR Oxidation (M) _FSYGEPM(ox)TVESSTQAICDLALR_ B6TJB6_MAIZE 3 831.05417 2490.1407 0.97377 0.3279 1.3008 102.58 102.58 8.34E-03 14.09 1147300

14825 FSYGEPMTVESSTQAICDLALR Oxidation (M) _FSYGEPM(ox)TVESSTQAICDLALR_ B6TJB6_MAIZE 2 1246.0776 2490.1407 1.0501 -0.21103 0.83896 102.56 102.56 4.20E-18 77.34 1209600

14826 FSYGEPMTVESSTQAICDLALR Unmodified _FSYGEPMTVESSTQAICDLALR_ B6TJB6_MAIZE 2 1238.0802 2474.1458 1.1566 -0.15381 1.0014 110.99 110.99 6.35E-05 39.76 158710

14827 FSYGVASSPGK Unmodified _FSYGVASSPGK_ B4FW31_MAIZE 2 550.27456 1098.5346 0.047486 0.42782 0.47467 53.386 53.386 3.60E-06 55.27 1937000

14828 FSYGYASSPGK Unmodified _FSYGYASSPGK_ B4FVS8_MAIZE 2 582.27202 1162.5295 0.15043 0.10801 0.2495 55.003 55.003 4.43E-05 50.73 847390

14829 FTADSFEDLSPTIGVDFK Unmodified _FTADSFEDLSPTIGVDFK_ B6TCF9_MAIZE 2 994.97802 1987.9415 1.1953 -2.3602 -1.15 108.93 108.93 9.02E-03 28.46 140490

14830 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.069506 0.087392 0.13418 48.961 48.961 1.86E-01 24.68 14648000

14831 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 -0.093881 0.34342 0.22767 49.558 49.558 4.46E-01 15.63 103060

14832 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 -0.04376 -0.068952 -0.13489 48.822 48.822 1.86E-01 22.57 11718000

14833 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.077014 -0.059993 -0.0046568 51.223 51.223 4.46E-01 22.72 7495300

14834 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.023698 0.012283 0.014294 50.488 50.488 1.86E-01 25.08 8466400

14835 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.0035257 0.4384 0.41874 51.551 51.551 4.46E-01 15.45 2659500

14836 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.083276 0.21108 0.27068 51.079 51.079 1.00E+00 10.91 1869100

14837 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 0.072489 0.24746 0.29711 49.299 49.299 4.46E-01 19.08 2100900

14838 FTAEELR Unmodified _FTAEELR_ B6U0S1_MAIZE 2 433.22434 864.43413 -0.099131 -0.28795 -0.40901 52.467 52.467 4.46E-01 13.73 1906500
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14839 FTAPFTPEDFEPFDMR Oxidation (M) _FTAPFTPEDFEPFDM(ox)R_ B4F9A4_MAIZE 2 981.93256 1961.8506 1.2163 0.645 1.8709 109.82 109.82 3.62E-02 32.32 297790

14840 FTCGGFVMGLR Oxidation (M) _FTCGGFVM(ox)GLR_ B6TJ78_MAIZE 2 630.79682 1259.5791 0.33036 0.57995 0.93954 71.652 71.652 4.38E-13 70.12 654600

14841 FTCGGFVMGLR Oxidation (M) _FTCGGFVM(ox)GLR_ B6TJ78_MAIZE 2 630.79682 1259.5791 0.37394 0.28259 0.68567 72.335 72.335 3.10E-05 65.64 872140

14842 FTCGGFVMGLR Oxidation (M) _FTCGGFVM(ox)GLR_ B6TJ78_MAIZE 2 630.79682 1259.5791 0.41929 0.12431 0.57307 71.902 71.902 1.30E-03 28.71 572000

14843 FTCGGFVMGLR Oxidation (M) _FTCGGFVM(ox)GLR_ B6TJ78_MAIZE 2 630.79682 1259.5791 0.36158 -0.14352 0.24845 72.168 72.168 1.74E-08 43.08 3465700

14844 FTCGGFVMGLR Unmodified _FTCGGFVMGLR_ B6TJ78_MAIZE 2 622.79937 1243.5842 0.32835 0.33251 0.68748 82.847 82.847 5.66E-08 72.44 405220

14845 FTCGGFVMGLR Unmodified _FTCGGFVMGLR_ B6TJ78_MAIZE 2 622.79937 1243.5842 0.34678 0.11112 0.48462 83.186 83.186 4.43E-05 48.99 360140

14846 FTCGGFVMGLR Unmodified _FTCGGFVMGLR_ B6TJ78_MAIZE 2 622.79937 1243.5842 0.42474 0.59821 1.0491 82.916 82.916 1.00E+00 0.18 264970

14847 FTCGGFVMGLR Unmodified _FTCGGFVMGLR_ B6TJ78_MAIZE 2 622.79937 1243.5842 0.34178 -0.10539 0.26238 83.047 83.047 6.35E-09 68.2 3157600

14848 FTDAEILEAR Unmodified _FTDAEILEAR_ B6T1H9_MAIZE 2 582.7984 1163.5823 0.082125 0.64484 0.70572 70.605 70.605 1.84E-04 54.63 80066

14849 FTDAIFIK Unmodified _FTDAIFIK_ B6T375_MAIZE 2 477.76839 953.52222 -0.18691 -0.000702 -0.18842 72.288 72.288 3.77E-01 13.35 90903

14850 FTDAIFVK Unmodified _FTDAIFVK_ B6SL60_MAIZE 2 470.76056 939.50657 -0.21286 0.022984 -0.18137 71.061 71.061 3.48E-02 33.7 180180

14851 FTDAIFVK Unmodified _FTDAIFVK_ B6SL60_MAIZE 2 470.76056 939.50657 -0.19369 0.24021 0.053704 71.879 71.879 2.92E-02 29.49 909480

14852 FTDAIK Unmodified _FTDAIK_ B6TBM1_MAIZE 2 347.69215 693.36974 1.1599 0.17967 1.3304 39.767 39.767 2.64E-01 20.44 1016600

14853 FTDFAAVR Unmodified _FTDFAAVR_ B6U4J8_MAIZE 2 463.74016 925.46577 -0.005227 -0.037214 -0.033272 60.218 60.218 3.48E-02 41.18 1438300

14854 FTDFAAVR Unmodified _FTDFAAVR_ B6U4J8_MAIZE 2 463.74016 925.46577 -0.15808 0.34359 0.19341 60.764 60.764 1.90E-02 41.31 1003500

14855 FTDFAAVR Unmodified _FTDFAAVR_ B6U4J8_MAIZE 2 463.74016 925.46577 -0.058829 0.56733 0.51569 62.261 62.261 2.34E-03 49.16 2086700

14856 FTDLAGNIFK Unmodified _FTDLAGNIFK_ B4FSL4_MAIZE 2 563.30058 1124.5866 0.043966 0.84587 0.88627 84.799 84.799 4.40E-02 20.92 368070

14857 FTDMIGEDKIFLTVGDAVK Oxidation (M) _FTDM(ox)IGEDKIFLTVGDAVK_ A7YF68_MAIZE 3 705.69413 2114.0606 0.66029 -0.90746 -0.23745 100.16 100.16 5.45E-01 4.19 54402

14858 FTDWMR Unmodified _FTDWMR_ B6TXM6_MAIZE 2 428.19453 854.37451 0.02479 0.34428 0.37065 63.592 63.592 1.00E+00 11.33 99713

14859 FTDWMR Unmodified _FTDWMR_ B6TXM6_MAIZE 2 428.19453 854.37451 0.12291 -0.039025 0.086319 64.703 64.703 2.78E-01 25.83 1624100

14860 FTDWMR Oxidation (M) _FTDWM(ox)R_ B6TXM6_MAIZE 2 436.19199 870.36942 0.08307 0.22857 0.318 50.858 50.858 2.78E-01 21.02 1016100

14861 FTETFPVEDTAYPYSAFITSVR Unmodified _FTETFPVEDTAYPYSAFITSVR_ B4FB72_MAIZE 2 1271.1128 2540.2111 1.1968 0.16214 1.3638 115.4 115.4 5.41E-06 53.77 190430

14862 FTETFPVEDTAYPYSAFITSVR Unmodified _FTETFPVEDTAYPYSAFITSVR_ B4FB72_MAIZE 2 1271.1128 2540.2111 1.1821 0.35112 1.5382 115.79 115.79 3.65E-05 50.35 280370

14863 FTETFPVEDTAYPYSAFITSVR Unmodified _FTETFPVEDTAYPYSAFITSVR_ B4FB72_MAIZE 3 847.74432 2540.2111 1.0163 -0.42913 0.59242 115.69 115.69 6.53E-05 20.06 214330

14864 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.36852 0.15843 0.53187 89.236 89.236 4.00E-03 26.53 3032700

14865 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 2 945.9458 1889.877 1.2026 0.53676 1.7432 89.203 89.203 1.37E-17 82.77 638630

14866 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.37122 -0.047202 0.32825 89.862 89.862 9.74E-06 28.99 1932600

14867 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 2 945.9458 1889.877 1.163 0.26605 1.4333 89.852 89.852 1.37E-17 80.63 306950

14868 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.35764 0.080928 0.44269 90.034 90.034 9.74E-06 30.23 2307800

14869 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 2 945.9458 1889.877 1.1502 0.50476 1.6598 89.932 89.932 1.54E-12 59.98 332950

14870 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.4217 0.094147 0.51972 89.779 89.779 9.74E-06 32.51 1136600

14871 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.28342 -0.096047 0.19278 89.663 89.663 2.52E-09 42.07 14249000

14872 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 2 945.9458 1889.877 1.1739 -0.046309 1.1327 89.645 89.645 1.54E-12 51.94 2371600
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14873 FTFCYDALHGVAGAYAK Unmodified _FTFCYDALHGVAGAYAK_ B4FAE5_MAIZE 3 630.96629 1889.877 0.41963 -0.16251 0.2614 89.901 89.901 1.52E-07 32.72 478290

14874 FTGEAFVVFPTAMQAEFALHR Oxidation (M) _FTGEAFVVFPTAM(ox)QAEFALHR_ B6UFF2_MAIZE 3 795.72806 2384.1623 0.97467 0.17838 1.1597 104.95 104.95 4.33E-06 39.73 456280

14875 FTGEAFVVFPTAMQTEFALHR Oxidation (M) _FTGEAFVVFPTAM(ox)QTEFALHR_ B6T7I1_MAIZE 3 805.73158 2414.1729 0.9793 0.50946 1.498 102.78 102.78 8.59E-04 22.13 523630

14876 FTHFVDPAAASGGPSNASPSLTGLAR Unmodified _FTHFVDPAAASGGPSNASPSLTGLAR_ B4FVD6_MAIZE 3 843.42246 2527.2456 1.0735 0.007301 1.0846 79.454 79.454 7.49E-12 55.31 982200

14877 FTHFVDPAAASGGPSNASPSLTGLAR Unmodified _FTHFVDPAAASGGPSNASPSLTGLAR_ B4FVD6_MAIZE 3 843.42246 2527.2456 1.0906 0.129 1.2234 80.175 80.175 4.68E-10 42.16 233840

14878 FTHFVDPAAASGGPSNASPSLTGLAR Unmodified _FTHFVDPAAASGGPSNASPSLTGLAR_ B4FVD6_MAIZE 3 843.42246 2527.2456 1.019 0.12752 1.1504 80.346 80.346 1.87E-13 49.24 841510

14879 FTHFVDPAAASGGPSNASPSLTGLAR Unmodified _FTHFVDPAAASGGPSNASPSLTGLAR_ B4FVD6_MAIZE 3 843.42246 2527.2456 1.0462 0.38457 1.4345 82.127 82.127 1.58E-15 62.29 285360

14880 FTMGLFENPMPDPSLADQLGK 2 Oxidation (M) _FTM(ox)GLFENPM(ox)PDPSLADQLGK_ Q9XE93_MAIZE 2 1170.548 2339.0814 1.2624 -0.16216 1.1019 94.81 94.81 1.23E-19 77.52 642450

14881 FTMGLFENPMPDPSLADQLGK 2 Oxidation (M) _FTM(ox)GLFENPM(ox)PDPSLADQLGK_ Q9XE93_MAIZE 3 780.70107 2339.0814 0.96343 -0.228 0.73713 94.812 94.812 4.34E-05 33.45 532020

14882 FTMGLFENPMPDPSLADQLGK Oxidation (M) _FTMGLFENPM(ox)PDPSLADQLGK_ Q9XE93_MAIZE 2 1162.5505 2323.0865 1.2854 -0.24422 1.0419 107.37 107.37 2.97E-04 29.53 368370

14883 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1145.0408 2288.0671 1.2386 0.16195 1.3968 100.97 100.97 1.23E-19 60.17 497280

14884 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1145.0408 2288.0671 1.2409 -0.084235 1.1532 101.51 101.51 8.95E-08 88.32 1003900

14885 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 763.69631 2288.0671 0.8733 -0.27304 0.59698 101.51 101.51 2.77E-03 16.86 290800

14886 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1145.0408 2288.0671 1.1414 0.11796 1.2556 101.59 101.59 1.06E-48 79.1 1717100

14887 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 763.69631 2288.0671 0.87963 -0.15564 0.72012 101.59 101.59 1.00E+00 9.68 424290

14888 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1145.0408 2288.0671 1.0989 -0.082949 1.013 101.58 101.58 7.17E-26 71.53 3997600

14889 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 763.69631 2288.0671 0.87084 -0.028754 0.83821 101.57 101.57 3.10E-04 35.24 1409900

14890 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1145.0408 2288.0671 1.1518 -0.19011 0.95882 101.07 101.07 1.49E-48 76.8 5175800

14891 FTMGLFENPYPDSSLAGELGK Oxidation (M) _FTM(ox)GLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 763.69631 2288.0671 0.86426 0.03497 0.89518 101.09 101.09 2.70E-09 50.11 1663900

14892 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1137.0434 2272.0722 1.1946 -0.055885 1.1332 112.74 112.74 3.89E-34 71.48 1958700

14893 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1137.0434 2272.0722 1.2218 -0.24899 0.96772 113.27 113.27 5.37E-06 60.87 710590

14894 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1137.0434 2272.0722 1.1527 -0.086206 1.061 113.38 113.38 1.08E-14 65.48 975570

14895 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 758.36467 2272.0722 0.81753 0.19768 1.0088 113.36 113.36 1.47E-01 6.18 108630

14896 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1137.0434 2272.0722 1.1357 -0.036288 1.0946 113.39 113.39 1.29E-11 76.91 2044000

14897 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 758.36467 2272.0722 0.9022 -0.00768 0.88977 113.37 113.37 7.59E-04 24.54 203960

14898 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 2 1137.0434 2272.0722 1.2393 0.1087 1.3432 113.09 113.09 4.46E-39 88.73 2754800

14899 FTMGLFENPYPDSSLAGELGK Unmodified _FTMGLFENPYPDSSLAGELGK_ B4F8M8_MAIZE 3 758.36467 2272.0722 0.91966 0.37806 1.2918 113.07 113.07 1.06E-06 42.06 354600

14900 FTMLQTWPVR Unmodified _FTMLQTWPVR_ VATA_MAIZE B6 2 639.83681 1277.6591 0.42445 0.093287 0.52413 90.54 90.54 1.45E-01 30.11 3709200

14901 FTMLQTWPVR Unmodified _FTMLQTWPVR_ VATA_MAIZE B6 2 639.83681 1277.6591 0.40547 0.029533 0.4418 91.259 91.259 1.45E-01 15.07 539460

14902 FTMLQTWPVR Unmodified _FTMLQTWPVR_ VATA_MAIZE B6 2 639.83681 1277.6591 0.44714 0.031156 0.48525 91.319 91.319 1.00E+00 7.41 532790

14903 FTMLQTWPVR Unmodified _FTMLQTWPVR_ VATA_MAIZE B6 2 639.83681 1277.6591 0.36121 0.04802 0.41664 90.797 90.797 1.25E-02 34.43 3061000

14904 FTMLQTWPVR Oxidation (M) _FTM(ox)LQTWPVR_ VATA_MAIZE B6 2 647.83427 1293.654 0.47605 -0.035892 0.44946 76.796 76.796 1.22E-01 25.12 480860

14905 FTMLQTWPVR Oxidation (M) _FTM(ox)LQTWPVR_ VATA_MAIZE B6 2 647.83427 1293.654 0.40104 0.14331 0.55466 76.237 76.237 1.84E-04 52.27 2318500

14906 FTNFCQGK Unmodified _FTNFCQGK_ MTHR1_MAIZE 2 501.2291 1000.4436 -0.18092 0.31863 0.15538 45.345 45.345 1.65E-01 8.55 13766000
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14907 FTNFVEFR Unmodified _FTNFVEFR_ B6T259_MAIZE 2 530.26654 1058.5185 -0.0055169 0.16245 0.16468 77.626 77.626 7.88E-01 19.98 516450

14908 FTNFVEFR Unmodified _FTNFVEFR_ B6T259_MAIZE 2 530.26654 1058.5185 -0.076467 0.26939 0.19976 79.829 79.829 5.06E-02 43.44 159330

14909 FTPAPTDSGR Unmodified _FTPAPTDSGR_ B6TZD9_MAIZE 2 524.75654 1047.4985 0.09113 0.005342 0.10741 37.622 37.622 1.45E-01 33.45 82991

14910 FTPAPTDSGR Unmodified _FTPAPTDSGR_ B6TZD9_MAIZE 2 524.75654 1047.4985 0.0011214 0.35675 0.36716 38.387 38.387 1.00E+00 2.05 545980

14911 FTPDIFPKPAK Unmodified _FTPDIFPKPAK_ B6TQ98_MAIZE 3 420.90441 1259.6914 0.041757 0.28472 0.32371 70.045 70.045 1.00E+00 10.46 91964

14912 FTPDIFPKPAK Unmodified _FTPDIFPKPAK_ B6TQ98_MAIZE 3 420.90441 1259.6914 -0.062938 0.16113 0.094192 70.248 70.248 1.52E-02 31.22 3137300

14913 FTPDIFPKPAK Unmodified _FTPDIFPKPAK_ B6TQ98_MAIZE 2 630.85298 1259.6914 0.32868 -0.049234 0.27693 70.232 70.232 4.48E-03 44.07 412420

14914 FTPDIFPKPAKL Unmodified _FTPDIFPKPAKL_ B6TQ98_MAIZE 3 458.5991 1372.7755 -0.17024 0.14641 -0.029697 83.225 83.225 1.84E-01 18.6 603980

14915 FTQANSEVSALLGR Unmodified _FTQANSEVSALLGR_ ATPBM_MAIZE 2 746.89135 1491.7682 0.77974 -0.26126 0.50995 81.217 81.217 3.40E-25 108.76 6250900

14916 FTQANSEVSALLGR Unmodified _FTQANSEVSALLGR_ ATPBM_MAIZE 2 746.89135 1491.7682 0.75116 -0.29652 0.44638 81.925 81.925 3.40E-25 108.74 7122400

14917 FTQANSEVSALLGR Unmodified _FTQANSEVSALLGR_ ATPBM_MAIZE 2 746.89135 1491.7682 0.79784 0.050497 0.83844 81.791 81.791 2.00E-19 97.96 2847300

14918 FTQANSEVSALLGR Unmodified _FTQANSEVSALLGR_ ATPBM_MAIZE 2 746.89135 1491.7682 0.76568 -0.053355 0.70361 81.505 81.505 7.68E-22 113.48 878540

14919 FTQANSEVSALLGR Unmodified _FTQANSEVSALLGR_ ATPBM_MAIZE 2 746.89135 1491.7682 0.80662 -0.11499 0.6828 83.178 83.178 3.56E-04 76.13 112310

14920 FTQAVFLK Unmodified _FTQAVFLK_ B6SMC1_MAIZE 2 477.27638 952.5382 -0.047382 -0.24623 -0.28957 64.962 64.962 5.06E-02 24.55 701100

14921 FTQAVFLK Unmodified _FTQAVFLK_ B6SMC1_MAIZE 2 477.27638 952.5382 -0.35126 -0.03577 -0.38216 66.972 66.972 2.92E-02 46.78 4099500

14922 FTQAVFLK Unmodified _FTQAVFLK_ B6SMC1_MAIZE 2 477.27638 952.5382 -0.15677 -0.2306 -0.38177 65.896 65.896 7.88E-01 14.23 101540

14923 FTQAVFLK Unmodified _FTQAVFLK_ B6SMC1_MAIZE 2 477.27638 952.5382 -0.12166 0.43663 0.31911 68.183 68.183 3.48E-02 44.92 330740

14924 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.045709 -0.027148 -0.057039 74.038 74.038 1.90E-02 42.41 2288700

14925 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.33892 0.15134 -0.17208 76.017 76.017 1.90E-02 36.94 2144000

14926 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.17163 -0.26023 -0.41503 74.894 74.894 2.92E-02 23.99 425690

14927 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.051517 -0.00306 -0.038224 74.944 74.944 2.92E-02 45.65 358610

14928 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.035508 0.1854 0.16418 75.2 75.2 5.06E-02 39.47 598570

14929 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.10611 -0.17065 -0.26035 75.025 75.025 2.92E-02 36.91 536600

14930 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.046919 0.66371 0.63167 74.72 74.72 3.77E-01 45.11 324070

14931 FTQVVFLK Unmodified _FTQVVFLK_ B4FH44_MAIZE 2 491.29203 980.5695 -0.21749 -0.12457 -0.32691 76.41 76.41 1.90E-02 45.02 3953100

14932 FTSEMWHPNVYPDGR Oxidation (M) _FTSEM(ox)WHPNVYPDGR_ O24560_MAIZE 3 617.94215 1850.8046 0.25252 -0.5374 -0.28046 68.757 68.757 1.29E-02 17.08 1767500

14933 FTSEMWHPNVYPDGR Unmodified _FTSEMWHPNVYPDGR_ O24560_MAIZE 3 612.61051 1834.8097 0.23316 0.23949 0.47517 76.888 76.888 2.65E-02 15.41 1423200

14934 FTSGMWHPNVYPDGR Oxidation (M) _FTSGM(ox)WHPNVYPDGR_ B4FNT2_MAIZE 3 593.93511 1778.7835 0.18232 -0.33925 -0.14642 67.467 67.467 1.29E-02 14.96 534140

14935 FTSGMWHPNVYPDGR Unmodified _FTSGMWHPNVYPDGR_ B4FNT2_MAIZE 3 588.60347 1762.7886 0.1357 -0.042218 0.1017 74.203 74.203 4.82E-01 18.55 458380

14936 FTSVSIGDSPAIMFK Oxidation (M) _FTSVSIGDSPAIM(ox)FK_ B4FB70_MAIZE 2 808.40545 1614.7963 0.93908 -0.19407 0.75151 86.273 86.273 1.26E-03 31.16 96932

14937 FTTDEEVDR Unmodified _FTTDEEVDR_ B4FLP7_MAIZE 2 556.24874 1110.4829 0.061395 0.093868 0.16246 44.797 44.797 3.32E-02 21.09 1935500

14938 FTTESLEK Unmodified _FTTESLEK_ B4F840_MAIZE 2 477.74257 953.47058 -0.12825 0.18176 0.039721 49.231 49.231 3.77E-01 12.84 2981000

14939 FTVDLPK Unmodified _FTVDLPK_ B4FQK5_MAIZE 2 410.23418 818.4538 0.33579 0.11122 0.45541 67.286 67.286 1.00E+00 5.31 792340

14940 FTVDLPK Unmodified _FTVDLPK_ B4FQK5_MAIZE 2 410.23418 818.4538 0.12732 0.27984 0.41549 68.574 68.574 8.04E-02 31 96819
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14941 FTVDLPK Unmodified _FTVDLPK_ B4FQK5_MAIZE 2 410.23418 818.4538 0.29972 0.18444 0.4906 68.912 68.912 4.46E-01 20.28 361000

14942 FTVDLPK Unmodified _FTVDLPK_ B4FQK5_MAIZE 2 410.23418 818.4538 0.29953 0.074348 0.38214 68.366 68.366 7.83E-01 14.24 217530

14943 FTVDLPK Unmodified _FTVDLPK_ B4FQK5_MAIZE 2 410.23418 818.4538 0.30742 0.32472 0.63871 68.748 68.748 4.46E-01 13.19 707550

14944 FTVIFDTGSSNLWVPSSK Unmodified _FTVIFDTGSSNLWVPSSK_ B6T706_MAIZE 2 993.00437 1983.9942 1.2031 -0.5693 0.64649 108.19 108.19 2.67E-02 19.65 706090

14945 FTVIFDTGSSNLWVPSSK Unmodified _FTVIFDTGSSNLWVPSSK_ B6T706_MAIZE 2 993.00437 1983.9942 1.1632 -3.1061 -1.9283 108.74 108.74 1.59E-01 6.92 141050

14946 FTVIFDTGSSNLWVPSSK Unmodified _FTVIFDTGSSNLWVPSSK_ B6T706_MAIZE 2 993.00437 1983.9942 1.0145 -6.3875 -5.3549 108.52 108.52 1.59E-01 6.46 140460

14947 FTVIFDTGSSNLWVPSSK Unmodified _FTVIFDTGSSNLWVPSSK_ B6T706_MAIZE 2 993.00437 1983.9942 1.1916 0.16952 1.3729 108.68 108.68 8.00E-45 81.31 3678900

14948 FTVIFDTGSSNLWVPSSK Unmodified _FTVIFDTGSSNLWVPSSK_ B6T706_MAIZE 2 993.00437 1983.9942 1.1271 -0.45183 0.68794 109.35 109.35 4.65E-12 66.98 449800

14949 FTVLNPK Unmodified _FTVLNPK_ B6TD54_MAIZE 2 409.74217 817.46979 0.2473 0.21248 0.45707 53.453 53.453 8.04E-02 27.46 5090200

14950 FTVNTDAAGAGPLK Unmodified _FTVNTDAAGAGPLK_ B6U5C0_MAIZE 2 681.35662 1360.6987 0.56468 -0.50857 0.060715 67.14 67.14 2.96E-06 98.46 438440

14951 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.07606 0.10577 0.027441 93.855 93.855 4.49E-02 30.02 9200300

14952 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.1631 0.18303 0.017909 94.692 94.692 1.86E-01 23.67 3391000

14953 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.066397 0.092434 0.024539 94.734 94.734 1.86E-01 12.9 3141400

14954 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.078334 0.15449 0.074909 94.549 94.549 4.46E-01 24.87 3643800

14955 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.10599 0.12292 0.016641 94.222 94.222 8.04E-02 27.48 1770400

14956 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.095416 0.087336 -0.010081 94.548 94.548 1.86E-01 14.26 6913200

14957 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.10267 0.19598 0.090748 94.182 94.182 1.86E-01 23.78 962890

14958 FTYFWIK Unmodified _FTYFWIK_ B4FBC2_MAIZE 2 502.76565 1003.5167 -0.084515 0.26881 0.18328 94.357 94.357 8.04E-02 22.76 922890

14959 FTYGGVILRPGFIHGTR Unmodified _FTYGGVILRPGFIHGTR_ B6TVJ7_MAIZE 4 473.51389 1890.0264 -0.097171 -0.002377 -0.088743 80.932 80.932 4.56E-01 7.3 1967600

14960 FVAEAK Unmodified _FVAEAK_ B4FNK8_MAIZE 2 332.68686 663.35918 1.3489 0.16425 1.4876 25.699 25.699 5.26E-01 26.94 51671

14961 FVAYQVR Unmodified _FVAYQVR_ B6TF82_MAIZE 2 441.74525 881.47594 0.048469 0.14503 0.19216 52.015 52.015 1.00E+00 4.42 855280

14962 FVAYQVR Unmodified _FVAYQVR_ B6TF82_MAIZE 2 441.74525 881.47594 0.014112 0.26775 0.27957 52.549 52.549 4.49E-02 28.57 2298700

14963 FVAYQVR Unmodified _FVAYQVR_ B6TF82_MAIZE 2 441.74525 881.47594 -0.11933 0.17392 0.05376 53.684 53.684 1.86E-01 28.07 264960

14964 FVCSEPTVLISSVK Unmodified _FVCSEPTVLISSVK_ B6TBL1_MAIZE 2 783.41581 1564.8171 0.90814 -0.29159 0.62766 81.095 81.095 1.95E-13 47.12 894260

14965 FVDCLK Unmodified _FVDCLK_ B6UE86_MAIZE 2 391.19928 780.38401 0.45653 0.17031 0.64141 47.79 47.79 5.26E-01 13.6 1214500

14966 FVDCLK Unmodified _FVDCLK_ B6UE86_MAIZE 2 391.19928 780.38401 0.37345 0.82271 1.2093 48.549 48.549 9.46E-01 15.01 933440

14967 FVDCLK Unmodified _FVDCLK_ B6UE86_MAIZE 2 391.19928 780.38401 0.51189 0.43916 0.96401 48.154 48.154 9.46E-01 9.45 1139000

14968 FVDCLK Unmodified _FVDCLK_ B6UE86_MAIZE 2 391.19928 780.38401 0.45134 0.14631 0.61171 49.134 49.134 2.64E-01 21.54 11112000

14969 FVDLEASPVFR Unmodified _FVDLEASPVFR_ B6TD97_MAIZE 2 640.3377 1278.6608 0.43087 0.56874 1.0017 86.565 86.565 4.43E-05 26.24 588270

14970 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.69507 0.33887 1.0338 47.488 47.488 2.35E-02 19.58 637550

14971 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.46451 0.17578 0.64206 48.251 48.251 9.53E-03 33.61 76562

14972 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.51607 0.73418 1.2494 47.41 47.41 6.90E-01 15.82 510750

14973 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 -5.7971 49.819 49.819 1.45E-01 19.39

14974 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.63721 0.26673 0.90548 49.096 49.096 5.87E-02 22.56 962610
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14975 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 2 568.27625 1134.5379 0.14748 0.21877 0.36921 49.985 49.985 9.18E-02 14.02 218990

14976 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.67847 0.063965 0.74381 47.876 47.876 1.64E-01 18.02 1532800

14977 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 2 568.27625 1134.5379 0.10165 -0.29389 -0.18925 47.859 47.859 9.82E-03 30.99 515230

14978 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 3 379.18659 1134.5379 0.3976 -0.40106 -0.0006699 51.184 51.184 9.37E-03 23.68 4126500

14979 FVDLTMEHK Oxidation (M) _FVDLTM(ox)EHK_ B6TBW2_MAIZE 2 568.27625 1134.5379 0.088141 0.28556 0.37617 51.171 51.171 6.55E-04 34.71 1324100

14980 FVDLTMEHK Unmodified _FVDLTMEHK_ B6TBW2_MAIZE 2 560.27879 1118.543 0.14847 1.2346 1.3804 55.871 55.871 9.73E-03 31.13 934870

14981 FVDLTMEHK Unmodified _FVDLTMEHK_ B6TBW2_MAIZE 3 373.85495 1118.543 0.12695 58.064 58.064 1.85E-02 27.59

14982 FVDLTMEHK Unmodified _FVDLTMEHK_ B6TBW2_MAIZE 3 373.85495 1118.543 0.74279 0.41618 1.1567 56.609 56.609 9.39E-03 21.48 1041900

14983 FVDLTMEHK Unmodified _FVDLTMEHK_ B6TBW2_MAIZE 2 560.27879 1118.543 0.12226 0.98255 1.1027 59.512 59.512 3.32E-02 20.65 638890

14984 FVDLTMEHKGEMK 2 Oxidation (M) _FVDLTM(ox)EHKGEM(ox)K_ B6TBW2_MAIZE 3 532.91806 1595.7324 -0.10209 -0.25054 -0.35464 45.341 45.341 1.00E+00 15.27 723900

14985 FVDLTMEHKGEMK 2 Oxidation (M) _FVDLTM(ox)EHKGEM(ox)K_ B6TBW2_MAIZE 4 399.94037 1595.7324 0.087181 0.21946 0.30256 45.34 45.34 3.08E-01 11.51 748520

14986 FVDSDLYDLPSAPLGPLEGAPR Unmodified _FVDSDLYDLPSAPLGPLEGAPR_ B4F9F8_MAIZE 2 1165.0892 2328.1638 1.2469 0.27236 1.5167 111.45 111.45 6.76E-08 42.15 197610

14987 FVDVADLEFLMFPR Oxidation (M) _FVDVADLEFLM(ox)FPR_ B6U749_MAIZE 2 857.92909 1713.8436 1.1041 0.71531 1.8255 122.24 122.24 7.68E-22 70.31 203440

14988 FVDVADLEFLMFPR Oxidation (M) _FVDVADLEFLM(ox)FPR_ B6U749_MAIZE 2 857.92909 1713.8436 1.0727 0.61655 1.6961 122.58 122.58 3.48E-20 79.64 253310

14989 FVDVADLEFLMFPR Oxidation (M) _FVDVADLEFLM(ox)FPR_ B6U749_MAIZE 3 572.28849 1713.8436 0.23428 0.36741 0.60782 122.59 122.59 4.14E-01 17.16 223730

14990 FVDVADLEFLMFPR Oxidation (M) _FVDVADLEFLM(ox)FPR_ B6U749_MAIZE 2 857.92909 1713.8436 1.1318 0.008222 1.1471 122.04 122.04 2.09E-30 95.74 274930

14991 FVDVADLEFLMFPR Oxidation (M) _FVDVADLEFLM(ox)FPR_ B6U749_MAIZE 3 572.28849 1713.8436 0.21131 0.075323 0.29343 122.02 122.02 1.00E+00 13.43 218890

14992 FVEAAGSR Unmodified _FVEAAGSR_ B4G1E4_MAIZE 2 418.71668 835.41882 0.2168 0.032304 0.23887 31.515 31.515 1.90E-02 35.94 116660

14993 FVEDVWSRPGGGGGISR Unmodified _FVEDVWSRPGGGGGISR_ B4F938_MAIZE 3 592.6323 1774.8751 0.2011 -0.018557 0.19729 69.61 69.61 5.94E-01 1.05 969080

14994 FVEFYGVGVGELSLPAR Unmodified _FVEFYGVGVGELSLPAR_ B6SRL2_MAIZE 2 920.48562 1838.9567 1.1517 -0.27925 0.87862 109.85 109.85 5.62E-03 29.99 91407

14995 FVEFYGVGVGELSLPAR Unmodified _FVEFYGVGVGELSLPAR_ B6SRL2_MAIZE 2 920.48562 1838.9567 1.1941 -0.23891 0.96103 110.21 110.21 4.07E-45 67.17 151740

14996 FVEHPENNEKPMDK Oxidation (M) _FVEHPENNEKPM(ox)DK_ B4FUC2_MAIZE 4 433.20171 1728.7777 0.17771 -0.11579 0.046842 28.957 28.957 1.83E-01 11.89 258830

14997 FVEHPENNEKPMDK Oxidation (M) _FVEHPENNEKPM(ox)DK_ B4FUC2_MAIZE 3 577.26652 1728.7777 0.23668 0.087239 0.30908 28.941 28.941 6.14E-02 9.94 71473

14998 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.89765 -0.29781 0.59748 47.056 47.056 5.26E-01 24.57 9883600

14999 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.79195 -0.25108 0.5372 46.853 46.853 5.26E-01 22.22 1142900

15000 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.91401 -0.14424 0.76463 49.273 49.273 9.46E-01 21.02 1114900

15001 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.77019 -0.024383 0.74329 49.463 49.463 5.26E-01 20.29 1434500

15002 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.87828 -0.27683 0.59756 50.012 50.012 1.00E+00 11.9 1476500

15003 FVEIGR Unmodified _FVEIGR_ B4FUA9_MAIZE 2 360.70559 719.39662 0.62584 -0.45014 0.17264 50.56 50.56 9.46E-01 21.49 4523300

15004 FVELNKFPLITVFTELNSGK Unmodified _FVELNKFPLITVFTELNSGK_ Q5EUD0_MAIZE 3 766.0911 2295.2515 0.91221 -0.046454 0.86275 129.68 129.68 3.64E-02 41.81 345300

15005 FVELWNK Unmodified _FVELWNK_ B6TDT6_MAIZE 2 468.2529 934.49125 -0.21924 0.45276 0.2189 72.33 72.33 8.04E-02 23.5 169380

15006 FVELWNK Unmodified _FVELWNK_ B6TDT6_MAIZE 2 468.2529 934.49125 0.017123 0.466 0.4691 73.063 73.063 4.46E-01 12.33 247170

15007 FVELWNK Unmodified _FVELWNK_ B6TDT6_MAIZE 2 468.2529 934.49125 0.0074318 0.41507 0.40835 72.656 72.656 1.86E-01 14.35 215280

15008 FVELWNK Unmodified _FVELWNK_ B6TDT6_MAIZE 2 468.2529 934.49125 0.032392 1.3741 1.3899 72.943 72.943 8.04E-02 23.37 958690



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

15009 FVESSLR Unmodified _FVESSLR_ B4FFV3_MAIZE 2 419.22689 836.43922 0.2098 0.62672 0.8249 44.965 44.965 7.83E-01 14.02 538960

15010 FVESSLR Unmodified _FVESSLR_ B4FFV3_MAIZE 2 419.22689 836.43922 0.14295 0.035958 0.16705 45.896 45.896 4.49E-02 38.23 14173000

15011 FVEYFR Unmodified _FVEYFR_ CAPP2_MAIZE 2 430.7187 859.42284 0.11872 -0.33001 -0.21532 63.484 63.484 2.64E-01 28.8 6315100

15012 FVEYFR Unmodified _FVEYFR_ CAPP2_MAIZE 2 430.7187 859.42284 -0.020345 0.20336 0.17744 64.043 64.043 2.64E-01 28.51 3106000

15013 FVEYFR Unmodified _FVEYFR_ CAPP2_MAIZE 2 430.7187 859.42284 0.11103 -0.74131 -0.63325 65.309 65.309 2.64E-01 29.53 4053600

15014 FVFASPAK Unmodified _FVFASPAK_ B6TVE3_MAIZE 2 433.74217 865.46979 0.088404 0.21789 0.30388 58.229 58.229 5.06E-02 28.42 5063400

15015 FVFASPAK Unmodified _FVFASPAK_ B6TVE3_MAIZE 2 433.74217 865.46979 -0.0065989 0.43478 0.42539 59.897 59.897 1.00E+00 31.34 30108

15016 FVFASPAK Unmodified _FVFASPAK_ B6TVE3_MAIZE 2 433.74217 865.46979 -0.03811 0.3276 0.28721 58.824 58.824 5.06E-02 30.14 1727700

15017 FVFASPAK Unmodified _FVFASPAK_ B6TVE3_MAIZE 2 433.74217 865.46979 0.025678 0.096739 0.11932 59.662 59.662 5.06E-02 30.91 6776900

15018 FVGACMSK Oxidation (M) _FVGACM(ox)SK_ B6TC15_MAIZE 2 458.20678 914.399 -0.12583 0.13048 0.018694 27.383 27.383 1.00E+00 7.84 70813

15019 FVGACMSK Unmodified _FVGACMSK_ B6TC15_MAIZE 2 450.20932 898.40409 -0.19275 0.029795 -0.15221 40.665 40.665 3.77E-01 15.46 291140

15020 FVGACMSK Unmodified _FVGACMSK_ B6TC15_MAIZE 2 450.20932 898.40409 -0.1373 -0.34116 -0.46851 43.803 43.803 1.00E+00 14.92 72145

15021 FVGLVK Unmodified _FVGLVK_ Q5EUD0_MAIZE 2 331.71543 661.4163 1.1586 0.35297 1.5216 52.897 52.897 9.46E-01 16.24 2319100

15022 FVGLVK Unmodified _FVGLVK_ Q5EUD0_MAIZE 2 331.71543 661.4163 1.3268 0.028956 1.367 52.46 52.46 5.26E-01 15.21 1242900

15023 FVHVLR Unmodified _FVHVLR_ B4FY74_MAIZE 2 385.73722 769.45989 0.51905 -0.62742 -0.10008 43.559 43.559 5.26E-01 20.84 2561700

15024 FVHVLR Unmodified _FVHVLR_ B4FY74_MAIZE 2 385.73722 769.45989 0.58973 -0.13421 0.46292 41.536 41.536 5.26E-01 27.26 1351100

15025 FVIAGVGSMACIPNMRAR 2 Oxidation (M) _FVIAGVGSM(ox)ACIPNM(ox)RAR_ B6SUN1_MAIZE 2 991.49207 1980.9696 1.5631 -2.2068 -0.64081 128.92 128.92 1.59E-01 11.73 1334600

15026 FVIDIENSFK Unmodified _FVIDIENSFK_ B4FBW5_MAIZE 2 606.31897 1210.6234 0.30201 0.81526 1.1095 93.839 93.839 1.84E-04 55.76 977740

15027 FVIDIENSFK Unmodified _FVIDIENSFK_ B4FBW5_MAIZE 2 606.31897 1210.6234 0.37637 1.3327 1.7006 94.255 94.255 4.40E-02 24.05 503370

15028 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.74278 -0.17303 0.5552 78.369 78.369 8.95E-18 38.75 4021200

15029 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 2 1090.5471 2179.0797 1.2145 -0.13356 1.0656 78.363 78.363 9.41E-18 48.37 521110

15030 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.71535 0.091791 0.79238 81.644 81.644 1.55E-03 28.36 84340

15031 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.73733 -0.24564 0.47613 78.893 78.893 8.95E-18 36.4 1974500

15032 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.71728 -0.17223 0.5302 79.316 79.316 8.95E-18 37.73 3192900

15033 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 2 1090.5471 2179.0797 1.1676 0.072832 1.225 79.316 79.316 6.57E-12 42.99 402700

15034 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.72689 -0.25244 0.45925 78.995 78.995 2.57E-09 28.44 3290600

15035 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 2 1090.5471 2179.0797 1.1899 -0.027117 1.1479 78.99 78.99 1.14E-03 37.83 337590

15036 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.73526 0.15573 0.87542 78.788 78.788 2.57E-09 34.79 1412900

15037 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.70757 -0.16286 0.52958 79.335 79.335 2.03E-12 37.13 10807000

15038 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 2 1090.5471 2179.0797 1.2243 0.11386 1.3225 79.328 79.328 4.84E-09 53.13 1449400

15039 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 3 727.36718 2179.0797 0.69896 0.20898 0.89251 79.026 79.026 2.03E-12 49 16242000

15040 FVIEAANHPTDPEADEILAK Unmodified _FVIEAANHPTDPEADEILAK_ B4FFP2_MAIZE 2 1090.5471 2179.0797 1.1967 0.059373 1.2407 79.023 79.023 4.84E-09 52.97 2433200

15041 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.10312 0.003422 -0.080017 61.179 61.179 9.83E-03 28.88 23495000

15042 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.74343 -0.16867 0.59534 61.181 61.181 1.02E-23 83.5 4803900
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15043 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.21783 -0.39877 -0.59512 63.909 63.909 5.62E-02 20.37 174640

15044 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.17079 -0.016874 -0.16812 61.932 61.932 2.90E-03 33.82 8357600

15045 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.75654 -0.27845 0.49796 61.939 61.939 2.37E-16 66.37 1767400

15046 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.10175 -0.11004 -0.19164 63.132 63.132 2.90E-03 26.86 17146000

15047 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.72318 -0.20366 0.53986 63.135 63.135 1.02E-23 65.81 3082200

15048 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.10773 -0.056026 -0.14424 62.519 62.519 9.77E-05 32.93 16213000

15049 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.71625 -0.29351 0.44323 62.526 62.526 1.12E-07 57.92 2455000

15050 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.19974 0.032053 -0.14872 62.94 62.94 9.83E-03 33.55 14404000

15051 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.7296 -0.043665 0.70566 62.936 62.936 7.01E-11 69.27 2032900

15052 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.02781 0.089998 0.081569 64.182 64.182 1.73E-01 9.71 1043700

15053 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 0.28635 62.479 62.479 3.55E-03 31.96

15054 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 0.28635 62.81 62.81 2.54E-04 38.66

15055 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 0.28635 63.13 63.13 1.30E-05 38.04

15056 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 0.28635 63.362 63.362 4.30E-01 5.1

15057 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.16715 -0.18178 -0.32915 63.146 63.146 2.90E-03 38 31337000

15058 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.71606 -0.28228 0.45367 63.14 63.14 7.01E-11 65.38 5129100

15059 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.16565 -0.35767 -0.50203 62.038 62.038 4.44E-04 39.74 8625900

15060 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 2 727.38096 1452.7474 0.71595 -0.69289 0.043873 62.034 62.034 7.01E-11 67.16 933690

15061 FVIGGPHGDAGLTGR Unmodified _FVIGGPHGDAGLTGR_ B4FAD1_MAIZE 3 485.2564 1452.7474 -0.20935 -0.18875 -0.37682 64.756 64.756 1.00E+00 4.85 2026400

15062 FVIQGFGNVGSWAAQLISEAGGK Unmodified _FVIQGFGNVGSWAAQLISEAGGK_ B4F9J5_MAIZE 2 1168.6053 2335.1961 1.0905 0.082267 1.1765 126.81 126.81 2.53E-26 117.61 1303300

15063 FVIQGFGNVGSWAAQLISEAGGK Unmodified _FVIQGFGNVGSWAAQLISEAGGK_ B4F9J5_MAIZE 3 779.40597 2335.1961 0.97779 0.086784 1.0679 130.5 130.5 5.94E-02 19.14 189650

15064 FVIWTECAFK Unmodified _FVIWTECAFK_ B4F9G0_MAIZE 2 650.82336 1299.6322 0.44362 0.40355 0.8559 93.846 93.846 7.11E-01 1.64 104660

15065 FVIWTECAFK Unmodified _FVIWTECAFK_ B4F9G0_MAIZE 2 650.82336 1299.6322 0.51915 0.067508 0.59499 93.746 93.746 1.00E+00 4.17 242490

15066 FVIWTECAFK Unmodified _FVIWTECAFK_ B4F9G0_MAIZE 2 650.82336 1299.6322 0.44301 -0.064215 0.38795 93.405 93.405 1.84E-04 29.91 644680

15067 FVIWTESAFK Unmodified _FVIWTESAFK_ B4FVJ0_MAIZE 2 614.32406 1226.6336 0.27375 0.34109 0.6132 93.243 93.243 1.25E-02 20.72 490790

15068 FVIWTESAFK Unmodified _FVIWTESAFK_ B4FVJ0_MAIZE 2 614.32406 1226.6336 0.3286 0.31662 0.64432 93.307 93.307 4.40E-02 25.33 850210

15069 FVIWTESAFK Unmodified _FVIWTESAFK_ B4FVJ0_MAIZE 2 614.32406 1226.6336 0.30806 0.33194 0.6389 93.107 93.107 1.84E-04 38.21 1615000

15070 FVIWTESAFK Unmodified _FVIWTESAFK_ B4FVJ0_MAIZE 2 614.32406 1226.6336 0.28237 0.15862 0.43928 93.16 93.16 1.84E-04 48.2 3213700

15071 FVIWTESAFK Unmodified _FVIWTESAFK_ B4FVJ0_MAIZE 2 614.32406 1226.6336 0.25888 0.30748 0.56514 92.837 92.837 1.62E-03 40.06 2136700

15072 FVKPAFEDFILPTK Unmodified _FVKPAFEDFILPTK_ B6T3X8_MAIZE 3 551.30799 1650.9021 0.10418 -0.15052 -0.047994 95.036 95.036 7.27E-01 19.79 578650

15073 FVKPAFEDFILPTK Unmodified _FVKPAFEDFILPTK_ B6T3X8_MAIZE 3 551.30799 1650.9021 0.077222 -0.46667 -0.39047 96.068 96.068 4.14E-01 16.82 277990

15074 FVLDGEMPPYLLAK Unmodified _FVLDGEMPPYLLAK_ B6TYJ6_MAIZE 2 796.92328 1591.832 1.0091 0.36117 1.3588 106.77 106.77 2.96E-06 34.58 525930

15075 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 5.043 48.423 48.423 5.32E-01 12.69

15076 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 1.2606 0.10369 1.372 50.769 50.769 1.00E+00 14.07 643010
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15077 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 1.1678 0.15091 1.3257 50.12 50.12 1.00E+00 7.8 664290

15078 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 1.2047 50.906 50.906 5.32E-01 16.7

15079 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 1.2247 -3.507 -2.2644 50.588 50.588 1.00E+00 15.94 2598000

15080 FVLDGK Unmodified _FVLDGK_ B4FMF7_MAIZE 2 339.69469 677.37483 1.1606 -0.089788 1.0769 51.499 51.499 5.26E-01 18.42 6686400

15081 FVLFASDAALK Unmodified _FVLFASDAALK_ B4FYH1_MAIZE 2 591.33188 1180.6492 0.20742 0.52588 0.72396 89.385 89.385 3.57E-04 32.02 4111900

15082 FVLPDNADVDK Unmodified _FVLPDNADVDK_ B6SJE9_MAIZE 2 616.81151 1231.6085 0.2967 0.33779 0.63945 70.442 70.442 1.47E-01 25.08 216910

15083 FVLSAGHGCMLQYALLHLAGYDSVKEEDLK Unmodified _FVLSAGHGCMLQYALLHLAGYDSVKEEDLK_ TKTC_MAIZE B4 4 841.92307 3363.6632 1.0862 -0.4043 0.67725 114.21 114.21 1.32E-01 17.75 225740

15084 FVLSMSASK Oxidation (M) _FVLSM(ox)SASK_ B4FC14_MAIZE 2 493.25479 984.49502 -0.078239 -0.03218 -0.11919 46.961 46.961 1.12E-01 18.86 563590

15085 FVLSMSASK Oxidation (M) _FVLSM(ox)SASK_ B4FC14_MAIZE 2 493.25479 984.49502 -0.1918 0.3533 0.15206 50.239 50.239 1.01E-02 28.63 307920

15086 FVLSPHPTASLIYLAK Unmodified _FVLSPHPTASLIYLAK_ B4FX08_MAIZE 3 586.33806 1755.9923 0.19554 0.36567 0.55006 89.518 89.518 1.21E-01 24.61 1397200

15087 FVLVAGQPLGEPVVQHGPFVMNSR Oxidation (M) _FVLVAGQPLGEPVVQHGPFVM(ox)NSR_ B4FNE9_MAIZE 3 865.45645 2593.3475 1.1568 0.18685 1.3565 91.086 91.086 1.37E-08 29.57 515620

15088 FVLVAGQPLGEPVVQHGPFVMNSR Oxidation (M) _FVLVAGQPLGEPVVQHGPFVM(ox)NSR_ B4FNE9_MAIZE 3 865.45645 2593.3475 1.0792 -0.009351 1.0835 92.367 92.367 4.78E-06 28.86 546510

15089 FVMDEVYDMELYEWTK Unmodified _FVMDEVYDMELYEWTK_ B6T7G7_MAIZE 2 1049.4628 2096.9111 1.2344 0.37161 1.5985 121.99 121.99 5.51E-02 17.09 802290

15090 FVMDEVYDMELYEWTK 2 Oxidation (M) _FVM(ox)DEVYDM(ox)ELYEWTK_ B6T7G7_MAIZE 2 1065.4577 2128.9009 1.2106 0.040627 1.2476 100.87 100.87 9.46E-03 38.6 213580

15091 FVMDEVYDMELYEWTK 2 Oxidation (M) _FVM(ox)DEVYDM(ox)ELYEWTK_ B6T7G7_MAIZE 2 1065.4577 2128.9009 1.2017 -0.049171 1.1489 101.04 101.04 6.81E-36 84.69 292350

15092 FVMDEVYDMELYEWTK 2 Oxidation (M) _FVM(ox)DEVYDM(ox)ELYEWTK_ B6T7G7_MAIZE 2 1065.4577 2128.9009 1.2034 -0.12931 1.0712 100.94 100.94 6.81E-36 59.67 203980

15093 FVMDEVYDMELYEWTK Oxidation (M) _FVMDEVYDM(ox)ELYEWTK_ B6T7G7_MAIZE 2 1057.4603 2112.906 1.2919 1.6502 2.9356 116.26 116.26 1.51E-03 32.11 161090

15094 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.2087 0.33186 0.53344 24.64 24.64 7.88E-01 15.59 15299

15095 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 -0.011893 0.81008 0.79248 24.225 24.225 1.00E+00 10.53 12485

15096 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.19152 -0.097301 0.088077 25.19 25.19 9.57E-01 11.08 3166.5

15097 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.23278 0.58137 0.80844 24.87 24.87 9.57E-01 7.25 5873.8

15098 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.1987 0.90057 1.0911 25.419 25.419 1.65E-01 25.88 7165.5

15099 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 -0.061127 24.742 24.742 5.99E-01 3.2

15100 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.15282 0.4996 0.64524 24.377 24.377 1.00E+00 9.76 58558

15101 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 0.15997 0.21208 0.3654 24.878 24.878 1.33E-01 25.48 72758

15102 FVMESGAK Oxidation (M) _FVM(ox)ESGAK_ B4FHH2_MAIZE 2 442.71275 883.41095 -0.054439 0.67329 0.6119 27.194 27.194 1.00E+00 6.7 10344

15103 FVMESGAK Unmodified _FVMESGAK_ B4FHH2_MAIZE 2 434.7153 867.41604 -0.080527 0.26986 0.18014 39.48 39.48 1.00E+00 11.14 83362

15104 FVNASTVTIPTNPSSGFR Unmodified _FVNASTVTIPTNPSSGFR_ MMT1_MAIZE 2 947.98651 1893.9585 1.2123 0.066813 1.2891 79.917 79.917 3.87E-04 37.93 390630

15105 FVNASTVTIPTNPSSGFR Unmodified _FVNASTVTIPTNPSSGFR_ MMT1_MAIZE 2 947.98651 1893.9585 1.1373 0.048207 1.1953 80.429 80.429 1.05E-02 37.09 269270

15106 FVNASTVTIPTNPSSGFR Unmodified _FVNASTVTIPTNPSSGFR_ MMT1_MAIZE 2 947.98651 1893.9585 1.194 -0.15199 1.0525 80.824 80.824 3.69E-03 39.12 242480

15107 FVNDCR Unmodified _FVNDCR_ MTHR1_MAIZE 2 405.68179 809.34902 0.395 0.072303 0.48118 26.901 26.901 5.26E-01 19.13 14232

15108 FVNDCR Unmodified _FVNDCR_ MTHR1_MAIZE 2 405.68179 809.34902 0.33557 0.046361 0.39711 26.62 26.62 5.26E-01 12.66 93502

15109 FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK Unmodified _FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK_ B6TH57_MAIZE 4 845.42014 3377.6515 1.0144 -1.5631 -0.54838 130.32 130.32 3.63E-01 17.99 1778700

15110 FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK Unmodified _FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK_ B6TH57_MAIZE 4 845.42014 3377.6515 0.94756 -0.90724 0.04091 131.25 131.25 6.01E-01 7.17 181110
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15111 FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK Unmodified _FVNDPQTEGIVLIGEIGGTAEEDAATFIQESK_ B6TH57_MAIZE 3 1126.8911 3377.6515 1.1008 -1.4094 -0.30764 131.25 131.25 6.01E-01 18.08 118660

15112 FVNSGTEACMGALR Oxidation (M) _FVNSGTEACM(ox)GALR_ B6TPE4_MAIZE 2 764.84777 1527.681 0.89705 -0.26264 0.63873 51.51 51.51 2.44E-16 96.44 683090

15113 FVNSGTEACMGALR Unmodified _FVNSGTEACMGALR_ B6TPE4_MAIZE 2 756.85032 1511.6861 0.87881 -0.26826 0.61274 62.751 62.751 3.40E-25 98.1 737530

15114 FVPAAFLTGLLDPVQSR Unmodified _FVPAAFLTGLLDPVQSR_ B4FG35_MAIZE 3 611.0086 1830.004 0.25905 0.3125 0.57767 125.34 125.34 4.56E-01 4.46 1495500

15115 FVPAAFLTGLLDPVQSR Unmodified _FVPAAFLTGLLDPVQSR_ B4FG35_MAIZE 2 916.00926 1830.004 1.1782 0.067148 1.252 125.26 125.26 1.43E-21 52.23 666660

15116 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.22563 0.20876 0.44423 59.655 59.655 4.96E-02 27.98 4139900

15117 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.13432 0.030392 0.17592 60.75 60.75 4.48E-03 31.17 182430

15118 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.21837 -0.40298 -0.17355 60.031 60.031 1.67E-02 18.14 1362300

15119 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.24974 -0.10816 0.15218 61.517 61.517 3.57E-04 33.54 3016500

15120 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.26901 0.26609 0.54617 60.85 60.85 1.47E-01 14.32 2422000

15121 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.24153 0.11722 0.36873 61.317 61.317 4.43E-05 39.37 1353700

15122 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.16791 -0.003761 0.17553 61.449 61.449 6.35E-09 71.24 26426000

15123 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.14224 0.32404 0.47594 60.218 60.218 1.67E-02 14.93 2190500

15124 FVPVTVEADPK Unmodified _FVPVTVEADPK_ B4G072_MAIZE 2 601.3268 1200.639 0.23117 0.11857 0.36011 62.788 62.788 3.83E-01 12.2 185650

15125 FVQSLTR Unmodified _FVQSLTR_ B6T451_MAIZE 2 425.7427 849.47085 0.16117 0.078199 0.24361 45.789 45.789 7.83E-01 13.28 272290

15126 FVQSLTR Unmodified _FVQSLTR_ B6T451_MAIZE 2 425.7427 849.47085 0.17282 0.23081 0.40621 45.074 45.074 1.00E+00 11.91 536710

15127 FVQSLTR Unmodified _FVQSLTR_ B6T451_MAIZE 2 425.7427 849.47085 0.039594 0.13083 0.17352 45.837 45.837 4.49E-02 42.4 1884800

15128 FVQSLTR Unmodified _FVQSLTR_ B6T451_MAIZE 2 425.7427 849.47085 0.14332 -0.009107 0.13836 45.575 45.575 1.86E-01 23.24 2195000

15129 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.76903 0.048312 0.82835 118.29 118.29 5.40E-02 27.88 1314200

15130 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 2 1080.0569 2158.0993 1.2564 -0.36131 0.90755 117.92 117.92 3.71E-05 65.71 184160

15131 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.73529 0.074194 0.82053 119.1 119.1 5.27E-03 28.99 310280

15132 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.74177 0.004499 0.75826 119.53 119.53 2.84E-03 22.69 476500

15133 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.82406 -0.21049 0.62552 121.24 121.24 1.00E+00 13.26 117940

15134 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.71972 0.11462 0.84621 122.04 122.04 1.72E-05 26.6 1341400

15135 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 2 1080.0569 2158.0993 1.354 -0.32883 1.0371 122.43 122.43 3.71E-05 89.53 115020

15136 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.7475 0.089598 0.84853 123.83 123.83 3.96E-01 13.45 558350

15137 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.77363 0.26892 1.0537 125.97 125.97 2.45E-02 13.03 583230

15138 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.80884 0.1883 1.0086 130.43 130.43 1.00E+00 0.01 170800

15139 FVQVEGGFACALDLVQHIR Unmodified _FVQVEGGFACALDLVQHIR_ MTHR1_MAIZE 3 720.37372 2158.0993 0.84566 0.37318 1.2295 136.96 136.96 5.27E-03 21.18 178640

15140 FVREELGCVFLTGER Unmodified _FVREELGCVFLTGER_ B6U4D6_MAIZE 3 604.64181 1810.9036 0.20654 0.14798 0.35952 84.723 84.723 8.47E-02 20.19 159190

15141 FVSDGVFYAELNEMLTR Unmodified _FVSDGVFYAELNEMLTR_ B6TB97_MAIZE 3 664.32415 1989.9506 0.58667 0.2878 0.87046 122.66 122.66 5.98E-03 27.38 1246600

15142 FVSDGVFYAELNEMLTR Oxidation (M) _FVSDGVFYAELNEM(ox)LTR_ B6TB97_MAIZE 2 1003.98 2005.9455 1.1807 -2.0124 -0.83147 104.77 104.77 7.46E-02 9.07 83909

15143 FVSDGVFYAELNEMLTR Oxidation (M) _FVSDGVFYAELNEM(ox)LTR_ B6TB97_MAIZE 2 1003.98 2005.9455 1.2455 -2.9119 -1.6651 108.26 108.26 1.91E-01 19.36 32549

15144 FVSDIVPETPHTQPLGPS Unmodified _FVSDIVPETPHTQPLGPS_ B6SIS9_MAIZE 2 960.98872 1919.9629 1.1507 -0.2118 0.95373 80.773 80.773 4.65E-12 58.16 662950
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15145 FVSTTDDYEELLKEEPVIEFTGEETFGR Unmodified _FVSTTDDYEELLKEEPVIEFTGEETFGR_ B4FL42_MAIZE 3 1094.1855 3279.5347 1.3454 -0.088098 1.2562 120.28 120.28 2.17E-02 13.9 171070

15146 FVSVPGGHLGISK Unmodified _FVSVPGGHLGISK_ B6TEV5_MAIZE 3 433.24695 1296.719 0.028957 0.034155 0.07716 63.696 63.696 3.64E-02 18.68 1335900

15147 FVSWDGIHFTEATNR Unmodified _FVSWDGIHFTEATNR_ B4FA08_MAIZE 3 593.95315 1778.8376 0.22609 0.27768 0.51057 86.046 86.046 4.35E-01 8.51 684490

15148 FVSWDGIHFTEATNR Unmodified _FVSWDGIHFTEATNR_ B4FA08_MAIZE 2 890.42609 1778.8376 1.1513 -0.027315 1.1314 85.678 85.678 1.12E-07 78.04 735500

15149 FVTAVVGFGK Unmodified _FVTAVVGFGK_ B6U2N8_MAIZE 2 512.79493 1023.5753 -0.015595 -0.058814 -0.045504 73.391 73.391 1.00E+00 9.72 886400

15150 FVTAVVGFGK Unmodified _FVTAVVGFGK_ B6U2N8_MAIZE 2 512.79493 1023.5753 -0.36042 0.047879 -0.28158 74.909 74.909 4.40E-05 58.22 9344100

15151 FVTAVVGFGK Unmodified _FVTAVVGFGK_ B6U2N8_MAIZE 2 512.79493 1023.5753 -0.1404 0.16755 0.055824 75.618 75.618 1.45E-01 16.9 344000

15152 FVTAVVGFGKK Unmodified _FVTAVVGFGKK_ B6U2N8_MAIZE 3 384.89737 1151.6703 0.41992 0.19054 0.63087 64.205 64.205 1.15E-01 24.71 78596

15153 FVTAVVGFGKK Unmodified _FVTAVVGFGKK_ B6U2N8_MAIZE 2 576.84242 1151.6703 0.071455 0.26088 0.35188 64.222 64.222 4.48E-03 22.11 66615

15154 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.13413 0.35121 0.49593 46.554 46.554 5.76E-06 77.44 4681500

15155 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.059033 -0.15612 -0.084903 46.81 46.81 2.81E-03 45.56 38751

15156 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.10597 -0.043502 0.073415 46.177 46.177 1.84E-04 49.06 1484400

15157 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.15375 -0.063082 0.10056 48.761 48.761 1.62E-03 61.59 3103600

15158 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.1715 0.053523 0.23532 48.036 48.036 4.40E-05 55.67 2071100

15159 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.10432 -0.005723 0.10872 48.875 48.875 5.45E-09 62.36 3056400

15160 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.081958 -0.044147 0.04787 48.664 48.664 5.76E-06 62.25 21404000

15161 FVTQGAYDTR Unmodified _FVTQGAYDTR_ B6T9C0_MAIZE 2 579.28292 1156.5513 0.11872 0.072972 0.20165 46.836 46.836 4.40E-02 43.57 365970

15162 FVTSGEIQR Unmodified _FVTSGEIQR_ B6TM99_MAIZE 2 518.77473 1035.5349 0.047544 0.2099 0.26028 47.185 47.185 9.73E-03 35.11 299190

15163 FVTSGEIQR Unmodified _FVTSGEIQR_ B6TM99_MAIZE 2 518.77473 1035.5349 -0.030236 0.049459 0.021094 47.845 47.845 3.21E-03 50.48 1181000

15164 FVVDVAGSK Unmodified _FVVDVAGSK_ B4FVN5_MAIZE 2 461.25564 920.49673 -0.047832 0.15687 0.12718 56.398 56.398 3.39E-01 9.3 8406500

15165 FVVDVAGSK Unmodified _FVVDVAGSK_ B4FVN5_MAIZE 2 461.25564 920.49673 -0.149 0.22418 0.093282 56.543 56.543 3.32E-02 22.44 3181100

15166 FVVDVAGSK Unmodified _FVVDVAGSK_ B4FVN5_MAIZE 2 461.25564 920.49673 -0.041549 0.12364 0.10001 58.36 58.36 1.12E-01 23.85 4736800

15167 FVVDVAGSK Unmodified _FVVDVAGSK_ B4FVN5_MAIZE 2 461.25564 920.49673 -0.064964 0.15799 0.11081 57.711 57.711 1.12E-01 24.17 3743600

15168 FVVDVAGSK Unmodified _FVVDVAGSK_ B4FVN5_MAIZE 2 461.25564 920.49673 -0.14824 0.13951 0.0095136 58.818 58.818 1.63E-07 38.76 47185000

15169 FVVEVVDALVR Unmodified _FVVEVVDALVR_ Q49HE2_MAIZE 2 623.36371 1244.7129 0.31993 -1.4111 -1.0745 107.68 107.68 3.57E-04 21.49 130420

15170 FVVEVVDALVR Unmodified _FVVEVVDALVR_ Q49HE2_MAIZE 2 623.36371 1244.7129 0.38023 -0.94621 -0.55 107.74 107.74 4.96E-02 16.81 255090

15171 FVVEVVDALVR Unmodified _FVVEVVDALVR_ Q49HE2_MAIZE 2 623.36371 1244.7129 0.4064 -0.54467 -0.12387 107.76 107.76 4.43E-05 47.17 252040

15172 FVVEVVDALVR Unmodified _FVVEVVDALVR_ Q49HE2_MAIZE 2 623.36371 1244.7129 0.35807 -0.28519 0.087752 108.04 108.04 3.60E-06 40.31 1769700

15173 FVVEVVDALVR Unmodified _FVVEVVDALVR_ Q49HE2_MAIZE 2 623.36371 1244.7129 0.32003 0.39507 0.72858 107.53 107.53 1.62E-12 60.64 1125900

15174 FVVHNVSELELLMMHNR Unmodified _FVVHNVSELELLMMHNR_ B6T872_MAIZE 4 517.76712 2067.0394 0.016812 -0.56687 -0.55822 94.141 94.141 1.11E-04 29.47 1283700

15175 FVVHNVSELELLMMHNR 2 Oxidation (M) _FVVHNVSELELLM(ox)M(ox)HNR_ B6T872_MAIZE 4 525.76458 2099.0292 -0.10207 -0.25209 -0.35999 80.444 80.444 6.45E-02 18.2 572740

15176 FVVHNVSELELLMMHNR 2 Oxidation (M) _FVVHNVSELELLM(ox)M(ox)HNR_ B6T872_MAIZE 3 700.68368 2099.0292 0.63917 -0.29783 0.33714 80.442 80.442 1.16E-07 21.35 172820

15177 FVVNHLAK Unmodified _FVVNHLAK_ B6TUH5_MAIZE 3 309.85187 926.53379 1.253 0.4413 1.6888 41.282 41.282 7.37E-02 31.96 3410800

15178 FVVNHLAK Unmodified _FVVNHLAK_ B6TUH5_MAIZE 3 309.85187 926.53379 1.4325 -0.13872 1.2912 45.188 45.188 4.46E-01 22.41 384410
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15179 FVVPDLTDFK Unmodified _FVVPDLTDFK_ B6TVY0_MAIZE 2 590.81606 1179.6176 0.054303 0.25422 0.32831 102.23 102.23 4.40E-05 55.13 412680

15180 FVVPDLTDFK Unmodified _FVVPDLTDFK_ B6TVY0_MAIZE 2 590.81606 1179.6176 0.18265 0.37567 0.57716 101.13 101.13 1.84E-04 49.09 289660

15181 FVVSDTVGLDDPR Unmodified _FVVSDTVGLDDPR_ B6TMI7_MAIZE 2 710.35936 1418.7042 0.71667 -0.12135 0.61882 75.126 75.126 4.68E-05 47.25 1214400

15182 FVVSDTVGLDDPR Unmodified _FVVSDTVGLDDPR_ B6TMI7_MAIZE 2 710.35936 1418.7042 0.75967 -0.003343 0.77955 75.296 75.296 4.68E-05 83.87 421870

15183 FVVSDTVGLDDPR Unmodified _FVVSDTVGLDDPR_ B6TMI7_MAIZE 2 710.35936 1418.7042 0.69481 -0.091267 0.62687 76.056 76.056 1.56E-17 100.22 811740

15184 FVVSDTVGLDDPR Unmodified _FVVSDTVGLDDPR_ B6TMI7_MAIZE 2 710.35936 1418.7042 0.72354 0.38773 1.1338 75.638 75.638 1.56E-17 78.84 866980

15185 FVVSDTVGLDDPR Unmodified _FVVSDTVGLDDPR_ B6TMI7_MAIZE 2 710.35936 1418.7042 0.65857 -0.37714 0.30538 76.11 76.11 4.77E-34 97.05 15798000

15186 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.48724 -0.18052 0.32296 57.28 57.28 1.64E-47 102.5 9758200

15187 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.45365 -0.001988 0.46927 57.949 57.949 4.93E-21 66.14 149840

15188 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.50173 -0.23016 0.28812 57.266 57.266 1.64E-47 105.17 3837800

15189 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.49816 -0.062549 0.45237 59.118 59.118 4.77E-34 78.08 3294200

15190 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.52402 0.057967 0.59902 58.431 58.431 4.77E-34 80.49 2136800

15191 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.48996 -0.44487 0.062181 59.195 59.195 4.77E-34 81.36 5875100

15192 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.52249 -0.38494 0.15517 57.608 57.608 2.61E-08 46.83 618180

15193 FVVVDAEGGGETR Unmodified _FVVVDAEGGGETR_ B4G029_MAIZE 2 668.3306 1334.6466 0.49626 -0.33002 0.18331 60.267 60.267 1.56E-17 77.96 379110

15194 FVWDEGKYPTMSPLK Oxidation (M) _FVWDEGKYPTM(ox)SPLK_ B4FMY6_MAIZE 3 605.29916 1812.8757 0.31966 -0.89489 -0.5762 78.469 78.469 1.98E-01 8.77 461670

15195 FVWDEGKYPTMSPLK Unmodified _FVWDEGKYPTMSPLK_ B4FMY6_MAIZE 3 599.96752 1796.8807 0.24414 -0.04263 0.19689 87.459 87.459 1.00E+00 12.58 295570

15196 FVWDEGKYPTMSPLK Unmodified _FVWDEGKYPTMSPLK_ B4FMY6_MAIZE 3 599.96752 1796.8807 0.26731 0.20646 0.47021 87.194 87.194 1.00E+00 1.72 1465000

15197 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 0.99803 0.062489 1.0482 93.863 93.863 6.53E-05 46.78 3984600

15198 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 1.0116 0.059247 1.059 94.717 94.717 6.92E-04 47.43 923000

15199 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 1.0013 0.068583 1.0578 94.778 94.778 2.65E-03 23.67 532540

15200 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 1.0162 -0.54863 0.45657 94.838 94.838 8.34E-03 36.38 799150

15201 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 1.0227 -0.49204 0.51946 94.996 94.996 2.65E-03 33.18 448380

15202 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 0.98973 -0.051728 0.92613 96.267 96.267 2.65E-03 43.83 1140500

15203 FVYAHFPINASITNSNTAIEIR Unmodified _FVYAHFPINASITNSNTAIEIR_ B6SI39_MAIZE 3 826.76405 2477.2703 1.0453 -0.46522 0.56851 100.41 100.41 1.00E+00 14.71 160990

15204 FVYIAADSIIK Unmodified _FVYIAADSIIK_ B6U5Q2_MAIZE 2 620.35281 1238.6911 0.39261 0.25232 0.62705 85.957 85.957 4.43E-05 51.14 426380

15205 FWAAFVDDK Unmodified _FWAAFVDDK_ Q9FQA1_MAIZE 2 549.76637 1097.5182 0.015272 0.2504 0.27137 84.52 84.52 3.32E-02 11.41 693790

15206 FWAAYIDDK Unmodified _FWAAYIDDK_ B6T033_MAIZE 2 564.77166 1127.5288 0.053054 0.45646 0.49704 78.067 78.067 3.13E-03 38.91 2878200

15207 FWAAYVDDK Unmodified _FWAAYVDDK_ B6TLM5_MAIZE 2 557.76383 1113.5131 0.0091779 0.30163 0.30702 71.513 71.513 3.89E-04 49.49 2394400

15208 FWADFIDNK Unmodified _FWADFIDNK_ Q9FQB5_MAIZE 2 578.27711 1154.5397 0.10278 0.49036 0.59004 93.968 93.968 3.89E-04 65.26 1977100

15209 FWADFIETR Unmodified _FWADFIETR_ B4FSR6_MAIZE 2 592.79038 1183.5662 0.26216 -0.19679 0.063601 96.324 96.324 3.39E-01 18.2 474930

15210 FWADFIETR Unmodified _FWADFIETR_ B4FSR6_MAIZE 2 592.79038 1183.5662 0.087754 0.17393 0.26082 96.867 96.867 1.63E-07 55.09 8508800

15211 FWADYIDKK Unmodified _FWADYIDKK_ Q9ZP61_MAIZE 3 395.86948 1184.5866 0.50109 -0.34781 0.13878 70.744 70.744 1.00E+00 5.6 395820

15212 FWADYIDKK Unmodified _FWADYIDKK_ Q9ZP61_MAIZE 3 395.86948 1184.5866 0.20254 0.22234 0.41057 72.712 72.712 2.35E-02 27.65 192590
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15213 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 0.021661 0.088658 0.10961 73.612 73.612 3.77E-01 16.21 745480

15214 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 0.028974 0.2145 0.24413 74.841 74.841 1.65E-01 14.15 291520

15215 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 -0.020647 0.18969 0.16949 74.464 74.464 1.65E-01 15.67 469070

15216 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 -0.0094964 0.18012 0.17107 74.877 74.877 1.65E-01 23.09 1206800

15217 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 -0.088323 0.35979 0.2711 74.756 74.756 2.92E-02 31.31 2028200

15218 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 -0.19694 -0.18633 -0.38274 73.951 73.951 2.92E-02 29.12 32693000

15219 FWADYVDK Unmodified _FWADYVDK_ B6TJ22_MAIZE 2 522.24527 1042.476 -0.12233 0.16517 0.042763 75.533 75.533 1.65E-01 20.4 569600

15220 FWADYVDKK Unmodified _FWADYVDKK_ B6TJ22_MAIZE 3 391.1976 1170.571 0.48287 -0.095622 0.37992 65.134 65.134 3.30E-03 30.29 2075900

15221 FWADYVDKK Unmodified _FWADYVDKK_ B6TJ22_MAIZE 2 586.29276 1170.571 0.22246 -0.24512 -0.02794 65.142 65.142 3.13E-03 31.58 676350

15222 FWADYVDKK Unmodified _FWADYVDKK_ B6TJ22_MAIZE 3 391.1976 1170.571 0.39221 -0.64994 -0.26179 64.037 64.037 3.30E-03 34.19 32635000

15223 FWADYVDKK Unmodified _FWADYVDKK_ B6TJ22_MAIZE 2 586.29276 1170.571 0.036747 -0.11345 -0.082382 64.023 64.023 3.89E-04 45.83 15092000

15224 FWANFLDTK Unmodified _FWANFLDTK_ Q9ZP60_MAIZE 2 571.28747 1140.5604 0.17857 0.050556 0.22726 95.001 95.001 1.00E+00 8.14 393320

15225 FWANFLDTK Unmodified _FWANFLDTK_ Q9ZP60_MAIZE 2 571.28747 1140.5604 0.10675 0.4388 0.54333 96.82 96.82 3.39E-01 6.26 81956

15226 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.42147 0.28001 0.69373 106.79 106.79 3.60E-30 35.98 1773500

15227 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.39883 0.52382 0.91562 107.64 107.64 8.03E-01 0.6 330490

15228 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.44095 0.14143 0.57565 108.18 108.18 8.47E-02 10.03 264420

15229 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.48411 0.42723 0.9036 108.45 108.45 1.29E-02 22.84 267980

15230 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.38374 0.29974 0.67678 107.5 107.5 8.47E-02 7.24 271110

15231 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 3 636.66494 1906.973 0.35714 0.25416 0.60412 112.06 112.06 2.81E-39 45.63 1681600

15232 FWAQYVDDKLPWAIR Unmodified _FWAQYVDDKLPWAIR_ B4FS52_MAIZE 2 954.49378 1906.973 1.2128 -0.48313 0.72403 112.05 112.05 6.37E-03 40.12 174160

15233 FWASYVDDK Unmodified _FWASYVDDK_ B6TL20_MAIZE 2 565.76129 1129.508 -0.0035491 0.36027 0.35648 70.095 70.095 3.21E-03 41.43 4429900

15234 FWCTWQADR Unmodified _FWCTWQADR_ B6UI56_MAIZE 2 635.27711 1268.5397 0.36772 0.45624 0.83491 74.175 74.175 3.21E-03 19.17 1504000

15235 FWCTWQVDR Unmodified _FWCTWQVDR_ B4FFK9_MAIZE 2 649.29276 1296.571 0.44733 0.59872 1.0657 81.414 81.414 1.00E+00 1.62 593630

15236 FWCTWQVDR Unmodified _FWCTWQVDR_ B4FFK9_MAIZE 2 649.29276 1296.571 0.39519 0.28488 0.70055 81.126 81.126 1.01E-02 23.1 1209700

15237 FWDANHFGLVK Unmodified _FWDANHFGLVK_ B4G1G6_MAIZE 3 445.22778 1332.6615 -0.025086 0.049847 0.030424 80.592 80.592 4.33E-07 41.37 4230000

15238 FWDLSTQTPLFTCK Unmodified _FWDLSTQTPLFTCK_ B6T999_MAIZE 2 872.42417 1742.8338 1.1149 -1.0554 0.077009 105.23 105.23 1.95E-13 32.66 118110

15239 FWEAECFK Unmodified _FWEAECFK_ B6SVE6_MAIZE 2 558.74458 1115.4746 0.12664 0.40937 0.53217 73.247 73.247 3.77E-01 12.57 426240

15240 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 2 963.95637 1925.8982 1.167 -0.12639 1.032 105.37 105.37 1.02E-23 71.16 1122400

15241 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 2 963.95637 1925.8982 1.1454 0.033575 1.1698 106.03 106.03 2.37E-16 60.3 595760

15242 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 2 963.95637 1925.8982 1.2257 -0.90643 0.31207 105.57 105.57 2.37E-16 77.65 450620

15243 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 2 963.95637 1925.8982 1.1508 -0.12682 1.0152 106.28 106.28 2.40E-39 68.75 6620600

15244 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 3 642.97334 1925.8982 0.45573 0.23717 0.68317 106.22 106.22 1.98E-01 12.02 1263300

15245 FWEPTYEDCLNLIAR Unmodified _FWEPTYEDCLNLIAR_ B6TAE5_MAIZE 2 963.95637 1925.8982 1.2358 -0.077232 1.1496 105.67 105.67 1.12E-07 38.45 191220

15246 FWEPTYEDCLNMIAR Oxidation (M) _FWEPTYEDCLNM(ox)IAR_ B4FIC0_MAIZE 2 980.93203 1959.8495 1.2426 -0.26507 0.97142 95.335 95.335 7.01E-11 47 313640
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15247 FWETPR Unmodified _FWETPR_ B6TL24_MAIZE 2 418.2085 834.40244 0.14502 0.40496 0.54389 56.033 56.033 5.26E-01 24.07 2107500

15248 FWETPREEFLR Unmodified _FWETPREEFLR_ B6TL24_MAIZE 3 503.92101 1508.7412 -0.087398 0.10924 0.0093817 78.629 78.629 6.15E-03 20.32 1158000

15249 FWETQPVGQFR Unmodified _FWETQPVGQFR_ B6T7G0_MAIZE 2 697.84622 1393.6779 0.68809 -0.44916 0.25142 76.325 76.325 5.66E-08 42.44 1033000

15250 FWETQPVGQFR Unmodified _FWETQPVGQFR_ B6T7G0_MAIZE 2 697.84622 1393.6779 0.72167 0.88399 1.616 77.27 77.27 3.57E-04 24.02 655280

15251 FWEVICDEHGIDHTGK Unmodified _FWEVICDEHGIDHTGK_ TBB7_MAIZE 4 486.47426 1941.8679 -0.081544 -0.29145 -0.36151 73.405 73.405 2.60E-01 7.99 3467900

15252 FWEVICDEHGIDHTGK Unmodified _FWEVICDEHGIDHTGK_ TBB7_MAIZE 3 648.29659 1941.8679 0.43669 -0.027782 0.42137 73.411 73.411 4.93E-01 7.93 3382600

15253 FWEVICGEHCVDSTGR Unmodified _FWEVICGEHCVDSTGR_ B4F946_MAIZE 3 651.2857 1950.8353 0.46249 -0.44147 0.04191 76.995 76.995 2.58E-07 37.14 2759000

15254 FWEVICGEHCVDSTGR Unmodified _FWEVICGEHCVDSTGR_ B4F946_MAIZE 2 976.4249 1950.8353 1.2254 -0.40507 0.84125 76.971 76.971 4.21E-20 78.97 600790

15255 FWEVVCDEHGIDPTGR Unmodified _FWEVVCDEHGIDPTGR_ TBB5_MAIZE B4 3 639.62471 1915.8523 0.44169 -0.23688 0.22165 82.807 82.807 3.78E-02 12.84 795130

15256 FWEVVCDEHGIDPTGR Unmodified _FWEVVCDEHGIDPTGR_ TBB5_MAIZE B4 3 639.62471 1915.8523 0.43458 0.021202 0.47297 82.511 82.511 8.78E-05 16.78 861850

15257 FWEVVCDEHGIDPTGR Unmodified _FWEVVCDEHGIDPTGR_ TBB5_MAIZE B4 3 639.62471 1915.8523 0.44742 -0.12767 0.33704 82.276 82.276 6.54E-03 22.46 544060

15258 FWEVVCDEHGIDPTGR Unmodified _FWEVVCDEHGIDPTGR_ TBB5_MAIZE B4 2 958.93342 1915.8523 1.1592 -0.03708 1.1392 82.806 82.806 7.73E-25 65.19 2449800

15259 FWEVVCDEHGIDPTGR Unmodified _FWEVVCDEHGIDPTGR_ TBB5_MAIZE B4 3 639.62471 1915.8523 0.36496 -0.15087 0.23068 82.812 82.812 1.03E-03 25.79 10442000

15260 FWGAYIDDK Unmodified _FWGAYIDDK_ Q9FQ99_MAIZE 2 557.76383 1113.5131 -0.0012799 0.40761 0.40229 76.73 76.73 3.13E-03 41.12 2196400

15261 FWGHEWEK Unmodified _FWGHEWEK_ B6TQD0_MAIZE 3 373.50665 1117.4981 0.8025 -0.014868 0.78253 60.185 60.185 4.12E-02 17.93 344420

15262 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 -0.015791 0.47342 0.45211 67.958 67.958 8.04E-02 33.58 2079300

15263 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 0.022095 0.082674 0.1001 70.593 70.593 7.83E-01 15.54 677950

15264 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 -0.16329 0.51283 0.34401 68.6 68.6 4.49E-02 46.41 1069500

15265 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 -0.15445 0.24297 0.083816 71.115 71.115 7.83E-01 10.43 334460

15266 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 -0.048621 0.11236 0.060002 72.089 72.089 1.86E-01 18.74 631710

15267 FWNEFGK Unmodified _FWNEFGK_ B6U0V6_MAIZE 2 464.2216 926.42865 -0.06846 0.2807 0.20743 69.11 69.11 4.49E-02 44.56 5836400

15268 FWTIDNNPPPLPLNPAIK Unmodified _FWTIDNNPPPLPLNPAIK_ B6T6S5_MAIZE 2 1024.0542 2046.0938 1.2051 0.034583 1.2286 106.23 106.23 8.94E-06 51.1 545200

15269 FWTIDNNPPPLPVNPAIK Unmodified _FWTIDNNPPPLPVNPAIK_ B4FQ84_MAIZE 2 1017.0464 2032.0782 1.2389 -0.17662 1.0562 100.82 100.82 3.69E-03 33.03 207790

15270 FWTIDNNPPPLPVNPAIK Unmodified _FWTIDNNPPPLPVNPAIK_ B4FQ84_MAIZE 2 1017.0464 2032.0782 1.2177 0.049966 1.2622 101.11 101.11 4.65E-12 63.63 450160

15271 FWYAITK Unmodified _FWYAITK_ B6TRU3_MAIZE 2 464.75 927.48544 -0.17507 0.7846 0.59466 75.203 75.203 4.49E-02 31.99 340750

15272 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.048701 0.1233 0.067353 97.14 97.14 2.64E-01 32.58 9560000

15273 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.15923 0.18442 0.017715 98.04 98.04 2.64E-01 35.99 1111100

15274 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.033489 0.20684 0.16764 97.932 97.932 2.78E-01 29.75 1377800

15275 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.090033 0.21978 0.12245 97.623 97.623 2.64E-01 21.48 1014500

15276 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.0053731 0.20288 0.19178 97.848 97.848 2.64E-01 40.76 1080400

15277 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.081876 0.41838 0.32941 97.547 97.547 2.64E-01 40.74 489880

15278 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 0.025312 -0.009255 0.010489 97.968 97.968 5.26E-01 35.86 220030

15279 FWYFLR Unmodified _FWYFLR_ B4F9R6_MAIZE 2 466.24488 930.47521 -0.21448 0.28205 0.061693 99.337 99.337 2.64E-01 32.53 2444200

15280 FYAHVGSK Unmodified _FYAHVGSK_ B6SKP8_MAIZE 3 303.49234 907.4552 1.4375 -0.27994 1.1566 33.236 33.236 2.09E-01 11.24 90055



Peptide
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15281 FYAHVGSK Unmodified _FYAHVGSK_ B6SKP8_MAIZE 3 303.49234 907.4552 1.13 0.28403 1.4115 32.191 32.191 1.00E+00 5.39 31474

15282 FYAHVGSK Unmodified _FYAHVGSK_ B6SKP8_MAIZE 3 303.49234 907.4552 1.6602 -0.37116 1.2869 34.745 34.745 8.95E-01 13.55 45117

15283 FYAHVGSK Unmodified _FYAHVGSK_ B6SKP8_MAIZE 3 303.49234 907.4552 1.4685 -0.067076 1.4003 34.453 34.453 8.95E-01 15.04 154310

15284 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 1.0358 -0.05588 0.95799 84.596 84.596 8.77E-41 82.64 2019400

15285 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 1.0622 0.34889 1.3888 85.095 85.095 3.40E-25 66.31 808010

15286 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 1.0107 0.034377 1.0223 85.471 85.471 3.40E-25 66.17 2087000

15287 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 0.97478 -0.076533 0.87559 85.16 85.16 2.09E-30 81.02 2675600

15288 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 0.99604 -0.024157 0.95037 84.897 84.897 3.40E-25 70.04 3561700

15289 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 0.97284 -0.40139 0.55007 85.398 85.398 1.74E-50 82.54 24378000

15290 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 0.93347 0.053728 0.96529 84.99 84.99 7.68E-22 49.98 368990

15291 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 1.0297 -0.087937 0.91951 84.833 84.833 7.68E-22 60.86 236560

15292 FYAISAEYPEFSNK Unmodified _FYAISAEYPEFSNK_ Q43712_MAIZE 2 833.3934 1664.7722 0.9824 -0.32659 0.63371 86.325 86.325 3.40E-25 55.36 251860

15293 FYAISAEYPEFSNKDK Unmodified _FYAISAEYPEFSNKDK_ Q43712_MAIZE 3 636.97199 1907.8941 0.49289 0.5471 1.0171 77.53 77.53 1.00E+00 4.8 338440

15294 FYAISAEYPEFSNKDK Unmodified _FYAISAEYPEFSNKDK_ Q43712_MAIZE 3 636.97199 1907.8941 0.46524 -0.1662 0.27806 76.928 76.928 1.21E-01 26.92 452640

15295 FYAISAEYPEFSNKDK Unmodified _FYAISAEYPEFSNKDK_ Q43712_MAIZE 3 636.97199 1907.8941 0.3847 -0.21735 0.14659 77.342 77.342 8.21E-03 27.24 3154300

15296 FYASALAMDLEAATR Oxidation (M) _FYASALAM(ox)DLEAATR_ B6TE77_MAIZE 2 823.39816 1644.7818 1.0171 -0.020965 0.97454 74.932 74.932 1.00E+00 9.91 454560

15297 FYASALAMDLEAATR Oxidation (M) _FYASALAM(ox)DLEAATR_ B6TE77_MAIZE 2 823.39816 1644.7818 1.0279 0.16215 1.1685 102.67 102.67 2.70E-56 79.42 324440

15298 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.37778 0.081143 0.45111 68.223 68.223 1.45E-01 19.91 4483300

15299 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.36164 0.19714 0.55133 69.619 69.619 7.11E-01 11.71 27824

15300 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.39707 0.22916 0.61773 68.766 68.766 1.25E-02 14.93 317770

15301 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.40355 -0.065219 0.33133 69.667 69.667 4.40E-02 21.68 443590

15302 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.42049 0.052394 0.46486 69.149 69.149 1.00E+00 9 487820

15303 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.40496 0.15261 0.54976 69.207 69.207 7.11E-01 10.03 508380

15304 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.43029 0.036972 0.45943 69.576 69.576 1.00E+00 0.37 668020

15305 FYCPAVNIER Unmodified _FYCPAVNIER_ B4FQD7_MAIZE 2 634.80825 1267.6019 0.31294 -0.45208 -0.14529 70.559 70.559 5.76E-06 45.78 8484000

15306 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.63679 0.05582 0.69788 65.761 65.761 6.35E-09 54.11 5513600

15307 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.61036 0.37088 0.98663 66.874 66.874 5.66E-08 47.4 116060

15308 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.65654 0.061541 0.72256 66.199 66.199 1.62E-12 57.62 1145000

15309 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.65811 -0.012255 0.65016 67.408 67.408 5.66E-08 32.23 1200700

15310 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.64872 -0.17704 0.47698 66.832 66.832 1.62E-12 57.63 1284400

15311 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.6388 -0.052552 0.59178 67.122 67.122 5.66E-08 36.31 1373800

15312 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.65789 -0.12483 0.53791 67.428 67.428 3.60E-06 46.45 1485100

15313 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.63635 0.13296 0.77485 67.407 67.407 4.43E-05 39.83 1749800

15314 FYCWDTAGQEK Unmodified _FYCWDTAGQEK_ B4G1P4_MAIZE 2 702.79807 1403.5816 0.47707 0.12118 0.60392 66.199 66.199 9.05E-18 70.67 29183000
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15315 FYEAFSK Unmodified _FYEAFSK_ B6TB25_MAIZE 2 446.21599 890.41742 -0.1071 0.11076 -0.015484 55.507 55.507 8.04E-02 42.9 7785400

15316 FYEAFSK Unmodified _FYEAFSK_ B6TB25_MAIZE 2 446.21599 890.41742 0.0043085 0.031869 0.017893 57.407 57.407 4.49E-02 29.21 7862600

15317 FYEAFSK Unmodified _FYEAFSK_ B6TB25_MAIZE 2 446.21599 890.41742 0.16462 1.1263 1.271 57.286 57.286 1.00E+00 14.03 612860

15318 FYEAFSK Unmodified _FYEAFSK_ B6TB25_MAIZE 2 446.21599 890.41742 0.060655 0.35439 0.39591 57.183 57.183 4.46E-01 16.09 900640

15319 FYEAFSK Unmodified _FYEAFSK_ B6TB25_MAIZE 2 446.21599 890.41742 -0.024921 0.3861 0.34326 57.992 57.992 8.04E-02 37.46 2678500

15320 FYEGGFQPTMNR Oxidation (M) _FYEGGFQPTM(ox)NR_ B6T195_MAIZE 2 731.82463 1461.6347 0.65844 -0.17287 0.48958 61.325 61.325 2.07E-09 49.29 178070

15321 FYEGGFQPTMTR Oxidation (M) _FYEGGFQPTM(ox)TR_ B4FMD9_MAIZE 2 725.327 1448.6395 0.67599 -0.18499 0.50139 62.641 62.641 9.49E-04 38.56 105090

15322 FYFGDDVLPCFETGIPLLLQR Unmodified _FYFGDDVLPCFETGIPLLLQR_ B6TXX0_MAIZE 2 1250.6327 2499.2508 1.3803 1.1081 2.4971 127.02 127.02 4.46E-39 60.05 915460

15323 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.46711 0.45034 0.92994 82.971 82.971 4.48E-03 26.27 986960

15324 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.43173 0.17456 0.61935 83.457 83.457 4.96E-02 27.5 315390

15325 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.48328 0.48659 0.98279 83.908 83.908 3.83E-01 21.12 304540

15326 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.51031 0.5117 1.0354 83.579 83.579 1.67E-02 26.45 335140

15327 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.49877 0.65346 1.1656 83.274 83.274 3.83E-01 11.16 320730

15328 FYFNPGDTGFK Unmodified _FYFNPGDTGFK_ B6TKZ3_MAIZE 2 646.80095 1291.5873 0.48676 -0.055186 0.44543 83.204 83.204 3.83E-01 9.78 292550

15329 FYGDGVYNCAGCGTPLYK Unmodified _FYGDGVYNCAGCGTPLYK_ B6T2C6_MAIZE 2 1021.4428 2040.871 1.1294 -0.4442 0.69983 79.169 79.169 3.54E-16 73.93 373470

15330 FYGEDPLESADLSR Unmodified _FYGEDPLESADLSR_ B4FUA7_MAIZE 2 799.87028 1597.726 0.9382 -0.30637 0.6204 81.703 81.703 7.64E-09 33.48 161160

15331 FYGEDPLESADLSR Unmodified _FYGEDPLESADLSR_ B4FUA7_MAIZE 2 799.87028 1597.726 0.9576 -0.095111 0.8503 82.279 82.279 7.64E-09 47.29 278040

15332 FYGEDPLESADLSR Unmodified _FYGEDPLESADLSR_ B4FUA7_MAIZE 2 799.87028 1597.726 0.94927 -0.31645 0.62077 82.356 82.356 2.09E-30 60.24 1901000

15333 FYGEDPLQSADLSR Unmodified _FYGEDPLQSADLSR_ B6SXW4_MAIZE 2 799.37828 1596.742 0.99248 -0.14447 0.83986 80.208 80.208 7.68E-22 67.74 600820

15334 FYGMDYGGGYDIWR Unmodified _FYGMDYGGGYDIWR_ Q41743_MAIZE 2 850.36412 1698.7137 1.068 0.19903 1.2697 102.6 102.6 2.09E-30 82.03 432770

15335 FYHENFTADR Unmodified _FYHENFTADR_ B6SVV8_MAIZE 3 433.86328 1298.568 0.17885 -0.44791 -0.275 52.441 52.441 2.99E-03 28.91 442980

15336 FYHSLAK Unmodified _FYHSLAK_ B6U0V6_MAIZE 2 433.23197 864.44939 -0.041162 -0.23784 -0.29854 33.868 33.868 4.46E-01 8.92 69671

15337 FYHSLAK Unmodified _FYHSLAK_ B6U0V6_MAIZE 2 433.23197 864.44939 0.12636 0.30787 0.41317 36.455 36.455 8.04E-02 25.99 82240

15338 FYHSLAK Unmodified _FYHSLAK_ B6U0V6_MAIZE 2 433.23197 864.44939 0.11618 -0.082574 0.012299 35.61 35.61 1.86E-01 23.88 369100

15339 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 0.031158 -0.020705 -0.022709 46.257 46.257 4.14E-01 6.69 6456300

15340 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.21664 0.080591 0.26504 46.255 46.255 2.65E-04 30.92 3453800

15341 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 -0.11705 -0.02127 -0.17046 46.248 46.248 6.14E-02 12.44 1877900

15342 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.19196 -0.024628 0.13485 46.246 46.246 3.01E-06 25.28 1166000

15343 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 0.0092298 -0.2188 -0.2413 48.626 48.626 4.14E-01 11.15 3574100

15344 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.24113 -0.1231 0.085888 48.627 48.627 4.16E-13 40.46 1850300

15345 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 -0.015245 -0.082131 -0.12873 47.886 47.886 1.00E+00 2.34 4348600

15346 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.24097 -0.11067 0.097875 47.884 47.884 1.79E-03 25.6 2049200

15347 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 -0.065616 -0.067752 -0.16509 48.739 48.739 1.83E-01 10.75 2517600

15348 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.22934 -0.14051 0.057699 48.742 48.742 4.40E-03 20.65 930530
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15349 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 -0.049307 -0.19499 -0.27625 48.443 48.443 4.14E-01 13.61 20519000

15350 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 3 596.62107 1786.8414 0.18736 -0.28509 -0.12873 48.436 48.436 2.65E-04 24.66 10954000

15351 FYKEEEKNEPEFAK Unmodified _FYKEEEKNEPEFAK_ B4G0K4_MAIZE 4 447.71762 1786.8414 -0.036007 0.39853 0.32892 49.14 49.14 1.83E-01 7.54 2126900

15352 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.77962 0.2961 1.0488 50.719 50.719 9.46E-01 7.26 2890500

15353 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.66042 0.50123 1.1347 50.877 50.877 5.26E-01 23.81 921150

15354 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.77005 0.36763 1.1122 52.946 52.946 2.78E-01 27.84 911840

15355 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.70998 0.28539 0.9693 52.245 52.245 2.64E-01 25.92 862160

15356 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.77159 -0.1784 0.56903 75.657 75.657 1.00E+00 4.64 206630

15357 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.6859 0.56397 1.2249 53.05 53.05 2.64E-01 26.7 753050

15358 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.73331 0.58099 1.2867 53.284 53.284 5.26E-01 21.59 1920200

15359 FYLAPK Unmodified _FYLAPK_ PCNA_MAIZE Q 2 369.71288 737.41121 0.75301 0.45648 1.1838 51.138 51.138 2.78E-01 20.69 4378100

15360 FYLYTGR Unmodified _FYLYTGR_ B6T773_MAIZE 2 460.23725 918.45995 -0.026277 0.34167 0.30569 66.86 66.86 4.46E-01 25.03 2051700

15361 FYNAIR Unmodified _FYNAIR_ B6T9B9_MAIZE 2 392.21104 782.40752 0.54826 1.2178 1.7326 45.442 45.442 2.64E-01 23.64 536260

15362 FYNAIR Unmodified _FYNAIR_ B6T9B9_MAIZE 2 392.21104 782.40752 0.47141 0.40418 0.84502 47.778 47.778 2.64E-01 30.52 394100

15363 FYNAIR Unmodified _FYNAIR_ B6T9B9_MAIZE 2 392.21104 782.40752 0.37423 0.74055 1.0841 47.839 47.839 2.64E-01 26.69 889030

15364 FYNALLK Unmodified _FYNALLK_ B6ST71_MAIZE 2 434.75 867.48544 0.14998 0.19556 0.31418 63.916 63.916 4.46E-01 12.89 606880

15365 FYNALLK Unmodified _FYNALLK_ B6ST71_MAIZE 2 434.75 867.48544 -0.023225 -1.0458 -1.0983 64.882 64.882 1.86E-01 33.67 323570

15366 FYNALLK Unmodified _FYNALLK_ B6ST71_MAIZE 2 434.75 867.48544 0.12572 -1.1847 -1.0883 65.927 65.927 4.46E-01 18.83 441180

15367 FYNPQPDYSAFR Unmodified _FYNPQPDYSAFR_ B4FR72_MAIZE 2 752.84642 1503.6783 0.84355 0.00509 0.84067 74.206 74.206 1.98E-03 29.1 710590

15368 FYNPQPDYSAFR Unmodified _FYNPQPDYSAFR_ B4FR72_MAIZE 2 752.84642 1503.6783 0.82322 0.27321 1.0883 74.597 74.597 7.72E-03 21.65 217790

15369 FYNPQPDYSAFR Unmodified _FYNPQPDYSAFR_ B4FR72_MAIZE 2 752.84642 1503.6783 0.85579 0.2014 1.0491 75.268 75.268 6.74E-02 19.03 789120

15370 FYNSATSSLSGPSVALGMSK Oxidation (M) _FYNSATSSLSGPSVALGM(ox)SK_ B4FKW0_MAIZE 2 1010.4882 2018.9619 1.1665 -0.077242 1.0851 73.808 73.808 3.46E-29 93.65 564530

15371 FYNSATSSLSGPSVALGMSK Oxidation (M) _FYNSATSSLSGPSVALGM(ox)SK_ B4FKW0_MAIZE 2 1010.4882 2018.9619 1.1209 -0.3571 0.7603 75.355 75.355 8.71E-43 92.45 1200100

15372 FYNSATSSLSGPSVALGMSK Unmodified _FYNSATSSLSGPSVALGMSK_ B4FKW0_MAIZE 2 1002.4908 2002.967 1.1653 -1.5207 -0.35951 83.296 83.296 3.79E-06 63.68 416720

15373 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.2687 -0.066874 1.1855 129.63 129.63 3.33E-51 99.02 29804000

15374 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 3 645.01542 1932.0244 0.38958 0.50196 0.87343 129.63 129.63 1.19E-01 41.22 8496700

15375 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.1945 0.055398 1.233 130.04 130.04 1.51E-07 44.56 2456100

15376 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.1455 0.1537 1.2829 130.32 130.32 1.43E-21 73.21 2060800

15377 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 3 645.01542 1932.0244 0.44453 0.25566 0.68219 130.32 130.32 1.00E+00 7.83 301600

15378 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.1067 0.26671 1.3568 130.35 130.35 3.33E-51 107.37 851030

15379 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 3 645.01542 1932.0244 0.56604 0.26982 0.81861 130.35 130.35 6.49E-01 2.7 158410

15380 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.3077 0.81959 2.1099 129.67 129.67 3.69E-01 3.98 1006600

15381 FYNVLIEELPANVADLL Unmodified _FYNVLIEELPANVADLL_ O24558_MAIZE 2 967.01949 1932.0244 1.1577 0.094336 1.235 130.9 130.9 1.24E-09 53.79 7016800

15382 FYNVTVEELPANVADLL Unmodified _FYNVTVEELPANVADLL_ B4FBK3_MAIZE 2 953.99347 1905.9724 1.062 0.020429 1.0755 125.37 125.37 2.47E-02 9.61 1673600
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15383 FYNVTVEELPANVADLL Unmodified _FYNVTVEELPANVADLL_ B4FBK3_MAIZE 2 953.99347 1905.9724 1.1415 0.46527 1.5996 125.74 125.74 3.42E-29 89.22 994890

15384 FYNVTVEELPANVADLL Unmodified _FYNVTVEELPANVADLL_ B4FBK3_MAIZE 2 953.99347 1905.9724 1.1102 0.21863 1.3212 125.96 125.96 3.42E-29 64.74 1347600

15385 FYNVTVEELPANVADLL Unmodified _FYNVTVEELPANVADLL_ B4FBK3_MAIZE 2 953.99347 1905.9724 1.083 0.14355 1.2198 125.96 125.96 1.51E-07 46.02 630180

15386 FYNVTVEELPANVADLL Unmodified _FYNVTVEELPANVADLL_ B4FBK3_MAIZE 2 953.99347 1905.9724 1.1567 0.21782 1.367 126.33 126.33 1.54E-12 55.79 1705100

15387 FYQEASR Unmodified _FYQEASR_ B4FJT7_MAIZE 2 450.71414 899.41373 0.069636 0.009568 0.05686 33.131 33.131 4.46E-01 24.48 123560

15388 FYSAWIPVFR Unmodified _FYSAWIPVFR_ B6TL20_MAIZE 2 643.34004 1284.6655 0.35934 -0.071144 0.28696 108.89 108.89 4.40E-02 31.56 222860

15389 FYSAWIPVFR Unmodified _FYSAWIPVFR_ B6TL20_MAIZE 2 643.34004 1284.6655 0.39904 -0.063721 0.33311 108.93 108.93 3.43E-01 17.28 270950

15390 FYSAWIPVFR Unmodified _FYSAWIPVFR_ B6TL20_MAIZE 2 643.34004 1284.6655 0.51779 0.56683 1.0816 108.96 108.96 7.11E-01 4.55 207160

15391 FYSAWIPVFR Unmodified _FYSAWIPVFR_ B6TL20_MAIZE 2 643.34004 1284.6655 0.50427 0.32902 0.83119 108.67 108.67 7.11E-01 11.88 208250

15392 FYSAWIPVFR Unmodified _FYSAWIPVFR_ B6TL20_MAIZE 2 643.34004 1284.6655 0.33167 0.37818 0.70751 109.75 109.75 1.84E-04 38.09 3786400

15393 FYSLAEFK Unmodified _FYSLAEFK_ B6ST53_MAIZE 2 502.75802 1003.5015 -0.052431 -0.067007 -0.1393 79.28 79.28 5.06E-02 20.99 5067600

15394 FYSLAEFK Unmodified _FYSLAEFK_ B6ST53_MAIZE 2 502.75802 1003.5015 -0.049908 0.030927 -0.037125 78.928 78.928 1.65E-01 21.74 1268600

15395 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.73771 1.2165 1.9521 89.796 89.796 1.15E-02 17.97 280630

15396 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.67694 -0.20747 0.46862 90.974 90.974 4.68E-05 29.78 279660

15397 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.74754 0.50804 1.2545 89.488 89.488 6.20E-03 41.2 1088300

15398 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.74969 -0.2454 0.50363 90.697 90.697 2.61E-08 44.08 564470

15399 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.74465 1.3309 2.0735 89.203 89.203 1.00E-11 52.5 889570

15400 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.73853 -0.2451 0.49272 90.4 90.4 2.50E-15 57.07 1763300

15401 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.76676 0.092112 0.85826 89.642 89.642 1.88E-16 66.61 2255200

15402 FYSLSMLGTLDGK Oxidation (M) _FYSLSM(ox)LGTLDGK_ B6TE21_MAIZE 2 724.36051 1446.7065 0.74371 -0.22309 0.52066 90.846 90.846 1.00E-11 55.61 1962900

15403 FYSLSMLGTLDGK Unmodified _FYSLSMLGTLDGK_ B6TE21_MAIZE 2 716.36305 1430.7116 0.6995 0.008451 0.70452 100.98 100.98 1.15E-02 26.02 279670

15404 FYSLSMLGTLDGK Unmodified _FYSLSMLGTLDGK_ B6TE21_MAIZE 2 716.36305 1430.7116 0.7046 -0.083648 0.61708 100.89 100.89 4.68E-05 33.51 688950

15405 FYSLSMLGTLDGK Unmodified _FYSLSMLGTLDGK_ B6TE21_MAIZE 2 716.36305 1430.7116 0.68493 0.3826 1.0633 100.55 100.55 4.68E-05 54.04 1330700

15406 FYSLSMLGTLDGK Unmodified _FYSLSMLGTLDGK_ B6TE21_MAIZE 2 716.36305 1430.7116 0.71136 -0.16287 0.54457 101.04 101.04 2.50E-15 70.83 1922900

15407 FYSNMFAK Oxidation (M) _FYSNM(ox)FAK_ B6TI78_MAIZE 2 512.23385 1022.4532 -0.061481 0.67284 0.59723 52.736 52.736 9.57E-01 18.8 798580

15408 FYSNMFAK Oxidation (M) _FYSNM(ox)FAK_ B6TI78_MAIZE 2 512.23385 1022.4532 -0.057855 0.18577 0.1142 53.644 53.644 2.93E-02 18.11 1867400

15409 FYSVIGGGSR Unmodified _FYSVIGGGSR_ B6TL18_MAIZE 2 521.76945 1041.5243 -0.089778 0.15039 0.068882 60.507 60.507 1.84E-04 45.12 2873500

15410 FYTDEAPGLR Unmodified _FYTDEAPGLR_ B6SNM4_MAIZE 2 584.7853 1167.556 0.016544 0.3494 0.35911 62.29 62.29 2.81E-03 29.11 728720

15411 FYTDEAPGLR Unmodified _FYTDEAPGLR_ B6SNM4_MAIZE 2 584.7853 1167.556 0.083955 0.24252 0.31846 64.294 64.294 1.62E-03 48.49 2878000

15412 FYTNTDYLFPLLCFLK Unmodified _FYTNTDYLFPLLCFLK_ Q5K097_MAIZE 2 1028.0184 2054.0223 0.9565 -0.33601 0.62413 128.92 128.92 1.48E-07 62.21 1184300

15413 FYVGLTASEMTHGWVHPK Oxidation (M) _FYVGLTASEM(ox)THGWVHPK_ B4G1C2_MAIZE 3 692.67177 2074.9935 0.59036 -0.16998 0.42922 72.106 72.106 1.02E-03 29.48 2992600

15414 FYVLYEK Unmodified _FYVLYEK_ B4FNZ1_MAIZE 2 481.25511 960.49567 -0.061195 0.12513 0.043855 69.22 69.22 8.04E-02 22.98 1551300

15415 FYYDIPFPR Unmodified _FYYDIPFPR_ B6SZN0_MAIZE 2 609.30312 1216.5917 0.30355 -0.53746 -0.23845 96.389 96.389 1.01E-02 23.49 620100

15416 FYYDIPFPR Unmodified _FYYDIPFPR_ B6SZN0_MAIZE 2 609.30312 1216.5917 0.30225 0.070497 0.36747 96.498 96.498 9.73E-03 25.49 1862700
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15417 FYYDIPFPR Unmodified _FYYDIPFPR_ B6SZN0_MAIZE 2 609.30312 1216.5917 0.24109 0.015033 0.25149 96.166 96.166 3.39E-01 13.88 2812200

15418 GAAAGSVHEVK Unmodified _GAAAGSVHEVK_ B4FRH5_MAIZE 2 513.27236 1024.5302 0.11471 -0.016758 0.090634 20.67 20.67 1.00E+00 8.94 13591

15419 GAAAGSVHEVK Unmodified _GAAAGSVHEVK_ B4FRH5_MAIZE 2 513.27236 1024.5302 0.088632 -0.095888 -0.014505 20.929 20.929 3.83E-01 20.04 12758

15420 GAAAGSVHEVK Unmodified _GAAAGSVHEVK_ B4FRH5_MAIZE 2 513.27236 1024.5302 0.12771 -0.16084 -0.040322 20.671 20.671 3.83E-01 23.02 12849

15421 GAAAGSVHEVK Unmodified _GAAAGSVHEVK_ B4FRH5_MAIZE 2 513.27236 1024.5302 0.17633 0.014971 0.18341 20.417 20.417 1.00E+00 15.21 3908.6

15422 GAAAGSVHEVK Unmodified _GAAAGSVHEVK_ B4FRH5_MAIZE 2 513.27236 1024.5302 -0.044506 -0.01512 -0.066382 20.786 20.786 1.47E-01 17.29 84221

15423 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.68838 0.43478 1.1104 58.707 58.707 6.53E-30 86.27 2802700

15424 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.69403 -0.11279 0.57098 59.76 59.76 1.26E-03 57.9 33149

15425 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.68967 -0.10534 0.57264 58.99 58.99 1.02E-23 85.64 828940

15426 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.67961 0.018195 0.68673 60.606 60.606 6.53E-30 90.85 1438900

15427 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.69734 0.075675 0.76182 59.961 59.961 1.04E-33 107.41 1167900

15428 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.697 0.11816 0.8033 60.543 60.543 6.53E-30 96.02 2298200

15429 GAAAGSVQEVNDALK Unmodified _GAAAGSVQEVNDALK_ B6TS21_MAIZE 2 715.36771 1428.7209 0.66271 -0.055419 0.59605 60.828 60.828 6.53E-30 91.32 12196000

15430 GAAEAILAK Unmodified _GAAEAILAK_ Q9M585_MAIZE 2 422.25036 842.48617 0.096627 0.38435 0.43562 48.83 48.83 1.12E-01 15.13 1558700

15431 GAAEAILAK Unmodified _GAAEAILAK_ Q9M585_MAIZE 2 422.25036 842.48617 0.15846 -0.040709 0.07216 48.39 48.39 1.01E-02 24.28 2165800

15432 GAAEAILAK Unmodified _GAAEAILAK_ Q9M585_MAIZE 2 422.25036 842.48617 0.10254 0.36274 0.42011 49.349 49.349 3.21E-03 43.98 3867200

15433 GAAGPYPFPAAK Unmodified _GAAGPYPFPAAK_ B4FTE5_MAIZE 2 573.80075 1145.5869 0.18671 0.43276 0.60439 62.13 62.13 1.60E-02 36.69 325490

15434 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.87483 -0.18344 0.66426 121.11 121.11 1.02E-23 70.85 334970

15435 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.89605 -2.0667 -1.1947 121.64 121.64 7.01E-11 71.99 256590

15436 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.8976 -0.47204 0.39893 121.78 121.78 2.37E-16 84.78 404780

15437 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.9655 0.19552 1.1341 121.95 121.95 7.01E-11 89.42 370030

15438 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.94204 -1.675 -0.75774 121.59 121.59 7.01E-11 66.8 167120

15439 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.95311 0.096419 1.0227 122.5 122.5 2.37E-16 85.2 388230

15440 GAALNAVQIAEMLLK Oxidation (M) _GAALNAVQIAEM(ox)LLK_ B4F8G4_MAIZE 2 779.43708 1556.8596 0.90772 0.004507 0.8853 121.49 121.49 1.02E-23 72.37 5871400

15441 GAALNAVQIAEMLLK Unmodified _GAALNAVQIAEMLLK_ B4F8G4_MAIZE 2 771.43963 1540.8647 0.92581 0.33593 1.232 124 124 6.53E-30 92.51 469810

15442 GAAPAGVPQR Unmodified _GAAPAGVPQR_ B6T346_MAIZE 2 462.25651 922.49846 -0.05729 -0.061393 -0.12346 33.145 33.145 4.40E-02 32.58 1547600

15443 GAAPGFK Unmodified _GAAPGFK_ B4FZW5_MAIZE 2 324.17921 646.34386 1.4039 0.05797 1.4541 30.893 30.893 1.86E-01 30.12 160060

15444 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 2 549.32492 1096.6353 0.15125 1.885 2.0112 30.543 30.543 1.67E-02 52.29 233290

15445 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 3 366.55237 1096.6353 0.83531 2.9775 3.7826 30.58 30.58 6.17E-01 14.79 209140

15446 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 2 549.32492 1096.6353 -0.017317 2.4942 2.451 29.155 29.155 4.96E-02 34.55 86057

15447 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 3 366.55237 1096.6353 0.65408 3.925 4.5475 29.213 29.213 1.00E+00 8.61 97819

15448 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 2 549.32492 1096.6353 0.094093 3.4006 3.467 31.734 31.734 1.67E-02 35.16 98053

15449 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 2 549.32492 1096.6353 -0.17052 30.693 30.693 1.65E-01 29.68

15450 GAAQAIRPVSK Unmodified _GAAQAIRPVSK_ B6TIG4_MAIZE 2 549.32492 1096.6353 -0.32554 31.202 31.202 3.33E-02 40.05
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15451 GAAQNIIPSSTGAAK Unmodified _GAAQNIIPSSTGAAK_ B6TDF8_MAIZE 2 693.3728 1384.731 0.64098 -0.1663 0.4573 50.983 50.983 1.00E+00 16.87 1250100

15452 GAAQNIIPSSTGAAK Unmodified _GAAQNIIPSSTGAAK_ B6TDF8_MAIZE 2 693.3728 1384.731 0.63577 -0.20372 0.41354 53.392 53.392 1.00E+00 10.51 524880

15453 GAAQNIIPSSTGAAK Unmodified _GAAQNIIPSSTGAAK_ B6TDF8_MAIZE 2 693.3728 1384.731 0.66558 -4.0849 -3.4314 52.669 52.669 1.00E+00 10.6 621450

15454 GAAQNIIPSSTGAAK Unmodified _GAAQNIIPSSTGAAK_ B6TDF8_MAIZE 2 693.3728 1384.731 0.65062 -0.10062 0.53287 53.381 53.381 1.56E-01 33.85 395610

15455 GAAQNIIPSSTGAAK Unmodified _GAAQNIIPSSTGAAK_ B6TDF8_MAIZE 2 693.3728 1384.731 0.58863 0.10759 0.67788 53.874 53.874 1.65E-02 38.24 4644900

15456 GAAVAEPMGLTDAQK Oxidation (M) _GAAVAEPM(ox)GLTDAQK_ B4FQ54_MAIZE 2 737.86395 1473.7133 0.80666 -0.54459 0.2545 52.755 52.755 1.02E-03 38.98 805550

15457 GAAVHVATPHPAK Unmodified _GAAVHVATPHPAK_ B6SK06_MAIZE 4 314.6781 1254.6833 1.5049 -0.47069 1.0352 31.497 31.497 1.00E+00 7.84 153300

15458 GAAVHVATPHPAK Unmodified _GAAVHVATPHPAK_ B6SK06_MAIZE 4 314.6781 1254.6833 1.4509 -0.19637 1.2523 33.213 33.213 5.38E-01 6.49 462660

15459 GAAVHVATPHPAK Unmodified _GAAVHVATPHPAK_ B6SK06_MAIZE 3 419.23504 1254.6833 0.1928 0.12323 0.31362 33.196 33.196 2.66E-01 17.18 117740

15460 GAAWEQPPPDLASFLYK Unmodified _GAAWEQPPPDLASFLYK_ B4FNF5_MAIZE 2 945.47525 1888.9359 1.1827 -0.1798 0.991 111.8 111.8 5.62E-03 35.9 219300

15461 GADALEDWLFR Unmodified _GADALEDWLFR_ B6SKY4_MAIZE 2 646.81713 1291.6197 0.47351 -0.080929 0.38292 113.52 113.52 3.83E-01 24.97 207120

15462 GADALEDWLFR Unmodified _GADALEDWLFR_ B6SKY4_MAIZE 2 646.81713 1291.6197 0.4749 0.1773 0.64365 113.11 113.11 1.67E-02 27.54 295520

15463 GADCCVLVYDVNSMK Oxidation (M) _GADCCVLVYDVNSM(ox)K_ B4FI29_MAIZE 2 873.87841 1745.7423 1.1393 -0.34791 0.80666 70.378 70.378 2.19E-02 14.72 34186

15464 GADCCVLVYDVNSMK Oxidation (M) _GADCCVLVYDVNSM(ox)K_ B4FI29_MAIZE 2 873.87841 1745.7423 1.15 0.45482 1.6189 69.841 69.841 2.55E-36 53.91 274900

15465 GADFVR Unmodified _GADFVR_ B4FX25_MAIZE 2 332.67429 663.33402 1.4302 -0.66949 0.77008 34.58 34.58 5.26E-01 17.24 50617

15466 GADFVR Unmodified _GADFVR_ B4FX25_MAIZE 2 332.67429 663.33402 1.2332 35.235 35.235 4.11E-01 20.3

15467 GADFVR Unmodified _GADFVR_ B4FX25_MAIZE 2 332.67429 663.33402 1.3206 -0.35886 0.97195 36.608 36.608 2.64E-01 24.43 337340

15468 GADGTAYIVLR Unmodified _GADGTAYIVLR_ B4F848_MAIZE 2 568.30894 1134.6033 0.071892 0.16346 0.22946 68.413 68.413 1.47E-01 23.14 35648

15469 GADGTAYIVLR Unmodified _GADGTAYIVLR_ B4F848_MAIZE 2 568.30894 1134.6033 0.058152 0.018138 0.071036 67.873 67.873 3.60E-06 87.05 4936000

15470 GADGYLYCEGVR Unmodified _GADGYLYCEGVR_ B6T9Q7_MAIZE 2 680.30352 1358.5925 0.64827 0.15029 0.80044 63.233 63.233 1.11E-04 34.57 1042800

15471 GADPYDLK Unmodified _GADPYDLK_ B4FNZ2_MAIZE 2 439.71635 877.41815 -0.15786 0.089244 -0.081068 48.933 48.933 1.90E-02 47.97 3086900

15472 GADSSVFMR Oxidation (M) _GADSSVFM(ox)R_ B6TL41_MAIZE 2 493.22402 984.43348 -0.14832 0.008948 -0.13413 47.422 47.422 1.01E-02 42 206050

15473 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 0.1755 0.016678 0.21647 41.239 41.239 3.57E-04 54.52 2704700

15474 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 0.062689 -0.076638 0.010854 41.341 41.341 1.47E-01 30.36 104040

15475 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 -0.33633 40.572 40.572 2.33E-05 61.4

15476 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 0.18215 0.041653 0.24841 43.317 43.317 7.60E-01 20.01 577430

15477 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 0.070329 -0.14574 -0.051318 44.095 44.095 3.57E-04 55.87 1059200

15478 GADSVCVVTQK Unmodified _GADSVCVVTQK_ B4F7U0_MAIZE 2 582.28989 1162.5652 0.0047168 -0.62778 -0.59689 41.341 41.341 3.57E-04 54.02 18145000

15479 GADVGYQR Unmodified _GADVGYQR_ B4FJT7_MAIZE 2 433.21177 864.40898 0.29718 0.4361 0.73264 30.403 30.403 1.65E-01 40.16 31786

15480 GADWIVNEMK Unmodified _GADWIVNEMK_ B4FQ98_MAIZE 2 581.7817 1161.5488 0.23881 0.44626 0.67019 79.334 79.334 2.81E-03 35.3 620670

15481 GADWIVNEMK Unmodified _GADWIVNEMK_ B4FQ98_MAIZE 2 581.7817 1161.5488 0.186 0.61757 0.78793 80.294 80.294 1.62E-03 44.73 1643900

15482 GAEAALTAIEMASLFR Oxidation (M) _GAEAALTAIEM(ox)ASLFR_ B4FBV7_MAIZE 2 833.92708 1665.8396 1.0446 -0.90748 0.11515 111.56 111.56 2.01E-03 41.63 129700

15483 GAEAALTAIEMASLFR Oxidation (M) _GAEAALTAIEM(ox)ASLFR_ B4FBV7_MAIZE 2 833.92708 1665.8396 1.0693 -0.89222 0.15485 111.5 111.5 2.01E-03 32.24 128240

15484 GAEAALTAIEMASLFR Oxidation (M) _GAEAALTAIEM(ox)ASLFR_ B4FBV7_MAIZE 2 833.92708 1665.8396 0.97211 -0.12152 0.82746 115.51 115.51 5.87E-44 97.75 967470
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15485 GAEAALTAIEMASLFR Oxidation (M) _GAEAALTAIEM(ox)ASLFR_ B4FBV7_MAIZE 3 556.28715 1665.8396 0.024091 -0.068093 -0.066284 115.41 115.41 1.00E+00 7.76 198920

15486 GAEAALTAIEMASLFR Unmodified _GAEAALTAIEMASLFR_ B4FBV7_MAIZE 2 825.92962 1649.8447 0.98368 -0.86638 0.093286 126.88 126.88 1.02E-04 48.53 116360

15487 GAEAYLVANPDAYN Unmodified _GAEAYLVANPDAYN_ Q29SB6_MAIZE 2 734.34116 1466.6678 0.71776 0.28663 0.98143 79.587 79.587 3.51E-02 17.22 69308

15488 GAEAYLVANPDAYN Unmodified _GAEAYLVANPDAYN_ Q29SB6_MAIZE 2 734.34116 1466.6678 0.76056 -0.35305 0.38534 79.522 79.522 3.49E-01 5.26 510420

15489 GAENSGQPNTGSQEPK Unmodified _GAENSGQPNTGSQEPK_ Q5I204_MAIZE 2 800.86352 1599.7125 1.0716 0.19931 1.2621 26.638 26.638 1.81E-01 28.53 20046

15490 GAENSGQPNTGSQEPK Unmodified _GAENSGQPNTGSQEPK_ Q5I204_MAIZE 2 800.86352 1599.7125 1.0364 -0.049732 0.97845 27.197 27.197 1.48E-07 55.5 227180

15491 GAFAAQMIDLGLPQMVQNLK Unmodified _GAFAAQMIDLGLPQMVQNLK_ B6SIW6_MAIZE 2 1073.0634 2144.1122 1.2405 0.33058 1.5618 121.35 121.35 1.78E-03 22.52 277280

15492 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.27069 -0.2529 0.026866 30.213 30.213 1.00E+00 12.72 458700

15493 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.44799 -0.21205 0.24612 30.202 30.202 6.74E-02 18.33 76613

15494 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.096396 0.50626 0.61043 28.778 28.778 1.00E+00 10.95 104340

15495 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.42443 -0.035701 0.3994 31.396 31.396 8.05E-01 19.95 20787

15496 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.26045 -0.13261 0.13712 31.395 31.395 1.00E+00 7.79 116900

15497 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.28436 -0.15582 0.1397 30.498 30.498 7.21E-01 19.87 182740

15498 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.45422 0.046007 0.50965 30.515 30.515 1.00E+00 3.67 31823

15499 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.27119 -0.3341 -0.052744 31.11 31.11 1.00E+00 14.73 209970

15500 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.48628 -0.14829 0.34923 31.114 31.114 1.00E+00 1.79 28119

15501 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.29144 0.17647 0.47821 31.204 31.204 4.08E-01 15.87 173000

15502 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.39646 0.1178 0.52464 31.809 31.809 8.05E-01 9.35 19478

15503 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 3 417.20839 1248.6033 0.21618 -0.56126 -0.33358 29.397 29.397 7.21E-01 11.83 1754000

15504 GAFGKPQGTCAR Unmodified _GAFGKPQGTCAR_ B4FPT8_MAIZE 2 625.30894 1248.6033 0.37814 0.45027 0.83725 29.399 29.399 2.00E-01 13.32 171470

15505 GAFTAVLSGGSLIEALR Unmodified _GAFTAVLSGGSLIEALR_ B6UAK0_MAIZE 2 831.46469 1660.9148 1.0707 0.30532 1.3692 119.48 119.48 1.54E-12 64.11 175890

15506 GAGANILR Unmodified _GAGANILR_ ADT1_MAIZE B 2 386.22722 770.43989 0.56405 -0.13182 0.40286 38.784 38.784 2.92E-02 47.19 2532000

15507 GAGANILR Unmodified _GAGANILR_ ADT1_MAIZE B 2 386.22722 770.43989 0.36148 0.38729 0.7208 39.468 39.468 2.92E-02 68.22 84697

15508 GAGANILR Unmodified _GAGANILR_ ADT1_MAIZE B 2 386.22722 770.43989 0.40486 -0.01724 0.36026 38.29 38.29 3.77E-01 42 476590

15509 GAGANILR Unmodified _GAGANILR_ ADT1_MAIZE B 2 386.22722 770.43989 0.60958 -0.13258 0.44799 38.719 38.719 5.06E-02 48.52 649200

15510 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.58649 0.41775 1.017 48.376 48.376 3.77E-01 19.51 1325700

15511 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.43353 0.31058 0.75766 49.431 49.431 1.00E+00 17.92 20847

15512 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.43325 0.48297 0.92865 48.601 48.601 1.65E-01 28.41 507260

15513 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.54618 0.42192 0.97985 50.825 50.825 1.00E+00 23.96 595680

15514 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.52835 0.45721 0.9979 50.247 50.247 1.65E-01 21.46 451930

15515 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.49156 0.26247 0.76783 50.944 50.944 7.88E-01 24.94 383880

15516 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.53397 0.21554 0.76195 50.361 50.361 3.77E-01 15.88 568500

15517 GAGFSGFK Unmodified _GAGFSGFK_ B6TKG5_MAIZE 2 385.69522 769.37589 0.49948 -0.6327 -0.11915 51.273 51.273 2.92E-02 36.95 8325800

15518 GAGHEVPLHAPR Unmodified _GAGHEVPLHAPR_ B6UB57_MAIZE 4 310.91909 1239.6473 1.5018 -0.30653 1.1915 40.326 40.326 4.08E-01 17.37 86753
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15519 GAGHEVPLHRPK Unmodified _GAGHEVPLHRPK_ B6TQW0_MAIZE 3 433.24231 1296.7051 -0.040085 0.14818 0.10121 33.021 33.021 9.42E-03 35.98 93510

15520 GAGHEVPLHRPK Unmodified _GAGHEVPLHRPK_ B6TQW0_MAIZE 4 325.18355 1296.7051 1.2596 -0.039989 1.2111 33.025 33.025 4.50E-01 10.59 303330

15521 GAGIGTPEAIK Unmodified _GAGIGTPEAIK_ Q8W0Q2_MAIZE 2 507.28493 1012.5553 -0.016111 -0.25461 -0.28188 50.106 50.106 7.60E-01 14.01 626820

15522 GAGIGTPEAIK Unmodified _GAGIGTPEAIK_ Q8W0Q2_MAIZE 2 507.28493 1012.5553 -0.068932 -0.52534 -0.60493 50.266 50.266 7.60E-01 12.66 565100

15523 GAGIGTPEAIK Unmodified _GAGIGTPEAIK_ Q8W0Q2_MAIZE 2 507.28493 1012.5553 -0.049325 -2.7086 -2.764 50.142 50.142 1.47E-01 23.4 2658300

15524 GAGLPAACGEDPAALSK Unmodified _GAGLPAACGEDPAALSK_ B6U7Q9_MAIZE 2 792.88795 1583.7614 0.94386 0.16567 1.0995 63.024 63.024 1.54E-12 40.48 246250

15525 GAGQNIIPSSTGAAK Unmodified _GAGQNIIPSSTGAAK_ B4FAK9_MAIZE 2 686.36497 1370.7154 0.56302 -0.041034 0.51111 51.763 51.763 4.63E-02 31.14 2003200

15526 GAGWLFGSR Unmodified _GAGWLFGSR_ B4FVS0_MAIZE 2 475.74578 949.477 -0.096649 0.079994 -0.012309 79.666 79.666 3.39E-01 30.18 831420

15527 GAGYTFGQDISEQFNHTNNLK Unmodified _GAGYTFGQDISEQFNHTNNLK_ B4F7Y0_MAIZE 3 781.03297 2340.0771 0.96838 -0.10835 0.85963 82.751 82.751 9.86E-04 18.88 745050

15528 GAGYTFGQDISEQFNHTNSLR Unmodified _GAGYTFGQDISEQFNHTNSLR_ B4G1M9_MAIZE 3 781.36472 2341.0723 0.93097 -0.52077 0.41259 85.136 85.136 2.01E-01 12.99 113430

15529 GAGYTFGQDISEQFNHTNSLR Unmodified _GAGYTFGQDISEQFNHTNSLR_ B4G1M9_MAIZE 3 781.36472 2341.0723 0.91103 -0.38208 0.53165 84.9 84.9 3.55E-03 16.16 1306500

15530 GAHAGDGLGNAFLSHIR Unmodified _GAHAGDGLGNAFLSHIR_ B4FUE0_MAIZE 4 423.96958 1691.8492 0.13828 -0.25832 -0.12256 73.104 73.104 1.19E-02 41.3 3924600

15531 GAHAGDGLGNAFLSHIR Unmodified _GAHAGDGLGNAFLSHIR_ B4FUE0_MAIZE 3 564.95701 1691.8492 0.099297 0.026574 0.12255 73.111 73.111 7.64E-09 54.48 2708900

15532 GAHAGDGLGNAFLSHIR Unmodified _GAHAGDGLGNAFLSHIR_ B4FUE0_MAIZE 3 564.95701 1691.8492 0.1565 0.87585 1.0274 72.916 72.916 4.56E-01 5.23 493140

15533 GAHGLCILTEWDEFK Unmodified _GAHGLCILTEWDEFK_ B6T9P0_MAIZE 2 888.4247 1774.8349 1.1187 -0.61605 0.50473 98.578 98.578 2.40E-39 85.44 544680

15534 GAHGLCILTEWDEFK Unmodified _GAHGLCILTEWDEFK_ B6T9P0_MAIZE 3 592.61889 1774.8349 0.11664 -0.060005 0.057513 99.624 99.624 5.27E-01 25.46 1072700

15535 GAHGLCILTEWDEFK Unmodified _GAHGLCILTEWDEFK_ B6T9P0_MAIZE 3 592.61889 1774.8349 0.26009 0.20171 0.46344 99.81 99.81 1.00E+00 4.19 607040

15536 GAHGLCILTEWDEFK Unmodified _GAHGLCILTEWDEFK_ B6T9P0_MAIZE 2 888.4247 1774.8349 1.1434 0.090503 1.2353 99.785 99.785 1.02E-23 49.28 653900

15537 GAHGLCILTEWDEFK Unmodified _GAHGLCILTEWDEFK_ B6T9P0_MAIZE 3 592.61889 1774.8349 0.21216 0.24432 0.45753 99.851 99.851 1.00E+00 16.75 3933400

15538 GAHGVCILTEWDEFK Unmodified _GAHGVCILTEWDEFK_ B6TBY8_MAIZE 2 881.41688 1760.8192 1.2115 0.80957 2.0274 92.603 92.603 1.04E-33 83.35 443850

15539 GAHVDEPELVAALADGR Unmodified _GAHVDEPELVAALADGR_ B6SRY1_MAIZE 3 573.9602 1718.8588 0.12786 0.38524 0.50341 84.16 84.16 6.22E-01 16.78 648080

15540 GAHVIMAVR Oxidation (M) _GAHVIM(ox)AVR_ B4FKX6_MAIZE 3 323.84813 968.52257 1.4864 -0.52836 0.95498 30.8 30.8 2.07E-02 38.94 39096

15541 GAIANPDEAR Unmodified _GAIANPDEAR_ B4FQC6_MAIZE 2 507.25416 1012.4938 -0.10982 0.7998 0.65951 33.134 33.134 4.40E-02 30.69 98028

15542 GAIANPDEAR Unmodified _GAIANPDEAR_ B4FQC6_MAIZE 2 507.25416 1012.4938 0.025042 -0.082779 -0.085229 36.08 36.08 3.43E-01 13.67 208570

15543 GAIANPDEAR Unmodified _GAIANPDEAR_ B4FQC6_MAIZE 2 507.25416 1012.4938 0.030922 -0.77337 -0.76855 35.197 35.197 3.43E-01 26.75 87863

15544 GAIANPDEAR Unmodified _GAIANPDEAR_ B4FQC6_MAIZE 2 507.25416 1012.4938 -0.064033 -0.065131 -0.15756 35.958 35.958 2.81E-03 32.23 748020

15545 GAIANPDEAR Unmodified _GAIANPDEAR_ B4FQC6_MAIZE 2 507.25416 1012.4938 0.048222 -0.18828 -0.16817 35.995 35.995 1.45E-01 23.56 80374

15546 GAIILAK Unmodified _GAIILAK_ B6TFA7_MAIZE 2 343.23398 684.45341 1.1436 0.15867 1.2619 43.122 43.122 8.04E-02 35.29 4957600

15547 GAIILAK Unmodified _GAIILAK_ B6TFA7_MAIZE 2 343.23398 684.45341 0.67791 44.23 44.23 1.09E-01 23.05

15548 GAIILAK Unmodified _GAIILAK_ B6TFA7_MAIZE 2 343.23398 684.45341 1.165 0.2177 1.3423 44.877 44.877 1.00E+00 10.03 1818000

15549 GAIILAK Unmodified _GAIILAK_ B6TFA7_MAIZE 2 343.23398 684.45341 1.1689 0.17503 1.3045 45.826 45.826 8.04E-02 33.87 2436900

15550 GAIILAK Unmodified _GAIILAK_ B6TFA7_MAIZE 2 343.23398 684.45341 1.0873 -0.28078 0.76788 43.407 43.407 8.04E-02 38.75 6765000

15551 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.0895 -0.012719 1.0652 100.7 100.7 5.25E-26 66.81 1827200

15552 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.0697 -0.017557 1.0411 101.33 101.33 5.25E-26 97.09 645130
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15553 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.0691 -0.023305 1.0343 101.27 101.27 1.18E-19 63.12 940570

15554 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.0577 -0.020971 1.0252 101.23 101.23 1.77E-34 70.61 1015500

15555 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.1324 -0.045877 1.0755 100.79 100.79 8.94E-06 33.73 693050

15556 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.1392 -0.18951 0.93855 101.44 101.44 3.69E-03 23.18 549200

15557 GAIPALPTVATAQDLIAK Unmodified _GAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 875.50909 1749.0036 1.0659 -0.11389 0.94063 100.99 100.99 8.00E-45 88.2 10951000

15558 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 3 614.35589 1840.0458 0.29667 0.16943 0.45881 128.45 128.45 1.19E-01 23 3377800

15559 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 2 921.03019 1840.0458 1.107 0.16019 1.2598 128.45 128.45 2.32E-57 81.73 1254800

15560 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 2 921.03019 1840.0458 0.83125 -0.24943 0.57474 130.45 130.45 1.18E-19 68.09 181250

15561 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 3 614.35589 1840.0458 0.24529 0.61785 0.85466 131.74 131.74 1.00E+00 4.62 3524100

15562 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 3 614.35589 1840.0458 0.24555 0.55964 0.79722 131.09 131.09 2.73E-10 59.51 5977300

15563 GAIPFLESLVVADVAALR Unmodified _GAIPFLESLVVADVAALR_ B6TQ06_MAIZE 2 921.03019 1840.0458 1.0827 0.40366 1.479 131.08 131.08 8.29E-68 84.88 1663100

15564 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.1786 -0.26901 0.89006 122.43 122.43 2.85E-09 41.95 712770

15565 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.1772 0.26162 1.4193 122.85 122.85 4.65E-12 44.19 244780

15566 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.175 0.18078 1.3358 123.09 123.09 2.85E-09 57.5 398420

15567 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.1816 0.14248 1.3042 123.38 123.38 3.54E-16 79.98 354100

15568 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.2998 0.073276 1.3541 122.97 122.97 3.87E-04 42.25 206870

15569 GAIPSLPTEAEVLQLIEK Unmodified _GAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 2 954.53805 1907.0615 1.1803 0.24468 1.4052 122.82 122.82 1.77E-34 69.4 6040000

15570 GAIPSLPTEAEVLQLIEKA Unmodified _GAIPSLPTEAEVLQLIEKA_ B4FBJ5_MAIZE 2 990.05661 1978.0987 1.2244 0.27441 1.4776 127.89 127.89 1.06E-14 48.34 418360

15571 GAIPSLPTETEVLQLIEK Unmodified _GAIPSLPTETEVLQLIEK_ B6U666_MAIZE 2 969.54333 1937.0721 1.1924 0.21591 1.3943 121.67 121.67 4.65E-12 55 840030

15572 GAIPSMPDRK Oxidation (M) _GAIPSM(ox)PDRK_ B6TFE4_MAIZE 2 544.28187 1086.5492 0.070557 0.47023 0.52623 32.091 32.091 1.22E-01 26.52 55231

15573 GAIPSMPDRK Oxidation (M) _GAIPSM(ox)PDRK_ B6TFE4_MAIZE 3 363.19034 1086.5492 0.88787 0.60736 1.4784 32.123 32.123 1.00E+00 5.96 75248

15574 GAIQFFMK Oxidation (M) _GAIQFFM(ox)K_ B4FA63_MAIZE 2 479.24676 956.47897 0.0069075 -0.53095 -0.52552 68.769 68.769 7.88E-01 24.46 420830

15575 GAIQFFMK Oxidation (M) _GAIQFFM(ox)K_ B4FA63_MAIZE 2 479.24676 956.47897 -0.097303 0.15518 0.056567 68.98 68.98 5.06E-02 44.55 1029100

15576 GAIQFFMK Unmodified _GAIQFFMK_ B4FA63_MAIZE 2 471.24931 940.48406 -0.037923 0.31196 0.26779 79.837 79.837 7.88E-01 18.28 280560

15577 GAISDLSGVQAK Unmodified _GAISDLSGVQAK_ B6T2J7_MAIZE 2 573.31168 1144.6088 0.14143 0.11427 0.24941 55.473 55.473 2.62E-07 51.17 2699600

15578 GAISDLSGVQAK Unmodified _GAISDLSGVQAK_ B6T2J7_MAIZE 2 573.31168 1144.6088 -0.071159 0.001357 -0.075705 56.552 56.552 2.05E-12 94.7 1306400

15579 GAISDLSGVQAK Unmodified _GAISDLSGVQAK_ B6T2J7_MAIZE 2 573.31168 1144.6088 0.086785 -0.20164 -0.12145 55.528 55.528 7.72E-03 48.25 635740

15580 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 2 704.85698 1407.6994 0.66122 0.065698 0.72249 63.027 63.027 2.96E-06 62.45 2435200

15581 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.14455 0.65063 0.4989 63.462 63.462 4.40E-03 22.81 682580

15582 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 2 704.85698 1407.6994 0.63628 -0.5151 0.11774 63.456 63.456 7.64E-09 67.99 239490

15583 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.020356 0.51644 0.49087 64.735 64.735 1.83E-01 6.88 846220

15584 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.017371 0.88154 0.85704 64.111 64.111 7.27E-01 2.2 672010

15585 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.024635 0.33887 0.3091 64.457 64.457 7.27E-01 15.94 440710

15586 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.1209 0.37294 0.24649 64.904 64.904 1.10E-02 45.17 4611300
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15587 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 2 704.85698 1407.6994 0.64175 0.004962 0.64222 64.912 64.912 2.25E-03 26.93 1543200

15588 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 3 470.24041 1407.6994 -0.050535 0.072899 0.01793 63.551 63.551 1.83E-01 23.78 505200

15589 GALDGGLDIPHSEK Unmodified _GALDGGLDIPHSEK_ B6THG9_MAIZE 2 704.85698 1407.6994 0.67701 -0.36895 0.30423 65.864 65.864 1.49E-02 36.37 80349

15590 GALDGGLDIPHSEKR Unmodified _GALDGGLDIPHSEKR_ B6THG9_MAIZE 3 522.27412 1563.8005 -0.011207 -0.3999 -0.41966 56.32 56.32 2.65E-02 21.74 2148100

15591 GALDGGLDIPHSEKR Unmodified _GALDGGLDIPHSEKR_ B6THG9_MAIZE 3 522.27412 1563.8005 -0.05179 -0.23429 -0.29364 58.693 58.693 8.47E-02 37.8 1207500

15592 GALDQPSGPVLR Unmodified _GALDQPSGPVLR_ B6TJH8_MAIZE 2 605.33294 1208.6513 0.19125 0.04309 0.23506 58.732 58.732 1.11E-04 50.7 2215300

15593 GALDYSDFK Unmodified _GALDYSDFK_ B6SXV4_MAIZE 2 508.24019 1014.4658 0.01612 0.40563 0.41455 65.382 65.382 1.12E-01 19.86 797000

15594 GALDYSDFK Unmodified _GALDYSDFK_ B6SXV4_MAIZE 2 508.24019 1014.4658 -0.13998 0.37264 0.22459 65.691 65.691 3.32E-02 27.73 242430

15595 GALDYSDFK Unmodified _GALDYSDFK_ B6SXV4_MAIZE 2 508.24019 1014.4658 -0.028476 -0.013524 -0.049534 67.007 67.007 1.00E+00 9.79 316710

15596 GALDYSDFK Unmodified _GALDYSDFK_ B6SXV4_MAIZE 2 508.24019 1014.4658 0.0086065 0.23773 0.23976 66.433 66.433 1.12E-01 29.4 410000

15597 GALDYSDFKDVDMVIEAVIEK Unmodified _GALDYSDFKDVDMVIEAVIEK_ B6SXV4_MAIZE 3 786.39089 2356.1508 0.96172 -0.25728 0.69984 126.22 126.22 2.97E-04 36.98 902710

15598 GALDYSDFKDVDMVIEAVIEK Oxidation (M) _GALDYSDFKDVDM(ox)VIEAVIEK_ B6SXV4_MAIZE 3 791.72252 2372.1457 0.95862 -0.089402 0.86555 127.72 127.72 1.38E-25 55.09 279580

15599 GALETFVSALTPIEMSQGPK Oxidation (M) _GALETFVSALTPIEM(ox)SQGPK_ B4FWX1_MAIZE 2 1046.5352 2091.0558 1.2681 1.0619 2.3256 115.97 115.97 5.73E-03 19.83 122750

15600 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.66815 0.20114 0.86868 119.57 119.57 1.95E-13 67.61 1280700

15601 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.65949 0.30237 0.96105 120.05 120.05 2.96E-06 71.7 398140

15602 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.66392 0.17279 0.83605 120.17 120.17 2.96E-06 48.78 379300

15603 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.69237 0.16305 0.85507 120.23 120.23 6.31E-03 66.19 402250

15604 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.68677 0.10741 0.79369 119.9 119.9 2.96E-06 80.48 387640

15605 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.68702 -0.67597 0.011395 119.84 119.84 1.49E-02 29.7 212180

15606 GALGPFGLLVLADR Unmodified _GALGPFGLLVLADR_ B6T0A9_MAIZE 2 699.90882 1397.8031 0.59439 0.07525 0.66882 123.98 123.98 7.68E-22 94.52 1660500

15607 GALNPLTAVNFALDIAR Unmodified _GALNPLTAVNFALDIAR_ B6STV2_MAIZE 2 878.49124 1754.9679 1.1289 0.59205 1.7072 126.26 126.26 8.28E-39 84.75 747670

15608 GALQFQLINQR Unmodified _GALQFQLINQR_ B4FFA5_MAIZE 2 644.36204 1286.7095 0.44684 -0.23977 0.19442 78.615 78.615 7.60E-01 5.28 500500

15609 GALQFQLINQR Unmodified _GALQFQLINQR_ B4FFA5_MAIZE 2 644.36204 1286.7095 0.39592 -0.13301 0.25005 79.262 79.262 3.83E-01 12.33 315710

15610 GALQFQLINQR Unmodified _GALQFQLINQR_ B4FFA5_MAIZE 2 644.36204 1286.7095 0.43288 -0.032334 0.38739 79.338 79.338 4.48E-03 37.44 1166000

15611 GALQFQLINQR Unmodified _GALQFQLINQR_ B4FFA5_MAIZE 2 644.36204 1286.7095 0.44951 -0.12507 0.31113 79.067 79.067 1.67E-02 35.18 402430

15612 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 -0.056946 1.0343 0.95833 17.119 17.119 1.00E+00 9.69 5906.5

15613 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 -0.059636 0.77399 0.69548 18.047 18.047 1.00E+00 16.51 7540

15614 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 0.1134 0.61131 0.70793 19.817 19.817 1.00E+00 18.69 46401

15615 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 0.14604 0.52929 0.65844 19.785 19.785 1.00E+00 24.27 38946

15616 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 0.20548 0.30288 0.49258 19.137 19.137 1.00E+00 11.68 7053.3

15617 GALSDHER Unmodified _GALSDHER_ ATPAM_MAIZE 2 442.71467 883.41479 0.14324 0.39278 0.51976 20.499 20.499 3.77E-01 37.71 61307

15618 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.021729 -0.055779 -0.090319 52.878 52.878 3.83E-01 9.56 7390900

15619 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.1686 0.091945 -0.089046 53.829 53.829 1.67E-02 41.49 236470

15620 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.093206 -0.060919 -0.16655 52.973 52.973 4.43E-05 71.48 1178900
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15621 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.042781 -0.078995 -0.13431 55.021 55.021 3.60E-06 51.05 1799800

15622 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.021784 0.062106 0.026545 54.293 54.293 3.60E-06 57.15 2004200

15623 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.10069 -0.22408 -0.33683 54.956 54.956 1.67E-02 34.78 1990100

15624 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.013295 0.031238 0.0048926 54.879 54.879 4.48E-03 34.04 2397900

15625 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.18041 -0.13809 -0.33152 53.336 53.336 5.66E-08 74.11 22116000

15626 GALSVEGVEAK Unmodified _GALSVEGVEAK_ B6TFN1_MAIZE 2 530.28767 1058.5608 -0.15745 -0.37016 -0.54014 56.394 56.394 5.66E-08 71.66 16147000

15627 GALTEIASR Unmodified _GALTEIASR_ B4FG12_MAIZE 2 459.25617 916.49779 -0.063453 0.064392 -0.025368 51.595 51.595 1.01E-02 35.18 1314900

15628 GALVEFYAPWCGHCK Unmodified _GALVEFYAPWCGHCK_ Q5EUD6_MAIZE 3 598.9412 1793.8018 0.26908 -0.064025 0.21297 88.06 88.06 2.65E-02 20.19 1975100

15629 GALVEFYAPWCGHCK Unmodified _GALVEFYAPWCGHCK_ Q5EUD6_MAIZE 2 897.90816 1793.8018 1.1164 -0.36419 0.76137 87.746 87.746 2.37E-16 72.82 2604400

15630 GALVEFYAPWCGHCK Unmodified _GALVEFYAPWCGHCK_ Q5EUD6_MAIZE 3 598.9412 1793.8018 0.1645 0.038308 0.21175 87.742 87.742 5.05E-03 29.12 11709000

15631 GALVEFYAPWCGHCK Unmodified _GALVEFYAPWCGHCK_ Q5EUD6_MAIZE 3 598.9412 1793.8018 0.22129 0.57323 0.80196 90.209 90.209 1.00E+00 4.34 206300

15632 GALVVALSSTVPYTALRPDVYAPFVK Unmodified _GALVVALSSTVPYTALRPDVYAPFVK_ B4FRC6_MAIZE 3 912.17746 2733.5105 1.1888 0.35327 1.5435 122.49 122.49 3.27E-02 9.81 620940

15633 GALVVALSSTVPYTALRPDVYAPFVK Unmodified _GALVVALSSTVPYTALRPDVYAPFVK_ B4FRC6_MAIZE 3 912.17746 2733.5105 1.1586 0.20992 1.3697 120.28 120.28 1.00E+00 0.34 521760

15634 GALVVLEGLDR Unmodified _GALVVLEGLDR_ B6TN98_MAIZE 2 571.33241 1140.6503 0.088001 -0.50379 -0.41839 87.747 87.747 3.83E-01 11.91 627140

15635 GALYLR Unmodified _GALYLR_ B6STR2_MAIZE 2 346.70813 691.40171 1.0982 -0.03351 1.0336 47.308 47.308 5.26E-01 14.86 4382700

15636 GALYLR Unmodified _GALYLR_ B6STR2_MAIZE 2 346.70813 691.40171 0.97865 0.051921 0.99834 47.429 47.429 5.26E-01 19.21 1834200

15637 GAMLGLVK Oxidation (M) _GAM(ox)LGLVK_ B6UCD0_MAIZE 2 402.73603 803.45751 0.36164 -0.35069 0.0027042 49.13 49.13 2.92E-02 32.27 535200

15638 GAMLGLVK Oxidation (M) _GAM(ox)LGLVK_ B6UCD0_MAIZE 2 402.73603 803.45751 0.24709 -0.33803 -0.099116 49.235 49.235 2.93E-02 34.98 3288900

15639 GAMLGLVK Unmodified _GAMLGLVK_ B6UCD0_MAIZE 2 394.73857 787.4626 0.31737 0.23159 0.53567 62.143 62.143 5.06E-02 27.89 1350400

15640 GANFAITGATSLDTPFFVER Unmodified _GANFAITGATSLDTPFFVER_ B6TZ91_MAIZE 2 1057.5313 2113.048 1.21 -0.098642 1.1182 109.58 109.58 3.79E-06 43.35 116240

15641 GANFAITGATSLDTPFFVER Unmodified _GANFAITGATSLDTPFFVER_ B6TZ91_MAIZE 2 1057.5313 2113.048 1.2666 -0.42744 0.8468 110.15 110.15 5.73E-03 22.48 391000

15642 GANFAITGATSLDTPFFVER Unmodified _GANFAITGATSLDTPFFVER_ B6TZ91_MAIZE 2 1057.5313 2113.048 1.211 -0.096728 1.1209 109.48 109.48 4.56E-22 102.89 1202900

15643 GANIAYIR Unmodified _GANIAYIR_ B6T6U2_MAIZE 2 439.24815 876.48175 0.012188 1.5909 1.5623 51.227 51.227 3.77E-01 22.69 2552300

15644 GANPGQYDNISVVR Unmodified _GANPGQYDNISVVR_ B6SHG7_MAIZE 2 745.37333 1488.7321 0.77517 -0.10746 0.66484 61.2 61.2 7.68E-22 95.15 761390

15645 GAPEDLSEFLQLIK Unmodified _GAPEDLSEFLQLIK_ B6TSB3_MAIZE 2 780.41941 1558.8243 -0.43174 123.9 123.9 1.74E-10 55.03

15646 GAPEDLSEFLQLIK Unmodified _GAPEDLSEFLQLIK_ B6TSB3_MAIZE 2 780.41941 1558.8243 0.93267 -0.60926 0.30807 124.27 124.27 1.95E-13 65.11 790780

15647 GAPGYGVITNIINGGIECGHGTDPR Unmodified _GAPGYGVITNIINGGIECGHGTDPR_ B6TR38_MAIZE 3 842.41156 2524.2129 1.0241 -0.042834 0.99101 100.26 100.26 5.30E-02 3.7 588400

15648 GAPTGFVLPIR Unmodified _GAPTGFVLPIR_ B4FD77_MAIZE 2 564.33222 1126.6499 0.061189 0.30596 0.37318 83.111 83.111 3.57E-04 44.33 1850600

15649 GAPWTFNPSLFLK Unmodified _GAPWTFNPSLFLK_ B4FN69_MAIZE 2 739.39554 1476.7765 0.81569 0.44318 1.2574 115.28 115.28 6.20E-03 30.56 374670

15650 GAQALLALK Unmodified _GAQALLALK_ B6UBU0_MAIZE 2 442.78183 883.5491 0.028792 0.39341 0.38568 65.069 65.069 9.73E-03 44.7 996980

15651 GAQALLALK Unmodified _GAQALLALK_ B6UBU0_MAIZE 2 442.78183 883.5491 -0.016125 0.25533 0.20329 65.377 65.377 9.73E-03 44.26 765220

15652 GAQALLALK Unmodified _GAQALLALK_ B6UBU0_MAIZE 2 442.78183 883.5491 0.094413 0.071306 0.13027 65.322 65.322 1.00E+00 9.29 347930

15653 GAQGLPIDLTGK Unmodified _GAQGLPIDLTGK_ B6TYG2_MAIZE 2 585.32987 1168.6452 0.1539 -0.31182 -0.15899 74.592 74.592 1.00E+00 3.7 727990

15654 GAQGLPIDLTGK Unmodified _GAQGLPIDLTGK_ B6TYG2_MAIZE 2 585.32987 1168.6452 0.19834 0.072011 0.26848 75.338 75.338 1.00E+00 1.1 299240
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15655 GAQGLPIDLTGK Unmodified _GAQGLPIDLTGK_ B6TYG2_MAIZE 2 585.32987 1168.6452 0.20086 0.28638 0.48588 75.259 75.259 4.56E-01 20.09 338240

15656 GAQGLPIDLTGK Unmodified _GAQGLPIDLTGK_ B6TYG2_MAIZE 2 585.32987 1168.6452 0.10506 -0.10345 0.00048041 75.633 75.633 1.60E-02 36.52 5617100

15657 GASEAGDKDAEVER Unmodified _GASEAGDKDAEVER_ B4G1K7_MAIZE 3 478.55495 1432.643 -0.062451 -0.22534 -0.30579 27.898 27.898 4.40E-03 43.81 89034

15658 GASEAGDKDAEVER Unmodified _GASEAGDKDAEVER_ B4G1K7_MAIZE 2 717.32878 1432.643 0.76451 0.091554 0.8373 27.907 27.907 6.31E-03 51.49 24183

15659 GASEHVLDEAER Unmodified _GASEHVLDEAER_ B6T8X5_MAIZE 3 438.20911 1311.6055 -0.01545 0.11192 0.078288 45.211 45.211 2.11E-01 32.49 2378900

15660 GASEHVLDEAER Unmodified _GASEHVLDEAER_ B6T8X5_MAIZE 2 656.81003 1311.6055 0.46868 -0.10309 0.34743 45.212 45.212 2.62E-07 62.78 612100

15661 GASEHVLDEAER Unmodified _GASEHVLDEAER_ B6T8X5_MAIZE 2 656.81003 1311.6055 0.47773 0.15965 0.61805 44.934 44.934 2.62E-07 55.92 1906000

15662 GASEHVLDEAER Unmodified _GASEHVLDEAER_ B6T8X5_MAIZE 3 438.20911 1311.6055 -0.022717 1.6932 1.6478 30.093 30.093 1.00E+00 3.1 9244.4

15663 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 3 605.64432 1813.9111 0.32362 -0.26239 0.070177 73.626 73.626 1.21E-01 18.53 494040

15664 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 3 605.64432 1813.9111 0.31251 -0.4873 -0.1654 73.507 73.507 1.00E+00 3.18 414100

15665 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 4 454.48506 1813.9111 -0.042369 -0.13134 -0.16525 73.778 73.778 1.00E+00 3.73 4639100

15666 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 3 605.64432 1813.9111 0.1902 -0.057073 0.14171 73.659 73.659 1.90E-03 32.59 12737000

15667 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 2 907.96284 1813.9111 1.1677 0.089571 1.2655 73.644 73.644 1.48E-07 99.24 542700

15668 GASLPYFTTHTDLVHR Unmodified _GASLPYFTTHTDLVHR_ B4FZU9_MAIZE 4 454.48506 1813.9111 -0.08832 0.12265 0.041393 73.652 73.652 4.32E-02 15.44 10655000

15669 GASSVEGVEAK Unmodified _GASSVEGVEAK_ B4FWD0_MAIZE 2 517.26165 1032.5088 -0.1237 0.031685 -0.10226 34.643 34.643 1.67E-02 50.7 735600

15670 GASYEDIKK Unmodified _GASYEDIKK_ B6SJZ8_MAIZE 2 505.76129 1009.508 -0.042399 -1.4938 -1.5635 33.506 33.506 1.00E+00 0.35 43544

15671 GASYEDIKK Unmodified _GASYEDIKK_ B6SJZ8_MAIZE 3 337.50995 1009.508 1.2671 -0.28067 0.95721 32.766 32.766 5.45E-01 21.71 99174

15672 GASYEDIKK Unmodified _GASYEDIKK_ B6SJZ8_MAIZE 2 505.76129 1009.508 -0.0021283 -0.46888 -0.50063 32.769 32.769 1.00E+00 23.15 83549

15673 GASYEDIKK Unmodified _GASYEDIKK_ B6SJZ8_MAIZE 3 337.50995 1009.508 1.2614 -0.21674 1.0161 34.232 34.232 9.39E-03 36.28 1245000

15674 GASYEDIKK Unmodified _GASYEDIKK_ B6SJZ8_MAIZE 2 505.76129 1009.508 -0.11177 0.12105 -0.019732 34.237 34.237 3.32E-02 33.77 1141500

15675 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.023663 -0.39297 -0.39857 41.798 41.798 3.60E-06 60.87 6705900

15676 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.2389 -0.065152 -0.28572 41.939 41.939 3.57E-04 64.02 530570

15677 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.13758 -0.30757 -0.42713 41.187 41.187 5.66E-08 100.4 2739600

15678 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.032466 -0.40169 -0.41589 43.914 43.914 3.60E-06 63.25 3995000

15679 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.027115 -0.42518 -0.43332 43.177 43.177 3.57E-04 51.41 2574200

15680 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.19787 -0.25765 -0.43681 43.975 43.975 3.60E-06 56.55 18822000

15681 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.058036 -0.16571 -0.20697 41.977 41.977 1.67E-02 45.14 844420

15682 GATIVVSGDGR Unmodified _GATIVVSGDGR_ B4FAE5_MAIZE 2 516.27764 1030.5407 -0.095499 0.068146 -0.0094949 45.468 45.468 1.47E-01 26.74 375530

15683 GATVDYEEELIR Unmodified _GATVDYEEELIR_ B6T2K9_MAIZE 2 697.84354 1393.6725 0.6371 0.10057 0.72068 75.798 75.798 4.56E-01 6.21 295280

15684 GATYETLTAPYNDVEAVK Unmodified _GATYETLTAPYNDVEAVK_ B6TPE4_MAIZE 2 971.47565 1940.9367 1.2248 0.41628 1.6322 80.93 80.93 3.54E-16 44.31 496420

15685 GAVFWEPGRPLTLEEFR Unmodified _GAVFWEPGRPLTLEEFR_ B6T6Y2_MAIZE 3 668.68278 2003.0265 0.56832 0.66499 1.2278 102.31 102.31 1.35E-01 24.47 1170500

15686 GAVLQEAR Unmodified _GAVLQEAR_ B6SV32_MAIZE 2 422.23778 842.46102 0.062496 -0.26154 -0.21792 31.389 31.389 3.77E-01 29.88 33345

15687 GAVLQEAR Unmodified _GAVLQEAR_ B6SV32_MAIZE 2 422.23778 842.46102 0.19878 -0.12779 0.051695 33.34 33.34 1.90E-02 47.14 175390

15688 GAVLQVQDVAR Unmodified _GAVLQVQDVAR_ B6U8U1_MAIZE 2 578.32766 1154.6408 0.12311 0.47376 0.60115 60.361 60.361 3.60E-06 58.56 1415800
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15689 GAVLQVQDVAR Unmodified _GAVLQVQDVAR_ B6U8U1_MAIZE 2 578.32766 1154.6408 0.032076 1.0037 1.0389 60.917 60.917 3.57E-04 42.26 9883400

15690 GAVLQVQDVAR Unmodified _GAVLQVQDVAR_ B6U8U1_MAIZE 2 578.32766 1154.6408 -0.040743 0.22011 0.18474 59.203 59.203 3.60E-06 67.9 29231000

15691 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1107 0.040284 1.1378 93.74 93.74 8.00E-45 92.02 3714700

15692 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 3 597.64762 1789.921 0.29336 0.27102 0.55116 93.636 93.636 1.00E+00 2.73 756510

15693 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1206 0.2736 1.3812 97.858 97.858 3.69E-03 58.06 64428

15694 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1036 -0.12549 0.96525 94.352 94.352 1.56E-52 92.53 2489300

15695 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.0772 -0.14851 0.91595 94.461 94.461 8.00E-45 79.98 3693500

15696 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 3 597.64762 1789.921 0.26487 0.10625 0.35694 94.376 94.376 1.00E+00 7.87 598620

15697 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.0567 0.095292 1.1389 94.301 94.301 1.56E-52 113.56 4025000

15698 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1261 -0.11033 1.0029 93.999 93.999 8.00E-45 96.6 3015600

15699 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.0553 -0.223 0.81961 94.423 94.423 8.00E-45 123.73 25669000

15700 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 3 597.64762 1789.921 0.22365 0.25802 0.46756 94.349 94.349 1.00E+00 0 6496000

15701 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1646 -0.17496 0.97684 99.769 99.769 3.54E-16 80.54 395460

15702 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1693 0.35945 1.5146 93.859 93.859 4.65E-12 56.99 416390

15703 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.1388 0.012661 1.1378 94.179 94.179 3.54E-16 87.49 293190

15704 GAVPSGASTGIYEALELR Unmodified _GAVPSGASTGIYEALELR_ ENO1_MAIZE 2 895.96779 1789.921 1.0749 0.14989 1.2115 95.525 95.525 5.25E-26 85.72 547930

15705 GAVWSCCLDR Unmodified _GAVWSCCLDR_ B4G1G6_MAIZE 2 612.26843 1222.5223 0.23162 -0.45414 -0.20513 65.255 65.255 2.81E-03 28.91 1529400

15706 GAYLHDPTTVIAAVNPSLLTYTEGVVR Unmodified _GAYLHDPTTVIAAVNPSLLTYTEGVVR_ B4FFT0_MAIZE 3 953.17466 2856.5022 1.2044 0.12412 1.3305 115.17 115.17 9.70E-11 73.9 488790

15707 GAYVPPTMR Oxidation (M) _GAYVPPTM(ox)R_ B4FBV8_MAIZE 2 504.25258 1006.4906 -0.10858 -0.050737 -0.16136 39.963 39.963 2.35E-01 27.32 1204700

15708 GAYVPPTMR Unmodified _GAYVPPTMR_ B4FBV8_MAIZE 2 496.25512 990.49569 0.13327 50.958 50.958 3.29E-01 11.08

15709 GCALQCAILSPTFK Unmodified _GCALQCAILSPTFK_ B6SV64_MAIZE 2 783.39436 1564.7742 0.91625 1.5821 2.5024 83.932 83.932 2.96E-06 59.91 2199700

15710 GCALQCAILSPTFK Unmodified _GCALQCAILSPTFK_ B6SV64_MAIZE 2 783.39436 1564.7742 0.87055 0.70324 1.5795 84.632 84.632 2.00E-19 65.19 1141600

15711 GCAPIMLR Oxidation (M) _GCAPIM(ox)LR_ B4FA06_MAIZE 2 467.23587 932.45719 0.0080661 0.49937 0.50153 48.294 48.294 2.92E-02 34.34 553320

15712 GCDASVLLDK Unmodified _GCDASVLLDK_ B4FYH1_MAIZE 2 539.26588 1076.5172 0.0042364 0.02091 0.031225 58.993 58.993 4.40E-05 54.07 3236600

15713 GCDASVLLSVNPAGGK Unmodified _GCDASVLLSVNPAGGK_ B4FY83_MAIZE 2 772.89049 1543.7664 0.87598 -0.28901 0.59437 75.865 75.865 1.82E-38 84.52 2154900

15714 GCDASVLLSVNPAGGK Unmodified _GCDASVLLSVNPAGGK_ B4FY83_MAIZE 2 772.89049 1543.7664 0.88951 -0.24547 0.65158 76.439 76.439 5.87E-44 100.6 2020100

15715 GCDGSILINSTPDNK Unmodified _GCDGSILINSTPDNK_ B4FSW5_MAIZE 2 795.87504 1589.7355 0.93087 0.082963 1.0156 61.516 61.516 2.40E-39 97.18 1064400

15716 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.25533 0.55606 0.31403 36.834 36.834 1.01E-02 44.63 368420

15717 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.17613 -1.8695 -2.0282 35.981 35.981 1.01E-02 37.73 331290

15718 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 0.01386 0.12675 0.15393 38.736 38.736 9.73E-03 48.79 407650

15719 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 0.032628 -0.095806 -0.050395 37.968 37.968 3.13E-03 65.19 294420

15720 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.078064 0.42505 0.35978 38.659 38.659 9.73E-03 49.19 608190

15721 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.029559 -0.14445 -0.16107 38.558 38.558 3.21E-03 39.89 223020

15722 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.087719 -0.21977 -0.29322 39.473 39.473 3.32E-02 35.26 256560
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15723 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.08035 -0.28437 -0.35009 36.684 36.684 3.21E-03 53.44 2767800

15724 GCEVIVSGK Unmodified _GCEVIVSGK_ B4FHH2_MAIZE 2 474.74458 947.47461 -0.18832 -0.11435 -0.28937 40.112 40.112 9.73E-03 27.91 558540

15725 GCGACYQIR Unmodified _GCGACYQIR_ B6TN57_MAIZE 2 542.73676 1083.459 0.00166 0.39782 0.40827 40.805 40.805 9.73E-03 46.36 472560

15726 GCGQQLFTVEQWLATDAPPFK Unmodified _GCGQQLFTVEQWLATDAPPFK_ B6T9W1_MAIZE 3 798.39133 2392.1522 0.91052 0.19917 1.1217 127.16 127.16 1.74E-01 22.76 608530

15727 GCGQQLFTVEQWLATDAPPFK Unmodified _GCGQQLFTVEQWLATDAPPFK_ B6T9W1_MAIZE 2 1197.0834 2392.1522 1.126 0.43034 1.5679 127.18 127.18 1.23E-19 96.9 402810

15728 GCGSCYQIR Unmodified _GCGSCYQIR_ B4FMR3_MAIZE 2 550.73422 1099.4539 0.062057 0.4894 0.56324 38.316 38.316 3.21E-03 35.56 609550

15729 GCHLITPK Unmodified _GCHLITPK_ B6TGW1_MAIZE 3 309.16898 924.48512 1.5236 -0.28344 1.2478 35.2 35.2 5.41E-01 20.05 54228

15730 GCIGTLESR Unmodified _GCIGTLESR_ B6T9M2_MAIZE 2 496.74511 991.47567 0.013047 -0.39765 -0.38226 43.427 43.427 3.32E-02 41.1 735660

15731 GCIGTLESR Unmodified _GCIGTLESR_ B6T9M2_MAIZE 2 496.74511 991.47567 -0.033244 0.31087 0.27834 43.719 43.719 3.21E-03 51.17 834360

15732 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.193 -0.093054 1.106 116.4 116.4 4.07E-45 80.16 500610

15733 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.1297 -0.007225 1.1285 116.49 116.49 1.54E-12 70.15 101580

15734 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.2085 -0.015937 1.1988 117.04 117.04 3.42E-29 98.38 99017

15735 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.2966 0.040982 1.3441 116.8 116.8 1.37E-17 80.37 110140

15736 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.1581 0.17788 1.3421 119.43 119.43 4.07E-45 119.34 263440

15737 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 3 619.68865 1856.0441 0.40665 -0.13515 0.27862 118.98 118.98 1.00E+00 4.79 91097

15738 GCIVSQDLSVINLVIVK Unmodified _GCIVSQDLSVINLVIVK_ B6T4E7_MAIZE 2 929.02933 1856.0441 1.1916 0.21451 1.412 122.6 122.6 1.37E-17 85.81 116770

15739 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.94326 -0.12426 0.81252 88.06 88.06 1.48E-07 65.92 960360

15740 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.94521 0.032125 0.97181 88.661 88.661 7.42E-06 48.01 184750

15741 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.94759 -0.011936 0.92979 88.784 88.784 7.01E-14 58.81 366470

15742 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.97139 0.099286 1.0639 88.492 88.492 7.01E-14 70.76 442360

15743 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.9458 -0.20696 0.73274 88.244 88.244 1.48E-07 63.07 194360

15744 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.92642 -0.32757 0.59349 88.67 88.67 1.48E-07 43.73 5212200

15745 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.9806 -0.000987 0.97333 88.375 88.375 1.48E-07 51.88 603150

15746 GCLLNIGVPSAPSAIK Unmodified _GCLLNIGVPSAPSAIK_ B6SLG3_MAIZE 2 798.94253 1595.8705 0.93824 -0.22824 0.7039 88.516 88.516 7.01E-14 62.25 574950

15747 GCLLNIGVPSAPSANK Unmodified _GCLLNIGVPSAPSANK_ B4G027_MAIZE 2 799.42196 1596.8294 0.98614 0.11606 1.0945 80.954 80.954 4.21E-20 62.11 949790

15748 GCLVGNPFTDQSNFDGPSK Unmodified _GCLVGNPFTDQSNFDGPSK_ B6TXF8_MAIZE 2 1020.46 2038.9054 1.1862 -0.51025 0.69512 86.15 86.15 5.13E-03 56.7 30351

15749 GCMELLSR Oxidation (M) _GCM(ox)ELLSR_ B4FH88_MAIZE 2 491.22824 980.44193 -0.10622 -0.57254 -0.68561 46.219 46.219 2.74E-01 21.83 423740

15750 GCNNAEDYVQK Unmodified _GCNNAEDYVQK_ B4FYV4_MAIZE 2 649.27751 1296.5405 0.49904 -0.028262 0.46421 39.347 39.347 3.60E-06 57.37 97094

15751 GCTDQVENGMK Oxidation (M) _GCTDQVENGM(ox)K_ B4FGF5_MAIZE 2 627.75809 1253.5016 0.48165 -0.14931 0.34456 23.956 23.956 1.00E+00 5.34 14075

15752 GCTDQVENGMK Unmodified _GCTDQVENGMK_ B4FGF5_MAIZE 2 619.76063 1237.5067 0.31281 0.16467 0.48648 37.216 37.216 3.57E-04 39.64 324570

15753 GCTLMPNIGYGSDK Unmodified _GCTLMPNIGYGSDK_ B4FFZ7_MAIZE 2 756.8447 1511.6748 0.85167 -0.052976 0.80132 73.51 73.51 6.31E-03 31.09 1588800

15754 GCTLMPNIGYGSDK Unmodified _GCTLMPNIGYGSDK_ B4FFZ7_MAIZE 2 756.8447 1511.6748 0.8061 0.032009 0.84154 75.452 75.452 1.49E-02 27.98 188480

15755 GCTLMPNIGYGSDK Oxidation (M) _GCTLM(ox)PNIGYGSDK_ B4FFZ7_MAIZE 2 764.84216 1527.6698 0.80044 -0.17586 0.63096 62.209 62.209 3.36E-08 56.19 379070

15756 GCTLMPNIGYGSDK Oxidation (M) _GCTLM(ox)PNIGYGSDK_ B4FFZ7_MAIZE 2 764.84216 1527.6698 0.8298 -0.15622 0.67931 62.834 62.834 2.00E-19 61.48 348260
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15757 GCVFTYDAVGSYER Unmodified _GCVFTYDAVGSYER_ B4FRQ7_MAIZE 2 812.35903 1622.7035 0.97931 -0.63335 0.35845 77.323 77.323 2.96E-06 83.93 34859

15758 GCVFTYDAVGSYER Unmodified _GCVFTYDAVGSYER_ B4FRQ7_MAIZE 2 812.35903 1622.7035 0.89675 -0.2131 0.6961 76.615 76.615 2.09E-30 103.66 5632700

15759 GCVFTYDAVGSYER Unmodified _GCVFTYDAVGSYER_ B4FRQ7_MAIZE 2 812.35903 1622.7035 0.82833 0.92801 1.7672 78.024 78.024 3.40E-25 106 429300

15760 GCYIGQELIAR Unmodified _GCYIGQELIAR_ B6SNX1_MAIZE 2 640.3268 1278.6391 0.44638 1.2879 1.7215 72.382 72.382 4.96E-02 26.2 830210

15761 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 0.011464 -0.059922 -0.056308 41.37 41.37 4.23E-03 30.8 30248000

15762 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.42555 -0.28542 0.13276 41.373 41.373 4.68E-05 57.98 17241000

15763 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.12981 0.24328 0.10617 41.62 41.62 3.08E-01 17.12 503060

15764 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.086345 0.13414 0.039467 40.832 40.832 1.60E-02 34.13 10317000

15765 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.45751 -0.1744 0.27666 40.833 40.833 2.50E-15 78.71 6091900

15766 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 0.0072693 0.002644 0.0029676 43.55 43.55 8.46E-03 27.45 14069000

15767 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.44402 -0.20076 0.23668 43.551 43.551 2.50E-15 69.39 7393500

15768 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.041085 -0.1104 -0.15959 42.781 42.781 4.23E-03 41.04 16918000

15769 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.43801 -0.25439 0.17697 42.781 42.781 1.00E-11 63.78 7276600

15770 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.10733 0.15845 0.043644 43.666 43.666 8.46E-03 22.26 13810000

15771 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.40528 0.019035 0.41803 43.672 43.672 1.00E-11 67.69 6002400

15772 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.016454 0.023985 -0.00031107 43.437 43.437 1.28E-01 26.21 15483000

15773 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.43955 -0.21828 0.21474 43.431 43.431 2.50E-15 74.51 8645300

15774 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.38671 -0.21737 0.16223 44.243 44.243 2.50E-15 72.99 42634000

15775 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 3 438.54925 1312.6259 -0.056304 0.019563 -0.043644 44.246 44.246 2.26E-05 42.06 74993000

15776 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.48764 -0.25718 0.22415 41.527 41.527 1.00E-11 64.86 368710

15777 GDAAADTESLHVK Unmodified _GDAAADTESLHVK_ B4FAL9_MAIZE 2 657.32023 1312.6259 0.48576 0.13187 0.61012 45.049 45.049 6.20E-03 73.32 117980

15778 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.46367 0.25728 0.70796 40.334 40.334 1.00E+00 0.4 1992500

15779 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 2 591.83311 1181.6517 0.22874 0.064333 0.28127 40.311 40.311 3.83E-01 21.28 1222800

15780 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.3282 0.061614 0.37883 40.021 40.021 1.00E+00 10.78 774530

15781 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 2 591.83311 1181.6517 0.1464 -0.30482 -0.16867 39.99 39.99 4.96E-02 30.54 462950

15782 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.44628 -0.22322 0.21139 42.617 42.617 1.00E+00 11.38 1958500

15783 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 2 591.83311 1181.6517 0.22402 -0.11574 0.097153 42.6 42.6 7.60E-01 17.89 1090100

15784 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.39814 -0.25092 0.13736 41.866 41.866 1.00E+00 20.81 3349800

15785 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 2 591.83311 1181.6517 0.22903 -0.11721 0.10016 41.869 41.869 3.83E-01 30.74 1215300

15786 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 2 591.83311 1181.6517 0.085116 -0.26476 -0.19085 42.582 42.582 7.60E-01 31.56 11203000

15787 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.21127 -0.46702 -0.26525 42.589 42.589 1.91E-02 28.89 21827000

15788 GDAAVERPLVR Unmodified _GDAAVERPLVR_ Q5EUE1_MAIZE 3 394.89117 1181.6517 0.41842 0.21069 0.61801 42.334 42.334 1.00E+00 9.01 777760

15789 GDAGIIECSYVASQVTELPFFASK Unmodified _GDAGIIECSYVASQVTELPFFASK_ B4FZW5_MAIZE 3 863.75623 2588.2469 1.0979 0.31764 1.4173 121.87 121.87 1.00E+00 13.84 689760

15790 GDAGIIECSYVASQVTELPFFASK Unmodified _GDAGIIECSYVASQVTELPFFASK_ B4FZW5_MAIZE 2 1295.1307 2588.2469 1.1818 0.20057 1.3844 121.87 121.87 1.06E-07 52.01 1159500
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15791 GDALAQLSPVLR Unmodified _GDALAQLSPVLR_ B6TE04_MAIZE 2 620.35642 1238.6983 0.39935 -1.6986 -1.3081 83.309 83.309 6.74E-02 13.23 416170

15792 GDALAQLSPVLR Unmodified _GDALAQLSPVLR_ B6TE04_MAIZE 2 620.35642 1238.6983 0.28071 -0.41821 -0.14676 83.424 83.424 6.74E-02 27.03 217010

15793 GDALAQLSPVLR Unmodified _GDALAQLSPVLR_ B6TE04_MAIZE 2 620.35642 1238.6983 0.3535 -0.53399 -0.18972 83.98 83.98 1.00E+00 7.26 1273500

15794 GDALAQLSPVLR Unmodified _GDALAQLSPVLR_ B6TE04_MAIZE 2 620.35642 1238.6983 0.27257 0.057496 0.31912 83.733 83.733 1.98E-03 54.63 5274900

15795 GDALPLGAPALMVSPQAAEPGR Unmodified _GDALPLGAPALMVSPQAAEPGR_ B6UI56_MAIZE 2 1059.5542 2117.0939 1.2292 -0.13655 1.0829 96.08 96.08 4.20E-18 65.03 266520

15796 GDALPLGLPQIMMVLTR 2 Oxidation (M) _GDALPLGLPQIM(ox)M(ox)VLTR_ B4FFZ9_MAIZE 2 929.00226 1855.99 1.189 -0.64486 0.54311 117.39 117.39 6.17E-03 25.16 131890

15797 GDALYAMELALALEK Oxidation (M) _GDALYAM(ox)ELALALEK_ FRI1_MAIZE B6 2 812.41856 1622.8226 0.93837 -0.14406 0.76403 104.36 104.36 1.04E-33 88.24 1776700

15798 GDALYAMELALALEK Unmodified _GDALYAMELALALEK_ FRI1_MAIZE B6 2 804.4211 1606.8276 0.96892 0.099059 1.034 122.36 122.36 1.04E-33 110.7 472790

15799 GDALYAMELTLALEK Oxidation (M) _GDALYAM(ox)ELTLALEK_ B4FRL5_MAIZE 2 827.42384 1652.8331 1.0911 -3.3578 -2.2873 100.08 100.08 1.56E-01 24.04 133340

15800 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 3 674.33733 2019.9902 0.59238 0.24886 0.83441 117.18 117.18 9.21E-01 10.85 874220

15801 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 3 674.33733 2019.9902 0.55798 0.13513 0.68704 117.71 117.71 9.21E-01 3.6 373820

15802 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 3 674.33733 2019.9902 0.58252 0.27977 0.85559 117.85 117.85 1.00E+00 1.38 483660

15803 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 3 674.33733 2019.9902 0.61222 0.45169 1.0562 117.95 117.95 1.00E+00 4.84 345220

15804 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 3 674.33733 2019.9902 0.54037 0.5542 1.0873 117.6 117.6 1.31E-01 39.19 4927200

15805 GDANDEKNVLSLWFDGLK Unmodified _GDANDEKNVLSLWFDGLK_ SCRK2_MAIZE 2 1011.0024 2019.9902 1.2618 0.57846 1.8332 117.61 117.61 3.54E-16 59.27 849610

15806 GDANIIQIGSGTNIQDNSLIHVAK Unmodified _GDANIIQIGSGTNIQDNSLIHVAK_ B6TDS2_MAIZE 3 826.76975 2477.2874 1.0021 -0.22813 0.7676 88.687 88.687 1.00E-07 36.6 758330

15807 GDASAVVQLQGAIK Unmodified _GDASAVVQLQGAIK_ B4F925_MAIZE 2 678.87772 1355.7409 0.5245 0.16888 0.6892 71.796 71.796 3.51E-02 18.25 812140

15808 GDASVEGPLIR Unmodified _GDASVEGPLIR_ Q5EUE0_MAIZE 2 557.29857 1112.5826 0.092893 0.57879 0.66387 58.684 58.684 1.67E-02 31.83 821210

15809 GDASVEGPLIR Unmodified _GDASVEGPLIR_ Q5EUE0_MAIZE 2 557.29857 1112.5826 0.10732 0.57555 0.67492 57.947 57.947 4.96E-02 31.17 875470

15810 GDASVEGPLIR Unmodified _GDASVEGPLIR_ Q5EUE0_MAIZE 2 557.29857 1112.5826 -0.035086 0.31822 0.27677 58.603 58.603 4.96E-02 30.27 8878500

15811 GDASVEGPLIR Unmodified _GDASVEGPLIR_ Q5EUE0_MAIZE 2 557.29857 1112.5826 0.082928 0.075867 0.15282 58.618 58.618 4.96E-02 32.33 1565300

15812 GDATAFTNADLGAK Unmodified _GDATAFTNADLGAK_ B4FV48_MAIZE 2 676.32806 1350.6416 0.51208 -0.28335 0.2266 60.297 60.297 2.00E-19 71.68 1032600

15813 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.11604 0.70662 0.82717 52.929 52.929 5.66E-08 63.52 5071900

15814 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 -0.10787 -0.23156 -0.33248 53.384 53.384 1.67E-02 29.26 240200

15815 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.14515 2.7297 2.8767 52.929 52.929 5.66E-08 63.29 1473100

15816 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.24313 1.4692 1.7153 55.055 55.055 4.43E-05 73.86 3014000

15817 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.2322 1.4817 1.718 54.32 54.32 5.66E-08 71.87 3630500

15818 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.15239 1.5097 1.6651 55.029 55.029 4.48E-03 32.58 2759400

15819 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.0026262 -0.15023 -0.1407 55.008 55.008 6.35E-09 61.77 26318000

15820 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.14556 1.8122 1.9607 55.729 55.729 1.00E+00 26.71 1671900

15821 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 0.10363 2.2907 2.3964 53.492 53.492 1.00E+00 29.87 518890

15822 GDAVDGLSNVR Unmodified _GDAVDGLSNVR_ B4FBK8_MAIZE 2 551.778 1101.5415 -0.74804 56.161 56.161 9.68E-14 65.41

15823 GDAYANADVR Unmodified _GDAYANADVR_ B4FPS0_MAIZE 2 526.24379 1050.473 -0.094413 -0.13062 -0.23867 36.861 36.861 1.62E-03 75.84 2611100

15824 GDDDFIPGR Unmodified _GDDDFIPGR_ B6U9I3_MAIZE 2 496.22761 990.44067 -0.1292 0.21155 0.095544 62.134 62.134 9.73E-03 43.61 1188300
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15825 GDDDFIPGR Unmodified _GDDDFIPGR_ B6U9I3_MAIZE 2 496.22761 990.44067 -0.057597 0.064701 0.021663 60.202 60.202 1.01E-02 46.87 465380

15826 GDDLDTALGLYNEIAAK Unmodified _GDDLDTALGLYNEIAAK_ B4FVQ0_MAIZE 2 889.94398 1777.8734 1.0385 -1.1 -0.074873 114.96 114.96 3.42E-29 60.39 419680

15827 GDDPLDPAGCMLDLNSIYAR Oxidation (M) _GDDPLDPAGCM(ox)LDLNSIYAR_ B4FKI8_MAIZE 2 1104.9986 2207.9827 1.2306 0.5015 1.7302 100.68 100.68 1.99E-37 60.63 158750

15828 GDDPLDPAGCMLDLNSIYAR Oxidation (M) _GDDPLDPAGCM(ox)LDLNSIYAR_ B4FKI8_MAIZE 2 1104.9986 2207.9827 1.1575 0.15346 1.3102 101.52 101.52 4.23E-04 60.38 94674

15829 GDDVVCIIK Unmodified _GDDVVCIIK_ B4F9G8_MAIZE 2 509.76551 1017.5165 -0.0034953 -1.2888 -1.2727 63.031 63.031 1.01E-02 31.96 1021900

15830 GDDVVCIIK Unmodified _GDDVVCIIK_ B4F9G8_MAIZE 2 509.76551 1017.5165 -0.14739 -1.7735 -1.9008 63.281 63.281 3.39E-01 19.7 377310

15831 GDDVVCIIK Unmodified _GDDVVCIIK_ B4F9G8_MAIZE 2 509.76551 1017.5165 -0.01781 -0.85362 -0.85332 64.756 64.756 1.12E-01 23.88 236280

15832 GDEELDTLIK Unmodified _GDEELDTLIK_ B4FXB2_MAIZE 2 566.79024 1131.5659 0.133 0.5721 0.68924 72.858 72.858 1.45E-01 25.24 950740

15833 GDEELDTLIK Unmodified _GDEELDTLIK_ B4FXB2_MAIZE 2 566.79024 1131.5659 0.0071652 0.17428 0.16769 73.632 73.632 1.25E-02 31.38 128220

15834 GDEELDTLIK Unmodified _GDEELDTLIK_ B4FXB2_MAIZE 2 566.79024 1131.5659 0.078468 0.32421 0.3881 73.982 73.982 1.00E+00 5.99 409780

15835 GDEELDTLIK Unmodified _GDEELDTLIK_ B4FXB2_MAIZE 2 566.79024 1131.5659 0.0084177 0.005521 0.00018274 74.717 74.717 1.84E-04 44.66 2553600

15836 GDETPLALR Unmodified _GDETPLALR_ B6U7Y1_MAIZE 2 486.26146 970.50836 -0.083946 4.0263 3.9204 55.486 55.486 3.39E-01 24.71 217670

15837 GDETPLALR Unmodified _GDETPLALR_ B6U7Y1_MAIZE 2 486.26146 970.50836 -0.0071095 -0.2811 -0.30116 57.441 57.441 3.32E-02 37.87 284190

15838 GDETPLALR Unmodified _GDETPLALR_ B6U7Y1_MAIZE 2 486.26146 970.50836 -0.031365 -0.61039 -0.65384 56.678 56.678 1.01E-02 29.51 336320

15839 GDETPLALR Unmodified _GDETPLALR_ B6U7Y1_MAIZE 2 486.26146 970.50836 -0.063108 -0.069045 -0.14509 57.314 57.314 3.39E-01 36.87 1417500

15840 GDETPLALR Unmodified _GDETPLALR_ B6U7Y1_MAIZE 2 486.26146 970.50836 -0.12866 -0.11974 -0.26165 58.108 58.108 9.73E-03 36.2 2926700

15841 GDFADEASAPTESDIEETLK Unmodified _GDFADEASAPTESDIEETLK_ Q9SAZ6_MAIZE 2 1062.9764 2123.9383 1.2108 0.23535 1.4355 88.101 88.101 3.12E-37 69.41 233700

15842 GDFADEASAPTESDIEETLK Unmodified _GDFADEASAPTESDIEETLK_ Q9SAZ6_MAIZE 2 1062.9764 2123.9383 1.2076 0.31596 1.5128 88.526 88.526 4.45E-02 17.38 266850

15843 GDFADEASAPTESDIEETLKR Unmodified _GDFADEASAPTESDIEETLKR_ Q9SAZ6_MAIZE 3 761.0204 2280.0394 0.87451 -0.064784 0.79666 83.691 83.691 4.33E-06 36.01 1128800

15844 GDFADEASAPTESDIEETLKR Unmodified _GDFADEASAPTESDIEETLKR_ Q9SAZ6_MAIZE 3 761.0204 2280.0394 0.84871 0.056695 0.89299 84.049 84.049 3.77E-10 38.35 788640

15845 GDFADEASAPTESDIEETLKR Unmodified _GDFADEASAPTESDIEETLKR_ Q9SAZ6_MAIZE 3 761.0204 2280.0394 0.85491 0.097153 0.93931 84.512 84.512 2.43E-04 28.62 745070

15846 GDFADEASAPTESDIEETLKR Unmodified _GDFADEASAPTESDIEETLKR_ Q9SAZ6_MAIZE 3 761.0204 2280.0394 0.83194 -0.37645 0.44362 85.246 85.246 9.19E-08 37.12 341140

15847 GDFADVVLGYDTIGGYVSGK Unmodified _GDFADVVLGYDTIGGYVSGK_ B4FMF7_MAIZE 2 1016.9967 2031.9789 1.2584 0.69306 1.9678 119.55 119.55 3.79E-06 48.44 304770

15848 GDFADVVLGYDTIGGYVSGK Unmodified _GDFADVVLGYDTIGGYVSGK_ B4FMF7_MAIZE 2 1016.9967 2031.9789 1.2194 0.19317 1.4299 119.08 119.08 1.22E-73 91.01 1675600

15849 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.051553 0.15638 0.11621 65.186 65.186 9.73E-03 38.2 4831700

15850 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.2751 0.22063 -0.041634 65.797 65.797 1.01E-02 38.05 507210

15851 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.17537 -0.039184 -0.2021 65.424 65.424 1.01E-02 49.15 832800

15852 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.058427 0.12878 0.082428 66.793 66.793 9.73E-03 60.92 1197600

15853 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.06138 0.28185 0.23227 66.193 66.193 9.73E-03 50.85 1127200

15854 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.12884 0.2772 0.15958 66.507 66.507 3.21E-03 48.91 1336500

15855 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.11336 0.045568 -0.056766 66.736 66.736 9.73E-03 43.63 2366000

15856 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.060097 66.982 66.982 4.47E-03 49.09

15857 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.13623 -0.41678 -0.53974 65.364 65.364 9.73E-03 46.55 2277200

15858 GDFAVDIGR Unmodified _GDFAVDIGR_ B4FK49_MAIZE 2 475.24052 948.46649 -0.28806 -0.25525 -0.53033 67.649 67.649 9.73E-03 56.72 42391000
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15859 GDFEALEK Unmodified _GDFEALEK_ B4FIH9_MAIZE 2 454.72163 907.42871 -0.00080985 0.54321 0.52265 54.326 54.326 1.65E-01 15.7 1405700

15860 GDFETLEK Unmodified _GDFETLEK_ B4FHJ2_MAIZE 2 469.72691 937.43928 -2.35E-05 0.95858 0.94921 52.424 52.424 1.00E+00 5.69 495710

15861 GDFETLEK Unmodified _GDFETLEK_ B4FHJ2_MAIZE 2 469.72691 937.43928 -0.054477 0.3945 0.33037 52.576 52.576 7.88E-01 21.71 915590

15862 GDFETLEK Unmodified _GDFETLEK_ B4FHJ2_MAIZE 2 469.72691 937.43928 -0.071507 0.37905 0.29816 52.366 52.366 1.65E-01 30.84 3233700

15863 GDFQELDQIAATKPFVK Unmodified _GDFQELDQIAATKPFVK_ B4FAJ4_MAIZE 3 636.33515 1905.9836 0.39003 0.022453 0.41178 90.642 90.642 1.00E+00 17.46 366150

15864 GDFQELDQIAATKPFVK Unmodified _GDFQELDQIAATKPFVK_ B4FAJ4_MAIZE 3 636.33515 1905.9836 0.33473 -0.24264 0.091142 90.337 90.337 1.19E-02 32.59 4525100

15865 GDGKPGESEAAPLAFVDETAPHVIIGEEK Unmodified _GDGKPGESEAAPLAFVDETAPHVIIGEEK_ Q5I204_MAIZE 4 741.62128 2962.456 0.79264 0.1404 0.92666 95.011 95.011 2.06E-03 24.34 1147300

15866 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.0714 -0.13953 0.95114 98.428 98.428 5.99E-07 32 3209100

15867 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.0491 -0.23485 0.83313 99.342 99.342 5.10E-09 46.48 1512700

15868 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.049 -0.28934 0.77869 99.678 99.678 2.40E-19 63.75 2416200

15869 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.1448 0.15602 1.3199 137.55 137.55 4.17E-02 6.8 110850

15870 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.0361 -0.20761 0.84727 99.601 99.601 1.60E-13 52.38 3512300

15871 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.1904 0.11157 1.321 136.86 136.86 6.66E-06 28.5 239120

15872 GDGPAIGIDLGTTYSCVGVWQHDR Unmodified _GDGPAIGIDLGTTYSCVGVWQHDR_ B6SZ69_MAIZE 3 858.73957 2573.1969 1.0918 -0.3019 0.80881 99.746 99.746 1.57E-10 51.69 389360

15873 GDGSSIFVLFK Unmodified _GDGSSIFVLFK_ B4FRP8_MAIZE 2 585.31369 1168.6128 0.12268 0.70592 0.83991 103.15 103.15 4.48E-03 56.79 538860

15874 GDGTLAPVAIEMSLPELR Unmodified _GDGTLAPVAIEMSLPELR_ A1XCH8_MAIZE 2 934.99295 1867.9713 1.1848 -0.68915 0.48525 111.05 111.05 2.85E-09 86.93 392210

15875 GDGTLVPVAIELSLPELR Unmodified _GDGTLVPVAIELSLPELR_ Q9LKL4_MAIZE 2 940.03039 1878.0462 1.1371 -0.14003 0.99176 121.44 121.44 4.65E-12 61.11 3143600

15876 GDGTLVPVAIELSLPELR Unmodified _GDGTLVPVAIELSLPELR_ Q9LKL4_MAIZE 2 940.03039 1878.0462 1.1372 0.145 1.2771 121.85 121.85 3.54E-16 93.31 2025600

15877 GDGTLVPVAIELSLPELR Unmodified _GDGTLVPVAIELSLPELR_ Q9LKL4_MAIZE 2 940.03039 1878.0462 1.1167 0.2281 1.3396 122.05 122.05 3.54E-16 64.38 1402900

15878 GDGTLVPVAIELSLPELR Unmodified _GDGTLVPVAIELSLPELR_ Q9LKL4_MAIZE 2 940.03039 1878.0462 1.1131 0.35659 1.4641 122.11 122.11 4.65E-12 82.33 1237400

15879 GDGTLVPVAIELSLPELR Unmodified _GDGTLVPVAIELSLPELR_ Q9LKL4_MAIZE 2 940.03039 1878.0462 1.2946 0.29245 1.5819 121.52 121.52 8.94E-06 63.32 171110

15880 GDGVDELTNAR Unmodified _GDGVDELTNAR_ B6TR05_MAIZE 2 573.77292 1145.5313 0.17749 0.21372 0.39027 51.92 51.92 4.96E-02 32.92 577930

15881 GDGVILVSPPLR Unmodified _GDGVILVSPPLR_ B4FPJ2_MAIZE 2 611.86134 1221.7081 0.17245 0.25384 0.43324 78.579 78.579 1.60E-02 18.27 281690

15882 GDHEARGDDFEK Acetyl (Protein N-term) _(ac)GDHEARGDDFEK_ B6TBM1_MAIZE 3 473.20414 1416.5906 -0.096506 -0.12582 -0.22986 36.986 36.986 4.50E-01 11.94 1139700

15883 GDHTFVPVTR Unmodified _GDHTFVPVTR_ B6T706_MAIZE 3 376.86473 1127.5724 0.58676 0.025616 0.63832 48.142 48.142 1.00E+00 3.39 535990

15884 GDHTFVPVTR Unmodified _GDHTFVPVTR_ B6T706_MAIZE 3 376.86473 1127.5724 0.96136 47.59 47.59 6.49E-01 8.33

15885 GDHTFVPVTR Unmodified _GDHTFVPVTR_ B6T706_MAIZE 2 564.79345 1127.5724 0.033892 -0.068721 -0.0069725 48.584 48.584 1.25E-02 31.83 2431900

15886 GDHTFVPVTR Unmodified _GDHTFVPVTR_ B6T706_MAIZE 2 564.79345 1127.5724 0.10118 -0.045516 0.081972 46.005 46.005 7.11E-01 12.62 412610

15887 GDHTYVPVTQK Unmodified _GDHTYVPVTQK_ B6TSQ9_MAIZE 2 622.81713 1243.6197 0.43404 1.9906 2.436 37.265 37.265 1.47E-01 15.38 150350

15888 GDIGSASQEF Unmodified _GDIGSASQEF_ B6T543_MAIZE 2 505.7249 1009.4353 -0.17108 -0.12857 -0.29689 62.308 62.308 4.40E-02 22.66 54106

15889 GDIGSASQEF Unmodified _GDIGSASQEF_ B6T543_MAIZE 2 505.7249 1009.4353 -0.17367 0.034673 -0.13722 64.707 64.707 1.25E-02 41.79 1567300

15890 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 4 380.95467 1519.7896 0.67729 -0.16043 0.52076 63.637 63.637 3.08E-01 10.28 1009600

15891 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 3 507.6038 1519.7896 -0.13643 -0.027757 -0.16027 64.731 64.731 5.88E-01 20.51 233100

15892 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 3 507.6038 1519.7896 -0.035796 -0.22284 -0.25459 65.603 65.603 4.29E-02 17.34 797940
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15893 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 4 380.95467 1519.7896 0.59722 -0.14768 0.45407 65.023 65.023 1.00E+00 0.05 862810

15894 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 4 380.95467 1519.7896 0.52726 -0.14589 0.38359 65.371 65.371 1.28E-01 10.06 1202500

15895 GDITTNHFLPIHR Unmodified _GDITTNHFLPIHR_ B6SVV9_MAIZE 3 507.6038 1519.7896 -0.080387 -0.28012 -0.35627 65.364 65.364 1.28E-01 28.02 904250

15896 GDKVPISELEGK Unmodified _GDKVPISELEGK_ B4FLB0_MAIZE 2 636.34572 1270.6769 0.38596 0.001597 0.37476 56.495 56.495 6.74E-02 20.27 797630

15897 GDLAIVVGR Unmodified _GDLAIVVGR_ B6TKC5_MAIZE 2 450.26908 898.52362 -0.16742 0.27469 0.11327 64.515 64.515 1.01E-02 34.61 181400

15898 GDLAIVVGR Unmodified _GDLAIVVGR_ B6TKC5_MAIZE 2 450.26908 898.52362 -0.020175 1.0834 1.0669 64.873 64.873 1.12E-01 16.8 470130

15899 GDLAIVVGR Unmodified _GDLAIVVGR_ B6TKC5_MAIZE 2 450.26908 898.52362 -0.21636 -0.16078 -0.37093 66.257 66.257 9.73E-03 48.45 12759000

15900 GDLALAADIVR Unmodified _GDLALAADIVR_ B6TCV9_MAIZE 2 557.31676 1112.619 0.0048913 0.067593 0.057832 80.295 80.295 4.96E-02 31.64 1958500

15901 GDLAVQTGR Unmodified _GDLAVQTGR_ B4G0R1_MAIZE 2 458.74597 915.47739 -0.19488 0.4421 0.2555 39.545 39.545 3.21E-03 49.43 941400

15902 GDLFLVR Unmodified _GDLFLVR_ B6T8X9_MAIZE 2 410.2398 818.46504 0.17125 0.20142 0.37509 73.163 73.163 8.04E-02 43.52 7579800

15903 GDLFLVR Unmodified _GDLFLVR_ B6T8X9_MAIZE 2 410.2398 818.46504 0.36313 0.20895 0.57581 72.796 72.796 1.00E+00 3.66 217860

15904 GDLGAELPIEDVPLLQAEIVQTCR Unmodified _GDLGAELPIEDVPLLQAEIVQTCR_ B4FYH2_MAIZE 3 879.45818 2635.3527 1.1377 -0.13151 1.0035 123.71 123.71 4.52E-05 38.54 300840

15905 GDLGMEIPIEK Oxidation (M) _GDLGM(ox)EIPIEK_ B6T574_MAIZE 2 609.30775 1216.6009 -0.38468 65.346 65.346 3.91E-02 29.8

15906 GDLGMEIPIEK Oxidation (M) _GDLGM(ox)EIPIEK_ B6T574_MAIZE 2 609.30775 1216.6009 0.19398 66.559 66.559 8.09E-02 24.92

15907 GDLGMEIPVEK Unmodified _GDLGMEIPVEK_ B6TII5_MAIZE 2 594.30246 1186.5904 0.23416 0.25466 0.47736 71.592 71.592 4.48E-03 33.81 1456100

15908 GDLGMEIPVEK Unmodified _GDLGMEIPVEK_ B6TII5_MAIZE 2 594.30246 1186.5904 0.16765 0.076201 0.23252 71.958 71.958 3.83E-01 6.36 315090

15909 GDLGMEIPVEK Unmodified _GDLGMEIPVEK_ B6TII5_MAIZE 2 594.30246 1186.5904 0.24259 0.13008 0.36139 72.72 72.72 3.83E-01 9.75 525480

15910 GDLGMEIPVEK Oxidation (M) _GDLGM(ox)EIPVEK_ B6TII5_MAIZE 2 602.29992 1202.5853 0.23066 0.44937 0.67111 59.45 59.45 3.57E-04 34.33 407530

15911 GDLGMEIPVEK Oxidation (M) _GDLGM(ox)EIPVEK_ B6TII5_MAIZE 2 602.29992 1202.5853 0.30131 0.30953 0.60265 61.104 61.104 4.96E-02 17.14 616700

15912 GDLGVVVGR Unmodified _GDLGVVVGR_ B6TMG4_MAIZE 2 436.25343 870.49232 -0.13465 0.10838 0.0025295 55.714 55.714 3.32E-02 24.75 91390

15913 GDLGVVVGR Unmodified _GDLGVVVGR_ B6TMG4_MAIZE 2 436.25343 870.49232 -0.16331 0.086835 -0.048196 58.279 58.279 1.12E-01 23.05 6531600

15914 GDMDSVRPEVK Oxidation (M) _GDM(ox)DSVRPEVK_ B6SN96_MAIZE 3 416.86781 1247.5816 0.33633 0.09785 0.43435 31.542 31.542 3.45E-01 11.17 429190

15915 GDMPTVPAEVIESIR Oxidation (M) _GDM(ox)PTVPAEVIESIR_ B4FRW8_MAIZE 2 815.41126 1628.808 0.99988 0.19174 1.1883 89.961 89.961 1.60E-05 31.68 682840

15916 GDMPTVPAEVIESIR Unmodified _GDMPTVPAEVIESIR_ B4FRW8_MAIZE 2 807.41381 1612.8131 1.0016 0.035903 1.0315 100.44 100.44 1.00E+00 5.95 258280

15917 GDNITLMMNSGK 2 Oxidation (M) _GDNITLM(ox)M(ox)NSGK_ B6SK95_MAIZE 2 656.79722 1311.5799 0.3648 -0.045057 0.31429 41.748 41.748 1.11E-04 42.48 412330

15918 GDNITLMMNSGK Oxidation (M) _GDNITLMM(ox)NSGK_ B6SK95_MAIZE 2 648.79976 1295.585 0.38219 0.039639 0.4138 53.491 53.491 1.60E-02 23.38 86341

15919 GDNITLMMNSGK Oxidation (M) _GDNITLM(ox)MNSGK_ B6SK95_MAIZE 2 648.79976 1295.585 0.36692 0.46879 0.82679 56.047 56.047 1.11E-04 52.79 114300

15920 GDNITLMMNSGK Unmodified _GDNITLMMNSGK_ B6SK95_MAIZE 2 640.80231 1279.5901 0.41101 -0.050166 0.34849 67.115 67.115 1.60E-02 32.66 20342

15921 GDNLTGAYYHK Unmodified _GDNLTGAYYHK_ Q9SPD8_MAIZE 2 619.79365 1237.5728 0.40506 0.19705 0.59111 43.982 43.982 1.67E-02 30.93 690940

15922 GDNSGDGIESLINK Unmodified _GDNSGDGIESLINK_ B6T8D6_MAIZE 2 709.84153 1417.6685 0.86878 3.0155 3.8699 74.705 74.705 3.51E-02 19.97 90470

15923 GDNVMIIR Oxidation (M) _GDNVM(ox)IIR_ B4FZW6_MAIZE 2 467.24475 932.47495 -0.19893 0.35169 0.14416 49.202 49.202 1.65E-01 18.91 254190

15924 GDNVNGDDFTEK Unmodified _GDNVNGDDFTEK_ B6TUB8_MAIZE 2 655.7784 1309.5422 0.47042 -0.46223 0.018895 42.971 42.971 7.72E-03 34.97 668680

15925 GDNVNGDDFTEK Unmodified _GDNVNGDDFTEK_ B6TUB8_MAIZE 2 655.7784 1309.5422 0.48119 -0.057788 0.43367 45.889 45.889 6.74E-02 46.46 833810

15926 GDNVNGDDFTEK Unmodified _GDNVNGDDFTEK_ B6TUB8_MAIZE 2 655.7784 1309.5422 0.47792 -0.047038 0.44164 45.958 45.958 1.60E-02 47.7 715320
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15927 GDNVNGDDFTEK Unmodified _GDNVNGDDFTEK_ B6TUB8_MAIZE 2 655.7784 1309.5422 0.45306 -0.11818 0.34545 45.978 45.978 2.00E-01 38.52 4455500

15928 GDPDGGFTVLANYIGVLGK Unmodified _GDPDGGFTVLANYIGVLGK_ B4FVG0_MAIZE 2 946.99127 1891.968 1.1647 -0.012285 1.1652 125.32 125.32 5.48E-24 71.91 330770

15929 GDPFEFTLGNGQVIK Unmodified _GDPFEFTLGNGQVIK_ B4FUK2_MAIZE 2 811.41466 1620.8148 1.0546 -0.6722 0.3938 99.651 99.651 1.56E-01 13.93 6054.9

15930 GDPFEFTLGNGQVIK Unmodified _GDPFEFTLGNGQVIK_ B4FUK2_MAIZE 2 811.41466 1620.8148 0.8125 -1.3373 -0.51328 98.226 98.226 6.53E-30 67.1 1084700

15931 GDPGIAAVYDK Unmodified _GDPGIAAVYDK_ Q9SAZ6_MAIZE 2 553.27985 1104.5451 0.044666 -0.018584 0.021723 56.411 56.411 3.57E-04 33.82 5721700

15932 GDPGIAAVYDK Unmodified _GDPGIAAVYDK_ Q9SAZ6_MAIZE 2 553.27985 1104.5451 0.03691 -0.43617 -0.4033 56.408 56.408 4.48E-03 27.16 2827900

15933 GDPGIAAVYDK Unmodified _GDPGIAAVYDK_ Q9SAZ6_MAIZE 2 553.27985 1104.5451 0.069041 -0.094548 -0.028868 58.338 58.338 5.66E-08 63.86 2709900

15934 GDPIAITNSLER Unmodified _GDPIAITNSLER_ B6TBM1_MAIZE 2 643.34097 1284.6674 0.36415 0.029764 0.37675 71.743 71.743 7.61E-14 64.4 7973100

15935 GDPIAITNSLER Unmodified _GDPIAITNSLER_ B6TBM1_MAIZE 2 643.34097 1284.6674 0.47126 0.31668 0.77067 70.889 70.889 6.74E-02 18.5 618230

15936 GDPIEFELGTGQVIK Unmodified _GDPIEFELGTGQVIK_ B6SYF5_MAIZE 2 801.92232 1601.8301 0.92096 0.096589 1.0208 92.403 92.403 7.01E-11 45.03 82591

15937 GDPIEFELGTGQVIK Unmodified _GDPIEFELGTGQVIK_ B6SYF5_MAIZE 2 801.92232 1601.8301 0.95388 -0.058353 0.89907 90.949 90.949 6.53E-30 84.4 692590

15938 GDPSDDFSFPSLFPAAMR Unmodified _GDPSDDFSFPSLFPAAMR_ B4FKV2_MAIZE 2 978.94346 1955.8724 1.2227 0.2902 1.5179 120.93 120.93 3.87E-04 34.1 316760

15939 GDPSTAASFELDQR Unmodified _GDPSTAASFELDQR_ B4FPA6_MAIZE 2 747.34698 1492.6794 0.78045 -0.17172 0.60666 66.75 66.75 3.40E-25 75.76 570010

15940 GDQELPPYVIIGEPVAAPPPPQHR Unmodified _GDQELPPYVIIGEPVAAPPPPQHR_ B6U8P6_MAIZE 3 859.78685 2576.3387 1.147 1.1765 2.3195 89.268 89.268 1.17E-03 27.01 606020

15941 GDQYAIALALLDEGK Unmodified _GDQYAIALALLDEGK_ Q94G04_MAIZE 2 788.9145 1575.8144 0.98255 1.1503 2.1112 107.31 107.31 2.37E-16 58.53 282030

15942 GDQYAVALGLLDEGK Unmodified _GDQYAVALGLLDEGK_ B6T613_MAIZE 2 774.89885 1547.7831 0.88084 0.16425 1.0371 97.442 97.442 6.53E-30 83.14 1274500

15943 GDSLTGAYYHK Unmodified _GDSLTGAYYHK_ B4FT85_MAIZE 2 606.2882 1210.5619 0.29624 0.18997 0.47805 44.945 44.945 1.67E-02 46.32 1171000

15944 GDSQYSFSLTTFSPSGK Acetyl (Protein N-term) _(ac)GDSQYSFSLTTFSPSGK_ B4FFX7_MAIZE 2 925.92579 1849.837 1.1304 0.4299 1.5662 104.46 104.46 1.00E+00 3.94 93890

15945 GDSQYSFSLTTFSPSGK Acetyl (Protein N-term) _(ac)GDSQYSFSLTTFSPSGK_ B4FFX7_MAIZE 2 925.92579 1849.837 1.0529 -0.061978 0.99708 104.04 104.04 1.37E-17 63.83 3289500

15946 GDSQYSFSLTTFSPSGK Acetyl (Protein N-term) _(ac)GDSQYSFSLTTFSPSGK_ B4FFX7_MAIZE 2 925.92579 1849.837 1.1554 0.13955 1.3016 104.61 104.61 5.92E-01 9.12 76040

15947 GDSVIIVLR Unmodified _GDSVIIVLR_ B4FFH9_MAIZE 2 486.29784 970.58113 0.015769 -0.1308 -0.11574 72.08 72.08 1.12E-01 27.53 254100

15948 GDSVIIVLR Unmodified _GDSVIIVLR_ B4FFH9_MAIZE 2 486.29784 970.58113 -0.21321 0.19402 -0.018941 73.732 73.732 3.39E-01 14.5 129420

15949 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.90049 0.030398 0.95427 100.35 100.35 2.96E-06 43 651500

15950 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.82063 0.10898 0.95404 103.03 103.03 6.31E-03 35.35 99123

15951 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.9034 0.049472 0.97657 100.9 100.9 7.64E-09 58.03 269320

15952 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.8682 0.11973 1.0109 100.97 100.97 1.95E-13 54.52 473780

15953 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.90648 0.76738 1.6967 100.83 100.83 2.00E-19 58.88 462760

15954 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.94697 0.37024 1.3404 101.05 101.05 1.95E-13 66.33 747850

15955 GDSVIVVDNFFTGR Unmodified _GDSVIVVDNFFTGR_ B4FP94_MAIZE 2 763.38591 1524.7573 0.82565 0.54646 1.3945 100.64 100.64 1.95E-13 78.38 3925900

15956 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.0045568 -0.21796 -0.21483 50.314 50.314 3.39E-01 20.38 5164600

15957 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.14763 -0.22624 -0.36616 50.341 50.341 1.00E+00 13.16 855450

15958 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.012415 0.28309 0.27886 52.532 52.532 9.73E-03 37.91 1438500

15959 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.0016723 0.13573 0.14097 51.846 51.846 1.00E+00 12.99 1353400

15960 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.029385 -0.97896 -0.99692 52.639 52.639 7.18E-01 24.17 1415000
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15961 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.0077589 0.068199 0.069231 52.343 52.343 7.18E-01 16.64 1316100

15962 GDSVVLMGK Unmodified _GDSVVLMGK_ B4FNM4_MAIZE 2 453.24168 904.4688 -0.097203 -0.072949 -0.16177 52.96 52.96 9.73E-03 51.15 19353000

15963 GDSVVLMGK Oxidation (M) _GDSVVLM(ox)GK_ B4FNM4_MAIZE 2 461.23914 920.46372 0.019973 0.4626 0.49474 39.522 39.522 1.01E-02 42.92 342510

15964 GDSVVLMGK Oxidation (M) _GDSVVLM(ox)GK_ B4FNM4_MAIZE 2 461.23914 920.46372 0.02702 0.29053 0.32945 38.783 38.783 3.32E-02 45.98 341070

15965 GDSVVLMGK Oxidation (M) _GDSVVLM(ox)GK_ B4FNM4_MAIZE 2 461.23914 920.46372 -0.049447 0.21576 0.17778 39.346 39.346 1.06E-02 37.62 398130

15966 GDSVVLMGK Oxidation (M) _GDSVVLM(ox)GK_ B4FNM4_MAIZE 2 461.23914 920.46372 -0.096688 0.1808 0.096734 40.169 40.169 1.01E-02 58.07 3248900

15967 GDTVLLK Unmodified _GDTVLLK_ B6T8X9_MAIZE 2 373.22635 744.43815 0.7894 0.79601 1.584 42.607 42.607 1.00E+00 0.81 1386100

15968 GDTVLLK Unmodified _GDTVLLK_ B6T8X9_MAIZE 2 373.22635 744.43815 0.69079 0.15774 0.84791 44.777 44.777 8.04E-02 27.29 2936100

15969 GDTVLLK Unmodified _GDTVLLK_ B6T8X9_MAIZE 2 373.22635 744.43815 0.60698 -0.21066 0.39835 44.131 44.131 8.04E-02 38.07 9714400

15970 GDTVLLK Unmodified _GDTVLLK_ B6T8X9_MAIZE 2 373.22635 744.43815 0.74627 0.48767 1.2341 45.352 45.352 1.86E-01 30.23 499350

15971 GDTVQAVPDIGPTVK Unmodified _GDTVQAVPDIGPTVK_ B6TAV8_MAIZE 2 748.90139 1495.7882 0.78958 -0.39583 0.41461 67.437 67.437 2.05E-04 46.13 1102700

15972 GDVFVFPR Unmodified _GDVFVFPR_ B4FY73_MAIZE 2 468.75053 935.4865 -0.16672 -0.069539 -0.20964 78.887 78.887 1.65E-01 15.41 19933

15973 GDVFVFPR Unmodified _GDVFVFPR_ B4FY73_MAIZE 2 468.75053 935.4865 -0.16729 0.27817 0.13422 77.979 77.979 5.06E-02 29.19 391020

15974 GDVFVFPR Unmodified _GDVFVFPR_ B4FY73_MAIZE 2 468.75053 935.4865 -0.013536 0.13311 0.14372 78.537 78.537 1.65E-01 43.1 310760

15975 GDVFVFPR Unmodified _GDVFVFPR_ B4FY73_MAIZE 2 468.75053 935.4865 0.018193 0.2405 0.28303 78.181 78.181 3.77E-01 30.56 291380

15976 GDVSALQAER Unmodified _GDVSALQAER_ B4FQ20_MAIZE 2 523.26727 1044.52 -0.0081271 -0.12207 -0.14378 42.482 42.482 2.81E-03 46.76 1401000

15977 GDVTILPTLVVNNR Unmodified _GDVTILPTLVVNNR_ B4FAD8_MAIZE 2 755.93302 1509.8515 0.93029 -0.16068 0.77562 90.446 90.446 2.25E-03 27.4 242310

15978 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.021641 0.089764 0.071587 72.053 72.053 3.05E-02 32.04 625580

15979 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.18407 0.19691 0.015975 72.709 72.709 1.01E-02 45.4 1215700

15980 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.09012 -0.10074 -0.18725 73.465 73.465 3.32E-02 33.69 1613700

15981 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.05491 0.20422 0.15253 72.997 72.997 1.01E-02 43.01 843810

15982 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.1572 0.23249 0.079245 73.121 73.121 9.73E-03 43.5 3358800

15983 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.042708 -0.19539 -0.23302 73.329 73.329 1.01E-02 33.37 580200

15984 GDVVMSLLR Oxidation (M) _GDVVM(ox)SLLR_ B4FQP4_MAIZE 2 503.27351 1004.5325 -0.067474 -0.033956 -0.096753 72.584 72.584 1.12E-01 31.1 340650

15985 GDVVMSLLR Unmodified _GDVVMSLLR_ B4FQP4_MAIZE 2 495.27605 988.53755 0.017668 0.66426 0.6798 82.833 82.833 9.73E-03 54.16 2680500

15986 GDVVMSLLR Unmodified _GDVVMSLLR_ B4FQP4_MAIZE 2 495.27605 988.53755 0.036137 1.221 1.2539 83.934 83.934 3.32E-02 18.32 536590

15987 GDWNGAGAHTNYSTK Unmodified _GDWNGAGAHTNYSTK_ B4FR61_MAIZE 3 526.90257 1577.6859 0.053468 -0.49243 -0.43901 41.084 41.084 1.00E+00 2.26 1281600

15988 GDWNGAGAHTNYSTK Unmodified _GDWNGAGAHTNYSTK_ B4FR61_MAIZE 3 526.90257 1577.6859 0.06075 -0.23924 -0.17818 42.548 42.548 1.00E+00 6.85 420180

15989 GDWNGAGAHTNYSTK Unmodified _GDWNGAGAHTNYSTK_ B4FR61_MAIZE 3 526.90257 1577.6859 0.021157 -0.13895 -0.11897 43.148 43.148 1.00E+00 10.81 861340

15990 GDWNGAGAHTNYSTK Unmodified _GDWNGAGAHTNYSTK_ B4FR61_MAIZE 2 789.85022 1577.6859 0.91919 0.076591 0.99505 44.075 44.075 2.37E-16 81.79 1965000

15991 GDWNGAGAHTNYSTK Unmodified _GDWNGAGAHTNYSTK_ B4FR61_MAIZE 3 526.90257 1577.6859 -0.090044 -0.29928 -0.38911 44.076 44.076 4.82E-01 16.61 11405000

15992 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.07089 0.013321 -0.057304 47.57 47.57 3.21E-03 57.04 3295100

15993 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.2753 0.16777 -0.10683 47.664 47.664 3.21E-03 57.23 515340

15994 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.20193 -0.65236 -0.85221 47.121 47.121 3.21E-03 42.66 312980
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15995 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.090217 -0.48016 -0.56955 49.745 49.745 3.21E-03 53.58 612820

15996 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.093173 -0.94873 -1.0383 49.003 49.003 3.13E-03 43.7 591490

15997 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.1128 0.4603 0.34816 49.859 49.859 3.21E-03 52.95 844500

15998 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.034678 0.52102 0.48667 49.768 49.768 3.13E-03 47.64 1431400

15999 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.13687 0.17135 0.035317 50.478 50.478 3.21E-03 50.49 2422100

16000 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.13361 -1.7826 -1.9115 47.781 47.781 3.21E-03 64.45 3200900

16001 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.27878 -0.18055 -0.45686 50.886 50.886 3.21E-03 57.64 37299000

16002 GDYAVEVGR Unmodified _GDYAVEVGR_ B6TG38_MAIZE 2 483.23798 964.46141 -0.20435 -0.085165 -0.2878 58.113 58.113 3.32E-02 42.2 393870

16003 GDYFLVGYDFPSYIDAQDR Unmodified _GDYFLVGYDFPSYIDAQDR_ B5AMJ8_MAIZE 2 1121.0104 2240.0062 1.2188 0.20534 1.4286 117.22 117.22 1.51E-46 84.99 528130

16004 GDYFLVGYDFPSYIDAQDR Unmodified _GDYFLVGYDFPSYIDAQDR_ B5AMJ8_MAIZE 2 1121.0104 2240.0062 1.2127 0.008167 1.2257 117.61 117.61 5.89E-20 55.21 394480

16005 GDYFLVGYDFPSYIDAQDR Unmodified _GDYFLVGYDFPSYIDAQDR_ B5AMJ8_MAIZE 2 1121.0104 2240.0062 1.2095 0.27438 1.4884 117.77 117.77 5.57E-58 75.9 257960

16006 GDYFLVGYDFPSYIDAQDR Unmodified _GDYFLVGYDFPSYIDAQDR_ B5AMJ8_MAIZE 2 1121.0104 2240.0062 1.1713 0.042065 1.2183 117.78 117.78 1.84E-40 87.24 400780

16007 GDYFLVGYDFPSYIDAQDR Unmodified _GDYFLVGYDFPSYIDAQDR_ B5AMJ8_MAIZE 2 1121.0104 2240.0062 1.1373 -0.23062 0.91173 118.43 118.43 1.84E-40 67.64 136760

16008 GDYISGTSDR Unmodified _GDYISGTSDR_ Q42361_MAIZE 2 535.74108 1069.4676 -0.047553 -0.368 -0.41152 41.205 41.205 1.62E-03 50.74 922400

16009 GDYLMIK Unmodified _GDYLMIK_ B4FBM9_MAIZE 2 420.22021 838.42588 0.25475 -0.45361 -0.21908 61.512 61.512 8.04E-02 26.91 6303200

16010 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.049598 0.20114 0.15148 53.052 53.052 5.06E-02 28.1 4066000

16011 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.034436 0.28013 0.24641 65.672 65.672 1.65E-01 13.87 2320600

16012 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.1259 -0.088916 -0.21327 53.399 53.399 1.00E+00 13.74 20640

16013 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.16752 -0.084388 -0.2516 53.121 53.121 2.74E-01 32.22 4729100

16014 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.098325 -0.36156 -0.45835 55.327 55.327 2.92E-02 40.51 8696200

16015 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.041936 -0.14078 -0.18238 67.372 67.372 7.88E-01 8.34 763820

16016 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.10605 0.087468 -0.017834 54.706 54.706 1.90E-02 40.6 7528300

16017 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.002572 -0.052291 -0.053338 66.778 66.778 1.65E-01 15.24 433030

16018 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.20265 -0.093884 -0.29649 55.413 55.413 2.15E-02 39.63 22188000

16019 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.14229 -0.44222 -0.58264 55.156 55.156 2.15E-02 41.68 36788000

16020 GDYPFSMR Oxidation (M) _GDYPFSM(ox)R_ BGLC_MAIZE B 2 494.71328 987.41202 -0.12638 0.16231 0.036207 55.724 55.724 5.51E-01 8 1149900

16021 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.11212 -0.005068 -0.12032 65.68 65.68 1.90E-02 38.11 22795000

16022 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.16243 0.092326 -0.074048 66.15 66.15 5.06E-02 38.98 4262900

16023 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.083943 -0.00285 -0.089709 67.4 67.4 5.06E-02 30.26 6626500

16024 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.10465 0.032642 -0.07465 66.817 66.817 5.06E-02 31.89 4223500

16025 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.21161 -0.18194 -0.39699 67.117 67.117 3.48E-02 42.36 19752000

16026 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.18188 -0.57744 -0.76222 67.21 67.21 2.92E-02 45.62 60610000

16027 GDYPFSMR Unmodified _GDYPFSMR_ BGLC_MAIZE B 2 486.71583 971.4171 -0.13601 0.10281 -0.036151 67.467 67.467 5.06E-02 21.89 2010100

16028 GDYTLTTR Unmodified _GDYTLTTR_ B6TL24_MAIZE 2 463.73253 925.45051 -0.094551 -0.053106 -0.143 45.963 45.963 1.65E-01 23.77 898690
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16029 GEAGTGNVVEAVR Unmodified _GEAGTGNVVEAVR_ B4FQA2_MAIZE 2 629.82294 1257.6313 0.32797 0.087366 0.41726 50.612 50.612 1.47E-03 86.15 3068900

16030 GEAGTGNVVEAVR Unmodified _GEAGTGNVVEAVR_ B4FQA2_MAIZE 2 629.82294 1257.6313 0.36597 -0.002095 0.36581 48.118 48.118 2.61E-08 79.26 282670

16031 GEAHVFFLPK Unmodified _GEAHVFFLPK_ B6TLN8_MAIZE 3 382.20984 1143.6077 0.58613 0.023533 0.60889 70.225 70.225 1.26E-02 28.14 1000200

16032 GEAIPLEYNLAGLNAISFEK Unmodified _GEAIPLEYNLAGLNAISFEK_ B6SNX1_MAIZE 2 1075.0624 2148.1103 1.2063 0.508 1.6874 114.58 114.58 6.57E-12 50.27 123480

16033 GEAIPLEYNLAGLNAISFEK Unmodified _GEAIPLEYNLAGLNAISFEK_ B6SNX1_MAIZE 2 1075.0624 2148.1103 1.2273 0.096654 1.2975 115.08 115.08 3.79E-06 42.34 804010

16034 GEASPSIAK Acetyl (Protein N-term) _(ac)GEASPSIAK_ CYSK_MAIZE 2 451.23491 900.45526 -0.070803 0.07515 -0.029849 44.741 44.741 3.32E-02 31.31 8337700

16035 GECFFTTK Unmodified _GECFFTTK_ B6U0J6_MAIZE 2 495.22348 988.43241 -0.12491 0.083588 -0.019391 56.289 56.289 3.77E-01 24.01 34231

16036 GECFFTTK Unmodified _GECFFTTK_ B6U0J6_MAIZE 2 495.22348 988.43241 -0.02336 -0.49323 -0.49557 56.936 56.936 1.65E-01 19.12 376780

16037 GECFFTTK Unmodified _GECFFTTK_ B6U0J6_MAIZE 2 495.22348 988.43241 -0.059104 -0.29998 -0.33719 57.521 57.521 2.92E-02 17.9 482200

16038 GECPVELGK Unmodified _GECPVELGK_ B6T6A1_MAIZE 2 494.74204 987.46953 -0.13483 0.19095 0.05785 47.512 47.512 3.32E-02 26.64 211410

16039 GEDDEFSLAFAR Unmodified _GEDDEFSLAFAR_ B4F869_MAIZE 2 678.80696 1355.5994 0.57616 0.34408 0.91203 88.375 88.375 2.00E-01 48.2 468490

16040 GEDFPVQNYIVK Unmodified _GEDFPVQNYIVK_ B6TRR5_MAIZE 2 704.85899 1407.7034 0.6942 -1.2395 -0.54512 80.768 80.768 1.11E-04 46.78 1128700

16041 GEDFPVQNYIVK Unmodified _GEDFPVQNYIVK_ B6TRR5_MAIZE 2 704.85899 1407.7034 0.6311 -0.073179 0.55742 80.627 80.627 7.61E-14 83.61 4131400

16042 GEDVVHPLK Unmodified _GEDVVHPLK_ O65160_MAIZE 3 331.85031 992.5291 1.3426 0.19522 1.5394 40.97 40.97 6.12E-02 24.59 2017900

16043 GEEAMAPIASPTGGAVLVR Oxidation (M) _GEEAM(ox)APIASPTGGAVLVR_ B6T4I0_MAIZE 2 921.47493 1840.9353 1.1584 -0.30136 0.85124 69.743 69.743 1.06E-14 67.58 303710

16044 GEEAVHFSVVDAK Acetyl (Protein N-term) _(ac)GEEAVHFSVVDAK_ B4FV93_MAIZE 2 715.35153 1428.6885 0.71445 -0.11212 0.60069 73.788 73.788 2.61E-08 45.86 881530

16045 GEEFNGAEAVHR Unmodified _GEEFNGAEAVHR_ Q5YFA2_MAIZE 2 658.30492 1314.5953 0.53815 0.227 0.75196 42.622 42.622 1.60E-02 52.72 623310

16046 GEEFNGAEAVHR Unmodified _GEEFNGAEAVHR_ Q5YFA2_MAIZE 3 439.2057 1314.5953 0.095382 0.2308 0.31145 42.619 42.619 1.79E-02 19.86 2238500

16047 GEEIISGAQR Unmodified _GEEIISGAQR_ B6TIG4_MAIZE 2 530.27509 1058.5356 0.082179 0.40334 0.46176 41.724 41.724 1.84E-04 57.1 3160500

16048 GEEIISGAQR Unmodified _GEEIISGAQR_ B6TIG4_MAIZE 2 530.27509 1058.5356 -0.07265 0.35663 0.26145 41.083 41.083 2.81E-03 36.48 509430

16049 GEEIISGAQR Unmodified _GEEIISGAQR_ B6TIG4_MAIZE 2 530.27509 1058.5356 0.081337 1.0144 1.072 43.123 43.123 1.62E-03 44.37 183550

16050 GEETLLETVLCLVAPAK Unmodified _GEETLLETVLCLVAPAK_ B4FSS8_MAIZE 2 921.9977 1841.9808 1.0983 -0.12386 0.9678 129.27 129.27 5.92E-01 11.87 56348

16051 GEETLLETVLCLVAPAK Unmodified _GEETLLETVLCLVAPAK_ B4FSS8_MAIZE 2 921.9977 1841.9808 1.1898 1.0249 2.2068 130.81 130.81 7.46E-02 13.87 1009500

16052 GEFDDYWAR Unmodified _GEFDDYWAR_ B6SX61_MAIZE 2 579.74617 1157.4778 0.11965 0.3532 0.4676 77.841 77.841 3.32E-02 28.43 62164

16053 GEFNIAANR Unmodified _GEFNIAANR_ B6TBB6_MAIZE 2 496.25142 990.48829 -0.82384 51.32 51.32 2.17E-02 34.69

16054 GEGEKEDSEDEAAPPPR Unmodified _GEGEKEDSEDEAAPPPR_ B4FQS7_MAIZE 3 604.93426 1811.781 0.27833 -0.12448 0.1344 31.463 31.463 2.56E-01 17.96 432580

16055 GEGEKEDSEDEAAPPPR Unmodified _GEGEKEDSEDEAAPPPR_ B4FQS7_MAIZE 3 604.93426 1811.781 0.20723 -0.3098 -0.12162 34.806 34.806 1.09E-02 23.81 909720

16056 GEGGILR Unmodified _GEGGILR_ B6U124_MAIZE 2 351.20067 700.38679 0.99348 -0.95825 0.024832 37.151 37.151 4.49E-02 42.66 188850

16057 GEGPTLVECETYR Unmodified _GEGPTLVECETYR_ B4F8B8_MAIZE 2 755.84575 1509.677 0.82289 0.13506 0.95973 62.004 62.004 1.00E-11 70.36 619460

16058 GEGYLVDK Unmodified _GEGYLVDK_ O81237_MAIZE 2 440.72418 879.4338 0.15919 41.689 41.689 1.48E-01 12.2

16059 GEGYLVDK Unmodified _GEGYLVDK_ O81237_MAIZE 2 440.72418 879.4338 0.091579 0.34324 0.42626 44.44 44.44 2.92E-02 30.03 517290

16060 GEGYLVDK Unmodified _GEGYLVDK_ O81237_MAIZE 2 440.72418 879.4338 0.06121 0.40557 0.45837 44.238 44.238 1.90E-02 44.98 1928600

16061 GEISQDELQER Unmodified _GEISQDELQER_ B4FA63_MAIZE 2 652.30986 1302.6052 0.50019 0.076012 0.55639 48.605 48.605 3.57E-04 64.23 843360

16062 GEISQDELQER Unmodified _GEISQDELQER_ B4FA63_MAIZE 2 652.30986 1302.6052 0.47828 0.18872 0.64714 48.21 48.21 4.43E-05 75.46 511200
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16063 GEISQDELQER Unmodified _GEISQDELQER_ B4FA63_MAIZE 2 652.30986 1302.6052 0.46843 0.19806 0.64593 50.738 50.738 5.66E-08 71.2 1178300

16064 GEISQDELQER Unmodified _GEISQDELQER_ B4FA63_MAIZE 2 652.30986 1302.6052 0.45225 -0.056008 0.37645 49.996 49.996 4.43E-05 72.15 3537000

16065 GEISQDELQER Unmodified _GEISQDELQER_ B4FA63_MAIZE 2 652.30986 1302.6052 0.50213 0.078825 0.56112 50.802 50.802 4.48E-03 47.81 763520

16066 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.1936 -0.21366 0.96529 36.517 36.517 2.35E-01 15.29 1671400

16067 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.0351 -0.03408 0.98772 37.42 37.42 9.63E-01 20.01 28679

16068 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 2 511.79072 1021.5669 -0.15119 -0.079371 -0.2449 35.976 35.976 3.21E-03 33.08 349770

16069 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.0855 -0.38087 0.69225 35.966 35.966 8.40E-02 24.03 736320

16070 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.2229 -0.44577 0.76514 38.578 38.578 9.39E-03 29.22 1134700

16071 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 2 511.79072 1021.5669 -0.016357 0.071085 0.040359 38.581 38.581 3.21E-03 36.87 457110

16072 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 2 511.79072 1021.5669 0.032632 -0.25656 -0.23721 37.803 37.803 3.21E-03 32.16 202670

16073 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.1557 -0.33095 0.811 37.796 37.796 8.40E-02 24.25 507070

16074 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 2 511.79072 1021.5669 -0.0089486 -0.088319 -0.11022 38.365 38.365 9.73E-03 31.09 248060

16075 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 2 511.79072 1021.5669 -0.066019 -0.15066 -0.23028 38.139 38.139 3.21E-03 23.56 3220000

16076 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.1526 0.004008 1.1431 38.138 38.138 2.35E-02 23.64 6928800

16077 GEIVIHAQR Unmodified _GEIVIHAQR_ B4FG03_MAIZE 3 341.52957 1021.5669 1.237 -0.32083 0.9018 39.1 39.1 9.63E-01 25.15 323850

16078 GEIVTHAQNLQQELQK Unmodified _GEIVTHAQNLQQELQK_ Q5GAU1_MAIZE 3 612.65852 1834.9537 0.36516 -0.16609 0.1879 62.866 62.866 8.21E-03 26.37 291770

16079 GEIVTHAQNLQQELQK Unmodified _GEIVTHAQNLQQELQK_ Q5GAU1_MAIZE 3 612.65852 1834.9537 0.27087 0.14739 0.40614 63.291 63.291 1.90E-03 31.51 3942100

16080 GELAASAVNAPMVPAEVLSELAPFVVLAEK Oxidation (M) _GELAASAVNAPM(ox)VPAEVLSELAPFVVLAEK_ B6SL40_MAIZE 3 1013.5421 3037.6046 1.1957 -0.048951 1.1341 128.85 128.85 8.20E-04 46.27 4097900

16081 GELAASAVNAPMVPAEVLSELAPFVVLAEK Oxidation (M) _GELAASAVNAPM(ox)VPAEVLSELAPFVVLAEK_ B6SL40_MAIZE 3 1013.5421 3037.6046 1.2007 0.027716 1.2163 130.32 130.32 8.20E-04 41.6 2820100

16082 GELAASAVNAPMVPAEVLSELAPFVVLAEK Oxidation (M) _GELAASAVNAPM(ox)VPAEVLSELAPFVVLAEK_ B6SL40_MAIZE 3 1013.5421 3037.6046 1.1598 -0.056918 1.0906 131.53 131.53 5.53E-02 27.99 1100600

16083 GELAASAVNAPMVPAEVLSELAPFVVLAEK Unmodified _GELAASAVNAPMVPAEVLSELAPFVVLAEK_ B6SL40_MAIZE 3 1008.2105 3021.6097 1.2114 0.020776 1.2185 130.05 130.05 3.00E-03 32.2 1372800

16084 GELALVPQSPDK Unmodified _GELALVPQSPDK_ FRI1_MAIZE 2 627.34043 1252.6663 0.30599 -0.048866 0.24931 64.819 64.819 1.98E-03 39.12 53983

16085 GELALVPQSPDK Unmodified _GELALVPQSPDK_ FRI1_MAIZE 2 627.34043 1252.6663 0.26133 -0.096811 0.15544 64.136 64.136 1.60E-02 40.9 4096700

16086 GELATALR Unmodified _GELATALR_ B6SIM7_MAIZE 2 415.74016 829.46577 0.080824 -0.97226 -0.9168 47.338 47.338 1.65E-01 19.24 16972

16087 GELATALR Unmodified _GELATALR_ B6SIM7_MAIZE 2 415.74016 829.46577 0.16819 -0.30088 -0.15906 46.69 46.69 2.92E-02 53.18 6712700

16088 GELATALR Unmodified _GELATALR_ B6SIM7_MAIZE 2 415.74016 829.46577 0.0027347 0.56353 0.53857 50.077 50.077 3.48E-02 42.77 703430

16089 GELDDTAAFK Unmodified _GELDDTAAFK_ B6TD54_MAIZE 2 533.7562 1065.4979 0.0036704 -0.039691 -0.042596 59.214 59.214 1.62E-03 39.97 947610

16090 GELDDTAAFK Unmodified _GELDDTAAFK_ B6TD54_MAIZE 2 533.7562 1065.4979 -0.0192 0.147 0.12119 59.309 59.309 1.84E-04 40.67 7662000

16091 GELDDTAAFK Unmodified _GELDDTAAFK_ B6TD54_MAIZE 2 533.7562 1065.4979 -0.048293 -0.70569 -0.75933 59.819 59.819 2.81E-03 24.29 762660

16092 GELDDTAAFK Unmodified _GELDDTAAFK_ B6TD54_MAIZE 2 533.7562 1065.4979 -0.027258 0.23812 0.20518 57.633 57.633 7.11E-01 8.99 539260

16093 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.082882 0.13642 0.20549 94.34 94.34 5.58E-02 29.88 1587600

16094 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.045714 -0.20016 -0.1675 98.716 98.716 9.88E-01 9.85 27135

16095 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.011038 -0.006373 -0.0090925 94.966 94.966 5.58E-02 39.74 351880

16096 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.12029 0.018567 0.12565 95.16 95.16 1.00E+00 0.9 330280
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16097 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.11238 -0.14848 -0.050133 95.008 95.008 1.54E-01 25.9 500970

16098 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.13002 -0.26068 -0.14312 95.119 95.119 6.36E-01 14.22 228310

16099 GELDELEREDFFR Unmodified _GELDELEREDFFR_ B4FVD6_MAIZE 3 552.26176 1653.7635 0.0018005 0.086214 0.074349 96.078 96.078 5.58E-02 23.62 454600

16100 GELGFILDGFPR Unmodified _GELGFILDGFPR_ B6THB3_MAIZE 2 660.85097 1319.6874 0.50378 0.079055 0.58736 111.04 111.04 1.11E-04 54.33 239390

16101 GELILEIIK Unmodified _GELILEIIK_ B6TE58_MAIZE 2 514.32353 1026.6325 -0.09631 0.015838 -0.11518 97.065 97.065 7.18E-01 10.22 99620

16102 GELLDGLYTGINSQHITLTSK Unmodified _GELLDGLYTGINSQHITLTSK_ B6SWM0_MAIZE 3 754.0655 2259.1747 0.91755 0.30743 1.22 97.181 97.181 1.25E-14 52.35 494830

16103 GELLVGIVGSLDSGNR Unmodified _GELLVGIVGSLDSGNR_ B4FRS8_MAIZE 2 793.43084 1584.8471 0.98412 -0.43137 0.55407 103.98 103.98 7.42E-06 30.19 128810

16104 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.40197 0.008251 0.39963 59.029 59.029 1.00E-11 54.54 449570

16105 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.41361 0.23052 0.63332 60.682 60.682 2.61E-08 76.72 1119500

16106 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.4149 0.36133 0.7646 60.057 60.057 2.61E-08 64.11 1058100

16107 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.3974 0.26052 0.64746 60.558 60.558 1.00E-11 64.18 2108800

16108 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.527 60.421 60.421 2.22E-11 73.68

16109 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.527 60.733 60.733 9.25E-09 66.93

16110 GELNPLQDASGGK Unmodified _GELNPLQDASGGK_ B6TUA2_MAIZE 2 643.32277 1284.631 0.3586 -0.33953 0.0085675 59.3 59.3 1.47E-03 54.94 1142700

16111 GELNPLQDASGGKK Unmodified _GELNPLQDASGGKK_ B6TUA2_MAIZE 3 471.91593 1412.726 -0.04065 0.073598 0.019127 51.508 51.508 3.36E-01 9.98 959660

16112 GELNPLQDASGGKK Unmodified _GELNPLQDASGGKK_ B6TUA2_MAIZE 3 471.91593 1412.726 -0.090561 0.35501 0.24889 51.18 51.18 1.69E-02 21.63 5305800

16113 GELNPLQDASGGKK Unmodified _GELNPLQDASGGKK_ B6TUA2_MAIZE 2 707.37025 1412.726 0.6911 -0.15252 0.52453 51.174 51.174 3.56E-04 70.43 1353800

16114 GELNPLQDASGGKK Unmodified _GELNPLQDASGGKK_ B6TUA2_MAIZE 3 471.91593 1412.726 0.024788 -0.091833 -0.080781 49.655 49.655 4.16E-02 18.15 440500

16115 GELSDEVK Unmodified _GELSDEVK_ B6THL0_MAIZE 2 438.71909 875.42363 -0.11825 0.68974 0.5569 40.899 40.899 1.65E-01 27.81 218170

16116 GELSDEVKDK Unmodified _GELSDEVKDK_ B6THL0_MAIZE 2 560.28004 1118.5455 0.16059 0.61153 0.75583 39.477 39.477 1.25E-02 56.27 205080

16117 GELSVFPK Unmodified _GELSVFPK_ B4FY29_MAIZE 2 438.74491 875.47527 0.093255 1.0482 1.1347 64.6 64.6 1.00E+00 2.6 189950

16118 GELSVFPK Unmodified _GELSVFPK_ B4FY29_MAIZE 2 438.74491 875.47527 0.10289 1.5132 1.6077 63.991 63.991 1.00E+00 9.58 179600

16119 GELSVFPK Unmodified _GELSVFPK_ B4FY29_MAIZE 2 438.74491 875.47527 0.020168 0.83848 0.85282 64.342 64.342 1.65E-01 26.17 858700

16120 GELVSDNLVVGIIDEAMK Oxidation (M) _GELVSDNLVVGIIDEAM(ox)K_ B6U6M1_MAIZE 2 959.49552 1916.9765 1.2054 1.0975 2.2972 119.74 119.74 1.10E-25 46.82 57293

16121 GELYYVLLNLR Unmodified _GELYYVLLNLR_ B6ST71_MAIZE 2 676.88227 1351.75 0.63288 0.93977 1.5463 112.29 112.29 3.60E-06 50.37 199090

16122 GELYYVLLNLR Unmodified _GELYYVLLNLR_ B6ST71_MAIZE 2 676.88227 1351.75 0.60167 0.39091 0.96771 112.36 112.36 3.57E-04 38.68 320200

16123 GEMLDLQHAAAFLPR Oxidation (M) _GEM(ox)LDLQHAAAFLPR_ B6T5Z1_MAIZE 3 562.28737 1683.8403 0.14382 -0.06796 0.062931 91.672 91.672 4.35E-01 15.62 399780

16124 GEMLDLQHAAAFLPR Oxidation (M) _GEM(ox)LDLQHAAAFLPR_ B6T5Z1_MAIZE 3 562.28737 1683.8403 0.041586 0.1135 0.14311 91.392 91.392 4.00E-03 37.2 2026800

16125 GEMLDLQHAAAFLPR Oxidation (M) _GEM(ox)LDLQHAAAFLPR_ B6T5Z1_MAIZE 2 842.92741 1683.8403 1.1044 -0.60866 0.48389 91.391 91.391 1.28E-40 73.25 310760

16126 GEMLDLQHAAAFLPR Unmodified _GEMLDLQHAAAFLPR_ B6T5Z1_MAIZE 3 556.95573 1667.8454 0.059453 0.016017 0.061349 99.609 99.609 1.00E+00 1.2 414210

16127 GENDLPGLTDTEKPR Unmodified _GENDLPGLTDTEKPR_ B6T4E7_MAIZE 3 547.9408 1640.8006 0.043003 -0.022837 0.013876 57.173 57.173 5.05E-03 24.74 737570

16128 GENVVLIGELDR Unmodified _GENVVLIGELDR_ B6SII9_MAIZE 2 657.35662 1312.6987 0.4478 -0.46137 -0.020912 81.748 81.748 1.60E-02 22.04 39269

16129 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.068293 -0.20857 -0.27235 40.323 40.323 9.21E-03 31.43 7993000

16130 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.82393 0.66712 1.4956 40.325 40.325 1.49E-02 34.55 1757400
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16131 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.15343 -0.1809 -0.32839 39.899 39.899 3.76E-01 10.03 1237600

16132 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.84186 0.028925 0.87674 39.898 39.898 2.25E-03 62.02 271990

16133 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.048793 -0.28534 -0.32941 42.595 42.595 3.76E-01 22.02 2310900

16134 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.86416 0.18659 1.0556 42.594 42.594 3.56E-04 62.33 430210

16135 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.86178 0.067929 0.93533 41.789 41.789 1.49E-02 41.89 476860

16136 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.069122 -0.23919 -0.3027 41.789 41.789 1.59E-01 24.7 3562600

16137 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.11897 -0.31799 -0.43033 42.646 42.646 6.81E-01 19.61 3032200

16138 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.88105 0.012297 0.89869 42.644 42.644 3.56E-04 45.7 398220

16139 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.8709 0.035352 0.91144 42.349 42.349 6.31E-03 51.16 1257000

16140 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 2 756.41245 1510.8104 0.80516 -0.10061 0.70995 43.225 43.225 3.56E-04 67.84 8062800

16141 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.16908 -0.43222 -0.59472 43.232 43.232 3.82E-03 36.12 39376000

16142 GEPLTVQKPGTQTR Unmodified _GEPLTVQKPGTQTR_ B4FAG0_MAIZE 3 504.61073 1510.8104 -0.12089 -0.079527 -0.1956 40.515 40.515 6.81E-01 9.92 2427400

16143 GEQQVVSGMNYR Oxidation (M) _GEQQVVSGM(ox)NYR_ B6SNY0_MAIZE 2 692.31971 1382.6249 0.54981 -0.025324 0.52519 41.041 41.041 1.68E-09 53.67 96506

16144 GEQSDPEFVK Unmodified _GEQSDPEFVK_ B6TYS6_MAIZE 2 568.26694 1134.5193 0.070299 -0.15727 -0.088318 43.083 43.083 1.62E-03 50.75 1805500

16145 GESFYNPYIPQVLEELSSK Unmodified _GESFYNPYIPQVLEELSSK_ B4FVK0_MAIZE 2 1100.5441 2199.0736 1.1289 -0.90737 0.20655 121.54 121.54 2.46E-02 18.9 575670

16146 GESFYNPYIPQVLEELSSK Unmodified _GESFYNPYIPQVLEELSSK_ B4FVK0_MAIZE 2 1100.5441 2199.0736 1.1983 -0.32413 0.8593 122 122 4.44E-10 38.85 275110

16147 GESFYNPYIPQVLEELSSK Unmodified _GESFYNPYIPQVLEELSSK_ B4FVK0_MAIZE 2 1100.5441 2199.0736 1.0293 -0.63633 0.37768 122.23 122.23 7.11E-03 25.1 346630

16148 GESFYNPYIPQVLEELSSK Unmodified _GESFYNPYIPQVLEELSSK_ B4FVK0_MAIZE 2 1100.5441 2199.0736 1.2355 -0.567 0.65399 121.92 121.92 5.13E-03 48.47 203660

16149 GESLDLVK Unmodified _GESLDLVK_ B6SVH7_MAIZE 2 430.73983 859.4651 0.12094 0.35636 0.46351 53.272 53.272 3.77E-01 17.78 939250

16150 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 3 641.26428 1920.771 0.4627 -0.31528 0.15069 43.536 43.536 2.04E-04 38.15 1200800

16151 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 3 641.26428 1920.771 0.44668 0.022602 0.47189 46.196 46.196 2.04E-04 36.34 859670

16152 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 4 481.20003 1920.771 -0.071378 0.1146 0.045471 45.482 45.482 2.34E-01 4.58 2606000

16153 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 3 641.26428 1920.771 0.46435 -0.005659 0.46073 45.475 45.475 1.95E-05 28.38 474100

16154 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 3 641.26428 1920.771 0.38805 -0.14299 0.24762 46.291 46.291 2.04E-04 37.99 2407400

16155 GESNWDHFCHNHPER Unmodified _GESNWDHFCHNHPER_ BGLC_MAIZE 3 641.26428 1920.771 0.40131 -0.5069 -0.10213 45.641 45.641 5.46E-07 34.69 5221000

16156 GETLEDTIR Unmodified _GETLEDTIR_ B6T6Q7_MAIZE 2 517.26165 1032.5088 -0.15632 4.8825 4.7057 56.063 56.063 3.39E-01 12.56 1755800

16157 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.0615 -0.3692 0.68528 94.72 94.72 1.56E-17 88.55 9771600

16158 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.0812 -0.31098 0.76334 95.404 95.404 2.61E-08 75.16 4859100

16159 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.0484 -0.16347 0.87853 95.668 95.668 2.50E-15 68.55 4835100

16160 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.0348 0.01549 1.0438 95.472 95.472 4.93E-21 71.46 2639900

16161 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.1071 0.030959 1.131 95.109 95.109 1.00E-11 63.12 1519400

16162 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.0814 -0.095434 0.97947 95.522 95.522 2.50E-15 57.43 5116100

16163 GETLEEYWWCTER Unmodified _GETLEEYWWCTER_ B6T440_MAIZE 2 879.87504 1757.7355 1.1229 -0.27733 0.83934 95.29 95.29 4.68E-05 46 252990

16164 GETVSNHDELMSNFFAQPDALAYGK Oxidation (M) _GETVSNHDELM(ox)SNFFAQPDALAYGK_ B4G0N0_MAIZE 3 919.75355 2756.2388 1.2136 0.052905 1.2624 88.32 88.32 2.46E-05 32.72 393880
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16165 GEVEDGEEQA Unmodified _GEVEDGEEQA_ B4FAF8_MAIZE 2 531.71473 1061.4149 -0.056743 0.12895 0.062123 37.514 37.514 1.45E-01 20.71 124230

16166 GEVEEGEEQA Unmodified _GEVEEGEEQA_ B6SR23_MAIZE 2 538.72256 1075.4306 -0.014459 -0.34931 -0.38187 39.034 39.034 7.11E-01 5.08 85867

16167 GEVLPFGPIALSPSAGVLNYGQGLFEGLK Unmodified _GEVLPFGPIALSPSAGVLNYGQGLFEGLK_ B4F9X9_MAIZE 3 977.52692 2929.5589 1.2514 0.40345 1.6537 129.13 129.13 2.55E-25 63.83 1188700

16168 GEYVDMIK Oxidation (M) _GEYVDM(ox)IK_ B4FMM3_MAIZE 2 485.73114 969.44773 -0.086743 0.22373 0.12492 48.362 48.362 1.33E-01 20.62 1305600

16169 GEYVDMIK Oxidation (M) _GEYVDM(ox)IK_ B4FMM3_MAIZE 2 485.73114 969.44773 -0.020182 -0.21981 -0.25186 48.061 48.061 1.65E-01 20.34 493410

16170 GEYVDMIK Unmodified _GEYVDMIK_ B4FMM3_MAIZE 2 477.73369 953.45282 -0.04518 0.13805 0.078239 61.574 61.574 3.77E-01 16.29 1157800

16171 GEYVDMVK Unmodified _GEYVDMVK_ CH61_MAIZE 2 470.72586 939.43717 0.0071938 0.54397 0.54409 52.289 52.289 1.00E+00 9.06 1511200

16172 GEYVDMVK Unmodified _GEYVDMVK_ CH61_MAIZE 2 470.72586 939.43717 -0.20361 -0.63366 -0.84182 52.379 52.379 5.06E-02 26.72 246340

16173 GEYVDMVK Unmodified _GEYVDMVK_ CH61_MAIZE 2 470.72586 939.43717 -0.022905 0.1058 0.076413 53.889 53.889 1.65E-01 20.49 315490

16174 GEYVDMVK Unmodified _GEYVDMVK_ CH61_MAIZE 2 470.72586 939.43717 -0.1645 0.12369 -0.047005 54.581 54.581 3.77E-01 27.07 4755900

16175 GEYVDMVK Oxidation (M) _GEYVDM(ox)VK_ CH61_MAIZE 2 478.72332 955.43208 -0.14951 0.075046 -0.075444 37.868 37.868 1.33E-01 18.35 201560

16176 GEYVDMVK Oxidation (M) _GEYVDM(ox)VK_ CH61_MAIZE 2 478.72332 955.43208 -0.0046991 0.10306 0.0969 40.702 40.702 1.33E-01 21.52 447240

16177 GEYVDMVK Oxidation (M) _GEYVDM(ox)VK_ CH61_MAIZE 2 478.72332 955.43208 -0.0030242 0.12565 0.12125 39.95 39.95 1.90E-02 34.22 335330

16178 GEYVDMVK Oxidation (M) _GEYVDM(ox)VK_ CH61_MAIZE 2 478.72332 955.43208 -0.13952 0.060948 -0.078873 40.811 40.811 1.90E-02 33.17 4801100

16179 GFAFVEFVDPYDASEAQYHMNR Oxidation (M) _GFAFVEFVDPYDASEAQYHM(ox)NR_ B4FND7_MAIZE 3 870.38491 2608.1329 1.1119 0.21428 1.3256 106 106 5.51E-15 50.29 913240

16180 GFAIGNGLTDPAIQYK Unmodified _GFAIGNGLTDPAIQYK_ B4FBF2_MAIZE 2 832.93576 1663.857 1.0312 0.30033 1.3269 88.029 88.029 1.27E-09 78.95 1771200

16181 GFAIGNGLTDPAIQYK Unmodified _GFAIGNGLTDPAIQYK_ B4FBF2_MAIZE 2 832.93576 1663.857 1.0163 0.11388 1.1252 87.407 87.407 1.48E-07 56.12 911560

16182 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 0.01544 0.25241 0.26619 87.344 87.344 5.06E-02 13.4 269850

16183 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.14819 -1.3924 -1.5398 88.28 88.28 1.90E-02 41.93 148370

16184 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.013399 0.45988 0.44312 88.347 88.347 2.92E-02 34.37 351030

16185 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.091781 -0.52695 -0.61978 88.148 88.148 1.90E-02 27.69 534790

16186 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.14421 0.10384 -0.041543 87.731 87.731 3.48E-02 54.38 1032700

16187 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.067218 0.064463 -0.0034574 88.103 88.103 1.90E-02 36.77 3418700

16188 GFALFVYK Unmodified _GFALFVYK_ B6TJJ4_MAIZE 2 472.76565 943.51674 -0.085407 0.3322 0.24575 87.683 87.683 1.00E+00 7.22 467860

16189 GFAVDVVPAEMK Oxidation (M) _GFAVDVVPAEM(ox)K_ B6UI56_MAIZE 2 639.82356 1277.6326 0.39051 0.29894 0.69569 69.286 69.286 1.98E-03 45.78 938000

16190 GFAVDVVPAEMK Unmodified _GFAVDVVPAEMK_ B6UI56_MAIZE 2 631.82611 1261.6377 0.35857 0.39859 0.76023 80.801 80.801 2.00E-01 7.6 611660

16191 GFAVDVVPAEMKR Oxidation (M) _GFAVDVVPAEM(ox)KR_ B6UI56_MAIZE 3 478.9185 1433.7337 -0.043526 -0.21764 -0.25867 61.414 61.414 9.41E-03 24.13 668050

16192 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 1.2132 43.087 43.087 7.51E-02 21.41

16193 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 1.2263 -0.045843 1.1832 43.074 43.074 5.26E-01 27.01 3419200

16194 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 1.567 -0.3687 1.2008 45.482 45.482 5.26E-01 20.49 6583000

16195 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 1.4992 0.25108 1.7517 28.777 28.777 1.00E+00 11.38 58503

16196 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 1.2891 -0.64954 0.64344 44.853 44.853 2.78E-01 35.94 15608000

16197 GFAVPK Unmodified _GFAVPK_ B4FIT6_MAIZE 2 309.68412 617.3537 2.1851 45.494 45.494 2.50E-01 28.49

16198 GFDDEMR Unmodified _GFDDEMR_ B4FWU6_MAIZE 2 435.17654 868.33852 0.086064 0.39924 0.48155 46.93 46.93 7.83E-01 16.15 2917400
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16199 GFDDEMR Unmodified _GFDDEMR_ B4FWU6_MAIZE 2 435.17654 868.33852 -0.0531 0.29238 0.23557 46.327 46.327 7.83E-01 16.15 522190

16200 GFDDEMR Unmodified _GFDDEMR_ B4FWU6_MAIZE 2 435.17654 868.33852 0.083935 0.1259 0.20771 49.041 49.041 1.86E-01 18.37 868260

16201 GFDDEMR Unmodified _GFDDEMR_ B4FWU6_MAIZE 2 435.17654 868.33852 0.10488 0.20501 0.30736 48.328 48.328 1.00E+00 5.27 446830

16202 GFDLFITTAPIPDLNDK Unmodified _GFDLFITTAPIPDLNDK_ B6TNI1_MAIZE 2 938.98819 1875.9618 1.2565 0.051145 1.3109 118.33 118.33 2.47E-02 23.9 120290

16203 GFDLFITTAPIPDLNDK Unmodified _GFDLFITTAPIPDLNDK_ B6TNI1_MAIZE 2 938.98819 1875.9618 1.1646 0.0153 1.1836 119.55 119.55 1.43E-21 81.45 378170

16204 GFDLVK Unmodified _GFDLVK_ B4FD21_MAIZE 2 339.69469 677.37483 0.61414 57.556 57.556 5.32E-01 6.66

16205 GFDLVK Unmodified _GFDLVK_ B4FD21_MAIZE 2 339.69469 677.37483 0.023621 56.837 56.837 6.22E-01 12.76

16206 GFDLVK Unmodified _GFDLVK_ B4FD21_MAIZE 2 339.69469 677.37483 1.0993 0.077488 1.1837 57.432 57.432 5.26E-01 15.22 1220900

16207 GFDLVKDR Unmodified _GFDLVKDR_ B4FD21_MAIZE 2 475.25872 948.50288 -0.057957 0.16356 0.10861 73.372 73.372 1.65E-01 21.18 1252600

16208 GFDLVKDR Unmodified _GFDLVKDR_ B4FD21_MAIZE 2 475.25872 948.50288 -0.07377 0.1606 0.090419 72.927 72.927 1.65E-01 19.11 1851600

16209 GFDVIDAAK Unmodified _GFDVIDAAK_ B4FY83_MAIZE 2 468.24527 934.476 -0.045557 -0.048719 -0.093103 67.57 67.57 9.73E-03 24.58 678850

16210 GFDVIDAAK Unmodified _GFDVIDAAK_ B4FY83_MAIZE 2 468.24527 934.476 -0.16855 0.2967 0.12777 67.291 67.291 3.89E-04 41.81 7631000

16211 GFDVIDAAK Unmodified _GFDVIDAAK_ B4FY83_MAIZE 2 468.24527 934.476 -0.09867 0.26228 0.16252 67.551 67.551 3.89E-04 50.97 9544100

16212 GFDVIDAAK Unmodified _GFDVIDAAK_ B4FY83_MAIZE 2 468.24527 934.476 -0.09874 0.16441 0.065677 67.721 67.721 1.01E-02 24.15 1029800

16213 GFDVVDDAK Unmodified _GFDVVDDAK_ B4FSW5_MAIZE 2 483.23236 964.45018 -0.026649 0.14776 0.14012 58.442 58.442 9.73E-03 23.88 561890

16214 GFDVVDDAK Unmodified _GFDVVDDAK_ B4FSW5_MAIZE 2 483.23236 964.45018 -0.12153 0.46582 0.36253 59.03 59.03 3.21E-03 36.52 2320700

16215 GFELIDAIK Unmodified _GFELIDAIK_ B6TJQ7_MAIZE 2 503.2844 1004.5542 -0.018214 0.45067 0.41328 84.929 84.929 1.12E-01 25.82 463900

16216 GFELIDAIK Unmodified _GFELIDAIK_ B6TJQ7_MAIZE 2 503.2844 1004.5542 -0.11911 0.16501 0.027609 84.662 84.662 3.39E-01 14.83 1287700

16217 GFELIDAIK Unmodified _GFELIDAIK_ B6TJQ7_MAIZE 2 503.2844 1004.5542 -0.096151 0.11524 0.0013015 90.905 90.905 3.13E-03 32.5 624910

16218 GFERPSPIQEESIPIALTGSDILAR Unmodified _GFERPSPIQEESIPIALTGSDILAR_ B6SWB3_MAIZE 3 899.47997 2695.4181 1.1857 0.57876 1.7505 102.24 102.24 4.19E-09 53.41 568970

16219 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 1.0386 -0.021282 1.0216 77.008 77.008 4.21E-20 60.54 1675500

16220 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 1.0355 -0.091186 0.94772 77.235 77.235 7.73E-25 75.43 835020

16221 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 0.99789 -0.011485 0.98984 77.913 77.913 1.42E-33 74.01 1336300

16222 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 0.98835 -0.016273 0.97641 77.532 77.532 7.01E-14 75.03 1178900

16223 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 1.077 0.069741 1.1511 77.337 77.337 1.27E-09 62.57 599950

16224 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 0.99303 -0.32363 0.67329 77.971 77.971 1.82E-38 92.92 12508000

16225 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 1.0236 -0.57203 0.45612 77.734 77.734 5.51E-02 17.47 496310

16226 GFESGALPDGVEDEVR Unmodified _GFESGALPDGVEDEVR_ B4G072_MAIZE 2 838.89175 1675.7689 0.9775 -0.1444 0.8371 78.626 78.626 1.27E-09 50.89 192040

16227 GFESGALPDGVEDR Unmodified _GFESGALPDGVEDR_ Q8W2B7_MAIZE 2 724.83624 1447.6579 0.77292 -0.026385 0.75143 67.202 67.202 1.49E-02 38.53 446110

16228 GFESGALPDGVEDR Unmodified _GFESGALPDGVEDR_ Q8W2B7_MAIZE 2 724.83624 1447.6579 0.68467 -0.17418 0.51568 67.361 67.361 7.64E-09 58.05 207140

16229 GFESGALPDGVEDR Unmodified _GFESGALPDGVEDR_ Q8W2B7_MAIZE 2 724.83624 1447.6579 0.78474 -0.1754 0.61397 68.045 68.045 1.29E-01 42.89 289430

16230 GFESGALPDGVEDR Unmodified _GFESGALPDGVEDR_ Q8W2B7_MAIZE 2 724.83624 1447.6579 0.73746 -0.20976 0.53235 68.604 68.604 2.96E-06 65.64 2615600

16231 GFETATVADVLK Unmodified _GFETATVADVLK_ B4G1D2_MAIZE 2 625.83499 1249.6554 0.38382 0.50675 0.89503 82.71 82.71 6.74E-02 28.74 1160500

16232 GFETATVADVLK Unmodified _GFETATVADVLK_ B4G1D2_MAIZE 2 625.83499 1249.6554 0.32473 0.012146 0.34265 82.945 82.945 7.72E-03 46.65 431870
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16233 GFETATVADVLK Unmodified _GFETATVADVLK_ B4G1D2_MAIZE 2 625.83499 1249.6554 0.24279 -0.046818 0.20201 84.128 84.128 9.64E-17 84.69 11946000

16234 GFETFLASLK Unmodified _GFETFLASLK_ B6T6I3_MAIZE 2 556.80296 1111.5914 0.020172 0.6676 0.67939 104.92 104.92 1.00E+00 5.99 296490

16235 GFETFLASLK Unmodified _GFETFLASLK_ B6T6I3_MAIZE 2 556.80296 1111.5914 0.1061 0.51359 0.61129 104.96 104.96 1.00E+00 12.57 426680

16236 GFETFLASLK Unmodified _GFETFLASLK_ B6T6I3_MAIZE 2 556.80296 1111.5914 0.12487 0.19328 0.31118 104.53 104.53 1.25E-02 23.41 199360

16237 GFEVIDAAK Unmodified _GFEVIDAAK_ B4FYH1_MAIZE 2 475.2531 948.49165 -0.019955 -1.8985 -1.9248 61.401 61.401 3.21E-03 23.38 599420

16238 GFEVIDAAK Unmodified _GFEVIDAAK_ B4FYH1_MAIZE 2 475.2531 948.49165 -0.11608 0.47857 0.35232 63.133 63.133 3.21E-03 40.08 1948700

16239 GFEVIDAAK Unmodified _GFEVIDAAK_ B4FYH1_MAIZE 2 475.2531 948.49165 -0.075458 0.33972 0.25269 63.159 63.159 3.13E-03 46.11 8716400

16240 GFEVIDAVK Unmodified _GFEVIDAVK_ B4FBC8_MAIZE 2 489.26875 976.52295 -0.27517 -1.4968 -1.767 72.579 72.579 1.12E-01 8.63 1592000

16241 GFFEVTHDVSHLTCADFLR Unmodified _GFFEVTHDVSHLTCADFLR_ B6UHU1_MAIZE 3 751.02487 2250.0528 0.82566 0.14068 0.98479 101.95 101.95 4.09E-04 32.09 457640

16242 GFFEVTHDVSHLTCADFLR Unmodified _GFFEVTHDVSHLTCADFLR_ B6UHU1_MAIZE 3 751.02487 2250.0528 0.82486 -0.090627 0.75255 102.1 102.1 1.41E-07 43.85 1049300

16243 GFFEVTHDVSHLTCADFLR Unmodified _GFFEVTHDVSHLTCADFLR_ B6UHU1_MAIZE 3 751.02487 2250.0528 0.85916 0.098783 0.97732 102.65 102.65 1.41E-07 37.68 901290

16244 GFFEVTHDVSHLTCADFLR Unmodified _GFFEVTHDVSHLTCADFLR_ B6UHU1_MAIZE 3 751.02487 2250.0528 0.86841 -0.069864 0.81775 103.1 103.1 1.97E-18 52.07 773860

16245 GFFEVTHDVSHLTCADFLR Unmodified _GFFEVTHDVSHLTCADFLR_ B6UHU1_MAIZE 3 751.02487 2250.0528 0.82456 -0.12586 0.71755 102.82 102.82 1.97E-18 45.7 3276400

16246 GFGFIDR Unmodified _GFGFIDR_ B6THU9_MAIZE 2 406.2085 810.40244 0.27147 0.007558 0.29296 70.529 70.529 1.86E-01 21.78 4405800

16247 GFGFIQYFDPEDASDAK Unmodified _GFGFIQYFDPEDASDAK_ B4FET2_MAIZE 2 953.92833 1905.8421 1.1591 -0.11673 1.0467 114.38 114.38 1.51E-07 43.17 271780

16248 GFGFISPEDGSEDLFVHQSSIK Unmodified _GFGFISPEDGSEDLFVHQSSIK_ B4FNK1_MAIZE 3 799.38501 2395.1332 0.93898 0.013049 0.95969 98.907 98.907 5.39E-04 22.48 9544600

16249 GFGFISPEDGSEDLFVHQSSIK Unmodified _GFGFISPEDGSEDLFVHQSSIK_ B4FNK1_MAIZE 3 799.38501 2395.1332 0.83212 -0.19777 0.64242 99.968 99.968 5.39E-04 20.99 16174000

16250 GFGFISPEDGSEDLFVHQSSIK Unmodified _GFGFISPEDGSEDLFVHQSSIK_ B4FNK1_MAIZE 2 1198.5739 2395.1332 1.1111 0.37464 1.4928 99.96 99.96 8.70E-13 73.01 492070

16251 GFGFISPEDGSEDLFVHQSSIK Unmodified _GFGFISPEDGSEDLFVHQSSIK_ B4FNK1_MAIZE 3 799.38501 2395.1332 0.95146 -0.009525 0.94979 102.3 102.3 2.04E-03 15.91 154350

16252 GFGFITFDSEDAVDHVLQK Unmodified _GFGFITFDSEDAVDHVLQK_ B6T430_MAIZE 3 709.01274 2124.0164 0.71593 0.075751 0.80694 110.15 110.15 6.40E-03 26.57 544720

16253 GFGFITFDSEDAVDHVLQK Unmodified _GFGFITFDSEDAVDHVLQK_ B6T430_MAIZE 3 709.01274 2124.0164 0.72457 0.28422 1.0231 110.77 110.77 1.10E-01 20.08 723800

16254 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.97979 0.13569 1.1289 100.91 100.91 6.58E-05 19.96 247930

16255 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 1.0039 -0.26666 0.75197 100.91 100.91 6.58E-05 22.01 470150

16256 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.97103 0.033536 1.0192 100.6 100.6 1.22E-04 24.92 1294700

16257 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.94906 0.10332 1.066 101.15 101.15 1.22E-04 29.33 2210100

16258 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.97767 -0.24414 0.74768 100.64 100.64 2.19E-05 35.55 5432100

16259 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.86905 0.10368 0.98704 101.62 101.62 6.58E-05 30.47 3975700

16260 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 3 799.38501 2395.1332 0.88144 -0.086347 0.80906 103.96 103.96 5.99E-10 47.12 2797700

16261 GFGFITPDDGSEDLFVHQSSIK Unmodified _GFGFITPDDGSEDLFVHQSSIK_ B6SP06_MAIZE 2 1198.5739 2395.1332 1.1377 0.44556 1.5973 103.8 103.8 6.35E-05 49.3 82479

16262 GFGFITYDSEDAVDK Unmodified _GFGFITYDSEDAVDK_ B4FK28_MAIZE 2 832.37794 1662.7413 1.064 0.010016 1.0837 90.429 90.429 7.29E-01 13.62 28665

16263 GFGFITYDSEDAVDK Unmodified _GFGFITYDSEDAVDK_ B4FK28_MAIZE 2 832.37794 1662.7413 1.0141 -0.30965 0.71355 89.593 89.593 1.02E-23 41.69 198810

16264 GFGFITYSDPAVVDK Unmodified _GFGFITYSDPAVVDK_ B4FMA8_MAIZE 2 808.40376 1614.793 0.94298 -0.29058 0.66833 92.806 92.806 1.02E-23 63.29 554690

16265 GFGFITYSDPAVVDK Unmodified _GFGFITYSDPAVVDK_ B4FMA8_MAIZE 2 808.40376 1614.793 1.0026 -0.034631 0.98259 92.412 92.412 1.02E-23 84.8 634560

16266 GFGFVEFVDAYDASEAQYHMNR Oxidation (M) _GFGFVEFVDAYDASEAQYHM(ox)NR_ B4FZ47_MAIZE 3 857.04114 2568.1016 1.1141 -0.16885 0.9471 110.22 110.22 5.51E-15 34.91 388360
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16267 GFGFVNFVHR Unmodified _GFGFVNFVHR_ B4FBV8_MAIZE 2 590.30653 1178.5985 0.25404 -1.2649 -0.98531 81.539 81.539 1.45E-01 21.04 161220

16268 GFGFVNFVHR Unmodified _GFGFVNFVHR_ B4FBV8_MAIZE 2 590.30653 1178.5985 0.13213 0.059367 0.21532 81.133 81.133 1.84E-04 63.88 4652200

16269 GFGFVNFVHR Unmodified _GFGFVNFVHR_ B4FBV8_MAIZE 3 393.87345 1178.5985 0.41261 -0.15529 0.28084 81.133 81.133 2.94E-01 16.81 2357600

16270 GFGFVNFVHR Unmodified _GFGFVNFVHR_ B4FBV8_MAIZE 2 590.30653 1178.5985 0.16817 0.1054 0.29681 81.477 81.477 1.45E-01 30.87 670440

16271 GFGFVNYSDSDAAK Unmodified _GFGFVNYSDSDAAK_ B6SIF0_MAIZE 2 739.33334 1476.6521 0.59061 -0.42496 0.17123 75.199 75.199 1.95E-13 57.13 3295000

16272 GFGFVNYSDSDAAK Unmodified _GFGFVNYSDSDAAK_ B6SIF0_MAIZE 2 739.33334 1476.6521 0.78317 0.40596 1.1933 74.55 74.55 2.25E-03 38.51 391030

16273 GFGFVNYSDSDAAK Unmodified _GFGFVNYSDSDAAK_ B6SIF0_MAIZE 2 739.33334 1476.6521 0.74098 0.8585 1.6021 76.078 76.078 3.56E-04 35.73 720300

16274 GFGFVR Unmodified _GFGFVR_ B6T6H4_MAIZE 2 341.6872 681.35984 1.078 -0.3821 0.72267 59.28 59.28 1.00E+00 10.14 218460

16275 GFGFVR Unmodified _GFGFVR_ B6T6H4_MAIZE 2 341.6872 681.35984 0.94568 -0.32325 0.65011 62.221 62.221 2.64E-01 21.89 1554700

16276 GFGFVTFDEK Unmodified _GFGFVTFDEK_ B6TF12_MAIZE 2 573.77694 1145.5393 0.10247 -0.36582 -0.23916 89.579 89.579 1.00E+00 19.07 14642

16277 GFGFVTFDEK Unmodified _GFGFVTFDEK_ B6TF12_MAIZE 2 573.77694 1145.5393 0.089998 0.39639 0.50845 88.012 88.012 1.45E-01 18.49 1343900

16278 GFGFVTFDEK Unmodified _GFGFVTFDEK_ B6TF12_MAIZE 2 573.77694 1145.5393 -0.0090349 -0.33959 -0.32586 87.847 87.847 4.40E-05 51.94 6807200

16279 GFGFVTFDEK Unmodified _GFGFVTFDEK_ B6TF12_MAIZE 2 573.77694 1145.5393 0.12574 -0.29531 -0.14662 89.219 89.219 1.84E-04 45.64 298630

16280 GFGFVTFESEDAVER Unmodified _GFGFVTFESEDAVER_ B6TZ75_MAIZE 2 845.39138 1688.7682 1.1313 -0.032147 1.1093 95.191 95.191 1.04E-33 67.92 401610

16281 GFGFVTFSDPSVIDK Unmodified _GFGFVTFSDPSVIDK_ B4FHJ8_MAIZE 2 808.40376 1614.793 1.0308 0.18411 1.2395 102.08 102.08 6.53E-30 84.34 459520

16282 GFGFVTFSDPSVIDK Unmodified _GFGFVTFSDPSVIDK_ B4FHJ8_MAIZE 2 808.40376 1614.793 0.98301 0.31259 1.32 102.75 102.75 1.02E-23 84.7 1664300

16283 GFGFVTFSDPSVIDK Unmodified _GFGFVTFSDPSVIDK_ B4FHJ8_MAIZE 2 808.40376 1614.793 0.9526 0.16601 1.1438 102.4 102.4 2.37E-16 81.81 2012100

16284 GFGFVTFSDPSVIDK Unmodified _GFGFVTFSDPSVIDK_ B4FHJ8_MAIZE 2 808.40376 1614.793 0.9706 -0.050207 0.94546 103.69 103.69 1.65E-02 40.29 97709

16285 GFGFVTFSDPSVLDR Unmodified _GFGFVTFSDPSVLDR_ B6TZ75_MAIZE 2 822.40684 1642.7991 1.0466 -0.086672 0.98542 106.73 106.73 7.01E-11 43.3 326710

16286 GFGFVTFSDPSVLDR Unmodified _GFGFVTFSDPSVLDR_ B6TZ75_MAIZE 2 822.40684 1642.7991 1.0139 0.2435 1.282 107.37 107.37 2.37E-16 63.73 1972100

16287 GFGFVTFSEPR Unmodified _GFGFVTFSEPR_ B6TRJ5_MAIZE 2 622.30894 1242.6033 0.36099 0.57543 0.95502 88.935 88.935 7.60E-01 3 782060

16288 GFGFVTFSEPR Unmodified _GFGFVTFSEPR_ B6TRJ5_MAIZE 2 622.30894 1242.6033 0.36394 0.069872 0.45359 89.506 89.506 1.67E-02 26.12 284820

16289 GFGFVTFSEPR Unmodified _GFGFVTFSEPR_ B6TRJ5_MAIZE 2 622.30894 1242.6033 0.26067 0.23544 0.51583 89.346 89.346 3.57E-04 37.25 962270

16290 GFGFVTFSEPR Unmodified _GFGFVTFSEPR_ B6TRJ5_MAIZE 2 622.30894 1242.6033 0.27768 0.34559 0.64237 89.342 89.342 5.66E-08 57.23 893870

16291 GFGFVTFSTEDAMR Oxidation (M) _GFGFVTFSTEDAM(ox)R_ Q8S2Y8_MAIZE 2 790.85612 1579.6977 0.9102 0.064354 0.993 92.344 92.344 1.95E-13 63.2 53071

16292 GFGFVTFSTEDAMR Oxidation (M) _GFGFVTFSTEDAM(ox)R_ Q8S2Y8_MAIZE 2 790.85612 1579.6977 0.92761 -0.18757 0.75828 90.519 90.519 5.36E-25 47.91 683530

16293 GFGFVTFSTEDAMR Oxidation (M) _GFGFVTFSTEDAM(ox)R_ Q8S2Y8_MAIZE 2 790.85612 1579.6977 0.86728 -0.36195 0.52397 91.836 91.836 9.58E-34 61.71 5506300

16294 GFGFVTFSTEDAMR Unmodified _GFGFVTFSTEDAMR_ Q8S2Y8_MAIZE 2 782.85867 1563.7028 0.91916 1.1142 2.0489 99.387 99.387 7.68E-22 85.22 738950

16295 GFGFVTFSTEEAMR Unmodified _GFGFVTFSTEEAMR_ B6STA5_MAIZE 2 789.86649 1577.7184 0.98652 -0.25664 0.7401 96.865 96.865 2.00E-19 67.73 376610

16296 GFGFVTFSTEEAMR Unmodified _GFGFVTFSTEEAMR_ B6STA5_MAIZE 2 789.86649 1577.7184 0.95432 0.028798 0.99319 97.642 97.642 3.40E-25 68.21 245740

16297 GFGFVTFSTEEAMR Unmodified _GFGFVTFSTEEAMR_ B6STA5_MAIZE 2 789.86649 1577.7184 0.87721 -0.39694 0.49051 99.024 99.024 3.40E-25 80.72 2143600

16298 GFGFVTFSTEEAMR Oxidation (M) _GFGFVTFSTEEAM(ox)R_ B6STA5_MAIZE 2 797.86395 1593.7133 0.88179 0.13955 1.0346 92.345 92.345 4.47E-11 67.39 166180

16299 GFGFVTFSTEEAMR Oxidation (M) _GFGFVTFSTEEAM(ox)R_ B6STA5_MAIZE 2 797.86395 1593.7133 0.92458 -1.209 -0.27046 90.419 90.419 4.31E-03 34.82 133470

16300 GFGFVTFSTEEAMR Oxidation (M) _GFGFVTFSTEEAM(ox)R_ B6STA5_MAIZE 2 797.86395 1593.7133 0.97178 -0.056951 0.92654 90.32 90.32 7.64E-09 47.4 338300
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16301 GFGFVTFSTEEAMR Oxidation (M) _GFGFVTFSTEEAM(ox)R_ B6STA5_MAIZE 2 797.86395 1593.7133 0.89479 -0.20299 0.7043 90.289 90.289 2.44E-16 47.74 2185400

16302 GFGFVTFSTEEAMR Oxidation (M) _GFGFVTFSTEEAM(ox)R_ B6STA5_MAIZE 2 797.86395 1593.7133 0.85471 -0.89432 -0.025673 91.712 91.712 9.58E-34 86.83 14954000

16303 GFGFVVFADPAVVDR Unmodified _GFGFVVFADPAVVDR_ B6T430_MAIZE 2 798.41447 1594.8144 1.0139 0.32701 1.3688 110.73 110.73 1.12E-07 49.56 369430

16304 GFGFVVFADPAVVDR Unmodified _GFGFVVFADPAVVDR_ B6T430_MAIZE 2 798.41447 1594.8144 0.99344 0.28289 1.3035 111.26 111.26 2.37E-16 48.26 474230

16305 GFGGEANAR Unmodified _GFGGEANAR_ B4FUA7_MAIZE 2 439.70939 877.40423 0.16497 -0.73084 -0.57395 27.734 27.734 1.00E+00 0.42 16469

16306 GFGGEANAR Unmodified _GFGGEANAR_ B4FUA7_MAIZE 2 439.70939 877.40423 0.1484 -0.094017 0.043979 31.257 31.257 1.12E-01 27.41 65349

16307 GFGGIGGMLR Unmodified _GFGGIGGMLR_ B4FQK5_MAIZE 2 482.75529 963.49602 -0.05928 -0.97062 -1.0165 75.894 75.894 2.81E-03 18.78 948320

16308 GFGGIGGMLR Oxidation (M) _GFGGIGGM(ox)LR_ B4FQK5_MAIZE 2 490.75274 979.49094 -0.18514 -1.5562 -1.7229 61.468 61.468 7.11E-01 7.74 168410

16309 GFGGIGGMLR Oxidation (M) _GFGGIGGM(ox)LR_ B4FQK5_MAIZE 2 490.75274 979.49094 5.0373 62.899 62.899 1.25E-01 5

16310 GFGHIGVTVDDVHK Unmodified _GFGHIGVTVDDVHK_ B6SGV9_MAIZE 3 494.25629 1479.747 -0.11113 -0.064967 -0.14725 57.739 57.739 1.84E-08 43.59 1866100

16311 GFGIGPDGK Unmodified _GFGIGPDGK_ B4F8B8_MAIZE 2 424.21906 846.42357 0.04644 0.16441 0.23007 51.067 51.067 3.39E-01 6.8 57191

16312 GFGIGPDGK Unmodified _GFGIGPDGK_ B4F8B8_MAIZE 2 424.21906 846.42357 0.097653 0.5245 0.64044 54.07 54.07 1.01E-02 25.08 2478400

16313 GFGPAMAR Oxidation (M) _GFGPAM(ox)AR_ B4FEA2_MAIZE 2 411.69998 821.38541 0.36804 -0.12005 0.24561 35.82 35.82 3.77E-01 19.78 94366

16314 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.36294 0.57413 0.94192 50.779 50.779 1.00E+00 6.93 3463200

16315 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.25302 0.90583 1.1636 50.93 50.93 8.04E-02 25.63 2435400

16316 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.34001 0.66135 1.0049 53.065 53.065 4.49E-02 28.48 4963800

16317 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.26361 0.36671 0.63489 52.384 52.384 4.49E-02 33.28 14209000

16318 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.35338 0.85393 1.211 53.439 53.439 7.83E-01 10.62 715140

16319 GFGSEFR Unmodified _GFGSEFR_ B4FZM3_MAIZE 2 400.1903 798.36605 0.18856 0.95661 1.148 54.527 54.527 1.00E+00 14.54 114290

16320 GFGVESFGPDR Unmodified _GFGVESFGPDR_ Q9ZQY0_MAIZE 2 584.27509 1166.5356 0.11282 0.79202 0.92318 72.402 72.402 4.43E-05 43.98 1305400

16321 GFGVESFGPDRK Unmodified _GFGVESFGPDRK_ Q9ZQY0_MAIZE 2 648.32258 1294.6306 0.37387 -1.1153 -0.72896 63.042 63.042 7.72E-03 45.85 1364600

16322 GFGVPELNSAIAER Unmodified _GFGVPELNSAIAER_ B6T9H3_MAIZE 2 730.38062 1458.7467 0.8946 2.7786 3.6562 86.152 86.152 1.95E-13 47.46 898730

16323 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.3915 -0.084557 0.31495 95.409 95.409 8.87E-01 6.11 674110

16324 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.42922 -0.21301 0.22536 95.456 95.456 5.85E-01 16.25 473860

16325 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.4247 -0.10355 0.33017 95.415 95.415 8.87E-01 4.83 1081400

16326 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.41156 -0.33152 0.088878 95.13 95.13 2.20E-01 13.94 673520

16327 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.45098 -0.11745 0.34143 95.502 95.502 1.00E+00 1.23 324800

16328 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 3 637.99524 1910.9639 0.33481 -0.36947 -0.026326 95.131 95.131 1.00E+00 13.9 4519700

16329 GFHGIPDGNDVFLSLPAR Unmodified _GFHGIPDGNDVFLSLPAR_ B6T5Z1_MAIZE 2 956.48922 1910.9639 1.2152 -0.21353 1.0103 95.168 95.168 1.77E-34 60.34 327920

16330 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.80536 -0.2587 0.54126 117.78 117.78 1.65E-02 26.14 208650

16331 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.82732 -0.70489 0.1165 118.2 118.2 6.37E-03 27.61 222260

16332 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.80194 0.48781 1.2826 117.45 117.45 6.37E-03 21.88 233290

16333 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.72934 0.19154 0.91458 119.78 119.78 2.05E-04 42.8 974680

16334 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.69186 0.19531 0.88104 122.76 122.76 6.53E-30 59.61 3286300
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16335 GFIFGPPIALAIGAK Unmodified _GFIFGPPIALAIGAK_ B4FS03_MAIZE 2 736.43721 1470.8599 0.77898 0.35032 1.1231 126 126 1.56E-01 15.26 62204

16336 GFILDGFPR Unmodified _GFILDGFPR_ B4FI76_MAIZE 2 511.27691 1020.5393 -0.049971 0.50342 0.46305 94.11 94.11 1.00E+00 10.47 5047.7

16337 GFILDGFPR Unmodified _GFILDGFPR_ B4FI76_MAIZE 2 511.27691 1020.5393 0.055286 0.79154 0.85387 92.034 92.034 9.73E-03 27.27 128470

16338 GFILDGFPR Unmodified _GFILDGFPR_ B4FI76_MAIZE 2 511.27691 1020.5393 -0.0037022 0.26262 0.26818 92.205 92.205 9.73E-03 30.13 649810

16339 GFILDGFPR Unmodified _GFILDGFPR_ B4FI76_MAIZE 2 511.27691 1020.5393 -0.16776 0.010724 -0.14839 91.864 91.864 3.89E-04 59.84 10008000

16340 GFILGR Unmodified _GFILGR_ Q7FS90_MAIZE 2 331.70285 661.39115 1.3232 0.042093 1.3632 58.555 58.555 1.00E+00 18.27 1103500

16341 GFILGR Unmodified _GFILGR_ Q7FS90_MAIZE 2 331.70285 661.39115 1.3699 -0.28553 1.0818 60.466 60.466 1.00E+00 11.22 437500

16342 GFILGR Unmodified _GFILGR_ Q7FS90_MAIZE 2 331.70285 661.39115 1.1462 -0.4297 0.71561 62.252 62.252 5.26E-01 22 227370

16343 GFIQSDYVHLFPQFVDDITR Unmodified _GFIQSDYVHLFPQFVDDITR_ B4FSR0_MAIZE 3 799.73398 2396.1801 0.98674 0.34277 1.3432 123.8 123.8 5.91E-04 37.26 448780

16344 GFISFVGR Unmodified _GFISFVGR_ B6T5P9_MAIZE 2 441.74525 881.47594 0.1236 0.26672 0.40452 76.61 76.61 2.92E-02 33.69 207040

16345 GFISFVGR Unmodified _GFISFVGR_ B6T5P9_MAIZE 2 441.74525 881.47594 -0.099078 0.46094 0.37724 78.847 78.847 1.90E-02 32.58 156990

16346 GFIVQGR Unmodified _GFIVQGR_ B4F869_MAIZE 2 388.72431 775.43407 0.44919 0.2318 0.69189 49.447 49.447 4.46E-01 18.7 1558200

16347 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 2 948.51692 1895.0193 1.1979 0.45307 1.6429 121.82 121.82 4.21E-20 67.79 1143400

16348 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 3 632.68037 1895.0193 0.37578 0.27833 0.64551 122.42 122.42 7.63E-01 4.51 1966000

16349 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 2 948.51692 1895.0193 1.1416 0.29099 1.4247 122.42 122.42 4.21E-20 55.3 552350

16350 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 3 632.68037 1895.0193 0.39499 0.30616 0.69323 122.78 122.78 1.05E-01 14.17 2010700

16351 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 2 948.51692 1895.0193 1.1489 0.4001 1.5413 122.77 122.77 4.21E-20 52.54 658060

16352 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 3 632.68037 1895.0193 0.45517 0.24035 0.68743 123.94 123.94 4.93E-01 20.94 503540

16353 GFKDQIYDIFQLLPAK Unmodified _GFKDQIYDIFQLLPAK_ O24558_MAIZE 2 948.51692 1895.0193 1.1972 0.051865 1.2416 123.83 123.83 1.27E-09 42.33 612180

16354 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 3 638.01201 1911.0142 0.36819 0.085873 0.44893 121.49 121.49 4.93E-01 11.7 3423600

16355 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 2 956.51438 1911.0142 1.1538 -0.22496 0.92362 121.5 121.5 7.73E-25 54 722480

16356 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 3 638.01201 1911.0142 0.37273 0.20535 0.57203 122.09 122.09 1.00E+00 8.26 2622500

16357 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 2 956.51438 1911.0142 1.1512 0.03057 1.1771 122.09 122.09 4.21E-20 42.97 703050

16358 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 2 956.51438 1911.0142 1.0757 0.00416 1.0743 122.41 122.41 7.01E-14 50.51 773970

16359 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 2 956.51438 1911.0142 1.1954 0.15338 1.3436 123.17 123.17 7.42E-06 40.26 227310

16360 GFKDQIYDIFQLLPSK Unmodified _GFKDQIYDIFQLLPSK_ B4FBK3_MAIZE 2 956.51438 1911.0142 1.2185 0.42311 1.6363 123.37 123.37 1.42E-33 60.55 798650

16361 GFLDALYR Unmodified _GFLDALYR_ B6SPL8_MAIZE 2 477.75581 953.49707 0.0056203 -0.12534 -0.13176 94.51 94.51 7.88E-01 23.46 395210

16362 GFLDALYR Unmodified _GFLDALYR_ B6SPL8_MAIZE 2 477.75581 953.49707 -0.29431 0.083189 -0.22356 96.322 96.322 2.92E-02 47.87 1000600

16363 GFLDALYR Acetyl (Protein N-term) _(ac)GFLDALYR_ B6SPL8_MAIZE 2 498.76109 995.50763 -0.043915 -0.52283 -0.58342 98.96 98.96 1.00E+00 9.27 4993.4

16364 GFLGQPQLENALAGMDLVIIPAGVPR Oxidation (M) _GFLGQPQLENALAGM(ox)DLVIIPAGVPR_ B4FZW5_MAIZE 3 898.15455 2691.4418 1.1556 0.22854 1.3822 121.87 121.87 1.00E+00 6.03 166090

16365 GFLGQPQLENALAGMDLVIIPAGVPR Oxidation (M) _GFLGQPQLENALAGM(ox)DLVIIPAGVPR_ B4FZW5_MAIZE 3 898.15455 2691.4418 1.1164 -0.070542 1.0443 121.76 121.76 7.02E-03 28.51 3972600

16366 GFLGQPQLENALAGMDLVIIPAGVPR Oxidation (M) _GFLGQPQLENALAGM(ox)DLVIIPAGVPR_ B4FZW5_MAIZE 2 1346.7282 2691.4418 1.1704 0.26014 1.4284 121.76 121.76 1.75E-15 75.03 1844300

16367 GFLGQPQLENALAGMDLVIIPAGVPR Unmodified _GFLGQPQLENALAGMDLVIIPAGVPR_ B4FZW5_MAIZE 3 892.82291 2675.4469 1.1353 0.057091 1.1889 129.1 129.1 8.02E-10 38.83 1039900

16368 GFLPSDSFLLDNVDK Unmodified _GFLPSDSFLLDNVDK_ B4F869_MAIZE 2 833.91978 1665.825 0.97918 -0.27642 0.70874 107.3 107.3 1.12E-07 52.47 2387500
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16369 GFLTINSQPAVNGEK Unmodified _GFLTINSQPAVNGEK_ MTHR1_MAIZE 2 787.91229 1573.81 0.94659 -0.43527 0.5061 70.353 70.353 1.60E-05 62.49 960290

16370 GFLTINSQPAVNGEK Unmodified _GFLTINSQPAVNGEK_ MTHR1_MAIZE 2 787.91229 1573.81 0.91541 -0.27416 0.63563 70.895 70.895 1.02E-23 69.76 462480

16371 GFLTINSQPAVNGEK Unmodified _GFLTINSQPAVNGEK_ MTHR1_MAIZE 2 787.91229 1573.81 0.91641 -0.14748 0.76379 71.639 71.639 7.01E-11 68.79 756800

16372 GFLTINSQPAVNGEK Unmodified _GFLTINSQPAVNGEK_ MTHR1_MAIZE 2 787.91229 1573.81 0.93771 -0.14731 0.78528 71.189 71.189 2.37E-16 76.75 322610

16373 GFLTINSQPAVNGEK Unmodified _GFLTINSQPAVNGEK_ MTHR1_MAIZE 2 787.91229 1573.81 0.8835 -0.15915 0.71921 71.28 71.28 7.01E-11 70.93 3311300

16374 GFMGDDQLGEALEGSDIVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDIVIIPAGVPR_ B4FVH1_MAIZE 3 891.44605 2671.3163 1.1414 -0.025687 1.1202 115.94 115.94 4.42E-09 61.26 2507000

16375 GFMGDDQLGEALEGSDIVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDIVIIPAGVPR_ B4FVH1_MAIZE 2 1336.6654 2671.3163 1.1623 -0.036543 1.1304 116.05 116.05 4.86E-21 72.48 956050

16376 GFMGDDQLGEALEGSDIVIIPAGVPR Unmodified _GFMGDDQLGEALEGSDIVIIPAGVPR_ B4FVH1_MAIZE 3 886.11442 2655.3214 1.1911 0.5585 1.7525 121.76 121.76 7.02E-03 23.45 442480

16377 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.1098 -0.33036 0.78827 111.75 111.75 5.54E-08 36.73 131920

16378 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.1278 -0.12251 1.0137 111.86 111.86 2.66E-02 21.75 216870

16379 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 2 1329.6576 2657.3007 1.1445 0.19172 1.3442 111.82 111.82 3.93E-10 60.62 148500

16380 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.1547 -0.13303 1.0299 111.87 111.87 9.49E-04 45.58 228790

16381 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 2 1329.6576 2657.3007 1.2123 0.31103 1.5314 111.84 111.84 2.15E-01 20.58 163660

16382 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.2237 0.055715 1.2879 111.49 111.49 7.02E-03 29.96 322940

16383 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 2 1329.6576 2657.3007 1.3001 0.6424 1.9508 111.45 111.45 3.40E-12 57.33 176160

16384 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.1764 0.008483 1.1927 112.34 112.34 5.54E-08 48.05 380300

16385 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.112 -0.19563 0.92445 112.12 112.12 5.54E-08 51.06 5675500

16386 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 2 1329.6576 2657.3007 1.1553 0.046347 1.2104 112.05 112.05 3.13E-14 75.19 4099300

16387 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.1493 -0.20692 0.95071 136.99 136.99 1.89E-06 43.76 192940

16388 GFMGDDQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 3 886.77417 2657.3007 1.153 0.074495 1.2356 112.55 112.55 7.83E-02 23.67 208140

16389 GFMGDDQLGEALEGSDVVIIPAGVPR Unmodified _GFMGDDQLGEALEGSDVVIIPAGVPR_ B4FZU8_MAIZE 2 1321.6602 2641.3058 1.1847 0.033605 1.2253 119.51 119.51 7.09E-18 119.73 611130

16390 GFMGDEQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDEQLGEALEGSDVVIIPAGVPR_ B4FRJ1_MAIZE 3 891.44605 2671.3163 1.1397 0.21352 1.3578 111.09 111.09 8.02E-10 57.48 1040300

16391 GFMGDEQLGEALEGSDVVIIPAGVPR Oxidation (M) _GFM(ox)GDEQLGEALEGSDVVIIPAGVPR_ B4FRJ1_MAIZE 2 1336.6654 2671.3163 1.1828 0.15063 1.338 111.14 111.14 6.79E-11 94.9 688010

16392 GFMIQGGDPTGSGK Oxidation (M) _GFM(ox)IQGGDPTGSGK_ B6TH00_MAIZE 2 684.31663 1366.6187 0.5613 0.14961 0.73222 57.265 57.265 2.25E-03 36.22 233530

16393 GFMVLDGDVFDVPIR Oxidation (M) _GFM(ox)VLDGDVFDVPIR_ B6SPY9_MAIZE 2 848.42417 1694.8338 1.1341 -0.42986 0.7267 112.12 112.12 1.65E-02 20.33 120380

16394 GFNNIFAIGDITDIPEIK Unmodified _GFNNIFAIGDITDIPEIK_ B6T7M6_MAIZE 2 989.02002 1976.0255 1.2682 0.96387 2.2256 122.35 122.35 8.00E-45 78 1107900

16395 GFNVESFGPDR Unmodified _GFNVESFGPDR_ B6TD83_MAIZE 2 612.78583 1223.5571 0.25389 0.12914 0.39295 73.716 73.716 4.48E-03 28.72 214210

16396 GFNVESFGPDR Unmodified _GFNVESFGPDR_ B6TD83_MAIZE 2 612.78583 1223.5571 0.26237 0.29005 0.5621 74.286 74.286 4.43E-05 53.75 2744200

16397 GFPGGMPGGGFPR Oxidation (M) _GFPGGM(ox)PGGGFPR_ B6TL91_MAIZE 2 625.29276 1248.571 0.38769 0.29501 0.71165 64.399 64.399 4.68E-05 44.46 684150

16398 GFPGGMPGGGFPR Unmodified _GFPGGMPGGGFPR_ B6TL91_MAIZE 2 617.29531 1232.5761 0.37763 -0.1679 0.23643 76.082 76.082 1.00E+00 2.01 420480

16399 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.0009056 0.26696 0.25977 70.006 70.006 9.73E-03 40.68 2812800

16400 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.12697 0.2591 0.12655 71.656 71.656 1.00E+00 13.53 102370

16401 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.096017 0.33726 0.23513 70.611 70.611 1.12E-01 17.68 1121900

16402 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 0.00060206 0.2492 0.24376 71.434 71.434 3.89E-04 40.03 1977000
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16403 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.0079813 0.14932 0.13573 70.954 70.954 1.12E-01 19.72 1644700

16404 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.037293 0.19159 0.14844 71.045 71.045 3.32E-02 25.35 774000

16405 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.0748 -0.16119 -0.24067 71.328 71.328 3.13E-03 33.52 14366000

16406 GFPISVYNR Unmodified _GFPISVYNR_ B4FSV6_MAIZE 2 526.77982 1051.5451 -0.058237 -0.21314 -0.27729 71.219 71.219 7.18E-01 14.64 1091900

16407 GFPLLSLLSSILPVYK Unmodified _GFPLLSLLSSILPVYK_ Q8W529_MAIZE 2 874.02385 1746.0331 1.3045 -0.41428 0.88007 130.84 130.84 4.21E-20 87.95 59676000

16408 GFPLLSLLSSILPVYK Unmodified _GFPLLSLLSSILPVYK_ Q8W529_MAIZE 3 583.01832 1746.0331 0.22625 0.36749 0.58184 130.86 130.86 9.16E-07 44.19 71275000

16409 GFPLLSLLSSILPVYK Unmodified _GFPLLSLLSSILPVYK_ Q8W529_MAIZE 2 874.02385 1746.0331 1.0735 0.48563 1.5485 131.69 131.69 2.16E-02 22.52 256750

16410 GFPLLSLLSSILPVYK Unmodified _GFPLLSLLSSILPVYK_ Q8W529_MAIZE 2 874.02385 1746.0331 1.0959 0.28298 1.3686 132.07 132.07 5.51E-02 8.57 147540

16411 GFPLLSLLSSILPVYK Unmodified _GFPLLSLLSSILPVYK_ Q8W529_MAIZE 2 874.02385 1746.0331 1.1071 0.34135 1.4377 132.02 132.02 7.42E-06 41.31 201590

16412 GFPVSFSPLQNSIK Unmodified _GFPVSFSPLQNSIK_ B6SP44_MAIZE 2 760.90902 1519.8035 0.88606 0.17261 1.0593 94.794 94.794 6.31E-03 30.08 177850

16413 GFPVSFSPLQNSIK Unmodified _GFPVSFSPLQNSIK_ B6SP44_MAIZE 2 760.90902 1519.8035 0.87323 0.026507 0.90094 94.343 94.343 7.64E-09 44.01 574530

16414 GFQVPPAELEALLITHPEIK Unmodified _GFQVPPAELEALLITHPEIK_ B4FQP4_MAIZE 3 734.74381 2201.2096 0.82432 0.20952 1.0208 112.71 112.71 4.20E-02 12.96 440470

16415 GFQVPPAELEALLITHPEIK Unmodified _GFQVPPAELEALLITHPEIK_ B4FQP4_MAIZE 3 734.74381 2201.2096 0.80376 0.58719 1.3782 117.91 117.91 9.26E-02 8.7 324690

16416 GFQVPPAELEALLITHPEIK Unmodified _GFQVPPAELEALLITHPEIK_ B4FQP4_MAIZE 3 734.74381 2201.2096 0.85147 0.1794 1.0187 113.51 113.51 1.97E-01 5.24 391670

16417 GFSEAQEELVLR Unmodified _GFSEAQEELVLR_ Q3S3T0_MAIZE 2 689.35407 1376.6936 0.58301 -0.0625 0.50551 76.923 76.923 1.68E-09 83.12 668910

16418 GFSEVFGHGFNTK Unmodified _GFSEVFGHGFNTK_ B4FTN5_MAIZE 3 476.22985 1425.6677 -0.13388 -0.24932 -0.36463 75.002 75.002 5.88E-01 10.83 3583800

16419 GFSQVVWTVK Unmodified _GFSQVVWTVK_ B4FMF7_MAIZE 2 575.8164 1149.6182 0.085429 0.38573 0.49376 78.139 78.139 1.84E-04 55.93 3750300

16420 GFSSEGYIDGK Unmodified _GFSSEGYIDGK_ B6TGG7_MAIZE 2 580.26694 1158.5193 0.16513 0.20738 0.37203 56.167 56.167 1.47E-01 16.53 997570

16421 GFSSEGYIDGK Unmodified _GFSSEGYIDGK_ B6TGG7_MAIZE 2 580.26694 1158.5193 0.16629 0.38519 0.54989 56.945 56.945 1.47E-01 17.04 17518

16422 GFSSEGYIDGK Unmodified _GFSSEGYIDGK_ B6TGG7_MAIZE 2 580.26694 1158.5193 0.1815 0.051045 0.23126 58.173 58.173 3.60E-06 53.68 687060

16423 GFSSEGYIDGK Unmodified _GFSSEGYIDGK_ B6TGG7_MAIZE 2 580.26694 1158.5193 0.17713 0.22767 0.40395 58.083 58.083 4.48E-03 45.01 546490

16424 GFSSEGYIDGK Unmodified _GFSSEGYIDGK_ B6TGG7_MAIZE 2 580.26694 1158.5193 0.13041 0.10108 0.22987 58.165 58.165 4.43E-05 47.94 8267800

16433 GFSVTGSVCDLSER Unmodified _GFSVTGSVCDLSER_ B6TAE7_MAIZE 2 757.3512 1512.6879 0.81951 -0.18041 0.65856 75.771 75.771 1.95E-13 61.21 415050

16434 GFTAIENLIQLK Unmodified _GFTAIENLIQLK_ B6TYS6_MAIZE 2 673.88755 1345.7606 0.51316 0.25537 0.75077 108.51 108.51 2.05E-12 63.99 921590

16435 GFTGIDDPYEAPLNCEIEIK Unmodified _GFTGIDDPYEAPLNCEIEIK_ B6UD68_MAIZE 2 1141.0383 2280.062 1.1277 -0.60676 0.51535 98.936 98.936 4.84E-09 90.29 209740

16436 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.050583 0.13564 0.068137 73.042 73.042 2.92E-02 35.55 6434400

16437 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.15513 -0.031051 -0.20102 74.591 74.591 1.00E+00 16.27 40666

16438 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.16456 0.3252 0.14443 73.707 73.707 5.06E-02 31.23 1217400

16439 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.047126 0.38752 0.32282 74.386 74.386 1.65E-01 30.4 1448100

16440 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.055967 0.31105 0.23947 73.981 73.981 5.06E-02 23.66 1834500

16441 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.097638 0.29872 0.18585 73.973 73.973 1.65E-01 30.09 1497900

16442 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.052649 0.27705 0.20708 74.278 74.278 7.88E-01 20.32 1844500

16443 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.15787 0.18603 0.012958 73.348 73.348 1.90E-02 36.56 12052000

16444 GFTLEELK Unmodified _GFTLEELK_ B6T5F2_MAIZE 2 468.75548 935.4964 -0.16171 0.75007 0.57141 75.248 75.248 1.00E+00 29.5 248270
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16445 GFTLPEAPTFR Unmodified _GFTLPEAPTFR_ B4FVV2_MAIZE 2 618.32459 1234.6346 0.37329 -0.025296 0.35096 87.498 87.498 1.47E-01 12.34 319120

16446 GFTLTGYK Unmodified _GFTLTGYK_ B4FJB5_MAIZE 2 443.73709 885.45962 -0.2188 0.41274 0.19989 64.57 64.57 1.65E-01 28.78 1168200

16447 GFTLTGYKV Unmodified _GFTLTGYKV_ B4FJB5_MAIZE 2 493.27129 984.52803 -0.0015973 0.43321 0.44394 75.457 75.457 3.32E-02 22.75 618640

16448 GFTLTGYKV Unmodified _GFTLTGYKV_ B4FJB5_MAIZE 2 493.27129 984.52803 -0.32713 -0.096469 -0.40911 77.424 77.424 9.73E-03 49.02 2264600

16449 GFTLTGYKV Unmodified _GFTLTGYKV_ B4FJB5_MAIZE 2 493.27129 984.52803 -0.13373 0.038426 -0.082485 77.555 77.555 9.73E-03 29.77 165870

16450 GFTQSNAR Unmodified _GFTQSNAR_ B6U7Y1_MAIZE 2 440.71722 879.41988 0.061786 1.1972 1.251 23.947 23.947 3.77E-01 20.52 28485

16451 GFTVLQACEVAGVDIPR Unmodified _GFTVLQACEVAGVDIPR_ B4F8V5_MAIZE 2 916.47218 1830.9298 1.1347 -0.13337 1.0153 97.285 97.285 4.07E-45 103.36 946940

16452 GFTVSTVEEEAAYNAR Unmodified _GFTVSTVEEEAAYNAR_ B6TF86_MAIZE 2 872.41285 1742.8111 1.093 -0.1519 0.93141 80.071 80.071 7.73E-25 75.14 810740

16453 GFTVSTVEEEAAYNAR Unmodified _GFTVSTVEEEAAYNAR_ B6TF86_MAIZE 2 872.41285 1742.8111 1.0209 -0.46097 0.55144 79.741 79.741 1.42E-33 94.31 2846000

16454 GFVEEDFAK Unmodified _GFVEEDFAK_ B6T7Q7_MAIZE 2 521.24801 1040.4815 -0.033712 -0.16952 -0.2044 65.108 65.108 3.21E-03 40.98 3220500

16455 GFVISDWEGIDR Unmodified _GFVISDWEGIDR_ B4F8M8_MAIZE 2 697.34097 1392.6674 0.65789 0.12565 0.79015 95.377 95.377 2.05E-12 77 1421100

16456 GFVISDWEGIDR Unmodified _GFVISDWEGIDR_ B4F8M8_MAIZE 2 697.34097 1392.6674 0.63956 -0.09333 0.55266 95.915 95.915 7.61E-14 64.51 1309100

16457 GFVISDWEGIDR Unmodified _GFVISDWEGIDR_ B4F8M8_MAIZE 2 697.34097 1392.6674 0.62522 0.010972 0.64237 96.085 96.085 7.61E-14 57.93 2473900

16458 GFVISDWEGIDR Unmodified _GFVISDWEGIDR_ B4F8M8_MAIZE 2 697.34097 1392.6674 0.59227 0.018224 0.61713 95.937 95.937 9.64E-17 75.23 6838800

16459 GFVISDWEGIDR Unmodified _GFVISDWEGIDR_ B4F8M8_MAIZE 2 697.34097 1392.6674 0.57771 0.0669 0.65129 95.561 95.561 9.64E-17 80.65 6445900

16460 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.1301 0.06939 1.2042 57.75 57.75 2.64E-01 18.13 6029800

16461 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.0362 -0.21763 0.82367 58.6 58.6 2.64E-01 16.86 986620

16462 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.1835 -0.20117 0.98829 60.109 60.109 2.64E-01 14.87 2234400

16463 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.067 -0.13054 0.94207 59.446 59.446 5.26E-01 13.76 2493800

16464 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.0066 0.15041 1.1623 59.978 59.978 9.46E-01 16.12 2260400

16465 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.109 0.081816 1.1965 59.729 59.729 2.64E-01 21.6 9085100

16466 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 1.1118 0.021903 1.1393 60.268 60.268 5.26E-01 19.72 6289600

16467 GFVLPR Unmodified _GFVLPR_ B4F9G0_MAIZE 2 344.71067 687.4068 0.95438 -0.1873 0.77405 61.612 61.612 5.26E-01 19.02 195600

16468 GFVLSLAR Unmodified _GFVLSLAR_ B6TX10_MAIZE 2 431.7609 861.50724 0.18427 0.085255 0.2623 75.808 75.808 3.77E-01 18.26 278500

16469 GFVLSLAR Unmodified _GFVLSLAR_ B6TX10_MAIZE 2 431.7609 861.50724 0.13295 0.032502 0.15943 77.109 77.109 7.88E-01 27.29 256870

16470 GFVLSLAR Unmodified _GFVLSLAR_ B6TX10_MAIZE 2 431.7609 861.50724 0.14117 0.009651 0.14591 76.767 76.767 3.77E-01 25.55 200260

16471 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.60864 -0.000873 0.616 85.224 85.224 3.57E-04 61.48 4743200

16472 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.60467 0.069693 0.6822 87.96 87.96 4.48E-03 41.36 46861

16473 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.62159 -0.063984 0.56508 85.88 85.88 3.60E-06 33.71 2687000

16474 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.6243 0.097352 0.7291 86.146 86.146 4.43E-05 45.56 2744100

16475 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.60734 0.12747 0.74205 85.837 85.837 3.60E-06 46.55 3163500

16476 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.66258 -0.63286 0.037652 86.018 86.018 1.47E-01 21.59 621430

16477 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.61732 -0.24509 0.37999 85.64 85.64 3.57E-04 42.21 964340

16478 GFVQFCYEPIK Unmodified _GFVQFCYEPIK_ B6U0S1_MAIZE 2 694.33938 1386.6642 0.6051 0.49935 1.1124 87.243 87.243 4.48E-03 50.66 424730
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16479 GFVSAGTFSAR Unmodified _GFVSAGTFSAR_ B4FC49_MAIZE 2 550.28018 1098.5458 0.0088108 -0.038254 -0.016929 64.393 64.393 5.66E-08 44.1 2485600

16480 GFVSAGTFSAR Unmodified _GFVSAGTFSAR_ B4FC49_MAIZE 2 550.28018 1098.5458 0.011401 0.6664 0.6901 65.555 65.555 3.57E-04 38.06 117250

16481 GFVSFVGR Unmodified _GFVSFVGR_ B6SJ11_MAIZE 2 434.73742 867.46029 -0.14101 0.24305 0.12908 71.624 71.624 3.48E-02 45.93 2647200

16482 GFVYALEGIYDR Unmodified _GFVYALEGIYDR_ B4FJE0_MAIZE 2 701.85371 1401.6929 0.67831 0.19843 0.86848 96.876 96.876 1.98E-03 25.39 593810

16483 GFVYALEGIYDR Unmodified _GFVYALEGIYDR_ B4FJE0_MAIZE 2 701.85371 1401.6929 0.75562 0.22536 0.97343 96.443 96.443 1.11E-04 32.97 422600

16484 GFWVGVQYDEPLGK Unmodified _GFWVGVQYDEPLGK_ B6TFP6_MAIZE 2 797.89865 1593.7827 0.95595 0.28956 1.2559 94.591 94.591 1.95E-13 54.59 383550

16485 GFYGPGGAYAVFAGR Unmodified _GFYGPGGAYAVFAGR_ B4FPD1_MAIZE 2 745.36478 1488.715 0.70627 -0.37656 0.33967 90.809 90.809 6.53E-30 69.99 354290

16486 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1803 -0.29846 0.89392 100.01 100.01 3.42E-29 79.67 1045900

16487 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1532 -0.1236 1.041 100.53 100.53 4.07E-45 77.77 1260500

16488 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1338 0.040453 1.1851 100.57 100.57 4.07E-45 96.73 2134400

16489 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1245 -0.10235 1.0341 100.47 100.47 8.28E-39 72.6 1627900

16490 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.2231 -0.12343 1.1111 100.03 100.03 3.42E-29 66.7 2034900

16491 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1388 -0.33169 0.81942 100.68 100.68 4.07E-45 85.21 11756000

16492 GFYIQPTIFSDVQDGMK Oxidation (M) _GFYIQPTIFSDVQDGM(ox)K_ Q43274_MAIZE 2 981.46931 1960.9241 1.1499 -0.15113 1.0111 101.71 101.71 1.54E-12 71.84 290050

16493 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.2011 -0.086778 1.1242 107.65 107.65 3.42E-29 93.68 2407800

16494 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.2055 0.43119 1.6457 108.16 108.16 1.37E-17 62.67 330880

16495 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.1878 0.086154 1.2832 108.26 108.26 1.37E-17 57.15 513000

16496 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.1922 0.16074 1.3624 108.27 108.27 3.42E-29 62.66 271630

16497 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.294 0.4771 1.7799 107.89 107.89 1.24E-09 33.44 351940

16498 GFYIQPTIFSDVQDGMK Unmodified _GFYIQPTIFSDVQDGMK_ Q43274_MAIZE 2 973.47185 1944.9291 1.171 -0.075429 1.1048 108.5 108.5 3.42E-29 57.01 4934900

16499 GFYSSNYLPMTPK Unmodified _GFYSSNYLPMTPK_ B6SVM3_MAIZE 2 752.86068 1503.7068 0.86811 -0.1206 0.73793 80.262 80.262 6.20E-03 48.99 324090

16500 GGADQFIEEAER Unmodified _GGADQFIEEAER_ B4FBP0_MAIZE 2 661.30458 1320.5946 0.53116 0.045894 0.56119 70.154 70.154 2.62E-07 48.34 1175900

16501 GGADQFIEEAER Unmodified _GGADQFIEEAER_ B4FBP0_MAIZE 2 661.30458 1320.5946 0.10374 70.322 70.322 9.23E-10 48.69

16502 GGADQFIEEAER Unmodified _GGADQFIEEAER_ B4FBP0_MAIZE 2 661.30458 1320.5946 0.52172 -0.32875 0.17792 71.419 71.419 1.98E-03 52.46 1145500

16503 GGADQFIEEAER Unmodified _GGADQFIEEAER_ B4FBP0_MAIZE 2 661.30458 1320.5946 0.47278 0.19953 0.65757 70.97 70.97 1.68E-09 74.81 1949400

16504 GGAFLEAPVSGSK Unmodified _GGAFLEAPVSGSK_ B6T4X5_MAIZE 2 610.3195 1218.6245 0.2103 0.3671 0.57473 60.806 60.806 1.47E-03 53.26 1626200

16505 GGAGFPSGLK Unmodified _GGAGFPSGLK_ B4FQ98_MAIZE 2 445.74016 889.46577 0.029545 0.067994 0.10657 52.869 52.869 3.43E-01 26.49 1539000

16506 GGAPADFQPSFR Unmodified _GGAPADFQPSFR_ B4FW06_MAIZE 2 625.30164 1248.5887 0.31985 -0.067092 0.25993 67.367 67.367 7.72E-03 45.76 357550

16507 GGAVLMVCR Oxidation (M) _GGAVLM(ox)VCR_ B4FBV8_MAIZE 2 489.7466 977.47865 -0.12035 0.26128 0.1554 48.1 48.1 6.60E-03 28.9 1116900

16508 GGCIIR Unmodified _GGCIIR_ B4FSV6_MAIZE 2 338.18396 674.35337 -1.0825 31.523 31.523 4.11E-01 25.27

16509 GGCIIR Unmodified _GGCIIR_ B4FSV6_MAIZE 2 338.18396 674.35337 1.2535 -0.28147 0.97786 31.808 31.808 5.26E-01 25.38 173960

16510 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.3549 2.7914 4.1413 124.1 124.1 2.06E-03 26.46 1308500

16511 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.1447 0.18649 1.3289 124.55 124.55 1.18E-06 41.13 677470

16512 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.1709 -0.0181 1.1507 124.82 124.82 8.94E-16 50.11 990960
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16513 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.1772 -0.094093 1.0811 125.23 125.23 2.21E-05 17.12 588790

16514 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.2596 0.39742 1.6545 124.61 124.61 2.21E-05 29.55 423290

16515 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.1945 0.18801 1.3797 125.49 125.49 3.17E-15 42.03 1582100

16516 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 2 1454.7522 2907.4899 1.1899 -0.38499 0.80318 125.47 125.47 4.54E-15 48.41 476450

16517 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 3 970.17059 2907.4899 1.1956 0.21359 1.407 124.76 124.76 9.97E-17 49.9 2763200

16518 GGDAIAPDSLLTEECDVLIPAALGGVINK Unmodified _GGDAIAPDSLLTEECDVLIPAALGGVINK_ B4F9J5_MAIZE 2 1454.7522 2907.4899 1.1763 0.22735 1.4015 124.77 124.77 3.15E-13 59.76 590090

16519 GGDGGDGILAALSR Unmodified _GGDGGDGILAALSR_ B6T3V3_MAIZE 2 629.82294 1257.6313 0.26672 0.065854 0.33536 87.104 87.104 1.49E-02 37.86 230570

16520 GGDLGTFGR Unmodified _GGDLGTFGR_ B6TQC5_MAIZE 2 440.21959 878.42463 -0.21322 2.5746 2.3803 50.482 50.482 1.01E-02 46.83 101660

16521 GGDLGTFGR Unmodified _GGDLGTFGR_ B6TQC5_MAIZE 2 440.21959 878.42463 -0.13178 0.15659 0.049221 53.485 53.485 1.00E+00 2.73 637630

16522 GGDLGWFPR Unmodified _GGDLGWFPR_ B6T401_MAIZE 2 502.75106 1003.4876 -0.12561 -0.016415 -0.12857 81.287 81.287 9.73E-03 40.04 336780

16523 GGDLHQYLK Unmodified _GGDLHQYLK_ B6STV2_MAIZE 3 344.18206 1029.5243 1.1618 -0.30525 0.84933 50.369 50.369 8.40E-02 25.04 2236500

16524 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.7383 0.33002 1.0675 120.71 120.71 3.49E-01 12.38 3364200

16525 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.77189 0.584 1.3547 121.12 121.12 7.64E-09 81.13 462480

16526 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.73054 0.49762 1.2272 121.32 121.32 6.31E-03 37.3 607010

16527 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.77334 0.34503 1.118 121.25 121.25 2.25E-03 62.37 567660

16528 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.79097 0.80665 1.5965 120.72 120.72 1.00E+00 10.48 293420

16529 GGDLVSAFSELMGR Unmodified _GGDLVSAFSELMGR_ Q9ZQY0_MAIZE 2 719.85338 1437.6922 0.67219 0.25639 0.92888 120.99 120.99 7.64E-09 83.2 4445600

16530 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.73886 -0.11928 0.62327 98.472 98.472 1.04E-02 20.24 314380

16531 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.74548 -0.19868 0.54951 98.642 98.642 2.44E-16 51.19 525160

16532 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.73897 0.022499 0.76448 98.528 98.528 1.85E-03 32.95 599470

16533 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.78496 -0.23957 0.54867 98.017 98.017 3.51E-02 20.5 324310

16534 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.78858 -0.11638 0.67553 98.715 98.715 3.51E-02 15.84 430930

16535 GGDLVSAFSELMGR Oxidation (M) _GGDLVSAFSELM(ox)GR_ Q9ZQY0_MAIZE 2 727.85084 1453.6871 0.72409 -0.073604 0.65353 98.345 98.345 3.87E-29 80.8 2766800

16536 GGDSWDEPFPSSAAAAAAAAGGGGR Unmodified _GGDSWDEPFPSSAAAAAAAAGGGGR_ B6SRM6_MAIZE 2 1116.9989 2231.9832 1.201 0.27616 1.4759 88.859 88.859 2.78E-53 115.15 305990

16537 GGDVVFGVAHQHAGGAGASLHGADGR Unmodified _GGDVVFGVAHQHAGGAGASLHGADGR_ B6SZN0_MAIZE 4 600.79425 2399.1479 0.14916 -0.17814 -0.0097675 57.39 57.39 2.66E-02 16.83 1509800

16538 GGEAHQLGLVDALVSPNDLVNTAR Unmodified _GGEAHQLGLVDALVSPNDLVNTAR_ B6UC41_MAIZE 3 816.09434 2445.2612 1.0789 -0.23157 0.8469 99.905 99.905 9.31E-02 30.66 351510

16539 GGEAHQLGLVDALVSPNDLVNTAR Unmodified _GGEAHQLGLVDALVSPNDLVNTAR_ B6UC41_MAIZE 3 816.09434 2445.2612 0.99466 -0.28448 0.71019 100.6 100.6 9.31E-02 14.54 196290

16540 GGEAHQLGLVDALVSPNDLVNTAR Unmodified _GGEAHQLGLVDALVSPNDLVNTAR_ B6UC41_MAIZE 3 816.09434 2445.2612 0.97786 0.036603 1.0144 100.65 100.65 2.48E-05 41.76 615520

16541 GGEPLPEGLLWLLLTGK Unmodified _GGEPLPEGLLWLLLTGK_ B4FIC0_MAIZE 2 897.01401 1792.0135 1.1379 0.25512 1.3851 129.34 129.34 1.43E-21 109.94 941950

16542 GGEPLPEGLLWLLLTGK Unmodified _GGEPLPEGLLWLLLTGK_ B4FIC0_MAIZE 3 598.3451 1792.0135 0.21622 0.32255 0.52966 131.81 131.81 9.23E-01 6.14 2097300

16543 GGEPLPEGLLWLLLTGK Unmodified _GGEPLPEGLLWLLLTGK_ B4FIC0_MAIZE 2 897.01401 1792.0135 1.1021 0.37054 1.4639 131.8 131.8 8.28E-39 85.32 2092500

16544 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 0.055745 0.61298 0.65107 52.649 52.649 1.01E-02 38.56 1212600

16545 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 0.026952 0.087702 0.097724 55.084 55.084 7.18E-01 23.16 346330

16546 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 0.01358 0.24568 0.2432 54.406 54.406 3.39E-01 32.78 334110
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16547 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 0.022103 0.41316 0.41961 54.822 54.822 1.12E-01 41.18 673960

16548 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 -0.098787 0.32694 0.21131 55.4 55.4 3.32E-02 44.92 1220400

16549 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 -0.07523 0.7061 0.61343 53.165 53.165 1.01E-02 44.4 2330600

16550 GGESIYGLK Unmodified _GGESIYGLK_ B6TIP7_MAIZE 2 462.24527 922.476 -0.22876 0.049284 -0.19505 56.164 56.164 1.01E-02 52.46 6878200

16551 GGETSTNSIASIFAWTR Unmodified _GGETSTNSIASIFAWTR_ B4G249_MAIZE 2 899.44194 1796.8693 1.1758 0.24895 1.4228 108.42 108.42 3.42E-29 106.24 1624000

16552 GGETSTNSIASIFAWTR Unmodified _GGETSTNSIASIFAWTR_ B4G249_MAIZE 2 899.44194 1796.8693 1.1129 0.31346 1.4246 109.06 109.06 3.42E-29 112.98 947060

16553 GGETSTNSIASIFAWTR Unmodified _GGETSTNSIASIFAWTR_ B4G249_MAIZE 2 899.44194 1796.8693 1.0916 0.13552 1.2251 109.13 109.13 1.43E-21 81.36 727300

16554 GGETSTNSIASIFAWTR Unmodified _GGETSTNSIASIFAWTR_ B4G249_MAIZE 2 899.44194 1796.8693 1.0844 0.078072 1.1602 109.1 109.1 1.37E-17 76.79 564260

16555 GGETSTNSIASIFAWTR Unmodified _GGETSTNSIASIFAWTR_ B4G249_MAIZE 2 899.44194 1796.8693 1.155 0.072569 1.2258 109.25 109.25 1.24E-09 68.55 487690

16556 GGFDTIHVEDSMGHQFATR Unmodified _GGFDTIHVEDSMGHQFATR_ O22453_MAIZE 4 526.99309 2103.9432 0.026433 -0.26737 -0.22561 74.849 74.849 1.00E+00 0.86 1995300

16557 GGFDTIHVEDSMGHQFATR Unmodified _GGFDTIHVEDSMGHQFATR_ O22453_MAIZE 3 702.32169 2103.9432 0.67811 -0.13619 0.55625 74.845 74.845 1.11E-35 63.08 1874600

16558 GGFDTIHVEDSMGHQFATR Oxidation (M) _GGFDTIHVEDSM(ox)GHQFATR_ O22453_MAIZE 3 707.65333 2119.9382 0.68529 -0.59937 0.10248 64.559 64.559 2.70E-05 36.74 155350

16559 GGFDTIHVEDSMGHQFATR Oxidation (M) _GGFDTIHVEDSM(ox)GHQFATR_ O22453_MAIZE 3 707.65333 2119.9382 0.65741 -0.54718 0.12704 64.58 64.58 9.90E-15 45.31 1157300

16560 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.2018 0.32593 1.5398 107.74 107.74 2.43E-03 22.95 708390

16561 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.127 0.24791 1.3874 108.42 108.42 4.78E-05 27.31 385820

16562 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.1526 -0.19866 0.96644 108.54 108.54 2.43E-03 16.64 325430

16563 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.1544 -0.1914 0.97648 108.72 108.72 1.33E-06 25.09 247410

16564 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.2671 -0.55126 0.72964 108.73 108.73 2.90E-01 16.6 134560

16565 GGFEADVPGLESVVVIPGAGHFVQQEK Unmodified _GGFEADVPGLESVVVIPGAGHFVQQEK_ B6TXX8_MAIZE 3 922.80809 2765.4024 1.1576 0.13076 1.3012 108.31 108.31 5.80E-04 24.84 1389700

16566 GGFGVVYR Unmodified _GGFGVVYR_ B6SSZ7_MAIZE 2 427.7296 853.44464 0.21382 0.41735 0.65013 56.001 56.001 1.00E+00 3.1 719980

16567 GGFGVVYR Unmodified _GGFGVVYR_ B6SSZ7_MAIZE 2 427.7296 853.44464 0.15369 0.41317 0.5866 58.262 58.262 5.06E-02 50.14 880540

16568 GGFGVVYR Unmodified _GGFGVVYR_ B6SSZ7_MAIZE 2 427.7296 853.44464 0.14515 0.25834 0.42497 57.577 57.577 1.00E+00 4.99 560250

16569 GGFGVVYR Unmodified _GGFGVVYR_ B6SSZ7_MAIZE 2 427.7296 853.44464 0.073876 0.61854 0.71157 58.171 58.171 1.65E-01 24.66 899970

16570 GGFGVVYR Unmodified _GGFGVVYR_ B6SSZ7_MAIZE 2 427.7296 853.44464 0.10566 -0.020407 0.10668 57.924 57.924 5.06E-02 40.98 5561400

16571 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.36056 0.32065 0.68458 111.18 111.18 2.56E-01 25.52 480390

16572 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 2 948.01167 1894.0088 1.1575 -0.29867 0.86352 111.19 111.19 5.62E-03 26.89 88327

16573 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 2 948.01167 1894.0088 1.1702 -0.063812 1.1106 111.24 111.24 5.62E-03 26.31 150370

16574 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.42778 0.16545 0.59656 111.46 111.46 6.49E-01 20.77 729370

16575 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 2 948.01167 1894.0088 1.2126 -0.11438 1.1026 111.45 111.45 1.02E-03 22.4 116740

16576 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.4086 0.18969 0.60258 111.52 111.52 9.23E-01 7.85 579450

16577 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 2 948.01167 1894.0088 1.3123 -0.33249 0.98458 111.52 111.52 7.46E-02 18.52 76015

16578 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.36249 0.029675 0.39549 111.97 111.97 5.01E-03 49.07 5273100

16579 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 2 948.01167 1894.0088 1.1727 0.024923 1.2021 111.97 111.97 1.54E-12 47.08 1018700

16580 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.4437 0.23127 0.67905 114.76 114.76 9.23E-01 6.29 132060
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16581 GGFKDTYPEDLLTVVLK Unmodified _GGFKDTYPEDLLTVVLK_ B4FBK8_MAIZE 3 632.34354 1894.0088 0.41466 0.28093 0.69987 122.39 122.39 9.23E-01 10.03 42002

16582 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.43237 -0.72905 -0.282 58.63 58.63 1.98E-03 47.32 3725700

16583 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.13095 0.11475 0.25831 58.621 58.621 9.42E-03 40.08 6232000

16584 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.40613 0.079868 0.49912 59.5 59.5 7.72E-03 40.06 845430

16585 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.10623 0.07795 0.1964 60.945 60.945 8.04E-02 23.08 2491800

16586 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.44576 -0.38599 0.072934 60.955 60.955 1.98E-03 42.67 1330200

16587 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.40586 -0.579 -0.15879 60.31 60.31 1.60E-02 42.29 1193700

16588 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.055176 0.24573 0.31309 60.819 60.819 7.68E-01 28.21 1699900

16589 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.46605 -0.35443 0.12515 60.829 60.829 7.72E-03 34.73 761850

16590 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.10527 -0.16951 -0.050933 60.674 60.674 4.50E-01 16.01 3429200

16591 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 2 643.33602 1284.6575 0.34442 -0.30418 0.053488 61.036 61.036 1.11E-04 44.44 18533000

16592 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.0011083 -0.034067 -0.021161 61.022 61.022 1.13E-05 52.48 42427000

16593 GGFSDALVVHQR Unmodified _GGFSDALVVHQR_ B4FVN5_MAIZE 3 429.22644 1284.6575 0.12779 -0.29437 -0.15212 59.645 59.645 7.68E-01 18.66 1834300

16594 GGFSDVVCR Unmodified _GGFSDVVCR_ B4FLG4_MAIZE 2 498.73201 995.44946 -0.051088 -0.33078 -0.34861 55.703 55.703 9.73E-03 45.7 351640

16595 GGFSPEGATFALLVPALASR Unmodified _GGFSPEGATFALLVPALASR_ B6SVM0_MAIZE 2 981.02818 1960.0418 1.1571 0.13495 1.2898 122.41 122.41 1.74E-02 22.99 138850

16596 GGFSPEGATFALLVPALASR Unmodified _GGFSPEGATFALLVPALASR_ B6SVM0_MAIZE 2 981.02818 1960.0418 1.1595 -0.066222 1.0919 122.8 122.8 3.12E-37 100.88 382780

16597 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.49835 -0.23112 0.28333 72.801 72.801 3.13E-02 39.74 1187300

16598 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.47652 -0.11403 0.3794 73.378 73.378 1.15E-02 26.35 208350

16599 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.50747 -0.24396 0.27968 73.995 73.995 2.65E-01 19.42 374950

16600 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.51526 -0.33403 0.19812 73.585 73.585 2.65E-01 9.85 433970

16601 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.52756 -0.19626 0.34852 73.514 73.514 9.54E-02 28.48 381800

16602 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.42589 -0.14481 0.29755 73.736 73.736 4.68E-05 41.81 10470000

16603 GGFVSNLPGDVPR Unmodified _GGFVSNLPGDVPR_ B4F7V3_MAIZE 2 657.84368 1313.6728 0.42913 0.14429 0.58964 73.381 73.381 4.68E-05 36.88 1535900

16604 GGFYGNVFR Unmodified _GGFYGNVFR_ B6U6Q5_MAIZE 2 508.75106 1015.4876 -0.034933 -0.7872 -0.80661 71.435 71.435 1.01E-02 34.07 2282400

16605 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.01809 -0.003998 -0.026457 52.649 52.649 4.40E-02 23.46 6121200

16606 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.084752 0.093271 0.0053499 53.77 53.77 1.00E+00 10.58 42334

16607 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.072246 0.21441 0.1375 52.973 52.973 1.25E-02 36.52 738310

16608 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 4.94E-05 0.30016 0.29497 54.343 54.343 1.45E-01 27.87 1226800

16609 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.071246 0.2362 0.15988 55.01 55.01 1.45E-01 25.64 1168000

16610 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.020782 0.13067 0.10529 54.753 54.753 7.11E-01 13.36 1347500

16611 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.15152 0.066611 -0.088799 53.184 53.184 4.40E-02 30.15 9531400

16612 GGFYVSPEAK Unmodified _GGFYVSPEAK_ B4F8K1_MAIZE 2 527.76383 1053.5131 -0.09422 0.32835 0.22986 56.443 56.443 1.00E+00 4.36 150720

16613 GGGAADYAINAVR Unmodified _GGGAADYAINAVR_ B6TZZ4_MAIZE 2 617.81238 1233.6102 0.25893 -4.7274 -4.474 61.568 61.568 9.54E-02 35.12 182120

16614 GGGAADYAINAVR Unmodified _GGGAADYAINAVR_ B6TZZ4_MAIZE 2 617.81238 1233.6102 0.2814 0.001233 0.27053 63.981 63.981 2.61E-08 73.19 225840
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16615 GGGAFTAASAGAGGYSPK Unmodified _GGGAFTAASAGAGGYSPK_ B4FP94_MAIZE 2 763.86534 1525.7161 0.8858 0.17799 1.0669 56.721 56.721 7.30E-02 43.73 23109

16616 GGGFQNILVVGADALSK Unmodified _GGGFQNILVVGADALSK_ B6SM26_MAIZE 2 823.44904 1644.8835 1.0129 -0.21904 0.79944 108.25 108.25 1.22E-02 26.55 249260

16617 GGGGAGEGFDVTK Unmodified _GGGGAGEGFDVTK_ B6TI04_MAIZE 2 576.27001 1150.5255 0.11245 -0.099107 0.040564 45.617 45.617 3.13E-02 42.67 24945

16618 GGGGGGGDYASFGGR Unmodified _GGGGGGGDYASFGGR_ B6T2W6_MAIZE 2 636.27361 1270.5327 0.32445 0.010755 0.36486 51.585 51.585 2.05E-04 67.15 1060900

16628 GGGHTAPEYEPER Unmodified _GGGHTAPEYEPER_ B4FRC3_MAIZE 3 467.21275 1398.6164 0.03347 -0.28158 -0.25738 33.611 33.611 1.28E-01 20.8 277790

16629 GGGHTAPEYEPER Unmodified _GGGHTAPEYEPER_ B4FRC3_MAIZE 3 467.21275 1398.6164 0.15298 -0.40826 -0.26308 34.377 34.377 3.08E-01 21.27 37903

16630 GGGHTAPEYEPER Unmodified _GGGHTAPEYEPER_ B4FRC3_MAIZE 3 467.21275 1398.6164 -0.040209 -0.057589 -0.10757 33.062 33.062 1.28E-01 23.8 968280

16631 GGGHTAPEYEPER Unmodified _GGGHTAPEYEPER_ B4FRC3_MAIZE 2 700.31548 1398.6164 0.6629 -0.072653 0.58178 36.619 36.619 9.49E-01 18.44 46416

16632 GGGHTAPEYEPER Unmodified _GGGHTAPEYEPER_ B4FRC3_MAIZE 3 467.21275 1398.6164 -0.19083 0.20762 0.0066859 36.63 36.63 3.08E-01 19.55 858470

16633 GGGPTHLAILSQPPDTIHGSLR Unmodified _GGGPTHLAILSQPPDTIHGSLR_ CAPP2_MAIZE 3 742.06595 2223.176 0.82511 -0.12216 0.70688 71.799 71.799 1.93E-06 46.03 1229200

16634 GGGPTHLAILSQPPDTIHGSLR Unmodified _GGGPTHLAILSQPPDTIHGSLR_ CAPP2_MAIZE 4 556.80128 2223.176 0.064977 0.08115 0.15028 71.791 71.791 7.91E-01 7.89 4969000

16635 GGGPTHLAILSQPPDTIHGSLR Unmodified _GGGPTHLAILSQPPDTIHGSLR_ CAPP2_MAIZE 3 742.06595 2223.176 0.81349 0.00414 0.82158 72.859 72.859 5.99E-10 41.93 666960

16636 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.081094 -0.15032 -0.22155 39.693 39.693 1.25E-02 43.07 10088000

16637 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.16411 0.26793 0.11519 40.08 40.08 3.43E-01 25.44 24034

16638 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.17621 0.041474 -0.12371 39.153 39.153 1.62E-03 46.95 3742700

16639 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.068898 -0.043553 -0.10306 41.813 41.813 4.40E-02 34.17 3420000

16640 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.10451 0.054433 -0.039489 41.099 41.099 2.81E-03 40.95 5287200

16641 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.089151 0.37302 0.29279 41.852 41.852 3.43E-01 17.36 784390

16642 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.062928 0.010169 -0.043041 41.696 41.696 1.25E-02 45.02 2828700

16643 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.12855 0.61852 0.49987 42.411 42.411 4.40E-02 28.04 3077400

16644 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.099919 0.10631 0.017426 39.822 39.822 4.40E-02 29.75 1491600

16645 GGGQVIPTAR Unmodified _GGGQVIPTAR_ B6U0S1_MAIZE 2 478.26962 954.52468 -0.15723 0.18376 0.037179 43.358 43.358 3.43E-01 28.37 140870

16646 GGGYEDAVVVGGR Unmodified _GGGYEDAVVVGGR_ B6TGL6_MAIZE 3 412.53868 1234.5942 0.41653 0.052011 0.48765 26.752 26.752 1.00E+00 8.68 87864

16647 GGGYEDAVVVGGR Unmodified _GGGYEDAVVVGGR_ B6TGL6_MAIZE 2 618.30438 1234.5942 0.31094 -0.023968 0.3058 55.813 55.813 1.47E-03 63.64 534540

16648 GGGYGNNDGNWR Unmodified _GGGYGNNDGNWR_ Q8S2Y8_MAIZE 2 633.76596 1265.5174 0.35339 0.18757 0.54336 42.621 42.621 2.00E-01 37.5 559760

16649 GGGYGNNDGNWR Unmodified _GGGYGNNDGNWR_ Q8S2Y8_MAIZE 2 633.76596 1265.5174 0.30467 -0.028113 0.27875 45.996 45.996 2.00E-01 38.97 2174200

16650 GGGYGNNDGNWRN Unmodified _GGGYGNNDGNWRN_ Q8S2Y8_MAIZE 2 690.78742 1379.5603 0.59593 0.039626 0.63464 44.649 44.649 1.47E-03 49.53 333730

16651 GGGYGNSDGNWR Unmodified _GGGYGNSDGNWR_ B6STA5_MAIZE 2 620.26051 1238.5065 0.34233 0.15736 0.50552 42.916 42.916 1.60E-02 34.51 1700600

16652 GGGYGNSDGNWR Unmodified _GGGYGNSDGNWR_ B6STA5_MAIZE 2 620.26051 1238.5065 0.30369 -0.20008 0.11013 45.976 45.976 6.74E-02 42.2 536420

16653 GGGYGNSDGNWR Unmodified _GGGYGNSDGNWR_ B6STA5_MAIZE 2 620.26051 1238.5065 0.26878 -0.12684 0.14834 43.062 43.062 7.72E-03 41.23 2327500

16654 GGGYGNSDGNWR Unmodified _GGGYGNSDGNWR_ B6STA5_MAIZE 2 620.26051 1238.5065 0.21654 -0.044624 0.1774 46.437 46.437 7.72E-03 41.45 8576100

16655 GGGYGNSDGNWRN Unmodified _GGGYGNSDGNWRN_ B6STA5_MAIZE 2 677.28197 1352.5494 0.51033 -0.029591 0.48329 45.146 45.146 1.15E-02 52.31 1203200

16656 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.0998 -0.27113 0.8291 83.837 83.837 1.43E-21 125.3 884000

16657 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.0667 0.002233 1.069 84.348 84.348 1.51E-07 120.77 255670
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16658 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.0875 -0.37227 0.71587 84.744 84.744 1.51E-07 68.77 470850

16659 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.0781 -0.11571 0.96265 84.423 84.423 3.42E-29 89.11 403320

16660 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.1033 -0.059974 1.0437 84.7 84.7 1.54E-12 81.21 1003500

16661 GGIGCSPGDLSISELER Unmodified _GGIGCSPGDLSISELER_ B4F9J5_MAIZE 2 873.91998 1745.8254 1.0281 -0.11025 0.91829 84.358 84.358 1.37E-17 111.49 2078400

16662 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.21393 0.097806 0.318 47.55 47.55 1.98E-03 41.43 5928500

16663 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.22588 0.4633 0.69519 47.267 47.267 1.68E-09 53.82 1410400

16664 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.20591 0.066943 0.27956 49.756 49.756 1.98E-03 43.58 2455600

16665 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.17488 0.55493 0.73631 77.76 77.76 1.00E+00 2.68 269190

16666 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.22173 0.043935 0.27313 48.96 48.96 7.72E-03 28.4 2043800

16667 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.25401 0.64635 0.90649 77.355 77.355 1.00E+00 11.92 333430

16668 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.20191 0.35543 0.5643 49.85 49.85 2.62E-07 42.72 1339700

16669 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.18556 -0.001251 0.19181 49.727 49.727 1.68E-09 58.4 11406000

16670 GGIGCSPGELSR Unmodified _GGIGCSPGELSR_ B4FFP2_MAIZE 2 595.28513 1188.5557 0.13885 -0.068285 0.077076 50.417 50.417 2.62E-07 40.61 12979000

16671 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 2 684.37683 1366.7391 0.57695 -0.31672 0.28314 62.29 62.29 3.13E-13 46.45 2100500

16672 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.00088513 0.66079 0.68084 62.29 62.29 1.00E+00 5.48 2400900

16673 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.14042 -0.10866 -0.22513 66.705 66.705 7.60E-01 15.35 71791

16674 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.13858 0.2713 0.15498 63.611 63.611 1.98E-01 22.5 2466900

16675 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.017816 -0.12142 -0.1173 64.501 64.501 4.35E-01 12.9 3548800

16676 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.084491 -0.051765 -0.11367 64.308 64.308 6.35E-02 22.32 2206100

16677 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.028178 0.20987 0.20345 64.038 64.038 1.00E+00 2.07 2661800

16678 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 2 684.37683 1366.7391 0.59007 -0.29425 0.31895 64.033 64.033 8.63E-17 42.5 2160300

16679 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 2 684.37683 1366.7391 0.53954 -0.5009 0.061829 64.255 64.255 8.63E-17 34.75 11218000

16680 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 -0.096556 -0.11018 -0.18456 64.249 64.249 6.35E-02 24.69 13891000

16681 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 3 456.58698 1366.7391 0.0032588 0.9229 0.94705 63.566 63.566 4.35E-01 25.91 774210

16682 GGILGLGGVGHMGVK Oxidation (M) _GGILGLGGVGHM(ox)GVK_ B6U7D8_MAIZE 2 684.37683 1366.7391 0.7495 0.6852 1.4567 66.462 66.462 8.63E-17 35.02 248760

16683 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.0098535 -0.16761 -0.15729 73.593 73.593 7.48E-04 35.22 11427000

16684 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 2 676.37937 1350.7442 0.4939 -0.60885 -0.095332 73.612 73.612 7.01E-11 64.88 7719300

16685 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.17394 0.30784 0.15221 74.733 74.733 4.35E-01 26.57 1160300

16686 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 2 676.37937 1350.7442 0.50406 -0.66866 -0.1447 74.776 74.776 2.05E-04 30.06 942250

16687 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 2 676.37937 1350.7442 0.52918 -0.83266 -0.28354 75.049 75.049 7.01E-11 52.84 1130300

16688 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.014752 0.022976 0.027613 74.731 74.731 1.00E+00 7.05 1322300

16689 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 2 676.37937 1350.7442 0.55919 -0.65517 -0.076075 74.768 74.768 2.05E-04 45.13 788000

16690 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.087782 0.66202 0.59268 74.62 74.62 1.98E-01 20.96 693180

16691 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.018947 -0.058081 -0.05718 74.76 74.76 1.00E+00 7.75 2386800
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16692 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 2 676.37937 1350.7442 0.51417 -0.5852 -0.050352 74.786 74.786 1.12E-07 61.27 1882300

16693 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 -0.086352 -0.58189 -0.64798 74.693 74.693 1.34E-04 35.38 15822000

16694 GGILGLGGVGHMGVK Unmodified _GGILGLGGVGHMGVK_ B6U7D8_MAIZE 3 451.25534 1350.7442 0.022636 -0.53429 -0.49195 75.109 75.109 1.00E+00 17.92 330040

16695 GGIPICFPQFSNFGNLEPHGFAR Unmodified _GGIPICFPQFSNFGNLEPHGFAR_ B6SWP6_MAIZE 3 854.74974 2561.2274 1.0827 0.50279 1.5937 114.83 114.83 1.28E-07 41.99 973310

16696 GGITVFVPK Unmodified _GGITVFVPK_ B6SHU5_MAIZE 2 459.27638 916.5382 -0.016926 0.18616 0.18923 69.75 69.75 1.00E+00 1.05 305760

16697 GGITVFVPK Unmodified _GGITVFVPK_ B6SHU5_MAIZE 2 459.27638 916.5382 0.0048996 0.3928 0.41737 69.188 69.188 3.39E-01 28.68 501590

16698 GGLATPVGGGVSSLNMQLR Unmodified _GGLATPVGGGVSSLNMQLR_ B4FID6_MAIZE 2 907.48308 1812.9516 1.1429 -0.75244 0.39859 84.214 84.214 4.44E-10 66.36 810500

16699 GGLATPVGGGVSSLNMQLR Unmodified _GGLATPVGGGVSSLNMQLR_ B4FID6_MAIZE 2 907.48308 1812.9516 1.1403 -0.23917 0.90833 84.637 84.637 4.53E-07 41.91 2686400

16700 GGLATPVGGGVSSLNMQLR Oxidation (M) _GGLATPVGGGVSSLNM(ox)QLR_ B4FID6_MAIZE 2 915.48054 1828.9465 1.1316 -0.06176 1.0781 76.162 76.162 1.59E-11 69.56 370510

16701 GGLATPVGGGVSSLNMQLR Oxidation (M) _GGLATPVGGGVSSLNM(ox)QLR_ B4FID6_MAIZE 2 915.48054 1828.9465 1.1406 0.023844 1.173 75.776 75.776 2.00E-27 72.6 360170

16702 GGLATPVGGGVSSLNMQLR Oxidation (M) _GGLATPVGGGVSSLNM(ox)QLR_ B4FID6_MAIZE 2 915.48054 1828.9465 1.2224 -0.2849 0.94693 75.578 75.578 1.59E-11 78.11 206050

16703 GGLATPVGGGVSSLNMQLR Oxidation (M) _GGLATPVGGGVSSLNM(ox)QLR_ B4FID6_MAIZE 2 915.48054 1828.9465 1.1368 -0.20351 0.94266 75.943 75.943 1.27E-23 107.69 3453000

16704 GGLATPVGGGVSSLNVQLR Unmodified _GGLATPVGGGVSSLNVQLR_ B4FYN6_MAIZE 2 891.49705 1780.9795 1.1228 -0.11252 1.0223 83.918 83.918 1.06E-14 118.96 1653100

16705 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.1714 -0.23009 0.94823 107.67 107.67 1.46E-02 18.96 426940

16706 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.1485 0.058461 1.2135 108.29 108.29 8.82E-13 80.68 540520

16707 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.1484 -0.097535 1.0575 108.37 108.37 8.01E-14 63.33 1015400

16708 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.1662 -0.023706 1.1489 108.51 108.51 2.94E-25 65.68 845890

16709 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.2061 -0.048365 1.1654 108.38 108.38 8.82E-13 73.01 1708600

16710 GGLAVNPNFFVDFGTEPDGPALAHEMR Oxidation (M) _GGLAVNPNFFVDFGTEPDGPALAHEM(ox)R_ B4FAL8_MAIZE 3 958.7887 2873.3443 1.1778 -0.10235 1.0819 109.03 109.03 3.43E-12 48.78 3902400

16711 GGLEEIKNEAVDLENIPIEEVFEQLK Unmodified _GGLEEIKNEAVDLENIPIEEVFEQLK_ Q43271_MAIZE 3 985.84476 2954.5124 1.2396 0.29161 1.5104 125.46 125.46 9.49E-10 42.28 1975400

16712 GGLFEFLYER Unmodified _GGLFEFLYER_ B4FAW1_MAIZE 2 615.81131 1229.6081 0.36034 0.32173 0.67284 110.36 110.36 7.11E-01 0.21 447320

16713 GGLFEFLYER Unmodified _GGLFEFLYER_ B4FAW1_MAIZE 2 615.81131 1229.6081 0.2922 0.43897 0.7209 111.02 111.02 1.62E-03 37.1 228410

16714 GGLFEFLYER Unmodified _GGLFEFLYER_ B4FAW1_MAIZE 2 615.81131 1229.6081 0.36053 0.42901 0.77932 111.11 111.11 4.40E-02 45.97 370710

16715 GGLFEFLYER Unmodified _GGLFEFLYER_ B4FAW1_MAIZE 2 615.81131 1229.6081 0.40698 0.48509 0.88127 111.11 111.11 2.81E-03 47.14 217790

16716 GGLFEFLYER Unmodified _GGLFEFLYER_ B4FAW1_MAIZE 2 615.81131 1229.6081 0.35667 0.38859 0.73521 111.27 111.27 1.00E+00 19.04 546250

16717 GGLFGDSIK Unmodified _GGLFGDSIK_ B6SU31_MAIZE 2 447.23999 892.46543 -0.23604 -0.25768 -0.48561 67.075 67.075 9.73E-03 52.46 18672000

16718 GGLLDAEGAGEAVR Unmodified _GGLLDAEGAGEAVR_ Q5EUD0_MAIZE 2 657.83605 1313.6575 0.58766 1.258 1.8345 66.754 66.754 3.56E-04 63.46 310830

16719 GGLLDAEGAGEAVR Unmodified _GGLLDAEGAGEAVR_ Q5EUD0_MAIZE 2 657.83605 1313.6575 0.44923 0.2856 0.72614 66.465 66.465 2.00E-19 80.5 1960800

16720 GGLLDAEGAGEAVR Unmodified _GGLLDAEGAGEAVR_ Q5EUD0_MAIZE 2 657.83605 1313.6575 0.5336 0.39551 0.92024 66.787 66.787 2.96E-06 55.05 784750

16721 GGLNQMTR Unmodified _GGLNQMTR_ B4FFM6_MAIZE 2 438.72144 875.42834 0.14773 0.31222 0.45258 34.156 34.156 1.65E-01 45.31 113290

16722 GGLPDAVVWNPWDK Unmodified _GGLPDAVVWNPWDK_ B6TBG6_MAIZE 2 777.39099 1552.7674 0.94929 1.9361 2.8905 102.85 102.85 2.96E-06 50.06 413740

16723 GGLPDAVVWNPWDK Unmodified _GGLPDAVVWNPWDK_ B6TBG6_MAIZE 2 777.39099 1552.7674 0.9361 0.70626 1.6492 103.14 103.14 2.96E-06 41.41 679090

16724 GGLQLAPGR Unmodified _GGLQLAPGR_ B6STT0_MAIZE 2 434.7536 867.49265 0.065789 0.15252 0.21194 48.085 48.085 3.32E-02 35.84 1446400

16725 GGLVFWADTVGAPYIHSK Unmodified _GGLVFWADTVGAPYIHSK_ B6SXV4_MAIZE 3 640.0001 1916.9785 0.41629 0.096663 0.52047 100.16 100.16 6.30E-02 18.36 1770500
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16726 GGLVHPHTSVEDLDELSTLLQVPLVAGTVNR Unmodified _GGLVHPHTSVEDLDELSTLLQVPLVAGTVNR_ B4FKD5_MAIZE 4 817.43994 3265.7307 1.0532 -0.34741 0.71388 129.42 129.42 1.00E+00 0.5 302290

16727 GGLVHPHTSVEDLDELSTLLQVPLVAGTVNR Unmodified _GGLVHPHTSVEDLDELSTLLQVPLVAGTVNR_ B4FKD5_MAIZE 4 817.43994 3265.7307 0.93372 0.11667 1.0587 130.72 130.72 8.54E-02 21.12 2243800

16728 GGMIVLPAGMYHR 2 Oxidation (M) _GGM(ox)IVLPAGM(ox)YHR_ B6SKN3_MAIZE 3 478.57245 1432.6955 -0.058979 0.47311 0.41214 55.95 55.95 1.28E-01 20.26 828040

16729 GGMIVLPAGMYHR Oxidation (M) _GGMIVLPAGM(ox)YHR_ B6SKN3_MAIZE 3 473.24081 1416.7006 -0.0055892 0.11207 0.10292 64.531 64.531 1.16E-01 8.51 596440

16730 GGMIVLPAGMYHR Oxidation (M) _GGM(ox)IVLPAGMYHR_ B6SKN3_MAIZE 3 473.24081 1416.7006 -0.027879 0.36195 0.32903 66.104 66.104 2.14E-03 44.24 515990

16731 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.71825 -0.33811 0.3659 69.245 69.245 1.98E-03 35.35 711630

16732 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.66993 0.009951 0.66484 70.194 70.194 7.72E-03 37.24 21413

16733 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.66095 -0.56642 0.079805 69.567 69.567 2.62E-07 50.8 262260

16734 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.72933 -0.2076 0.50737 70.627 70.627 1.60E-02 25.68 387410

16735 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.7387 -0.11194 0.61207 70.16 70.16 1.11E-04 41.56 519200

16736 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.69301 -0.41331 0.26489 70.287 70.287 2.05E-12 79.21 362120

16737 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.52917 -0.30503 0.20905 69.565 69.565 7.61E-14 77.59 13799000

16738 GGNDYEIFESER Unmodified _GGNDYEIFESER_ B4FR89_MAIZE 2 708.30732 1414.6001 0.67014 -0.16871 0.48676 71.436 71.436 1.98E-03 42.26 80882

16739 GGNPSHSIFDR Unmodified _GGNPSHSIFDR_ B6U4J8_MAIZE 3 396.1915 1185.5527 0.48413 0.31981 0.8052 44.347 44.347 1.00E+00 0.25 793310

16740 GGNPSHSIFDR Unmodified _GGNPSHSIFDR_ B6U4J8_MAIZE 2 593.78362 1185.5527 0.22562 0.021444 0.24998 46.741 46.741 4.43E-05 60.6 251400

16741 GGPAGIMK Oxidation (M) _GGPAGIM(ox)K_ B4FQM2_MAIZE 2 373.69691 745.37926 0.74838 -0.2034 0.53966 23.629 23.629 1.65E-01 23.92 53489

16742 GGPAGIMK Oxidation (M) _GGPAGIM(ox)K_ B4FQM2_MAIZE 2 373.69691 745.37926 0.51434 1.0513 1.5573 58.299 58.299 1.00E+00 0.5 86413

16743 GGPAGIMK Unmodified _GGPAGIMK_ B4FQM2_MAIZE 2 365.69945 729.38435 0.78998 -1.2033 -0.42048 37.779 37.779 5.06E-02 33.14 213650

16744 GGPAKDELDSK Unmodified _GGPAKDELDSK_ B6U7Y1_MAIZE 2 558.78021 1115.5459 0.10758 -0.22728 -0.1336 26.106 26.106 4.96E-02 22.19 16790

16745 GGPAPVQQYVGR Unmodified _GGPAPVQQYVGR_ B6TKL5_MAIZE 2 614.82529 1227.636 0.241 -0.00854 0.24236 52.635 52.635 1.68E-09 62.74 1686900

16746 GGPDDADPSLDPLYAAK Unmodified _GGPDDADPSLDPLYAAK_ B6THU9_MAIZE 2 851.40195 1700.7893 1.056 -0.047227 1.0037 77.486 77.486 1.37E-17 59.86 1977200

16747 GGPEPGVIGDAVDIPGVFR Unmodified _GGPEPGVIGDAVDIPGVFR_ B6SWX3_MAIZE 2 926.48361 1850.9527 1.1772 0.010127 1.206 104.05 104.05 1.06E-14 53.53 762980

16748 GGPGAGTAPTNEQLHAVVSSILK Unmodified _GGPGAGTAPTNEQLHAVVSSILK_ B6SWA1_MAIZE 3 735.39384 2203.1597 0.87343 0.45113 1.3253 94.485 94.485 1.68E-03 9.75 141730

16749 GGPGITQADLLVINK Unmodified _GGPGITQADLLVINK_ B6STQ5_MAIZE 2 748.42757 1494.8406 0.79224 -0.12924 0.66185 82.703 82.703 6.53E-30 83.54 316490

16750 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.14837 0.17064 0.023239 38.52 38.52 5.17E-02 22.51 238580

16751 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.0089213 0.11755 0.10845 40.944 40.944 1.98E-02 28.36 688370

16752 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.024756 -0.027683 -0.051206 40.192 40.192 5.17E-02 26.07 1016800

16753 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.096259 -0.17297 -0.26785 40.871 40.871 5.17E-02 23.07 1838300

16754 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.038126 -0.22018 -0.25722 40.221 40.221 9.21E-03 31.25 1478800

16755 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 4 351.20448 1400.7888 1.0877 0.041811 1.1296 40.222 40.222 1.00E+00 6.46 646050

16756 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.16172 -0.46375 -0.62438 40.997 40.997 1.98E-02 35.7 37727000

16757 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 2 701.40169 1400.7888 0.679 -0.20961 0.47085 40.98 40.98 7.64E-09 47.76 672670

16758 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 4 351.20448 1400.7888 0.99684 -0.51372 0.48635 41.001 41.001 1.00E+00 3.71 9169100

16759 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 3 467.93689 1400.7888 -0.09983 -0.21507 -0.31363 38.78 38.78 1.98E-02 21.48 3898900
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16760 GGPGKPLHLTATPR Unmodified _GGPGKPLHLTATPR_ B4G1C2_MAIZE 4 351.20448 1400.7888 1.121 -0.52418 0.59833 38.777 38.777 1.00E+00 6.14 894140

16761 GGPGMPEMLTPTSAIMGAGLGK 3 Oxidation (M) _GGPGM(ox)PEM(ox)LTPTSAIM(ox)GAGLGK_ B4FWX5_MAIZE 2 1061.0049 2119.9952 1.2818 -0.39381 0.89292 76.142 76.142 5.59E-08 15.57 699920

16762 GGPGMPEMLTPTSAIMGAGLGK 2 Oxidation (M) _GGPGM(ox)PEMLTPTSAIM(ox)GAGLGK_ B4FWX5_MAIZE 2 1053.0074 2104.0003 1.3069 -0.61165 0.69884 84.237 84.237 1.58E-05 41.67 207260

16763 GGPLLPSYAPLGYGLVGAYNPR Unmodified _GGPLLPSYAPLGYGLVGAYNPR_ B6U752_MAIZE 2 1116.5942 2231.1739 1.3002 0.22016 1.5136 109.6 109.6 6.50E-45 89.37 286190

16764 GGPLLPSYAPLGYGLVGAYNPR Unmodified _GGPLLPSYAPLGYGLVGAYNPR_ B6U752_MAIZE 3 744.73191 2231.1739 0.87629 0.065088 0.93388 109.59 109.59 2.19E-05 43.82 314950

16765 GGPNDNMKPSPQT Oxidation (M) _GGPNDNM(ox)KPSPQT_ B6SQN8_MAIZE 2 679.80389 1357.5932 0.63214 0.077791 0.71154 28.845 28.845 1.00E+00 13.84 11245

16766 GGPNDNMKPSPQT Oxidation (M) _GGPNDNM(ox)KPSPQT_ B6SQN8_MAIZE 2 679.80389 1357.5932 0.58895 0.095162 0.68577 26.581 26.581 1.15E-02 20.86 266530

16767 GGPNDNMKPSPQT Oxidation (M) _GGPNDNM(ox)KPSPQT_ B6SQN8_MAIZE 2 679.80389 1357.5932 0.61307 0.000903 0.61538 29.454 29.454 2.65E-01 21.15 8781.1

16768 GGPNDNMKPSPQT Unmodified _GGPNDNMKPSPQT_ B6SQN8_MAIZE 2 671.80643 1341.5983 0.5402 0.029919 0.5677 35.53 35.53 1.47E-03 63.91 387380

16769 GGPNYQSGLAK Unmodified _GGPNYQSGLAK_ B4FXW5_MAIZE 2 546.27764 1090.5407 0.03123 -0.31761 -0.29786 41.926 41.926 4.43E-05 63.56 991490

16770 GGPNYQTGLAK Unmodified _GGPNYQTGLAK_ B6TD54_MAIZE 2 553.28546 1104.5564 0.11509 0.13442 0.24202 42.035 42.035 3.57E-04 61.82 808080

16771 GGPNYQTGLAK Unmodified _GGPNYQTGLAK_ B6TD54_MAIZE 2 553.28546 1104.5564 0.097669 -2.1633 -2.068 44.394 44.394 1.67E-02 42.72 259730

16772 GGPNYQTGLAK Unmodified _GGPNYQTGLAK_ B6TD54_MAIZE 2 553.28546 1104.5564 0.074347 0.065875 0.13366 44.113 44.113 3.57E-04 63.86 1403400

16773 GGPQMIQLSLDGK Unmodified _GGPQMIQLSLDGK_ B4FAL8_MAIZE 2 672.35302 1342.6915 0.55922 -0.16881 0.38807 79.357 79.357 9.54E-02 27.48 614010

16774 GGPQMIQLSLDGK Unmodified _GGPQMIQLSLDGK_ B4FAL8_MAIZE 2 672.35302 1342.6915 0.53492 -0.3598 0.17354 80.346 80.346 1.00E-11 57.56 2914500

16775 GGPQMIQLSLDGK Oxidation (M) _GGPQM(ox)IQLSLDGK_ B4FAL8_MAIZE 2 680.35048 1358.6864 0.54404 -0.4028 0.14234 69.108 69.108 1.88E-16 58.19 971500

16776 GGPQMIQLSLDGK Oxidation (M) _GGPQM(ox)IQLSLDGK_ B4FAL8_MAIZE 2 680.35048 1358.6864 0.57358 -0.061688 0.51107 69.423 69.423 4.09E-05 56.92 3631200

16777 GGPQMIQLSLDGKR Unmodified _GGPQMIQLSLDGKR_ B4FAL8_MAIZE 3 500.60481 1498.7926 -0.088093 -0.39002 -0.48363 70.567 70.567 1.98E-02 27.25 1163100

16778 GGPSFGSTVSEK Unmodified _GGPSFGSTVSEK_ B4FUI0_MAIZE 2 576.78021 1151.5459 0.073657 -0.080234 0.0067156 48.702 48.702 1.98E-03 46.73 3435300

16779 GGQAIAVSR Unmodified _GGQAIAVSR_ B4FBQ5_MAIZE 2 429.74323 857.47191 0.12492 0.4244 0.54131 34.279 34.279 3.32E-02 32.95 143280

16780 GGQFTMFMR 2 Oxidation (M) _GGQFTM(ox)FM(ox)R_ B4FB81_MAIZE 2 553.74152 1105.4685 0.088556 -0.8172 -0.71067 54.089 54.089 8.52E-03 42.34 758590

16781 GGQFTMFMR 2 Oxidation (M) _GGQFTM(ox)FM(ox)R_ B4FB81_MAIZE 2 553.74152 1105.4685 0.10598 -0.12971 -0.0058848 54.596 54.596 1.12E-01 34.35 588040

16782 GGQFTMFMR 2 Oxidation (M) _GGQFTM(ox)FM(ox)R_ B4FB81_MAIZE 2 553.74152 1105.4685 0.049015 0.32718 0.39389 54.76 54.76 3.46E-03 45.19 824970

16783 GGQFTMFMR 2 Oxidation (M) _GGQFTM(ox)FM(ox)R_ B4FB81_MAIZE 2 553.74152 1105.4685 0.057485 0.063042 0.13806 55.237 55.237 1.12E-01 52.65 678080

16784 GGQFTMFMR 2 Oxidation (M) _GGQFTM(ox)FM(ox)R_ B4FB81_MAIZE 2 553.74152 1105.4685 0.091916 0.44039 0.54859 54.537 54.537 1.01E-02 39.57 867710

16785 GGQFTMFMR Oxidation (M) _GGQFTM(ox)FMR_ B4FB81_MAIZE 2 545.74406 1089.4736 0.076495 0.21263 0.30364 67.228 67.228 1.00E+00 6.45 249080

16786 GGQFTMFMR Oxidation (M) _GGQFTM(ox)FMR_ B4FB81_MAIZE 2 545.74406 1089.4736 0.08237 0.19326 0.28929 67.251 67.251 1.00E+00 13.22 401520

16787 GGQIIQGIR Unmodified _GGQIIQGIR_ B6SJQ4_MAIZE 2 471.27998 940.54541 -0.070072 0.27262 0.19638 52.817 52.817 3.32E-02 30.47 483600

16788 GGSAPGGGSGGVGPTR Unmodified _GGSAPGGGSGGVGPTR_ B6T346_MAIZE 2 635.81036 1269.6062 0.50655 0.14053 0.6778 31.971 31.971 4.18E-01 28.61 17435

16789 GGSAPGGGSGGVGPTR Unmodified _GGSAPGGGSGGVGPTR_ B6T346_MAIZE 2 635.81036 1269.6062 0.62566 0.17236 0.82853 31.853 31.853 7.12E-01 29.33 36722

16790 GGSAPGGGSGGVGPTR Unmodified _GGSAPGGGSGGVGPTR_ B6T346_MAIZE 2 635.81036 1269.6062 0.51561 -0.26463 0.28161 32.037 32.037 5.51E-02 50.32 55376

16791 GGSAPGGGSGGVGPTR Unmodified _GGSAPGGGSGGVGPTR_ B6T346_MAIZE 2 635.81036 1269.6062 0.40353 0.21339 0.64785 32.715 32.715 2.16E-02 39.45 225040

16792 GGSAPGGGSGGVGPTR Unmodified _GGSAPGGGSGGVGPTR_ B6T346_MAIZE 2 635.81036 1269.6062 0.37275 -0.10641 0.2978 30.099 30.099 1.02E-04 66.13 786990

16793 GGSDLTATTIGK Unmodified _GGSDLTATTIGK_ A3RL74_MAIZE 2 560.79586 1119.5772 0.035839 0.14478 0.19043 47.862 47.862 1.11E-04 50.99 113840
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16794 GGSGELSLPLLPTLR Unmodified _GGSGELSLPLLPTLR_ B6UE38_MAIZE 2 755.4354 1508.8562 0.88943 -0.61608 0.26717 106.39 106.39 6.37E-03 28.39 229380

16795 GGSGELSLPLLPTLR Unmodified _GGSGELSLPLLPTLR_ B6UE38_MAIZE 2 755.4354 1508.8562 0.92774 -0.88663 0.035145 105.89 105.89 1.65E-02 27.56 87229

16805 GGSIIQQLR Unmodified _GGSIIQQLR_ B6UDK8_MAIZE 2 486.28527 970.55598 -0.50796 59.628 59.628 4.47E-03 49.97

16806 GGSMHFYK Unmodified _GGSMHFYK_ Q9ZQY0_MAIZE 3 309.47782 925.41162 1.4567 -0.007727 1.4468 39.151 39.151 6.27E-01 16.1 259150

16807 GGSPPGPPPPYR Unmodified _GGSPPGPPPPYR_ B6TDH1_MAIZE 2 589.80128 1177.588 0.18088 2.93 3.1115 46.962 46.962 2.00E-01 29.69 736800

16808 GGSPPGPPPPYR Unmodified _GGSPPGPPPPYR_ B6TDH1_MAIZE 2 589.80128 1177.588 0.39995 -2.0078 -1.5995 46.868 46.868 7.72E-03 38.55 1510400

16809 GGSPYGAGVFAGDGSR Unmodified _GGSPYGAGVFAGDGSR_ B6SPB2_MAIZE 2 727.83658 1453.6586 0.69577 -0.12897 0.58299 62.654 62.654 1.27E-09 76.88 1353700

16810 GGSTAVTAILIGSDK Unmodified _GGSTAVTAILIGSDK_ B4F7V3_MAIZE 2 695.38283 1388.7511 0.60264 -0.32163 0.2842 78.298 78.298 1.26E-03 39.91 1846700

16811 GGSTINDFQSQSGAR Unmodified _GGSTINDFQSQSGAR_ B4FS84_MAIZE 2 762.8555 1523.6964 0.87083 0.41704 1.2936 50.672 50.672 1.60E-05 88.93 773630

16812 GGSTINDFQSQSGAR Unmodified _GGSTINDFQSQSGAR_ B4FS84_MAIZE 2 762.8555 1523.6964 0.80679 -0.248 0.5642 51.343 51.343 7.01E-11 96.34 3930700

16813 GGSTVIAFAQDPDGYMFELIQR Oxidation (M) _GGSTVIAFAQDPDGYM(ox)FELIQR_ B6TPH0_MAIZE 2 1216.0836 2430.1526 1.2022 0.048274 1.2547 108.72 108.72 8.22E-26 65.83 619540

16814 GGSTVIAFAQDPDGYMFELIQR Oxidation (M) _GGSTVIAFAQDPDGYM(ox)FELIQR_ B6TPH0_MAIZE 3 811.05813 2430.1526 1.0221 0.46059 1.4867 108.66 108.66 2.93E-05 23.12 370300

16815 GGTEHLGLPVFNSVAEAK Unmodified _GGTEHLGLPVFNSVAEAK_ B6TH57_MAIZE 3 609.31961 1824.937 0.2388 -0.21237 0.025887 81.154 81.154 2.10E-02 35.04 1426500

16816 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.034627 -0.19522 -0.23672 54.358 54.358 4.40E-02 34.43 12876000

16817 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.04913 0.08792 0.031789 55.411 55.411 1.00E+00 0.71 29054

16818 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.090848 -0.22763 -0.32567 54.652 54.652 4.40E-02 29.58 4893800

16819 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.038226 -0.21488 -0.26047 56.634 56.634 1.45E-01 18.07 8877600

16820 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.075845 0.10219 0.018633 56.541 56.541 1.00E+00 12.51 4795400

16821 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.10716 -0.13076 -0.24605 56.375 56.375 1.25E-02 35.17 31836000

16822 GGTLISYEGR Unmodified _GGTLISYEGR_ B4FAD9_MAIZE 2 526.77219 1051.5298 -0.070476 0.36506 0.2853 57.139 57.139 1.00E+00 26.61 1816700

16823 GGTSIEDLAEKYPDMIIK Unmodified _GGTSIEDLAEKYPDMIIK_ B4FRH5_MAIZE 3 660.67132 1978.9921 0.52273 0.46051 0.96527 95.576 95.576 1.02E-03 28.86 1696000

16824 GGTSIEDLAEKYPDMIIK Unmodified _GGTSIEDLAEKYPDMIIK_ B4FRH5_MAIZE 3 660.67132 1978.9921 0.47108 0.36326 0.81654 95.406 95.406 9.13E-03 19.31 2487300

16825 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.46134 0.24654 0.69259 88.136 88.136 6.09E-01 7.96 406550

16826 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.46481 -0.028645 0.42106 88.746 88.746 1.31E-01 11.67 408650

16827 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.56415 0.32779 0.87682 88.268 88.268 6.30E-02 30.04 574550

16828 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.57398 0.25712 0.8162 88.932 88.932 1.31E-01 19.98 676910

16829 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.56435 0.019962 0.56987 88.078 88.078 6.09E-01 6.25 705100

16830 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.54763 0.43951 0.97121 88.637 88.637 6.30E-02 25.67 724550

16831 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 2 998.50081 1994.9871 1.2375 -0.098099 1.125 87.882 87.882 1.10E-25 39.84 289670

16832 GGTSIEDLAEKYPDMIIK Oxidation (M) _GGTSIEDLAEKYPDM(ox)IIK_ B4FRH5_MAIZE 3 666.00296 1994.9871 0.46194 0.053281 0.50068 88.499 88.499 3.92E-01 9.2 4410100

16833 GGVGFVSK Unmodified _GGVGFVSK_ B6TCK3_MAIZE 2 375.71087 749.40719 0.69183 0.51304 1.2319 41.938 41.938 2.92E-02 46.17 623590

16834 GGVGFVSK Unmodified _GGVGFVSK_ B6TCK3_MAIZE 2 375.71087 749.40719 0.76312 -0.27067 0.52179 39.328 39.328 2.92E-02 60.6 1534600

16835 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.18008 0.028698 0.20274 67.228 67.228 4.43E-05 46.23 1746900

16836 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.11437 -0.008045 0.10066 67.625 67.625 3.57E-04 56.82 855200
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16837 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.18074 -0.093337 0.08036 68.693 68.693 3.57E-04 39.03 1158900

16838 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.21161 1.3202 1.5226 68.119 68.119 5.66E-08 72.42 586900

16839 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.088481 -0.089579 -0.0079996 68.346 68.346 3.57E-04 56.9 3135100

16840 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.15738 -0.28882 -0.1376 68.602 68.602 3.60E-06 63.94 732130

16841 GGVIDEEALVR Unmodified _GGVIDEEALVR_ B6TZX0_MAIZE 2 579.31168 1156.6088 0.11656 -0.022437 0.087569 68.726 68.726 1.00E+00 4.88 562970

16842 GGVIMDVVTPEQAR Oxidation (M) _GGVIM(ox)DVVTPEQAR_ B4FQA2_MAIZE 2 744.37977 1486.745 0.77245 -0.10836 0.67504 65.463 65.463 3.48E-20 66.05 2722000

16843 GGVIMDVVTPEQAR Unmodified _GGVIMDVVTPEQAR_ B4FQA2_MAIZE 2 736.38231 1470.7501 0.74874 -0.21588 0.54166 75.107 75.107 7.68E-22 72.93 3548500

16844 GGVLFMPGVPGVVER Unmodified _GGVLFMPGVPGVVER_ B4FFZ9_MAIZE 2 757.41341 1512.8123 0.90077 0.22868 1.1495 97.183 97.183 4.63E-02 32.6 392010

16845 GGVLFMPGVPGVVER Unmodified _GGVLFMPGVPGVVER_ B4FFZ9_MAIZE 2 757.41341 1512.8123 0.85128 0.70207 1.5736 97.93 97.93 1.26E-03 22.41 386320

16846 GGVLFMPGVPGVVER Oxidation (M) _GGVLFM(ox)PGVPGVVER_ B4FFZ9_MAIZE 2 765.41087 1528.8072 0.83969 -0.56766 0.29575 84.519 84.519 4.45E-09 40.99 806840

16847 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.1582 -0.10627 1.0545 124.18 124.18 6.98E-04 40.91 3255800

16848 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.1608 -0.10313 1.06 124.6 124.6 3.25E-02 48.31 524310

16849 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.1587 -0.21041 0.95045 124.85 124.85 7.74E-05 35.53 949140

16850 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.1914 -0.34579 0.8479 125.2 125.2 3.25E-04 30.93 230010

16851 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.2743 -0.15543 1.1211 124.7 124.7 9.73E-02 38.99 403930

16852 GGWDNLLAVIPGGSSVPLLPK Unmodified _GGWDNLLAVIPGGSSVPLLPK_ B4FQ98_MAIZE 2 1045.5859 2089.1572 1.1755 0.064565 1.2421 125.5 125.5 6.98E-04 41.66 6218700

16853 GGYADVSLDER Unmodified _GGYADVSLDER_ B4FHN0_MAIZE 2 591.27529 1180.536 0.22024 -0.083875 0.13193 57.564 57.564 4.96E-02 17.16 480430

16854 GGYADVSLDER Unmodified _GGYADVSLDER_ B4FHN0_MAIZE 2 591.27529 1180.536 0.20176 -0.15021 0.047519 57.526 57.526 4.48E-03 42.81 191610

16855 GGYCNFMHVK Oxidation (M) _GGYCNFM(ox)HVK_ B4FAF4_MAIZE 3 410.17944 1227.5165 0.27016 0.080034 0.36235 42.791 42.791 1.00E+00 2.45 505320

16856 GGYCNFMHVK Unmodified _GGYCNFMHVK_ B4FAF4_MAIZE 3 404.8478 1211.5216 0.27859 0.43816 0.72436 57.022 57.022 1.00E+00 0.84 767160

16857 GGYCNFMHVK Unmodified _GGYCNFMHVK_ B4FAF4_MAIZE 2 606.76807 1211.5216 0.31893 0.43982 0.76696 57.013 57.013 1.25E-02 32.87 460740

16858 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.43943 -0.24812 0.19002 83.428 83.428 1.47E-01 21.19 903440

16859 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.43599 0.54206 0.97608 83.88 83.88 1.47E-01 29.47 303810

16860 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.46586 0.42037 0.88408 84.366 84.366 7.60E-01 9.01 435280

16861 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.50804 0.25589 0.76223 84.052 84.052 4.48E-03 45.92 275750

16862 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.44379 0.48791 0.93031 83.754 83.754 1.00E+00 9.19 617900

16863 GGYFDQYGIIR Unmodified _GGYFDQYGIIR_ B6TSB3_MAIZE 2 644.81967 1287.6248 0.38018 0.21549 0.59458 84.243 84.243 4.48E-03 58 1513800

16864 GGYGGGGGYGGANR Unmodified _GGYGGGGGYGGANR_ Q8S2Y8_MAIZE 2 600.26305 1198.5115 0.24414 0.44624 0.70457 36.548 36.548 6.31E-03 53.25 128090

16865 GGYMEITGFSAPVR Unmodified _GGYMEITGFSAPVR_ O82443_MAIZE 2 742.86375 1483.7129 0.8021 -0.073469 0.73044 84.381 84.381 1.95E-13 53.26 600130

16866 GGYMEITGFSAPVR Unmodified _GGYMEITGFSAPVR_ O82443_MAIZE 2 742.86375 1483.7129 0.80526 0.031834 0.83801 85.234 85.234 2.96E-06 48.18 3603500

16867 GGYMEITGFSAPVR Oxidation (M) _GGYM(ox)EITGFSAPVR_ O82443_MAIZE 2 750.86121 1499.7079 0.87723 0.099671 0.98012 74.43 74.43 2.25E-03 46.34 369120

16868 GGYMEITGFSAPVR Oxidation (M) _GGYM(ox)EITGFSAPVR_ O82443_MAIZE 2 750.86121 1499.7079 0.81059 0.38575 1.199 74.957 74.957 3.48E-20 77.93 4448500

16869 GGYMEITGFSPEVR Oxidation (M) _GGYM(ox)EITGFSPEVR_ Q5GAU1_MAIZE 2 779.86395 1557.7133 0.97143 0.47899 1.4518 75.863 75.863 6.31E-03 39.5 263640

16870 GGYMEITGFSPEVR Oxidation (M) _GGYM(ox)EITGFSPEVR_ Q5GAU1_MAIZE 2 779.86395 1557.7133 0.93207 0.20639 1.1411 75.518 75.518 3.36E-04 34 218980
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16871 GGYMEITGFSPEVR Oxidation (M) _GGYM(ox)EITGFSPEVR_ Q5GAU1_MAIZE 2 779.86395 1557.7133 0.93052 0.009745 0.94188 75.839 75.839 4.47E-11 52.9 2136200

16872 GGYMEITGFSPEVR Unmodified _GGYMEITGFSPEVR_ Q5GAU1_MAIZE 2 771.86649 1541.7184 0.88981 0.22176 1.1122 86.501 86.501 7.64E-09 55.98 2303700

16873 GGYPIMPGDPYER Oxidation (M) _GGYPIM(ox)PGDPYER_ Q9FQA3_MAIZE 2 734.33228 1466.65 0.7499 -0.22829 0.51762 62.385 62.385 9.54E-02 23.09 1157300

16874 GGYPIMPGDPYER Oxidation (M) _GGYPIM(ox)PGDPYER_ Q9FQA3_MAIZE 2 734.33228 1466.65 0.73274 -0.059193 0.66875 62.904 62.904 8.43E-03 21.42 1030800

16875 GGYPIMPGDPYER Unmodified _GGYPIMPGDPYER_ Q9FQA3_MAIZE 2 726.33483 1450.6551 0.70877 0.026286 0.72807 73.151 73.151 3.13E-02 30.48 849800

16876 GGYQYHLDLSGHPTAGIGDDIK Unmodified _GGYQYHLDLSGHPTAGIGDDIK_ B4G1C2_MAIZE 4 579.28292 2313.1026 0.22014 -0.0435 0.18034 75.102 75.102 1.91E-01 5.89 887710

16877 GGYQYHLDLSGHPTAGIGDDIK Unmodified _GGYQYHLDLSGHPTAGIGDDIK_ B4G1C2_MAIZE 4 579.28292 2313.1026 0.23875 0.24603 0.4889 76.261 76.261 7.91E-01 18.5 461890

16878 GGYQYHLDLSGHPTAGIGDDIK Unmodified _GGYQYHLDLSGHPTAGIGDDIK_ B4G1C2_MAIZE 4 579.28292 2313.1026 0.20909 0.17023 0.38309 75.804 75.804 7.91E-01 5.11 451350

16879 GGYQYHLDLSGHPTAGIGDDIK Unmodified _GGYQYHLDLSGHPTAGIGDDIK_ B4G1C2_MAIZE 4 579.28292 2313.1026 0.076511 0.017763 0.098957 75.935 75.935 2.15E-02 7.38 22256000

16880 GGYQYHLDLSGHPTAGIGDDIK Unmodified _GGYQYHLDLSGHPTAGIGDDIK_ B4G1C2_MAIZE 3 772.04147 2313.1026 0.88149 -0.11366 0.77208 75.913 75.913 1.82E-12 43.59 6734600

16881 GGYSLDSDAIGLPR Unmodified _GGYSLDSDAIGLPR_ B6U1K3_MAIZE 2 710.85698 1419.6994 0.70485 0.1665 0.86611 80.632 80.632 6.31E-03 37.56 146190

16882 GGYSLDSDAIGLPR Unmodified _GGYSLDSDAIGLPR_ B6U1K3_MAIZE 2 710.85698 1419.6994 0.76384 -0.54435 0.21634 80.772 80.772 2.96E-06 48.59 334920

16883 GGYSSISGPR Unmodified _GGYSSISGPR_ B4G0V4_MAIZE 2 490.74343 979.47231 -0.16651 0.1661 -0.0048751 39.32 39.32 2.81E-03 41.65 436770

16884 GGYSSISGPR Unmodified _GGYSSISGPR_ B4G0V4_MAIZE 2 490.74343 979.47231 0.06432 42.026 42.026 5.59E-03 66.05

16885 GGYSSISGPR Unmodified _GGYSSISGPR_ B4G0V4_MAIZE 2 490.74343 979.47231 -0.075123 0.046669 -0.03268 41.975 41.975 1.62E-03 69.27 2200000

16886 GGYSSISGPR Unmodified _GGYSSISGPR_ B4G0V4_MAIZE 2 490.74343 979.47231 -0.053173 -0.31377 -0.36987 40.043 40.043 1.84E-04 51.8 492190

16887 GGYSTHIVVHER Unmodified _GGYSTHIVVHER_ B4FBW5_MAIZE 3 452.23359 1353.6789 -0.10601 -0.14244 -0.24331 37.841 37.841 2.46E-02 25.33 169420

16888 GGYSTHIVVHER Unmodified _GGYSTHIVVHER_ B4FBW5_MAIZE 3 452.23359 1353.6789 0.080277 0.26847 0.35252 40.419 40.419 8.04E-02 22.33 172320

16889 GGYSTHIVVHER Unmodified _GGYSTHIVVHER_ B4FBW5_MAIZE 3 452.23359 1353.6789 -0.12865 0.29273 0.16884 40.735 40.735 2.46E-02 30.61 2553800

16890 GGYTISDNSTGNKPDIIVMGTGSELEIAAK Oxidation (M) _GGYTISDNSTGNKPDIIVM(ox)GTGSELEIAAK_ B4G177_MAIZE 3 1018.836 3053.4863 1.1907 0.099676 1.2858 84.537 84.537 5.53E-02 25.53 399500

16891 GGYTISDNSTGNKPDIIVMGTGSELEIAAK Oxidation (M) _GGYTISDNSTGNKPDIIVM(ox)GTGSELEIAAK_ B4G177_MAIZE 3 1018.836 3053.4863 1.2029 -0.26779 0.9313 84.907 84.907 8.45E-05 41.66 518010

16892 GGYTISDNSTGNKPDIIVMGTGSELEIAAK Oxidation (M) _GGYTISDNSTGNKPDIIVM(ox)GTGSELEIAAK_ B4G177_MAIZE 3 1018.836 3053.4863 1.2777 -0.07362 1.1997 84.452 84.452 3.49E-13 47.7 909070

16893 GGYVIVDEK Unmodified _GGYVIVDEK_ B6TVY0_MAIZE 2 490.25838 978.50221 -0.23478 0.093568 -0.14084 50.966 50.966 1.12E-01 16.67 201600

16894 GGYVIVDEK Unmodified _GGYVIVDEK_ B6TVY0_MAIZE 2 490.25838 978.50221 0.0084096 0.30296 0.31049 59.124 59.124 1.00E+00 2.93 321920

16895 GHAIEPGYAGGLR Unmodified _GHAIEPGYAGGLR_ B6SZN0_MAIZE 3 433.22644 1296.6575 0.056965 1.1776 1.2225 49.707 49.707 1.00E+00 3.9 672500

16896 GHAIEPGYAGGLR Unmodified _GHAIEPGYAGGLR_ B6SZN0_MAIZE 2 649.33602 1296.6575 0.46345 0.17214 0.62455 49.359 49.359 2.61E-08 44 800810

16897 GHAIEPGYAGGLR Unmodified _GHAIEPGYAGGLR_ B6SZN0_MAIZE 3 433.22644 1296.6575 0.029749 0.006389 0.025247 50.026 50.026 1.00E+00 5.73 5196500

16898 GHAIEPGYAGGLR Unmodified _GHAIEPGYAGGLR_ B6SZN0_MAIZE 2 649.33602 1296.6575 0.41637 -0.34528 0.061076 50.028 50.028 1.47E-03 43.39 1516200

16899 GHALNPGQR Unmodified _GHALNPGQR_ B4FCV1_MAIZE 2 475.25176 948.48896 0.11475 -0.21012 -0.10387 20.524 20.524 7.18E-01 12.92 11437

16900 GHALNPGQR Unmodified _GHALNPGQR_ B4FCV1_MAIZE 3 317.17026 948.48896 1.4074 0.40159 1.7975 22.665 22.665 1.00E+00 13.26 46690

16901 GHALNPGQR Unmodified _GHALNPGQR_ B4FCV1_MAIZE 2 475.25176 948.48896 -0.14491 -0.035945 -0.19072 22.661 22.661 3.39E-01 20.55 80216

16902 GHAVGDIPGVR Unmodified _GHAVGDIPGVR_ B6TI93_MAIZE 2 539.29362 1076.5727 0.022442 0.012586 0.048865 45.719 45.719 4.48E-03 45.11 1641800

16903 GHAVGDIPGVR Unmodified _GHAVGDIPGVR_ B6TI93_MAIZE 3 359.86484 1076.5727 0.92283 0.34977 1.2869 45.72 45.72 1.00E+00 1.25 3580700

16904 GHAVGDIPGVR Unmodified _GHAVGDIPGVR_ B6TI93_MAIZE 3 359.86484 1076.5727 0.98832 46.749 46.749 9.66E-01 0.22
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16905 GHAVGDIPGVR Unmodified _GHAVGDIPGVR_ B6TI93_MAIZE 2 539.29362 1076.5727 -0.070133 -0.43494 -0.48916 45.592 45.592 3.57E-04 30.75 163360

16906 GHAVGDIPGVR Unmodified _GHAVGDIPGVR_ B6TI93_MAIZE 2 539.29362 1076.5727 0.0082872 -1.2515 -1.2253 49.498 49.498 4.96E-02 30.81 497250

16907 GHCVSFSDR Unmodified _GHCVSFSDR_ B4FHG3_MAIZE 3 355.49078 1063.4505 0.99213 1.2114 2.2221 34.538 34.538 1.00E+00 4.99 76861

16908 GHCVSFSDR Unmodified _GHCVSFSDR_ B4FHG3_MAIZE 3 355.49078 1063.4505 0.9979 -0.22312 0.79707 35.044 35.044 1.00E+00 6.31 80997

16909 GHCVSFSDR Unmodified _GHCVSFSDR_ B4FHG3_MAIZE 3 355.49078 1063.4505 1.0688 -0.072914 1.0167 35.013 35.013 9.63E-01 12.81 251190

16910 GHCVSFSDR Unmodified _GHCVSFSDR_ B4FHG3_MAIZE 2 532.73254 1063.4505 0.10211 -0.10583 0.018046 35.027 35.027 3.39E-01 25.14 139960

16911 GHCVSFSDR Unmodified _GHCVSFSDR_ B4FHG3_MAIZE 2 532.73254 1063.4505 -0.052055 -0.14772 -0.17863 35.64 35.64 1.01E-02 33.68 1731800

16912 GHDDGNSLTNLLWWLHSR Unmodified _GHDDGNSLTNLLWWLHSR_ B4FJE0_MAIZE 3 707.6802 2120.0188 0.7454 -0.88678 -0.14054 115.36 115.36 6.30E-02 22.06 649970

16913 GHEAAAPGSSVLGR Acetyl (Protein N-term) _(ac)GHEAAAPGSSVLGR_ B6TMF2_MAIZE 2 675.84166 1349.6688 0.52615 -0.25172 0.26421 54.629 54.629 6.31E-03 33.23 157790

16914 GHERPLTFLR Unmodified _GHERPLTFLR_ B6SSB6_MAIZE 3 409.23152 1224.6727 0.34167 0.20939 0.54067 49.927 49.927 1.26E-02 17.99 1226800

16915 GHERPLTFLR Unmodified _GHERPLTFLR_ B6SSB6_MAIZE 3 409.23152 1224.6727 0.34776 0.22874 0.56664 52.658 52.658 2.94E-01 15.98 546720

16916 GHFGPINALAFNPDGR Unmodified _GHFGPINALAFNPDGR_ B6SSB6_MAIZE 2 841.92352 1681.8325 1.0506 -0.21171 0.83915 82.686 82.686 7.01E-14 61.62 1015500

16917 GHGAAHLVQK Unmodified _GHGAAHLVQK_ B6T6A1_MAIZE 3 339.8578 1016.5516 1.077 0.5231 1.5961 23.593 23.593 5.31E-01 23.46 9173.3

16918 GHGGVHDGTTVVLWEWAK Unmodified _GHGGVHDGTTVVLWEWAK_ B4G0K5_MAIZE 4 487.99706 1947.9591 -0.040159 -0.18402 -0.20583 81.236 81.236 1.00E+00 4.41 1448600

16919 GHGGVHDGTTVVLWEWAK Unmodified _GHGGVHDGTTVVLWEWAK_ B4G0K5_MAIZE 4 487.99706 1947.9591 -0.13393 -0.053807 -0.16809 80.693 80.693 1.43E-01 31.47 8554000

16920 GHGGVHDGTTVVLWEWAK Unmodified _GHGGVHDGTTVVLWEWAK_ B4G0K5_MAIZE 3 650.32699 1947.9591 0.40348 -0.21859 0.20408 80.678 80.678 2.82E-02 54.77 8301800

16921 GHIEGTAWR Unmodified _GHIEGTAWR_ Q38JE3_MAIZE 2 513.75942 1025.5043 -0.14946 0.18135 0.026363 42.284 42.284 9.73E-03 37.65 148490

16922 GHIEGTAWR Unmodified _GHIEGTAWR_ Q38JE3_MAIZE 3 342.84204 1025.5043 0.96011 0.29935 1.2533 42.272 42.272 1.00E+00 5.63 58991

16923 GHISYYVTSK Unmodified _GHISYYVTSK_ B4FGF5_MAIZE 2 577.79566 1153.5768 0.094144 0.31362 0.401 44.218 44.218 2.81E-03 29.01 1091500

16924 GHISYYVTSK Unmodified _GHISYYVTSK_ B4FGF5_MAIZE 2 577.79566 1153.5768 0.11262 -0.17249 -0.066134 41.902 41.902 4.40E-05 31.77 2952900

16925 GHIYQVIK Unmodified _GHIYQVIK_ B6TAH3_MAIZE 2 479.27945 956.54435 -0.057753 0.002857 -0.065753 41.778 41.778 1.65E-01 15.28 299870

16926 GHLNQEAGLVPSLNPLVK Unmodified _GHLNQEAGLVPSLNPLVK_ Q5EUD6_MAIZE 3 629.35466 1885.0421 0.3409 0.092939 0.42386 81.861 81.861 5.85E-01 10.32 277010

16927 GHLNQEAGLVPSLNPLVK Unmodified _GHLNQEAGLVPSLNPLVK_ Q5EUD6_MAIZE 3 629.35466 1885.0421 0.29663 -0.018732 0.2691 81.54 81.54 8.87E-01 29.38 13311000

16928 GHLNQEAGLVPSLNPLVK Unmodified _GHLNQEAGLVPSLNPLVK_ Q5EUD6_MAIZE 2 943.52835 1885.0421 1.1833 0.17861 1.3532 81.545 81.545 5.25E-26 85.99 1470700

16929 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 0.98017 -0.48273 0.49905 84.355 84.355 1.47E-16 79.82 2475400

16930 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 0.98508 0.048475 1.0345 84.97 84.97 8.81E-14 71.66 709230

16931 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 1.0018 -0.17767 0.82443 85.177 85.177 1.50E-11 53.86 710520

16932 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 1.0104 -0.11551 0.89603 84.889 84.889 1.47E-16 76.76 632530

16933 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 1.0872 0.10906 1.1965 84.761 84.761 3.36E-31 84.69 417400

16934 GHNGEVTAIATPIDNSPFIVSSSR Unmodified _GHNGEVTAIATPIDNSPFIVSSSR_ B4FKM1_MAIZE 3 823.75047 2468.2296 0.99526 -0.20596 0.78992 84.805 84.805 1.47E-16 67.94 2544800

16935 GHPFDEEK Unmodified _GHPFDEEK_ B6SWY7_MAIZE 2 479.71688 957.41921 0.067066 -0.034876 0.026333 31.841 31.841 5.06E-02 11.54 45864

16936 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 3 421.53902 1261.5952 0.34396 0.22484 0.56433 27.484 27.484 1.40E-01 26.43 78371

16937 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 2 631.80489 1261.5952 0.51871 -1.3803 -0.86282 27.494 27.494 1.00E+00 3.47 5243.2

16938 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 3 421.53902 1261.5952 0.0073531 -0.17641 -0.16974 30.008 30.008 6.79E-01 24.38 165630
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16939 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 2 631.80489 1261.5952 0.3997 0.048702 0.44695 30.009 30.009 1.47E-01 35.35 11467

16940 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 3 421.53902 1261.5952 0.3597 0.94032 1.2945 27.934 27.934 1.00E+00 6.12 11003

16941 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 3 421.53902 1261.5952 0.17164 0.35053 0.5191 28.171 28.171 6.79E-01 9.6 79143

16942 GHSNVWNSHPK Unmodified _GHSNVWNSHPK_ B6T147_MAIZE 3 421.53902 1261.5952 -0.0015004 -1.665 -1.664 30.339 30.339 3.45E-01 15.89 21243

16943 GHSNVWNSHPK Acetyl (Protein N-term) _(ac)GHSNVWNSHPK_ B6T147_MAIZE 3 435.54254 1303.6058 0.010466 0.21375 0.21835 35.579 35.579 1.00E+00 7.35 27717

16944 GHSNVWNSHPK Acetyl (Protein N-term) _(ac)GHSNVWNSHPK_ B6T147_MAIZE 3 435.54254 1303.6058 -0.036999 0.35873 0.3136 37.734 37.734 1.91E-02 26.38 71467

16945 GHSNVWNSHPK Acetyl (Protein N-term) _(ac)GHSNVWNSHPK_ B6T147_MAIZE 2 652.81017 1303.6058 0.51705 -1.8444 -1.3312 37.727 37.727 7.60E-01 1.43 7000.7

16946 GHSYSEIINESLIESVDSLNPFMHAR Oxidation (M) _GHSYSEIINESLIESVDSLNPFM(ox)HAR_ B4FFZ2_MAIZE 4 741.10664 2960.3974 0.8043 0.038134 0.8302 123.51 123.51 1.12E-08 54.91 296960

16947 GHSYSEIINESLIESVDSLNPFMHAR Oxidation (M) _GHSYSEIINESLIESVDSLNPFM(ox)HAR_ B4FFZ2_MAIZE 4 741.10664 2960.3974 0.86697 0.14239 0.99632 129.14 129.14 5.14E-10 72.78 809790

16948 GHVEEAIGR Unmodified _GHVEEAIGR_ B6SVM0_MAIZE 2 484.25142 966.48829 0.13538 0.8142 0.93531 31.101 31.101 1.01E-02 30.12 30776

16949 GHVEEAIGR Unmodified _GHVEEAIGR_ B6SVM0_MAIZE 2 484.25142 966.48829 -0.13581 0.003181 -0.14471 29.9 29.9 9.73E-03 36.62 25455

16950 GHVEEAIGR Unmodified _GHVEEAIGR_ B6SVM0_MAIZE 2 484.25142 966.48829 0.019651 -0.17672 -0.16869 31.612 31.612 1.01E-02 31.5 88749

16951 GHVEEAIGR Unmodified _GHVEEAIGR_ B6SVM0_MAIZE 2 484.25142 966.48829 0.069691 -0.22729 -0.16934 32.261 32.261 1.00E+00 1.21 23142

16952 GHVESVVK Unmodified _GHVESVVK_ Q84L97_MAIZE 2 427.74016 853.46577 0.26595 0.33649 0.61141 22.786 22.786 1.65E-01 15.51 48686

16953 GHVFEEMQR Unmodified _GHVFEEMQR_ B6U0S1_MAIZE 2 566.76384 1131.5131 0.12507 0.50761 0.62746 42.577 42.577 9.73E-03 29.97 1804900

16954 GHVFEEMQR Unmodified _GHVFEEMQR_ B6U0S1_MAIZE 3 378.17832 1131.5131 0.65416 -0.018691 0.62948 44.911 44.911 2.35E-01 29.56 320710

16955 GHVFEEMQR Unmodified _GHVFEEMQR_ B6U0S1_MAIZE 3 378.17832 1131.5131 0.61572 -0.10843 0.50288 44.185 44.185 2.35E-01 19.53 509330

16956 GHVFEEMQR Unmodified _GHVFEEMQR_ B6U0S1_MAIZE 3 378.17832 1131.5131 0.64827 -0.87506 -0.23023 45.425 45.425 1.00E+00 4.25 613780

16957 GHVFEEMQR Oxidation (M) _GHVFEEM(ox)QR_ B6U0S1_MAIZE 2 574.7613 1147.508 0.35746 1.0684 1.4217 30.855 30.855 8.86E-01 10.45 23431

16958 GHVFEEMQRPGTPLYNIK Oxidation (M) _GHVFEEM(ox)QRPGTPLYNIK_ B6U0S1_MAIZE 3 711.35796 2131.0521 0.68838 -0.28073 0.40214 61.516 61.516 1.31E-02 18.77 1126500

16959 GHVFEEMQRPGTPLYNIK Oxidation (M) _GHVFEEM(ox)QRPGTPLYNIK_ B6U0S1_MAIZE 3 711.35796 2131.0521 0.69061 -0.081452 0.6035 62.565 62.565 8.32E-04 25.59 819520

16960 GHVFEEMQRPGTPLYNIK Oxidation (M) _GHVFEEM(ox)QRPGTPLYNIK_ B6U0S1_MAIZE 3 711.35796 2131.0521 0.71514 -0.20979 0.50051 61.99 61.99 1.02E-03 24.41 1678800

16961 GHVFEEMQRPGTPLYNIK Oxidation (M) _GHVFEEM(ox)QRPGTPLYNIK_ B6U0S1_MAIZE 3 711.35796 2131.0521 0.68533 -0.37532 0.30531 62.407 62.407 1.02E-03 19.1 1355800

16962 GHVFEEMQRPGTPLYNIK Unmodified _GHVFEEMQRPGTPLYNIK_ B6U0S1_MAIZE 3 706.02632 2115.0571 0.69226 -0.13249 0.55213 71.728 71.728 1.02E-03 22.37 709630

16963 GHVFEEMQRPGTPLYNIK Unmodified _GHVFEEMQRPGTPLYNIK_ B6U0S1_MAIZE 3 706.02632 2115.0571 0.68461 -0.03042 0.64668 72.096 72.096 1.02E-03 31.42 630620

16964 GHVFEEMQRPGTPLYNIK Unmodified _GHVFEEMQRPGTPLYNIK_ B6U0S1_MAIZE 3 706.02632 2115.0571 0.7118 -0.023984 0.68052 71.901 71.901 5.31E-03 25.94 702410

16965 GHVFEEMQRPGTPLYNIK Unmodified _GHVFEEMQRPGTPLYNIK_ B6U0S1_MAIZE 3 706.02632 2115.0571 0.71453 -0.01609 0.69048 71.886 71.886 5.31E-03 28.42 933260

16966 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.48104 0.27389 0.75528 115.83 115.83 6.30E-02 39.12 4242400

16967 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.47718 0.076063 0.55484 116.68 116.68 1.06E-02 40.3 4543400

16968 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.1891 0.1714 1.3612 116.63 116.63 1.36E-104 123.87 439260

16969 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.46824 0.14698 0.61593 117.09 117.09 6.30E-02 51.27 5797800

16970 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.1675 0.24283 1.4111 117.07 117.07 3.67E-78 118.07 527400

16971 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.1856 0.11635 1.3032 118.34 118.34 2.32E-57 115.56 356590

16972 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.3081 0.048204 1.3573 119.45 119.45 8.29E-68 85.08 166710
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16973 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.44774 0.19344 0.64179 119.26 119.26 9.13E-03 56.31 10111000

16974 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.2033 0.15186 1.3564 119.23 119.23 2.06E-90 118.18 1167100

16975 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.4695 0.18219 0.65178 116.91 116.91 6.30E-02 29.81 1467000

16976 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.46724 0.30224 0.77048 129.3 129.3 2.47E-02 34.65 1131000

16977 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 3 658.33733 1971.9902 0.48356 0.2071 0.69091 130.04 130.04 9.21E-01 20.4 1813000

16978 GHYTEGAELIDSVLDVVR Unmodified _GHYTEGAELIDSVLDVVR_ TBB5_MAIZE B4 2 987.00236 1971.9902 1.0485 -0.1565 0.89324 130.04 130.04 8.00E-45 119.15 141540

16983 GIAFIK Unmodified _GIAFIK_ B6SGV9_MAIZE 2 324.7076 647.40065 1.2576 0.024818 1.2634 58.472 58.472 2.64E-01 26.05 5277800

16984 GIAFVGGFSYADVLDSAK Unmodified _GIAFVGGFSYADVLDSAK_ B4FB70_MAIZE 2 908.95943 1815.9043 1.1345 0.24264 1.3833 112.23 112.23 9.02E-03 29.45 76403

16985 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.1981 0.59788 1.7902 116.97 116.97 1.12E-03 10.76 72286

16986 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2493 0.55657 1.7997 133.67 133.67 1.32E-07 57.14 94199

16987 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 1.0059 0.30955 1.3099 133.79 133.79 1.39E-03 24.63 88796

16988 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.98478 0.23241 1.2114 136.79 136.79 4.17E-01 24.22 1110300

16989 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2485 0.72957 1.9721 113.65 113.65 4.97E-06 33.63 108990

16990 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.93802 0.20096 1.1332 131.79 131.79 2.72E-04 36.8 190040

16991 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.9421 0.22625 1.1631 137.54 137.54 4.17E-01 16.43 185550

16992 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2576 0.24901 1.5011 137.67 137.67 1.06E-12 77.48 214620

16993 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.96782 0.18501 1.1475 131.72 131.72 1.44E-02 17.08 165970

16994 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.9754 0.25457 1.2234 137.71 137.71 5.94E-02 29.37 206720

16995 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.1847 0.22211 1.4007 137.93 137.93 1.06E-12 99.55 272910

16996 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.99885 0.24615 1.2389 137.59 137.59 5.19E-06 50.45 176600

16997 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2389 0.26048 1.4933 137.57 137.57 1.06E-12 79.2 83681

16998 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 1.0573 0.24364 1.2956 136.91 136.91 4.26E-05 31.7 160730

16999 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 1.0104 0.24687 1.2513 132.55 132.55 1.39E-03 35.65 248370

17000 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2825 0.40073 1.6773 137.28 137.28 5.43E-06 52.12 52341

17001 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 0.99895 0.27343 1.2667 138.1 138.1 7.29E-08 69.55 953840

17002 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 2 1187.1366 2372.2587 1.2347 0.34087 1.5698 138.09 138.09 1.32E-07 73.34 778930

17003 GIALNLENENVGIVVFGSDTAIK Unmodified _GIALNLENENVGIVVFGSDTAIK_ ATPAM_MAIZE 3 791.76019 2372.2587 1.0513 0.069822 1.1148 139.01 139.01 2.00E-01 18.44 64378

17004 GIAYEYSEQELLGGAK Unmodified _GIAYEYSEQELLGGAK_ B4FVJ9_MAIZE 2 864.42797 1726.8414 1.0079 -0.11896 0.86445 82.739 82.739 1.82E-38 122.38 2773700

17005 GIDESAGSDLTNLVHLINSY Unmodified _GIDESAGSDLTNLVHLINSY_ Q8W2B7_MAIZE 2 1059.5211 2117.0277 1.2979 0.31549 1.6059 125.4 125.4 5.15E-01 2.06 711220

17006 GIDESAGSDLTNLVHLINSY Unmodified _GIDESAGSDLTNLVHLINSY_ Q8W2B7_MAIZE 2 1059.5211 2117.0277 1.1704 0.45395 1.6176 125.84 125.84 5.73E-03 25.51 633530

17007 GIDESAGSDLTNLVHLINSY Unmodified _GIDESAGSDLTNLVHLINSY_ Q8W2B7_MAIZE 2 1059.5211 2117.0277 1.2303 0.22237 1.4455 126.12 126.12 6.57E-12 86.65 797100

17008 GIDESAGSDLTNLVHLINSY Unmodified _GIDESAGSDLTNLVHLINSY_ Q8W2B7_MAIZE 2 1059.5211 2117.0277 1.2078 0.35591 1.5564 126.48 126.48 4.84E-09 64.58 276560

17009 GIDESAGSDLTNLVHLINSY Unmodified _GIDESAGSDLTNLVHLINSY_ Q8W2B7_MAIZE 2 1059.5211 2117.0277 1.2008 0.20317 1.3972 126.78 126.78 3.46E-29 86.97 3530000

17010 GIDLVAGGR Unmodified _GIDLVAGGR_ B6SJC8_MAIZE 2 429.24561 856.47667 0.10248 -0.010179 0.094719 53.245 53.245 9.73E-03 32.41 6530500
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17011 GIDLVAGGR Unmodified _GIDLVAGGR_ B6SJC8_MAIZE 2 429.24561 856.47667 -0.034312 0.44789 0.41714 53.783 53.783 3.21E-03 35.69 107380

17012 GIDLVAGGR Unmodified _GIDLVAGGR_ B6SJC8_MAIZE 2 429.24561 856.47667 -0.042097 0.82595 0.78469 53.445 53.445 1.01E-02 33.06 645570

17013 GIDLVAGGR Unmodified _GIDLVAGGR_ B6SJC8_MAIZE 2 429.24561 856.47667 -0.11224 0.52438 0.41369 56.668 56.668 3.32E-02 45.53 2505200

17014 GIDMAIASR Oxidation (M) _GIDM(ox)AIASR_ B4FHW6_MAIZE 2 475.24221 948.46987 -0.15274 0.25926 0.08848 48.225 48.225 3.89E-04 61.03 234610

17015 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.34918 -0.12711 0.21109 94.608 94.608 8.05E-01 21.54 21384

17016 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.37491 0.33993 0.70256 93.365 93.365 2.62E-07 72.57 1203400

17017 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.39195 0.24432 0.6244 93.459 93.459 4.56E-01 22.45 1250600

17018 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.42263 0.34465 0.7556 93.262 93.262 2.62E-07 56.32 753910

17019 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.32007 0.11147 0.41995 92.888 92.888 2.62E-07 54.17 4161200

17020 GIDPPSLDLLAR Unmodified _GIDPPSLDLLAR_ B4FF57_MAIZE 2 633.85625 1265.698 0.38759 0.20756 0.58265 93.465 93.465 1.11E-04 54.87 2282400

17021 GIDSLVDVGGGHGGAAATIAAAFPHLK Unmodified _GIDSLVDVGGGHGGAAATIAAAFPHLK_ B6T9B1_MAIZE 3 834.77483 2501.3027 1.0871 0.028224 1.1214 103.72 103.72 6.21E-12 32.43 469460

17022 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.1844 -0.12812 1.0533 111.42 111.42 2.02E-81 99.81 2993800

17023 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.1559 0.005358 1.1584 111.9 111.9 4.44E-37 103.27 635960

17024 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.1776 0.10085 1.2758 112.21 112.21 4.44E-37 92.21 632810

17025 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.2393 0.24557 1.4817 113.39 113.39 2.02E-11 54.8 187060

17026 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.3457 1.6963 3.037 112.27 112.27 2.57E-06 21.57 198330

17027 GIDVQQVSLVINYDLPTQPENYLHR Unmodified _GIDVQQVSLVINYDLPTQPENYLHR_ B4FBK3_MAIZE 3 971.1698 2910.4876 1.2134 -0.10449 1.1061 113.59 113.59 4.85E-74 93.71 1340100

17028 GIDVVLNEESK Unmodified _GIDVVLNEESK_ B6SV64_MAIZE 2 601.81679 1201.619 0.20704 -1.0578 -0.85964 65.07 65.07 7.60E-01 8.61 43787

17029 GIDVVLNEESK Unmodified _GIDVVLNEESK_ B6SV64_MAIZE 2 601.81679 1201.619 0.25296 0.36641 0.60796 64.655 64.655 4.43E-05 43.12 277860

17030 GIDVVLNEESKR Unmodified _GIDVVLNEESKR_ B6SV64_MAIZE 2 679.86735 1357.7201 0.52219 -0.55988 -0.051796 58.018 58.018 1.98E-03 66.52 941240

17031 GIDVVLNEESKR Unmodified _GIDVVLNEESKR_ B6SV64_MAIZE 3 453.58066 1357.7201 -0.019763 -0.56651 -0.60031 57.994 57.994 4.50E-01 2.56 1726700

17032 GIDVVLNEESKR Unmodified _GIDVVLNEESKR_ B6SV64_MAIZE 3 453.58066 1357.7201 -0.33296 -2.7666 -3.1101 58.571 58.571 4.52E-03 28.53 1109400

17033 GIDVVLNEESKR Unmodified _GIDVVLNEESKR_ B6SV64_MAIZE 2 679.86735 1357.7201 0.49838 -0.40238 0.081541 58.561 58.561 1.60E-02 57.2 521060

17034 GIDVVLNEESKR Unmodified _GIDVVLNEESKR_ B6SV64_MAIZE 2 679.86735 1357.7201 0.6321 -0.91063 -0.29323 60.124 60.124 7.72E-03 48.69 502990

17035 GIEADDMEALYK Unmodified _GIEADDMEALYK_ B6THG9_MAIZE 2 677.81339 1353.6122 0.56718 0.20294 0.74426 76.194 76.194 1.68E-09 74 2251700

17036 GIEADDMEALYK Unmodified _GIEADDMEALYK_ B6THG9_MAIZE 2 677.81339 1353.6122 0.60565 0.16413 0.74428 76.454 76.454 6.74E-02 15.39 270820

17037 GIEADDMEALYK Unmodified _GIEADDMEALYK_ B6THG9_MAIZE 2 677.81339 1353.6122 0.55804 0.57347 1.1046 77.097 77.097 1.98E-03 34.33 1544400

17038 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.18007 0.029481 0.21582 41.096 41.096 8.04E-02 29.36 2760700

17039 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.010055 0.1797 0.19456 40.304 40.304 4.46E-01 20.61 571280

17040 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.15452 -0.057437 0.10345 43.222 43.222 8.04E-02 24.9 1060100

17041 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.12413 0.34559 0.47525 42.471 42.471 8.04E-02 25.4 1158500

17042 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.17779 0.23259 0.41605 43.231 43.231 4.46E-01 9.54 537230

17043 GIEDCVR Unmodified _GIEDCVR_ B4FFH8_MAIZE 2 424.70017 847.3858 0.07871 -0.42834 -0.3421 44.021 44.021 8.04E-02 27.49 15878000

17044 GIEVTSISR Unmodified _GIEVTSISR_ B6T2X9_MAIZE 2 481.26928 960.52401 -0.2374 -0.19376 -0.43833 55.699 55.699 3.21E-03 46.31 199540
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17045 GIEVVSFSR Unmodified _GIEVVSFSR_ B4FTR5_MAIZE 2 497.27182 992.5291 0.0032569 0.55248 0.55765 68.264 68.264 3.39E-01 15.36 199040

17046 GIEYLHEK Unmodified _GIEYLHEK_ B4FW61_MAIZE 2 494.75855 987.50255 -0.19555 -0.27111 -0.49469 46.806 46.806 1.65E-01 30.7 520160

17047 GIEYLHEK Unmodified _GIEYLHEK_ B4FW61_MAIZE 3 330.17479 987.50255 0.96607 46.788 46.788 1.14E-01 29.11

17048 GIFFEVK Unmodified _GIFFEVK_ B6TCR9_MAIZE 2 420.23672 838.45889 0.21052 -0.19753 0.016178 77.603 77.603 1.00E+00 10.58 508170

17049 GIFFEVK Unmodified _GIFFEVK_ B6TCR9_MAIZE 2 420.23672 838.45889 0.059588 -0.004077 0.057687 77.103 77.103 4.49E-02 38.83 30477000

17050 GIFFEVK Unmodified _GIFFEVK_ B6TCR9_MAIZE 2 420.23672 838.45889 -0.026705 3.6957 3.664 78.855 78.855 1.00E+00 5.21 385450

17051 GIFLLR Unmodified _GIFLLR_ B4F869_MAIZE 2 359.73415 717.45375 0.89814 -0.10359 0.78017 78.569 78.569 2.64E-01 26.8 2325100

17052 GIFSSIENAASSVAK Unmodified _GIFSSIENAASSVAK_ B4FRP8_MAIZE 2 740.88574 1479.7569 0.75973 0.30199 1.0434 100.89 100.89 7.01E-11 70.17 1135000

17053 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.39894 -0.068115 0.34795 58.433 58.433 1.86E-01 23.31 133600

17054 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.46076 -0.12823 0.34897 57.435 57.435 1.86E-01 15.82 1460300

17055 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.57558 -0.011274 0.58052 59.058 59.058 1.86E-01 25.38 2806000

17056 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.52914 0.19917 0.74291 58.396 58.396 1.86E-01 29.9 1219000

17057 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.37693 -0.36104 0.032288 58.897 58.897 8.04E-02 43.01 11838000

17058 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.58324 0.53083 1.1297 59.331 59.331 1.00E+00 18.51 478430

17059 GIFTVTK Unmodified _GIFTVTK_ B6UDK0_MAIZE 2 383.2289 764.44324 0.6405 0.051129 0.70613 57.641 57.641 1.00E+00 6.7 570710

17060 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 2 1146.6068 2291.199 1.1731 0.23423 1.4111 127.15 127.15 1.06E-14 51.62 9644200

17061 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 3 764.74029 2291.199 0.91109 0.47951 1.3938 127.13 127.13 7.02E-03 20.05 1540900

17062 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 2 1146.6068 2291.199 1.2514 0.088182 1.3433 128.73 128.73 5.92E-02 19.36 112320

17063 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 2 1146.6068 2291.199 1.2409 0.36362 1.6081 130.59 130.59 3.71E-05 31.05 465660

17064 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 3 764.74029 2291.199 0.83679 0.26413 1.1051 130.02 130.02 4.99E-02 13.69 5480500

17065 GIFWQEDIIPFFQNVTIPK Unmodified _GIFWQEDIIPFFQNVTIPK_ B4FQX1_MAIZE 2 1146.6068 2291.199 1.1823 0.21437 1.4005 130.02 130.02 4.44E-10 48.69 3941900

17066 GIGDGTVSYGMDDADDIYMR 2 Oxidation (M) _GIGDGTVSYGM(ox)DDADDIYM(ox)R_ B4FDX9_MAIZE 2 1091.9488 2181.8831 1.1215 -0.43936 0.69281 76.46 76.46 6.81E-70 79.43 1524700

17067 GIGDGTVSYGMDDADDIYMR Oxidation (M) _GIGDGTVSYGM(ox)DDADDIYMR_ B4FDX9_MAIZE 2 1083.9514 2165.8881 1.1498 -0.52154 0.63756 83.024 83.024 2.08E-30 92.05 598540

17068 GIGDGTVSYGMDDADDIYMR Oxidation (M) _GIGDGTVSYGMDDADDIYM(ox)R_ B4FDX9_MAIZE 2 1083.9514 2165.8881 1.1426 -0.46059 0.69104 85.688 85.688 6.85E-70 88.54 777800

17069 GIGDGTVSYGMDDADDIYMR Unmodified _GIGDGTVSYGMDDADDIYMR_ B4FDX9_MAIZE 2 1075.9539 2149.8932 1.1626 -0.23608 0.93376 92.239 92.239 3.46E-29 117.79 255830

17070 GIGEHFEGVK Unmodified _GIGEHFEGVK_ B4FL77_MAIZE 3 358.18558 1071.5349 0.72353 0.19727 0.92299 50.54 50.54 5.86E-01 9.39 521860

17071 GIGIGVDVDETASPR Unmodified _GIGIGVDVDETASPR_ B4G072_MAIZE 2 743.38082 1484.7471 0.79909 -0.23956 0.56896 72.496 72.496 6.53E-30 98.25 2560600

17072 GIGLEVCR Unmodified _GIGLEVCR_ B6T3T7_MAIZE 2 452.23947 902.46438 -0.042087 0.39984 0.3613 57.831 57.831 5.06E-02 25.37 2900800

17073 GIGMLEASLDR Oxidation (M) _GIGM(ox)LEASLDR_ B6TRK0_MAIZE 2 589.29771 1176.5809 0.14849 0.20177 0.33544 71.47 71.47 7.13E-03 40.21 237940

17074 GIGQAVVEELAR Unmodified _GIGQAVVEELAR_ B4FFM6_MAIZE 2 621.34605 1240.6776 0.31411 -1.1511 -0.84677 89.011 89.011 7.72E-03 31.4 53726

17075 GIGQAVVEELAR Unmodified _GIGQAVVEELAR_ B4FFM6_MAIZE 2 621.34605 1240.6776 0.34129 0.1913 0.52082 84.98 84.98 1.11E-04 67.98 939580

17076 GIGQAVVEELAR Unmodified _GIGQAVVEELAR_ B4FFM6_MAIZE 2 621.34605 1240.6776 0.32997 0.66286 0.97998 84.937 84.937 2.00E-01 15.29 648420

17077 GIGQAVVEELAR Unmodified _GIGQAVVEELAR_ B4FFM6_MAIZE 2 621.34605 1240.6776 0.18419 0.084784 0.25651 85.071 85.071 1.68E-09 55.79 12673000

17078 GIGQAVVEELAR Unmodified _GIGQAVVEELAR_ B4FFM6_MAIZE 2 621.34605 1240.6776 0.24172 -0.35362 -0.12252 87.175 87.175 1.60E-02 43.41 289270
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17079 GIGVDNMHYLNDGLWK Oxidation (M) _GIGVDNM(ox)HYLNDGLWK_ B6SUK1_MAIZE 3 616.62968 1846.8672 0.2429 -0.39396 -0.15172 82.006 82.006 8.21E-03 18.9 1857200

17080 GIIDAVAK Unmodified _GIIDAVAK_ B6TWL4_MAIZE 2 393.73963 785.4647 0.45097 0.008125 0.44078 58.094 58.094 1.00E+00 7.45 1137300

17081 GIIDAVAK Unmodified _GIIDAVAK_ B6TWL4_MAIZE 2 393.73963 785.4647 0.42209 -0.06876 0.33737 57.998 57.998 1.65E-01 18.7 331110

17082 GIIDAVAK Unmodified _GIIDAVAK_ B6TWL4_MAIZE 2 393.73963 785.4647 0.18632 -0.19157 -0.021691 59.499 59.499 3.77E-01 12.53 218690

17083 GIIDVDPK Unmodified _GIIDVDPK_ B6TEP8_MAIZE 2 428.74237 855.47018 -0.048727 0.19623 0.14733 59.605 59.605 1.65E-01 24.66 228950

17084 GIIVTGPAPAGSGYDFFTR Unmodified _GIIVTGPAPAGSGYDFFTR_ B6U0C2_MAIZE 2 963.49143 1924.9683 1.2145 0.46108 1.6878 97.546 97.546 1.51E-46 102.96 1092200

17085 GIIVTGPAPAGSGYDFFTR Unmodified _GIIVTGPAPAGSGYDFFTR_ B6U0C2_MAIZE 2 963.49143 1924.9683 1.184 0.45983 1.6566 98.11 98.11 1.06E-14 49.1 405420

17086 GIIVTGPAPAGSGYDFFTR Unmodified _GIIVTGPAPAGSGYDFFTR_ B6U0C2_MAIZE 2 963.49143 1924.9683 1.1914 0.37279 1.5769 98.128 98.128 4.44E-10 72.82 313360

17087 GIIVTGPAPAGSGYDFFTR Unmodified _GIIVTGPAPAGSGYDFFTR_ B6U0C2_MAIZE 2 963.49143 1924.9683 1.2092 0.091522 1.3137 97.804 97.804 1.84E-40 87.01 644070

17088 GIIVTGPAPAGSGYDFFTR Unmodified _GIIVTGPAPAGSGYDFFTR_ B6U0C2_MAIZE 2 963.49143 1924.9683 1.1667 0.87533 2.0545 98.267 98.267 5.48E-24 93.35 209850

17089 GIKPHDLASLK Unmodified _GIKPHDLASLK_ B6TXU4_MAIZE 3 393.56791 1177.6819 0.41553 0.14765 0.54393 47.698 47.698 2.92E-01 13.01 4281100

17090 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.44572 -0.035313 0.40437 59.645 59.645 3.40E-25 91.71 39630000

17091 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.38075 -0.074989 0.30135 60.488 60.488 3.40E-25 82.57 373240

17092 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.49956 -0.40366 0.09067 59.798 59.798 3.40E-25 91.6 19369000

17093 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.46394 -0.43075 0.027346 61.4 61.4 2.09E-30 104.86 29937000

17094 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.42166 -0.39119 0.02616 60.773 60.773 3.40E-25 86.57 30547000

17095 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.38872 -0.59503 -0.21092 61.202 61.202 3.40E-25 95.73 18083000

17096 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.44311 -0.087095 0.35055 61.399 61.399 3.40E-25 85.07 31545000

17097 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.41498 -0.37746 0.032647 61.71 61.71 3.40E-25 100.88 139660000

17098 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.56243 0.22328 0.78008 63.28 63.28 3.51E-02 20.54 686150

17099 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.027784 59.963 59.963 2.10E-27 87.22

17100 GILAADESTGTIGK Unmodified _GILAADESTGTIGK_ B4FAL9_MAIZE 2 666.85391 1331.6933 0.35356 -0.59713 -0.24753 62.641 62.641 3.40E-25 84.02 2102700

17101 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 3 496.93873 1487.7944 -0.065571 -0.36488 -0.44072 52.64 52.64 1.00E+00 12.73 6991700

17102 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.79465 0.10091 0.88605 52.637 52.637 2.05E-04 70.99 3008800

17103 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.80805 -0.039091 0.75967 53.056 53.056 2.05E-04 77.59 764630

17104 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.80744 0.23377 1.0313 55.011 55.011 2.05E-04 77.64 1011800

17105 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 3 496.93873 1487.7944 -0.054355 -0.15875 -0.22249 55 55 6.35E-02 19.9 2462100

17106 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 3 496.93873 1487.7944 -0.053587 -0.266 -0.32832 54.285 54.285 4.35E-01 10.24 1320000

17107 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.84659 0.16215 0.9992 54.281 54.281 1.26E-03 70.04 430220

17108 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 3 496.93873 1487.7944 -0.058251 -0.65428 -0.72163 54.767 54.767 4.35E-01 6.14 1506900

17109 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.82661 0.10926 0.92569 54.769 54.769 1.26E-03 56.22 861670

17110 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 3 496.93873 1487.7944 -0.16113 -0.1835 -0.35467 55.427 55.427 1.00E+00 12.81 12837000

17111 GILAADESTGTIGKR Unmodified _GILAADESTGTIGKR_ B4FAL9_MAIZE 2 744.90446 1487.7944 0.76871 -0.03429 0.72413 55.424 55.424 1.12E-07 72.12 7017000

17112 GILAGNIFDLGSAQLAEVFAK Unmodified _GILAGNIFDLGSAQLAEVFAK_ B6TFD8_MAIZE 2 1067.5808 2133.147 1.2442 0.10799 1.3442 129.44 129.44 1.08E-14 80.83 541270
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17113 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.7287 -0.20736 0.51359 64.126 64.126 2.00E-19 82.03 2259400

17114 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.74356 -0.24324 0.49319 64.43 64.43 7.68E-22 107.86 729740

17115 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.73241 -0.44837 0.27702 65.742 65.742 7.68E-22 88.52 1293200

17116 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.7214 -0.27762 0.43648 65.119 65.119 2.00E-19 97.87 1310600

17117 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.74575 -0.2372 0.50094 65.482 65.482 2.00E-19 93.53 885390

17118 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.74245 -0.36586 0.36958 65.709 65.709 7.68E-22 91.17 1161000

17119 GILAIDESNATCGK Unmodified _GILAIDESNATCGK_ B6UE86_MAIZE 2 724.85612 1447.6977 0.69357 -0.29945 0.38738 65.977 65.977 3.40E-25 93.32 14641000

17120 GILDVGAK Unmodified _GILDVGAK_ B6TPE4_MAIZE 2 386.7318 771.44905 0.50542 0.28647 0.78732 58.159 58.159 5.06E-02 30.12 2413500

17121 GILGSHTPR Unmodified _GILGSHTPR_ B6T5S5_MAIZE 2 469.26433 936.51411 -0.0054649 -0.15102 -0.15725 40.167 40.167 3.13E-03 69.09 144380

17122 GILGSHTPR Unmodified _GILGSHTPR_ B6T5S5_MAIZE 3 313.17865 936.51411 1.4539 -0.35595 1.0986 40.082 40.082 1.00E+00 4.49 425590

17123 GILGYTDEDVVSNDFVGDSR Unmodified _GILGYTDEDVVSNDFVGDSR_ B6TDF8_MAIZE 2 1079.5004 2156.9862 1.2003 -0.0014 1.2128 96.71 96.71 1.32E-42 96.74 299320

17124 GILGYTDEDVVSNDFVGDSR Unmodified _GILGYTDEDVVSNDFVGDSR_ B6TDF8_MAIZE 2 1079.5004 2156.9862 1.2201 0.33364 1.5667 96.926 96.926 2.77E-53 84.69 356740

17125 GILGYTDEDVVSNDFVGDSR Unmodified _GILGYTDEDVVSNDFVGDSR_ B6TDF8_MAIZE 2 1079.5004 2156.9862 1.1845 0.22838 1.4258 96.815 96.815 4.56E-22 102.27 391290

17126 GILGYTDEDVVSNDFVGDSR Unmodified _GILGYTDEDVVSNDFVGDSR_ B6TDF8_MAIZE 2 1079.5004 2156.9862 1.3429 0.26896 1.6251 96.365 96.365 9.41E-18 106.32 208590

17127 GILGYTDEDVVSNDFVGDSR Unmodified _GILGYTDEDVVSNDFVGDSR_ B6TDF8_MAIZE 2 1079.5004 2156.9862 1.2179 0.10823 1.3397 96.706 96.706 1.49E-82 127.91 2214300

17128 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.1879 0.04439 1.2391 117.06 117.06 6.57E-12 69.84 3858100

17129 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.2448 0.005998 1.2578 127.02 127.02 5.73E-03 36.51 29230

17130 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.2036 -0.094495 1.1162 117.7 117.7 1.22E-73 102.74 5900400

17131 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 3 734.01833 2199.0332 0.781 0.096044 0.88373 117.46 117.46 8.21E-12 46.77 943560

17132 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.14 0.14081 1.2879 117.94 117.94 2.77E-53 114.21 4786300

17133 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.1293 0.21236 1.3483 118.57 118.57 2.77E-53 106.66 3573500

17134 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.2602 -0.19185 1.0755 118.48 118.48 8.25E-66 101.75 1828800

17135 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 2 1100.5239 2199.0332 1.1807 0.05326 1.2406 117.93 117.93 1.32E-42 100.15 11272000

17136 GILGYVEEDLVSTDFQGDSR Unmodified _GILGYVEEDLVSTDFQGDSR_ G3PE_MAIZE 3 734.01833 2199.0332 0.76881 0.24471 1.0205 117.81 117.81 8.21E-12 44.19 1364400

17137 GILLAGDPK Unmodified _GILLAGDPK_ B6UDC2_MAIZE 2 442.26601 882.51747 0.060665 0.67437 0.71819 55.168 55.168 1.01E-02 41.59 2355600

17138 GILLAGDPK Unmodified _GILLAGDPK_ B6UDC2_MAIZE 2 442.26601 882.51747 0.046529 0.33541 0.36767 57.401 57.401 1.00E+00 3.27 1030100

17139 GILLAGDPK Unmodified _GILLAGDPK_ B6UDC2_MAIZE 2 442.26601 882.51747 0.062234 0.28724 0.33373 56.686 56.686 1.00E+00 6.75 420550

17140 GILLAGDPK Unmodified _GILLAGDPK_ B6UDC2_MAIZE 2 442.26601 882.51747 -0.039108 0.17609 0.12246 57.335 57.335 7.18E-01 12.62 2123300

17141 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.18452 0.049462 0.24357 86.702 86.702 4.56E-01 7.38 699960

17142 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.16705 -0.098576 0.079011 89.193 89.193 1.00E+00 0.63 7267.3

17143 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.10478 0.19087 0.30539 87.399 87.399 4.56E-01 17.07 246940

17144 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.17102 0.19556 0.37615 87.615 87.615 8.05E-01 1.49 347030

17145 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.22643 0.12704 0.36312 87.308 87.308 1.00E+00 7.14 243750

17146 GILLFGPPGTGK Unmodified _GILLFGPPGTGK_ B4FSH3_MAIZE 2 578.83987 1155.6652 0.17264 0.11065 0.29247 87.438 87.438 2.00E-01 8.58 1450500
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17147 GILLNAGICQLCR Unmodified _GILLNAGICQLCR_ B6TBM1_MAIZE 2 744.39469 1486.7748 0.79462 -0.26238 0.53039 85.571 85.571 2.61E-08 65.95 1898200

17148 GILLYGPPGSGK Unmodified _GILLYGPPGSGK_ B6T8X9_MAIZE 2 579.82951 1157.6445 0.12428 -0.19416 -0.073732 69.971 69.971 7.72E-03 31.11 4486900

17149 GILLYGPPGSGK Unmodified _GILLYGPPGSGK_ B6T8X9_MAIZE 2 579.82951 1157.6445 0.12448 -0.36272 -0.24174 71.374 71.374 7.72E-03 27.74 6374500

17150 GILLYGPPGSGK Unmodified _GILLYGPPGSGK_ B6T8X9_MAIZE 2 579.82951 1157.6445 0.076646 -0.21681 -0.14328 70.849 70.849 1.11E-04 39.98 16242000

17151 GILNVAAIK Unmodified _GILNVAAIK_ B6SXW8_MAIZE 2 449.78965 897.56475 0.015717 0.42074 0.40818 69.849 69.849 1.01E-02 26.53 2036600

17152 GILNVAAIK Unmodified _GILNVAAIK_ B6SXW8_MAIZE 2 449.78965 897.56475 0.0026415 0.20803 0.18296 71.356 71.356 3.32E-02 33.19 2096200

17153 GILNVAAIK Unmodified _GILNVAAIK_ B6SXW8_MAIZE 2 449.78965 897.56475 0.0040617 0.33318 0.30898 70.833 70.833 9.73E-03 35.68 981310

17154 GILNVAAIK Unmodified _GILNVAAIK_ B6SXW8_MAIZE 2 449.78965 897.56475 -0.09727 0.038165 -0.086398 70.915 70.915 3.21E-03 37.24 4826000

17155 GILPILK Unmodified _GILPILK_ O23813_MAIZE 2 377.26528 752.51601 0.72869 -0.10651 0.59419 78.623 78.623 1.00E+00 15.23 513790

17156 GILPILK Unmodified _GILPILK_ O23813_MAIZE 2 377.26528 752.51601 -0.4558 79.496 79.496 4.50E-01 17.12

17157 GILPILK Unmodified _GILPILK_ O23813_MAIZE 2 377.26528 752.51601 0.68352 -0.15041 0.50614 79.874 79.874 7.83E-01 12.08 457090

17158 GILPILK Unmodified _GILPILK_ O23813_MAIZE 2 377.26528 752.51601 0.64866 -0.1342 0.48649 79.511 79.511 4.46E-01 15.9 440400

17159 GILPILK Unmodified _GILPILK_ O23813_MAIZE 2 377.26528 752.51601 0.52818 -0.18639 0.31474 79.312 79.312 8.04E-02 30.08 2873600

17160 GILQDGQPIAVK Unmodified _GILQDGQPIAVK_ B6TXE2_MAIZE 2 619.85879 1237.703 0.24565 -0.054025 0.18888 66.865 66.865 2.05E-12 61.02 6367200

17170 GINNLAK Unmodified _GINNLAK_ B6SJN5_MAIZE 2 365.21632 728.41809 0.88925 -0.51253 0.33908 33.094 33.094 1.00E+00 7.54 65250

17171 GINNLAK Unmodified _GINNLAK_ B6SJN5_MAIZE 2 365.21632 728.41809 0.8779 -0.24088 0.59787 33.069 33.069 8.04E-02 39.95 455380

17172 GINQVFIIGGDGTQK Unmodified _GINQVFIIGGDGTQK_ B6SVM3_MAIZE 2 773.91483 1545.8151 0.97625 -0.32331 0.66517 81.802 81.802 1.26E-03 39.72 169290

17173 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 3 1017.5205 3049.5397 1.1118 0.076306 1.1743 125.27 125.27 1.22E-10 47.7 27115000

17174 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 2 1525.7771 3049.5397 1.1094 0.020888 1.1169 125.25 125.25 5.05E-12 63.83 515490

17175 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 3 1017.5205 3049.5397 1.2024 0.50308 1.6918 129.28 129.28 5.39E-02 17.52 456050

17176 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 3 1017.5205 3049.5397 1.1199 -0.17935 0.92799 130.69 130.69 8.01E-14 53.56 18828000

17177 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 4 763.39219 3049.5397 0.83838 0.11086 0.93636 130.67 130.67 1.54E-08 38.27 3397800

17178 GINYQILSNPEFLAEGTAIEDLFKPDR Unmodified _GINYQILSNPEFLAEGTAIEDLFKPDR_ B6T9P0_MAIZE 2 1525.7771 3049.5397 1.1761 0.10889 1.2717 130.69 130.69 6.92E-11 67.98 322830

17179 GIPEGAVVCNVEHHVGDR Unmodified _GIPEGAVVCNVEHHVGDR_ B6TGT0_MAIZE 3 648.98301 1943.9272 0.44325 -0.5728 -0.11468 67.495 67.495 3.92E-01 18.31 335020

17180 GIPEGAVVCNVEHHVGDR Unmodified _GIPEGAVVCNVEHHVGDR_ B6TGT0_MAIZE 3 648.98301 1943.9272 0.52443 -0.62002 -0.080354 67.768 67.768 6.09E-01 3.38 264150

17181 GIPEGAVVCNVEHHVGDR Unmodified _GIPEGAVVCNVEHHVGDR_ B6TGT0_MAIZE 3 648.98301 1943.9272 0.41354 -0.34187 0.085435 67.641 67.641 1.00E+00 3.22 1602000

17182 GIPFVYGAGR Unmodified _GIPFVYGAGR_ B6UIE1_MAIZE 2 518.78236 1035.5502 -0.13738 0.20035 0.067473 74.771 74.771 1.25E-02 36.64 16017000

17183 GIPSLVAIGPTGQTVSR Unmodified _GIPSLVAIGPTGQTVSR_ B4FLB0_MAIZE 2 826.97014 1651.9257 1.0499 -0.35985 0.69931 82.818 82.818 1.54E-12 50.07 408720

17184 GIPSLVAIGPTGQTVSR Unmodified _GIPSLVAIGPTGQTVSR_ B4FLB0_MAIZE 2 826.97014 1651.9257 1.0109 -0.064027 0.95583 83.381 83.381 1.51E-07 55.47 194930

17185 GIPSLVAIGPTGQTVSR Unmodified _GIPSLVAIGPTGQTVSR_ B4FLB0_MAIZE 2 826.97014 1651.9257 1.0082 -0.13462 0.88281 83.676 83.676 1.43E-21 59.82 513100

17186 GIPSLVAIGPTGQTVSR Unmodified _GIPSLVAIGPTGQTVSR_ B4FLB0_MAIZE 2 826.97014 1651.9257 1.0145 -0.26983 0.75346 83.381 83.381 1.24E-09 55.3 304260

17187 GIPSLVAIGPTGQTVSR Unmodified _GIPSLVAIGPTGQTVSR_ B4FLB0_MAIZE 2 826.97014 1651.9257 0.99712 -0.089383 0.9166 83.077 83.077 1.37E-17 57.12 2426300

17188 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.077901 0.39483 0.34035 61.82 61.82 1.25E-02 25.17 6734500

17189 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.18113 0.24089 0.084707 62.191 62.191 1.45E-01 22.59 2808500
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17190 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.065924 -0.17582 -0.21605 63.573 63.573 2.81E-03 31.08 3889900

17191 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.065062 -0.12765 -0.16692 62.931 62.931 1.25E-02 37.34 1828300

17192 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.17214 -0.1227 -0.26988 63.307 63.307 2.81E-03 36.15 9646600

17193 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.069521 0.22271 0.1769 63.45 63.45 1.45E-01 28.97 2143400

17194 GIPVVTVDGR Unmodified _GIPVVTVDGR_ B4FQP4_MAIZE 2 506.79292 1011.5713 -0.085872 0.26671 0.20536 62.272 62.272 4.40E-02 44.98 698060

17195 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.37722 0.16398 0.53166 75.148 75.148 4.48E-03 33.02 5252400

17196 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.39158 0.3494 0.73238 76.209 76.209 7.60E-01 13.08 28284

17197 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.38553 0.28517 0.66163 75.596 75.596 7.60E-01 24.73 777900

17198 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.40807 0.41837 0.81676 76.281 76.281 1.00E+00 11.96 891800

17199 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.42385 0.4776 0.89171 75.903 75.903 4.96E-02 28.86 938790

17200 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.42001 0.12769 0.53881 76.23 76.23 7.60E-01 13.12 730740

17201 GIPYLNTYDGR Unmodified _GIPYLNTYDGR_ B4FMI5_MAIZE 2 634.81713 1267.6197 0.29018 0.14093 0.42196 75.575 75.575 4.43E-05 33.31 4056700

17202 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 0.015943 -0.17494 -0.16862 38.106 38.106 9.73E-03 34.6 2863200

17203 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 -0.12025 -0.055624 -0.18522 37.3 37.3 1.01E-02 35.76 662280

17204 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 0.015437 -0.1585 -0.15418 40.193 40.193 1.12E-01 44.25 1709500

17205 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 0.045232 -0.15863 -0.12373 39.435 39.435 9.73E-03 39.18 1413700

17206 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 -0.057083 -0.22503 -0.29193 40.124 40.124 1.01E-02 43.33 13006000

17207 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 0.009699 -0.3457 -0.34569 38.06 38.06 1.00E+00 8.9 272770

17208 GIQTSEDYR Unmodified _GIQTSEDYR_ Q43712_MAIZE 2 534.75145 1067.4884 -0.088888 0.094032 -0.0056297 41.538 41.538 3.32E-02 28.4 181390

17209 GIQVLQVVEK Unmodified _GIQVLQVVEK_ B6SW65_MAIZE 2 556.83733 1111.6601 0.067001 0.43077 0.49799 72.619 72.619 1.62E-03 33.96 551670

17210 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.049532 -0.30846 -0.36618 66.109 66.109 1.59E-01 34.65 4219300

17211 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 2 719.92807 1437.8416 0.73805 -0.43504 0.29465 66.105 66.105 1.95E-13 46.84 1132100

17212 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.13964 -0.51842 -0.66644 69.742 69.742 1.00E+00 21.84 39831

17213 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.17549 -0.23185 -0.41647 67.148 67.148 1.00E+00 32.17 2280600

17214 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 2 719.92807 1437.8416 0.67983 -0.61228 0.059459 67.152 67.152 2.96E-06 48.9 607830

17215 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.068791 -0.17496 -0.25235 67.8 67.8 3.76E-01 29.14 3544300

17216 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 2 719.92807 1437.8416 0.69833 -0.097765 0.59091 67.791 67.791 3.56E-04 44.34 836070

17217 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.074487 -0.34005 -0.42379 67.267 67.267 6.81E-01 40.58 1646300

17218 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 2 719.92807 1437.8416 0.75812 -0.12932 0.61947 67.236 67.236 2.25E-03 30.92 355930

17219 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.083147 -0.00366 -0.096784 67.433 67.433 6.81E-01 34.96 954930

17220 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 2 719.92807 1437.8416 0.73863 -0.3724 0.35722 67.542 67.542 2.96E-06 39.13 1017900

17221 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.095292 -0.094206 -0.19873 67.553 67.553 1.59E-01 28.66 5240000

17222 GIRPAINVGLSVSR Unmodified _GIRPAINVGLSVSR_ ATPAM_MAIZE 3 480.28781 1437.8416 -0.19158 -0.27743 -0.47819 69.62 69.62 1.59E-01 39.27 357550

17223 GISACAVCDGAAPIFR Unmodified _GISACAVCDGAAPIFR_ B6TLA2_MAIZE 2 832.89779 1663.781 1.0559 -0.27471 0.79067 78.616 78.616 1.27E-09 63.4 489140
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17224 GISACAVCDGAAPIFR Unmodified _GISACAVCDGAAPIFR_ B6TLA2_MAIZE 2 832.89779 1663.781 1.0307 -0.47521 0.56455 79.251 79.251 7.73E-25 75.22 2840700

17225 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 3 478.5938 1432.7596 -0.15032 0.81661 0.66565 92.978 92.978 1.00E+00 7.15 106480

17226 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 2 717.38706 1432.7596 0.69351 0.25628 0.94984 93.013 93.013 7.64E-09 60.06 693620

17227 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 3 478.5938 1432.7596 0.023853 0.51592 0.53867 93.011 93.011 1.00E+00 7.08 152540

17228 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 2 717.38706 1432.7596 0.74563 0.1965 0.94288 92.867 92.867 1.95E-13 52.34 639590

17229 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 3 478.5938 1432.7596 -0.10523 -0.08112 -0.1861 92.59 92.59 5.17E-02 39.59 1930900

17230 GISMAVDAVVTNLK Oxidation (M) _GISM(ox)AVDAVVTNLK_ CH61_MAIZE C 2 717.38706 1432.7596 0.6393 -0.094382 0.54522 92.604 92.604 3.40E-25 80.8 6024500

17231 GISMAVDAVVTNLK Unmodified _GISMAVDAVVTNLK_ CH61_MAIZE C 2 709.3896 1416.7647 0.66803 -0.39243 0.27351 96.223 96.223 1.49E-02 27.97 182790

17232 GISMAVDAVVTNLK Unmodified _GISMAVDAVVTNLK_ CH61_MAIZE C 2 709.3896 1416.7647 0.67101 0.035814 0.70439 95.857 95.857 1.95E-13 81.71 1672500

17233 GISMAVDAVVTNLK Unmodified _GISMAVDAVVTNLK_ CH61_MAIZE C 3 473.26216 1416.7647 -0.042879 0.054871 0.0091102 95.888 95.888 1.00E+00 5.17 552020

17234 GISPSIGAFTVQCAK Unmodified _GISPSIGAFTVQCAK_ Q94IQ7_MAIZE 2 768.39796 1534.7814 0.90994 0.16686 1.0852 78.304 78.304 7.01E-11 66.38 582580

17235 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.047396 -0.078575 -0.14797 53.736 53.736 1.62E-03 52.64 5280900

17236 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.12061 -0.32091 -0.46273 55.142 55.142 1.25E-02 26.76 57242

17237 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.1423 -0.14007 -0.30424 54.174 54.174 4.40E-02 35.54 573780

17238 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.025755 -0.28915 -0.33742 56.07 56.07 4.40E-02 34.38 771220

17239 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.038265 -0.013797 -0.074833 55.33 55.33 1.25E-02 62.3 1118300

17240 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.094944 0.09571 -0.022195 56.005 56.005 4.40E-02 41.76 1307400

17241 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.11208 0.16372 0.028508 56.549 56.549 1.25E-02 40.17 1562000

17242 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.092163 -0.29458 -0.40976 54.509 54.509 2.81E-03 45.6 1165300

17243 GISSSALPYK Unmodified _GISSSALPYK_ B4FML8_MAIZE 2 511.77948 1021.5444 -0.22412 -0.020558 -0.26815 57.502 57.502 2.81E-03 38.13 11381000

17244 GISSSALPYKR Unmodified _GISSSALPYKR_ B4FML8_MAIZE 3 393.55578 1177.6455 0.181 0.15426 0.31022 50.4 50.4 5.15E-02 17.25 2440100

17245 GISSSALPYKR Unmodified _GISSSALPYKR_ B4FML8_MAIZE 2 589.83004 1177.6455 0.1189 0.13133 0.22553 50.431 50.431 4.96E-02 52 820970

17246 GISTDSASVNCLLGLEDDSSVHSR Unmodified _GISTDSASVNCLLGLEDDSSVHSR_ B6SRM6_MAIZE 3 840.39413 2518.1606 1.0511 -0.11554 0.94116 90.161 90.161 1.50E-11 58.86 625160

17247 GISTHNWLSK Unmodified _GISTHNWLSK_ B6TR05_MAIZE 2 571.80128 1141.588 0.1384 0.29848 0.42743 55.303 55.303 2.81E-03 43.9 1427700

17248 GITAFIIEK Unmodified _GITAFIIEK_ B4FQ64_MAIZE 2 496.29477 990.57498 -0.11598 0.2287 0.094549 78.529 78.529 9.73E-03 34.63 822100

17249 GITANVVAPGPVR Unmodified _GITANVVAPGPVR_ B6U543_MAIZE 2 625.86441 1249.7143 0.30397 0.20211 0.51289 61.18 61.18 2.65E-01 28.72 44945

17250 GITANVVAPGPVR Unmodified _GITANVVAPGPVR_ B6U543_MAIZE 2 625.86441 1249.7143 0.20871 0.00268 0.21751 60.251 60.251 1.47E-03 51.29 12930000

17251 GITANVVAPGPVR Unmodified _GITANVVAPGPVR_ B6U543_MAIZE 2 625.86441 1249.7143 0.30967 -0.21884 0.098132 62.96 62.96 1.15E-02 49.05 192790

17252 GITFFDTSDAYGPR Unmodified _GITFFDTSDAYGPR_ B4F840_MAIZE 2 773.86226 1545.71 0.88695 0.14365 1.0423 90.434 90.434 7.64E-09 85.51 1671300

17253 GITIATAHVEYETAK Unmodified _GITIATAHVEYETAK_ B4FH57_MAIZE 2 802.41994 1602.8253 1.0168 -0.24344 0.76127 62.3 62.3 1.12E-07 67.77 399570

17254 GIVDSDTLPLNVSR Unmodified _GIVDSDTLPLNVSR_ B6U0V6_MAIZE 2 743.39901 1484.7835 0.79224 -0.34549 0.45022 80.498 80.498 7.68E-22 60.88 2878000

17255 GIVDSDTLPLNVSR Unmodified _GIVDSDTLPLNVSR_ B6U0V6_MAIZE 2 743.39901 1484.7835 0.77531 -0.13618 0.64319 81.358 81.358 3.56E-04 44.49 70470

17256 GIVDSDTLPLNVSR Unmodified _GIVDSDTLPLNVSR_ B6U0V6_MAIZE 2 743.39901 1484.7835 0.85663 -0.16592 0.69526 80.652 80.652 1.95E-13 59.54 333130

17257 GIVDSDTLPLNVSR Unmodified _GIVDSDTLPLNVSR_ B6U0V6_MAIZE 2 743.39901 1484.7835 0.85444 0.27433 1.1315 81.406 81.406 2.00E-19 61.33 675500
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17258 GIVDSEDLPLNISR Unmodified _GIVDSEDLPLNISR_ B6TB25_MAIZE 2 764.40429 1526.794 0.80669 -0.2735 0.52399 87.656 87.656 2.09E-30 85.39 17207000

17259 GIVDSEDLPLNISR Unmodified _GIVDSEDLPLNISR_ B6TB25_MAIZE 2 764.40429 1526.794 0.85903 -0.43772 0.41139 87.94 87.94 2.09E-30 108.56 8716200

17260 GIVDSEDLPLNISR Unmodified _GIVDSEDLPLNISR_ B6TB25_MAIZE 2 764.40429 1526.794 0.82702 -0.41743 0.40037 88.28 88.28 2.09E-30 100.8 10719000

17261 GIVDSEDLPLNISR Unmodified _GIVDSEDLPLNISR_ B6TB25_MAIZE 2 764.40429 1526.794 0.79099 -0.60893 0.17252 87.962 87.962 2.09E-30 122.91 14948000

17262 GIVDSEDLPLNISR Unmodified _GIVDSEDLPLNISR_ B6TB25_MAIZE 2 764.40429 1526.794 0.80775 -0.33002 0.46856 88.981 88.981 3.40E-25 79.89 274600

17263 GIVFLGPPASSMNALGDK Oxidation (M) _GIVFLGPPASSM(ox)NALGDK_ Q41743_MAIZE 2 895.46129 1788.908 1.0928 -0.05576 1.0368 84.886 84.886 2.85E-09 34.23 188390

17264 GIVFVQCTANAK Unmodified _GIVFVQCTANAK_ B6T246_MAIZE 2 654.34245 1306.6704 0.40595 0.19048 0.60547 62.129 62.129 2.05E-12 57.36 79678

17265 GIVIGR Unmodified _GIVIGR_ B6TDF5_MAIZE 2 307.70285 613.39115 1.4567 -0.42401 1.0332 44.367 44.367 5.26E-01 30.8 391770

17266 GIVQPTPIQVQGLPVVLSGR Unmodified _GIVQPTPIQVQGLPVVLSGR_ B6SVL6_MAIZE 2 1029.6071 2057.1997 1.318 0.25482 1.5864 101.73 101.73 3.79E-06 50.24 209460

17267 GIVTAEDTR Unmodified _GIVTAEDTR_ B4FCA3_MAIZE 2 481.25109 960.48762 -0.071234 0.98566 0.91159 37.048 37.048 3.32E-02 41.04 250660

17268 GIVTAEDTR Unmodified _GIVTAEDTR_ B4FCA3_MAIZE 2 481.25109 960.48762 -0.13638 0.10654 -0.030734 36.17 36.17 1.00E+00 18.77 82436

17269 GIVTAEDTR Unmodified _GIVTAEDTR_ B4FCA3_MAIZE 2 481.25109 960.48762 -0.090737 0.067585 -0.024053 39.695 39.695 9.73E-03 22.84 202630

17270 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.29468 0.15837 0.43545 67.789 67.789 1.87E-02 14.55 6227700

17271 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 2 914.47304 1826.9315 1.1719 -0.082473 1.0726 67.791 67.791 1.42E-33 84.67 1306300

17272 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.25429 0.20853 0.44614 68.603 68.603 1.87E-02 11.8 2331100

17273 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 2 914.47304 1826.9315 1.0995 0.16091 1.2438 68.595 68.595 4.21E-20 98.59 528590

17274 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.38602 1.173 1.5403 69.226 69.226 4.32E-02 18.84 3053300

17275 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 2 914.47304 1826.9315 1.1405 0.077697 1.2012 69.349 69.349 7.01E-14 73.77 554670

17276 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.32365 0.36367 0.66912 68.869 68.869 4.32E-02 19.97 2638700

17277 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.37262 0.94396 1.2982 68.783 68.783 2.89E-01 7.14 1174300

17278 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 3 609.98445 1826.9315 0.35134 0.68684 1.0204 69.036 69.036 7.98E-01 8.42 9857900

17279 GIYAYGFEKPSAIQQR Unmodified _GIYAYGFEKPSAIQQR_ B4FBK3_MAIZE 2 914.47304 1826.9315 1.1389 0.080908 1.2029 69.066 69.066 7.73E-25 76.64 1392700

17280 GKADVISDGK Unmodified _GKADVISDGK_ B4FJJ9_MAIZE 2 495.26674 988.51892 -0.034248 -0.3709 -0.40787 25.24 25.24 1.45E-01 23.73 10988

17281 GKEFDAAIK Unmodified _GKEFDAAIK_ B4FRI1_MAIZE 2 489.76637 977.5182 -0.01139 -0.95417 -0.98749 38.352 38.352 1.12E-01 13.71 571440

17282 GKEFDAAIK Unmodified _GKEFDAAIK_ B4FRI1_MAIZE 2 489.76637 977.5182 -0.041124 -0.16008 -0.22465 40.535 40.535 1.12E-01 11.83 372490

17283 GKEFDAAIK Unmodified _GKEFDAAIK_ B4FRI1_MAIZE 2 489.76637 977.5182 -0.042731 -0.11912 -0.18541 40.113 40.113 3.21E-03 36.72 692610

17284 GKEFDAAIK Unmodified _GKEFDAAIK_ B4FRI1_MAIZE 3 326.84668 977.5182 1.356 -0.19805 1.1338 41.104 41.104 8.82E-01 11.37 854870

17285 GKEHEEEDEEDDDEEEDEGKGGGK Unmodified _GKEHEEEDEEDDDEEEDEGKGGGK_ B6TFQ5_MAIZE 4 673.51286 2690.0223 0.62621 -0.019274 0.59295 25.684 25.684 1.82E-07 45.32 66732

17286 GKEVLSGVVFQPFEEIK Unmodified _GKEVLSGVVFQPFEEIK_ FRI1_MAIZE B4 3 636.01553 1905.0248 0.36163 0.29524 0.65679 97.849 97.849 1.19E-02 19.84 1367700

17287 GKEVLSGVVFQPFEEIKGELALVPQSPDK Unmodified _GKEVLSGVVFQPFEEIKGELALVPQSPDK_ FRI1_MAIZE 4 785.92741 3139.6805 0.84805 -0.12745 0.71827 129.87 129.87 1.08E-02 30.68 2878300

17288 GKFDELVEEK Unmodified _GKFDELVEEK_ B6SL54_MAIZE 2 597.30606 1192.5976 0.18376 -0.92135 -0.75266 58.256 58.256 1.25E-02 28.01 36882

17289 GKFDELVEEK Unmodified _GKFDELVEEK_ B6SL54_MAIZE 2 597.30606 1192.5976 0.21396 -0.11038 0.087004 59.807 59.807 1.84E-04 43.61 456870

17290 GKGYEGVVTR Unmodified _GKGYEGVVTR_ B4FBM9_MAIZE 3 355.8611 1064.5615 1.0827 -0.016765 1.0694 34.716 34.716 9.39E-01 14.7 375790

17291 GKGYEGVVTR Unmodified _GKGYEGVVTR_ B4FBM9_MAIZE 2 533.28801 1064.5615 0.12329 -0.15861 -0.031105 34.734 34.734 4.40E-02 31.69 198810
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17292 GKIDVDTPFGNMK Oxidation (M) _GKIDVDTPFGNM(ox)K_ B4F9K0_MAIZE 3 479.90626 1436.697 -0.13587 0.58434 0.45384 60.751 60.751 9.36E-01 4.65 3378700

17293 GKIDVDTPFGNMK Oxidation (M) _GKIDVDTPFGNM(ox)K_ B4F9K0_MAIZE 2 719.35576 1436.697 0.70331 0.47019 1.1797 60.752 60.752 7.80E-11 50.76 2703800

17294 GKIDVDTPFGNMK Unmodified _GKIDVDTPFGNMK_ B4F9K0_MAIZE 3 474.57463 1420.7021 -0.12243 0.04443 -0.075181 70.551 70.551 1.00E+00 0.41 2362800

17295 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.0974 -0.21429 0.86544 91.831 91.831 1.82E-38 90.22 1562500

17296 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 3 587.31347 1758.9186 0.20052 0.19676 0.37756 91.823 91.823 1.87E-02 30.31 2990300

17297 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.0896 -0.028697 1.0424 92.968 92.968 1.82E-38 87.64 720660

17298 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 3 587.31347 1758.9186 0.16256 0.15323 0.2979 92.973 92.973 4.32E-02 21.95 1278300

17299 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.1045 0.06408 1.1499 93.041 93.041 5.87E-44 82.02 498770

17300 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.0739 -0.27554 0.78064 93.118 93.118 5.87E-44 117.07 699450

17301 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.1432 -0.30664 0.81939 93.41 93.41 5.87E-44 90.08 497120

17302 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 3 587.31347 1758.9186 0.17856 0.099289 0.25967 93.414 93.414 1.21E-01 17.55 1324700

17303 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 3 587.31347 1758.9186 0.21622 -0.23517 -0.03632 93.193 93.193 7.98E-01 27.19 712570

17304 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.0966 -0.19633 0.88213 92.578 92.578 1.34E-51 100.48 668120

17305 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 3 587.31347 1758.9186 0.076818 0.16754 0.22554 94.422 94.422 1.13E-04 38.56 6891500

17306 GKIEAELSNICDGILK Unmodified _GKIEAELSNICDGILK_ B4FT23_MAIZE 2 880.46657 1758.9186 1.0128 -0.097398 0.89696 94.395 94.395 1.34E-51 104.38 2617900

17307 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.13867 -0.35927 -0.52145 35.416 35.416 1.00E+00 5.08 1059100

17308 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 0.002673 -0.51846 -0.53916 38.027 38.027 1.12E-01 12.46 1641500

17309 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 0.0083584 -0.4388 -0.45268 37.194 37.194 1.12E-01 14.83 1261300

17310 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.028693 -0.62991 -0.68112 37.754 37.754 3.32E-02 28.04 1726900

17311 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.028083 -0.043464 -0.096219 37.598 37.598 3.39E-01 33.29 813490

17312 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.14036 -0.25462 -0.41878 38.439 38.439 1.12E-01 30.2 4933700

17313 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.19434 -0.33751 -0.55475 35.762 35.762 1.01E-02 37.05 17137000

17314 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 3 340.19748 1017.5706 1.2192 -0.19796 0.99695 35.787 35.787 2.35E-01 23.14 1044400

17315 GKIETELTK Unmodified _GKIETELTK_ 14331_MAIZE 1 2 509.79259 1017.5706 -0.12258 0.10812 -0.037172 39.797 39.797 3.39E-01 9.85 146600

17316 GKLGVEDAPELQLNR Unmodified _GKLGVEDAPELQLNR_ B6SIQ7_MAIZE 3 546.96517 1637.8737 -0.0070077 0.31971 0.29589 70.35 70.35 2.34E-01 22.44 340880

17317 GKNECGIEEGVVAGMPSTK Oxidation (M) _GKNECGIEEGVVAGM(ox)PSTK_ B6TLR9_MAIZE 3 660.3118 1977.9136 0.44543 -0.28222 0.16469 49.486 49.486 1.03E-01 26.41 1392400

17318 GKNECGIEEGVVAGMPSTK Unmodified _GKNECGIEEGVVAGMPSTK_ B6TLR9_MAIZE 3 654.98016 1961.9187 0.45442 0.062557 0.5151 62.021 62.021 1.00E+00 8.93 679480

17319 GKPMDEVLTIK Oxidation (M) _GKPM(ox)DEVLTIK_ B4FN02_MAIZE 2 623.83921 1245.6639 0.35558 0.037334 0.38422 52.482 52.482 1.22E-01 33.82 122900

17320 GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK Unmodified _GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK_ B6TGG2_MAIZE 4 952.72628 3806.876 1.1973 -0.11566 1.0887 103.91 103.91 3.72E-07 25.28 698310

17321 GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK Unmodified _GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK_ B6TGG2_MAIZE 4 952.72628 3806.876 1.3076 -0.048305 1.2667 108.91 108.91 7.20E-02 23.48 256460

17322 GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK Oxidation (M) _GKPVAVVVLDGWGEANPDQYNCIHVAQTPVM(ox)DSLK_ B6TGG2_MAIZE 4 956.72501 3822.8709 1.1661 -0.19097 0.98302 99.008 99.008 2.98E-10 44.23 592470

17323 GKPVAVVVLDGWGEANPDQYNCIHVAQTPVMDSLK Oxidation (M) _GKPVAVVVLDGWGEANPDQYNCIHVAQTPVM(ox)DSLK_ B6TGG2_MAIZE 4 956.72501 3822.8709 1.1627 -0.42974 0.74125 100.02 100.02 6.01E-16 46.61 5138700

17324 GLADTFGDLR Unmodified _GLADTFGDLR_ B6T565_MAIZE 2 532.77219 1063.5298 -0.057763 0.035652 -0.016125 80.495 80.495 1.84E-04 66.81 2502800

17325 GLAEFTAK Unmodified _GLAEFTAK_ B4F9I5_MAIZE 2 418.72926 835.44397 -0.021452 1.4662 1.4242 54.678 54.678 1.65E-01 23.05 544510
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17326 GLAEMFGDLR Unmodified _GLAEMFGDLR_ B6TQ36_MAIZE 2 554.77642 1107.5383 0.082589 0.008643 0.080356 96.14 96.14 7.11E-01 12.31 411490

17327 GLAEMFGDLR Oxidation (M) _GLAEM(ox)FGDLR_ B6TQ36_MAIZE 2 562.77387 1123.5332 0.046045 0.44873 0.48831 76.027 76.027 1.75E-03 49.41 1933100

17328 GLAFTER Unmodified _GLAFTER_ B6UDG4_MAIZE 2 397.21378 792.413 0.24962 0.7527 0.98987 49.286 49.286 4.46E-01 20.95 625240

17329 GLAFTER Unmodified _GLAFTER_ B6UDG4_MAIZE 2 397.21378 792.413 0.39726 0.36308 0.74743 51.554 51.554 7.83E-01 8.43 1093600

17330 GLAFTER Unmodified _GLAFTER_ B6UDG4_MAIZE 2 397.21378 792.413 0.28475 -0.098043 0.17425 51.652 51.652 4.46E-01 26.63 5080700

17331 GLAISNSESIR Unmodified _GLAISNSESIR_ B6U9C6_MAIZE 2 573.8093 1145.6041 0.10434 -0.17538 -0.098735 56.427 56.427 3.60E-06 62.25 797670

17332 GLAITFVSSASDSDVLNQVQER Unmodified _GLAITFVSSASDSDVLNQVQER_ B4FX58_MAIZE 2 1168.5901 2335.1656 1.2578 0.03388 1.2931 101.29 101.29 3.03E-22 88.8 168580

17333 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 0.96355 -0.14584 0.81545 95.975 95.975 6.53E-05 20.81 458830

17334 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 0.9402 -0.0048 0.93404 96.686 96.686 9.51E-08 28.95 435920

17335 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 0.96062 0.20205 1.16 96.848 96.848 9.51E-08 44.84 589020

17336 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 1.0037 0.20885 1.2107 96.783 96.783 9.51E-08 35.99 299530

17337 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 0.92146 0.26178 1.1811 97.185 97.185 9.51E-08 39.93 3464200

17338 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 2 1175.0791 2348.1437 1.2384 0.16341 1.3998 97.088 97.088 5.41E-06 28.93 335350

17339 GLAITVFHSGALDPADYPADYR Unmodified _GLAITVFHSGALDPADYPADYR_ B4G072_MAIZE 3 783.72185 2348.1437 1.0326 2.497 3.5238 98.007 98.007 1.59E-04 16.33 183810

17340 GLALADGALGR Unmodified _GLALADGALGR_ B6TPL4_MAIZE 2 507.29055 1012.5665 -0.009472 -2.5822 -2.603 68.91 68.91 4.48E-03 40.49 419380

17341 GLALDPSNEGLK Unmodified _GLALDPSNEGLK_ B4FA63_MAIZE 2 607.32478 1212.635 0.3576 0.72985 1.0684 65.261 65.261 4.56E-01 6.88 542360

17342 GLALDPSNEGLK Unmodified _GLALDPSNEGLK_ B4FA63_MAIZE 2 607.32478 1212.635 0.31251 0.75015 1.0431 65.797 65.797 6.74E-02 37.05 320140

17343 GLALDPSNEGLK Unmodified _GLALDPSNEGLK_ B4FA63_MAIZE 2 607.32478 1212.635 0.313 0.62072 0.91359 66.879 66.879 6.74E-02 40.32 782710

17344 GLALDPSNEGLK Unmodified _GLALDPSNEGLK_ B4FA63_MAIZE 2 607.32478 1212.635 0.29313 0.35849 0.63232 66.314 66.314 1.60E-02 39.83 2044800

17345 GLALDPSNEGLK Unmodified _GLALDPSNEGLK_ B4FA63_MAIZE 2 607.32478 1212.635 0.19157 0.22515 0.39828 66.629 66.629 2.62E-07 55.51 5288700

17346 GLAMELVK Oxidation (M) _GLAM(ox)ELVK_ B6TQI6_MAIZE 2 438.7466 875.47864 -0.041095 -0.031545 -0.093454 54.907 54.907 5.06E-02 27.34 32226

17347 GLAMELVK Oxidation (M) _GLAM(ox)ELVK_ B6TQI6_MAIZE 2 438.7466 875.47864 -0.10136 0.42763 0.3041 56.625 56.625 2.34E-03 47.39 153750

17348 GLAMELVK Unmodified _GLAMELVK_ B6TQI6_MAIZE 2 430.74914 859.48372 -0.020476 0.63275 0.5868 66.79 66.79 5.06E-02 22.9 52937

17349 GLATYYEAVVEAAGK Unmodified _GLATYYEAVVEAAGK_ B6SWE4_MAIZE 2 771.39594 1540.7773 0.94764 -0.37756 0.55295 101.28 101.28 1.02E-23 85.33 194280

17350 GLAVSQAPITSTGFR Unmodified _GLAVSQAPITSTGFR_ B6T4E6_MAIZE 2 752.90955 1503.8045 0.83101 -0.30896 0.52809 72.844 72.844 2.05E-04 44.17 494240

17351 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.41755 0.27687 0.67571 71.13 71.13 7.61E-14 82.15 6034900

17352 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.23713 -0.28803 -0.068365 72.909 72.909 7.61E-14 86.97 2114600

17353 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.39463 0.049684 0.42504 71.846 71.846 2.05E-12 55.41 1062900

17354 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.43211 0.10195 0.51477 72.49 72.49 1.68E-09 65.51 1157300

17355 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.45249 0.42267 0.85673 72.028 72.028 2.05E-12 50.4 835670

17356 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.36503 0.087926 0.43366 71.689 71.689 2.05E-12 65.78 3860600

17357 GLCAIAQAESLR Unmodified _GLCAIAQAESLR_ B4FHH2_MAIZE 2 644.83753 1287.6605 0.34877 0.10788 0.43793 73.497 73.497 4.56E-01 16.13 897510

17358 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.21141 -0.11972 0.10422 46.112 46.112 1.68E-09 63.85 4231500

17359 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.079794 0.060244 0.15261 46.668 46.668 1.68E-09 68.96 339000
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17360 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.20116 -0.088922 0.12429 45.929 45.929 7.61E-14 72.01 974360

17361 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.19437 -0.074933 0.13185 48.426 48.426 1.11E-04 52.12 1378200

17362 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.22104 -0.33943 -0.10655 47.691 47.691 1.68E-09 63.15 1446600

17363 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.19517 0.11248 0.31966 48.492 48.492 2.62E-07 66.92 1426400

17364 GLCGGINSTSVK Unmodified _GLCGGINSTSVK_ B6T556_MAIZE 2 596.80316 1191.5918 0.14423 -0.32888 -0.17177 49.013 49.013 1.68E-09 70.46 12728000

17365 GLCTAIAK Unmodified _GLCTAIAK_ B4FZU8_MAIZE 2 417.23111 832.44767 -0.15376 41.077 41.077 8.85E-02 13.22

17366 GLCTAIAK Unmodified _GLCTAIAK_ B4FZU8_MAIZE 2 417.23111 832.44767 0.12573 0.22332 0.33986 43.356 43.356 1.65E-01 16.26 812470

17367 GLCTAIAK Unmodified _GLCTAIAK_ B4FZU8_MAIZE 2 417.23111 832.44767 0.21084 0.33263 0.53383 43.047 43.047 2.92E-02 29.34 1202900

17368 GLCTAIAK Unmodified _GLCTAIAK_ B4FZU8_MAIZE 2 417.23111 832.44767 0.13176 -0.26821 -0.14574 43.895 43.895 2.92E-02 31.61 23504000

17369 GLCTAIAK Unmodified _GLCTAIAK_ B4FZU8_MAIZE 2 417.23111 832.44767 0.3244 0.11389 0.42804 41.441 41.441 1.00E+00 1.61 184010

17370 GLCTQASDAVFEALEGDAR Unmodified _GLCTQASDAVFEALEGDAR_ B6TLW3_MAIZE 3 670.64595 2008.916 0.51128 -0.11821 0.39328 110.77 110.77 1.03E-01 37.48 487260

17371 GLCTQASDAVFEALEGDAR Unmodified _GLCTQASDAVFEALEGDAR_ B6TLW3_MAIZE 2 1005.4653 2008.916 1.1379 -0.18043 0.95881 110.76 110.76 5.57E-58 98.04 587830

17372 GLDAFDMITLSGAHSIGR Oxidation (M) _GLDAFDM(ox)ITLSGAHSIGR_ B6TSH0_MAIZE 3 626.31224 1875.9149 0.42775 -0.22664 0.20425 90.474 90.474 9.85E-03 37.68 218690

17373 GLDEISPLGPGYILDVTPEK Unmodified _GLDEISPLGPGYILDVTPEK_ B4FB65_MAIZE 2 1057.0568 2112.0991 1.2416 -0.25021 0.98792 111.02 111.02 4.56E-22 52.11 646240

17374 GLDEISPLGPGYILDVTPEK Unmodified _GLDEISPLGPGYILDVTPEK_ B4FB65_MAIZE 2 1057.0568 2112.0991 1.1762 -0.003745 1.1693 113.49 113.49 6.57E-12 49.71 81049

17375 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 3 604.65611 1810.9465 0.31278 -0.13485 0.18785 100.58 100.58 4.34E-02 30.32 682370

17376 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 3 604.65611 1810.9465 0.26411 0.28456 0.55835 111.26 111.26 2.56E-01 12.24 23036

17377 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 3 604.65611 1810.9465 0.30294 -0.14881 0.16478 100.73 100.73 2.56E-01 29.45 495030

17378 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 3 604.65611 1810.9465 0.30078 -0.021243 0.28988 101.26 101.26 4.33E-01 16.86 317730

17379 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 3 604.65611 1810.9465 0.12541 0.2636 0.399 101.47 101.47 1.01E-03 34.22 13893000

17380 GLDFEIVPVDLTTGAHK Unmodified _GLDFEIVPVDLTTGAHK_ B4FK84_MAIZE 2 906.48053 1810.9465 1.0576 -0.072139 0.99556 101.47 101.47 2.72E-05 54.43 2269500

17381 GLDFSGLMNEIK Unmodified _GLDFSGLMNEIK_ B4F9G1_MAIZE 2 662.3343 1322.654 0.56669 0.6167 1.1694 108.9 108.9 1.98E-03 44.04 628310

17382 GLDFSGLMNEIK Unmodified _GLDFSGLMNEIK_ B4F9G1_MAIZE 2 662.3343 1322.654 0.56618 0.58692 1.1396 109.73 109.73 1.00E+00 0.05 899720

17383 GLDFSGLMNEIK Unmodified _GLDFSGLMNEIK_ B4F9G1_MAIZE 2 662.3343 1322.654 0.48746 0.43515 0.90897 109.17 109.17 2.00E-01 30.75 2492900

17384 GLDFSGLMNEIK Oxidation (M) _GLDFSGLM(ox)NEIK_ B4F9G1_MAIZE 2 670.33175 1338.649 0.54244 -1.0565 -0.52184 90.081 90.081 2.00E-01 21.37 239230

17385 GLDFSGLMNEIK Oxidation (M) _GLDFSGLM(ox)NEIK_ B4F9G1_MAIZE 2 670.33175 1338.649 0.55533 -0.023475 0.52294 90.254 90.254 1.60E-02 28.02 729950

17386 GLDFSGLMNEIK Oxidation (M) _GLDFSGLM(ox)NEIK_ B4F9G1_MAIZE 2 670.33175 1338.649 0.49469 0.073173 0.5589 89.96 89.96 1.68E-09 64.53 2767200

17387 GLDGSLATHFCQDESR Unmodified _GLDGSLATHFCQDESR_ B6T0A9_MAIZE 3 598.26881 1791.7846 0.21362 -0.070376 0.15204 66.986 66.986 8.21E-03 36.42 873560

17388 GLDGSLATHFCQDESR Unmodified _GLDGSLATHFCQDESR_ B6T0A9_MAIZE 3 598.26881 1791.7846 0.18617 -0.31435 -0.11831 69.004 69.004 3.89E-09 53.04 712670

17389 GLDHAIGVTAVKPIFER Unmodified _GLDHAIGVTAVKPIFER_ B6T7B6_MAIZE 4 456.50981 1822.0101 -0.086561 0.32831 0.23894 77.288 77.288 9.61E-01 12.07 3620000

17390 GLDHAIGVTAVKPIFER Unmodified _GLDHAIGVTAVKPIFER_ B6T7B6_MAIZE 3 608.34398 1822.0101 0.26871 0.17847 0.44548 77.289 77.289 7.64E-09 55.35 1293000

17391 GLDIFVCGDQIR Unmodified _GLDIFVCGDQIR_ B4F8G4_MAIZE 2 696.85064 1391.6867 0.67035 -0.54877 0.13711 90.386 90.386 8.05E-01 5.94 186290

17392 GLDIFVCGDQIR Unmodified _GLDIFVCGDQIR_ B4F8G4_MAIZE 2 696.85064 1391.6867 0.61034 -0.027602 0.59807 90.342 90.342 2.62E-07 55.08 2784900

17393 GLDVDNLYVSHIQVNQAQK Unmodified _GLDVDNLYVSHIQVNQAQK_ B4FNT0_MAIZE 3 714.37104 2140.0913 0.72355 -0.11399 0.60798 83.307 83.307 1.03E-01 10.97 49366
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17394 GLDVDNLYVSHIQVNQAQK Unmodified _GLDVDNLYVSHIQVNQAQK_ B4FNT0_MAIZE 3 714.37104 2140.0913 0.73629 -0.15281 0.58136 81.012 81.012 3.70E-01 18.94 935330

17395 GLDVDNLYVSHIQVNQAQK Unmodified _GLDVDNLYVSHIQVNQAQK_ B4FNT0_MAIZE 3 714.37104 2140.0913 0.67141 0.11382 0.78254 80.879 80.879 7.64E-06 35.38 2237700

17396 GLDVDNLYVSHIQVNQAQK Unmodified _GLDVDNLYVSHIQVNQAQK_ B4FNT0_MAIZE 3 714.37104 2140.0913 0.64983 -0.40324 0.24554 82.548 82.548 1.48E-20 46.5 4346500

17397 GLDVDNLYVSHIQVNQAQK Unmodified _GLDVDNLYVSHIQVNQAQK_ B4FNT0_MAIZE 2 1071.0529 2140.0913 1.1581 -0.24017 0.9164 82.483 82.483 4.53E-07 44.03 278670

17398 GLDVDTLYVSHIQVNQAQK Unmodified _GLDVDTLYVSHIQVNQAQK_ B4FHE4_MAIZE 3 710.03929 2127.096 0.65501 0.6059 1.2625 84.43 84.43 2.26E-03 32.02 1457500

17399 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.62429 0.030879 0.66216 60.029 60.029 2.09E-30 114.22 8414200

17400 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.6249 -0.038268 0.59397 60.689 60.689 1.29E-01 25.03 24241

17401 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.61882 -0.18871 0.43661 61.722 61.722 2.09E-30 101.88 4801400

17402 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.61824 -0.12264 0.50235 61.086 61.086 2.09E-30 104.84 3809100

17403 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.6294 0.030482 0.66686 61.514 61.514 3.40E-25 90.7 1604900

17404 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.61172 -0.29873 0.32061 61.696 61.696 2.09E-30 98.1 12300000

17405 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.57176 -1.0399 -0.46037 62.123 62.123 7.68E-22 63.1 682300

17406 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.63457 -0.018044 0.62261 60.284 60.284 3.40E-25 113.06 1086700

17407 GLDVIQQAQSGTGK Unmodified _GLDVIQQAQSGTGK_ B4FBK3_MAIZE 2 701.37025 1400.726 0.61686 -0.1714 0.45302 62.82 62.82 7.64E-09 72.72 212400

17408 GLEDTDFLNNMDPFVILTCR Oxidation (M) _GLEDTDFLNNM(ox)DPFVILTCR_ O24582_MAIZE 2 1193.5563 2385.0981 1.1323 -0.13597 1.0048 124.2 124.2 9.41E-18 86.7 282890

17409 GLEDTDFLNNMDPFVILTCR Oxidation (M) _GLEDTDFLNNM(ox)DPFVILTCR_ O24582_MAIZE 3 796.03997 2385.0981 0.92172 -0.057565 0.87267 124.22 124.22 6.15E-07 39.87 249520

17410 GLEISYELGPGK Unmodified _GLEISYELGPGK_ B6TNM0_MAIZE 2 631.83499 1261.6554 0.34825 0.11926 0.45033 76.856 76.856 1.11E-04 80.38 43111

17411 GLEISYELGPGK Unmodified _GLEISYELGPGK_ B6TNM0_MAIZE 2 631.83499 1261.6554 0.34503 0.39807 0.7243 76.78 76.78 1.68E-09 74.94 1692500

17412 GLELFGVK Unmodified _GLELFGVK_ B4FB35_MAIZE 2 431.75528 861.496 -0.0081662 0.32578 0.31377 82.41 82.41 1.65E-01 15.79 38406

17413 GLELFGVK Unmodified _GLELFGVK_ B4FB35_MAIZE 2 431.75528 861.496 0.061868 0.088843 0.14766 81.217 81.217 1.90E-02 49.33 4460800

17414 GLELFGVK Unmodified _GLELFGVK_ B4FB35_MAIZE 2 431.75528 861.496 -0.061635 0.38231 0.31664 82.633 82.633 7.88E-01 11.75 172160

17415 GLENLKGELK Unmodified _GLENLKGELK_ B4FZU8_MAIZE 3 367.54852 1099.6237 0.78002 0.001883 0.74786 56.116 56.116 2.55E-01 17.41 4707400

17416 GLENLKGELK Unmodified _GLENLKGELK_ B4FZU8_MAIZE 2 550.81914 1099.6237 -0.011908 0.061903 0.0174 56.125 56.125 1.45E-01 35.31 3443400

17417 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 2 1457.1749 2912.3352 0.93852 -0.60221 0.32874 127.31 127.31 3.40E-12 66.92 1255300

17418 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 3 971.78568 2912.3352 1.1811 -0.12776 1.0459 128.94 128.94 7.49E-12 41.09 267670

17419 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 3 971.78568 2912.3352 1.0995 -0.50014 0.59234 128.66 128.66 1.58E-25 67.8 938970

17420 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 3 971.78568 2912.3352 1.2571 0.18062 1.4291 129.75 129.75 5.76E-05 17.31 392740

17421 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 3 971.78568 2912.3352 1.0518 -0.15051 0.89324 129.93 129.93 3.80E-37 75.1 2160600

17422 GLEPSEFEDSVAQAFFDLENGNQELK Unmodified _GLEPSEFEDSVAQAFFDLENGNQELK_ B6SHM7_MAIZE 3 971.78568 2912.3352 1.1184 -0.009518 1.1007 130.45 130.45 1.87E-13 50.71 408980

17423 GLETVTMGR Oxidation (M) _GLETVTM(ox)GR_ B4FB72_MAIZE 2 490.24749 978.48043 -0.090415 0.060794 -0.023167 45.502 45.502 1.01E-02 32.65 396470

17424 GLETVTMGR Oxidation (M) _GLETVTM(ox)GR_ B4FB72_MAIZE 2 490.24749 978.48043 -0.1402 0.44797 0.31394 46.014 46.014 1.12E-01 13.57 108060

17425 GLFIIDK Unmodified _GLFIIDK_ B4FM07_MAIZE 2 403.24455 804.47454 0.33769 -0.34032 -0.010394 75.873 75.873 4.49E-02 41.36 2936000

17426 GLFIIDK Unmodified _GLFIIDK_ B4FM07_MAIZE 2 403.24455 804.47454 0.10618 -0.13892 -0.042255 77.559 77.559 1.00E+00 11.08 924130

17427 GLFPMLADPR Unmodified _GLFPMLADPR_ B4F9G8_MAIZE 2 558.79715 1115.5798 0.086421 0.31449 0.39165 94.199 94.199 4.40E-02 37.08 2628300
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17428 GLFPMLADPR Oxidation (M) _GLFPM(ox)LADPR_ B4F9G8_MAIZE 2 566.79461 1131.5747 -0.056766 0.29536 0.23416 84.713 84.713 1.43E-02 28.2 426190

17429 GLFPMLADPR Oxidation (M) _GLFPM(ox)LADPR_ B4F9G8_MAIZE 2 566.79461 1131.5747 0.057034 0.45917 0.51159 83.519 83.519 1.00E+00 6.37 508650

17430 GLFQSDAALITDAASK Unmodified _GLFQSDAALITDAASK_ B6THU9_MAIZE 2 804.4174 1606.8203 0.96661 0.33054 1.2865 93.409 93.409 7.73E-25 84.47 1858500

17431 GLFQSDAALLADATTR Unmodified _GLFQSDAALLADATTR_ B6SIA9_MAIZE 2 825.4283 1648.842 1.0354 0.23232 1.2614 98.437 98.437 1.42E-33 105.47 531360

17432 GLFSAAR Unmodified _GLFSAAR_ B6SU81_MAIZE 2 361.20321 720.39187 0.88826 -0.49149 0.3795 51.983 51.983 1.86E-01 22.76 1660800

17433 GLFSAAR Unmodified _GLFSAAR_ B6SU81_MAIZE 2 361.20321 720.39187 0.68073 -0.27289 0.39238 44.802 44.802 1.00E+00 2.05 172740

17434 GLFSLILGEENATDDAQK Unmodified _GLFSLILGEENATDDAQK_ B4FPC9_MAIZE 2 960.98109 1919.9476 1.2046 -0.42119 0.7729 117.31 117.31 1.77E-34 73.2 116500

17435 GLFTSDQALLDDPWTSAYVER Unmodified _GLFTSDQALLDDPWTSAYVER_ B6UB27_MAIZE 2 1192.5739 2383.1332 1.2303 0.56279 1.7935 117.86 117.86 4.46E-39 83.98 315570

17436 GLFWAHEWEK Unmodified _GLFWAHEWEK_ B4FCC0_MAIZE 3 434.88038 1301.6193 0.098699 -0.087576 0.00045761 80.72 80.72 1.00E+00 7.3 1168800

17437 GLFWAHEWEK Unmodified _GLFWAHEWEK_ B4FCC0_MAIZE 2 651.81693 1301.6193 0.44234 0.49939 0.92965 80.701 80.701 1.25E-02 40.55 631070

17438 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 0.0027257 0.76764 0.74557 61.603 61.603 4.40E-05 45.06 875030

17439 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.15869 0.60316 0.41853 62.31 62.31 1.84E-04 36.45 453670

17440 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.060264 0.045563 -0.03937 63.592 63.592 2.81E-03 36.55 1162100

17441 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.053828 0.052938 -0.024649 62.931 62.931 4.40E-05 44.13 1152400

17442 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.13478 0.23027 0.070717 63.276 63.276 1.84E-04 41.53 2729000

17443 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.10851 -0.24636 -0.3787 63.252 63.252 1.84E-04 41.2 16551000

17444 GLGAIAEEVK Unmodified _GLGAIAEEVK_ Q9SWR9_MAIZE 2 493.77948 985.54441 -0.094083 -0.12739 -0.24558 62.207 62.207 1.25E-02 44.65 1272100

17445 GLGLENINVVTQQGFVPVDER Unmodified _GLGLENINVVTQQGFVPVDER_ B6SQ61_MAIZE 2 1142.6002 2283.1859 1.2621 0.55952 1.8287 104.12 104.12 4.46E-39 81.75 215780

17446 GLGLENINVVTQQGFVPVDER Unmodified _GLGLENINVVTQQGFVPVDER_ B6SQ61_MAIZE 3 762.06925 2283.1859 1.0495 0.46404 1.5198 104.12 104.12 4.26E-01 6.97 283130

17447 GLGLGLPDPK Unmodified _GLGLGLPDPK_ B6TC68_MAIZE 2 483.78457 965.55458 -0.084952 0.10863 0.021483 72.348 72.348 1.62E-03 44.61 508530

17448 GLGLQLPFSAEADLSGLVDSPEGR Unmodified _GLGLQLPFSAEADLSGLVDSPEGR_ B4G1Q6_MAIZE 2 1214.6214 2427.2282 1.1827 -0.068779 1.112 122.9 122.9 3.12E-59 154.99 1229500

17449 GLGPFQR Unmodified _GLGPFQR_ B6TGD5_MAIZE 2 387.71649 773.41842 0.2974 0.26706 0.5682 58.143 58.143 4.46E-01 28.22 173400

17450 GLGPIQR Unmodified _GLGPIQR_ B4G087_MAIZE 2 370.72431 739.43407 0.46319 -0.61651 -0.15986 46.471 46.471 4.49E-02 42.86 5400500

17451 GLGSAGKPLHYK Unmodified _GLGSAGKPLHYK_ B6SRE7_MAIZE 3 409.89966 1226.6772 0.34283 -0.27196 0.056139 35.219 35.219 2.11E-01 17.53 537010

17452 GLGSAGKPLHYK Unmodified _GLGSAGKPLHYK_ B6SRE7_MAIZE 4 307.67657 1226.6772 1.3277 -0.37631 0.93715 35.237 35.237 7.68E-01 4.24 218540

17453 GLGSAGKPLHYK Unmodified _GLGSAGKPLHYK_ B6SRE7_MAIZE 3 409.89966 1226.6772 0.033586 -0.16972 -0.15029 39.366 39.366 9.42E-03 31.85 3063300

17454 GLGSAGKPLHYK Unmodified _GLGSAGKPLHYK_ B6SRE7_MAIZE 4 307.67657 1226.6772 1.4385 -0.4363 0.99007 39.359 39.359 7.68E-01 8.24 1407600

17455 GLGSAGKPLHYK Unmodified _GLGSAGKPLHYK_ B6SRE7_MAIZE 2 614.34585 1226.6772 0.28084 -0.05641 0.20947 39.356 39.356 7.72E-03 56.41 244110

17456 GLGSPVFDKLEAELAK Unmodified _GLGSPVFDKLEAELAK_ B4FLA2_MAIZE 3 558.64181 1672.9036 0.15995 0.054655 0.19933 102.62 102.62 1.00E+00 2.88 299810

17457 GLGSPVFDKLEAELAK Unmodified _GLGSPVFDKLEAELAK_ B4FLA2_MAIZE 3 558.64181 1672.9036 0.16134 -0.078112 0.068848 102.47 102.47 2.60E-01 24.44 195770

17458 GLGSPVFDKLEAELAK Unmodified _GLGSPVFDKLEAELAK_ B4FLA2_MAIZE 2 837.45907 1672.9036 1.0751 -1.0147 0.047927 102.77 102.77 1.27E-09 39.96 507960

17459 GLGTIAEEVK Unmodified _GLGTIAEEVK_ B6TUA2_MAIZE 2 508.78476 1015.555 -0.019332 -0.031183 -0.065471 62.152 62.152 1.62E-03 34.31 1026700

17460 GLGTIAEEVK Unmodified _GLGTIAEEVK_ B6TUA2_MAIZE 2 508.78476 1015.555 0.072463 0.69448 0.75118 61.527 61.527 2.81E-03 27.69 925400

17461 GLGTIAEEVK Unmodified _GLGTIAEEVK_ B6TUA2_MAIZE 2 508.78476 1015.555 -0.12625 -0.062393 -0.20162 61.897 61.897 2.81E-03 34.46 1864200
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17462 GLGTIAEEVK Unmodified _GLGTIAEEVK_ B6TUA2_MAIZE 2 508.78476 1015.555 -0.11252 -0.49076 -0.61679 61.85 61.85 1.25E-02 32.99 10744000

17463 GLGVHISFVR Unmodified _GLGVHISFVR_ B6TT21_MAIZE 3 362.21358 1083.6189 0.81292 -0.32426 0.50209 70.811 70.811 2.94E-01 15.44 104850

17464 GLGVPALGVMTASAATFR Oxidation (M) _GLGVPALGVM(ox)TASAATFR_ Q8W2B7_MAIZE 2 867.964 1733.9134 1.116 -0.12611 0.99678 88.697 88.697 5.25E-26 98.67 490250

17465 GLGWETTSDSLR Unmodified _GLGWETTSDSLR_ B6TV58_MAIZE 2 661.32277 1320.631 0.64056 1.5022 2.1427 71.71 71.71 6.74E-02 27.11 297110

17466 GLGWETTSDSLR Unmodified _GLGWETTSDSLR_ B6TV58_MAIZE 2 661.32277 1320.631 0.53695 0.13109 0.66902 71.638 71.638 2.62E-07 57.79 3522300

17467 GLHDEMGFSRPSK Oxidation (M) _GLHDEM(ox)GFSRPSK_ B6SLS0_MAIZE 4 369.92795 1475.6827 0.72541 -0.17963 0.54387 38.4 38.4 1.00E+00 2.94 263570

17468 GLHDEMGFSRPSK Oxidation (M) _GLHDEM(ox)GFSRPSK_ B6SLS0_MAIZE 3 492.90151 1475.6827 0.015986 -0.45137 -0.43645 38.398 38.398 3.08E-01 2.52 142920

17469 GLHLLEYFVNQCHQLGIK Unmodified _GLHLLEYFVNQCHQLGIK_ B6TGD5_MAIZE 4 543.0373 2168.1201 0.017981 -0.28506 -0.26886 130.88 130.88 2.20E-01 17.54 221080

17470 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 2 1117.607 2233.1994 1.1945 0.34468 1.5377 127.9 127.9 4.46E-39 104.73 1529700

17471 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.86289 0.69172 1.5513 127.92 127.92 2.96E-18 52.1 778800

17472 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 2 1117.607 2233.1994 1.2382 -0.33788 0.89897 129.3 129.3 5.37E-06 32.44 76743

17473 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.81428 0.84204 1.6543 129.41 129.41 3.16E-03 24.34 101020

17474 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.8604 0.81241 1.6698 129.93 129.93 9.62E-03 17.21 138410

17475 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 2 1117.607 2233.1994 1.2155 0.17835 1.3918 130.03 130.03 1.29E-11 42.25 85832

17476 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.91697 -0.082608 0.83232 130.17 130.17 7.83E-01 7.4 52343

17477 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.76402 0.41448 1.177 130.04 130.04 7.80E-02 18.03 2582800

17478 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 2 1117.607 2233.1994 1.1787 0.10371 1.2808 130.04 130.04 1.06E-48 99.28 1722900

17479 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 3 745.40709 2233.1994 0.86033 0.62353 1.4816 131.29 131.29 2.96E-18 54.62 811520

17480 GLIEPISSVFVNLVNADFTAK Unmodified _GLIEPISSVFVNLVNADFTAK_ B6SL40_MAIZE 2 1117.607 2233.1994 1.1388 0.11887 1.2562 131.3 131.3 3.89E-34 79.06 586340

17481 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.063415 0.27556 0.1896 80.07 80.07 3.13E-03 56.06 5705900

17482 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.24723 0.091553 -0.17672 83.967 83.967 3.13E-03 61.3 392010

17483 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.20858 0.27478 0.042871 80.956 80.956 3.13E-03 64.59 1364500

17484 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.081903 0.10823 0.0028917 81.307 81.307 3.13E-03 57.63 1672000

17485 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.084597 0.001222 -0.10603 81.02 81.02 3.21E-03 63.03 2090700

17486 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.13683 -0.23057 -0.38818 80.764 80.764 3.13E-03 57.57 1971700

17487 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.12931 0.22536 0.074148 81.004 81.004 3.13E-03 55.7 3824700

17488 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.13847 0.05513 -0.10538 81.058 81.058 3.13E-03 55.26 3583100

17489 GLIGEIISR Unmodified _GLIGEIISR_ B4FK49_MAIZE 2 479.29002 956.56548 -0.28075 -0.34404 -0.6461 82.698 82.698 3.13E-03 62 37957000

17490 GLIHTALR Unmodified _GLIHTALR_ B4FMP6_MAIZE 2 440.77179 879.52904 -0.0035986 0.47621 0.45559 47.368 47.368 3.77E-01 35.24 1526200

17491 GLILAFK Unmodified _GLILAFK_ B4FHE9_MAIZE 2 381.24963 760.48471 0.56862 -0.10355 0.44354 77.672 77.672 8.04E-02 25.68 267050

17492 GLILAFK Unmodified _GLILAFK_ B4FHE9_MAIZE 2 381.24963 760.48471 0.62023 0.031708 0.62979 77.916 77.916 8.04E-02 23.12 995150

17493 GLINHILYESEK Unmodified _GLINHILYESEK_ B4FNE4_MAIZE 3 472.58915 1414.7456 -0.20491 0.056643 -0.17732 83.246 83.246 4.52E-03 41.49 185850

17494 GLINHILYESEK Unmodified _GLINHILYESEK_ B4FNE4_MAIZE 2 708.38009 1414.7456 0.65038 -0.38231 0.24107 83.218 83.218 1.98E-03 38.29 66730

17495 GLIPLLAEGSAK Unmodified _GLIPLLAEGSAK_ B6TII5_MAIZE 2 584.85044 1167.6863 0.18198 0.13493 0.29097 86.772 86.772 7.72E-03 32.13 3128100
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17496 GLIPLLAEGSAK Unmodified _GLIPLLAEGSAK_ B6TII5_MAIZE 2 584.85044 1167.6863 0.078554 0.30745 0.36144 89.301 89.301 1.00E+00 17.94 183650

17497 GLIPLLAEGSAK Unmodified _GLIPLLAEGSAK_ B6TII5_MAIZE 2 584.85044 1167.6863 0.14174 0.22957 0.34604 87.485 87.485 8.05E-01 3.97 876810

17498 GLIPLLAEGSAK Unmodified _GLIPLLAEGSAK_ B6TII5_MAIZE 2 584.85044 1167.6863 0.18753 0.28139 0.44232 87.689 87.689 1.00E+00 1.57 1071200

17499 GLIPLLAEGSAK Unmodified _GLIPLLAEGSAK_ B6TII5_MAIZE 2 584.85044 1167.6863 0.19123 0.22338 0.38826 87.528 87.528 1.00E+00 8.32 1483400

17500 GLISEIMSR Unmodified _GLISEIMSR_ B6TKC5_MAIZE 2 503.27351 1004.5325 -0.035875 0.26597 0.20374 85.726 85.726 3.21E-03 40.8 1025800

17501 GLISEIMSR Unmodified _GLISEIMSR_ B6TKC5_MAIZE 2 503.27351 1004.5325 -0.19173 -0.13659 -0.35309 88.595 88.595 3.21E-03 52.98 4288700

17502 GLISEIMSR Oxidation (M) _GLISEIM(ox)SR_ B6TKC5_MAIZE 2 511.27097 1020.5274 -0.1972 0.29275 0.073804 68.482 68.482 1.12E-01 26.58 107790

17503 GLISEIMSR Oxidation (M) _GLISEIM(ox)SR_ B6TKC5_MAIZE 2 511.27097 1020.5274 -0.18032 -0.23934 -0.44073 67.815 67.815 2.13E-03 46 4664900

17504 GLISEIMSR Oxidation (M) _GLISEIM(ox)SR_ B6TKC5_MAIZE 2 511.27097 1020.5274 -0.19026 -0.10999 -0.32093 69.205 69.205 2.13E-03 48.31 5649500

17505 GLISEIVNR Unmodified _GLISEIVNR_ B6TMG4_MAIZE 2 500.79292 999.57129 -0.0116 0.15707 0.1249 76.585 76.585 9.73E-03 47.09 600220

17506 GLISEIVNR Unmodified _GLISEIVNR_ B6TMG4_MAIZE 2 500.79292 999.57129 -0.18316 0.35733 0.15347 79.684 79.684 3.32E-02 30.72 167000

17507 GLISEIVNR Unmodified _GLISEIVNR_ B6TMG4_MAIZE 2 500.79292 999.57129 -0.13657 -0.08185 -0.23953 77.409 77.409 3.39E-01 18.22 123770

17508 GLISEIVNR Unmodified _GLISEIVNR_ B6TMG4_MAIZE 2 500.79292 999.57129 -0.033674 0.85662 0.79982 77.705 77.705 1.00E+00 21.47 379970

17509 GLISEIVNRFER Unmodified _GLISEIVNRFER_ B6TMG4_MAIZE 3 478.26841 1431.7834 -0.16593 -0.14765 -0.33166 130.65 130.65 2.36E-01 11.66 174860

17510 GLIVAFK Unmodified _GLIVAFK_ B6TXA5_MAIZE 2 374.24181 746.46906 0.6254 0.078495 0.69568 69.697 69.697 1.86E-01 19.75 388070

17511 GLIVAFK Unmodified _GLIVAFK_ B6TXA5_MAIZE 2 374.24181 746.46906 0.72863 0.10849 0.82894 69.785 69.785 8.04E-02 30.28 586290

17512 GLIVASR Unmodified _GLIVASR_ O50015_MAIZE 2 358.22669 714.43882 0.86791 0.6124 1.4611 43.595 43.595 8.04E-02 24.33 820660

17513 GLIVSTR Unmodified _GLIVSTR_ B6UDG4_MAIZE 2 373.23197 744.44939 0.76923 -0.48145 0.28674 42.885 42.885 1.00E+00 7.42 997850

17514 GLIVSTR Unmodified _GLIVSTR_ B6UDG4_MAIZE 2 373.23197 744.44939 0.54036 -0.19046 0.34761 45.084 45.084 1.86E-01 19.03 5473700

17515 GLIYDGK Unmodified _GLIYDGK_ B6UDC2_MAIZE 2 383.2107 764.40685 0.61177 0.43987 1.0366 47.477 47.477 7.83E-01 14.13 1652600

17516 GLIYDGK Unmodified _GLIYDGK_ B6UDC2_MAIZE 2 383.2107 764.40685 0.46275 0.33224 0.78008 47.203 47.203 7.83E-01 16.6 645900

17517 GLIYDGK Unmodified _GLIYDGK_ B6UDC2_MAIZE 2 383.2107 764.40685 0.6167 0.22158 0.82373 49.696 49.696 4.46E-01 15.74 691080

17518 GLIYDGK Unmodified _GLIYDGK_ B6UDC2_MAIZE 2 383.2107 764.40685 0.46989 0.40554 0.86171 49.835 49.835 1.00E+00 3.57 1377800

17519 GLIYPPFSNIR Unmodified _GLIYPPFSNIR_ B6UDG4_MAIZE 2 638.85606 1275.6976 0.43088 0.31882 0.73427 89.641 89.641 1.47E-01 19.39 493310

17520 GLIYPPFSNIR Unmodified _GLIYPPFSNIR_ B6UDG4_MAIZE 2 638.85606 1275.6976 0.3744 0.017231 0.37774 89.072 89.072 4.48E-03 25.46 1717700

17521 GLLDLTCQTVADMIK Oxidation (M) _GLLDLTCQTVADM(ox)IK_ B4FST4_MAIZE 2 847.4286 1692.8426 1.0206 -0.23499 0.79334 100.12 100.12 2.55E-36 94.44 1524800

17522 GLLDLTCQTVADMIK Oxidation (M) _GLLDLTCQTVADM(ox)IK_ B4FST4_MAIZE 2 847.4286 1692.8426 1.0179 0.3451 1.3694 101.71 101.71 7.50E-32 91.23 1532900

17523 GLLDLTCQTVADMIK Oxidation (M) _GLLDLTCQTVADM(ox)IK_ B4FST4_MAIZE 2 847.4286 1692.8426 1.0426 0.029687 1.0792 101.16 101.16 7.01E-11 75.17 213100

17524 GLLDLTCQTVADMIK Oxidation (M) _GLLDLTCQTVADM(ox)IK_ B4FST4_MAIZE 2 847.4286 1692.8426 1.062 0.42783 1.497 102.73 102.73 1.02E-23 78.43 188620

17525 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.151 0.12636 -0.035826 109.02 109.02 1.12E-01 45.66 79869

17526 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.0050428 -0.11579 -0.13213 109.16 109.16 9.73E-03 42.84 260950

17527 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.029527 0.14611 0.10427 109.09 109.09 3.21E-03 51.65 372140

17528 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.090203 -0.014017 -0.11595 108.68 108.68 3.21E-03 51.55 1018900

17529 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.11291 -0.15305 -0.27665 109.31 109.31 3.13E-03 55.7 12767000
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17530 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.086587 0.19558 0.097213 108.91 108.91 1.01E-02 38.51 524610

17531 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 0.011522 0.094358 0.093253 109.13 109.13 1.01E-02 51.45 146870

17532 GLLDSLLGR Unmodified _GLLDSLLGR_ Q41824_MAIZE 2 472.28219 942.54983 -0.15576 0.21159 0.044066 110 110 9.73E-03 38.99 65993

17533 GLLDSLYR Unmodified _GLLDSLYR_ B6SPG4_MAIZE 2 468.76109 935.50763 0.016873 0.21474 0.21186 87.725 87.725 3.77E-01 25.37 292460

17534 GLLDSLYR Unmodified _GLLDSLYR_ B6SPG4_MAIZE 2 468.76109 935.50763 -0.26222 -0.003254 -0.28295 88.986 88.986 1.90E-02 42.74 603640

17535 GLLENTEKDR Unmodified _GLLENTEKDR_ B4FEL3_MAIZE 3 392.20693 1173.599 0.53551 0.02024 0.53173 41.42 41.42 1.00E+00 10.04 462440

17536 GLLENTEKDR Unmodified _GLLENTEKDR_ B4FEL3_MAIZE 2 587.80676 1173.599 0.11008 -0.11703 -0.031286 45.337 45.337 4.40E-02 56.98 235470

17537 GLLEQAGFGPVKEDHSR Unmodified _GLLEQAGFGPVKEDHSR_ B4FQS1_MAIZE 4 460.73915 1838.9275 0.02264 -0.43778 -0.41732 67.828 67.828 2.75E-01 4.79 463360

17538 GLLGQTAGALQQLPSPIR Unmodified _GLLGQTAGALQQLPSPIR_ B6T398_MAIZE 2 910.52307 1819.0316 1.1398 -0.02452 1.1085 100.86 100.86 3.54E-16 84.51 322870

17539 GLLIEAPTETVEA Unmodified _GLLIEAPTETVEA_ B6TNR8_MAIZE 2 671.85866 1341.7028 0.46958 -0.52826 -0.071009 91.515 91.515 9.49E-01 5.57 34178

17540 GLLIEAPTETVEA Unmodified _GLLIEAPTETVEA_ B6TNR8_MAIZE 2 671.85866 1341.7028 0.53236 0.12016 0.63796 91.052 91.052 5.66E-01 15.12 1467000

17541 GLLLDAGGTLLQVAR Unmodified _GLLLDAGGTLLQVAR_ B6TNH8_MAIZE 2 748.94339 1495.8722 0.87029 0.19717 1.0639 110.7 110.7 7.01E-11 68.81 105650

17542 GLLLLAEMSSAGNLAHGDYTAAAVK Unmodified _GLLLLAEMSSAGNLAHGDYTAAAVK_ B4G0S0_MAIZE 3 825.0967 2472.2683 1.0802 -0.13119 0.93273 109.64 109.64 1.74E-10 62.6 264530

17543 GLLNDQTLPLLTDSALR Unmodified _GLLNDQTLPLLTDSALR_ B6T3E6_MAIZE 2 920.51237 1839.0102 1.1639 0.013029 1.1677 112.56 112.56 1.51E-07 68.66 219800

17544 GLLPPAIVSQELQER Unmodified _GLLPPAIVSQELQER_ B6UDG4_MAIZE 2 825.46469 1648.9148 1.0174 -0.67204 0.33033 97.667 97.667 3.88E-01 6.97 120290

17545 GLLPPAIVSQELQER Unmodified _GLLPPAIVSQELQER_ B6UDG4_MAIZE 2 825.46469 1648.9148 1.054 -0.012265 1.0263 95.322 95.322 2.40E-39 80.12 581890

17546 GLLPPAIVSQELQER Unmodified _GLLPPAIVSQELQER_ B6UDG4_MAIZE 3 550.64555 1648.9148 0.081168 -0.008627 0.056212 94.984 94.984 1.00E+00 1.39 428440

17547 GLLPPAVVPQELQIK Unmodified _GLLPPAVVPQELQIK_ Q9ZRH5_MAIZE 2 801.48489 1600.9552 1.0232 0.084124 1.0989 99.761 99.761 6.37E-03 37.84 426910

17548 GLLSASSFDR Unmodified _GLLSASSFDR_ B6SSZ0_MAIZE 2 526.77219 1051.5298 0.021043 0.13932 0.1524 69.618 69.618 1.45E-01 33.18 1238500

17549 GLLSEEQLK Unmodified _GLLSEEQLK_ B4G1X4_MAIZE 2 508.78476 1015.555 -0.020403 -0.49568 -0.54339 61.196 61.196 3.39E-01 26.45 919630

17550 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.042486 -0.12799 -0.18596 81.418 81.418 1.12E-01 25.02 2613000

17551 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.14252 0.11835 -0.038743 82.103 82.103 3.39E-01 22.8 906830

17552 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.036493 0.010285 -0.040962 82.465 82.465 3.39E-01 23.68 1014100

17553 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.023535 0.15865 0.11911 82.162 82.162 3.39E-01 23.5 855300

17554 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.04109 -0.05379 -0.10932 81.811 81.811 3.39E-01 22.43 414950

17555 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.044756 -0.20435 -0.26329 82.217 82.217 1.12E-01 22.93 1609100

17556 GLLSLPYTR Unmodified _GLLSLPYTR_ B6TCV9_MAIZE 2 510.29784 1018.5811 -0.11713 0.30335 0.17046 82.143 82.143 3.32E-02 26.59 4058500

17557 GLLSSDEILLTK Unmodified _GLLSSDEILLTK_ B6T3V1_MAIZE 2 644.87157 1287.7286 0.3771 0.11815 0.47763 90.135 90.135 2.62E-07 60.42 66632

17558 GLLSSDEILLTK Unmodified _GLLSSDEILLTK_ B6T3V1_MAIZE 2 644.87157 1287.7286 0.37204 0.38634 0.74085 87.847 87.847 1.68E-09 71.78 5692900

17559 GLLSSDQALLSDK Unmodified _GLLSSDQALLSDK_ B6TP86_MAIZE 2 673.86173 1345.7089 0.47265 0.19757 0.65805 77.879 77.879 4.68E-05 54.96 120450

17560 GLLSSPDGSK Unmodified _GLLSSPDGSK_ B4F7S1_MAIZE 2 480.75346 959.49238 -0.12429 0.16136 0.032055 48.004 48.004 1.45E-01 30.06 1875000

17561 GLLTNYYGTK Unmodified _GLLTNYYGTK_ B6T3T7_MAIZE 2 565.29804 1128.5815 0.096767 1.0815 1.1653 66.72 66.72 4.40E-02 38.6 2700600

17562 GLLYLGMGVSGGEEGAR Oxidation (M) _GLLYLGM(ox)GVSGGEEGAR_ B4FSV6_MAIZE 2 841.41434 1680.8141 0.99087 -0.58911 0.40068 77.119 77.119 7.53E-29 92.12 260240

17563 GLLYLGMGVSGGEEGAR Oxidation (M) _GLLYLGM(ox)GVSGGEEGAR_ B4FSV6_MAIZE 2 841.41434 1680.8141 1.0215 -0.36947 0.64977 77.758 77.758 7.53E-29 105.14 443020
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17564 GLLYLGMGVSGGEEGAR Oxidation (M) _GLLYLGM(ox)GVSGGEEGAR_ B4FSV6_MAIZE 2 841.41434 1680.8141 1.044 -0.93333 0.10908 77.341 77.341 1.27E-17 64.64 389480

17565 GLLYLGMGVSGGEEGAR Oxidation (M) _GLLYLGM(ox)GVSGGEEGAR_ B4FSV6_MAIZE 2 841.41434 1680.8141 0.97657 -0.88405 0.091581 77.697 77.697 2.91E-51 95.53 3066200

17566 GLLYLGMGVSGGEEGAR Unmodified _GLLYLGMGVSGGEEGAR_ B4FSV6_MAIZE 2 833.41688 1664.8192 1.0519 -0.14729 0.90088 89.189 89.189 3.33E-51 79.11 1236500

17567 GLMLTLK Oxidation (M) _GLM(ox)LTLK_ B4FUH1_MAIZE 2 396.23841 790.46226 0.40845 -0.36254 0.032514 62.479 62.479 4.49E-02 36.21 3266800

17568 GLMLTLK Unmodified _GLMLTLK_ B4FUH1_MAIZE 2 388.24095 774.46735 0.52953 -0.13122 0.37732 69.684 69.684 8.04E-02 29.69 1590800

17569 GLNATGEFFR Unmodified _GLNATGEFFR_ B4FFU4_MAIZE 2 556.28018 1110.5458 -0.17046 -0.092199 -0.26284 73.152 73.152 1.84E-04 70.46 2836800

17570 GLNFVTVR Unmodified _GLNFVTVR_ B6TQW0_MAIZE 2 453.2638 904.51305 0.046191 0.24529 0.30265 65.87 65.87 3.77E-01 11.5 636910

17571 GLNFVTVR Unmodified _GLNFVTVR_ B6TQW0_MAIZE 2 453.2638 904.51305 -0.14186 0.073264 -0.05567 67.86 67.86 1.90E-02 54.65 71038

17572 GLNFVTVR Unmodified _GLNFVTVR_ B6TQW0_MAIZE 2 453.2638 904.51305 -0.1861 0.38254 0.20813 68.924 68.924 1.90E-02 41.86 1992600

17573 GLNGVPDIVECSFVQSTVTELPFFASK Unmodified _GLNGVPDIVECSFVQSTVTELPFFASK_ B4FRJ1_MAIZE 3 981.15991 2940.4579 1.2283 -2.6245 -1.3793 128.42 128.42 5.81E-12 43.32 7833700

17574 GLNGVPDIVECSFVQSTVTELPFFASK Unmodified _GLNGVPDIVECSFVQSTVTELPFFASK_ B4FRJ1_MAIZE 2 1471.2362 2940.4579 1.0851 -2.0065 -0.90655 128.3 128.3 1.11E-08 53.16 2379400

17575 GLNIIQAPLVDMEIR Oxidation (M) _GLNIIQAPLVDM(ox)EIR_ B6TZB7_MAIZE 2 849.46637 1696.9182 1.0979 0.11742 1.2004 95.542 95.542 1.02E-23 55.22 374630

17576 GLPAAALWPASAAVLAVLFGAK Unmodified _GLPAAALWPASAAVLAVLFGAK_ B6TY52_MAIZE 3 698.74185 2093.2037 0.6978 0.27046 0.95493 130.7 130.7 1.91E-01 6.05 683520

17577 GLPAEAAANR Unmodified _GLPAEAAANR_ B6UED8_MAIZE 2 485.25925 968.50394 0.035014 0.093023 0.089304 40.522 40.522 4.40E-02 36.46 100120

17578 GLPAEAAANR Unmodified _GLPAEAAANR_ B6UED8_MAIZE 2 485.25925 968.50394 0.016942 -0.031151 -0.052799 40.413 40.413 2.81E-03 39.23 389010

17579 GLPAPSVAPVWDR Unmodified _GLPAPSVAPVWDR_ B6TXM6_MAIZE 2 682.86969 1363.7248 0.58759 -0.40548 0.18474 80.486 80.486 1.00E+00 12.01 719810

17580 GLPAPSVAPVWDR Unmodified _GLPAPSVAPVWDR_ B6TXM6_MAIZE 2 682.86969 1363.7248 0.58725 -0.2424 0.34753 81.047 81.047 9.54E-02 26.99 247850

17581 GLPAPSVAPVWDR Unmodified _GLPAPSVAPVWDR_ B6TXM6_MAIZE 2 682.86969 1363.7248 0.62435 -0.36011 0.26647 81.425 81.425 1.00E+00 0.61 441530

17582 GLPAPSVAPVWDR Unmodified _GLPAPSVAPVWDR_ B6TXM6_MAIZE 2 682.86969 1363.7248 0.64612 -0.18231 0.46605 81.09 81.09 1.00E+00 0.21 296030

17583 GLPAPSVAPVWDR Unmodified _GLPAPSVAPVWDR_ B6TXM6_MAIZE 2 682.86969 1363.7248 0.5729 -0.12496 0.45008 81.313 81.313 1.47E-03 56.05 2628100

17584 GLPEPSIKPIWAR Unmodified _GLPEPSIKPIWAR_ B4G1P9_MAIZE 2 732.42209 1462.8296 0.81933 -0.40654 0.39217 80.842 80.842 9.54E-02 28.71 403210

17585 GLPEPSIKPIWAR Unmodified _GLPEPSIKPIWAR_ B4G1P9_MAIZE 3 488.61715 1462.8296 -0.031218 -0.006628 -0.05796 80.855 80.855 1.00E+00 7.62 2483400

17586 GLPEPSIKPIWAR Unmodified _GLPEPSIKPIWAR_ B4G1P9_MAIZE 3 488.61715 1462.8296 -0.041542 -0.16022 -0.22205 81.948 81.948 1.00E+00 2.63 1136300

17587 GLPEPSIKPIWAR Unmodified _GLPEPSIKPIWAR_ B4G1P9_MAIZE 3 488.61715 1462.8296 -0.029898 -0.16567 -0.21643 81.69 81.69 1.00E+00 0.6 788780

17588 GLPEPSIKPIWAR Unmodified _GLPEPSIKPIWAR_ B4G1P9_MAIZE 3 488.61715 1462.8296 -0.081943 -0.016711 -0.11887 81.776 81.776 1.00E+00 12.8 4452500

17589 GLPFDCNDIDICK Unmodified _GLPFDCNDIDICK_ B6T7I1_MAIZE 2 783.84998 1565.6854 0.96397 -0.024406 0.9522 86.574 86.574 2.61E-08 60.94 390550

17590 GLPFDCNDIDVCK Unmodified _GLPFDCNDIDVCK_ B6UFF2_MAIZE 2 776.84215 1551.6698 0.91359 -0.23551 0.69736 81.93 81.93 2.61E-08 62.5 609560

17591 GLPFLTFICGR Unmodified _GLPFLTFICGR_ B6TCV9_MAIZE 2 640.84463 1279.6747 0.45096 0.35967 0.82408 118.06 118.06 4.43E-05 54.69 1000900

17592 GLPFLTFICGR Unmodified _GLPFLTFICGR_ B6TCV9_MAIZE 2 640.84463 1279.6747 0.44741 0.51959 0.98082 118.6 118.6 4.48E-03 58.4 402680

17593 GLPFLTFICGR Unmodified _GLPFLTFICGR_ B6TCV9_MAIZE 2 640.84463 1279.6747 0.48367 0.49596 0.99265 118.61 118.61 1.47E-01 20.22 292530

17594 GLPFLTFICGR Unmodified _GLPFLTFICGR_ B6TCV9_MAIZE 2 640.84463 1279.6747 0.47086 0.11467 0.59988 118.27 118.27 1.00E+00 6.16 143940

17595 GLPGVLWVLPDSYLDVPNK Unmodified _GLPGVLWVLPDSYLDVPNK_ B6U770_MAIZE 2 1041.5671 2081.1197 1.1894 0.1975 1.3899 126.77 126.77 4.44E-10 52.13 308000

17596 GLPGVVFILPDSYLYPETK Unmodified _GLPGVVFILPDSYLYPETK_ B6SJX7_MAIZE 2 1054.5693 2107.1241 1.2466 0.062498 1.3099 122.36 122.36 3.71E-05 38.65 801940

17597 GLPGVVFILPDSYLYPETK Unmodified _GLPGVVFILPDSYLYPETK_ B6SJX7_MAIZE 2 1054.5693 2107.1241 1.182 0.24931 1.4311 123.25 123.25 1.51E-46 68.11 2129200
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17598 GLPGVVFILPDSYLYPETK Unmodified _GLPGVVFILPDSYLYPETK_ B6SJX7_MAIZE 2 1054.5693 2107.1241 1.2028 0.071231 1.2744 122.45 122.45 3.71E-05 45.97 4293100

17599 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.041091 -0.098857 -0.13816 99.5 99.5 3.13E-03 47.84 2064400

17600 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.10796 -0.095488 -0.19941 104.75 104.75 1.00E+00 11.99 16753

17601 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.16654 0.091269 -0.073183 100.36 100.36 3.21E-03 42.7 664850

17602 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.047901 -0.11519 -0.15959 100.24 100.24 3.21E-03 54.3 1168100

17603 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.056196 -0.098266 -0.15254 100.13 100.13 3.21E-03 52.71 1346800

17604 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.10325 -0.14413 -0.24456 99.787 99.787 3.21E-03 31.75 1264400

17605 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.10004 -0.56048 -0.65727 100.08 100.08 3.89E-04 47.33 15498000

17606 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.11207 0.039973 -0.069801 99.825 99.825 1.01E-02 44.6 946130

17607 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.030233 -0.18284 -0.20903 100.27 100.27 7.18E-01 10.9 223430

17608 GLPILGVFR Unmodified _GLPILGVFR_ B4FBK8_MAIZE 2 486.30547 970.59639 -0.16946 0.12403 -0.043398 101.66 101.66 3.32E-02 40.7 249410

17609 GLPLGSGLGSSAASAAAAAK Unmodified _GLPLGSGLGSSAASAAAAAK_ B4FKF4_MAIZE 2 828.9494 1655.8842 1.0024 -0.48272 0.50053 74.628 74.628 1.22E-73 112.4 1634800

17610 GLPLNILINNAGVMAIPFALSK Oxidation (M) _GLPLNILINNAGVM(ox)AIPFALSK_ B4FKX6_MAIZE 3 761.43621 2281.2868 0.85241 0.17723 1.0128 124.35 124.35 6.58E-05 26.85 583670

17611 GLPVLGVFR Unmodified _GLPVLGVFR_ B6TR05_MAIZE 2 479.29764 956.58074 -0.016212 -0.22624 -0.23004 91.635 91.635 1.00E+00 14.6 317910

17612 GLPVLGVFR Unmodified _GLPVLGVFR_ B6TR05_MAIZE 2 479.29764 956.58074 -0.071865 0.26435 0.20478 92.23 92.23 3.21E-03 48.3 2160900

17613 GLPYSATTEDIIK Unmodified _GLPYSATTEDIIK_ B6T7K3_MAIZE 2 704.37193 1406.7293 0.62808 -0.41735 0.19805 76.685 76.685 1.00E-11 57.74 2662700

17614 GLQDVLK Unmodified _GLQDVLK_ B4FF57_MAIZE 2 386.7318 771.44905 0.5787 0.65393 1.2256 60.302 60.302 1.86E-01 23.07 1418400

17615 GLQDVLK Unmodified _GLQDVLK_ B4FF57_MAIZE 2 386.7318 771.44905 0.40126 0.47097 0.86546 62.041 62.041 4.49E-02 42.71 2563900

17616 GLQDVLK Unmodified _GLQDVLK_ B4FF57_MAIZE 2 386.7318 771.44905 0.51556 0.46535 0.97526 62.105 62.105 1.86E-01 25.58 1700700

17617 GLQEEFEEHAEK Unmodified _GLQEEFEEHAEK_ B4FER8_MAIZE 3 482.55629 1444.647 -0.29273 0.00026 -0.31683 61.596 61.596 4.50E-01 12.6 1055000

17618 GLQEEFEEHAEK Unmodified _GLQEEFEEHAEK_ B4FER8_MAIZE 2 723.3308 1444.647 0.67045 0.039024 0.68603 61.6 61.6 1.98E-03 60.07 209380

17619 GLQEEFR Unmodified _GLQEEFR_ B6SI58_MAIZE 2 439.72197 877.42938 -0.1998 0.60652 0.38937 50.693 50.693 8.04E-02 27.4 292280

17620 GLQSDKEWTGDGFVK Unmodified _GLQSDKEWTGDGFVK_ B4FZU9_MAIZE 2 833.9072 1665.7999 1.0472 0.11038 1.166 66.99 66.99 7.01E-11 49.54 1012900

17621 GLQSDKEWTGDGFVK Unmodified _GLQSDKEWTGDGFVK_ B4FZU9_MAIZE 2 833.9072 1665.7999 1.0311 0.080163 1.12 67.047 67.047 6.53E-30 59.02 3087000

17622 GLRDEIAAGIAAR Unmodified _GLRDEIAAGIAAR_ Q5GAU1_MAIZE 2 656.87023 1311.7259 0.52174 1.6699 2.1611 74.725 74.725 1.00E-11 47.63 1315200

17623 GLRDEIAAGIAAR Unmodified _GLRDEIAAGIAAR_ Q5GAU1_MAIZE 3 438.24924 1311.7259 0.03871 0.21377 0.22432 74.746 74.746 3.10E-02 35.76 4259700

17624 GLRPAIGESLGTPVASATAV Unmodified _GLRPAIGESLGTPVASATAV_ B4FFJ0_MAIZE 2 934.01781 1866.0211 1.1755 0.024447 1.1975 80.402 80.402 6.57E-12 61.37 688730

17625 GLRPAIGESLGTPVASATAV Unmodified _GLRPAIGESLGTPVASATAV_ B4FFJ0_MAIZE 2 934.01781 1866.0211 1.1377 0.030991 1.1661 81.024 81.024 3.79E-06 51.11 238620

17626 GLSADTLGSLPSVTYK Unmodified _GLSADTLGSLPSVTYK_ B6TSW8_MAIZE 2 804.9276 1607.8407 0.98008 -0.66723 0.31293 86.151 86.151 7.42E-06 42.24 411360

17627 GLSAGETLQSVPK Unmodified _GLSAGETLQSVPK_ B4FHE9_MAIZE 2 643.85117 1285.6878 0.44211 -0.066209 0.3708 61.717 61.717 6.20E-03 39.84 597020

17628 GLSAGETLQSVPK Unmodified _GLSAGETLQSVPK_ B4FHE9_MAIZE 2 643.85117 1285.6878 0.4825 0.040693 0.51894 61.837 61.837 2.61E-08 69.09 1361800

17629 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.45736 0.17561 0.61303 57.51 57.51 1.90E-02 39.17 1993100

17630 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.32918 0.029969 0.33847 59.665 59.665 3.77E-01 21.36 34986

17631 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.30014 -0.092191 0.18787 58.3 58.3 3.77E-01 34.79 339710
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17632 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.44219 0.093424 0.51454 59.832 59.832 5.06E-02 49.4 411710

17633 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.41225 -0.12549 0.26615 59.157 59.157 2.92E-02 37.95 375310

17634 GLSAGLLR Unmodified _GLSAGLLR_ B4FBF6_MAIZE 2 393.74525 785.47594 0.53278 -0.2027 0.31121 58.319 58.319 5.06E-02 35.77 405150

17635 GLSDLAIHYLSK Unmodified _GLSDLAIHYLSK_ B6UCD0_MAIZE 3 439.57848 1315.7136 0.1088 0.3492 0.4387 88.526 88.526 1.00E+00 1.79 1328000

17636 GLSDLAIHYLSK Unmodified _GLSDLAIHYLSK_ B6UCD0_MAIZE 2 658.86408 1315.7136 0.4236 0.15692 0.5616 89.218 89.218 1.11E-04 33.13 169760

17637 GLSDLAIHYLSK Unmodified _GLSDLAIHYLSK_ B6UCD0_MAIZE 3 439.57848 1315.7136 -0.058244 0.036157 -0.04099 88.889 88.889 1.13E-05 38 4875000

17638 GLSDLAIHYLSK Unmodified _GLSDLAIHYLSK_ B6UCD0_MAIZE 2 658.86408 1315.7136 0.45587 -0.042128 0.39563 88.892 88.892 1.11E-04 55.71 2278200

17639 GLSDLAIHYLSK Unmodified _GLSDLAIHYLSK_ B6UCD0_MAIZE 2 658.86408 1315.7136 0.47588 0.84817 1.3031 88.916 88.916 8.05E-01 4.62 269870

17640 GLSGNDFLGK Unmodified _GLSGNDFLGK_ B6T411_MAIZE 2 504.26146 1006.5084 -0.13061 0.21786 0.088069 65.016 65.016 1.25E-02 50.77 444130

17641 GLSMASTFIGNSTSIQEMFR 2 Oxidation (M) _GLSM(ox)ASTFIGNSTSIQEM(ox)FR_ TBB5_MAIZE B4 2 1105.0168 2208.0191 1.2277 -0.32272 0.905 90.723 90.723 2.46E-59 94.42 844500

17642 GLSMASTFIGNSTSIQEMFR Oxidation (M) _GLSMASTFIGNSTSIQEM(ox)FR_ TBB5_MAIZE B4 2 1097.0194 2192.0242 1.2584 0.20582 1.4617 102.57 102.57 3.94E-53 76.21 854420

17643 GLSMASTFIGNSTSIQEMFR Oxidation (M) _GLSM(ox)ASTFIGNSTSIQEMFR_ TBB5_MAIZE B4 2 1097.0194 2192.0242 1.2121 -0.32246 0.8877 105.96 105.96 6.57E-12 100.48 468400

17644 GLSMASTFIGNSTSIQEMFR Unmodified _GLSMASTFIGNSTSIQEMFR_ TBB5_MAIZE B4 2 1089.0219 2176.0293 1.3122 1.2715 2.5787 117.82 117.82 6.57E-12 88.73 305260

17645 GLSVVDSYK Unmodified _GLSVVDSYK_ FPPS_MAIZE 2 484.25838 966.50221 -0.040343 -0.25358 -0.29259 55.722 55.722 1.01E-02 31.77 772270

17646 GLSVVDSYK Unmodified _GLSVVDSYK_ FPPS_MAIZE 2 484.25838 966.50221 -0.11194 0.36776 0.25547 58.225 58.225 3.21E-03 45.37 2062400

17647 GLSVWLDVPLDALAR Unmodified _GLSVWLDVPLDALAR_ B4FPS0_MAIZE 2 812.9565 1623.8984 1.027 0.23053 1.2546 127.93 127.93 1.65E-02 34.85 130950

17648 GLSYENVEEDLR Unmodified _GLSYENVEEDLR_ B6T033_MAIZE 2 712.33862 1422.6627 0.62651 -0.20276 0.40333 78.918 78.918 7.72E-03 71.31 1135200

17649 GLSYEYVEEDLLSK Unmodified _GLSYEYVEEDLLSK_ Q9FQA1_MAIZE 2 822.90379 1643.793 0.98187 -0.29936 0.66174 98.107 98.107 2.00E-19 71.64 507510

17650 GLTAQPQYK Unmodified _GLTAQPQYK_ B6TAH3_MAIZE 2 503.27182 1004.5291 -0.064227 -0.1116 -0.18733 39.515 39.515 1.12E-01 32.61 561240

17651 GLTDFQR Unmodified _GLTDFQR_ B6T3P2_MAIZE 2 418.71668 835.41882 0.18452 0.17235 0.36406 54.637 54.637 4.46E-01 33.05 471450

17652 GLTGILNLK Unmodified _GLTGILNLK_ B6TFF3_MAIZE 2 464.79493 927.57532 -0.18135 0.029892 -0.16799 81.776 81.776 1.01E-02 30.02 281690

17653 GLTNFIR Unmodified _GLTNFIR_ B4FCV1_MAIZE 2 410.73742 819.46029 0.26167 0.05387 0.30715 64.875 64.875 7.83E-01 23.89 1693300

17654 GLTNFIR Unmodified _GLTNFIR_ B4FCV1_MAIZE 2 410.73742 819.46029 -0.0059001 0.19519 0.18155 67.561 67.561 1.86E-01 33.38 7840500

17655 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.037983 0.067516 0.026225 59.823 59.823 2.81E-03 49.76 15275000

17656 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.062264 -0.050103 -0.11388 60.455 60.455 1.45E-01 35.34 6044300

17657 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.015253 -0.16777 -0.18501 61.836 61.836 2.81E-03 48.13 9408900

17658 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.024068 -0.025918 -0.051966 61.193 61.193 1.62E-03 61.8 7316400

17659 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.074561 0.15333 0.077128 61.605 61.605 1.25E-02 44.93 4371800

17660 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.036804 0.066376 0.027453 61.638 61.638 1.45E-01 31.63 9076300

17661 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.099926 -0.040359 -0.14224 61.796 61.796 3.43E-01 24.14 47756000

17662 GLTSQIEVVK Unmodified _GLTSQIEVVK_ B6U7D8_MAIZE 2 537.31369 1072.6128 -0.055928 0.14977 0.0909 63.191 63.191 1.45E-01 31.03 562620

17663 GLTVFDNTK Unmodified _GLTVFDNTK_ B4FFT0_MAIZE 2 497.76383 993.51311 -0.12675 0.076294 -0.038081 62.004 62.004 1.12E-01 23.09 1308600

17664 GLTVQGIEIR Unmodified _GLTVQGIEIR_ B6TVP3_MAIZE 2 543.31931 1084.6241 -0.078149 0.12354 0.042226 74.815 74.815 1.62E-03 38.9 90049

17665 GLTYAYSEENLDDK Unmodified _GLTYAYSEENLDDK_ B6TL20_MAIZE 2 809.36757 1616.7206 0.93855 0.057796 0.97648 65.751 65.751 7.68E-22 92.27 1086500
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17666 GLTYAYSEENLDDKSELLLSSNPVLK Unmodified _GLTYAYSEENLDDKSELLLSSNPVLK_ B6TL20_MAIZE 3 966.82548 2897.4546 1.1352 0.13418 1.2499 102.32 102.32 7.83E-02 38.95 1947900

17667 GLVAGVEYPLLADHMSDYMAK Unmodified _GLVAGVEYPLLADHMSDYMAK_ B6TDT6_MAIZE 3 760.70615 2279.0966 0.86949 1.4617 2.3193 101.73 101.73 1.07E-02 9.51 354980

17668 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.16073 0.63583 0.45615 52.666 52.666 1.65E-01 22.09 99347

17669 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.16465 0.31669 0.13395 52.111 52.111 2.92E-02 27.64 944930

17670 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.057491 0.28762 0.21018 53.537 53.537 5.06E-02 16.4 831410

17671 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.090253 0.43105 0.32104 54.254 54.254 7.88E-01 6.84 909920

17672 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.13046 1.9725 1.8188 54.55 54.55 1.90E-02 33.33 3553900

17673 GLVAYYQK Unmodified _GLVAYYQK_ B6TG61_MAIZE 2 471.25819 940.50182 -0.10131 0.92469 0.80231 52.438 52.438 5.06E-02 37.38 2342500

17674 GLVDGGFSEEANK Unmodified _GLVDGGFSEEANK_ B4F906_MAIZE 2 661.81478 1321.615 0.51136 -0.092545 0.41571 63.271 63.271 3.13E-02 36.69 389130

17675 GLVDWLCSQLR Unmodified _GLVDWLCSQLR_ B6SIW6_MAIZE 2 673.8479 1345.6813 0.58187 -0.045006 0.54191 119.52 119.52 4.43E-05 62.61 1721600

17676 GLVDWLCSQLR Unmodified _GLVDWLCSQLR_ B6SIW6_MAIZE 2 673.8479 1345.6813 0.56787 0.21416 0.78804 119.98 119.98 4.48E-03 48.92 284690

17677 GLVDWLCSQLR Unmodified _GLVDWLCSQLR_ B6SIW6_MAIZE 2 673.8479 1345.6813 0.57444 0.22966 0.80905 120.16 120.16 3.60E-06 69.51 307890

17678 GLVDWLCSQLR Unmodified _GLVDWLCSQLR_ B6SIW6_MAIZE 2 673.8479 1345.6813 -0.11518 120.09 120.09 8.15E-03 29.47

17679 GLVDWLCSQLR Unmodified _GLVDWLCSQLR_ B6SIW6_MAIZE 2 673.8479 1345.6813 0.65953 -1.2765 -0.60848 119.78 119.78 7.60E-01 12.89 108560

17680 GLVEPVSSTFVNLVNADYTAK Unmodified _GLVEPVSSTFVNLVNADYTAK_ B4FWI4_MAIZE 2 1112.5784 2223.1423 1.2202 0.42786 1.6495 111.4 111.4 1.08E-14 71.85 189060

17681 GLVEPVSSTFVNLVNADYTAK Unmodified _GLVEPVSSTFVNLVNADYTAK_ B4FWI4_MAIZE 2 1112.5784 2223.1423 1.1898 0.037246 1.229 111.43 111.43 3.89E-34 87.35 238610

17682 GLVEPVSSTFVNLVNADYTAK Unmodified _GLVEPVSSTFVNLVNADYTAK_ B4FWI4_MAIZE 2 1112.5784 2223.1423 1.2878 0.05879 1.3488 111.21 111.21 1.06E-48 99.14 564410

17683 GLVEPVSSTFVNLVNADYTAK Unmodified _GLVEPVSSTFVNLVNADYTAK_ B4FWI4_MAIZE 3 742.05471 2223.1423 0.85289 0.017407 0.87185 111.18 111.18 2.72E-06 42.99 235680

17684 GLVESMHIFR Unmodified _GLVESMHIFR_ B6TJ78_MAIZE 3 396.87798 1187.6121 0.42921 -0.18422 0.23896 77.781 77.781 1.50E-01 27.47 4827600

17685 GLVESMHIFR Unmodified _GLVESMHIFR_ B6TJ78_MAIZE 3 396.87798 1187.6121 0.39348 0.10367 0.49074 78.8 78.8 1.00E+00 1.91 639440

17686 GLVESMHIFR Unmodified _GLVESMHIFR_ B6TJ78_MAIZE 2 594.81333 1187.6121 0.22395 0.076993 0.29398 78.882 78.882 2.81E-03 54.84 2030300

17687 GLVESMHIFR Unmodified _GLVESMHIFR_ B6TJ78_MAIZE 3 396.87798 1187.6121 0.40769 0.12526 0.5262 78.812 78.812 6.44E-01 5.71 487430

17688 GLVESMHIFR Unmodified _GLVESMHIFR_ B6TJ78_MAIZE 3 396.87798 1187.6121 0.50016 -0.1344 0.35827 79.039 79.039 1.00E+00 12.02 281050

17689 GLVESMHIFR Oxidation (M) _GLVESM(ox)HIFR_ B6TJ78_MAIZE 3 402.20962 1203.607 0.37027 0.11821 0.48449 59.308 59.308 1.00E+00 0.62 925190

17690 GLVESMHIFR Oxidation (M) _GLVESM(ox)HIFR_ B6TJ78_MAIZE 2 602.81079 1203.607 0.29879 -0.36367 -0.067678 59.337 59.337 9.71E-04 48.3 306690

17691 GLVESMHIFR Oxidation (M) _GLVESM(ox)HIFR_ B6TJ78_MAIZE 3 402.20962 1203.607 0.31989 0.011056 0.32668 59.191 59.191 1.00E+00 2.03 255700

17692 GLVESMHIFR Oxidation (M) _GLVESM(ox)HIFR_ B6TJ78_MAIZE 3 402.20962 1203.607 0.31795 -0.41482 -0.10022 58.974 58.974 1.47E-02 18.34 5192400

17693 GLVESMHIFR Oxidation (M) _GLVESM(ox)HIFR_ B6TJ78_MAIZE 2 602.81079 1203.607 0.26329 -0.40734 -0.14636 58.973 58.973 4.31E-05 51.26 1374600

17694 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.041301 0.13487 0.081962 82.26 82.26 1.01E-02 36.55 3232500

17695 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.2113 0.21414 -0.0093089 85.419 85.419 1.12E-01 22.58 178880

17696 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.17232 0.31945 0.13569 82.944 82.944 3.39E-01 17.07 428070

17697 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.033402 0.26403 0.21908 83.376 83.376 3.32E-02 25.23 615030

17698 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.034534 0.25645 0.20852 83.061 83.061 3.32E-02 24.52 729920

17699 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.049375 0.30953 0.24823 83.304 83.304 1.12E-01 17.29 1529100
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17700 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.1212 0.19558 0.062598 82.986 82.986 1.12E-01 26.23 2594300

17701 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.10351 0.2535 0.13868 82.991 82.991 3.32E-02 28 2039000

17702 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.22442 0.51078 0.27441 73.644 73.644 3.21E-03 51.82 1600800

17703 GLVGEIISR Unmodified _GLVGEIISR_ B4G0R1_MAIZE 2 472.28219 942.54983 -0.27912 -0.18308 -0.47229 84.678 84.678 3.32E-02 26.64 30821000

17704 GLVGSAIVR Unmodified _GLVGSAIVR_ B6TMJ8_MAIZE 2 436.27163 870.5287 0.076635 0.058293 0.13525 54.504 54.504 9.73E-03 35.69 1607700

17705 GLVGSAIVR Unmodified _GLVGSAIVR_ B6TMJ8_MAIZE 2 436.27163 870.5287 -0.1138 0.31057 0.19729 56.727 56.727 1.01E-02 34.95 105730

17706 GLVGSAIVR Unmodified _GLVGSAIVR_ B6TMJ8_MAIZE 2 436.27163 870.5287 -0.062432 0.22073 0.15829 55.117 55.117 1.01E-02 39.22 530400

17707 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 2 549.79379 1097.573 -0.0029698 1.4298 1.4259 41.512 41.512 1.00E+00 11.06 196460

17708 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 3 366.86495 1097.573 0.40362 41.381 41.381 5.50E-01 9.07

17709 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 3 366.86495 1097.573 0.85525 0.30088 1.1569 43.832 43.832 1.00E+00 2.64 542450

17710 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 3 366.86495 1097.573 0.87102 0.64395 1.5161 43.234 43.234 1.00E+00 0.79 401120

17711 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 3 366.86495 1097.573 0.87101 -0.30173 0.57362 41.837 41.837 9.63E-01 5.66 1106300

17712 GLVHFQQNR Unmodified _GLVHFQQNR_ B4FY73_MAIZE 2 549.79379 1097.573 0.083308 0.51553 0.60049 41.874 41.874 1.12E-01 17.61 274850

17713 GLVNNKDIENLK Unmodified _GLVNNKDIENLK_ B4FBF4_MAIZE 2 678.87772 1355.7409 0.59344 -0.7996 -0.23036 57.405 57.405 1.11E-04 42.31 741640

17714 GLVNNKDIENLK Unmodified _GLVNNKDIENLK_ B4FBF4_MAIZE 3 452.9209 1355.7409 -0.3452 57.468 57.468 3.89E-02 15.97

17715 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.1974 0.249 1.4476 104.56 104.56 5.36E-22 80.83 1243400

17716 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 1.0651 1.5395 2.6042 104.81 104.81 3.27E-04 19.36 950300

17717 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.2728 0.12176 1.3958 105.04 105.04 1.96E-09 66.5 328710

17718 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 0.96531 -0.15604 0.81026 105.04 105.04 6.43E-02 8.61 275820

17719 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.1703 0.11766 1.2894 105.11 105.11 1.06E-12 76.17 484870

17720 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 0.97001 -0.5616 0.41003 105.09 105.09 5.14E-05 21.26 416450

17721 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.1634 0.087185 1.2517 105.15 105.15 1.06E-12 73.16 682250

17722 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 0.99616 0.032366 1.0301 105.14 105.14 8.30E-06 31.41 406820

17723 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 1.0453 -0.026293 1.0199 104.7 104.7 1.68E-03 25.53 386330

17724 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.285 -0.002387 1.2842 104.71 104.71 1.16E-15 81.51 284550

17725 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.2278 0.082834 1.3118 105.38 105.38 1.32E-07 69.32 434560

17726 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 2 1214.0897 2426.1649 1.1668 0.12858 1.2964 104.83 104.83 1.06E-12 82.3 4610600

17727 GLVPLPGSNNESWCQGLDGLASR Unmodified _GLVPLPGSNNESWCQGLDGLASR_ B6UE86_MAIZE 3 809.72889 2426.1649 0.97605 0.25842 1.2358 104.84 104.84 8.30E-06 23.39 3066400

17728 GLVPTMGR Oxidation (M) _GLVPTM(ox)GR_ B4FEA2_MAIZE 2 423.72874 845.44292 0.27919 -0.15147 0.13851 29.199 29.199 5.51E-01 4.93 33963

17729 GLVTVWSAPNYCYR Unmodified _GLVTVWSAPNYCYR_ B4FVS0_MAIZE 2 843.40885 1684.8032 1.069 0.24287 1.3149 87.193 87.193 2.96E-06 38.35 530010

17730 GLVVGLNHHSGDPIDPQMEGIFDNYSVK Oxidation (M) _GLVVGLNHHSGDPIDPQM(ox)EGIFDNYSVK_ B4FF57_MAIZE 4 764.3711 3053.4553 0.92563 0.076044 1.0082 88.577 88.577 1.79E-01 22.79 579040

17731 GLVVGLNHHSGDPIDPQMEGIFDNYSVK Oxidation (M) _GLVVGLNHHSGDPIDPQM(ox)EGIFDNYSVK_ B4FF57_MAIZE 3 1018.8257 3053.4553 1.3032 0.1458 1.4554 88.557 88.557 1.33E-04 30.14 242260

17732 GLVVNLPAEKPPK Unmodified _GLVVNLPAEKPPK_ B4FI76_MAIZE 2 681.41119 1360.8078 0.55231 -0.073042 0.46425 62.683 62.683 1.47E-03 50.12 912610

17733 GLVVNLPAEKPPK Unmodified _GLVVNLPAEKPPK_ B4FI76_MAIZE 3 454.60989 1360.8078 -0.052152 -0.14579 -0.21401 62.685 62.685 7.68E-03 21.96 4005400
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17734 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.15824 -0.018649 0.14676 70.574 70.574 7.88E-01 18.27 2955600

17735 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.05845 -0.011049 0.054924 72.724 72.724 1.00E+00 13.05 16945

17736 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.12632 -0.11211 0.022444 72.023 72.023 7.88E-01 13.32 2146800

17737 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.050639 -0.10389 -0.045644 71.622 71.622 3.77E-01 17.73 2077100

17738 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.040854 -0.32595 -0.27706 71.782 71.782 1.90E-02 53.41 26341000

17739 GLVVPVIR Unmodified _GLVVPVIR_ B6SJN5_MAIZE 2 426.78691 851.55927 0.083914 0.30579 0.39531 71.736 71.736 3.77E-01 22.31 1615500

17740 GLVVSSLNR Unmodified _GLVVSSLNR_ B6TVJ7_MAIZE 2 472.77982 943.54508 -0.10004 0.46534 0.35876 54.966 54.966 9.73E-03 47.45 2622400

17741 GLWAIK Unmodified _GLWAIK_ B6TFG3_MAIZE 2 344.21305 686.41155 1.1282 -0.18842 0.91465 64.021 64.021 5.26E-01 28.09 4540200

17742 GLWAIK Unmodified _GLWAIK_ B6TFG3_MAIZE 2 344.21305 686.41155 0.99026 -0.18213 0.78457 66.343 66.343 2.64E-01 23.72 48588

17743 GLWAIK Unmodified _GLWAIK_ B6TFG3_MAIZE 2 344.21305 686.41155 1.0418 -0.42354 0.59531 65.174 65.174 5.26E-01 28.77 526090

17744 GLWAIK Unmodified _GLWAIK_ B6TFG3_MAIZE 2 344.21305 686.41155 1.1262 -0.35669 0.7472 65.64 65.64 1.00E+00 9.32 445920

17745 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.40083 -0.4047 -0.010525 92.59 92.59 2.64E-01 27.83 13454000

17746 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.32676 -0.005597 0.31569 95.885 95.885 1.00E+00 19.13 18463

17747 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.29291 -0.32361 -0.035944 93.512 93.512 2.64E-01 27.26 3801900

17748 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.40902 -0.28893 0.11358 93.569 93.569 2.64E-01 31.73 3116800

17749 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.36424 -0.23285 0.12689 93.382 93.382 5.26E-01 27.36 3220200

17750 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.36757 -0.37002 -0.0086282 93.34 93.34 2.64E-01 29.75 9719700

17751 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.40976 -0.013842 0.38901 93.044 93.044 1.00E+00 9.03 303170

17752 GLWLFR Unmodified _GLWLFR_ B6T7G7_MAIZE 2 396.23177 790.44899 0.18744 0.1667 0.3473 94.72 94.72 2.64E-01 22.99 451570

17753 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.1916 0.16218 1.3615 123.29 123.29 1.08E-64 92.1 4311800

17754 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.151 0.41732 1.576 123.72 123.72 2.86E-31 70.33 478630

17755 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.166 0.17079 1.3439 123.99 123.99 5.57E-58 91.12 640980

17756 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.2088 -0.004621 1.2123 124.27 124.27 2.86E-31 84.69 253220

17757 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.2659 0.00986 1.2834 123.84 123.84 5.48E-24 54.22 344060

17758 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.2141 0.89703 2.1178 124.59 124.59 1.06E-14 44.67 451600

17759 GLWQPFTALLGDAPSVDVK Unmodified _GLWQPFTALLGDAPSVDVK_ B6TXS9_MAIZE 2 1007.5358 2013.0571 1.2592 0.76594 2.0319 123.91 123.91 1.84E-40 76.88 6871300

17760 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.60089 -0.32794 0.27728 77.184 77.184 1.56E-17 76.5 7244200

17761 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.58504 0.11887 0.70833 78.647 78.647 1.56E-17 55.94 100040

17762 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.62822 -0.3939 0.23827 78.214 78.214 6.20E-03 37.23 1338800

17763 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.65989 -0.26879 0.39541 77.825 77.825 1.47E-03 34.69 488480

17764 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.63712 -0.14251 0.49862 77.642 77.642 1.47E-03 42.98 792820

17765 GLYPVETISTVGR Unmodified _GLYPVETISTVGR_ B4F9G8_MAIZE 2 696.38009 1390.7456 0.64063 -0.15117 0.49327 78.141 78.141 5.66E-01 12.81 1248600

17766 GMAVADPSSPYK Unmodified _GMAVADPSSPYK_ Q9LKL4_MAIZE 2 611.79226 1221.57 0.32528 0.046119 0.36088 52.307 52.307 1.11E-04 39.83 1327300

17767 GMAYAMLGK Unmodified _GMAYAMLGK_ B6TL91_MAIZE 2 471.2328 940.45104 -0.045877 0.43445 0.36036 63.12 63.12 3.21E-03 42.19 1807000
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17768 GMAYIDFK Unmodified _GMAYIDFK_ B4FI73_MAIZE 2 472.73095 943.44734 0.01827 0.32848 0.33306 72.1 72.1 3.77E-01 11.01 148390

17769 GMAYIDFK Unmodified _GMAYIDFK_ B4FI73_MAIZE 2 472.73095 943.44734 -0.008056 0.10473 0.083478 71.664 71.664 1.90E-02 25.98 413520

17770 GMAYIDFK Oxidation (M) _GM(ox)AYIDFK_ B4FI73_MAIZE 2 480.7284 959.44225 -0.027494 0.29441 0.25557 60.939 60.939 2.93E-02 26.63 600780

17771 GMCYSLQSR Oxidation (M) _GM(ox)CYSLQSR_ B4FWX5_MAIZE 2 559.24188 1116.4692 0.080209 0.53184 0.60955 44.033 44.033 3.13E-03 49.28 810350

17772 GMCYSLQSR Oxidation (M) _GM(ox)CYSLQSR_ B4FWX5_MAIZE 2 559.24188 1116.4692 0.12893 0.006915 0.13421 43.653 43.653 3.13E-03 47.51 526350

17773 GMGAEVDLFYR Oxidation (M) _GM(ox)GAEVDLFYR_ B4FWU6_MAIZE 2 637.29771 1272.5809 0.41641 0.16818 0.58266 74.739 74.739 2.94E-01 32.47 345200

17774 GMGAEVDLFYR Oxidation (M) _GM(ox)GAEVDLFYR_ B4FWU6_MAIZE 2 637.29771 1272.5809 0.39123 0.50457 0.89315 75.258 75.258 4.43E-05 62.69 394260

17775 GMGAEVDLFYR Oxidation (M) _GM(ox)GAEVDLFYR_ B4FWU6_MAIZE 2 637.29771 1272.5809 0.42273 0.30534 0.72586 75.962 75.962 3.60E-06 56.23 512770

17776 GMGAEVDLFYR Oxidation (M) _GM(ox)GAEVDLFYR_ B4FWU6_MAIZE 2 637.29771 1272.5809 0.45896 0.34413 0.80154 75.593 75.593 1.67E-02 31.65 331440

17777 GMGAEVDLFYR Oxidation (M) _GM(ox)GAEVDLFYR_ B4FWU6_MAIZE 2 637.29771 1272.5809 0.45583 0.20609 0.65956 75.891 75.891 3.83E-01 34.18 584660

17778 GMGALSGLELLR Oxidation (M) _GM(ox)GALSGLELLR_ B6SN41_MAIZE 2 616.83701 1231.6595 0.26458 0.8574 1.1045 104.67 104.67 2.00E-01 24.25 128840

17779 GMGALSGLELLR Oxidation (M) _GM(ox)GALSGLELLR_ B6SN41_MAIZE 2 616.83701 1231.6595 0.35536 0.32121 0.65968 104.72 104.72 8.05E-01 5.69 137380

17780 GMGALSGLELLR Oxidation (M) _GM(ox)GALSGLELLR_ B6SN41_MAIZE 2 616.83701 1231.6595 0.25839 0.27689 0.51944 104.54 104.54 2.00E-01 23.19 1465800

17781 GMGLFFSDNQLR Oxidation (M) _GM(ox)GLFFSDNQLR_ A5H8G4_MAIZE 2 700.83499 1399.6554 0.63725 -0.28344 0.35871 81.84 81.84 1.11E-04 32.16 439570

17782 GMGLSIGTMIAGWDEK 2 Oxidation (M) _GM(ox)GLSIGTM(ox)IAGWDEK_ B4FI86_MAIZE 2 849.3973 1696.78 1.0452 -0.40505 0.64153 86.011 86.011 2.14E-33 81.96 430880

17783 GMGLTDENQEAVDLAWSR Oxidation (M) _GM(ox)GLTDENQEAVDLAWSR_ B6T599_MAIZE 2 1004.4575 2006.9004 1.1794 -0.21849 0.95581 83.419 83.419 8.00E-45 122.48 364010

17784 GMGSLEAMTK 2 Oxidation (M) _GM(ox)GSLEAM(ox)TK_ B6SKW5_MAIZE 2 528.73864 1055.4627 0.1081 0.56016 0.65772 28.371 28.371 3.43E-01 22.8 8032.4

17785 GMGSLEAMTK 2 Oxidation (M) _GM(ox)GSLEAM(ox)TK_ B6SKW5_MAIZE 2 528.73864 1055.4627 0.16031 0.14705 0.29777 28.081 28.081 8.49E-01 15.48 7080.6

17786 GMGSLEAMTK 2 Oxidation (M) _GM(ox)GSLEAM(ox)TK_ B6SKW5_MAIZE 2 528.73864 1055.4627 0.14576 0.013092 0.14928 28.581 28.581 1.00E+00 14 23625

17787 GMGSLEAMTK Oxidation (M) _GMGSLEAM(ox)TK_ B6SKW5_MAIZE 2 520.74119 1039.4678 -0.045933 -0.45645 -0.51392 42.861 42.861 3.43E-01 4.18 361520

17788 GMIGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)IGM(ox)LWETSLLDPEEGIR_ B4FIC0_MAIZE 2 1090.0241 2178.0337 1.2548 -0.10513 1.1425 112.8 112.8 3.09E-41 100.46 222370

17789 GMIPHK Unmodified _GMIPHK_ B4FAM6_MAIZE 2 341.68888 681.36322 1.2657 -0.65237 0.59821 27.308 27.308 5.26E-01 12.67 41998

17790 GMIPHK Oxidation (M) _GM(ox)IPHK_ B4FAM6_MAIZE 2 349.68634 697.35813 1.2516 -0.27321 0.96936 15.455 15.455 1.00E+00 14.77 20916

17791 GMLPSRPIVVK Oxidation (M) _GM(ox)LPSRPIVVK_ B4G1Q1_MAIZE 3 404.90928 1211.706 0.096564 0.6537 0.74424 52.349 52.349 8.34E-01 16.15 577020

17792 GMLPSRPIVVK Oxidation (M) _GM(ox)LPSRPIVVK_ B4G1Q1_MAIZE 2 606.86028 1211.706 0.25507 -0.023854 0.22727 52.357 52.357 1.67E-02 23.32 177640

17793 GMLRPFLPR Oxidation (M) _GM(ox)LRPFLPR_ B6T2P8_MAIZE 3 368.21118 1101.6117 0.77723 0.097352 0.86403 59.537 59.537 2.07E-02 24.22 2092000

17794 GMLRPFLPR Unmodified _GMLRPFLPR_ B6T2P8_MAIZE 3 362.87954 1085.6168 0.84989 -0.55559 0.28274 69.169 69.169 5.45E-01 29.81 2250200

17795 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.0829 -0.60819 0.48492 117.25 117.25 1.09E-40 97.02 16214000

17796 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.2185 1.6023 2.829 121.44 121.44 9.46E-03 30.29 190070

17797 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.1066 -0.63769 0.47959 117.67 117.67 9.26E-47 114.42 12620000

17798 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.0686 -0.5006 0.57772 117.78 117.78 1.14E-36 83.8 10774000

17799 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 3 602.99055 1805.9498 0.29346 0.027104 0.32912 117.7 117.7 1.00E+00 3.77 371880

17800 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.0308 -0.37032 0.67074 117.92 117.92 7.10E-60 114.08 11036000

17801 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.2073 -0.0163 1.2006 117.73 117.73 2.02E-24 80.3 359660
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17802 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.197 1.1036 2.309 118.36 118.36 7.42E-06 79.63 235200

17803 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.1686 0.69757 1.8753 117.53 117.53 7.01E-14 65.15 487950

17804 GMLTGPVTILNWSFVR Oxidation (M) _GM(ox)LTGPVTILNWSFVR_ B4G1T4_MAIZE 2 903.98219 1805.9498 1.1642 0.40849 1.5819 120 120 3.09E-14 80.4 115420

17805 GMLTGPVTILNWSFVR Unmodified _GMLTGPVTILNWSFVR_ B4G1T4_MAIZE 2 895.98473 1789.9549 1.0729 0.009557 1.0908 122.29 122.29 7.73E-25 82.83 26917000

17806 GMLTGPVTILNWSFVR Unmodified _GMLTGPVTILNWSFVR_ B4G1T4_MAIZE 2 895.98473 1789.9549 1.0559 -0.48919 0.57476 122.77 122.77 7.73E-25 90.1 1822800

17807 GMLTGPVTILNWSFVR Unmodified _GMLTGPVTILNWSFVR_ B4G1T4_MAIZE 2 895.98473 1789.9549 1.0827 -0.019449 1.0712 123.04 123.04 7.73E-25 84.05 1437900

17808 GMLTGPVTILNWSFVR Unmodified _GMLTGPVTILNWSFVR_ B4G1T4_MAIZE 2 895.98473 1789.9549 1.1051 -0.30528 0.80793 123.47 123.47 7.01E-14 80.09 729320

17809 GMMPGIQDTLK 2 Oxidation (M) _GM(ox)M(ox)PGIQDTLK_ B4FI05_MAIZE 2 611.79395 1221.5733 0.24918 0.030882 0.28268 53.293 53.293 1.94E-04 35.53 1031200

17810 GMNALASEDPR Oxidation (M) _GM(ox)NALASEDPR_ B4F7Z4_MAIZE 2 588.76932 1175.5241 0.17571 0.32981 0.48438 41.988 41.988 1.67E-02 28.77 471040

17811 GMSGLVR Oxidation (M) _GM(ox)SGLVR_ B6U897_MAIZE 2 368.19453 734.37451 0.9628 0.30533 1.2703 25.234 25.234 3.29E-01 34.41 57238

17812 GMSGSSNFADGK Oxidation (M) _GM(ox)SGSSNFADGK_ B6T7J1_MAIZE 2 587.24568 1172.4768 0.3616 0.038723 0.40479 28.756 28.756 4.56E-01 12.76 8545.5

17813 GMSGSSNFADGK Oxidation (M) _GM(ox)SGSSNFADGK_ B6T7J1_MAIZE 2 587.24568 1172.4768 0.36028 -0.26165 0.10341 29.238 29.238 1.60E-02 47.47 14060

17814 GMSGSSNFADGK Oxidation (M) _GM(ox)SGSSNFADGK_ B6T7J1_MAIZE 2 587.24568 1172.4768 0.18702 1.0145 1.2037 29.43 29.43 9.50E-03 70.49 65234

17815 GMSGYEAAR Oxidation (M) _GM(ox)SGYEAAR_ B4FZN1_MAIZE 2 479.20837 956.40218 -0.034113 -0.39674 -0.45133 24.308 24.308 2.35E-01 29.8 11890

17816 GMSPYFGCIVGR Oxidation (M) _GM(ox)SPYFGCIVGR_ B4FPM2_MAIZE 2 680.31284 1358.6111 0.57601 -0.08266 0.50933 73.946 73.946 1.60E-02 18.77 1288900

17817 GMTDLAAGMDTVK 2 Oxidation (M) _GM(ox)TDLAAGM(ox)DTVK_ B6UFF4_MAIZE 2 671.30488 1340.5952 0.46085 -0.31793 0.15322 43.349 43.349 2.61E-08 48.56 131220

17818 GMTDLAAGMDTVK Oxidation (M) _GMTDLAAGM(ox)DTVK_ B6UFF4_MAIZE 2 663.30742 1324.6003 0.46346 -0.1493 0.32096 57.016 57.016 8.43E-03 24.28 31579

17819 GMTDLAAGMDTVK Oxidation (M) _GM(ox)TDLAAGMDTVK_ B6UFF4_MAIZE 2 663.30742 1324.6003 0.43869 -0.17497 0.26983 59.206 59.206 1.15E-02 46.44 54212

17820 GMTGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)TGM(ox)LWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1084.0059 2165.9973 1.2072 -0.71094 0.49293 104.07 104.07 6.50E-12 73.41 188880

17821 GMTGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)TGM(ox)LWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1084.0059 2165.9973 1.1939 -0.52535 0.66514 104.15 104.15 2.86E-31 114.55 357300

17822 GMTGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)TGM(ox)LWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1084.0059 2165.9973 1.1998 -0.1461 1.0499 104.16 104.16 1.52E-28 108.01 362390

17823 GMTGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)TGM(ox)LWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1084.0059 2165.9973 1.3439 -0.23737 1.1032 103.66 103.66 3.94E-09 77.58 219180

17824 GMTGMLWETSLLDPEEGIR 2 Oxidation (M) _GM(ox)TGM(ox)LWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1084.0059 2165.9973 1.2061 -0.31253 0.89037 104.38 104.38 5.48E-24 95.12 2269900

17825 GMTGMLWETSLLDPEEGIR Oxidation (M) _GM(ox)TGMLWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1076.0085 2150.0024 1.1885 -0.59871 0.585 110.22 110.22 1.06E-14 84.79 821570

17826 GMTGMLWETSLLDPEEGIR Oxidation (M) _GM(ox)TGMLWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1076.0085 2150.0024 1.2097 -0.50848 0.696 112.62 112.62 2.86E-31 104.39 851950

17827 GMTGMLWETSLLDPEEGIR Unmodified _GMTGMLWETSLLDPEEGIR_ B6TAE5_MAIZE 2 1068.011 2134.0075 1.2419 -0.34326 0.89171 119.86 119.86 2.46E-02 31.32 364150

17828 GMTMMLNDR 3 Oxidation (M) _GM(ox)TM(ox)M(ox)LNDR_ SUS2_MAIZE 2 558.72775 1115.441 0.24099 -0.24776 -0.010264 26.188 26.188 3.39E-01 17.28 9403.5

17830 GMYASGVVIPRPEILK Oxidation (M) _GM(ox)YASGVVIPRPEILK_ B4FZW6_MAIZE 3 582.6588 1744.9546 0.12992 0.024735 0.14371 80.172 80.172 5.29E-01 23.28 397410

17831 GNAAFSAGR Unmodified _GNAAFSAGR_ B4FA63_MAIZE 2 425.71193 849.40931 0.22613 -0.36489 -0.15414 31.647 31.647 1.01E-02 41.39 57877

17832 GNAAFSAGR Unmodified _GNAAFSAGR_ B4FA63_MAIZE 2 425.71193 849.40931 0.16081 0.2509 0.39647 32.191 32.191 9.73E-03 41.64 116300

17833 GNALAAAGGGSGSVK Unmodified _GNALAAAGGGSGSVK_ B4FCM3_MAIZE 2 608.81766 1215.6208 0.23996 -0.22852 0.0071795 40.768 40.768 7.01E-11 74.27 1096000

17834 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.49488 0.047077 0.53589 29.516 29.516 1.26E-02 39.66 213420

17835 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.40939 -0.11535 0.28793 54.207 54.207 1.60E-02 25.97 4654100

17836 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.49649 -0.72451 -0.23235 28.694 28.694 1.00E+00 9.32 4483
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17837 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.40473 0.061766 0.46042 26.629 26.629 6.74E-02 40.46 215630

17838 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.40569 -0.12565 0.27447 27.954 27.954 2.00E-01 26.98 252440

17839 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.39703 0.011788 0.40246 54.496 54.496 8.05E-01 16.97 427730

17840 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.45922 -0.58337 -0.13008 30.839 30.839 7.72E-03 35.46 786800

17841 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.46532 -0.76 -0.30049 30.076 30.076 7.72E-03 47.53 1430500

17842 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.44877 -0.086868 0.35625 55.69 55.69 1.00E+00 0.24 587260

17843 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.52925 -0.16953 0.35371 30.876 30.876 1.00E+00 1.3 18173

17844 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.47461 0.14237 0.61075 29.019 29.019 4.62E-01 9.96 46648

17845 GNATVPAMEMTK 2 Oxidation (M) _GNATVPAM(ox)EM(ox)TK_ Q8W529_MAIZE 2 641.29431 1280.5741 0.39462 -0.6207 -0.23112 32.052 32.052 7.57E-01 11.8 19246

17846 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.37708 -0.02945 0.33738 39.987 39.987 3.91E-01 12.71 3644100

17847 GNATVPAMEMTK Oxidation (M) _GNATVPAMEM(ox)TK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.38612 0.20936 0.58568 42.982 42.982 7.72E-03 28.52 2671600

17848 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.44837 54.287 54.287 3.02E-01 16.28

17849 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.37136 -0.022056 0.33938 39.413 39.413 6.74E-02 24.28 1351800

17850 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.36432 -0.01573 0.33985 42.553 42.553 1.85E-01 17.63 1534800

17851 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.40703 -0.051255 0.34606 42.205 42.205 6.75E-01 14.22 1439100

17852 GNATVPAMEMTK Oxidation (M) _GNATVPAM(ox)EMTK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.38894 -0.28302 0.097455 41.423 41.423 1.60E-02 28.41 3359500

17853 GNATVPAMEMTK Oxidation (M) _GNATVPAMEM(ox)TK_ Q8W529_MAIZE 2 633.29686 1264.5792 0.39137 0.057016 0.43938 44.5 44.5 7.72E-03 41.75 2696800

17854 GNATVPAMEMTK Unmodified _GNATVPAMEMTK_ Q8W529_MAIZE 2 625.2994 1248.5842 0.31568 -0.35862 -0.053923 54.187 54.187 2.62E-07 54.33 13657000

17855 GNATVPAMEMTK Unmodified _GNATVPAMEMTK_ Q8W529_MAIZE 2 625.2994 1248.5842 0.32275 -0.24979 0.060956 54.506 54.506 4.56E-01 9.85 1734300

17856 GNATVPAMEMTK Unmodified _GNATVPAMEMTK_ Q8W529_MAIZE 2 625.2994 1248.5842 0.34332 -0.018883 0.31253 56.415 56.415 1.11E-04 31.72 1949200

17857 GNATVPAMEMTK Unmodified _GNATVPAMEMTK_ Q8W529_MAIZE 2 625.2994 1248.5842 0.35151 -0.03008 0.30913 55.676 55.676 8.05E-01 27.56 2176400

17858 GNAVATYLPLVPTER Unmodified _GNAVATYLPLVPTER_ B6TIK3_MAIZE 2 800.9383 1599.8621 0.9581 0.14425 1.0941 90.631 90.631 1.65E-02 42.13 483900

17859 GNAYAQVAIGTNDVYK Unmodified _GNAYAQVAIGTNDVYK_ B6TPH0_MAIZE 2 842.42048 1682.8264 1.0856 -0.17199 0.90433 68.783 68.783 1.42E-33 94.36 497770

17860 GNAYAQVAIGTNDVYK Unmodified _GNAYAQVAIGTNDVYK_ B6TPH0_MAIZE 2 842.42048 1682.8264 1.0365 -0.065353 0.96241 70.096 70.096 5.87E-44 94.38 6905500

17861 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.11726 0.05059 0.13566 21.872 21.872 1.45E-01 22.67 17231

17862 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.091398 0.010501 0.070903 22.219 22.219 1.00E+00 0.69 12737

17863 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.12865 -0.079831 0.016987 21.882 21.882 7.11E-01 20.63 13724

17864 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 3 342.50894 1024.505 1.2421 0.36136 1.572 21.873 21.873 9.39E-01 7.44 38583

17865 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.13255 0.11746 0.21895 21.755 21.755 7.11E-01 22.57 9857.2

17866 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.144 1.7495 1.8584 22.617 22.617 1.45E-01 26.66 8283.9

17867 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 -0.030261 -0.08052 -0.14305 22.209 22.209 7.11E-01 31.1 41049

17868 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 3 342.50894 1024.505 1.2145 0.24842 1.4292 22.213 22.213 5.31E-01 17.74 127370

17869 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 2 513.25978 1024.505 0.017559 0.017036 0.0030352 21.741 21.741 4.40E-02 45.04 96199

17870 GNEAHAASIR Unmodified _GNEAHAASIR_ B4FRG1_MAIZE 3 342.50894 1024.505 1.2401 -0.17623 1.0321 21.744 21.744 9.39E-01 11.39 298410
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17871 GNEFEDYFLK Unmodified _GNEFEDYFLK_ B6SWB3_MAIZE 2 631.29041 1260.5663 0.43405 0.16788 0.58979 92.417 92.417 1.45E-01 25.04 279920

17872 GNEFFK Unmodified _GNEFFK_ B4FA63_MAIZE 2 371.18195 740.34934 0.78026 3.1691 3.933 50.24 50.24 1.00E+00 14.36 284940

17873 GNEFFK Unmodified _GNEFFK_ B4FA63_MAIZE 2 371.18195 740.34934 0.71018 1.0478 1.7483 49.691 49.691 1.00E+00 20.8 706010

17874 GNEFFK Unmodified _GNEFFK_ B4FA63_MAIZE 2 371.18195 740.34934 0.60614 0.23696 0.83496 50.319 50.319 5.26E-01 19.48 2147500

17875 GNEMAEVLMDFPQLTMTLPDGR 3 Oxidation (M) _GNEM(ox)AEVLM(ox)DFPQLTM(ox)TLPDGR_ VATA_MAIZE B6 2 1257.0715 2512.1284 1.3053 -0.35145 0.95631 106.37 106.37 5.75E-05 25.13 75305

17876 GNEMAEVLMDFPQLTMTLPDGR 3 Oxidation (M) _GNEM(ox)AEVLM(ox)DFPQLTM(ox)TLPDGR_ VATA_MAIZE B6 2 1257.0715 2512.1284 1.2466 -0.23585 1.0128 105.97 105.97 2.90E-22 80.03 599370

17877 GNEMAEVLMDFPQLTMTLPDGR 2 Oxidation (M) _GNEM(ox)AEVLMDFPQLTM(ox)TLPDGR_ VATA_MAIZE B6 2 1249.074 2496.1335 1.3046 -0.35916 0.94633 112.61 112.61 3.17E-35 65.83 194340

17878 GNEMAEVLMDFPQLTMTLPDGR 2 Oxidation (M) _GNEM(ox)AEVLM(ox)DFPQLTMTLPDGR_ VATA_MAIZE B6 3 833.05177 2496.1335 1.1335 -0.00822 1.1259 114.4 114.4 3.84E-01 0.95 214630

17879 GNEMAEVLMDFPQLTMTLPDGR 2 Oxidation (M) _GNEM(ox)AEVLM(ox)DFPQLTMTLPDGR_ VATA_MAIZE B6 2 1249.074 2496.1335 1.3274 -0.48336 0.84476 114.38 114.38 5.41E-06 61.13 147420

17880 GNEMAEVLMDFPQLTMTLPDGR 2 Oxidation (M) _GNEMAEVLM(ox)DFPQLTM(ox)TLPDGR_ VATA_MAIZE B6 2 1249.074 2496.1335 1.2785 -0.17808 1.1009 121.85 121.85 3.57E-22 79.96 368630

17881 GNEMAEVLMDFPQLTMTLPDGR 2 Oxidation (M) _GNEMAEVLM(ox)DFPQLTM(ox)TLPDGR_ VATA_MAIZE B6 3 833.05177 2496.1335 1.0864 -0.24619 0.8407 121.85 121.85 5.39E-04 16.75 819960

17882 GNETPNTIPADLVFIIDEKPHPVFTR Unmodified _GNETPNTIPADLVFIIDEKPHPVFTR_ B4FT54_MAIZE 4 730.88554 2919.5131 0.75791 0.24287 1.001 110.59 110.59 8.38E-02 14.27 1384400

17883 GNFGNTMVIDDK Oxidation (M) _GNFGNTM(ox)VIDDK_ B6T6D2_MAIZE 2 663.80336 1325.5922 0.55262 -0.022803 0.53767 52.407 52.407 1.11E-04 74.32 741350

17884 GNFGNTMVIDDK Oxidation (M) _GNFGNTM(ox)VIDDK_ B6T6D2_MAIZE 2 663.80336 1325.5922 0.44655 0.2537 0.70931 55.817 55.817 2.62E-07 68.48 1073700

17885 GNFGNTMVIDDK Unmodified _GNFGNTMVIDDK_ B6T6D2_MAIZE 2 655.8059 1309.5973 0.52299 0.069674 0.59814 62.028 62.028 1.11E-04 57.91 869890

17886 GNFGNTMVIDDKLTEGTSESSTTVGR Oxidation (M) _GNFGNTM(ox)VIDDKLTEGTSESSTTVGR_ B6T6D2_MAIZE 3 911.4275 2731.2607 1.114 -0.0511 1.0731 73.164 73.164 1.58E-15 77.94 529040

17887 GNFIVNPESVYK Unmodified _GNFIVNPESVYK_ A2T1W7_MAIZE 2 683.85371 1365.6929 0.70383 0.76964 1.4647 76.504 76.504 6.74E-02 26.85 549940

17888 GNFIVNPESVYK Unmodified _GNFIVNPESVYK_ A2T1W7_MAIZE 2 683.85371 1365.6929 0.68835 0.42103 1.1015 77.665 77.665 7.72E-03 35.64 218870

17889 GNFIVNPESVYK Unmodified _GNFIVNPESVYK_ A2T1W7_MAIZE 2 683.85371 1365.6929 0.64667 -0.88777 -0.24817 77.351 77.351 1.60E-02 23.15 324300

17890 GNFIVNPESVYK Unmodified _GNFIVNPESVYK_ A2T1W7_MAIZE 2 683.85371 1365.6929 0.50225 -0.48231 0.012833 77.323 77.323 2.62E-07 49.82 8756100

17891 GNFLAGFLSAPAPDGSGGCPVMR Oxidation (M) _GNFLAGFLSAPAPDGSGGCPVM(ox)R_ B6TQA1_MAIZE 2 1147.5383 2293.062 1.1593 -0.4831 0.68902 106.22 106.22 3.99E-06 45.39 214440

17892 GNFSQLENDHEK Unmodified _GNFSQLENDHEK_ B6T925_MAIZE 3 473.21627 1416.627 -0.059014 -0.086285 -0.15963 42.749 42.749 4.50E-01 25.7 900680

17893 GNFSQLENDHEK Unmodified _GNFSQLENDHEK_ B6T925_MAIZE 2 709.32076 1416.627 0.65545 0.092308 0.73495 42.753 42.753 1.60E-02 31.26 336050

17894 GNFVGQQEAR Unmodified _GNFVGQQEAR_ B4FK44_MAIZE 2 553.27289 1104.5312 0.065633 0.19148 0.2557 39.629 39.629 1.62E-03 49.82 318100

17895 GNFYDFTSIVR Unmodified _GNFYDFTSIVR_ B4FF26_MAIZE 2 659.82495 1317.6354 0.50363 0.28575 0.79647 100.43 100.43 4.48E-03 33.54 711280

17896 GNFYDFTSIVR Unmodified _GNFYDFTSIVR_ B4FF26_MAIZE 2 659.82495 1317.6354 0.49868 0.20393 0.70924 100.99 100.99 1.67E-02 30.15 218610

17897 GNGTGGESIYGAR Unmodified _GNGTGGESIYGAR_ B6SRE7_MAIZE 2 619.79164 1237.5687 0.30109 -0.039763 0.25921 40.851 40.851 9.54E-02 50.58 603790

17898 GNGTGGESIYGAR Unmodified _GNGTGGESIYGAR_ B6SRE7_MAIZE 2 619.79164 1237.5687 0.30479 -0.1305 0.17227 44.192 44.192 1.15E-02 56.17 2012400

17899 GNGTGGESIYGEK Unmodified _GNGTGGESIYGEK_ B4FZZ2_MAIZE 2 634.79131 1267.5681 0.29684 -0.13657 0.15684 38.636 38.636 3.13E-02 35.69 123970

17900 GNGTGGESIYGEK Unmodified _GNGTGGESIYGEK_ B4FZZ2_MAIZE 2 634.79131 1267.5681 0.33183 0.002164 0.32954 41.34 41.34 1.15E-02 47.25 2676500

17901 GNGTGGESIYGEK Unmodified _GNGTGGESIYGEK_ B4FZZ2_MAIZE 2 634.79131 1267.5681 0.2379 -0.20461 0.028837 38.439 38.439 9.54E-02 38.1 13197000

17902 GNGTGGESIYGEK Unmodified _GNGTGGESIYGEK_ B4FZZ2_MAIZE 2 634.79131 1267.5681 0.28181 -0.40398 -0.12673 42.02 42.02 1.15E-02 50.29 11132000

17903 GNGTGGESIYGEKFPDEK Unmodified _GNGTGGESIYGEKFPDEK_ B4FZZ2_MAIZE 3 628.95852 1883.8537 0.32391 0.22273 0.54244 60.601 60.601 1.31E-01 14.26 2164200

17904 GNGTGGESIYGEKFPDEK Unmodified _GNGTGGESIYGEKFPDEK_ B4FZZ2_MAIZE 3 628.95852 1883.8537 0.2478 -0.008644 0.23554 59.016 59.016 3.92E-01 8.31 7314500
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17905 GNGTGGESIYGEKFPDEK Unmodified _GNGTGGESIYGEKFPDEK_ B4FZZ2_MAIZE 2 942.93414 1883.8537 1.1253 0.2573 1.3782 59.019 59.019 3.69E-03 63.68 744260

17906 GNGTGGESIYGEKFPDEK Unmodified _GNGTGGESIYGEKFPDEK_ B4FZZ2_MAIZE 3 628.95852 1883.8537 0.25889 -0.27467 -0.018659 61.667 61.667 2.47E-02 23.46 13248000

17907 GNGTGGESIYGEKFPDEK Unmodified _GNGTGGESIYGEKFPDEK_ B4FZZ2_MAIZE 2 942.93414 1883.8537 1.1129 0.014631 1.1231 61.67 61.67 1.05E-02 51.93 993500

17908 GNHECASINR Unmodified _GNHECASINR_ B4FLQ3_MAIZE 3 386.50873 1156.5043 0.60124 0.37184 0.9579 22.004 22.004 5.86E-01 33.76 15888

17909 GNHESANTTTLSTGADASNR Unmodified _GNHESANTTTLSTGADASNR_ B4FXE6_MAIZE 3 668.63862 2002.894 0.56101 -0.17975 0.37687 36.171 36.171 1.77E-03 45.21 200410

17910 GNIDPSGEIMVLDR Oxidation (M) _GNIDPSGEIM(ox)VLDR_ B4FTN5_MAIZE 2 766.37468 1530.7348 0.83766 -1.1891 -0.35361 79.152 79.152 3.87E-29 112.81 1048800

17911 GNIDPSGEIMVLDR Unmodified _GNIDPSGEIMVLDR_ B4FTN5_MAIZE 2 758.37722 1514.7399 0.47335 85.088 85.088 6.73E-08 52.48

17912 GNINIEELR Unmodified _GNINIEELR_ Q8W523_MAIZE 2 529.28546 1056.5564 -0.099014 0.26337 0.12755 63.871 63.871 1.12E-01 21.76 186600

17913 GNINIEELRK Unmodified _GNINIEELRK_ Q8W523_MAIZE 3 395.89105 1184.6513 0.43811 0.679 1.0779 55.082 55.082 1.00E+00 7.95 919740

17914 GNINIEELRK Unmodified _GNINIEELRK_ Q8W523_MAIZE 2 593.33294 1184.6513 0.22461 -0.088313 0.097675 55.087 55.087 2.81E-03 33.64 501360

17915 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.30642 0.002832 0.29331 66.456 66.456 3.83E-01 27.38 1520600

17916 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.20123 0.023423 0.2095 67.685 67.685 7.60E-01 13.07 151400

17917 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.29159 0.080994 0.35666 67.084 67.084 1.00E+00 20.49 249730

17918 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.37799 0.57773 0.93989 67.545 67.545 3.83E-01 15.93 304090

17919 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.21084 0.25641 0.45228 66.938 66.938 1.47E-01 15.56 2959000

17920 GNIPYFETSAK Unmodified _GNIPYFETSAK_ B4FI29_MAIZE 2 613.80623 1225.5979 0.23416 -0.059941 0.15976 69.056 69.056 1.67E-02 26.89 766590

17921 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 3 375.88535 1124.6342 0.67846 0.35046 1.016 55.779 55.779 5.86E-01 13.59 5755200

17922 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 2 563.32439 1124.6342 0.10229 0.04547 0.13603 55.787 55.787 2.81E-03 38.31 2618500

17923 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 3 375.88535 1124.6342 0.58487 0.29496 0.86645 57.088 57.088 5.86E-01 14.63 770220

17924 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 3 375.88535 1124.6342 0.67085 0.30101 0.95793 58.412 58.412 1.00E+00 15.44 891340

17925 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 3 375.88535 1124.6342 0.63529 0.46646 1.0889 57.805 57.805 1.00E+00 0.01 1076500

17926 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 3 375.88535 1124.6342 0.6566 0.13098 0.77601 56.93 56.93 1.26E-02 31.17 5026100

17927 GNKPWVSLPK Unmodified _GNKPWVSLPK_ B4FMI5_MAIZE 2 563.32439 1124.6342 0.031019 -0.069089 -0.049824 56.917 56.917 1.45E-01 34.38 1512300

17928 GNLDIFSGR Unmodified _GNLDIFSGR_ B6TMF3_MAIZE 2 489.7538 977.49304 -0.087041 0.13035 0.040865 72.227 72.227 3.21E-03 61.86 677820

17929 GNLDIFSGR Unmodified _GNLDIFSGR_ B6TMF3_MAIZE 2 489.7538 977.49304 -0.24848 -0.20861 -0.45964 74.027 74.027 3.13E-03 58.41 4203200

17930 GNLLALHR Unmodified _GNLLALHR_ B4FQZ2_MAIZE 2 447.26942 892.52428 0.042543 0.39716 0.4105 49.038 49.038 1.65E-01 37.59 2239200

17931 GNLLALHR Unmodified _GNLLALHR_ B4FQZ2_MAIZE 2 447.26942 892.52428 -0.086422 0.34944 0.23537 49.859 49.859 3.77E-01 30.34 689460

17932 GNLLALHR Unmodified _GNLLALHR_ B4FQZ2_MAIZE 2 447.26942 892.52428 0.019936 0.25039 0.2434 51.841 51.841 3.77E-01 26.66 569980

17933 GNLPLNDAPTVVASEPWDGK Unmodified _GNLPLNDAPTVVASEPWDGK_ Q5EUD5_MAIZE 2 1040.5209 2079.0273 1.1983 -0.18178 1.0154 90.252 90.252 3.12E-37 94.93 1798400

17934 GNNILVMCDCYTPAGEPIPTNK Oxidation (M) _GNNILVM(ox)CDCYTPAGEPIPTNK_ B4G1P1_MAIZE 2 1240.5664 2479.1182 1.1719 0.015567 1.1904 77.237 77.237 2.21E-30 91.52 1809800

17935 GNNILVMCDCYTPAGEPIPTNK Unmodified _GNNILVMCDCYTPAGEPIPTNK_ B4G1P1_MAIZE 2 1232.5689 2463.1232 1.1894 -0.14039 1.0501 86.156 86.156 4.20E-18 86.29 1530600

17936 GNNILVMCDCYTPAGEPIPTNKR Oxidation (M) _GNNILVM(ox)CDCYTPAGEPIPTNKR_ B4G1P1_MAIZE 3 879.4137 2635.2193 1.115 -0.3384 0.77667 71.005 71.005 1.82E-07 67.19 1569800

17937 GNNVDFVLLAGYLK Unmodified _GNNVDFVLLAGYLK_ B4FNP2_MAIZE 2 761.91684 1521.8191 0.88362 0.40167 1.2791 113.04 113.04 7.68E-22 93.51 301040

17938 GNNVLYISTTK Unmodified _GNNVLYISTTK_ B4FCE3_MAIZE 2 605.32733 1208.6401 0.051386 -0.10941 -0.067243 59.084 59.084 5.66E-08 61.24 1875900
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17939 GNPEANEAAFR Unmodified _GNPEANEAAFR_ B6UBI2_MAIZE 2 588.27563 1174.5367 0.14648 -0.21036 -0.092196 42.663 42.663 1.67E-02 57.25 407650

17940 GNPEANEAAFR Unmodified _GNPEANEAAFR_ B6UBI2_MAIZE 2 588.27563 1174.5367 0.1806 0.15989 0.31137 45.419 45.419 3.83E-01 30.83 705030

17941 GNPEANEAAFR Unmodified _GNPEANEAAFR_ B6UBI2_MAIZE 2 588.27563 1174.5367 0.18193 0.24979 0.40214 45.206 45.206 4.96E-02 57.53 2379600

17942 GNPGIAALYDK Unmodified _GNPGIAALYDK_ CAPP2_MAIZE 2 559.79566 1117.5768 0.042595 -0.09946 -0.07665 63.264 63.264 3.83E-01 40.44 410420

17943 GNPGIAALYDK Unmodified _GNPGIAALYDK_ CAPP2_MAIZE 2 559.79566 1117.5768 0.1512 -0.12958 0.0023397 64.513 64.513 1.47E-01 12.43 553290

17944 GNPLFDFLFNLK Unmodified _GNPLFDFLFNLK_ B6SHC3_MAIZE 2 712.88227 1423.75 0.72622 0.082008 0.80585 129.04 129.04 7.72E-03 48.27 137830

17945 GNPMWNQLTVPEASLYSWDSK Unmodified _GNPMWNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 2 1212.0704 2422.1263 1.1905 -0.074323 1.1081 111.84 111.84 2.97E-04 50.23 445830

17946 GNPMWNQLTVPEASLYSWDSK Unmodified _GNPMWNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 3 808.38273 2422.1263 1.0654 0.24771 1.3043 111.83 111.83 8.77E-02 6.76 392060

17947 GNPMWNQLTVPEASLYSWDSK Oxidation (M) _GNPM(ox)WNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 2 1220.0679 2438.1213 1.2827 0.13162 1.4078 105.37 105.37 7.74E-05 57.1 190970

17948 GNPMWNQLTVPEASLYSWDSK Oxidation (M) _GNPM(ox)WNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 3 813.71436 2438.1213 0.97495 0.10578 1.0742 105.39 105.39 8.77E-02 15.61 183900

17949 GNPMWNQLTVPEASLYSWDSK Oxidation (M) _GNPM(ox)WNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 2 1220.0679 2438.1213 1.1526 0.15669 1.303 105.44 105.44 8.95E-08 55.83 244260

17950 GNPMWNQLTVPEASLYSWDSK Oxidation (M) _GNPM(ox)WNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 3 813.71436 2438.1213 0.98372 0.10859 1.0856 105.5 105.5 2.43E-04 47.36 760190

17951 GNPMWNQLTVPEASLYSWDSK Oxidation (M) _GNPM(ox)WNQLTVPEASLYSWDSK_ B4FIT6_MAIZE 2 1220.0679 2438.1213 1.1584 0.15863 1.3106 105.49 105.49 1.08E-14 67.01 584720

17952 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.214 -0.17156 1.0659 89.72 89.72 2.32E-57 111.13 929690

17953 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1908 -0.3912 0.8241 91.169 91.169 8.94E-06 70.16 33956

17954 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1533 -0.17984 0.9975 90.083 90.083 8.00E-45 104.21 717730

17955 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1793 0.006473 1.2089 90.388 90.388 1.56E-52 101.31 877110

17956 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1626 -0.16589 1.0202 90.147 90.147 1.56E-52 86.83 822090

17957 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.2723 -0.074797 1.221 89.825 89.825 5.25E-26 57.54 571560

17958 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1857 -0.31306 0.89695 90.494 90.494 1.56E-52 124.01 4137900

17959 GNPTVEVDVFCSDGTFAR Unmodified _GNPTVEVDVFCSDGTFAR_ B6T3P9_MAIZE 2 985.94927 1969.884 1.1758 -0.093981 1.106 91.03 91.03 1.56E-52 89.55 216490

17960 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1745 -0.18171 1.0007 76.037 76.037 1.56E-52 81.94 1518200

17961 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.0985 0.044208 1.1507 75.85 75.85 5.25E-26 101.02 125360

17962 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1138 -0.64203 0.48063 75.727 75.727 1.56E-52 87.7 738830

17963 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1249 -0.2914 0.84189 76.636 76.636 1.77E-34 93.14 1329600

17964 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1217 -0.50673 0.62404 76.277 76.277 5.25E-26 84.47 1260200

17965 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1897 0.569 1.7662 76.094 76.094 5.25E-26 75.61 1095300

17966 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1157 -0.19977 0.92389 77.376 77.376 8.29E-68 117.32 8013500

17967 GNPTVEVDVGLSDGSYAR Unmodified _GNPTVEVDVGLSDGSYAR_ ENO1_MAIZE 2 918.44214 1834.8697 1.1127 -0.046635 1.074 76.972 76.972 2.85E-09 41.62 343210

17968 GNPVSISALR Unmodified _GNPVSISALR_ B4FHK5_MAIZE 2 507.29055 1012.5665 -0.14846 -1.2221 -1.383 60.72 60.72 3.43E-01 20.67 14566

17969 GNRPSLSLLLPTLSAYEVGQLLSIYEHR Unmodified _GNRPSLSLLLPTLSAYEVGQLLSIYEHR_ B4G0N0_MAIZE 4 782.42911 3125.6873 0.89005 0.061815 0.9362 126.34 126.34 4.12E-06 31.47 4604500

17970 GNRPSLSLLLPTLSAYEVGQLLSIYEHR Unmodified _GNRPSLSLLLPTLSAYEVGQLLSIYEHR_ B4G0N0_MAIZE 3 1042.9031 3125.6873 1.2147 0.37471 1.5733 126.31 126.31 7.66E-09 32.47 750560

17971 GNRPSLSLLLPTLSAYEVGQLLSIYEHR Unmodified _GNRPSLSLLLPTLSAYEVGQLLSIYEHR_ B4G0N0_MAIZE 4 782.42911 3125.6873 0.93244 0.31446 1.231 131.14 131.14 5.06E-07 31.24 1426500

17972 GNSAEEVAER Unmodified _GNSAEEVAER_ B6TBG0_MAIZE 2 531.24653 1060.4785 -0.0079554 -0.52136 -0.55811 29.461 29.461 1.00E+00 6.69 4826
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17973 GNSAEEVAER Unmodified _GNSAEEVAER_ B6TBG0_MAIZE 2 531.24653 1060.4785 0.057255 0.59751 0.62445 32.18 32.18 3.43E-01 38.45 110530

17974 GNSSSIFIR Unmodified _GNSSSIFIR_ B4FI73_MAIZE 2 490.76162 979.50869 -0.16989 0.069108 -0.11381 54.014 54.014 1.12E-01 35.66 347370

17975 GNSSSIFIR Unmodified _GNSSSIFIR_ B4FI73_MAIZE 2 490.76162 979.50869 -0.061547 0.029216 -0.046427 55.891 55.891 1.12E-01 52.36 1341900

17976 GNSSSIFIR Unmodified _GNSSSIFIR_ B4FI73_MAIZE 2 490.76162 979.50869 -0.091517 -0.063759 -0.16786 55.172 55.172 3.32E-02 52.21 4820200

17977 GNSVVMIEALEPVAK Oxidation (M) _GNSVVM(ox)IEALEPVAK_ B4FGA5_MAIZE 2 786.91872 1571.8229 0.76845 -0.27011 0.48732 80.417 80.417 1.12E-07 70.56 1126600

17978 GNSVVMIEALEPVAK Unmodified _GNSVVMIEALEPVAK_ B4FGA5_MAIZE 2 778.92127 1555.828 0.84655 -0.45256 0.3804 91.118 91.118 1.26E-03 35.12 122050

17979 GNSVVMIEALEPVAR Oxidation (M) _GNSVVM(ox)IEALEPVAR_ B4FMM6_MAIZE 2 800.9218 1599.829 0.88652 0.19746 1.0725 82.502 82.502 1.12E-07 58.46 243680

17980 GNSVVMIEALEPVAR Unmodified _GNSVVMIEALEPVAR_ B4FMM6_MAIZE 2 792.92434 1583.8341 0.92957 0.082302 0.99875 92.985 92.985 6.37E-03 41.45 45814

17981 GNTANVIR Unmodified _GNTANVIR_ ADT1_MAIZE B 2 422.73541 843.45626 0.25644 0.029464 0.27177 28.056 28.056 1.65E-01 46.86 106810

17982 GNTANVIR Unmodified _GNTANVIR_ ADT1_MAIZE B 2 422.73541 843.45626 0.28485 0.56552 0.83535 28.567 28.567 1.00E+00 9.47 11260

17983 GNVDYQGYIFPR Unmodified _GNVDYQGYIFPR_ B6TNC1_MAIZE 2 714.84896 1427.6834 0.74956 0.64366 1.3922 80.841 80.841 8.05E-01 8.61 178270

17984 GNVDYQGYIFPR Unmodified _GNVDYQGYIFPR_ B6TNC1_MAIZE 2 714.84896 1427.6834 0.76718 2.4471 3.211 80.679 80.679 4.56E-01 15.02 631110

17985 GNVKPEDVFQTVSK Unmodified _GNVKPEDVFQTVSK_ B6SQL3_MAIZE 2 774.40684 1546.7991 0.88254 -0.34381 0.54687 66.49 66.49 3.49E-01 27.96 45995

17986 GNVKPEDVFQTVSK Unmodified _GNVKPEDVFQTVSK_ B6SQL3_MAIZE 2 774.40684 1546.7991 0.81346 -0.34776 0.4731 67.375 67.375 2.96E-06 58.52 2620500

17987 GNVKPEDVFQTVSK Unmodified _GNVKPEDVFQTVSK_ B6SQL3_MAIZE 3 516.60698 1546.7991 -0.17081 0.036259 -0.1271 67.369 67.369 1.00E+00 9.74 2355200

17988 GNVLEPQGLIEIK Unmodified _GNVLEPQGLIEIK_ Q41743_MAIZE 2 705.40357 1408.7926 0.70018 0.36309 1.0463 85.518 85.518 6.20E-03 21.09 1019200

17989 GNVLEPQGLIEIK Unmodified _GNVLEPQGLIEIK_ Q41743_MAIZE 2 705.40357 1408.7926 0.65736 0.31802 0.95843 86.101 86.101 6.20E-03 33.33 495740

17990 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 2 714.88828 1427.762 0.71749 -0.36901 0.35971 75.247 75.247 6.31E-03 36.38 1297600

17991 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 2 714.88828 1427.762 0.64572 -0.11314 0.54388 65.115 65.115 6.77E-01 31.16 58013

17992 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 2 714.88828 1427.762 0.4635 -0.11874 0.35667 76.475 76.475 2.00E-19 94.7 9871100

17993 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 3 476.92795 1427.762 -0.22199 0.19574 -0.016386 76.477 76.477 5.17E-02 29.16 259290

17994 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 2 714.88828 1427.762 0.66824 -0.96851 -0.28846 75.708 75.708 6.31E-03 33.76 531090

17995 GNVTPDAVLQTVSK Unmodified _GNVTPDAVLQTVSK_ B6SPL7_MAIZE 2 714.88828 1427.762 0.66268 -0.17257 0.50191 77.138 77.138 1.29E-01 25.29 473330

17996 GNWFVQEK Unmodified _GNWFVQEK_ B6SIW6_MAIZE 2 504.25089 1006.4872 0.029431 0.13039 0.15694 61.142 61.142 1.65E-01 21.4 1451000

17997 GNWFVQEK Unmodified _GNWFVQEK_ B6SIW6_MAIZE 2 504.25089 1006.4872 -0.16192 -0.16985 -0.33338 61.931 61.931 5.06E-02 23.64 345620

17998 GNWFVQEK Unmodified _GNWFVQEK_ B6SIW6_MAIZE 2 504.25089 1006.4872 -0.027665 -0.51675 -0.54549 63.371 63.371 5.06E-02 38.25 511470

17999 GNWFVQEK Unmodified _GNWFVQEK_ B6SIW6_MAIZE 2 504.25089 1006.4872 -0.067051 -0.46013 -0.52943 63.013 63.013 1.65E-01 18.07 1107500

18000 GNWGTATDELIAQDAEDSPK Unmodified _GNWGTATDELIAQDAEDSPK_ B4FR90_MAIZE 2 1059.4847 2116.9549 1.1899 0.014393 1.1986 85.044 85.044 4.84E-09 96.03 261680

18001 GNWGTATDELIAQDAEDSPK Unmodified _GNWGTATDELIAQDAEDSPK_ B4FR90_MAIZE 2 1059.4847 2116.9549 1.3078 0.073953 1.3761 84.799 84.799 3.12E-37 114.19 529500

18002 GNWGTATDELIAQDAEDSPK Unmodified _GNWGTATDELIAQDAEDSPK_ B4FR90_MAIZE 2 1059.4847 2116.9549 1.1895 0.07422 1.2577 85.317 85.317 2.77E-53 142.5 2460500

18003 GNWLDLHFKEDK Unmodified _GNWLDLHFKEDK_ B4FGY0_MAIZE 3 501.25265 1500.7361 -0.072554 0.10099 0.018925 75.839 75.839 9.42E-03 15.61 2796400

18004 GNYLANLLK Unmodified _GNYLANLLK_ B4FM74_MAIZE 2 503.29002 1004.5655 -0.15807 -0.58058 -0.77406 84.004 84.004 3.39E-01 16.5 313420

18005 GPAAAAPSIEDQAQFPSLGGK Unmodified _GPAAAAPSIEDQAQFPSLGGK_ B4FR90_MAIZE 2 1006.5078 2011.0011 1.1776 -0.052358 1.1171 80.971 80.971 4.46E-39 86.52 354770

18006 GPAAAAPSIEDQAQFPSLGGK Unmodified _GPAAAAPSIEDQAQFPSLGGK_ B4FR90_MAIZE 2 1006.5078 2011.0011 1.1475 -0.013185 1.126 80.65 80.65 3.89E-34 71.32 568720
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18007 GPAAAAPSIEDQAQFPSLGGK Unmodified _GPAAAAPSIEDQAQFPSLGGK_ B4FR90_MAIZE 2 1006.5078 2011.0011 1.2299 -0.12707 1.0951 80.367 80.367 1.06E-48 81.42 1229300

18008 GPAAAAPSIEDQAQFPSLGGK Unmodified _GPAAAAPSIEDQAQFPSLGGK_ B4FR90_MAIZE 2 1006.5078 2011.0011 1.1444 -0.10214 1.0339 80.957 80.957 6.01E-71 95.45 7340400

18009 GPAAAPAIEDQAQFPALA Unmodified _GPAAAPAIEDQAQFPALA_ B6T4Q3_MAIZE 2 869.44395 1736.8733 1.1345 0.15514 1.2736 93.652 93.652 3.69E-03 19.43 387230

18010 GPAAAPAIEDQAQFPALA Unmodified _GPAAAPAIEDQAQFPALA_ B6T4Q3_MAIZE 2 869.44395 1736.8733 1.0844 0.017029 1.0855 94.414 94.414 3.87E-04 35.03 1529100

18011 GPAAPAYAALLTPQGR Unmodified _GPAAPAYAALLTPQGR_ B6SNX1_MAIZE 2 777.42536 1552.8362 0.91216 -0.31569 0.57994 82.305 82.305 4.21E-20 79.65 1513300

18012 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 3 487.94019 1460.7987 0.029493 0.061772 0.075098 101.31 101.31 1.26E-05 41.36 215480

18013 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 3 487.94019 1460.7987 -0.15164 -0.13863 -0.30572 101.9 101.9 1.69E-15 66.59 176830

18014 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 3 487.94019 1460.7987 -0.014308 -0.27894 -0.30855 102.03 102.03 1.26E-05 49.34 304280

18015 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 3 487.94019 1460.7987 0.02224 -0.25161 -0.24495 102.19 102.19 1.09E-07 44.18 234900

18016 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 3 487.94019 1460.7987 -0.079116 -0.16971 -0.26424 102.07 102.07 4.71E-28 60.51 1222000

18017 GPAEAAVDAVHAILK Unmodified _GPAEAAVDAVHAILK_ B6U4J8_MAIZE 2 731.40664 1460.7987 0.80742 0.07468 0.86638 102.05 102.05 1.02E-23 64.7 531510

18018 GPAEASVDAVHLVLK Unmodified _GPAEASVDAVHLVLK_ B6SKP8_MAIZE 3 502.61559 1504.8249 -0.030626 -0.37051 -0.40621 81.552 81.552 5.46E-07 48.95 456520

18019 GPAEASVDAVHLVLK Unmodified _GPAEASVDAVHLVLK_ B6SKP8_MAIZE 2 753.41975 1504.8249 0.88738 -0.44295 0.43999 81.572 81.572 2.37E-16 90.44 274590

18020 GPAESIYQGGVWK Unmodified _GPAESIYQGGVWK_ B4FFL4_MAIZE 2 696.35133 1390.6881 0.54592 0.37134 0.91263 73.792 73.792 1.00E-11 74.33 3632000

18021 GPAPAPGPADGAK Unmodified _GPAPAPGPADGAK_ B4FT80_MAIZE 2 553.28546 1104.5564 0.21742 -0.1227 0.087748 30.884 30.884 5.66E-01 16.86 37495

18022 GPAPAPGPADGAK Unmodified _GPAPAPGPADGAK_ B4FT80_MAIZE 2 553.28546 1104.5564 0.0082653 -0.061963 -0.060256 33.483 33.483 3.13E-02 44.72 213920

18023 GPAPFNLEVPTYSFLEENK Unmodified _GPAPFNLEVPTYSFLEENK_ B4FC14_MAIZE 2 1076.5335 2151.0524 1.184 0.042769 1.2163 114.22 114.22 1.06E-14 73.26 193340

18024 GPAPFNLEVPTYSFLEENK Unmodified _GPAPFNLEVPTYSFLEENK_ B4FC14_MAIZE 2 1076.5335 2151.0524 1.2055 0.50614 1.7008 116.96 116.96 3.71E-05 45.5 91133

18025 GPDADISEVSEK Unmodified _GPDADISEVSEK_ B4FJ28_MAIZE 2 623.79351 1245.5725 0.23569 0.041654 0.26787 49.601 49.601 1.11E-04 65.05 184880

18026 GPDFATIINSVTAK Unmodified _GPDFATIINSVTAK_ B4FDF4_MAIZE 2 717.38537 1432.7562 0.63724 -0.058045 0.57892 105.21 105.21 1.95E-13 86.74 2138900

18027 GPDFEK Unmodified _GPDFEK_ B4FRI1_MAIZE 2 346.66613 691.31771 1.2991 -0.31164 0.98518 30.706 30.706 1.00E+00 2.17 11862

18028 GPDFEK Unmodified _GPDFEK_ B4FRI1_MAIZE 2 346.66613 691.31771 1.1617 -0.03848 1.1191 31.124 31.124 2.64E-01 21.25 60588

18029 GPDILHDPWFNR Unmodified _GPDILHDPWFNR_ B4FAR3_MAIZE 3 489.57736 1465.7102 -0.023847 -0.44209 -0.4621 87.727 87.727 1.12E-02 35.08 217180

18030 GPDPDVVAIVER Unmodified _GPDPDVVAIVER_ B4FU40_MAIZE 2 633.83806 1265.6616 0.37209 0.086576 0.46515 76.213 76.213 1.60E-02 35.58 978550

18031 GPDVDISEVSGK Unmodified _GPDVDISEVSGK_ B6TGI8_MAIZE 2 601.7986 1201.5826 0.10128 0.20213 0.312 59.06 59.06 2.05E-12 64.93 330060

18032 GPDWSGLYQHEGNFLAQQR Unmodified _GPDWSGLYQHEGNFLAQQR_ B6ETR5_MAIZE 3 735.01536 2202.0243 0.8223 0.057534 0.87733 89.98 89.98 1.41E-07 37.3 397600

18033 GPELLTMWFGESEANVR Oxidation (M) _GPELLTM(ox)WFGESEANVR_ B4FZM3_MAIZE 2 976.46456 1950.9146 1.1937 0.17185 1.3585 109.69 109.69 7.09E-34 69.12 206590

18034 GPELLTMWFGESEANVR Oxidation (M) _GPELLTM(ox)WFGESEANVR_ B4FZM3_MAIZE 2 976.46456 1950.9146 1.1769 -0.097772 1.0724 116.16 116.16 1.37E-17 57.76 380540

18035 GPEWFASFGR Unmodified _GPEWFASFGR_ B4FQ98_MAIZE 2 577.2749 1152.5352 0.19337 0.61608 0.81224 90.806 90.806 1.45E-01 20.24 493170

18036 GPEWFASFGR Unmodified _GPEWFASFGR_ B4FQ98_MAIZE 2 577.2749 1152.5352 0.20272 0.32351 0.52982 91.665 91.665 1.00E+00 20.76 163150

18037 GPEWFASFGR Unmodified _GPEWFASFGR_ B4FQ98_MAIZE 2 577.2749 1152.5352 0.16055 0.069949 0.23328 91.449 91.449 4.40E-05 57.36 1094000

18038 GPFWPVALGR Unmodified _GPFWPVALGR_ B6SIA9_MAIZE 2 550.306 1098.5974 0.043855 0.16228 0.21237 94.311 94.311 3.43E-01 18.58 1965500

18039 GPGEVLHQR Unmodified _GPGEVLHQR_ B6UA28_MAIZE 3 331.51392 991.51993 1.1349 0.37708 1.512 33.441 33.441 8.40E-02 30.26 61788

18040 GPGEVLHQR Unmodified _GPGEVLHQR_ B6UA28_MAIZE 2 496.76724 991.51993 -0.12142 -0.13324 -0.25294 33.444 33.444 3.32E-02 29.29 19294
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18041 GPGEVLHQR Unmodified _GPGEVLHQR_ B6UA28_MAIZE 2 496.76724 991.51993 -0.13672 -0.30704 -0.44381 35.775 35.775 3.21E-03 64.11 105040

18042 GPGEVLHQR Unmodified _GPGEVLHQR_ B6UA28_MAIZE 3 331.51392 991.51993 1.1684 -0.008509 1.1587 35.761 35.761 9.39E-03 38.41 310700

18043 GPGLEEGLK Unmodified _GPGLEEGLK_ B4F7V1_MAIZE 2 450.24527 898.476 -0.071079 0.008344 -0.078837 49.428 49.428 3.32E-02 38.53 7643700

18044 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.63238 0.14946 0.77581 62.995 62.995 1.15E-02 47.48 1240100

18045 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.61934 -0.23506 0.37922 63.97 63.97 2.65E-01 27.44 40604

18046 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.65768 -0.063084 0.58853 63.289 63.289 2.61E-08 48.84 339780

18047 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.63946 -0.32199 0.3129 64.675 64.675 4.68E-05 54.26 408270

18048 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.66368 -0.21817 0.44057 64.063 64.063 4.68E-05 56.69 491260

18049 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.64072 -0.68617 -0.050396 64.384 64.384 4.68E-05 62.29 463110

18050 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.51092 -0.23549 0.27077 63.272 63.272 2.50E-15 57.72 7279600

18051 GPGLYYVDSEGAR Unmodified _GPGLYYVDSEGAR_ B4FI86_MAIZE 2 692.3306 1382.6466 0.54482 0.11097 0.65098 65.692 65.692 2.50E-15 62.11 498790

18052 GPGYATPLEAMEK Unmodified _GPGYATPLEAMEK_ B4FAL8_MAIZE 2 682.33175 1362.649 0.61429 -0.23568 0.35954 73.494 73.494 5.66E-01 13.65 191350

18053 GPGYATPLEAMEK Unmodified _GPGYATPLEAMEK_ B4FAL8_MAIZE 2 682.33175 1362.649 0.67448 -0.034295 0.62096 73.086 73.086 9.54E-02 12.36 168760

18054 GPGYATPLEAMEK Unmodified _GPGYATPLEAMEK_ B4FAL8_MAIZE 2 682.33175 1362.649 0.5947 0.13098 0.70589 73.06 73.06 3.13E-02 28.49 631170

18055 GPGYATPLEAMEK Unmodified _GPGYATPLEAMEK_ B4FAL8_MAIZE 2 682.33175 1362.649 0.58687 0.12733 0.69389 73.385 73.385 1.47E-03 53.33 4542900

18056 GPGYATPLEAMEK Oxidation (M) _GPGYATPLEAM(ox)EK_ B4FAL8_MAIZE 2 690.32921 1378.6439 -0.19802 56.366 56.366 2.82E-05 32.91

18057 GPGYATPLEAMEK Oxidation (M) _GPGYATPLEAM(ox)EK_ B4FAL8_MAIZE 2 690.32921 1378.6439 0.58603 -0.15828 0.4118 56.411 56.411 1.91E-07 34.97 2656300

18058 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 0.0072451 0.20848 0.19285 86.836 86.836 1.60E-02 25.11 925010

18059 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.93201 0.33195 1.2419 86.841 86.841 1.00E-11 37.63 362370

18060 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.07235 -0.19695 -0.28971 92.893 92.893 1.00E+00 1.99 14160

18061 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.12892 0.091096 -0.060695 87.602 87.602 1.00E+00 3.02 603010

18062 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.90254 0.12164 1.0019 87.61 87.61 2.61E-08 51.02 198440

18063 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.023559 0.012501 -0.032203 87.757 87.757 8.46E-03 24.24 1724200

18064 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.85395 0.042393 0.87423 87.761 87.761 4.93E-21 55.6 642090

18065 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.029113 0.058833 0.0069935 87.512 87.512 2.26E-05 30.22 1512600

18066 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.88057 0.016593 0.87566 87.506 87.506 4.93E-21 70.21 539420

18067 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.076333 0.22673 0.1286 87.386 87.386 1.28E-01 30.74 1621700

18068 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.92556 -0.16123 0.74289 87.389 87.389 2.50E-15 66.7 565490

18069 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 3 513.95209 1538.8344 -0.092505 0.34355 0.22743 87.61 87.61 6.66E-04 30.77 11326000

18070 GPILLEDYHLIEK Unmodified _GPILLEDYHLIEK_ B6UHU1_MAIZE 2 770.4245 1538.8344 0.85196 -0.028813 0.80146 87.613 87.613 1.56E-17 71.3 3703300

18071 GPIQISFNYNYGPAGR Unmodified _GPIQISFNYNYGPAGR_ B6TR38_MAIZE 2 877.43646 1752.8584 1.1458 0.14955 1.2866 88.159 88.159 7.01E-14 86.38 604750

18072 GPIQISFNYNYGPAGR Unmodified _GPIQISFNYNYGPAGR_ B6TR38_MAIZE 2 877.43646 1752.8584 1.0633 0.11747 1.1715 88.028 88.028 7.73E-25 94.72 933880

18073 GPISCLAFAPDSSELFSGSFDR Unmodified _GPISCLAFAPDSSELFSGSFDR_ B6TJR4_MAIZE 2 1180.5468 2359.0791 1.3033 -1.4868 -0.17631 115.22 115.22 5.41E-06 26.4 99321

18074 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.14393 -0.20751 -0.064551 57.106 57.106 1.67E-02 45.25 3174000
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18075 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.050293 0.28171 0.32962 57.805 57.805 4.48E-03 39.58 95694

18076 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.085568 -0.006882 0.077305 57.229 57.229 1.67E-02 41.13 679050

18077 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.13475 -0.093948 0.039736 58.997 58.997 4.48E-03 48.51 1455800

18078 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.16001 -0.063918 0.095047 58.309 58.309 1.67E-02 20.93 1391400

18079 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.083122 0.0933 0.175 58.849 58.849 3.57E-04 45.05 1341800

18080 GPITDPSQLPK Unmodified _GPITDPSQLPK_ B4FR61_MAIZE 2 576.8166 1151.6186 0.028892 -0.14274 -0.11615 59.441 59.441 3.57E-04 45.32 33175000

18081 GPLEALRPK Unmodified _GPLEALRPK_ B4FAY8_MAIZE 3 327.53443 979.58147 1.4659 53.651 53.651 4.08E-01 16.35

18082 GPLEALRPK Unmodified _GPLEALRPK_ B4FAY8_MAIZE 2 490.79801 979.58147 -0.15169 0.411 0.22932 57.042 57.042 1.12E-01 53.82 150010

18083 GPLEALRPK Unmodified _GPLEALRPK_ B4FAY8_MAIZE 3 327.53443 979.58147 0.24092 57.257 57.257 5.50E-01 0.8

18084 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.1186 -0.19188 0.91485 90.543 90.543 1.48E-07 53.05 2496400

18085 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.0838 -0.074995 0.99728 91.129 91.129 7.42E-06 43.72 1018800

18086 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.1116 -0.16727 0.93309 91.271 91.271 4.21E-20 65.24 727870

18087 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.0893 -0.13016 0.94724 91.063 91.063 4.21E-20 43.74 1088100

18088 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.1603 -0.17585 0.97367 90.734 90.734 7.01E-14 57.52 1405400

18089 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.1254 -0.41465 0.69905 91.211 91.211 1.02E-04 53.15 1377300

18090 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.0939 -0.11745 0.96444 90.837 90.837 4.21E-20 68.31 3941900

18091 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 0.97429 -0.49729 0.46602 91.026 91.026 1.42E-33 69.07 15341000

18092 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 3 598.29703 1791.8693 0.19858 0.19863 0.38563 91.03 91.03 1.00E+00 7.39 1133600

18093 GPLQISWNYNYGPAGR Unmodified _GPLQISWNYNYGPAGR_ CHIB_MAIZE B4 2 896.94191 1791.8693 1.1196 0.22255 1.3303 92.258 92.258 1.27E-09 66.12 256420

18094 GPLSPR Unmodified _GPLSPR_ B4FUH1_MAIZE 2 313.68466 625.35476 1.4328 26.816 26.816 2.50E-01 23.26

18095 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.28938 0.19974 0.49386 54.802 54.802 1.98E-03 42.82 1435500

18096 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.29795 0.2226 0.5258 57.01 57.01 7.72E-03 40.18 461880

18097 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.29866 0.056394 0.36118 56.24 56.24 1.11E-04 39.5 627310

18098 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.32451 0.24858 0.57898 56.937 56.937 2.00E-01 12.23 391520

18099 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.17953 -0.4032 -0.21643 56.719 56.719 2.62E-07 55.9 1999400

18100 GPLVVYGTEGSK Unmodified _GPLVVYGTEGSK_ B4F9G0_MAIZE 2 603.82188 1205.6292 0.20354 0.050041 0.25924 57.565 57.565 1.60E-02 39.3 819000

18101 GPMATPIGK Unmodified _GPMATPIGK_ B4FAD4_MAIZE 2 436.23894 870.46332 0.09576 0.16169 0.24994 42.397 42.397 3.32E-02 28.19 1800000

18102 GPMATPIGK Unmodified _GPMATPIGK_ B4FAD4_MAIZE 2 436.23894 870.46332 -0.042536 0.21155 0.16088 41.952 41.952 1.00E+00 13.47 215850

18103 GPMATPIGK Unmodified _GPMATPIGK_ B4FAD4_MAIZE 2 436.23894 870.46332 0.12577 0.27276 0.39101 44.586 44.586 1.00E+00 4.25 279030

18104 GPMATPIGK Unmodified _GPMATPIGK_ B4FAD4_MAIZE 2 436.23894 870.46332 0.10193 0.27599 0.36978 43.836 43.836 3.32E-02 27.46 357400

18105 GPMATPIGK Unmodified _GPMATPIGK_ B4FAD4_MAIZE 2 436.23894 870.46332 0.041814 -0.088327 -0.053211 44.633 44.633 1.00E+00 3.45 331380

18106 GPMLLGVK Unmodified _GPMLLGVK_ B4FIT6_MAIZE 2 407.7464 813.47825 0.30679 0.36616 0.66449 59.514 59.514 5.06E-02 25.46 2498900

18107 GPMLLGVK Unmodified _GPMLLGVK_ B4FIT6_MAIZE 2 407.7464 813.47825 0.15952 7.97E-05 0.15327 60.505 60.505 7.88E-01 26.06 444980

18108 GPMLLGVK Unmodified _GPMLLGVK_ B4FIT6_MAIZE 2 407.7464 813.47825 0.31646 0.095534 0.40591 61.825 61.825 7.88E-01 7.51 497430
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18109 GPMLLGVK Unmodified _GPMLLGVK_ B4FIT6_MAIZE 2 407.7464 813.47825 0.27067 -0.12375 0.14143 61.155 61.155 2.92E-02 38.74 1204900

18110 GPMLLGVK Oxidation (M) _GPM(ox)LLGVK_ B4FIT6_MAIZE 2 415.74386 829.47316 0.074714 3.1478 3.2147 52.006 52.006 2.93E-02 23.85 1201700

18111 GPMLLGVK Oxidation (M) _GPM(ox)LLGVK_ B4FIT6_MAIZE 2 415.74386 829.47316 0.20941 0.64556 0.85272 53.968 53.968 4.49E-02 30.67 956360

18112 GPMLLGVK Oxidation (M) _GPM(ox)LLGVK_ B4FIT6_MAIZE 2 415.74386 829.47316 0.15377 1.2851 1.4347 53.307 53.307 3.48E-02 43.08 3041600

18113 GPMSLPQPYTFK Oxidation (M) _GPM(ox)SLPQPYTFK_ B6T8C0_MAIZE 2 691.34466 1380.6748 0.57117 0.026935 0.59927 70.467 70.467 7.72E-03 24.58 75608

18114 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 3 398.54729 1192.62 0.42466 -0.066759 0.34966 38.767 38.767 1.00E+00 0.22 3037900

18115 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 2 597.31729 1192.62 0.2516 0.073269 0.316 38.766 38.766 4.43E-05 46.56 595420

18116 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 3 398.54729 1192.62 0.28762 0.22318 0.50115 38.401 38.401 1.00E+00 1.13 513730

18117 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 2 597.31729 1192.62 -0.078818 38.401 38.401 3.70E-07 53.33

18118 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 2 597.31729 1192.62 0.31671 0.010699 0.31863 41.036 41.036 3.57E-04 43.81 145110

18119 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 3 398.54729 1192.62 0.25083 -0.47608 -0.23318 41.011 41.011 4.45E-03 25.34 4523100

18120 GPNDHTIAQIK Unmodified _GPNDHTIAQIK_ B4FF57_MAIZE 2 597.31729 1192.62 0.21637 -0.058507 0.14969 41.032 41.032 3.57E-04 49.33 711200

18121 GPNESIYQGGIWR Unmodified _GPNESIYQGGIWR_ B6UHU0_MAIZE 2 738.86514 1475.7157 0.7572 0.091807 0.84068 76.021 76.021 2.65E-01 3.51 377640

18122 GPNESIYQGGVWK Unmodified _GPNESIYQGGVWK_ B4FIK1_MAIZE 2 717.85424 1433.6939 0.80617 0.42622 1.2284 69.567 69.567 4.68E-05 77.45 419110

18123 GPNLAFLPVLSFEGGTR Unmodified _GPNLAFLPVLSFEGGTR_ B6TDY7_MAIZE 2 887.97796 1773.9414 1.0994 0.25458 1.357 119.76 119.76 1.51E-07 42.04 386900

18124 GPNQGTHELKPEYK Unmodified _GPNQGTHELKPEYK_ B4FKC9_MAIZE 4 400.20468 1596.7896 0.33922 0.08173 0.40645 36.082 36.082 1.83E-01 9.1 431130

18125 GPPLLPADPSAR Unmodified _GPPLLPADPSAR_ Q9FQB0_MAIZE 2 595.83004 1189.6455 0.17837 0.022395 0.1878 62.028 62.028 6.74E-02 17.19 1505000

18126 GPPPPVYGGYGQPPPPDPYGR Unmodified _GPPPPVYGGYGQPPPPDPYGR_ B4G019_MAIZE 2 1083.0262 2164.0378 1.2234 0.048088 1.2816 72.048 72.048 4.46E-39 94.57 1307200

18127 GPPPPVYGGYGQPPPPDPYGR Unmodified _GPPPPVYGGYGQPPPPDPYGR_ B4G019_MAIZE 3 722.35321 2164.0378 0.75962 -0.080376 0.68958 71.994 71.994 3.27E-02 12.99 1234300

18128 GPQAPHHSPYFTINEDALPYGAAGQAALAAR Unmodified _GPQAPHHSPYFTINEDALPYGAAGQAALAAR_ B4F861_MAIZE 4 798.64689 3190.5584 0.98384 -0.25908 0.71445 87.038 87.038 1.76E-01 20.07 682550

18129 GPQDGLTPEQR Unmodified _GPQDGLTPEQR_ B6TMS6_MAIZE 2 599.29656 1196.5786 0.136 0.05167 0.19141 41.156 41.156 4.48E-03 48.32 115440

18130 GPSALEDPSLAGLSGLAPVR Unmodified _GPSALEDPSLAGLSGLAPVR_ B6SZV0_MAIZE 2 954.01527 1906.016 1.2141 0.17971 1.3849 99.282 99.282 1.22E-73 109.58 711290

18131 GPTESTEFSFTR Unmodified _GPTESTEFSFTR_ B6TJT9_MAIZE 2 679.81478 1357.615 0.55573 0.12788 0.69113 66.921 66.921 1.68E-09 67.33 1692800

18132 GPTESTEFSFTR Unmodified _GPTESTEFSFTR_ B6TJT9_MAIZE 2 679.81478 1357.615 0.52148 0.40453 0.93369 65.768 65.768 1.98E-03 61.78 1360100

18133 GPTMLQGSYSPAFPLK Oxidation (M) _GPTM(ox)LQGSYSPAFPLK_ B6T4X5_MAIZE 2 855.432 1708.8494 1.0603 0.095538 1.1543 78.669 78.669 1.66E-08 42.19 442300

18134 GPVEYVPELFDEQK Unmodified _GPVEYVPELFDEQK_ B4FUC2_MAIZE 2 825.4065 1648.7985 1.0145 -1.448 -0.43605 94.412 94.412 3.56E-04 59.53 234820

18135 GPVEYVPELFDEQKDQVAVEQILR Unmodified _GPVEYVPELFDEQKDQVAVEQILR_ B4FUC2_MAIZE 3 934.48338 2800.4283 1.1713 0.3547 1.5219 125.83 125.83 1.24E-13 56.48 471110

18136 GPYAHPPLATVVLEDMVD Oxidation (M) _GPYAHPPLATVVLEDM(ox)VD_ B4G0J2_MAIZE 2 970.47713 1938.9397 1.2084 -0.23631 0.9787 90.554 90.554 3.87E-04 48.04 380470

18137 GPYGGGGGGFGGGGGGGR Unmodified _GPYGGGGGGFGGGGGGGR_ B6UE82_MAIZE 2 690.80561 1379.5967 0.55154 -0.045124 0.55544 43.093 43.093 8.94E-06 73.36 111030

18138 GPYGGGGGGGFGGGGGGGSR Unmodified _GPYGGGGGGGFGGGGGGGSR_ B6T4E5_MAIZE 2 762.83236 1523.6502 0.90031 0.69551 1.6415 42.438 42.438 2.16E-03 83.82 53336

18139 GPYQGKPDATFSFTDNDFLGIATGK Unmodified _GPYQGKPDATFSFTDNDFLGIATGK_ B6TQ98_MAIZE 3 883.09401 2646.2602 1.0562 0.006191 1.0725 111.69 111.69 7.72E-15 63.48 1200100

18140 GPYQGKPDATFSFTDNDFLGIATGK Unmodified _GPYQGKPDATFSFTDNDFLGIATGK_ B6TQ98_MAIZE 3 883.09401 2646.2602 1.1118 0.23066 1.3524 116.41 116.41 8.27E-03 19.61 79487

18141 GQADDIENEANELIR Unmodified _GQADDIENEANELIR_ A6YSM2_MAIZE 2 843.9001 1685.7857 1.0123 -0.34981 0.63675 88.141 88.141 2.37E-16 54.52 246010

18142 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 3 423.53175 1267.5734 0.17774 0.5324 0.71268 54.031 54.031 1.91E-02 32.76 2839600
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18143 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 3 423.53175 1267.5734 0.030096 0.022469 0.055837 54.965 54.965 9.88E-04 43.41 1435100

18144 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 2 634.79399 1267.5734 0.3236 -0.004354 0.32297 54.983 54.983 4.48E-03 33.96 278060

18145 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 3 423.53175 1267.5734 0.15998 -0.17725 -0.013035 56.679 56.679 6.15E-03 35.73 3237700

18146 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 2 634.79399 1267.5734 0.39517 -0.14096 0.25795 56.681 56.681 4.48E-03 39.62 637560

18147 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 3 423.53175 1267.5734 -0.0093181 0.12342 0.11651 56.596 56.596 6.15E-03 36.46 11676000

18148 GQAHFFGYEGR Unmodified _GQAHFFGYEGR_ B4FQM2_MAIZE 2 634.79399 1267.5734 0.36039 0.20783 0.5712 56.589 56.589 4.43E-05 46.2 2307200

18149 GQALADEYGIK Unmodified _GQALADEYGIK_ B4FB55_MAIZE 2 582.7984 1163.5823 0.072524 -0.35703 -0.30371 58.395 58.395 1.67E-02 57.27 519560

18150 GQALADEYGIK Unmodified _GQALADEYGIK_ B4FB55_MAIZE 2 582.7984 1163.5823 0.021624 0.88803 0.88822 58.635 58.635 4.96E-02 17.41 1349400

18151 GQALAYLLK Unmodified _GQALAYLLK_ B4FNZ1_MAIZE 2 488.79493 975.57532 -0.014933 -0.23656 -0.28164 73.649 73.649 1.01E-02 28.38 496040

18152 GQALAYLLK Unmodified _GQALAYLLK_ B4FNZ1_MAIZE 2 488.79493 975.57532 -0.034901 -0.386 -0.45149 75.155 75.155 3.32E-02 14.94 346390

18153 GQALAYLLK Unmodified _GQALAYLLK_ B4FNZ1_MAIZE 2 488.79493 975.57532 0.011882 -0.18436 -0.20246 74.78 74.78 7.18E-01 10.82 283220

18154 GQALAYLLK Unmodified _GQALAYLLK_ B4FNZ1_MAIZE 2 488.79493 975.57532 -0.34021 -1.8108 -2.1783 74.867 74.867 9.73E-03 47.68 1126500

18155 GQAVFATGSPFDPVEYNGK Unmodified _GQAVFATGSPFDPVEYNGK_ B6UDG4_MAIZE 2 992.47598 1982.9374 1.1499 -0.11077 1.0479 88.611 88.611 5.48E-24 79.97 173180

18156 GQAVFATGSPFDPVEYNGK Unmodified _GQAVFATGSPFDPVEYNGK_ B6UDG4_MAIZE 2 992.47598 1982.9374 1.1965 0.021368 1.2266 88.88 88.88 1.51E-46 90.27 316180

18157 GQAVFATGSPFDPVEYNGK Unmodified _GQAVFATGSPFDPVEYNGK_ B6UDG4_MAIZE 2 992.47598 1982.9374 1.2287 -0.0665 1.1712 88.264 88.264 1.84E-40 83.7 1318100

18158 GQCCSVVESR Unmodified _GQCCSVVESR_ B6SMT2_MAIZE 2 591.25552 1180.4965 0.077328 -0.61394 -0.51527 30.987 30.987 2.81E-03 49.13 640870

18159 GQCPDAYSYPK Unmodified _GQCPDAYSYPK_ B6TL22_MAIZE 2 643.27952 1284.5445 0.38266 0.18047 0.55995 46.576 46.576 4.43E-05 60.09 1094000

18160 GQCPDAYSYPK Unmodified _GQCPDAYSYPK_ B6TL22_MAIZE 2 643.27952 1284.5445 0.38258 0.35587 0.7354 49.68 49.68 3.57E-04 60.36 478820

18161 GQDASSSLLPINFSGLAK Unmodified _GQDASSSLLPINFSGLAK_ B4F9G8_MAIZE 2 902.97562 1803.9367 1.0939 -0.2436 0.84089 104.11 104.11 1.18E-19 60.45 4570600

18162 GQDASSSLLPINFSGLAK Unmodified _GQDASSSLLPINFSGLAK_ B4F9G8_MAIZE 2 902.97562 1803.9367 1.0788 -0.17455 0.89485 104.66 104.66 4.65E-12 45.41 1149100

18163 GQDASSSLLPINFSGLAK Unmodified _GQDASSSLLPINFSGLAK_ B4F9G8_MAIZE 2 902.97562 1803.9367 1.0832 -0.45076 0.62328 104.63 104.63 3.69E-03 38.57 761600

18164 GQDASSSLLPINFSGLAK Unmodified _GQDASSSLLPINFSGLAK_ B4F9G8_MAIZE 2 902.97562 1803.9367 1.0855 -0.7417 0.3352 104.61 104.61 1.77E-34 65.94 333890

18165 GQDASSSLLPINFSGLAK Unmodified _GQDASSSLLPINFSGLAK_ B4F9G8_MAIZE 2 902.97562 1803.9367 1.1749 -0.50225 0.66385 104.88 104.88 3.87E-04 46.44 416500

18166 GQDATGEEVIKPYTPTTLDSDLGYFELVIK Unmodified _GQDATGEEVIKPYTPTTLDSDLGYFELVIK_ Q9ZPN0_MAIZE 3 1100.5572 3298.6497 1.2046 0.26493 1.4701 121.31 121.31 1.87E-02 18.8 961460

18167 GQDGNEVFFR Unmodified _GQDGNEVFFR_ B6T2D8_MAIZE 2 584.77272 1167.5309 0.1359 -0.033458 0.11444 63.256 63.256 3.43E-01 10.58 22476

18168 GQDGNEVFFR Unmodified _GQDGNEVFFR_ B6T2D8_MAIZE 2 584.77272 1167.5309 0.10194 0.12861 0.24175 65.056 65.056 1.62E-03 47.82 1137800

18169 GQDTFTPISAVVPK Unmodified _GQDTFTPISAVVPK_ B6TLK7_MAIZE 2 730.3932 1458.7718 0.6842 -0.052665 0.64587 80.728 80.728 1.95E-13 69.32 2984300

18170 GQDYIIVK Unmodified _GQDYIIVK_ B6TIC7_MAIZE 2 468.26347 934.51238 -0.042975 0.19786 0.14579 56.43 56.43 2.92E-02 41.06 779770

18171 GQEEDGVDAVGEIQAVEEQGLLDAK Unmodified _GQEEDGVDAVGEIQAVEEQGLLDAK_ B6TT79_MAIZE 2 1300.1221 2598.2297 1.0831 0.30651 1.3852 111.34 111.34 2.07E-09 33.02 121870

18172 GQEMISSPWDAAK Oxidation (M) _GQEM(ox)ISSPWDAAK_ B4FUG2_MAIZE 2 718.32974 1434.6449 0.72013 0.47283 1.1805 66.041 66.041 6.20E-03 42.3 398180

18173 GQILDTVAEIQER Unmodified _GQILDTVAEIQER_ B6TDM3_MAIZE 2 736.39119 1470.7678 0.76733 -0.44894 0.30814 82.358 82.358 1.56E-17 94.07 1028400

18174 GQIQPGASAVR Unmodified _GQIQPGASAVR_ Q8LK06_MAIZE 2 542.2989 1082.5833 0.077214 -0.014564 0.057666 37.719 37.719 3.57E-04 48.24 348830

18175 GQIQPGASAVR Unmodified _GQIQPGASAVR_ Q8LK06_MAIZE 2 542.2989 1082.5833 -0.0065479 -0.15024 -0.16044 38.447 38.447 4.48E-03 37.6 1589800

18176 GQIVGLIYATQFLR Unmodified _GQIVGLIYATQFLR_ B6TGT9_MAIZE 2 789.95376 1577.893 0.98743 0.61216 1.5975 126.89 126.89 1.49E-02 24.79 16323
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18177 GQIYDVTQSR Unmodified _GQIYDVTQSR_ B6TM12_MAIZE 2 583.79365 1165.5728 0.15784 -0.16144 -0.0017542 54.096 54.096 1.84E-04 60.36 1581800

18178 GQIYDVTQSR Unmodified _GQIYDVTQSR_ B6TM12_MAIZE 2 583.79365 1165.5728 0.098733 0.23298 0.33293 51.649 51.649 2.81E-03 62.47 1756700

18179 GQIYDVTQSR Unmodified _GQIYDVTQSR_ B6TM12_MAIZE 2 583.79365 1165.5728 0.099987 -0.10581 -0.0031504 54.709 54.709 2.81E-03 45.55 356380

18180 GQLTSEAGR Unmodified _GQLTSEAGR_ B6TMB2_MAIZE 2 459.73561 917.45666 0.052197 -0.017806 0.024074 28.914 28.914 3.39E-01 32.34 30041

18181 GQLTSEAGR Unmodified _GQLTSEAGR_ B6TMB2_MAIZE 2 459.73561 917.45666 0.035555 0.033914 0.058453 28.227 28.227 1.12E-01 33.72 75642

18182 GQLTSEAGR Unmodified _GQLTSEAGR_ B6TMB2_MAIZE 2 459.73561 917.45666 0.069015 -0.052288 0.0079151 28.67 28.67 3.39E-01 36.09 33286

18183 GQLTSEAGR Unmodified _GQLTSEAGR_ B6TMB2_MAIZE 2 459.73561 917.45666 0.045306 0.008423 0.043521 29.104 29.104 1.01E-02 41.4 119510

18184 GQLTSEAGR Unmodified _GQLTSEAGR_ B6TMB2_MAIZE 2 459.73561 917.45666 -0.053936 -0.32682 -0.38944 29.415 29.415 3.21E-03 46.63 1054200

18185 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.52822 0.35044 0.87679 69.395 69.395 6.74E-02 29.83 660470

18186 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.44533 0.50298 0.94693 71.341 71.341 6.74E-02 21.25 40324

18187 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.51121 -0.37587 0.13531 70.121 70.121 6.74E-02 19.22 201460

18188 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.53196 -0.29596 0.23525 70.322 70.322 1.60E-02 29.18 374420

18189 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.46575 0.060724 0.52525 70.688 70.688 6.75E-01 8.91 783040

18190 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.47021 0.21128 0.6803 69.937 69.937 2.16E-07 51.51 500800

18191 GQMPSQIGVLLR Oxidation (M) _GQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 657.86355 1313.7126 0.40489 -0.47776 -0.073418 71.986 71.986 2.62E-07 55.26 5012200

18192 GQMPSQIGVLLR Unmodified _GQMPSQIGVLLR_ B4FML8_MAIZE 2 649.8661 1297.7176 0.45327 -0.11801 0.33132 81.577 81.577 1.60E-02 34.58 2847000

18193 GQMPSQIGVLLR Unmodified _GQMPSQIGVLLR_ B4FML8_MAIZE 2 649.8661 1297.7176 0.38701 -0.043617 0.33909 83.733 83.733 2.00E-01 25.32 1308200

18194 GQMVPEFEEAAFSAPLNK Oxidation (M) _GQM(ox)VPEFEEAAFSAPLNK_ B4FDW3_MAIZE 2 990.97222 1979.9299 1.182 0.48135 1.6504 88.577 88.577 1.77E-34 67.14 279200

18195 GQNIVEDDQIIFPDEAVFEK Unmodified _GQNIVEDDQIIFPDEAVFEK_ B4G1K7_MAIZE 2 1153.563 2305.1114 1.2247 0.22272 1.4456 106.83 106.83 4.56E-22 79.12 570860

18196 GQPEGAVYDYEDK Unmodified _GQPEGAVYDYEDK_ B4FBF4_MAIZE 2 735.8228 1469.6311 0.80343 0.15686 0.95106 53.746 53.746 1.00E-11 54.19 614050

18197 GQPEGAVYDYEDK Unmodified _GQPEGAVYDYEDK_ B4FBF4_MAIZE 2 735.8228 1469.6311 0.78012 -0.051645 0.72066 55.731 55.731 2.50E-15 74.81 1776900

18198 GQPLGTVAAVDHASEEVLNYDQVFVR Unmodified _GQPLGTVAAVDHASEEVLNYDQVFVR_ B4F9D4_MAIZE 3 938.80675 2813.3984 1.1506 0.039998 1.1952 111.26 111.26 1.00E+00 4.51 163530

18199 GQPLGTVAAVDHASEEVLNYDQVFVR Unmodified _GQPLGTVAAVDHASEEVLNYDQVFVR_ B4F9D4_MAIZE 3 938.80675 2813.3984 1.1662 -0.068637 1.1024 111.64 111.64 8.38E-02 17.68 209940

18200 GQPLGTVAAVDHASEEVLNYDQVFVR Unmodified _GQPLGTVAAVDHASEEVLNYDQVFVR_ B4F9D4_MAIZE 3 938.80675 2813.3984 1.2318 -0.31682 0.92063 112.83 112.83 1.00E+00 4.19 122950

18201 GQPLGTVAAVDHASEEVLNYDQVFVR Unmodified _GQPLGTVAAVDHASEEVLNYDQVFVR_ B4F9D4_MAIZE 3 938.80675 2813.3984 1.2296 -0.33337 0.90113 113.99 113.99 8.27E-03 20.3 204120

18202 GQQSLIYAFVAR Unmodified _GQQSLIYAFVAR_ B6TB83_MAIZE 2 676.86969 1351.7248 0.50622 0.163 0.66116 94.547 94.547 2.62E-07 76.62 75347

18203 GQQSLVTWATPR Unmodified _GQQSLVTWATPR_ B6TCJ3_MAIZE 2 672.35695 1342.6993 0.53388 -0.43099 0.10936 72.536 72.536 2.62E-07 54.57 528150

18204 GQTEVLSSK Unmodified _GQTEVLSSK_ B4FTB5_MAIZE 2 474.75346 947.49238 -0.016362 -0.064833 -0.085346 30.133 30.133 1.01E-02 45.67 207150

18205 GQTPVFPR Unmodified _GQTPVFPR_ Q5GA23_MAIZE 2 451.24815 900.48175 -0.018787 -0.03361 -0.036168 48.179 48.179 7.88E-01 19.76 7659000

18206 GQTPVFPR Unmodified _GQTPVFPR_ Q5GA23_MAIZE 2 451.24815 900.48175 -0.12115 0.14727 0.041608 49.076 49.076 1.00E+00 27.77 78238

18207 GQTPVFPR Unmodified _GQTPVFPR_ Q5GA23_MAIZE 2 451.24815 900.48175 -0.11978 0.3841 0.27845 48.257 48.257 1.65E-01 28.54 2000400

18208 GQVLEVDGEK Unmodified _GQVLEVDGEK_ B6T9C0_MAIZE 2 537.2773 1072.5401 0.017205 -0.028515 -0.012409 45.284 45.284 1.25E-02 52.8 2607200

18209 GQVLEVDGEK Unmodified _GQVLEVDGEK_ B6T9C0_MAIZE 2 537.2773 1072.5401 -0.066646 -0.006293 -0.073406 44.814 44.814 4.40E-02 49.41 866540

18210 GQVLEVDGEK Unmodified _GQVLEVDGEK_ B6T9C0_MAIZE 2 537.2773 1072.5401 -0.0085717 -0.16685 -0.17514 47.447 47.447 1.45E-01 27.76 1654400
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18211 GQVLEVDGEK Unmodified _GQVLEVDGEK_ B6T9C0_MAIZE 2 537.2773 1072.5401 0.021429 -0.015671 0.0056626 46.651 46.651 4.40E-02 29.11 1106500

18212 GQVLEVDGEK Unmodified _GQVLEVDGEK_ B6T9C0_MAIZE 2 537.2773 1072.5401 -0.045073 -0.19003 -0.23481 47.305 47.305 2.81E-03 51.48 10776000

18213 GQVLNETSLWWFNQTR Unmodified _GQVLNETSLWWFNQTR_ B4FY50_MAIZE 2 989.99213 1977.9697 1.1984 0.22842 1.4266 107.39 107.39 1.02E-04 32.96 163470

18214 GQVPGPQGSFIFVK Unmodified _GQVPGPQGSFIFVK_ B6TFD9_MAIZE 2 730.89845 1459.7823 0.6884 -0.49423 0.21425 81.477 81.477 3.56E-04 45.12 1302700

18215 GQVTQVR Unmodified _GQVTQVR_ B4FW18_MAIZE 2 394.22468 786.4348 0.62611 -0.31793 0.32406 20.445 20.445 4.46E-01 30.64 11310

18216 GQVTQVR Unmodified _GQVTQVR_ B4FW18_MAIZE 2 394.22468 786.4348 0.61462 -0.3459 0.28493 21.415 21.415 1.00E+00 6.79 12775

18217 GQVTQVR Unmodified _GQVTQVR_ B4FW18_MAIZE 2 394.22468 786.4348 0.20713 -0.5316 -0.3071 21.012 21.012 1.86E-01 45.03 418360

18218 GQVTQVR Unmodified _GQVTQVR_ B4FW18_MAIZE 2 394.22468 786.4348 0.48026 -0.17458 0.32295 21.389 21.389 7.83E-01 37.94 24390

18219 GQVVCKPGSLK Unmodified _GQVVCKPGSLK_ B4FH57_MAIZE 2 586.82644 1171.6383 0.24633 -0.26912 -0.011705 33.773 33.773 4.96E-02 29.28 241720

18220 GQVVCKPGSLK Unmodified _GQVVCKPGSLK_ B4FH57_MAIZE 2 586.82644 1171.6383 0.22841 -0.11595 0.12242 35.045 35.045 1.67E-02 43.71 498830

18221 GQVVCKPGSLK Unmodified _GQVVCKPGSLK_ B4FH57_MAIZE 2 586.82644 1171.6383 0.16446 0.24441 0.4195 35.905 35.905 3.83E-01 39.94 279790

18222 GQVVCKPGSLK Unmodified _GQVVCKPGSLK_ B4FH57_MAIZE 3 391.55338 1171.6383 0.46932 -0.29159 0.18789 35.905 35.905 1.15E-01 23.83 874600

18223 GRDVEEPSAV Unmodified _GRDVEEPSAV_ B6TRZ5_MAIZE 2 529.75928 1057.504 -0.084915 -0.56389 -0.65209 40.218 40.218 3.43E-01 24.67 1899100

18224 GRHDPCVVPR Unmodified _GRHDPCVVPR_ B4FLA2_MAIZE 3 398.20498 1191.5931 0.66998 0.16394 0.84814 29.288 29.288 2.94E-01 23.3 63768

18225 GRHDPCVVPR Unmodified _GRHDPCVVPR_ B4FLA2_MAIZE 3 398.20498 1191.5931 0.46832 0.014902 0.49839 29.883 29.883 2.94E-01 23.85 200050

18226 GRHDPCVVPR Unmodified _GRHDPCVVPR_ B4FLA2_MAIZE 3 398.20498 1191.5931 0.43144 -0.40861 0.038445 30.403 30.403 1.25E-01 29.69 31796

18227 GRVDEETIR Unmodified _GRVDEETIR_ B4FYW7_MAIZE 3 358.85612 1073.5465 1.0398 -0.098975 0.92837 31.8 31.8 8.40E-02 33.38 298990

18228 GSAAAAASLR Unmodified _GSAAAAASLR_ B4FEC8_MAIZE 2 437.74069 873.46683 -0.017693 0.73793 0.68169 32.142 32.142 2.81E-03 42.74 42453

18229 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 0.030651 -0.25491 -0.22824 43.512 43.512 1.25E-02 47.14 3591100

18230 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.15804 0.08807 -0.072116 44.047 44.047 4.40E-02 35.47 125190

18231 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.047986 0.026263 -0.024574 45.766 45.766 7.11E-01 12.66 1649400

18232 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.011221 -0.051934 -0.067184 45.477 45.477 1.25E-02 48.65 2227900

18233 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.06029 0.048456 -0.016448 46.427 46.427 2.81E-03 54.79 5325600

18234 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.04527 -0.3753 -0.4231 43.64 43.64 2.81E-03 49.15 3921000

18235 GSAITGPIGK Unmodified _GSAITGPIGK_ B4FGL4_MAIZE 2 450.76109 899.50763 -0.24183 -0.42048 -0.66467 47.087 47.087 1.62E-03 51.04 21755000

18236 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.93782 -0.034376 0.88625 65.121 65.121 4.21E-20 95.82 1405400

18237 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.92169 -0.043618 0.86188 65.65 65.65 1.27E-09 69.12 374750

18238 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.90246 -0.013446 0.87201 66.756 66.756 7.01E-14 78.77 690470

18239 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.91385 -0.031122 0.86628 66.157 66.157 1.27E-09 75.95 544200

18240 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.89254 -0.21466 0.66156 66.704 66.704 1.27E-09 68.19 6993500

18241 GSALSALQGNNDEIGK Unmodified _GSALSALQGNNDEIGK_ B4FH57_MAIZE 2 787.39446 1572.7744 0.90145 -0.24962 0.63529 66.822 66.822 4.21E-20 82.09 3837100

18242 GSAPADFQPSFR Unmodified _GSAPADFQPSFR_ B6UIM2_MAIZE 2 640.30693 1278.5993 0.44847 0.094025 0.54415 64.383 64.383 8.05E-01 19.48 511740

18243 GSAPADFQPSFR Unmodified _GSAPADFQPSFR_ B6UIM2_MAIZE 2 640.30693 1278.5993 0.3666 -0.13088 0.23892 67.042 67.042 2.00E-01 34.62 478840

18244 GSAVLRPR Unmodified _GSAVLRPR_ B6SHM7_MAIZE 2 428.26159 854.50863 0.22201 0.013127 0.21858 25.326 25.326 1.65E-01 18.04 163210
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18245 GSAVLRPR Unmodified _GSAVLRPR_ B6SHM7_MAIZE 2 428.26159 854.50863 0.22048 0.13884 0.34341 25.093 25.093 3.77E-01 22.03 151000

18246 GSAVSQLLYCIK Unmodified _GSAVSQLLYCIK_ B6SV64_MAIZE 2 669.85794 1337.7013 0.54948 -0.55193 -0.0082842 87.289 87.289 4.56E-01 13.69 232470

18249 GSDGEEAAAPQQIR Unmodified _GSDGEEAAAPQQIR_ B6SHG7_MAIZE 2 714.83932 1427.6641 0.7069 -0.22962 0.46177 41.594 41.594 1.29E-01 18.59 291280

18250 GSDIIIVGR Unmodified _GSDIIIVGR_ B4G0S0_MAIZE 2 465.27437 928.53418 -0.056682 -0.17811 -0.23582 60.772 60.772 9.73E-03 44.43 2662900

18251 GSDIIIVGR Unmodified _GSDIIIVGR_ B4G0S0_MAIZE 2 465.27437 928.53418 0.011966 0.42124 0.43215 59.415 59.415 1.01E-02 23.05 302640

18252 GSDLVEVR Unmodified _GSDLVEVR_ B6T574_MAIZE 2 437.73507 873.4556 -0.045243 0.91993 0.87319 44.753 44.753 2.92E-02 29.08 318040

18253 GSDLVIVTAGAR Unmodified _GSDLVIVTAGAR_ B6T5Z1_MAIZE 2 579.82749 1157.6404 0.11152 0.15993 0.27541 64.467 64.467 2.00E-01 16.37 2054600

18254 GSDNVVEIYSR Unmodified _GSDNVVEIYSR_ B4G038_MAIZE 2 619.80422 1237.5939 0.30093 0.029189 0.32318 61.972 61.972 4.48E-03 38.75 1221700

18255 GSDVGGSSYSSLYSGR Unmodified _GSDVGGSSYSSLYSGR_ Q8LJR0_MAIZE 2 789.85517 1577.6958 0.92677 -0.0272 0.90329 62.175 62.175 1.42E-33 88.05 739810

18256 GSDVVYVTDDGQEQQYNVPQVK Unmodified _GSDVVYVTDDGQEQQYNVPQVK_ B4FAL8_MAIZE 3 823.39071 2467.1503 0.98559 -0.297 0.70153 75.651 75.651 5.95E-05 25.05 980630

18257 GSDVVYVTDDGQEQQYNVPQVK Unmodified _GSDVVYVTDDGQEQQYNVPQVK_ B4FAL8_MAIZE 2 1234.5824 2467.1503 1.195 0.13427 1.3423 75.659 75.659 3.03E-22 89.45 835000

18258 GSDWLGDQDSIQYMCR Oxidation (M) _GSDWLGDQDSIQYM(ox)CR_ B6U124_MAIZE 2 973.904 1945.7935 1.2943 -0.083725 1.2188 78.091 78.091 4.49E-33 70.83 388800

18259 GSECYNCGQEGHISR Unmodified _GSECYNCGQEGHISR_ B6SP06_MAIZE 3 585.23875 1752.6944 0.13448 -0.48033 -0.34231 39.222 39.222 1.98E-01 36.88 1752900

18260 GSECYNCGQEGHISR Unmodified _GSECYNCGQEGHISR_ B6SP06_MAIZE 3 585.23875 1752.6944 0.15939 -0.37606 -0.21324 36.21 36.21 4.00E-03 43.53 1421300

18261 GSECYNCGQEGHISR Unmodified _GSECYNCGQEGHISR_ B6SP06_MAIZE 2 877.35448 1752.6944 1.1202 -0.03601 1.0868 36.208 36.208 6.37E-03 38.01 112380

18262 GSECYNCGQEGHISR Unmodified _GSECYNCGQEGHISR_ B6SP06_MAIZE 3 585.23875 1752.6944 0.14785 -0.51687 -0.36567 39.791 39.791 1.98E-01 31.76 853110

18263 GSECYNCGQEGHISR Unmodified _GSECYNCGQEGHISR_ B6SP06_MAIZE 2 877.35448 1752.6944 1.0635 -0.045599 1.0206 39.793 39.793 2.05E-04 58.71 55077

18264 GSEGPSVVTVHVTGFK Acetyl (Protein N-term) _(ac)GSEGPSVVTVHVTGFK_ B6TEJ4_MAIZE 2 821.92539 1641.8362 0.9845 -0.2414 0.76558 78.344 78.344 7.01E-14 100.4 638460

18265 GSEGYTYNYYEDLTPK Unmodified _GSEGYTYNYYEDLTPK_ B4FPX5_MAIZE 2 950.4178 1898.821 1.0835 0.024034 1.0943 80.405 80.405 7.01E-14 63.86 1922600

18266 GSEMVYPAAETPR Unmodified _GSEMVYPAAETPR_ B6SXY1_MAIZE 2 704.33228 1406.65 0.67574 -0.5286 0.13255 55.556 55.556 1.15E-02 19.85 1131600

18267 GSEMVYPAAETPR Unmodified _GSEMVYPAAETPR_ B6SXY1_MAIZE 2 704.33228 1406.65 0.65359 -0.29216 0.34718 57.617 57.617 1.00E-11 65.12 2524100

18268 GSEMVYPAAETPR Oxidation (M) _GSEM(ox)VYPAAETPR_ B6SXY1_MAIZE 2 712.32974 1422.6449 0.68802 -0.13233 0.54338 47.464 47.464 1.47E-03 66.5 241890

18269 GSEMVYPAAETPR Oxidation (M) _GSEM(ox)VYPAAETPR_ B6SXY1_MAIZE 2 712.32974 1422.6449 0.70473 -0.34069 0.35201 49.994 49.994 1.62E-14 74.78 1404500

18270 GSFETIHVEDSLGHQFATR Unmodified _GSFETIHVEDSLGHQFATR_ B4FMI5_MAIZE 3 711.01162 2130.013 0.71581 -0.1651 0.55795 76.35 76.35 8.15E-52 67.65 1620500

18271 GSFETIHVEDSLGHQFATR Unmodified _GSFETIHVEDSLGHQFATR_ B4FMI5_MAIZE 3 711.01162 2130.013 0.70576 -0.23806 0.47558 81.897 81.897 6.40E-03 22.39 26726

18272 GSFETIHVEDSLGHQFATR Unmodified _GSFETIHVEDSLGHQFATR_ B4FMI5_MAIZE 3 711.01162 2130.013 0.69418 -0.28233 0.4192 77.057 77.057 1.57E-11 64.04 306270

18273 GSFGEILK Unmodified _GSFGEILK_ B6STV2_MAIZE 2 425.73709 849.45962 0.19903 0.22373 0.41106 73.349 73.349 3.77E-01 21.91 899660

18274 GSFGEILK Unmodified _GSFGEILK_ B6STV2_MAIZE 2 425.73709 849.45962 0.023105 0.1831 0.19488 73.806 73.806 3.77E-01 16.88 446750

18275 GSFGEILK Unmodified _GSFGEILK_ B6STV2_MAIZE 2 425.73709 849.45962 0.16148 -0.44727 -0.29477 74.211 74.211 1.00E+00 2.21 333410

18276 GSFGEILK Unmodified _GSFGEILK_ B6STV2_MAIZE 2 425.73709 849.45962 0.13457 0.19337 0.31632 64.545 64.545 1.00E+00 15.19 1696900

18277 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.93677 -0.31616 0.6213 88.366 88.366 1.37E-17 80.82 1595900

18278 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.90277 -0.3426 0.56084 88.995 88.995 1.24E-09 56.89 991350

18279 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.87368 -0.72162 0.15298 89.18 89.18 1.02E-03 34.13 1051200

18280 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.86199 -0.89327 -0.030059 88.863 88.863 1.37E-17 57.98 1096000
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18281 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.87858 -0.65037 0.23019 88.575 88.575 1.54E-12 53.81 2044600

18282 GSFITSTGALATLSGAK Unmodified _GSFITSTGALATLSGAK_ PEPCK_MAIZE 2 791.42777 1580.841 0.88554 -0.33266 0.55428 88.694 88.694 1.37E-17 93.85 595550

18283 GSFLDKGEVADR Unmodified _GSFLDKGEVADR_ B6SND3_MAIZE 3 431.88597 1292.6361 -0.13095 -0.074925 -0.20629 52.673 52.673 6.54E-02 37.76 565140

18284 GSFLDKGEVADR Unmodified _GSFLDKGEVADR_ B6SND3_MAIZE 2 647.32532 1292.6361 0.3754 -0.15848 0.2159 52.669 52.669 1.60E-02 75.17 93696

18285 GSFTSVGASGR Unmodified _GSFTSVGASGR_ Q6QP56_MAIZE 2 513.25416 1024.4938 -0.039357 -0.1691 -0.19192 42.595 42.595 4.48E-03 35.4 589110

18286 GSGALEDPSLAGLSGLAPAR Unmodified _GSGALEDPSLAGLSGLAPAR_ B6SZV0_MAIZE 2 919.98397 1837.9534 1.1519 -0.11558 1.0246 91.703 91.703 3.46E-29 83.18 560170

18287 GSGEEIGTYVEK Unmodified _GSGEEIGTYVEK_ B4F8V5_MAIZE 2 634.80388 1267.5932 0.37831 -0.14921 0.22108 52.686 52.686 1.98E-03 42.16 1395900

18288 GSGEEIGTYVEK Unmodified _GSGEEIGTYVEK_ B4F8V5_MAIZE 2 634.80388 1267.5932 0.36875 -0.20315 0.15792 52.702 52.702 1.11E-04 47.42 600460

18289 GSGEEIGTYVEK Unmodified _GSGEEIGTYVEK_ B4F8V5_MAIZE 2 634.80388 1267.5932 0.38848 -0.006842 0.37251 54.979 54.979 1.98E-03 50.99 856550

18290 GSGEEIGTYVEK Unmodified _GSGEEIGTYVEK_ B4F8V5_MAIZE 2 634.80388 1267.5932 0.34235 0.10288 0.43556 54.094 54.094 2.62E-07 64.69 5520900

18293 GSGGSNPPPPPLHMEDFQLEGK Oxidation (M) _GSGGSNPPPPPLHM(ox)EDFQLEGK_ B6SR83_MAIZE 3 769.69519 2306.0637 0.86918 -0.20338 0.66814 67.362 67.362 2.13E-01 13.01 58021

18294 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.92039 0.000118 0.90944 27.118 27.118 3.77E-01 31.36 50881

18295 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.90238 0.3492 1.2392 27.963 27.963 7.88E-01 30.68 33348

18296 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.87194 0.18867 1.0497 27.396 27.396 2.92E-02 45.76 39663

18297 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.90181 0.25001 1.1413 27.631 27.631 1.65E-01 22.56 25400

18298 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.86277 0.38898 1.2406 28.413 28.413 3.77E-01 30.23 79738

18299 GSGIVAAR Unmodified _GSGIVAAR_ B6TFA7_MAIZE 2 365.71394 729.41334 0.95533 0.47653 1.4198 26.972 26.972 2.92E-02 50.45 193460

18300 GSGPSSGGHSYTPIR Unmodified _GSGPSSGGHSYTPIR_ B6TI68_MAIZE 3 487.23566 1458.6852 -0.036307 -0.55792 -0.58663 36.866 36.866 8.03E-01 14.15 543680

18301 GSGPSSGGHSYTPIR Unmodified _GSGPSSGGHSYTPIR_ B6TI68_MAIZE 3 487.23566 1458.6852 -0.12596 0.10017 -0.018388 37.554 37.554 1.00E+00 7.46 21450

18302 GSGPSSGGHSYTPIR Unmodified _GSGPSSGGHSYTPIR_ B6TI68_MAIZE 3 487.23566 1458.6852 -0.07181 0.19928 0.13346 38.958 38.958 8.03E-01 17.45 234400

18303 GSGPSSGGHSYTPIR Unmodified _GSGPSSGGHSYTPIR_ B6TI68_MAIZE 3 487.23566 1458.6852 -0.12474 -0.46039 -0.57759 39.608 39.608 2.34E-01 19.68 3993300

18304 GSGPSSGGHSYTPIR Unmodified _GSGPSSGGHSYTPIR_ B6TI68_MAIZE 3 487.23566 1458.6852 -0.08168 -0.25491 -0.33055 36.727 36.727 2.34E-01 32.81 960340

18305 GSGTSLNLDWK Unmodified _GSGTSLNLDWK_ B4FVH9_MAIZE 2 589.29603 1176.5775 0.16884 0.040767 0.20744 71.008 71.008 4.96E-02 39.61 773120

18306 GSGYSDLGPR Unmodified _GSGYSDLGPR_ Q8LJR0_MAIZE 2 504.74089 1007.4672 -0.13163 -0.52094 -0.65055 43.932 43.932 4.40E-02 42.03 157010

18307 GSGYSDLGPR Unmodified _GSGYSDLGPR_ Q8LJR0_MAIZE 2 504.74089 1007.4672 -0.030877 -0.18467 -0.21577 46.608 46.608 1.25E-02 49.67 975510

18308 GSGYVDNTNYR Unmodified _GSGYVDNTNYR_ B6UBU3_MAIZE 2 623.27837 1244.5422 0.31802 -0.77617 -0.45992 43.471 43.471 1.67E-02 57.05 457690

18309 GSGYVDNTNYR Unmodified _GSGYVDNTNYR_ B6UBU3_MAIZE 2 623.27837 1244.5422 0.33614 -0.24501 0.087872 44.28 44.28 3.57E-04 47.28 1178400

18310 GSIEELR Unmodified _GSIEELR_ B4FCC0_MAIZE 2 402.21652 802.41848 0.1261 0.21868 0.31388 42.986 42.986 1.86E-01 29.45 194700

18311 GSIEELR Unmodified _GSIEELR_ B4FCC0_MAIZE 2 402.21652 802.41848 0.39146 0.20931 0.56959 42.761 42.761 1.00E+00 18.06 957070

18312 GSIEELR Unmodified _GSIEELR_ B4FCC0_MAIZE 2 402.21652 802.41848 0.13478 1.3481 1.4473 53.742 53.742 1.00E+00 4.14 128070

18313 GSIFPPFTNIR Unmodified _GSIFPPFTNIR_ Q9ZRH5_MAIZE 2 624.84041 1247.6663 0.3206 92.913 92.913 1.00E+00 8.28

18314 GSIFPPFTNIR Unmodified _GSIFPPFTNIR_ Q9ZRH5_MAIZE 2 624.84041 1247.6663 0.34551 0.39166 0.73815 93.182 93.182 3.83E-01 23.07 871250

18315 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 3 1238.9669 3713.8788 1.2084 0.38683 1.6013 115.16 115.16 1.21E-09 48.51 421420

18316 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 3 1238.9669 3713.8788 1.3073 -0.12131 1.193 119.86 119.86 3.46E-01 21.36 194640
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18317 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 3 1238.9669 3713.8788 1.1916 0.058551 1.2562 118.07 118.07 3.21E-12 61.29 872790

18318 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 3 1238.9669 3713.8788 1.2075 -0.11835 1.0956 121.17 121.17 2.42E-15 63.08 628960

18319 GSIVSLASVASAIGGTGPHVYTASK Unmodified _GSIVSLASVASAIGGTGPHVYTASK_ B6TKU7_MAIZE 3 777.41653 2329.2278 0.92139 2.5693 3.4902 100.23 100.23 7.59E-08 64.66 756830

18320 GSIVSLASVASAIGGTGPHVYTASK Unmodified _GSIVSLASVASAIGGTGPHVYTASK_ B6TKU7_MAIZE 3 777.41653 2329.2278 0.84632 -0.033977 0.81513 102.37 102.37 2.77E-20 86.06 1916600

18321 GSIVSLASVASAIGGTGPHVYTASK Unmodified _GSIVSLASVASAIGGTGPHVYTASK_ B6TKU7_MAIZE 2 1165.6212 2329.2278 1.1602 0.005951 1.1699 102.36 102.36 8.12E-10 63.32 188230

18322 GSLGGDAEPQGAR Acetyl (Protein N-term) _(ac)GSLGGDAEPQGAR_ B6UG11_MAIZE 2 628.79692 1255.5793 0.25023 0.089283 0.33285 49.236 49.236 1.47E-03 46.38 5419700

18331 GSLNLLAGLGGFAVEAVVGAAVTK Unmodified _GSLNLLAGLGGFAVEAVVGAAVTK_ P93644_MAIZE 3 738.7546 2213.242 0.88404 -0.076321 0.81043 137.13 137.13 1.85E-07 49.11 105050

18332 GSLPQSGPEIMR Oxidation (M) _GSLPQSGPEIM(ox)R_ B4FEN4_MAIZE 2 644.32172 1286.6289 0.35867 0.24769 0.59789 49.427 49.427 3.91E-01 30.97 116190

18333 GSLPQSGPEIMR Oxidation (M) _GSLPQSGPEIM(ox)R_ B4FEN4_MAIZE 2 644.32172 1286.6289 0.41496 0.15473 0.56191 49.227 49.227 2.07E-09 43.99 611770

18334 GSLPQSGPEIMR Oxidation (M) _GSLPQSGPEIM(ox)R_ B4FEN4_MAIZE 2 644.32172 1286.6289 0.40453 0.078229 0.47433 52.481 52.481 9.49E-04 49.85 283890

18335 GSLYALVLPVLDGGFR Unmodified _GSLYALVLPVLDGGFR_ B6UBW7_MAIZE 2 838.97215 1675.9297 1.0297 0.4334 1.4661 124.33 124.33 7.01E-14 38.94 987310

18336 GSLYALVLPVLDGGFR Unmodified _GSLYALVLPVLDGGFR_ B6UBW7_MAIZE 2 838.97215 1675.9297 1.0409 0.25611 1.3005 124.77 124.77 7.01E-14 47.16 622790

18337 GSLYALVLPVLDGGFR Unmodified _GSLYALVLPVLDGGFR_ B6UBW7_MAIZE 2 838.97215 1675.9297 1.0328 0.28209 1.3183 125.04 125.04 1.48E-07 36.81 553530

18338 GSLYALVLPVLDGGFR Unmodified _GSLYALVLPVLDGGFR_ B6UBW7_MAIZE 2 838.97215 1675.9297 1.0704 0.44915 1.5232 125.52 125.52 1.48E-07 35.68 529640

18339 GSNDTIYDFYGFPK Unmodified _GSNDTIYDFYGFPK_ B4FQS1_MAIZE 2 812.36992 1622.7253 0.99368 0.26361 1.2607 96.751 96.751 1.95E-13 40.79 645710

18340 GSNDTIYDFYGFPK Unmodified _GSNDTIYDFYGFPK_ B4FQS1_MAIZE 2 812.36992 1622.7253 0.95095 -0.015893 0.93894 96.889 96.889 2.00E-19 66.75 778160

18341 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.52455 0.14959 0.65611 55.741 55.741 1.68E-09 71.68 1629500

18342 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.48773 -0.22397 0.24674 55.919 55.919 2.05E-12 72.07 764990

18343 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.52008 -0.019343 0.48281 57.832 57.832 7.72E-03 51.08 1084800

18344 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.56928 -0.25808 0.2943 57.11 57.11 7.72E-03 44.79 321890

18345 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.54793 0.1423 0.67297 57.747 57.747 1.11E-04 68.52 647130

18346 GSNQLVIDEAER Unmodified _GSNQLVIDEAER_ B4F8V9_MAIZE 2 665.83351 1329.6525 0.54062 -0.53108 -0.007073 57.83 57.83 1.68E-09 69.32 674560

18347 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 3 573.30883 1716.9046 0.1625 -0.008915 0.13421 88.105 88.105 1.00E+00 13.56 1380800

18348 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 3 573.30883 1716.9046 0.19623 0.10875 0.28436 88.902 88.902 7.63E-01 16.7 441320

18349 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 3 573.30883 1716.9046 0.13943 0.018447 0.13844 88.449 88.449 3.78E-02 20.78 740740

18350 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 3 573.30883 1716.9046 0.15897 0.092592 0.23267 88.743 88.743 1.00E+00 4.04 1453100

18351 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 3 573.30883 1716.9046 0.030662 0.17997 0.19076 88.418 88.418 3.78E-02 26.11 19474000

18352 GSPADRYDVLALELAK Unmodified _GSPADRYDVLALELAK_ B4G1C2_MAIZE 2 859.4596 1716.9046 1.079 -0.7065 0.35445 88.411 88.411 1.02E-04 39.63 2925400

18353 GSPLALAQAHETR Unmodified _GSPLALAQAHETR_ B4F7S1_MAIZE 2 675.85986 1349.7052 0.56111 0.64082 1.1834 54.064 54.064 2.61E-08 67.85 668420

18354 GSPLVTCLLEGPAGSGK Unmodified _GSPLVTCLLEGPAGSGK_ B4FFH4_MAIZE 2 821.92708 1641.8396 1.146 -2.332 -1.1761 90.258 90.258 1.54E-12 68.32 985180

18355 GSPLVTCLLEGPAGSGK Unmodified _GSPLVTCLLEGPAGSGK_ B4FFH4_MAIZE 2 821.92708 1641.8396 0.94448 0.29904 1.2514 90.884 90.884 1.24E-09 50.1 363440

18356 GSPLVTCLLEGPAGSGK Unmodified _GSPLVTCLLEGPAGSGK_ B4FFH4_MAIZE 2 821.92708 1641.8396 0.96352 -0.83252 0.13983 91.075 91.075 1.37E-17 56.56 186270

18357 GSPLVTCLLEGPAGSGK Unmodified _GSPLVTCLLEGPAGSGK_ B4FFH4_MAIZE 2 821.92708 1641.8396 1.0227 -0.59737 0.43321 90.84 90.84 1.24E-09 66.87 258670

18358 GSPSFQGAWFK Unmodified _GSPSFQGAWFK_ B6TH05_MAIZE 2 606.29583 1210.5771 0.28264 -0.24011 0.050341 79.334 79.334 1.67E-02 41.49 712920
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18359 GSQAIEAHR Acetyl (Protein N-term) _(ac)GSQAIEAHR_ B4FSC2_MAIZE 2 505.75433 1009.4941 -0.094631 0.047563 -0.074667 38.047 38.047 1.01E-02 41.38 111210

18360 GSSFQIEVEPTDK Unmodified _GSSFQIEVEPTDK_ B4FR10_MAIZE 2 718.84882 1435.6831 0.80599 1.0123 1.8172 68.169 68.169 6.20E-03 42.35 348100

18361 GSSGFSWTLPDHPK Acetyl (Protein N-term) _(ac)GSSGFSWTLPDHPK_ B6TGG2_MAIZE 2 779.37026 1556.726 0.8659 -0.78986 0.082466 86.345 86.345 2.96E-06 56.18 1860100

18362 GSSGFSWTLPDHPK Acetyl (Protein N-term) _(ac)GSSGFSWTLPDHPK_ B6TGG2_MAIZE 2 779.37026 1556.726 0.88972 -0.10766 0.78774 86.836 86.836 2.25E-03 41.02 728110

18363 GSSGFSWTLPDHPK Acetyl (Protein N-term) _(ac)GSSGFSWTLPDHPK_ B6TGG2_MAIZE 2 779.37026 1556.726 0.86801 -0.10979 0.76357 87.204 87.204 7.64E-09 45.81 1797600

18364 GSSGFSWTLPDHPK Acetyl (Protein N-term) _(ac)GSSGFSWTLPDHPK_ B6TGG2_MAIZE 2 779.37026 1556.726 0.89406 -0.26441 0.63637 86.905 86.905 3.56E-04 41.34 917180

18365 GSSNLSTDLNGK Unmodified _GSSNLSTDLNGK_ B6T7J1_MAIZE 2 596.79385 1191.5731 0.20141 0.069743 0.26162 45.011 45.011 2.62E-07 43.82 627280

18366 GSSQADKPLR Acetyl (Protein N-term) _(ac)GSSQADKPLR_ B4G0V8_MAIZE 2 550.78837 1099.5622 0.24888 -0.020841 0.20702 30.135 30.135 4.40E-02 48.42 37429

18367 GSSQADKPLR Acetyl (Protein N-term) _(ac)GSSQADKPLR_ B4G0V8_MAIZE 2 550.78837 1099.5622 0.045235 -0.003345 0.021572 33.144 33.144 1.45E-01 71.03 72728

18368 GSSSCTNGLLWLTR Unmodified _GSSSCTNGLLWLTR_ B4FFS7_MAIZE 2 776.38284 1550.7511 0.85144 -0.37591 0.48121 89.158 89.158 2.25E-03 47.51 428190

18370 GSSTACIITLK Unmodified _GSSTACIITLK_ B4F9L2_MAIZE 2 575.81045 1149.6064 0.040324 -0.35278 -0.31262 62.518 62.518 4.96E-02 25.71 749210

18371 GSSVGDAGGAADR Unmodified _GSSVGDAGGAADR_ B4FZM3_MAIZE 2 560.25489 1118.4952 0.16417 -0.048072 0.12507 26.934 26.934 1.15E-02 52.57 55719

18372 GSSVGDAGGAADR Unmodified _GSSVGDAGGAADR_ B4FZM3_MAIZE 2 560.25489 1118.4952 0.1388 -0.099279 0.048434 26.415 26.415 1.47E-03 65.82 605120

18373 GSTDASSAAAQVK Unmodified _GSTDASSAAAQVK_ B4F9N8_MAIZE 2 596.79385 1191.5731 0.31266 -0.038313 0.2655 33.389 33.389 1.47E-03 46.58 98739

18374 GSTDASSAAAQVK Unmodified _GSTDASSAAAQVK_ B4F9N8_MAIZE 2 596.79385 1191.5731 0.31048 1.8729 2.1709 34.93 34.93 4.68E-05 73.09 173270

18375 GSTDASSAAAQVK Unmodified _GSTDASSAAAQVK_ B4F9N8_MAIZE 2 596.79385 1191.5731 0.32397 0.21865 0.53373 34.13 34.13 1.47E-03 28.82 152880

18376 GSTDASSAAAQVK Unmodified _GSTDASSAAAQVK_ B4F9N8_MAIZE 2 596.79385 1191.5731 0.24582 -0.041102 0.19652 34.944 34.944 4.68E-05 55.01 632330

18377 GSTDASSAAAQVK Unmodified _GSTDASSAAAQVK_ B4F9N8_MAIZE 2 596.79385 1191.5731 0.25137 0.15673 0.39843 35.042 35.042 2.61E-08 85.73 873990

18378 GSTDQHAYIQQLR Unmodified _GSTDQHAYIQQLR_ B6TAY2_MAIZE 3 506.25494 1515.743 0.0022095 0.11945 0.11497 49.795 49.795 3.08E-01 18.22 1291000

18379 GSTDQHAYIQQLR Unmodified _GSTDQHAYIQQLR_ B6TAY2_MAIZE 3 506.25494 1515.743 -0.11707 0.010895 -0.11193 52.281 52.281 8.46E-03 33.52 2987300

18380 GSTDQHAYIQQLR Unmodified _GSTDQHAYIQQLR_ B6TAY2_MAIZE 2 758.87878 1515.743 0.85959 0.092044 0.94576 52.282 52.282 4.68E-05 55.17 528430

18381 GSTLLGFK Unmodified _GSTLLGFK_ B4FQM2_MAIZE 2 411.73963 821.4647 0.29304 0.481 0.77477 63.266 63.266 1.00E+00 5.57 1406200

18382 GSTLLGFK Unmodified _GSTLLGFK_ B4FQM2_MAIZE 2 411.73963 821.4647 0.11263 0.40881 0.52322 65.141 65.141 3.77E-01 36.44 5765800

18383 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.48635 -0.092198 0.37357 75.664 75.664 2.00E-01 25.06 1135600

18384 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.4496 -0.38355 0.046094 76.377 76.377 1.11E-04 62.94 738460

18385 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.45546 -0.1821 0.2534 76.884 76.884 1.11E-04 71.92 1290300

18386 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.47528 -0.44253 0.013388 76.428 76.428 1.60E-02 23.31 650060

18387 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.44606 -0.22285 0.2033 76.289 76.289 1.98E-03 49.05 1409600

18388 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.4488 -0.006448 0.42216 76.647 76.647 2.62E-07 54.16 3191200

18389 GSTNLESIQILK Unmodified _GSTNLESIQILK_ B6T8X5_MAIZE 2 651.86682 1301.7191 0.39363 -0.38563 -0.012173 76.293 76.293 1.60E-02 30.53 1023100

18390 GSTVAVFGLGAVGLAAAEGAR Unmodified _GSTVAVFGLGAVGLAAAEGAR_ Q5GA23_MAIZE 2 937.51016 1873.0058 1.2089 -0.047064 1.1657 107.7 107.7 2.39E-60 90.02 339690

18391 GSTVAVFGLGAVGLAAAEGAR Unmodified _GSTVAVFGLGAVGLAAAEGAR_ Q5GA23_MAIZE 2 937.51016 1873.0058 1.1365 -0.1331 1.0066 108.57 108.57 2.39E-60 99.35 229060

18392 GSVAFTIDCTKPVEDK Unmodified _GSVAFTIDCTKPVEDK_ B6THM9_MAIZE 3 589.62583 1765.8556 0.13015 -0.26653 -0.12466 65.923 65.923 2.89E-01 28.04 617360

18393 GSVANVAAK Unmodified _GSVANVAAK_ B4FR08_MAIZE 2 408.73233 815.45012 0.43842 0.22876 0.6509 24.84 24.84 1.00E+00 13.58 6444.5
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18394 GSVANVAAK Unmodified _GSVANVAAK_ B4FR08_MAIZE 2 408.73233 815.45012 0.29224 0.48469 0.76022 25.472 25.472 1.12E-01 19.28 104440

18395 GSVATDSAVTQTK Unmodified _GSVATDSAVTQTK_ B6TWB2_MAIZE 2 632.82261 1263.6307 0.33603 0.44486 0.79287 34.352 34.352 1.47E-03 56.75 1073900

18396 GSVDAAIAVPVPAAEEK Acetyl (Protein N-term) _(ac)GSVDAAIAVPVPAAEEK_ B4FQP4_MAIZE 2 833.43833 1664.8621 1.023 -0.33398 0.67389 87.46 87.46 7.46E-02 6.64 1696900

18397 GSVDAAIAVPVPAAEEK Acetyl (Protein N-term) _(ac)GSVDAAIAVPVPAAEEK_ B4FQP4_MAIZE 2 833.43833 1664.8621 1.05 -0.288 0.74748 87.639 87.639 5.92E-01 10.96 29570

18398 GSVDAAIAVPVPAAEEK Acetyl (Protein N-term) _(ac)GSVDAAIAVPVPAAEEK_ B4FQP4_MAIZE 2 833.43833 1664.8621 0.97772 -0.33262 0.62975 87.95 87.95 2.47E-02 11.85 1325700

18399 GSVDAAIAVPVPAAEEK Acetyl (Protein N-term) _(ac)GSVDAAIAVPVPAAEEK_ B4FQP4_MAIZE 2 833.43833 1664.8621 1.0217 -0.40075 0.60548 87.248 87.248 2.47E-02 14.44 2784800

18400 GSVDVTNSYAVPFEEDDKDPR Unmodified _GSVDVTNSYAVPFEEDDKDPR_ B4FS63_MAIZE 3 780.69239 2339.0553 0.89909 -0.29313 0.6105 75.816 75.816 2.43E-04 36.48 2340900

18401 GSVEVCFAYADVDAAYKR Unmodified _GSVEVCFAYADVDAAYKR_ B6SGF3_MAIZE 3 674.31928 2019.936 0.52816 -0.4781 0.04958 83.426 83.426 6.30E-02 19.21 362770

18402 GSVEVCFAYADVDAAYKR Unmodified _GSVEVCFAYADVDAAYKR_ B6SGF3_MAIZE 3 674.31928 2019.936 0.5661 0.077361 0.64244 137.17 137.17 9.21E-01 19.31 59409

18403 GSVGAGVEAAER Unmodified _GSVGAGVEAAER_ Q03462_MAIZE 2 551.778 1101.5415 0.12918 0.19929 0.32108 40.695 40.695 1.98E-03 65.38 278050

18404 GSVSFTIDCTKPVEDK Unmodified _GSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 2 891.93256 1781.8506 1.143 0.12089 1.2786 64.366 64.366 5.51E-02 22.67 33461

18405 GSVSFTIDCTKPVEDK Unmodified _GSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 3 594.95746 1781.8506 0.10276 0.028292 0.1448 64.371 64.371 1.21E-01 17.65 215360

18406 GSVSFTIDCTKPVEDK Unmodified _GSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 3 594.95746 1781.8506 0.11864 -0.13172 0.0018734 65.736 65.736 1.21E-01 26.76 3854200

18407 GSVSFTIDCTKPVEDK Unmodified _GSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 2 891.93256 1781.8506 1.0713 0.11746 1.2025 65.743 65.743 1.27E-09 68.11 762720

18408 GSVSLVSQLK Unmodified _GSVSLVSQLK_ B6TY60_MAIZE 2 509.30058 1016.5866 -0.68563 61.391 61.391 3.95E-01 11.85

18409 GSVSLVSQLK Unmodified _GSVSLVSQLK_ B6TY60_MAIZE 2 509.30058 1016.5866 -0.26461 61.679 61.679 6.08E-08 75.13

18410 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.023558 2.9653 2.9534 59.599 59.599 1.00E+00 9.77 1380900

18411 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.16891 -0.89789 -1.0465 60.063 60.063 1.00E+00 11.45 566020

18412 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.058088 4.199 4.1512 61.632 61.632 7.11E-01 2.6 1330800

18413 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.053017 0.25116 0.21671 60.949 60.949 1.00E+00 17.56 769700

18414 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.15112 -0.38275 -0.51481 61.416 61.416 7.11E-01 13.66 3414800

18415 GSVVPLDVGK Unmodified _GSVVPLDVGK_ INV1_MAIZE 2 485.78202 969.5495 -0.080967 -0.019686 -0.081267 61.508 61.508 3.43E-01 20.89 3801100

18416 GSYEEAAAQR Unmodified _GSYEEAAAQR_ B6SPZ3_MAIZE 2 541.24908 1080.4836 0.010046 0.19464 0.17237 33.318 33.318 2.81E-03 63.4 20967

18417 GSYNHLIK Unmodified _GSYNHLIK_ B6SU00_MAIZE 3 311.17138 930.49232 1.2569 0.076723 1.3085 35.909 35.909 5.41E-01 23.73 833030

18418 GSYNHLIK Unmodified _GSYNHLIK_ B6SU00_MAIZE 2 466.25343 930.49232 -0.010119 0.025138 -0.0089055 35.926 35.926 5.06E-02 36.22 276640

18419 GTAAAAVVAAFPHIQR Unmodified _GTAAAAVVAAFPHIQR_ B1P123_MAIZE 3 527.29496 1578.8631 -0.079284 -1.1762 -1.258 80.011 80.011 1.00E+00 2.78 1108100

18420 GTAAAAVVAAFPHIQR Unmodified _GTAAAAVVAAFPHIQR_ B1P123_MAIZE 2 790.43881 1578.8631 0.91983 -1.3301 -0.41365 79.908 79.908 7.42E-06 50.37 759930

18421 GTAEVVFAR Unmodified _GTAEVVFAR_ B4FUT7_MAIZE 2 475.25872 948.50288 -0.12721 -0.45938 -0.58162 52.792 52.792 1.12E-01 38.17 23782

18422 GTAEVVFAR Unmodified _GTAEVVFAR_ B4FUT7_MAIZE 2 475.25872 948.50288 -0.32894 54.889 54.889 2.17E-02 58.34

18423 GTAEVVFAR Unmodified _GTAEVVFAR_ B4FUT7_MAIZE 2 475.25872 948.50288 -0.12408 0.054508 -0.06658 52.743 52.743 9.73E-03 43.96 2544300

18424 GTAIVMGPEFLK Oxidation (M) _GTAIVM(ox)GPEFLK_ B6U2I9_MAIZE 2 639.84176 1277.669 0.33801 0.11657 0.45483 74.235 74.235 4.91E-03 31.71 2892500

18425 GTAIVMGPEFLK Unmodified _GTAIVMGPEFLK_ B6U2I9_MAIZE 2 631.8443 1261.674 0.33294 0.65459 0.98378 84.179 84.179 2.00E-01 14.77 881110

18426 GTAIVMGPEFLKK Oxidation (M) _GTAIVM(ox)GPEFLKK_ B6U2I9_MAIZE 3 469.59525 1405.7639 -0.021571 0.10697 0.079522 63.256 63.256 4.29E-02 8.19 420210

18427 GTATTNGSAEQASAPVPALK Acetyl (Protein N-term) _(ac)GTATTNGSAEQASAPVPALK_ B6UIE1_MAIZE 2 956.98417 1911.9538 1.1846 0.20766 1.3814 67.821 67.821 3.79E-06 38.59 1009200
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18428 GTAYVVYEDIYDAK Unmodified _GTAYVVYEDIYDAK_ B6TKN1_MAIZE 2 803.8854 1605.7563 0.97613 0.22191 1.1894 85.817 85.817 3.56E-04 63.24 38258

18429 GTAYVVYEDIYDAK Unmodified _GTAYVVYEDIYDAK_ B6TKN1_MAIZE 2 803.8854 1605.7563 0.93592 0.25825 1.1856 85.236 85.236 2.00E-19 62.12 443830

18430 GTDASGVGDDSMECVYTVFIR Oxidation (M) _GTDASGVGDDSM(ox)ECVYTVFIR_ B6T9W1_MAIZE 2 1147.9988 2293.9831 1.155 -0.040917 1.134 94.643 94.643 2.97E-04 60.55 132830

18431 GTDAVDILEGR Unmodified _GTDAVDILEGR_ B6U4J8_MAIZE 2 573.29348 1144.5724 0.17421 0.67606 0.84884 75.457 75.457 3.57E-04 41.31 732850

18432 GTDAVDILEGR Unmodified _GTDAVDILEGR_ B6U4J8_MAIZE 2 573.29348 1144.5724 0.08332 0.5139 0.5976 75.729 75.729 1.67E-02 42.63 398700

18433 GTDAVDILEGR Unmodified _GTDAVDILEGR_ B6U4J8_MAIZE 2 573.29348 1144.5724 0.078356 -1.373 -1.2917 76.73 76.73 1.00E+00 8.78 785970

18434 GTDAVDILEGR Unmodified _GTDAVDILEGR_ B6U4J8_MAIZE 2 573.29348 1144.5724 0.075999 0.28055 0.35669 76.182 76.182 3.57E-04 77.44 3259000

18435 GTDGSLQTFFCQDELR Unmodified _GTDGSLQTFFCQDELR_ INV1_MAIZE 2 937.42289 1872.8312 1.1453 -0.048228 1.1136 95.199 95.199 1.27E-09 51.79 227230

18436 GTDGSLQTFFCQDELR Unmodified _GTDGSLQTFFCQDELR_ INV1_MAIZE 2 937.42289 1872.8312 1.1839 0.006478 1.2061 95.396 95.396 1.27E-09 80.87 206090

18437 GTDGSLQTFFCQDELR Unmodified _GTDGSLQTFFCQDELR_ INV1_MAIZE 2 937.42289 1872.8312 1.1575 -0.037825 1.1357 95.23 95.23 1.48E-07 71.5 245750

18438 GTDGSLQTFFCQDELR Unmodified _GTDGSLQTFFCQDELR_ INV1_MAIZE 2 937.42289 1872.8312 1.1907 -0.000935 1.2067 94.839 94.839 7.01E-14 74.77 1251600

18439 GTDGSLQTFFCQDELR Unmodified _GTDGSLQTFFCQDELR_ INV1_MAIZE 2 937.42289 1872.8312 1.13 0.035685 1.1826 96.157 96.157 1.48E-07 73.16 442080

18440 GTDTVVLGVEK Unmodified _GTDTVVLGVEK_ A3FMB9_MAIZE 2 559.3086 1116.6027 -0.025068 0.23203 0.22696 56.332 56.332 1.47E-01 16.95 109940

18441 GTDTVVLGVEK Unmodified _GTDTVVLGVEK_ A3FMB9_MAIZE 2 559.3086 1116.6027 -0.0027852 0.090949 0.10781 58.062 58.062 3.57E-04 43.68 1923600

18442 GTDTVVLGVEK Unmodified _GTDTVVLGVEK_ A3FMB9_MAIZE 2 559.3086 1116.6027 -0.049767 0.08353 0.052961 55.927 55.927 4.43E-05 59.59 9416300

18443 GTDVEMKDAENAEDEKK Oxidation (M) _GTDVEM(ox)KDAENAEDEKK_ Q5I204_MAIZE 3 642.2862 1923.8368 0.57028 -0.1791 0.37288 33.127 33.127 1.00E+00 0.93 50880

18444 GTDVEMKDAENAEDEKK Oxidation (M) _GTDVEM(ox)KDAENAEDEKK_ Q5I204_MAIZE 3 642.2862 1923.8368 0.45951 -0.28333 0.15802 33.981 33.981 7.64E-09 50.77 353170

18445 GTDVEMKDAENAEDEKK Oxidation (M) _GTDVEM(ox)KDAENAEDEKK_ Q5I204_MAIZE 4 481.96647 1923.8368 -0.0076687 -0.46474 -0.4893 33.985 33.985 2.75E-01 9.68 237910

18446 GTEGIIQIENPNLVK Unmodified _GTEGIIQIENPNLVK_ B4FS53_MAIZE 2 812.94887 1623.8832 1.0567 -0.056117 0.98578 80.161 80.161 2.05E-04 48.15 623900

18447 GTEHEDEYMISEK Oxidation (M) _GTEHEDEYM(ox)ISEK_ B4FGI9_MAIZE 3 528.55585 1582.6457 -0.083023 -0.2218 -0.32079 43.48 43.48 1.28E-01 20.27 177990

18448 GTEIAMASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR Oxidation (M) _GTEIAM(ox)ASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR_ B6U4D6_MAIZE 4 1180.3107 4717.2137 1.236 -0.35274 0.87841 101.48 101.48 1.01E-02 36.21 1205100

18449 GTEIAMASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR Oxidation (M) _GTEIAM(ox)ASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR_ B6U4D6_MAIZE 4 1180.3107 4717.2137 1.123 -0.18517 0.93292 101.72 101.72 2.28E-01 4.59 1167700

18450 GTEIAMASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR Oxidation (M) _GTEIAM(ox)ASYCSELQYLGNPITNHVQSAEQHNQDVNSLGLVSAR_ B6U4D6_MAIZE 4 1180.3107 4717.2137 1.1525 -0.39705 0.75107 102.59 102.59 1.01E-02 24.96 1179000

18451 GTELPGTGEYNK Unmodified _GTELPGTGEYNK_ B6T2C6_MAIZE 2 633.30405 1264.5935 0.33911 0.35046 0.68067 52.289 52.289 7.72E-03 36.46 565000

18452 GTETIDVTDAVGSNIR Unmodified _GTETIDVTDAVGSNIR_ B4F8V5_MAIZE 2 824.41285 1646.8111 1.0315 0.28758 1.3265 74.385 74.385 7.73E-25 96.69 394700

18453 GTETIDVTDAVGSNIR Unmodified _GTETIDVTDAVGSNIR_ B4F8V5_MAIZE 2 824.41285 1646.8111 1.035 0.19272 1.236 75.067 75.067 7.73E-25 83.48 618840

18454 GTETIDVTDAVGSNIR Unmodified _GTETIDVTDAVGSNIR_ B4F8V5_MAIZE 2 824.41285 1646.8111 0.9828 -0.16533 0.82591 74.678 74.678 1.42E-33 93.4 2840200

18455 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.49643 0.26713 0.75222 43.729 43.729 7.83E-01 19.82 6096400

18456 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.36681 0.11652 0.47404 43.584 43.584 4.46E-01 23.83 5529300

18457 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.47547 -0.083612 0.38254 46.047 46.047 1.86E-01 24.17 10704000

18458 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.37975 -0.16388 0.20591 45.373 45.373 8.04E-02 30.9 23761000

18459 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.44192 1.0927 1.5219 46.067 46.067 1.00E+00 7.47 1315600

18460 GTFANIR Unmodified _GTFANIR_ B4FIT6_MAIZE 2 389.71394 777.41334 0.59826 1.4156 1.9995 45.711 45.711 1.00E+00 13.25 850980

18461 GTFFGNYKPR Unmodified _GTFFGNYKPR_ Q5GA23_MAIZE 2 593.80382 1185.5931 0.16808 -0.39871 -0.22871 56.589 56.589 4.40E-02 55.59 687910
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18462 GTFFGNYKPR Unmodified _GTFFGNYKPR_ Q5GA23_MAIZE 3 396.20497 1185.5931 0.31511 0.11412 0.42929 56.59 56.59 1.00E+00 15.69 1469700

18463 GTFFGNYKPR Unmodified _GTFFGNYKPR_ Q5GA23_MAIZE 2 593.80382 1185.5931 0.15487 0.26449 0.41985 58.153 58.153 4.40E-02 69.24 1343800

18464 GTFFGNYKPR Unmodified _GTFFGNYKPR_ Q5GA23_MAIZE 3 396.20497 1185.5931 0.40562 0.094957 0.50181 58.148 58.148 1.00E+00 8.76 3554900

18465 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 0.12915 0.64907 0.77835 69.113 69.113 1.86E-01 17.61 1300500

18466 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 -0.083386 0.52796 0.44628 70.767 70.767 7.83E-01 25.18 103300

18467 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 -0.039036 0.43629 0.3975 69.728 69.728 1.00E+00 7.85 464530

18468 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 0.070457 0.2384 0.30975 70.179 70.179 4.46E-01 17.4 841090

18469 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 0.032415 0.36356 0.39659 70.32 70.32 1.00E+00 8.48 826090

18470 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 0.09033 0.47532 0.56607 70.487 70.487 4.46E-01 18.71 1321100

18471 GTFIEFR Unmodified _GTFIEFR_ B4FR89_MAIZE 2 435.22943 868.4443 -0.043642 0.19625 0.15487 69.589 69.589 8.04E-02 40.88 21433000

18472 GTFLCCR Unmodified _GTFLCCR_ B6TPJ3_MAIZE 2 457.20457 912.39458 -0.064747 0.0757 0.038283 47.821 47.821 1.86E-01 28.59 2650400

18473 GTGADPFGAPTK Unmodified _GTGADPFGAPTK_ B4FHJ2_MAIZE 2 559.77747 1117.5404 0.039193 -0.29815 -0.2442 51.555 51.555 1.11E-04 69.07 9098500

18474 GTGSGPSASCCSGVR Unmodified _GTGSGPSASCCSGVR_ B6SY96_MAIZE 2 720.30373 1438.5929 0.65087 -0.58954 0.089264 29.594 29.594 1.65E-02 48.14 215830

18475 GTGSGPSASCCSGVR Unmodified _GTGSGPSASCCSGVR_ B6SY96_MAIZE 2 720.30373 1438.5929 0.74178 -0.11867 0.65095 33.077 33.077 3.88E-01 31.59 20960

18476 GTIAGGGVIPHIHK Unmodified _GTIAGGGVIPHIHK_ B4FXB2_MAIZE 3 452.92973 1355.7674 -0.10684 0.29872 0.20074 56.555 56.555 1.00E+00 4.01 40011

18477 GTIAGGGVIPHIHK Unmodified _GTIAGGGVIPHIHK_ B4FXB2_MAIZE 3 452.92973 1355.7674 0.029474 0.068564 0.10656 52.218 52.218 1.00E+00 7.08 539870

18478 GTIAGGGVIPHIHK Unmodified _GTIAGGGVIPHIHK_ B4FXB2_MAIZE 3 452.92973 1355.7674 -0.19042 0.35166 0.16933 56.154 56.154 2.26E-02 28.84 1320300

18479 GTIAGGGVIPHIHK Unmodified _GTIAGGGVIPHIHK_ B4FXB2_MAIZE 2 678.89096 1355.7674 0.54876 -0.33798 0.21944 56.157 56.157 6.31E-03 42.54 186030

18480 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.15314 -0.19221 -0.32974 44.16 44.16 2.81E-03 33.79 6115300

18481 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.081216 -0.27672 -0.34167 46.787 46.787 1.25E-02 32.12 8568700

18482 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.1659 -0.071731 -0.22147 46.899 46.899 2.81E-03 30.33 5740800

18483 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.18038 1.8249 1.6558 47.594 47.594 1.84E-04 55.35 30689000

18484 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.11483 -0.12525 -0.22425 44.946 44.946 4.40E-02 32.48 1454400

18485 GTIEVVGTDK Unmodified _GTIEVVGTDK_ B4FAL9_MAIZE 2 509.7744 1017.5342 -0.11139 0.48942 0.392 48.076 48.076 4.40E-02 51.43 231140

18486 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.88878 0.000849 0.90447 51.21 51.21 2.19E-05 47.37 2456000

18487 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.86541 0.032069 0.91231 51.331 51.331 6.58E-05 30.7 1272000

18488 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.86002 -0.1111 0.76476 53.381 53.381 5.99E-10 39.18 1752300

18489 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.89808 -0.16725 0.74666 53.401 53.401 6.58E-05 31.81 1246800

18490 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.88361 -0.19963 0.70001 53.277 53.277 6.58E-05 28.27 1880600

18491 GTIEVVGTDKETTTQGHDDLGK Unmodified _GTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 3 767.71168 2300.1132 0.82327 -0.18088 0.65807 53.933 53.933 9.90E-22 59.64 14410000

18492 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 3 819.74538 2456.2143 0.99389 -0.012578 0.99317 47.691 47.691 1.82E-07 50.92 1130000

18493 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 4 615.06085 2456.2143 0.27712 0.033021 0.32247 47.693 47.693 2.39E-01 10.51 7874300

18494 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 4 615.06085 2456.2143 0.26339 -0.80402 -0.52662 47.701 47.701 4.92E-01 1.12 2248700

18495 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 4 615.06085 2456.2143 0.30056 -0.87252 -0.559 50.041 50.041 4.92E-01 9.16 3887100
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18496 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 3 819.74538 2456.2143 0.99351 -0.081593 0.92354 50.547 50.547 6.36E-09 40.79 3785500

18497 GTIEVVGTDKETTTQGHDDLGKR Unmodified _GTIEVVGTDKETTTQGHDDLGKR_ B4FAL9_MAIZE 4 615.06085 2456.2143 0.21751 -0.052687 0.17632 50.557 50.557 1.00E+00 1.57 31537000

18498 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.66954 1.4749 2.1293 48.676 48.676 1.86E-01 25.12 4794400

18499 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.49761 0.14438 0.31735 48.895 48.895 8.04E-02 24.9 688120

18500 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.67928 -0.07767 0.59044 51.143 51.143 1.86E-01 20.64 411280

18501 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.64932 0.095676 0.73374 50.489 50.489 4.46E-01 15.19 495270

18502 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.69533 -0.19148 0.49151 50.742 50.742 4.46E-01 20.36 475360

18503 GTILGYK Unmodified _GTILGYK_ B6T8S6_MAIZE 2 376.22107 750.42759 0.40352 0.31962 0.71225 52.415 52.415 1.86E-01 18.99 1229000

18504 GTILPGHK Unmodified _GTILPGHK_ B4FTD2_MAIZE 2 411.74525 821.47594 0.34286 -0.055843 0.2855 30.627 30.627 1.65E-01 16.15 258480

18505 GTILPGHK Unmodified _GTILPGHK_ B4FTD2_MAIZE 2 411.74525 821.47594 0.13678 0.36892 0.50351 29.211 29.211 1.00E+00 9.35 49837

18506 GTILPGHK Unmodified _GTILPGHK_ B4FTD2_MAIZE 2 411.74525 821.47594 0.23264 -0.33991 -0.10757 31.939 31.939 5.06E-02 23.66 1289000

18507 GTILPGHK Unmodified _GTILPGHK_ B4FTD2_MAIZE 2 411.74525 821.47594 0.41171 -0.22837 0.1832 30.01 30.01 1.00E+00 17.47 59640

18508 GTILPGITR Unmodified _GTILPGITR_ B6STR2_MAIZE 2 464.28473 926.55492 0.0011588 -0.31882 -0.31795 64.718 64.718 1.00E+00 21.06 715450

18509 GTILPGITR Unmodified _GTILPGITR_ B6STR2_MAIZE 2 464.28473 926.55492 -0.10054 0.076574 -0.025293 66.569 66.569 1.01E-02 32.05 4169000

18510 GTITASGDLVPLSYIAGLITGR Unmodified _GTITASGDLVPLSYIAGLITGR_ B6U4D6_MAIZE 2 1088.1046 2174.1947 1.2248 -0.10358 1.1224 128.39 128.39 6.11E-03 24.32 793830

18511 GTITASGDLVPLSYIAGLITGR Unmodified _GTITASGDLVPLSYIAGLITGR_ B6U4D6_MAIZE 3 725.73884 2174.1947 0.82335 -0.015453 0.80865 130.19 130.19 1.68E-01 6.83 80036

18512 GTITASGDLVPLSYIAGLITGR Unmodified _GTITASGDLVPLSYIAGLITGR_ B6U4D6_MAIZE 2 1088.1046 2174.1947 1.2836 0.055843 1.3407 130.15 130.15 3.03E-22 76.75 511210

18513 GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR Unmodified _GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR_ B6U4D6_MAIZE 3 1095.2597 3282.7572 1.1874 -0.028817 1.1625 125.19 125.19 1.24E-05 49.86 1602800

18514 GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR Unmodified _GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR_ B6U4D6_MAIZE 3 1095.2597 3282.7572 1.2182 0.17617 1.3977 129.24 129.24 1.00E+00 8.04 181990

18515 GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR Unmodified _GTITASGDLVPLSYIAGLITGRPNAQAVTVDGR_ B6U4D6_MAIZE 3 1095.2597 3282.7572 1.2766 0.002648 1.2835 129.55 129.55 1.00E+00 7.91 621060

18516 GTLEGSGSGFEWLK Unmodified _GTLEGSGSGFEWLK_ B4FS88_MAIZE 2 734.35936 1466.7042 0.78944 -1.0149 -0.22204 86.802 86.802 1.49E-02 52.34 316120

18517 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPM(ox)CGMNLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.099 -0.63469 0.4738 97.136 97.136 2.05E-04 42.58 637600

18518 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPM(ox)CGMNLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.083 -0.38054 0.71127 97.653 97.653 1.02E-03 42.37 353460

18519 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPM(ox)CGMNLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.0854 -0.096354 0.99827 97.528 97.528 1.60E-05 51.76 336770

18520 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPMCGM(ox)NLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.1294 -0.079545 1.0584 96.211 96.211 6.37E-03 31.48 548920

18521 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPM(ox)CGMNLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.1034 -0.37987 0.7328 97.655 97.655 1.12E-07 63.15 866190

18522 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPMCGM(ox)NLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.0719 -0.08171 0.99933 95.867 95.867 7.01E-11 71.01 3569700

18523 GTLFPMCGMNLAFDR Oxidation (M) _GTLFPM(ox)CGMNLAFDR_ B4FQX1_MAIZE 2 873.39403 1744.7735 1.0908 -0.73165 0.36816 97.205 97.205 1.04E-33 73.59 6577900

18524 GTLFPMCGMNLAFDR Unmodified _GTLFPMCGMNLAFDR_ B4FQX1_MAIZE 2 865.39658 1728.7786 1.0815 -0.45981 0.62904 109.2 109.2 6.53E-30 63.63 1437500

18525 GTLFPMCGMNLAFDR Unmodified _GTLFPMCGMNLAFDR_ B4FQX1_MAIZE 2 865.39658 1728.7786 1.1234 -0.26208 0.86854 110.01 110.01 2.05E-04 52.96 437270

18526 GTLFPMCGMNLAFDR Unmodified _GTLFPMCGMNLAFDR_ B4FQX1_MAIZE 2 865.39658 1728.7786 1.0797 -0.52925 0.55723 109.37 109.37 7.01E-11 69.75 1744900

18527 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.0716 -0.29944 0.78338 85.564 85.564 1.25E-07 45.08 364000

18528 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.0712 -0.3511 0.73122 85.895 85.895 7.01E-11 44.49 991160

18529 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.0571 -0.43927 0.62975 85.565 85.565 1.02E-23 59.46 1085700
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18530 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.1433 -0.29419 0.86094 85.315 85.315 7.01E-11 53.46 693860

18531 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.0904 -0.38194 0.7197 85.826 85.826 1.23E-13 50.42 2090300

18532 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.0792 -0.95877 0.13247 85.469 85.469 3.92E-24 55.73 13146000

18533 GTLFPMCGMNLAFDR 2 Oxidation (M) _GTLFPM(ox)CGM(ox)NLAFDR_ B4FQX1_MAIZE 2 881.39149 1760.7684 1.1492 -0.59983 0.56045 94.859 94.859 3.88E-01 2.51 340300

18534 GTLGEAVDMETIHK Oxidation (M) _GTLGEAVDM(ox)ETIHK_ Q71RX2_MAIZE 3 506.24858 1515.7239 -0.12846 -0.36518 -0.49476 54.414 54.414 1.36E-02 18.56 3150600

18535 GTLGEAVDMETIHK Oxidation (M) _GTLGEAVDM(ox)ETIHK_ Q71RX2_MAIZE 2 758.86923 1515.7239 0.75918 -0.024094 0.73381 54.405 54.405 3.48E-20 63.3 2577400

18536 GTLGEAVDMETIHK Unmodified _GTLGEAVDMETIHK_ Q71RX2_MAIZE 3 500.91694 1499.729 -0.046223 0.082301 0.032108 63.425 63.425 4.40E-03 26.21 2062600

18537 GTLGEAVDMETIHK Unmodified _GTLGEAVDMETIHK_ Q71RX2_MAIZE 2 750.87177 1499.729 0.82361 -0.16974 0.65107 63.412 63.412 2.25E-03 78.42 1205800

18538 GTLHSVDQYLNIK Unmodified _GTLHSVDQYLNIK_ B6UER1_MAIZE 3 496.59994 1486.778 -0.24869 -0.16908 -0.42304 76.151 76.151 1.60E-02 42.12 539350

18539 GTLNVLGSCK Unmodified _GTLNVLGSCK_ B4G1Y5_MAIZE 2 524.77641 1047.5383 -0.21476 0.026867 -0.17994 54.868 54.868 1.00E+00 8.64 346520

18540 GTLNVLGSCK Unmodified _GTLNVLGSCK_ B4G1Y5_MAIZE 2 524.77641 1047.5383 -0.055636 0.77851 0.72989 57.056 57.056 2.81E-03 53.14 1340500

18541 GTLSFSWVDESR Unmodified _GTLSFSWVDESR_ B6T5T8_MAIZE 2 692.3306 1382.6466 0.48412 -0.67665 -0.18547 89.811 89.811 1.98E-03 41.79 103270

18542 GTLTDGSVFDSSYDR Unmodified _GTLTDGSVFDSSYDR_ B4FUK2_MAIZE 2 810.36282 1618.7111 0.90951 -0.16316 0.76238 76.685 76.685 6.53E-30 96.49 2337800

18543 GTMFGYNDLFVDPR Oxidation (M) _GTM(ox)FGYNDLFVDPR_ B4F7V1_MAIZE 2 824.37722 1646.7399 1.0516 -0.67991 0.38516 92.487 92.487 6.31E-03 23.43 187400

18544 GTMFGYNDLFVDPR Oxidation (M) _GTM(ox)FGYNDLFVDPR_ B4F7V1_MAIZE 2 824.37722 1646.7399 0.96488 -0.3195 0.65856 92.667 92.667 7.68E-22 89.72 2869200

18545 GTNAVDVLEGR Unmodified _GTNAVDVLEGR_ B6SKP8_MAIZE 2 565.79365 1129.5728 0.14733 -0.028543 0.12022 65.789 65.789 3.57E-04 49.42 995120

18546 GTNAVDVLEGR Unmodified _GTNAVDVLEGR_ B6SKP8_MAIZE 2 565.79365 1129.5728 0.24014 0.59589 0.83711 65.215 65.215 4.43E-05 51.08 407040

18547 GTNAVDVLEGR Unmodified _GTNAVDVLEGR_ B6SKP8_MAIZE 2 565.79365 1129.5728 0.048334 0.094074 0.14392 65.536 65.536 4.43E-05 80.71 2686700

18548 GTNAVTLK Unmodified _GTNAVTLK_ B4FZA1_MAIZE 2 402.23471 802.45487 0.43664 0.24919 0.68218 30.946 30.946 1.90E-02 36.13 266060

18549 GTNESETLYCVYVAIGQK Unmodified _GTNESETLYCVYVAIGQK_ ATPAM_MAIZE 2 1016.4882 2030.9619 1.2314 0.06601 1.2955 98.418 98.418 3.54E-16 84.46 1118900

18550 GTNESETLYCVYVAIGQK Unmodified _GTNESETLYCVYVAIGQK_ ATPAM_MAIZE 3 677.99458 2030.9619 0.61372 0.092599 0.70352 98.45 98.45 1.02E-02 31.07 1049800

18551 GTNESETLYCVYVAIGQK Unmodified _GTNESETLYCVYVAIGQK_ ATPAM_MAIZE 3 677.99458 2030.9619 0.59561 0.23125 0.82385 99.133 99.133 2.10E-02 18.35 613700

18552 GTNESETLYCVYVAIGQK Unmodified _GTNESETLYCVYVAIGQK_ ATPAM_MAIZE 2 1016.4882 2030.9619 1.1851 0.1761 1.3588 99.105 99.105 1.77E-34 76.92 434820

18553 GTNESETLYCVYVAIGQK Unmodified _GTNESETLYCVYVAIGQK_ ATPAM_MAIZE 2 1016.4882 2030.9619 1.2425 0.18524 1.426 99.173 99.173 3.87E-04 60.99 439050

18554 GTNFEIEASPDASVADVK Unmodified _GTNFEIEASPDASVADVK_ B4FZM9_MAIZE 2 925.44435 1848.8741 1.1288 0.17895 1.304 75.788 75.788 8.94E-06 50.08 69151

18555 GTNFEIEASPDASVADVK Unmodified _GTNFEIEASPDASVADVK_ B4FZM9_MAIZE 2 925.44435 1848.8741 1.1905 0.059808 1.2458 75.972 75.972 4.65E-12 51.38 889660

18556 GTNFEIEASPDASVAEVK Unmodified _GTNFEIEASPDASVAEVK_ B6TB61_MAIZE 2 932.45217 1862.8898 1.1674 -0.075848 1.083 75.939 75.939 1.18E-19 89.2 463600

18557 GTNTSPENFVTPDFPATWGAMEK Oxidation (M) _GTNTSPENFVTPDFPATWGAM(ox)EK_ A2T1W7_MAIZE 2 1257.0681 2512.1217 1.1624 0.22669 1.3964 97.58 97.58 1.74E-18 66.03 703080

18558 GTNTSPENFVTPDFPATWGAMEK Unmodified _GTNTSPENFVTPDFPATWGAMEK_ A2T1W7_MAIZE 2 1249.0706 2496.1267 1.2244 0.45714 1.6872 105.05 105.05 1.12E-03 47.92 341440

18559 GTPGDWSHIIK Unmodified _GTPGDWSHIIK_ B4FUH2_MAIZE 2 605.81439 1209.6142 0.28806 0.081797 0.37378 66.876 66.876 3.83E-01 41.47 1465400

18560 GTPGDWSHIIK Unmodified _GTPGDWSHIIK_ B4FUH2_MAIZE 2 605.81439 1209.6142 0.25865 0.049007 0.312 67.713 67.713 3.83E-01 32.95 606430

18561 GTPGDWSHIIK Unmodified _GTPGDWSHIIK_ B4FUH2_MAIZE 3 404.21202 1209.6142 0.34729 0.18069 0.5297 68.539 68.539 1.00E+00 1.34 507580

18562 GTPGDWSHIIK Unmodified _GTPGDWSHIIK_ B4FUH2_MAIZE 3 404.21202 1209.6142 0.30472 0.13862 0.44664 68.44 68.44 1.00E+00 5.23 1376000

18563 GTPQIEVTFEVDANGILNVK Unmodified _GTPQIEVTFEVDANGILNVK_ B4FW90_MAIZE 2 1072.5653 2143.1161 1.2169 0.68068 1.8986 136.94 136.94 6.57E-12 50.63 335240
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18564 GTPQIEVTFEVDANGILNVK Unmodified _GTPQIEVTFEVDANGILNVK_ B4FW90_MAIZE 2 1072.5653 2143.1161 1.3817 0.26341 1.6468 136.93 136.93 1.14E-03 33.92 59065

18565 GTQCANIVEHFGFTHLSAGDLLR Unmodified _GTQCANIVEHFGFTHLSAGDLLR_ B4FM96_MAIZE 3 848.42017 2542.2387 1.0657 -0.16041 0.9138 105.02 105.02 4.10E-06 37.89 260440

18566 GTQDLLPFVK Unmodified _GTQDLLPFVK_ B6U134_MAIZE 2 559.31623 1116.6179 0.089459 0.33214 0.42901 86.331 86.331 1.00E+00 0.89 1457400

18567 GTQDLLPFVK Unmodified _GTQDLLPFVK_ B6U134_MAIZE 2 559.31623 1116.6179 0.023639 0.25857 0.29073 86.793 86.793 1.25E-02 46.21 687720

18568 GTQDLLPFVK Unmodified _GTQDLLPFVK_ B6U134_MAIZE 2 559.31623 1116.6179 0.12782 0.3007 0.43587 86.854 86.854 1.00E+00 6.66 581980

18569 GTQDLLPFVK Unmodified _GTQDLLPFVK_ B6U134_MAIZE 2 559.31623 1116.6179 0.15533 0.62314 0.78532 86.513 86.513 1.45E-01 27.5 371450

18570 GTQTLGLVTSAGFPAGK Unmodified _GTQTLGLVTSAGFPAGK_ Q8W529_MAIZE 3 535.62627 1603.857 0.034638 -0.048034 0.00068511 79.433 79.433 6.22E-01 6.13 1475700

18571 GTQTLGLVTSAGFPAGK Unmodified _GTQTLGLVTSAGFPAGK_ Q8W529_MAIZE 2 802.93576 1603.857 0.8851 -0.43191 0.46825 80.103 80.103 8.28E-39 96.21 6616800

18572 GTSSQVQAAQQLIQDSLAAHR Unmodified _GTSSQVQAAQQLIQDSLAAHR_ B6T6U2_MAIZE 3 737.04885 2208.1247 0.80599 -0.23348 0.56662 95.543 95.543 8.74E-04 23.66 1048400

18573 GTTFEDVISMVK Oxidation (M) _GTTFEDVISM(ox)VK_ B2Y0K4_MAIZE 2 671.83159 1341.6486 0.53358 -0.05952 0.48753 88.628 88.628 1.60E-02 24.91 466810

18574 GTTMMLNDR Unmodified _GTTMMLNDR_ SUS1_MAIZE B6 2 519.73898 1037.4634 -0.028836 -0.07879 -0.11354 46.732 46.732 3.39E-01 25.84 4959700

18575 GTTMMLNDR Unmodified _GTTMMLNDR_ SUS1_MAIZE B6 2 519.73898 1037.4634 -0.11148 0.36521 0.246 46.519 46.519 3.39E-01 35.68 483580

18576 GTTMMLNDR Unmodified _GTTMMLNDR_ SUS1_MAIZE B6 2 519.73898 1037.4634 -0.014031 0.16519 0.14498 49.035 49.035 1.12E-01 13.73 371030

18577 GTTMMLNDR Unmodified _GTTMMLNDR_ SUS1_MAIZE B6 2 519.73898 1037.4634 0.020004 -0.71949 -0.7043 48.342 48.342 1.00E+00 12.23 499430

18578 GTTMMLNDR Oxidation (M) _GTTM(ox)MLNDR_ SUS1_MAIZE B6 2 527.73643 1053.4583 0.081458 0.2527 0.33057 38.845 38.845 1.00E+00 15.24 201300

18579 GTTMMLNDR Oxidation (M) _GTTMM(ox)LNDR_ SUS1_MAIZE B6 2 527.73643 1053.4583 0.051187 -0.29027 -0.24081 40.308 40.308 5.10E-01 36.07 236900

18580 GTVAFSAGLHGWAFTLTNFAK Unmodified _GTVAFSAGLHGWAFTLTNFAK_ B6U0S1_MAIZE 3 732.71273 2195.1164 0.81839 -0.10182 0.72572 113.46 113.46 4.34E-05 46.53 580100

18581 GTVAFSAGLHGWAFTLTNFAK Unmodified _GTVAFSAGLHGWAFTLTNFAK_ B6U0S1_MAIZE 3 732.71273 2195.1164 0.8138 0.54836 1.3697 137.48 137.48 3.16E-03 16.43 96574

18582 GTVDEWVR Unmodified _GTVDEWVR_ B4FRC3_MAIZE 2 481.24052 960.46649 0.054376 1.0268 1.0919 59.217 59.217 5.06E-02 26.41 733210

18583 GTVDEWVR Unmodified _GTVDEWVR_ B4FRC3_MAIZE 2 481.24052 960.46649 -0.20409 0.4382 0.24566 61.907 61.907 1.65E-01 27.88 879540

18584 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.63257 0.098231 0.72361 97.735 97.735 4.68E-05 44.51 8453400

18585 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.66564 0.12566 0.78531 98.457 98.457 1.15E-02 33.93 3778500

18586 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.63618 0.22196 0.85126 98.334 98.334 6.20E-03 54.55 5704200

18587 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.62 0.28087 0.89423 98.202 98.202 4.68E-05 61.61 6412100

18588 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.61284 0.20386 0.80994 97.842 97.842 1.47E-03 41.72 4065600

18589 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.68313 0.042086 0.7186 98.335 98.335 9.49E-01 16.13 2000800

18590 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.61867 -0.49952 0.11314 97.975 97.975 4.68E-05 71.47 25552000

18591 GTVEIITPVELIK Unmodified _GTVEIITPVELIK_ B4FNM4_MAIZE 2 706.42397 1410.8334 0.65292 0.21506 0.86197 99.753 99.753 9.54E-02 14.99 422280

18592 GTVPLWLR Unmodified _GTVPLWLR_ B6TXF8_MAIZE 2 471.28199 940.54944 -0.086372 -0.56916 -0.65306 77.489 77.489 1.65E-01 38.47 1824300

18593 GTVTAADPHPSFLADK Acetyl (Protein N-term) _(ac)GTVTAADPHPSFLADK_ B6TMJ8_MAIZE 2 834.91503 1667.8155 1.039 0.080171 1.122 72.446 72.446 7.73E-25 69.22 959380

18594 GTVTAADPHPSFLADKDAK Acetyl (Protein N-term) _(ac)GTVTAADPHPSFLADKDAK_ B6TMJ8_MAIZE 3 661.66545 1981.9745 0.4971 0.16162 0.65764 65.307 65.307 2.20E-02 24.01 57919

18595 GTVTAADPHPSFLADKDAK Acetyl (Protein N-term) _(ac)GTVTAADPHPSFLADKDAK_ B6TMJ8_MAIZE 3 661.66545 1981.9745 0.51237 0.14539 0.65514 65.489 65.489 5.94E-09 36.59 3377500

18596 GTVVDAAPAVVAEVTENMLGGK Acetyl (Protein N-term),Oxidation (M) _(ac)GTVVDAAPAVVAEVTENM(ox)LGGK_ B6T904_MAIZE 2 1093.5541 2185.0936 1.0678 -0.029121 1.0422 121.44 121.44 7.76E-80 123.67 4307800

18597 GTVVDAAPAVVAEVTENMLGGK Acetyl (Protein N-term),Oxidation (M) _(ac)GTVVDAAPAVVAEVTENM(ox)LGGK_ B6T904_MAIZE 2 1093.5541 2185.0936 1.062 -0.16825 0.89753 122.09 122.09 6.50E-45 97.56 4226300
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18598 GTVVDAPAVVAEEVTENMLGGK Acetyl (Protein N-term),Oxidation (M) _(ac)GTVVDAPAVVAEEVTENM(ox)LGGK_ B4FM96_MAIZE 2 1122.5568 2243.0991 1.1215 0.43324 1.5568 121.39 121.39 5.41E-06 41.77 855230

18599 GTVVDAPAVVAEEVTENMLGGK Acetyl (Protein N-term) _(ac)GTVVDAPAVVAEEVTENMLGGK_ B4FM96_MAIZE 2 1114.5594 2227.1042 1.1196 -0.08632 1.0346 130.09 130.09 3.65E-05 41.96 787800

18600 GTVVLAEHSAAATNAGAIAR Unmodified _GTVVLAEHSAAATNAGAIAR_ B6U726_MAIZE 3 627.33767 1878.9912 0.33 -0.0494 0.26785 57.863 57.863 3.64E-01 23.21 45319

18601 GTWHAGPLFK Unmodified _GTWHAGPLFK_ B6TVU3_MAIZE 3 371.86618 1112.5767 0.76764 -0.25998 0.51325 62.256 62.256 2.55E-01 24.1 1863200

18602 GTYDFIYLPIDFK Unmodified _GTYDFIYLPIDFK_ B4FFX5_MAIZE 2 796.40577 1590.797 1.0223 0.49826 1.5203 121 121 4.68E-05 53.41 169880

18603 GTYDFIYLPIDFK Unmodified _GTYDFIYLPIDFK_ B4FFX5_MAIZE 2 796.40577 1590.797 0.96195 0.52345 1.4838 121.18 121.18 1.00E-11 69.29 616880

18604 GTYEAITK Unmodified _GTYEAITK_ B4FIT6_MAIZE 2 441.732 881.44945 0.045108 0.23754 0.26366 37.909 37.909 2.92E-02 35.99 964220

18605 GTYEIISPDDIGLTR Unmodified _GTYEIISPDDIGLTR_ B6SWM0_MAIZE 2 825.42268 1648.8308 1.0937 1.2212 2.3099 91.921 91.921 6.37E-03 31.4 192640

18606 GTYEIISPDDIGLTR Unmodified _GTYEIISPDDIGLTR_ B6SWM0_MAIZE 2 825.42268 1648.8308 1.0307 0.18665 1.2134 91.387 91.387 7.01E-11 42.57 1062900

18607 GVAAAPVTNYYAR Unmodified _GVAAAPVTNYYAR_ B6ST04_MAIZE 2 676.8515 1351.6884 0.57204 -0.36427 0.19373 59.176 59.176 2.50E-15 59.66 1020300

18608 GVAASGVLPASAIR Unmodified _GVAASGVLPASAIR_ Q4TZJ2_MAIZE 2 634.86969 1267.7248 0.34876 0.20505 0.54412 65.85 65.85 6.31E-03 38.1 53064

18609 GVAASGVLPASAIR Unmodified _GVAASGVLPASAIR_ Q4TZJ2_MAIZE 2 634.86969 1267.7248 0.2965 -0.17065 0.11694 64.762 64.762 3.56E-04 54.21 3155800

18610 GVAEDAADTASR Unmodified _GVAEDAADTASR_ B6SGN7_MAIZE 2 581.77037 1161.5262 0.14441 7.2383 7.3615 39.838 39.838 6.74E-02 21.1 17333

18611 GVAEDAADTASR Unmodified _GVAEDAADTASR_ B6SGN7_MAIZE 2 581.77037 1161.5262 0.18052 -0.083217 0.088024 42.503 42.503 7.61E-14 95.5 930100

18612 GVAEDAADTASR Unmodified _GVAEDAADTASR_ B6SGN7_MAIZE 2 581.77037 1161.5262 0.11787 0.17346 0.28068 43.288 43.288 9.64E-17 95.04 3773000

18613 GVAEDAADTASR Unmodified _GVAEDAADTASR_ B6SGN7_MAIZE 2 581.77037 1161.5262 0.08234 -0.34693 -0.27391 40.271 40.271 7.61E-14 92.75 3562800

18614 GVAEDAADTASR Unmodified _GVAEDAADTASR_ B6SGN7_MAIZE 2 581.77037 1161.5262 0.0054174 -0.94215 -0.94363 43.455 43.455 2.05E-12 62.53 114250

18615 GVAFMVDNCSTTAR Unmodified _GVAFMVDNCSTTAR_ B4FFZ2_MAIZE 2 764.84777 1527.681 0.87799 -0.8474 0.045844 64.253 64.253 7.68E-22 87.22 633230

18616 GVAFMVDNCSTTAR Unmodified _GVAFMVDNCSTTAR_ B4FFZ2_MAIZE 2 764.84777 1527.681 0.90041 -0.57488 0.34 65.893 65.893 2.00E-19 79.18 860980

18617 GVAFMVDNCSTTAR Oxidation (M) _GVAFM(ox)VDNCSTTAR_ B4FFZ2_MAIZE 2 772.84523 1543.6759 0.94778 -0.26248 0.70271 57.835 57.835 2.00E-19 73.81 426330

18618 GVAFMVDNCSTTAR Oxidation (M) _GVAFM(ox)VDNCSTTAR_ B4FFZ2_MAIZE 2 772.84523 1543.6759 0.87456 -0.48841 0.4035 57.868 57.868 4.47E-11 68.61 1376000

18619 GVAGLYDYGPPGCR Unmodified _GVAGLYDYGPPGCR_ B6SML1_MAIZE 2 741.34572 1480.6769 0.78347 -0.50281 0.29142 70.316 70.316 2.00E-19 64.75 546950

18620 GVAGNNVGSVR Unmodified _GVAGNNVGSVR_ B4FU39_MAIZE 2 515.27543 1028.5363 0.074858 -0.33644 -0.25086 33.998 33.998 4.48E-03 42.26 515650

18621 GVAGNNVGSVR Unmodified _GVAGNNVGSVR_ B4FU39_MAIZE 2 515.27543 1028.5363 -0.075196 -0.43189 -0.49776 32.733 32.733 1.47E-01 38.89 162270

18622 GVAGNNVGSVR Unmodified _GVAGNNVGSVR_ B4FU39_MAIZE 2 515.27543 1028.5363 0.046858 -0.36301 -0.30674 34.691 34.691 7.60E-01 14.53 132200

18623 GVAGNNVGSVR Unmodified _GVAGNNVGSVR_ B4FU39_MAIZE 2 515.27543 1028.5363 -0.068944 -0.55238 -0.61178 36.253 36.253 3.83E-01 18.34 847590

18624 GVAINFVTR Unmodified _GVAINFVTR_ B4FBK3_MAIZE 2 488.78236 975.55016 -0.054418 -0.23247 -0.28104 66.54 66.54 3.13E-03 50.71 2117400

18625 GVAINFVTR Unmodified _GVAINFVTR_ B4FBK3_MAIZE 2 488.78236 975.55016 -0.27673 0.22997 -0.040376 68.269 68.269 3.13E-03 60.18 479960

18626 GVAINFVTR Unmodified _GVAINFVTR_ B4FBK3_MAIZE 2 488.78236 975.55016 -0.089653 -0.74276 -0.82565 68.043 68.043 9.73E-03 40.68 2717400

18627 GVAINFVTR Unmodified _GVAINFVTR_ B4FBK3_MAIZE 2 488.78236 975.55016 -0.13935 -1.3689 -1.4989 69.462 69.462 3.39E-01 20.76 78371

18628 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 -0.049584 0.18112 0.11865 60.804 60.804 3.32E-02 29.17 46647

18629 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 -0.048393 0.35248 0.29061 59.656 59.656 3.32E-02 19.2 899010

18630 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.078983 0.27352 0.33944 61.087 61.087 3.32E-02 28.35 1567000

18631 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.064965 0.28811 0.33904 60.416 60.416 3.32E-02 22.4 1048400
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18632 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.0075849 0.43406 0.42927 60.891 60.891 1.01E-02 28.96 1148500

18633 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.024533 -0.034911 -0.022868 60.821 60.821 1.01E-02 27.12 8933900

18634 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.052034 0.17728 0.21533 61.333 61.333 3.39E-01 15.04 1226400

18635 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 0.11124 0.091422 0.18922 59.648 59.648 1.00E+00 6.14 532510

18636 GVANPLGIK Unmodified _GVANPLGIK_ B6TAK0_MAIZE 2 434.76618 867.5178 -0.1547 0.30069 0.13442 69.035 69.035 1.00E+00 3.44 6486300

18637 GVAQEINSEAK Unmodified _GVAQEINSEAK_ B6T5B3_MAIZE 2 573.29348 1144.5724 0.14034 0.64875 0.76307 45.071 45.071 3.83E-01 39.13 41235

18638 GVATVAALDADAHQALAQEYGIK Unmodified _GVATVAALDADAHQALAQEYGIK_ Q5EUD5_MAIZE 3 771.40088 2311.1808 0.96003 0.5926 1.5416 97.302 97.302 1.61E-06 51.87 259670

18639 GVATVAALDADAHQALAQEYGIK Unmodified _GVATVAALDADAHQALAQEYGIK_ Q5EUD5_MAIZE 3 771.40088 2311.1808 0.89641 0.30968 1.1944 97.415 97.415 3.81E-04 39.27 2130200

18640 GVAVADPSSPYK Unmodified _GVAVADPSSPYK_ Q8W0V2_MAIZE 2 595.80623 1189.5979 0.20189 -0.30784 -0.10874 49.694 49.694 1.11E-04 46.75 232980

18641 GVAVADPSSPYK Unmodified _GVAVADPSSPYK_ Q8W0V2_MAIZE 2 595.80623 1189.5979 0.28291 0.001116 0.28093 51.301 51.301 4.56E-01 10.8 433190

18642 GVAVDVEPAELEFTSVGEK Unmodified _GVAVDVEPAELEFTSVGEK_ B6U1P8_MAIZE 2 988.49658 1974.9786 1.2802 0.72683 2.0087 96.278 96.278 5.13E-03 48.77 15096

18643 GVDAMPEDVAQAVLYLASDEAR Unmodified _GVDAMPEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 3 774.04237 2319.1053 0.99818 0.63713 1.6252 127.03 127.03 2.04E-03 24.72 622790

18644 GVDAMPEDVAQAVLYLASDEAR Unmodified _GVDAMPEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 3 774.04237 2319.1053 0.87237 0.089501 0.95208 129.78 129.78 1.93E-06 42.42 571290

18645 GVDAMPEDVAQAVLYLASDEAR Oxidation (M) _GVDAM(ox)PEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 2 1168.5574 2335.1002 1.1784 -0.03083 1.1402 123.31 123.31 4.07E-36 138.87 1132500

18646 GVDAMPEDVAQAVLYLASDEAR Oxidation (M) _GVDAM(ox)PEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 3 779.37401 2335.1002 0.87506 -0.085646 0.78186 123.34 123.34 2.19E-05 63.76 1372500

18647 GVDAMPEDVAQAVLYLASDEAR Oxidation (M) _GVDAM(ox)PEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 3 779.37401 2335.1002 0.86437 -0.13849 0.71799 125.15 125.15 2.19E-05 57.3 1582500

18648 GVDAMPEDVAQAVLYLASDEAR Oxidation (M) _GVDAM(ox)PEDVAQAVLYLASDEAR_ B6TKU7_MAIZE 2 1168.5574 2335.1002 1.0922 0.077776 1.1626 125.14 125.14 9.69E-63 138.36 1325300

18649 GVDAQIASGGGR Unmodified _GVDAQIASGGGR_ B6TGG2_MAIZE 2 544.27817 1086.5418 0.037911 -0.093987 -0.047583 39.679 39.679 1.11E-04 45.14 3231700

18650 GVDAQIASGGGR Unmodified _GVDAQIASGGGR_ B6TGG2_MAIZE 2 544.27817 1086.5418 -0.033675 0.059813 0.033369 38.764 38.764 9.64E-17 99.65 911810

18651 GVDAQIASGGGR Unmodified _GVDAQIASGGGR_ B6TGG2_MAIZE 2 544.27817 1086.5418 0.035173 -0.12912 -0.08688 41.667 41.667 1.68E-09 58.66 2220900

18652 GVDAQIASGGGR Unmodified _GVDAQIASGGGR_ B6TGG2_MAIZE 2 544.27817 1086.5418 -0.11334 -0.3386 -0.44281 41.721 41.721 7.61E-14 84.29 20511000

18653 GVDDLINIFR Unmodified _GVDDLINIFR_ B4FZF8_MAIZE 2 581.31676 1160.619 0.12162 0.19058 0.31229 114.35 114.35 2.81E-03 62.97 86152

18654 GVDDLINIFR Unmodified _GVDDLINIFR_ B4FZF8_MAIZE 2 581.31676 1160.619 0.22177 0.26041 0.48157 114.47 114.47 1.62E-03 61.19 120470

18655 GVDDLINIFR Unmodified _GVDDLINIFR_ B4FZF8_MAIZE 2 581.31676 1160.619 0.29536 -0.076404 0.21925 114.4 114.4 1.25E-02 29.01 52971

18656 GVDDLINIFR Unmodified _GVDDLINIFR_ B4FZF8_MAIZE 2 581.31676 1160.619 0.20353 0.31807 0.52026 113.98 113.98 4.40E-05 61.47 232690

18657 GVDEAIEAGK Unmodified _GVDEAIEAGK_ B4FDU0_MAIZE 2 494.75092 987.48729 -1.6203 46.382 46.382 1.25E-01 13.68

18658 GVDEFPYCVHLVSWEK Unmodified _GVDEFPYCVHLVSWEK_ B4FPT8_MAIZE 3 655.64522 1963.9138 0.53143 -0.77455 -0.23291 95.999 95.999 1.00E+00 4.14 1205400

18659 GVDEFPYCVHLVSWEK Unmodified _GVDEFPYCVHLVSWEK_ B4FPT8_MAIZE 2 982.96419 1963.9138 1.2388 0.38894 1.6367 95.97 95.97 1.48E-07 38.3 227180

18660 GVDEFPYCVHLVSWEK Unmodified _GVDEFPYCVHLVSWEK_ B4FPT8_MAIZE 3 655.64522 1963.9138 0.40411 0.087574 0.50038 97.124 97.124 1.90E-03 22.06 2784700

18661 GVDEILLISVNDPFVMK Oxidation (M) _GVDEILLISVNDPFVM(ox)K_ B4FN24_MAIZE 2 953.00553 1903.9965 1.2442 0.15802 1.4039 120.07 120.07 1.54E-12 59.12 520410

18662 GVDEILLISVNDPFVMK Oxidation (M) _GVDEILLISVNDPFVM(ox)K_ B4FN24_MAIZE 2 953.00553 1903.9965 1.1705 -3.1521 -1.9762 120.53 120.53 1.72E-02 21.37 166700

18663 GVDEILLISVNDPFVMK Oxidation (M) _GVDEILLISVNDPFVM(ox)K_ B4FN24_MAIZE 2 953.00553 1903.9965 1.2028 0.36045 1.5647 121.66 121.66 1.02E-03 45.85 105320

18664 GVDEILLISVNDPFVMK Oxidation (M) _GVDEILLISVNDPFVM(ox)K_ B4FN24_MAIZE 2 953.00553 1903.9965 1.1031 -0.096875 1.0081 123.36 123.36 1.54E-12 63.46 1047600

18665 GVDEILLISVNDPFVMK Oxidation (M) _GVDEILLISVNDPFVM(ox)K_ B4FN24_MAIZE 3 635.67278 1903.9965 0.37251 0.19252 0.56682 123.33 123.33 1.35E-01 12.05 180540
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18666 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.95462 -0.81106 0.15033 128.71 128.71 2.33E-02 8.29 1314100

18667 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.94345 0.050146 1.0005 130.56 130.56 8.28E-01 14.04 135230

18668 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.99598 -0.55564 0.44739 129.69 129.69 4.26E-01 18.91 80389

18669 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 1.0397 0.2397 1.2858 129.3 129.3 2.33E-02 15.43 340900

18670 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 1.0059 -0.13748 0.87425 130.51 130.51 2.33E-02 20.69 718220

18671 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.9702 0.075379 1.0515 129.85 129.85 2.93E-05 39.76 1388100

18672 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 2 1210.6043 2419.1941 1.2049 -0.080045 1.1307 129.85 129.85 7.76E-02 11.97 443540

18673 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.96789 0.37178 1.3454 130.25 130.25 2.65E-03 46.44 550640

18674 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 2 1210.6043 2419.1941 1.139 -0.058637 1.0866 127.68 127.68 5.48E-03 10.26 84154

18675 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 3 807.40531 2419.1941 0.9179 -0.25168 0.67241 130.76 130.76 1.59E-04 32.97 1466900

18676 GVDLDALLDMSTDDLVQLFPAR Oxidation (M) _GVDLDALLDM(ox)STDDLVQLFPAR_ B6SII4_MAIZE B 2 1210.6043 2419.1941 1.1105 0.26626 1.3832 130.76 130.76 3.65E-05 54.04 293020

18677 GVDLEAVTR Unmodified _GVDLEAVTR_ B4FEW6_MAIZE 2 480.26146 958.50836 -0.090636 0.28063 0.19191 58.661 58.661 3.13E-03 67.83 866060

18678 GVDSSHKELWK Unmodified _GVDSSHKELWK_ B4FFW5_MAIZE 3 429.22269 1284.6463 -0.085717 -0.094065 -0.18694 43.859 43.859 1.71E-01 11.44 176260

18679 GVDTVACVSVNDAFVMR Oxidation (M) _GVDTVACVSVNDAFVM(ox)R_ B6T2Y1_MAIZE 2 928.43748 1854.8604 1.1187 -0.52652 0.61628 83.498 83.498 1.37E-17 112.18 391040

18680 GVDVLASDLER Unmodified _GVDVLASDLER_ B4FXD6_MAIZE 2 587.30913 1172.6037 0.22006 0.51546 0.73134 73.795 73.795 3.60E-06 47.83 264310

18681 GVDVVVIPAGVPR Unmodified _GVDVVVIPAGVPR_ B4FFV3_MAIZE 2 639.38244 1276.7503 0.45195 -0.25248 0.22256 81.989 81.989 9.49E-01 8.22 10916

18682 GVDVVVIPAGVPR Unmodified _GVDVVVIPAGVPR_ B4FFV3_MAIZE 2 639.38244 1276.7503 0.46364 0.29732 0.78311 81.225 81.225 1.15E-02 34.93 338210

18683 GVDVVVIPAGVPR Unmodified _GVDVVVIPAGVPR_ B4FFV3_MAIZE 2 639.38244 1276.7503 0.34723 0.16334 0.53249 81.008 81.008 2.50E-15 74.08 6561600

18684 GVEDVLLR Unmodified _GVEDVLLR_ B4FN06_MAIZE 2 450.76109 899.50763 -0.093004 -0.11204 -0.20816 72.373 72.373 1.90E-02 58.94 25446

18685 GVEDVLLR Unmodified _GVEDVLLR_ B4FN06_MAIZE 2 450.76109 899.50763 -0.18173 0.63343 0.44639 73.594 73.594 1.00E+00 5.49 1907600

18686 GVEELADAVK Unmodified _GVEELADAVK_ CH61_MAIZE C 2 515.7744 1029.5342 -0.046301 -0.026229 -0.088325 66.355 66.355 1.25E-02 34.43 4369600

18687 GVEELADAVK Unmodified _GVEELADAVK_ CH61_MAIZE C 2 515.7744 1029.5342 -0.19287 0.17138 -0.036184 67.009 67.009 1.00E+00 4.15 184050

18688 GVEELADAVK Unmodified _GVEELADAVK_ CH61_MAIZE C 2 515.7744 1029.5342 -0.04193 0.058277 0.00057445 67.79 67.79 7.11E-01 20.68 4614200

18689 GVEELADAVK Unmodified _GVEELADAVK_ CH61_MAIZE C 2 515.7744 1029.5342 -0.057798 0.29696 0.22254 67.229 67.229 3.43E-01 19.22 3227000

18690 GVEELADAVK Unmodified _GVEELADAVK_ CH61_MAIZE C 2 515.7744 1029.5342 -0.20221 -0.007491 -0.22518 67.473 67.473 4.40E-05 77.46 26574000

18691 GVEFEFVEEVVGR Unmodified _GVEFEFVEEVVGR_ B4FS52_MAIZE 2 748.37501 1494.7355 0.85042 0.45746 1.3165 113.67 113.67 6.20E-03 21.05 164900

18692 GVEGYIVTGSK Unmodified _GVEGYIVTGSK_ B4F876_MAIZE 2 555.2955 1108.5764 0.075149 0.095696 0.17684 58.863 58.863 3.60E-06 71.95 1679600

18693 GVEPLFDLK Unmodified _GVEPLFDLK_ B6TJR4_MAIZE 2 509.2844 1016.5542 0.023506 -0.55499 -0.53224 82.22 82.22 3.32E-02 37.84 188300

18694 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.0809 0.27028 1.3519 60.087 60.087 7.01E-11 62.77 894350

18695 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.0789 0.092525 1.1729 60.061 60.061 1.02E-23 58.41 417130

18696 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.0492 0.053465 1.1037 61.715 61.715 2.37E-16 58.77 849150

18697 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.055 0.11659 1.1725 61.065 61.065 1.12E-07 61.97 602670

18698 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.0562 0.16502 1.2225 61.481 61.481 1.02E-23 77.04 759070

18699 GVEQGPQIDDEQFNK Unmodified _GVEQGPQIDDEQFNK_ Q43274_MAIZE 2 852.3972 1702.7798 1.0219 -0.06176 0.9619 61.773 61.773 1.02E-23 77.86 6241500
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18700 GVEVTDGAIEAPNSIVFPQAENR Unmodified _GVEVTDGAIEAPNSIVFPQAENR_ B6TYF3_MAIZE 2 1207.1033 2412.1921 1.21 0.40989 1.6157 91.778 91.778 5.36E-22 81.12 614790

18701 GVEYEYVDEDLANK Unmodified _GVEYEYVDEDLANK_ Q9FQA3_MAIZE 2 822.3754 1642.7362 0.97044 -0.067097 0.88782 71.671 71.671 7.68E-22 100.41 1854700

18702 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 2 617.82495 1233.6354 0.35586 0.11165 0.47549 42.489 42.489 1.98E-03 43.22 942050

18703 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 2 617.82495 1233.6354 0.27074 -0.17488 0.10445 42.135 42.135 1.11E-04 38.85 237190

18704 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 2 617.82495 1233.6354 0.37139 0.046782 0.42559 44.73 44.73 1.98E-03 42.5 311380

18705 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 2 617.82495 1233.6354 0.40142 0.25201 0.65981 43.924 43.924 1.11E-04 50.16 403260

18706 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 2 617.82495 1233.6354 0.26171 0.011979 0.28079 45.407 45.407 2.62E-07 47.59 4019500

18707 GVFAAGDVQDKK Unmodified _GVFAAGDVQDKK_ B6TLA2_MAIZE 3 412.21906 1233.6354 0.19391 0.35244 0.5535 45.405 45.405 1.00E+00 14.95 995430

18708 GVFSESTESTPTTR Unmodified _GVFSESTESTPTTR_ B6TG62_MAIZE 2 749.85463 1497.6947 0.82126 -0.030815 0.80077 54.578 54.578 2.00E-19 72.16 973340

18709 GVFTSDMALIR Oxidation (M) _GVFTSDM(ox)ALIR_ B4FG39_MAIZE 2 613.31591 1224.6173 0.25306 0.26538 0.52172 72.8 72.8 3.57E-04 54.64 2974200

18710 GVFTSDMALIR Unmodified _GVFTSDMALIR_ B4FG39_MAIZE 2 605.31845 1208.6223 0.21123 0.31324 0.52432 86.198 86.198 3.57E-04 37.29 4317100

18711 GVFVANALK Unmodified _GVFVANALK_ B4FQW1_MAIZE 2 459.774 917.53345 -0.027557 -0.09293 -0.12705 61.724 61.724 1.12E-01 10.56 1572100

18712 GVGAIYIR Unmodified _GVGAIYIR_ B4G169_MAIZE 2 424.75307 847.49159 0.13286 0.18774 0.30642 61.556 61.556 5.06E-02 35.93 1959100

18713 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 2 1112.5679 2223.1212 1.2251 -0.012957 1.219 128.78 128.78 1.08E-14 68.16 191710

18714 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 3 742.04767 2223.1212 0.77076 -0.15015 0.62722 128.79 128.79 2.97E-04 48.48 242160

18715 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 3 742.04767 2223.1212 0.83151 0.37101 1.2086 129.11 129.11 2.06E-04 41.83 146270

18716 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 2 1112.5679 2223.1212 1.0766 -0.26323 0.82083 129.12 129.12 2.97E-04 48.1 117800

18717 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 2 1112.5679 2223.1212 1.1878 -0.16127 1.0336 129.45 129.45 1.08E-14 82.06 117750

18718 GVGDEDAAYVVFLPLVEGAFR Unmodified _GVGDEDAAYVVFLPLVEGAFR_ Q575Z7_MAIZE 3 742.04767 2223.1212 0.84678 -0.68351 0.17128 129.45 129.45 3.16E-03 17.01 100190

18719 GVHVNPYSWNK Unmodified _GVHVNPYSWNK_ B6TQW0_MAIZE 2 650.82529 1299.636 0.45613 0.36975 0.82272 56.932 56.932 4.43E-05 29.94 1054300

18720 GVILYGEPGTGK Unmodified _GVILYGEPGTGK_ B6T2S0_MAIZE 2 595.82442 1189.6343 0.22904 0.30665 0.53812 59.52 59.52 6.74E-02 38.65 369220

18721 GVILYGEPGTGK Unmodified _GVILYGEPGTGK_ B6T2S0_MAIZE 2 595.82442 1189.6343 0.2368 -0.1096 0.1311 61.085 61.085 1.60E-02 43.69 664890

18722 GVILYGEPGTGK Unmodified _GVILYGEPGTGK_ B6T2S0_MAIZE 2 595.82442 1189.6343 0.28371 -0.26199 0.025792 60.472 60.472 7.72E-03 27.87 435130

18723 GVILYGEPGTGK Unmodified _GVILYGEPGTGK_ B6T2S0_MAIZE 2 595.82442 1189.6343 0.19802 -0.07683 0.1244 60.921 60.921 7.72E-03 40.94 4507100

18724 GVIQQVSSESSLQR Unmodified _GVIQQVSSESSLQR_ B4F840_MAIZE 2 759.39954 1516.7845 0.81643 -0.093938 0.71974 64.783 64.783 2.00E-19 97.92 1691200

18725 GVIVAADSR Unmodified _GVIVAADSR_ B4FI86_MAIZE 2 444.25089 886.48723 0.054679 0.29022 0.33995 38.009 38.009 1.01E-02 32.66 2377100

18726 GVIVAADSR Unmodified _GVIVAADSR_ B4FI86_MAIZE 2 444.25089 886.48723 0.12334 0.94971 1.0677 39.156 39.156 1.12E-01 19.99 718480

18727 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 -0.16413 -0.12668 -0.2943 40.358 40.358 3.39E-01 27.52 257120

18728 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 -0.014615 -0.24585 -0.26474 42.972 42.972 1.12E-01 22.42 480270

18729 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 0.0061175 -0.12811 -0.12546 42.238 42.238 3.32E-02 31.98 761340

18730 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 -0.063947 -0.071865 -0.14122 42.842 42.842 9.73E-03 35.69 399510

18731 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 -0.045316 0.014442 -0.036619 42.641 42.641 9.73E-03 49.16 1309400

18732 GVIVVNNAR Unmodified _GVIVVNNAR_ B6TRR5_MAIZE 2 471.27998 940.54541 -0.13939 -0.27625 -0.42024 43.551 43.551 9.73E-03 38.98 14718000

18733 GVLCYGPPGTGK Unmodified _GVLCYGPPGTGK_ B4FQJ6_MAIZE 2 603.3028 1204.591 0.24964 0.71958 0.98903 59.717 59.717 2.62E-07 49.88 3065400
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18734 GVLDYLGVEITR Unmodified _GVLDYLGVEITR_ B4FPQ2_MAIZE 2 667.86936 1333.7242 0.47921 0.027978 0.5073 107.99 107.99 1.68E-09 76.11 914480

18735 GVLEVTHELLER Unmodified _GVLEVTHELLER_ B6TBG0_MAIZE 2 697.88554 1393.7565 0.62141 -0.034606 0.57727 89.537 89.537 1.98E-03 46.75 640050

18736 GVLFATEALLAEHGK Unmodified _GVLFATEALLAEHGK_ B4F9J5_MAIZE 2 778.42757 1554.8406 0.96259 -0.017398 0.93413 89.789 89.789 1.60E-05 57.26 559940

18737 GVLFATEALLAEHGK Unmodified _GVLFATEALLAEHGK_ B4F9J5_MAIZE 3 519.28747 1554.8406 -0.088402 -0.078567 -0.17775 89.479 89.479 1.00E+00 3.26 2661500

18738 GVLFATEALLAEHGK Unmodified _GVLFATEALLAEHGK_ B4F9J5_MAIZE 2 778.42757 1554.8406 0.90759 -0.043837 0.85211 89.457 89.457 2.05E-04 56.62 777320

18739 GVLFYGPPGCGK Unmodified _GVLFYGPPGCGK_ B4FZM3_MAIZE 2 626.31316 1250.6118 0.3452 0.15376 0.51953 69.811 69.811 6.74E-02 19.15 2526200

18740 GVLFYGPPGCGK Unmodified _GVLFYGPPGCGK_ B4FZM3_MAIZE 2 626.31316 1250.6118 0.31978 -0.18681 0.15408 70.422 70.422 7.72E-03 26.91 1389000

18741 GVLFYGPPGCGK Unmodified _GVLFYGPPGCGK_ B4FZM3_MAIZE 2 626.31316 1250.6118 0.33993 -0.14831 0.21331 71.244 71.244 1.11E-04 28.11 2893700

18742 GVLFYGPPGCGK Unmodified _GVLFYGPPGCGK_ B4FZM3_MAIZE 2 626.31316 1250.6118 0.31537 -0.42007 -0.083299 70.737 70.737 1.11E-04 50.78 10116000

18743 GVLFYGPPGCGK Unmodified _GVLFYGPPGCGK_ B4FZM3_MAIZE 2 626.31316 1250.6118 0.37854 -0.11874 0.28139 71.163 71.163 1.60E-02 27.84 487570

18744 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.13691 0.18505 0.33071 65.751 65.751 1.98E-03 43.27 5029200

18745 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.1064 0.20025 0.31448 66.378 66.378 2.62E-07 49.93 1666000

18746 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.1509 0.006129 0.16645 67.38 67.38 1.11E-04 48.11 3190900

18747 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.13831 -0.001715 0.14536 66.767 66.767 6.74E-02 21.65 3742500

18748 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.099108 -0.014177 0.094682 67.091 67.091 1.11E-04 30.35 3312000

18749 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.076767 -0.1857 -0.09954 67.256 67.256 7.61E-14 65.95 35610000

18750 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.10086 0.092549 0.20254 67.351 67.351 1.98E-03 35.26 6341800

18751 GVLLYGPPGTGK Unmodified _GVLLYGPPGTGK_ B4FSF1_MAIZE 2 579.82951 1157.6445 0.10797 0.35981 0.4765 66.304 66.304 1.00E+00 6.87 1014400

18752 GVLNIVHGTNDVVNNICDDEDIK Unmodified _GVLNIVHGTNDVVNNICDDEDIK_ B4G066_MAIZE 3 851.7465 2552.2177 1.0876 -0.32674 0.7695 90.822 90.822 5.15E-06 49.66 635570

18753 GVLPPKPIVVK Unmodified _GVLPPKPIVVK_ B4FQD7_MAIZE 3 382.92515 1145.7536 0.64126 0.2582 0.89777 54.219 54.219 2.92E-01 9.35 605290

18754 GVLPPKPIVVK Unmodified _GVLPPKPIVVK_ B4FQD7_MAIZE 3 382.92515 1145.7536 0.33075 0.059141 0.389 60.243 60.243 1.52E-02 22.55 1096500

18755 GVLPPKPIVVK Unmodified _GVLPPKPIVVK_ B4FQD7_MAIZE 2 573.88408 1145.7536 0.1009 -0.008936 0.092028 60.57 60.57 3.83E-01 17.7 226460

18756 GVLQAVR Unmodified _GVLQAVR_ B4G191_MAIZE 2 371.73214 741.44972 0.79589 1.4033 2.1928 43.063 43.063 1.86E-01 31.65 333460

18757 GVLQAVR Unmodified _GVLQAVR_ B4G191_MAIZE 2 371.73214 741.44972 0.7314 -0.88302 -0.14982 45.37 45.37 8.04E-02 26.66 479440

18758 GVLQAVR Unmodified _GVLQAVR_ B4G191_MAIZE 2 371.73214 741.44972 0.71487 2.9926 3.6975 44.706 44.706 1.86E-01 25.22 348450

18759 GVLQAVR Unmodified _GVLQAVR_ B4G191_MAIZE 2 371.73214 741.44972 0.65877 4.4327 5.0776 45.374 45.374 4.49E-02 31.8 923550

18760 GVLQAVR Unmodified _GVLQAVR_ B4G191_MAIZE 2 371.73214 741.44972 0.69571 1.5639 2.253 44.93 44.93 4.49E-02 26.2 7352800

18761 GVLQNGEVVAVK Unmodified _GVLQNGEVVAVK_ B6TEZ5_MAIZE 2 606.85097 1211.6874 0.30871 0.02696 0.34035 67.207 67.207 2.00E-01 3.36 357780

18762 GVLSCASQEVR Unmodified _GVLSCASQEVR_ EIF3A_MAIZE 2 603.30078 1204.587 0.22309 -0.8428 -0.61539 52.66 52.66 4.96E-02 48.58 997850

18763 GVLSVPEFILAGDNLVAK Unmodified _GVLSVPEFILAGDNLVAK_ B6U6K9_MAIZE 2 921.5222 1841.0299 1.2758 0.33526 1.6088 121.52 121.52 7.30E-02 22.64 110620

18764 GVLSVPEFILAGDNLVAK Unmodified _GVLSVPEFILAGDNLVAK_ B6U6K9_MAIZE 3 614.68389 1841.0299 0.25814 0.31496 0.57016 121.43 121.43 8.87E-01 13.03 2064900

18765 GVLSVPEFILAGDNLVAK Unmodified _GVLSVPEFILAGDNLVAK_ B6U6K9_MAIZE 2 921.5222 1841.0299 1.1453 0.12273 1.266 127.8 127.8 9.02E-03 25.97 86760

18766 GVLTYGR Unmodified _GVLTYGR_ B4FYW7_MAIZE 2 383.21632 764.41809 0.61622 -0.1294 0.48965 45.014 45.014 1.86E-01 21.03 983930

18767 GVLVNSFAWLEPR Unmodified _GVLVNSFAWLEPR_ B4F9P0_MAIZE 2 744.4039 1486.7932 0.85107 0.50073 1.3474 109.88 109.88 1.00E-11 77.13 662280
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18768 GVLVSPVLEPGATTVEAYFPAGR Unmodified _GVLVSPVLEPGATTVEAYFPAGR_ B6ST72_MAIZE 2 1165.6232 2329.2318 1.2284 0.061357 1.2956 110.56 110.56 3.53E-41 75.1 486500

18769 GVLVSPVLEPGATTVEAYFPAGR Unmodified _GVLVSPVLEPGATTVEAYFPAGR_ B6ST72_MAIZE 2 1165.6232 2329.2318 1.2514 0.10706 1.3647 111.1 111.1 2.53E-26 81.78 237770

18770 GVLVSPVLEPGATTVEAYFPAGR Unmodified _GVLVSPVLEPGATTVEAYFPAGR_ B6ST72_MAIZE 3 777.41788 2329.2318 0.86323 -0.85591 0.013899 111.14 111.14 6.00E-05 13.82 251680

18771 GVLVSPVLEPGATTVEAYFPAGR Unmodified _GVLVSPVLEPGATTVEAYFPAGR_ B6ST72_MAIZE 2 1165.6232 2329.2318 1.1558 -0.27011 0.89169 111.15 111.15 1.16E-15 64.66 273750

18772 GVLVSPVLEPGATTVEAYFPAGR Unmodified _GVLVSPVLEPGATTVEAYFPAGR_ B6ST72_MAIZE 2 1165.6232 2329.2318 1.2043 -0.14362 1.0666 111.19 111.19 5.36E-22 62.69 159420

18773 GVMLGADQPVILHMLDIPPAAEALNGVK Oxidation (M) _GVM(ox)LGADQPVILHMLDIPPAAEALNGVK_ MDHC_MAIZE 3 962.51363 2884.5191 1.1703 -1.4518 -0.28453 120.26 120.26 4.61E-15 41.7 1179500

18774 GVMLGADQPVILHMLDIPPAAEALNGVK Oxidation (M) _GVM(ox)LGADQPVILHMLDIPPAAEALNGVK_ MDHC_MAIZE 3 962.51363 2884.5191 1.1376 -2.0772 -0.94274 120.8 120.8 3.13E-08 31.03 186770

18775 GVMLGADQPVILHMLDIPPAAEALNGVK Oxidation (M) _GVM(ox)LGADQPVILHMLDIPPAAEALNGVK_ MDHC_MAIZE 3 962.51363 2884.5191 1.1506 -2.133 -0.98522 121.31 121.31 1.36E-03 14.02 239110

18776 GVMLGADQPVILHMLDIPPAAEALNGVK Oxidation (M) _GVMLGADQPVILHM(ox)LDIPPAAEALNGVK_ MDHC_MAIZE 3 962.51363 2884.5191 1.2004 -1.048 0.14866 111.22 111.22 6.02E-16 47.39 911360

18777 GVMLGADQPVILHMLDIPPAAEALNGVK Unmodified _GVMLGADQPVILHMLDIPPAAEALNGVK_ MDHC_MAIZE 3 957.182 2868.5242 1.2037 -1.9426 -0.74307 121.84 121.84 1.81E-21 49.56 804500

18778 GVMLGADQPVILHMLDIPPAAEALNGVK Unmodified _GVMLGADQPVILHMLDIPPAAEALNGVK_ MDHC_MAIZE 3 957.182 2868.5242 1.191 -0.55478 0.62992 125.58 125.58 1.62E-01 4.86 259430

18779 GVMLGADQPVILHMLDIPPAAEALNGVK 2 Oxidation (M) _GVM(ox)LGADQPVILHM(ox)LDIPPAAEALNGVK_ MDHC_MAIZE 3 967.84527 2900.514 1.1838 -2.2851 -1.1023 107.37 107.37 6.02E-16 32.33 755070

18780 GVMLGADQPVILHMLDIPPAAEALNGVK 2 Oxidation (M) _GVM(ox)LGADQPVILHM(ox)LDIPPAAEALNGVK_ MDHC_MAIZE 3 967.84527 2900.514 1.1594 -1.4078 -0.25074 107.56 107.56 4.61E-15 38.73 776430

18781 GVMLGADQPVILHMLDIPPAAEALNGVK 2 Oxidation (M) _GVM(ox)LGADQPVILHM(ox)LDIPPAAEALNGVK_ MDHC_MAIZE 3 967.84527 2900.514 1.2459 -1.8821 -0.63734 108.34 108.34 3.13E-08 23.39 475900

18782 GVMSGEVAAAGGR Oxidation (M) _GVM(ox)SGEVAAAGGR_ B6T8I4_MAIZE 2 589.28514 1176.5557 0.17211 0.025321 0.19986 37.375 37.375 1.47E-03 46.04 214370

18783 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 1.0581 -0.055893 0.98293 90.312 90.312 2.37E-16 70.6 263730

18784 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.95199 -0.37797 0.55567 90.392 90.392 1.60E-05 37.84 295790

18785 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.97809 -0.040713 0.91863 91.033 91.033 1.02E-23 69.36 337440

18786 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.99444 0.084997 1.0603 91.179 91.179 2.37E-16 88.49 422140

18787 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.97092 -0.37524 0.57688 90.311 90.311 7.01E-11 70.29 614770

18788 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.98626 -0.044109 0.92289 90.988 90.988 8.73E-24 98.24 502320

18789 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 1.025 -0.79082 0.21643 90.079 90.079 1.12E-07 49.76 267690

18790 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 1.0735 -0.5762 0.47902 90.726 90.726 2.37E-16 75.41 315880

18791 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 1.002 -0.1778 0.8054 90.396 90.396 8.73E-24 79.3 1397800

18792 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.99177 -0.13855 0.83417 91.074 91.074 1.02E-23 80.47 1583600

18793 GVMYATEALLAEYGK Oxidation (M) _GVM(ox)YATEALLAEYGK_ B4FFP2_MAIZE 2 816.40291 1630.7913 0.99434 -0.17324 0.80175 90.733 90.733 6.53E-30 86.53 2258900

18794 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.99826 0.096187 1.0721 102.48 102.48 7.01E-11 72.81 844830

18795 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.97418 0.258 1.2101 103.33 103.33 7.01E-11 75.2 236240

18796 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.98918 0.022821 0.99025 103.45 103.45 7.01E-11 66.7 326830

18797 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.99611 -0.13041 0.84338 103.44 103.44 1.02E-23 76.21 281300

18798 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.9875 -0.51257 0.45412 103.44 103.44 2.05E-04 37.43 135910

18799 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.9915 0.24137 1.2106 103.74 103.74 7.01E-11 67.77 1222200

18800 GVMYATEALLAEYGK Unmodified _GVMYATEALLAEYGK_ B4FFP2_MAIZE 2 808.40545 1614.7963 0.97185 0.33136 1.2808 103.16 103.16 7.01E-11 61.9 1659500

18801 GVNFIQIPTTLMAQVDSSVGGK Oxidation (M) _GVNFIQIPTTLM(ox)AQVDSSVGGK_ B4FS26_MAIZE 3 760.0631 2277.1675 0.86379 0.30474 1.1797 110.33 110.33 6.62E-05 40.15 290610
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18802 GVNFIQIPTTLMAQVDSSVGGK Oxidation (M) _GVNFIQIPTTLM(ox)AQVDSSVGGK_ B4FS26_MAIZE 2 1139.591 2277.1675 1.244 0.40223 1.6575 110.4 110.4 2.21E-30 60.38 274010

18803 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 3 892.43135 2674.2722 1.0764 -0.42021 0.6615 110.35 110.35 1.94E-02 15.46 157630

18804 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 3 892.43135 2674.2722 1.1268 -0.27586 0.85562 110.53 110.53 6.58E-02 8.76 275840

18805 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 2 1338.1434 2674.2722 1.1203 0.086481 1.2117 110.46 110.46 1.78E-21 62.59 140460

18806 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 2 1338.1434 2674.2722 1.1874 0.24651 1.4383 110.69 110.69 1.31E-30 68.32 287820

18807 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 3 892.43135 2674.2722 1.1771 0.052452 1.2339 110.65 110.65 6.02E-16 46.57 1143900

18808 GVNPDEAVAFGAAVQGSILSGEGGDETK Unmodified _GVNPDEAVAFGAAVQGSILSGEGGDETK_ B4FW90_MAIZE 2 1338.1434 2674.2722 1.2369 -0.013734 1.2284 110.53 110.53 2.89E-40 109.4 562160

18809 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.1958 2.5933 3.7796 102.74 102.74 3.12E-37 81.68 164000

18810 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.1791 2.3611 3.5315 103.54 103.54 1.12E-01 7.49 105060

18811 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.219 0.79733 2.009 102.76 102.76 3.46E-29 85.48 348290

18812 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.1476 0.24867 1.3894 102.75 102.75 8.25E-66 102.47 663850

18813 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.2043 -0.15964 1.0386 102.28 102.28 2.77E-53 84.39 1732500

18814 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 3 647.00704 1937.9993 0.41108 0.076683 0.48047 102.29 102.29 3.70E-04 45.82 1701100

18815 GVNPDEAVAMGAAIQGGILR Unmodified _GVNPDEAVAMGAAIQGGILR_ B4F8Q2_MAIZE 2 970.00692 1937.9993 1.2439 0.082874 1.3202 103.35 103.35 8.25E-66 102.19 845970

18816 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 2 978.00438 1953.9942 1.1796 -0.069092 1.1062 85.722 85.722 6.85E-70 112.09 377970

18817 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 2 978.00438 1953.9942 1.1425 -0.080566 1.0573 85.371 85.371 1.22E-73 89.09 801350

18818 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 2 978.00438 1953.9942 1.1811 -0.051907 1.1244 87.042 87.042 2.77E-53 82.87 366550

18819 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 2 978.00438 1953.9942 1.1972 -0.20745 0.98607 85.096 85.096 1.49E-82 101.41 2191600

18820 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 3 652.33868 1953.9942 0.454 0.10115 0.55084 85.083 85.083 6.04E-03 24.17 1318100

18821 GVNPDEAVAMGAAIQGGILR Oxidation (M) _GVNPDEAVAM(ox)GAAIQGGILR_ B4F8Q2_MAIZE 2 978.00438 1953.9942 1.2206 -0.12352 1.0932 86.745 86.745 1.22E-73 118.29 1222300

18822 GVNPWIEVDGGVGPK Unmodified _GVNPWIEVDGGVGPK_ B4FRQ1_MAIZE 2 762.39627 1522.778 0.814 -0.29657 0.53245 83.368 83.368 1.04E-33 80.01 712930

18823 GVNTFSPEGR Unmodified _GVNTFSPEGR_ B6TJB6_MAIZE 2 532.26199 1062.5094 -0.14429 0.33348 0.19471 45.579 45.579 1.25E-02 37.47 10881000

18824 GVNVVYDSVGK Unmodified _GVNVVYDSVGK_ B6TKH4_MAIZE 2 568.80095 1135.5873 0.077852 0.41759 0.5108 59.211 59.211 3.57E-04 44.22 867870

18825 GVPAFWLNAMK Oxidation (M) _GVPAFWLNAM(ox)K_ Q8L8G5_MAIZE 2 625.32353 1248.6325 0.39238 0.009969 0.39634 86.163 86.163 3.83E-01 12.78 193160

18826 GVPAFWLNAMK Unmodified _GVPAFWLNAMK_ Q8L8G5_MAIZE 2 617.32608 1232.6376 0.30377 0.31482 0.60943 99.221 99.221 3.60E-06 50.53 4383100

18827 GVPALNFLGDILWK Unmodified _GVPALNFLGDILWK_ B6TZB7_MAIZE 2 771.93758 1541.8606 0.91357 0.30399 1.2142 127.21 127.21 7.64E-09 68.74 205910

18828 GVPEDAEIEDAE Unmodified _GVPEDAEIEDAE_ B4FJ31_MAIZE 2 637.27515 1272.5358 0.28069 0.21761 0.48289 63.019 63.019 1.11E-04 48.87 286680

18829 GVPEELLQQQAAAAVVVDVVDGIVR Unmodified _GVPEELLQQQAAAAVVVDVVDGIVR_ B6U9Y9_MAIZE 3 859.14118 2574.4017 1.0878 0.43813 1.531 130.9 130.9 2.68E-04 31.57 1152200

18830 GVPFTTSAGPCR Unmodified _GVPFTTSAGPCR_ B6T3D4_MAIZE 2 625.30333 1248.5921 0.32977 0.29901 0.65251 57.777 57.777 1.60E-02 54.92 816370

18831 GVPFTTSAGPCR Unmodified _GVPFTTSAGPCR_ B6T3D4_MAIZE 2 625.30333 1248.5921 0.32175 0.083362 0.42906 58.196 58.196 2.62E-07 64.02 1655300

18832 GVPIAVMPFIDR Oxidation (M) _GVPIAVM(ox)PFIDR_ B6SXY1_MAIZE 2 665.86302 1329.7115 0.59982 -0.19259 0.41304 84.409 84.409 1.60E-02 39.57 296400

18833 GVPIAVMPFIDR Oxidation (M) _GVPIAVM(ox)PFIDR_ B6SXY1_MAIZE 2 665.86302 1329.7115 0.45312 -0.38715 0.07319 85.033 85.033 4.56E-01 10.27 265060

18834 GVPIAVMPFIDR Oxidation (M) _GVPIAVM(ox)PFIDR_ B6SXY1_MAIZE 2 665.86302 1329.7115 0.46739 0.097164 0.57089 85.49 85.49 1.00E+00 0.53 230290

18835 GVPIAVMPFIDR Oxidation (M) _GVPIAVM(ox)PFIDR_ B6SXY1_MAIZE 2 665.86302 1329.7115 0.52757 0.14955 0.68302 85.169 85.169 1.63E-05 38.33 1600100
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18836 GVPIAVMPFIDR Oxidation (M) _GVPIAVM(ox)PFIDR_ B6SXY1_MAIZE 2 665.86302 1329.7115 0.52345 0.18565 0.71445 85.634 85.634 4.56E-01 22.11 2038800

18837 GVPIAVMPFIDR Unmodified _GVPIAVMPFIDR_ B6SXY1_MAIZE 2 657.86557 1313.7166 0.48127 0.3139 0.79702 99.377 99.377 1.60E-02 31.74 2672800

18838 GVPIAVMPFIDR Unmodified _GVPIAVMPFIDR_ B6SXY1_MAIZE 2 657.86557 1313.7166 0.47801 0.27115 0.75139 100.11 100.11 1.60E-02 17.6 353470

18839 GVPIAVMPFIDR Unmodified _GVPIAVMPFIDR_ B6SXY1_MAIZE 2 657.86557 1313.7166 0.50533 0.32086 0.82923 99.98 99.98 1.00E+00 8.55 437780

18840 GVPIAVMPFIDR Unmodified _GVPIAVMPFIDR_ B6SXY1_MAIZE 2 657.86557 1313.7166 0.63289 1.9313 2.5646 99.969 99.969 4.56E-01 10.81 260750

18841 GVPIAVMPFIDR Unmodified _GVPIAVMPFIDR_ B6SXY1_MAIZE 2 657.86557 1313.7166 0.47745 0.06742 0.54741 100.01 100.01 7.72E-03 23.82 2985700

18842 GVPQITVCFDIDANGILNVSAEDK Unmodified _GVPQITVCFDIDANGILNVSAEDK_ B6T2Q6_MAIZE 2 1288.1391 2574.2636 1.2283 0.10294 1.3375 136.87 136.87 1.50E-08 58.92 125200

18843 GVPQITVCFDIDANGILNVSAEDK Unmodified _GVPQITVCFDIDANGILNVSAEDK_ B6T2Q6_MAIZE 2 1288.1391 2574.2636 1.3714 -0.44991 0.92809 137.63 137.63 6.01E-07 51.7 47288

18844 GVPTTNYVVPLDK Unmodified _GVPTTNYVVPLDK_ B6SJF4_MAIZE 2 701.88247 1401.7504 0.62149 -0.23958 0.39412 71.487 71.487 1.47E-03 45.14 853570

18845 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 1.0462 0.20397 1.2413 126.76 126.76 2.40E-39 81.77 1433000

18846 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 1.1871 0.9202 2.0976 127.5 127.5 2.37E-16 81.44 296450

18847 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 1.1007 0.4414 1.5327 128.26 128.26 1.26E-03 29.33 137330

18848 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 1.1395 0.23436 1.3648 128.12 128.12 1.02E-23 74.8 210460

18849 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 1.0565 0.16778 1.2158 127.99 127.99 7.01E-11 45.52 356320

18850 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 2 840.44817 1678.8818 0.94288 -0.11173 0.82217 130.14 130.14 1.02E-23 69.52 5377600

18851 GVPYELILEDLFGSK Unmodified _GVPYELILEDLFGSK_ B4FSR6_MAIZE 3 560.63454 1678.8818 -0.0059726 0.14737 0.13248 130.15 130.15 1.00E+00 8.62 2283400

18852 GVPYELIQEDLSNK Unmodified _GVPYELIQEDLSNK_ B6SUR9_MAIZE 2 802.91195 1603.8094 0.87375 -0.22335 0.63346 90.233 90.233 3.40E-25 78.44 3348700

18853 GVPYELIQEDLSNKSELLLAK Unmodified _GVPYELIQEDLSNKSELLLAK_ B6SUR9_MAIZE 3 787.09669 2358.2682 0.93489 -0.059965 0.85099 111.52 111.52 4.34E-05 33.35 468970

18854 GVPYELVQEDLGNK Unmodified _GVPYELVQEDLGNK_ Q9ZP60_MAIZE 2 780.89885 1559.7831 0.79312 -0.045433 0.7411 82.703 82.703 7.68E-22 76.66 5054100

18855 GVPYELVVEDLANK Unmodified _GVPYELVVEDLANK_ Q9FQB5_MAIZE 2 773.41159 1544.8086 0.86319 0.30632 1.1593 100.63 100.63 2.00E-19 71.28 1206800

18856 GVQNPTEDDLK Unmodified _GVQNPTEDDLK_ B6TE04_MAIZE 2 608.29622 1214.5779 0.21168 0.11207 0.32356 47.88 47.88 3.60E-06 66.11 3797100

18857 GVQYLNEIK Unmodified _GVQYLNEIK_ B6U0S1_MAIZE 2 532.29276 1062.571 -0.028598 0.11396 0.062968 60.824 60.824 3.39E-01 14.26 8161800

18858 GVQYLNEIK Unmodified _GVQYLNEIK_ B6U0S1_MAIZE 2 532.29276 1062.571 -0.087752 0.047067 -0.061724 61.526 61.526 3.21E-03 52.71 4633000

18859 GVQYLNEIK Unmodified _GVQYLNEIK_ B6U0S1_MAIZE 2 532.29276 1062.571 -0.013739 -0.065341 -0.10037 62.866 62.866 3.21E-03 49.02 5028800

18860 GVQYLNEIK Unmodified _GVQYLNEIK_ B6U0S1_MAIZE 2 532.29276 1062.571 -0.03284 0.15637 0.10165 62.212 62.212 3.32E-02 31.64 6353200

18861 GVQYLNEIK Unmodified _GVQYLNEIK_ B6U0S1_MAIZE 2 532.29276 1062.571 -0.015266 -0.12292 -0.15837 62.594 62.594 3.32E-02 37.06 4296000

18862 GVSAPGGGTGGVGPTR Unmodified _GVSAPGGGTGGVGPTR_ B4FUT7_MAIZE 2 663.84166 1325.6688 0.59126 1.632 2.2547 44.632 44.632 7.12E-01 16.36 293180

18863 GVSAPGGGTGGVGPTR Unmodified _GVSAPGGGTGGVGPTR_ B4FUT7_MAIZE 2 663.84166 1325.6688 0.46802 -0.008226 0.49375 42.754 42.754 7.42E-06 71.64 753970

18864 GVSEDGVAEVVAALR Unmodified _GVSEDGVAEVVAALR_ B4FJE0_MAIZE 2 736.39119 1470.7678 0.82606 0.29819 1.1233 100.18 100.18 1.60E-05 88.63 374830

18865 GVSEDGVAEVVAALR Unmodified _GVSEDGVAEVVAALR_ B4FJE0_MAIZE 2 736.39119 1470.7678 0.74615 0.37173 1.1169 100.79 100.79 2.37E-16 69.71 291860

18866 GVSEDGVAEVVAALR Unmodified _GVSEDGVAEVVAALR_ B4FJE0_MAIZE 2 736.39119 1470.7678 0.81726 0.27196 1.0882 100.88 100.88 1.02E-23 112.54 187040

18867 GVSEDGVAEVVAALR Unmodified _GVSEDGVAEVVAALR_ B4FJE0_MAIZE 2 736.39119 1470.7678 0.84849 0.12305 0.97126 100.41 100.41 1.02E-23 65.84 212590

18868 GVSFIK Unmodified _GVSFIK_ B4FZW5_MAIZE 2 325.69723 649.37991 1.3349 -0.021969 1.3132 50.537 50.537 5.26E-01 26.01 4561200

18869 GVSFTFGPDK Unmodified _GVSFTFGPDK_ PP1_MAIZE 2 527.76383 1053.5131 -0.047109 0.11394 0.091702 71.921 71.921 1.45E-01 25.19 1072200
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18870 GVSGLNAGNAASIPSK Unmodified _GVSGLNAGNAASIPSK_ B6SY96_MAIZE 2 721.88353 1441.7525 0.59928 -0.16703 0.41951 56.058 56.058 1.27E-09 79.8 549430

18871 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.8574 -0.5895 0.27376 103.75 103.75 1.12E-07 47.39 11823000

18872 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.86944 -0.35923 0.51549 104.33 104.33 1.04E-33 70.47 7106300

18873 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.83577 -0.39168 0.45001 104.28 104.28 2.37E-16 60.92 11539000

18874 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.79949 -0.3473 0.45698 104.24 104.24 1.12E-07 56.75 10876000

18875 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.82086 -0.11963 0.70647 103.77 103.77 1.12E-07 49.48 5813200

18876 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.80273 -0.63964 0.16927 104.49 104.49 2.37E-16 89 35883000

18877 GVSLLLPTDIVVADK Unmodified _GVSLLLPTDIVVADK_ B4G0K4_MAIZE 2 770.45326 1538.892 0.87894 -0.080287 0.80396 104.08 104.08 1.26E-03 30.34 3658600

18878 GVSLLLPTDIVVADKFAADAESK Unmodified _GVSLLLPTDIVVADKFAADAESK_ B4G0K4_MAIZE 3 787.09669 2358.2682 0.99789 0.020147 1.0134 115.23 115.23 1.44E-02 15.47 375210

18879 GVSLMLPTDVVIADK Oxidation (M) _GVSLM(ox)LPTDVVIADK_ B6STH5_MAIZE 2 787.42892 1572.8433 0.95817 -0.24919 0.71613 93.921 93.921 1.02E-23 56.16 227800

18880 GVSLMLPTDVVIADK Oxidation (M) _GVSLM(ox)LPTDVVIADK_ B6STH5_MAIZE 2 787.42892 1572.8433 0.9375 -0.20765 0.73728 94.135 94.135 6.53E-30 80.59 785890

18881 GVSLMLPTDVVIADK Oxidation (M) _GVSLM(ox)LPTDVVIADK_ B6STH5_MAIZE 2 787.42892 1572.8433 0.90853 -0.17522 0.74053 93.787 93.787 3.13E-13 62.63 981480

18882 GVSSTAINSFIR Unmodified _GVSSTAINSFIR_ B6UC34_MAIZE 2 626.33823 1250.6619 0.36246 0.13383 0.4919 74.394 74.394 8.05E-01 12.81 349930

18883 GVSSTAINSFIR Unmodified _GVSSTAINSFIR_ B6UC34_MAIZE 2 626.33823 1250.6619 0.40471 -0.141 0.25999 74.526 74.526 1.11E-04 64.82 464040

18884 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 3 710.38076 2128.1205 0.71169 0.30603 1.0229 102.88 102.88 2.45E-02 22.4 1876600

18885 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 3 710.38076 2128.1205 0.69425 -0.14689 0.55328 103.56 103.56 2.84E-03 35.73 1124400

18886 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 3 710.38076 2128.1205 0.68678 -0.005036 0.68707 103.6 103.6 1.41E-07 44.36 1937800

18887 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 3 710.38076 2128.1205 0.70468 0.19624 0.90631 103.73 103.73 9.90E-01 1.01 1019800

18888 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 2 1065.0675 2128.1205 1.2786 -0.17496 1.1094 103.48 103.48 1.06E-14 72.59 594870

18889 GVSVPALDKDVLWEFQPTK Unmodified _GVSVPALDKDVLWEFQPTK_ VATA_MAIZE B6 3 710.38076 2128.1205 0.62206 0.14974 0.77644 103.45 103.45 1.41E-07 46.11 7680600

18890 GVSYGALSNAIQAILAER Unmodified _GVSYGALSNAIQAILAER_ B4FNB7_MAIZE 2 916.99688 1831.9792 1.2211 0.28233 1.4814 125.41 125.41 8.94E-06 75.57 422930

18891 GVSYGALSNAIQAILAER Unmodified _GVSYGALSNAIQAILAER_ B4FNB7_MAIZE 2 916.99688 1831.9792 1.0942 0.30735 1.3789 129.08 129.08 1.18E-19 75.66 438820

18892 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.34744 0.25395 0.61503 54.364 54.364 1.47E-03 58.34 1460300

18893 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.29135 0.012011 0.31807 55.532 55.532 9.49E-01 17.79 25994

18894 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.26562 -0.41554 -0.13388 54.696 54.696 3.13E-02 30.28 354510

18895 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.37142 -0.017958 0.36896 56.479 56.479 1.15E-02 29.42 588790

18896 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.32263 -0.27587 0.06165 55.748 55.748 6.20E-03 32.48 596870

18897 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.32295 -0.024768 0.31369 56.397 56.397 2.61E-08 51.39 563820

18898 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.12689 -0.11852 0.023122 54.938 54.938 4.68E-05 56.05 14131000

18899 GVTANVVAPGPVR Unmodified _GVTANVVAPGPVR_ B6U3Y1_MAIZE 2 618.85659 1235.6986 0.26579 0.10766 0.38837 57.811 57.811 1.00E+00 5.83 326080

18900 GVTFACMNSIGESPSSLATFALK Oxidation (M) _GVTFACM(ox)NSIGESPSSLATFALK_ B4FYD7_MAIZE 2 1202.5798 2403.145 1.2946 -0.1428 1.1543 100.31 100.31 1.06E-12 84.2 311750

18901 GVTFACMNSIGESPSSLATFALK Oxidation (M) _GVTFACM(ox)NSIGESPSSLATFALK_ B4FYD7_MAIZE 3 802.05562 2403.145 1.0383 -0.20605 0.83532 100.29 100.29 1.28E-07 40.92 357070

18902 GVTFDEAR Unmodified _GVTFDEAR_ B6SHI1_MAIZE 2 447.71942 893.4243 -0.12202 0.29773 0.1806 43.938 43.938 3.77E-01 20.17 299360

18903 GVTFDEAR Unmodified _GVTFDEAR_ B6SHI1_MAIZE 2 447.71942 893.4243 0.071258 0.53896 0.61387 46.544 46.544 1.00E+00 15.46 417030
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18904 GVTLFDTSDVYGPLTNEILLGK Unmodified _GVTLFDTSDVYGPLTNEILLGK_ B6TJT2_MAIZE 2 1176.6203 2351.226 1.1959 -0.1087 1.0936 123.82 123.82 3.65E-05 41.24 914600

18905 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.1277 0.40655 1.5525 102.58 102.58 5.89E-20 55.08 1091600

18906 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.1014 0.080129 1.2003 103.2 103.2 4.44E-10 41.85 390370

18907 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.104 -0.054584 1.0678 103.15 103.15 1.06E-14 50.14 601830

18908 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.1137 0.04728 1.1795 103.16 103.16 5.89E-20 58.82 590580

18909 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.197 -0.004058 1.2112 102.72 102.72 5.13E-03 39.44 327230

18910 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.1539 0.15685 1.3284 103.4 103.4 1.30E-03 29.81 401180

18911 GVTLIPGDGIGPLVTGAVR Unmodified _GVTLIPGDGIGPLVTGAVR_ B4FRW8_MAIZE 2 896.51999 1791.0254 1.1048 0.10244 1.2255 102.94 102.94 1.08E-64 108.33 4902500

18912 GVTMTALLAK Oxidation (M) _GVTM(ox)TALLAK_ B4G1C9_MAIZE 2 510.79154 1019.5685 -0.012672 -0.20407 -0.22149 51.962 51.962 1.25E-02 32.98 712080

18913 GVTMTALLAK Unmodified _GVTMTALLAK_ B4G1C9_MAIZE 2 502.79408 1003.5736 -0.027414 -0.16377 -0.20041 72.265 72.265 1.84E-04 47.64 814380

18914 GVTMVLLPLMFDQGLNAR 2 Oxidation (M) _GVTM(ox)VLLPLM(ox)FDQGLNAR_ B6TRK5_MAIZE 2 1004.0237 2006.0329 1.2425 -0.25313 0.99404 107.89 107.89 8.24E-04 31.88 335850

18915 GVTPEMLEFMK 2 Oxidation (M) _GVTPEM(ox)LEFM(ox)K_ B4FR89_MAIZE 2 657.30943 1312.6043 0.42026 -0.23509 0.18401 65.35 65.35 4.48E-03 45.8 1170100

18916 GVTPEMLEFMK Oxidation (M) _GVTPEM(ox)LEFMK_ B4FR89_MAIZE 2 649.31197 1296.6094 0.3848 -0.4964 -0.11571 76.876 76.876 1.22E-01 18.72 863980

18917 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.22228 -0.1358 0.094541 55.659 55.659 4.43E-05 58.2 3374100

18918 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.20697 -0.39566 -0.18009 56.068 56.068 4.48E-03 43.32 1050500

18919 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.22059 -0.23041 -0.0027041 57.863 57.863 3.57E-04 54.94 1526000

18920 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.24904 -0.6178 -0.36086 57.111 57.111 1.67E-02 43.78 1133000

18921 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.20936 -0.10008 0.11726 57.794 57.794 1.47E-01 25.3 1083600

18922 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.24505 -0.21612 0.035913 57.753 57.753 4.96E-02 20.4 2264600

18923 GVTSNPTIFQK Unmodified _GVTSNPTIFQK_ B4FRC9_MAIZE 2 596.32205 1190.6295 0.14901 -0.11673 0.039102 58.234 58.234 3.57E-04 45.61 9675600

18924 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.89621 -0.19459 0.71407 70.995 70.995 3.33E-51 91.77 5327900

18925 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.89466 -0.17176 0.73686 72.214 72.214 1.43E-21 67.31 80878

18926 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.91927 -0.37931 0.5537 71.471 71.471 4.22E-59 101.91 2604300

18927 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.89257 -0.28302 0.62305 72.211 72.211 3.33E-51 85.1 3943100

18928 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.90504 -0.25664 0.6617 71.77 71.77 3.33E-51 97.39 1795800

18929 GVTTIIGGGDSVAAVEK Unmodified _GVTTIIGGGDSVAAVEK_ B4G0K4_MAIZE 2 787.42523 1572.8359 0.87521 -0.60884 0.27957 72.235 72.235 4.22E-59 111.83 18643000

18930 GVVATTDVVEACTGVNVAVMVGGFPR Oxidation (M) _GVVATTDVVEACTGVNVAVM(ox)VGGFPR_ MDHC_MAIZE 3 874.44024 2620.2989 1.1246 0.11523 1.2686 132.02 132.02 2.94E-21 69.28 523000

18931 GVVATTDVVEACTGVNVAVMVGGFPR Oxidation (M) _GVVATTDVVEACTGVNVAVM(ox)VGGFPR_ MDHC_MAIZE 3 874.44024 2620.2989 1.1286 0.005315 1.1632 137.34 137.34 4.68E-10 32.5 603390

18932 GVVATTDVVEACTGVNVAVMVGGFPR Oxidation (M) _GVVATTDVVEACTGVNVAVM(ox)VGGFPR_ MDHC_MAIZE 2 1311.1567 2620.2989 1.2099 -0.22748 1.0123 138.63 138.63 6.84E-02 33.63 57377

18933 GVVATTDVVEACTGVNVAVMVGGFPR Oxidation (M) _GVVATTDVVEACTGVNVAVM(ox)VGGFPR_ MDHC_MAIZE 3 874.44024 2620.2989 1.1521 -0.11632 1.0655 137.4 137.4 7.02E-03 29.45 135540

18934 GVVATTDVVEACTGVNVAVMVGGFPR Oxidation (M) _GVVATTDVVEACTGVNVAVM(ox)VGGFPR_ MDHC_MAIZE 2 1311.1567 2620.2989 1.1452 -0.057548 1.1173 137.15 137.15 1.36E-05 52.63 61941

18935 GVVDSDDLPLNISR Unmodified _GVVDSDDLPLNISR_ HSP82_MAIZE 2 750.38864 1498.7627 0.83005 -1.1207 -0.28693 83.092 83.092 1.95E-13 78.06 228890

18936 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.81103 0.28171 1.0957 74.577 74.577 2.00E-19 92.01 1262700

18937 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.81024 -0.20327 0.61168 75.239 75.239 3.56E-04 41.18 36281
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18938 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.795 0.045384 0.84353 74.776 74.776 2.00E-19 86.45 873460

18939 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.80333 0.13858 0.94473 75.492 75.492 2.00E-19 76.46 1347700

18940 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.76065 -0.2259 0.5382 75.074 75.074 3.40E-25 92.4 4961100

18941 GVVDSNDLPLNVSR Unmodified _GVVDSNDLPLNVSR_ B6UCZ5_MAIZE 2 742.88881 1483.7631 0.87807 0.85744 1.7384 75.626 75.626 1.95E-13 53.86 296350

18942 GVVEEYLLSLSSK Unmodified _GVVEEYLLSLSSK_ B6TFQ5_MAIZE 2 712.38758 1422.7606 0.6912 -0.14018 0.53646 111 111 3.13E-02 15.12 312150

18943 GVVESLK Unmodified _GVVESLK_ B4FAD4_MAIZE 2 366.21853 730.4225 0.8651 -0.2805 0.57995 40.075 40.075 1.00E+00 2.75 1419900

18944 GVVESLK Unmodified _GVVESLK_ B4FAD4_MAIZE 2 366.21853 730.4225 0.78508 -0.58485 0.19493 42.634 42.634 4.46E-01 15.35 6760000

18945 GVVPDSHPLSATAAR Unmodified _GVVPDSHPLSATAAR_ B4FAJ4_MAIZE 3 493.26344 1476.7685 -0.1926 -0.21637 -0.40616 50.308 50.308 1.00E+00 0.48 466120

18946 GVVPDSHPLSATAAR Unmodified _GVVPDSHPLSATAAR_ B4FAJ4_MAIZE 3 493.26344 1476.7685 -0.034756 -0.06143 -0.094564 52.38 52.38 1.00E+00 1.91 936560

18947 GVVPDSHPLSATAAR Unmodified _GVVPDSHPLSATAAR_ B4FAJ4_MAIZE 2 739.39152 1476.7685 0.77949 0.32918 1.1109 52.415 52.415 6.37E-03 59.08 871410

18948 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.34266 -0.5787 -0.21134 57.078 57.078 1.11E-04 50.07 5095700

18949 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 3 422.22633 1263.6571 0.14159 -0.10547 0.060937 57.078 57.078 7.21E-01 4.79 12472000

18950 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.3971 -0.2166 0.20575 59.309 59.309 8.05E-01 10.04 20827

18951 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.35759 -0.90057 -0.51661 57.493 57.493 1.98E-03 59.19 592360

18952 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.25283 -1.1497 -0.87082 59.127 59.127 2.62E-07 47.64 592680

18953 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.25872 -2.3028 -2.0161 58.475 58.475 1.11E-04 63.28 560570

18954 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 3 422.22633 1263.6571 0.13571 0.57563 0.7349 59.516 59.516 1.00E+00 0.53 560050

18955 GVVTDVIHDPGR Unmodified _GVVTDVIHDPGR_ B6TGT0_MAIZE 2 632.83585 1263.6571 0.31192 -0.40269 -0.065449 57.801 57.801 1.98E-03 57.19 1589400

18956 GVVTNGSEAAAGR Unmodified _GVVTNGSEAAAGR_ B6TK06_MAIZE 2 594.80201 1187.5895 0.2706 -0.19934 0.070148 35.393 35.393 1.47E-03 49.1 239010

18957 GVWQLQK Unmodified _GVWQLQK_ B4FA94_MAIZE 2 429.74525 857.47594 -0.039605 0.37087 0.32926 57.022 57.022 1.86E-01 12.85 107210

18958 GVWQLQK Unmodified _GVWQLQK_ B4FA94_MAIZE 2 429.74525 857.47594 -0.053443 0.36312 0.3087 59.241 59.241 4.46E-01 14.68 302410

18959 GVYETPGGTIMAAAVR Unmodified _GVYETPGGTIMAAAVR_ B4FZ29_MAIZE 2 796.90869 1591.8028 0.95193 -0.16298 0.78807 78.173 78.173 7.73E-25 85.31 902870

18960 GVYETPGGTIMAAAVR Unmodified _GVYETPGGTIMAAAVR_ B4FZ29_MAIZE 2 796.90869 1591.8028 0.94375 -0.089258 0.85376 79.118 79.118 1.42E-33 81.4 1567300

18961 GVYETPGGTIMAAAVR Oxidation (M) _GVYETPGGTIM(ox)AAAVR_ B4FZ29_MAIZE 2 804.90615 1607.7977 0.96987 -0.26359 0.70809 66.339 66.339 1.42E-33 90.97 1377900

18962 GVYLHDPTTVIAAVNPSLLTYTEGVVR Unmodified _GVYLHDPTTVIAAVNPSLLTYTEGVVR_ B4FL83_MAIZE 3 962.51843 2884.5335 1.2258 -0.074185 1.1579 117.69 117.69 2.06E-03 68.79 475340

18963 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1198 0.091909 1.2074 109.4 109.4 1.56E-52 76.32 3078200

18964 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1114 0.10167 1.2082 110.04 110.04 4.65E-12 41.85 788170

18965 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1004 0.15601 1.2517 110.01 110.01 5.25E-26 61.94 1614100

18966 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.0845 0.16806 1.2478 110.08 110.08 5.25E-26 67.8 1675700

18967 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1586 0.080165 1.2343 109.83 109.83 4.65E-12 49.57 1187900

18968 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.0961 0.072105 1.1634 110.41 110.41 8.00E-45 87.77 7014400

18969 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1092 -0.11682 0.98829 109.71 109.71 3.54E-16 45.24 15655000

18970 GVYNFAAGPATLPLSVLK Unmodified _GVYNFAAGPATLPLSVLK_ B4FRI1_MAIZE 2 909.51164 1817.0087 1.1659 0.060615 1.2223 111.72 111.72 3.87E-04 31.92 128180

18971 GVYNMSHGIGK Oxidation (M) _GVYNM(ox)SHGIGK_ B6U1Q4_MAIZE 3 393.52561 1177.555 0.31139 -0.42882 -0.11657 34.289 34.289 1.00E+00 8.99 433240
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18972 GVYNMSHGIGK Oxidation (M) _GVYNM(ox)SHGIGK_ B6U1Q4_MAIZE 2 589.78477 1177.555 0.08691 0.31 0.39735 34.279 34.279 4.96E-02 26.03 116660

18973 GVYNMSHGIGK Unmodified _GVYNMSHGIGK_ B6U1Q4_MAIZE 2 581.78732 1161.5601 0.079254 -0.36546 -0.28788 45.785 45.785 1.47E-01 29.03 40537

18974 GVYNMSHGVGK Oxidation (M) _GVYNM(ox)SHGVGK_ B6U9L3_MAIZE 2 582.77695 1163.5393 0.13002 0.32685 0.46467 28.636 28.636 2.94E-01 9.3 33059

18975 GVYNMSHGVGK Oxidation (M) _GVYNM(ox)SHGVGK_ B6U9L3_MAIZE 3 388.85372 1163.5393 0.37845 0.56234 0.94722 28.645 28.645 1.00E+00 10.43 81271

18976 GVYTFVCR Unmodified _GVYTFVCR_ B4G1B3_MAIZE 2 501.24729 1000.48 -0.25214 0.00655 -0.22005 62.357 62.357 1.90E-02 45.04 354940

18977 GVYTFVCR Unmodified _GVYTFVCR_ B4G1B3_MAIZE 2 501.24729 1000.48 -0.52875 62.864 62.864 2.77E-01 18.39

18978 GVYTFVCR Unmodified _GVYTFVCR_ B4G1B3_MAIZE 2 501.24729 1000.48 -0.061036 0.087329 0.049962 61.221 61.221 1.90E-02 35.21 631410

18979 GVYTFVCR Unmodified _GVYTFVCR_ B4G1B3_MAIZE 2 501.24729 1000.48 -0.24622 -0.463 -0.68411 63.933 63.933 1.90E-02 38.34 20276000

18980 GVYTFVCR Acetyl (Protein N-term) _(ac)GVYTFVCR_ B4G1B3_MAIZE 2 522.25257 1042.4906 -0.10845 0.26877 0.17789 87.143 87.143 1.65E-01 20.51 294450

18981 GVYVMMSGLDLER 2 Oxidation (M) _GVYVM(ox)M(ox)SGLDLER_ B4FQ64_MAIZE 2 751.3549 1500.6953 0.83691 -0.56367 0.27347 69.608 69.608 3.18E-16 74.77 402430

18982 GWASLQGIPR Unmodified _GWASLQGIPR_ B6T0A9_MAIZE 2 542.79854 1083.5825 0.010953 0.056366 0.059254 75.241 75.241 1.84E-04 51.27 1959800

18983 GWASLQGIPR Unmodified _GWASLQGIPR_ B6T0A9_MAIZE 2 542.79854 1083.5825 -0.079993 -0.056882 -0.14466 76.332 76.332 1.25E-02 23.93 1411400

18984 GWASVQSIPR Unmodified _GWASVQSIPR_ INV1_MAIZE 2 550.796 1099.5774 -0.0077924 0.84088 0.82728 65.712 65.712 2.81E-03 40.73 485430

18985 GWASVQSIPR Unmodified _GWASVQSIPR_ INV1_MAIZE 2 550.796 1099.5774 0.072202 0.022128 0.090555 66.562 66.562 1.84E-04 43.56 703490

18986 GWASVQSIPR Unmodified _GWASVQSIPR_ INV1_MAIZE 2 550.796 1099.5774 0.093048 0.10731 0.19542 65.962 65.962 1.45E-01 21.89 742660

18987 GWASVQSIPR Unmodified _GWASVQSIPR_ INV1_MAIZE 2 550.796 1099.5774 -0.021252 -0.064958 -0.090871 66.23 66.23 1.84E-04 58.21 2922500

18988 GWASVQSIPR Unmodified _GWASVQSIPR_ INV1_MAIZE 2 550.796 1099.5774 0.027477 0.16039 0.18249 66.331 66.331 4.40E-02 39.29 4516600

18989 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.69875 -0.12682 0.56442 80.13 80.13 4.93E-21 57.76 4144100

18990 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.74249 0.028614 0.76284 80.551 80.551 4.93E-21 73.83 1823000

18991 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.68737 -0.070367 0.60907 81.071 81.071 4.93E-21 88.1 3879500

18992 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.71273 0.10018 0.80429 80.731 80.731 1.09E-26 85.38 1880800

18993 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.5881 -0.15721 0.42348 80.423 80.423 4.77E-34 126.6 19298000

18994 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.80152 0.40911 1.2019 81.044 81.044 2.50E-15 72.76 1238800

18995 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.75708 -0.093411 0.65525 80.743 80.743 1.00E-11 73.68 702870

18996 GWDAQVLGEAPYK Unmodified _GWDAQVLGEAPYK_ B6TGG2_MAIZE 2 717.35662 1432.6987 0.65689 0.43612 1.0849 80.359 80.359 2.61E-08 53.45 675660

18997 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 898.90074 1795.7869 0.94183 -1.0496 -0.094117 66.368 66.368 9.08E-48 79.77 4730500

18998 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 3 599.60292 1795.7869 0.094602 -0.32291 -0.21547 66.327 66.327 2.60E-01 5.94 775600

18999 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 898.90074 1795.7869 1.1427 -0.21098 0.94455 71.492 71.492 1.81E-01 13.98 39132

19000 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 898.90074 1795.7869 1.1736 0.06299 1.2486 81.473 81.473 4.18E-01 8.95 19749

19001 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 898.90074 1795.7869 1.1786 0.0719 1.2628 83.864 83.864 9.46E-03 41.23 18326

19002 GWDEGVMTMQVGEVAR 2 Oxidation (M) _GWDEGVM(ox)TM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 898.90074 1795.7869 1.0838 -0.015174 1.0814 67.886 67.886 2.03E-21 67.99 462640

19003 GWDEGVMTMQVGEVAR Oxidation (M) _GWDEGVM(ox)TMQVGEVAR_ Q5XLE1_MAIZE 2 890.90328 1779.792 1.0515 -0.24859 0.8131 78.572 78.572 4.21E-20 65.01 262910

19004 GWDEGVMTMQVGEVAR Oxidation (M) _GWDEGVMTM(ox)QVGEVAR_ Q5XLE1_MAIZE 2 890.90328 1779.792 1.0157 -0.10138 0.92481 80.452 80.452 4.49E-33 87.97 516010

19005 GWDEGVMTMQVGEVAR Unmodified _GWDEGVMTMQVGEVAR_ Q5XLE1_MAIZE 2 882.90582 1763.7971 1.0661 -0.11338 0.96125 91.373 91.373 4.21E-20 87.69 114410
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19006 GWDQGIK Unmodified _GWDQGIK_ B6TI78_MAIZE 2 402.20595 802.39735 0.24214 0.79971 1.0416 46.114 46.114 7.83E-01 6.16 372590

19007 GWDQGIK Unmodified _GWDQGIK_ B6TI78_MAIZE 2 402.20595 802.39735 0.36908 0.51868 0.88839 48.655 48.655 7.83E-01 17.39 690470

19008 GWDQGIK Unmodified _GWDQGIK_ B6TI78_MAIZE 2 402.20595 802.39735 0.21352 0.25698 0.47061 48.771 48.771 1.86E-01 28.69 3757600

19009 GWDQGLLGMCVGEK Oxidation (M) _GWDQGLLGM(ox)CVGEK_ B4FUK2_MAIZE 2 783.35797 1564.7014 0.90717 -0.67839 0.24372 82.343 82.343 2.08E-02 25.53 20314

19010 GWDQGLLGMCVGEK Oxidation (M) _GWDQGLLGM(ox)CVGEK_ B4FUK2_MAIZE 2 783.35797 1564.7014 0.85092 -0.64708 0.21807 82.813 82.813 2.44E-16 70.68 2618600

19011 GWDQGLLGMCVGEK Unmodified _GWDQGLLGMCVGEK_ B4FUK2_MAIZE 2 775.36052 1548.7065 0.86828 -0.52266 0.35723 95.248 95.248 2.00E-19 80.75 1008100

19012 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.87765 -0.045372 0.80365 91.323 91.323 1.56E-17 69.08 1535400

19013 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.84586 -0.39577 0.42292 91.845 91.845 1.09E-26 85 365710

19014 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.86805 0.93343 1.7716 92.023 92.023 4.93E-21 102.43 760360

19015 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.80918 -0.56811 0.21379 91.43 91.43 4.93E-21 84.63 683310

19016 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.85883 -0.38999 0.44058 91.986 91.986 4.77E-34 98.43 348430

19017 GWETENIEEIALK Unmodified _GWETENIEEIALK_ B4FFH8_MAIZE 2 766.38557 1530.7566 0.82813 0.080834 0.88138 91.743 91.743 1.09E-26 102.72 9632400

19018 GWGCMFPEGDSSR Unmodified _GWGCMFPEGDSSR_ MTHR1_MAIZE 2 743.29792 1484.5813 0.83681 -0.12662 0.72299 78.807 78.807 1.00E-11 45.27 1034200

19019 GWGCMFPEGDSSR Unmodified _GWGCMFPEGDSSR_ MTHR1_MAIZE 2 743.29792 1484.5813 0.80709 -0.32292 0.49863 79.359 79.359 2.61E-08 45.69 843670

19020 GWGCMFPEGDSSR Oxidation (M) _GWGCM(ox)FPEGDSSR_ MTHR1_MAIZE 2 751.29537 1500.5762 0.8384 -0.32612 0.52925 65.213 65.213 2.54E-30 62.43 827770

19021 GWGDDGYFK Unmodified _GWGDDGYFK_ B6TLR9_MAIZE 2 522.72471 1043.4349 -0.15268 0.23277 0.093264 70.862 70.862 9.73E-03 28.22 10334000

19022 GWGDDGYFK Unmodified _GWGDDGYFK_ B6TLR9_MAIZE 2 522.72471 1043.4349 -0.095651 0.26396 0.18102 72.657 72.657 7.18E-01 8.72 223500

19023 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.19195 -0.066588 0.10956 95.024 95.024 5.66E-08 54.8 6208900

19024 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.17842 0.158 0.32082 95.82 95.82 6.35E-09 57.42 2513700

19025 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.19891 0.10331 0.28643 95.85 95.85 3.57E-04 37.23 4917200

19026 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.19911 0.19822 0.38141 95.718 95.718 5.66E-08 52.2 4304200

19027 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.17979 0.24878 0.41314 95.364 95.364 5.66E-08 61.03 2289900

19028 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 0.152 0.30997 0.44637 95.728 95.728 6.35E-09 65.96 24821000

19029 GWGLNLGELAR Unmodified _GWGLNLGELAR_ B4FSV6_MAIZE 2 593.32238 1184.6302 -0.20935 95.769 95.769 8.15E-03 32.96

19030 GWLESQGHQYIVTDDKEGPNCELEK Unmodified _GWLESQGHQYIVTDDKEGPNCELEK_ B6TRR5_MAIZE 4 733.8409 2931.3345 0.76749 -0.26333 0.50098 74.501 74.501 4.62E-09 31.8 1170000

19031 GWLYGPFADPPILDAK Unmodified _GWLYGPFADPPILDAK_ B6TZ91_MAIZE 2 880.45633 1758.8981 1.1623 0.51287 1.6711 115.71 115.71 7.01E-14 49.14 279500

19032 GWLYGPFADPPILDAK Unmodified _GWLYGPFADPPILDAK_ B6TZ91_MAIZE 2 880.45633 1758.8981 1.1482 1.5706 2.7132 116.15 116.15 2.16E-02 18.69 72374

19033 GWLYGPFADPPILDAK Unmodified _GWLYGPFADPPILDAK_ B6TZ91_MAIZE 2 880.45633 1758.8981 1.1882 0.71729 1.9013 116.02 116.02 2.01E-03 30.24 275810

19034 GWLYGPFADPPILDAK Unmodified _GWLYGPFADPPILDAK_ B6TZ91_MAIZE 2 880.45633 1758.8981 1.1571 0.9652 2.1181 117.56 117.56 1.81E-01 7.12 34747

19035 GWLYGPFADQPIIQSS Unmodified _GWLYGPFADQPIIQSS_ B4FG74_MAIZE 2 889.94104 1777.8675 1.1351 0.40547 1.5405 119.88 119.88 2.01E-03 49.78 709090

19036 GWNESASPNVR Unmodified _GWNESASPNVR_ B6TE97_MAIZE 2 608.7889 1215.5632 0.27852 0.15313 0.41645 46.942 46.942 4.48E-03 46.63 3410600

19037 GWNESASPNVR Unmodified _GWNESASPNVR_ B6TE97_MAIZE 2 608.7889 1215.5632 0.25592 -0.14066 0.10172 46.668 46.668 1.67E-02 41.5 507060

19038 GWNPDVDYTAWVK Unmodified _GWNPDVDYTAWVK_ B6TES1_MAIZE 2 775.86735 1549.7201 0.84224 -0.63957 0.20937 95.701 95.701 1.47E-03 55.22 356590

19039 GWNPDVDYTAWVK Unmodified _GWNPDVDYTAWVK_ B6TES1_MAIZE 2 775.86735 1549.7201 0.88401 -1.0752 -0.18315 96.823 96.823 4.68E-05 58.34 117120



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

19040 GWVEIK Unmodified _GWVEIK_ B4FJP3_MAIZE 2 366.20796 730.40138 0.86345 -0.015448 0.83676 57.189 57.189 5.26E-01 19.89 656380

19041 GWVEQEELLK Unmodified _GWVEQEELLK_ B6SWX3_MAIZE 2 615.82188 1229.6292 0.32663 -0.1563 0.15238 77.109 77.109 1.25E-02 13.5 664140

19042 GWVPTLLGYSAQGACK Unmodified _GWVPTLLGYSAQGACK_ B4FTJ6_MAIZE 2 854.42979 1706.845 1.0517 -0.11579 0.94149 94.702 94.702 5.87E-44 88.78 1550600

19043 GWVPTLLGYSAQGACK Unmodified _GWVPTLLGYSAQGACK_ B4FTJ6_MAIZE 3 569.95562 1706.845 0.15741 0.10157 0.26477 94.7 94.7 1.00E+00 6.29 473440

19044 GWVPTLLGYSAQGACK Unmodified _GWVPTLLGYSAQGACK_ B4FTJ6_MAIZE 2 854.42979 1706.845 0.99189 -0.41946 0.57879 95.521 95.521 7.73E-25 74.05 226680

19045 GWVPTLLGYSAQGACK Unmodified _GWVPTLLGYSAQGACK_ B4FTJ6_MAIZE 2 854.42979 1706.845 1.0606 -0.17403 0.89249 95.348 95.348 1.27E-09 58.37 188500

19046 GYAALVGVVPSMK Oxidation (M) _GYAALVGVVPSM(ox)K_ B6T914_MAIZE 2 654.35503 1306.6955 0.38148 -0.061296 0.32209 73.984 73.984 6.20E-03 22.1 115880

19047 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.2048 0.15372 1.347 103.71 103.71 3.03E-22 85.99 1221700

19048 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.2113 0.031149 1.2316 104.25 104.25 2.21E-30 80.51 383360

19049 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.1694 0.19146 1.3499 104.25 104.25 4.59E-36 73.46 703460

19050 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.1615 0.0961 1.2463 104.25 104.25 3.03E-22 58.15 705640

19051 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 3 749.39496 2245.163 0.87071 0.2119 1.0709 104.28 104.28 6.40E-03 24.49 310480

19052 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.2908 -0.20271 1.0774 103.76 103.76 5.68E-10 64.26 442970

19053 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.1908 0.056755 1.2365 104.47 104.47 3.03E-22 73.39 2159500

19054 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 3 749.39496 2245.163 0.87157 0.63489 1.4948 104.49 104.49 2.04E-03 19.34 755240

19055 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 2 1123.5888 2245.163 1.186 0.10563 1.2809 104.02 104.02 4.59E-36 76.52 7229800

19056 GYADAAQAPELFTTTPALAIPK Unmodified _GYADAAQAPELFTTTPALAIPK_ B4F9B2_MAIZE 3 749.39496 2245.163 0.8241 0.36931 1.1824 104.01 104.01 5.95E-05 30.74 2393000

19057 GYAEAYGK Unmodified _GYAEAYGK_ B4FHT1_MAIZE 2 429.70324 857.39193 0.055166 0.79299 0.81497 37.624 37.624 1.90E-02 32.7 1985600

19058 GYAGFGSGAAAR Unmodified _GYAGFGSGAAAR_ B4FHT6_MAIZE 2 542.76215 1083.5098 -0.012191 0.52454 0.50476 50.872 50.872 1.68E-09 59.81 436450

19059 GYALIEYEKFEEAQAAIK Unmodified _GYALIEYEKFEEAQAAIK_ B6SLI2_MAIZE 3 691.68948 2072.0466 0.58836 0.31653 0.87197 92.906 92.906 1.93E-34 59.06 1305800

19060 GYAPLAALLR Unmodified _GYAPLAALLR_ B6TL18_MAIZE 2 522.81366 1043.6128 -0.093102 0.009491 -0.1163 93.306 93.306 2.81E-03 35.66 2421300

19061 GYAPQQNYAQGGQDGR Unmodified _GYAPQQNYAQGGQDGR_ B6SJX7_MAIZE 2 855.38496 1708.7554 1.1036 0.12133 1.2222 46.461 46.461 1.27E-09 70.78 582840

19062 GYAPQQNYAQGGQDGR Unmodified _GYAPQQNYAQGGQDGR_ B6SJX7_MAIZE 2 855.38496 1708.7554 1.0721 0.18451 1.2544 47.219 47.219 4.21E-20 84.91 845170

19063 GYATGVPDNR Unmodified _GYATGVPDNR_ B4FLH3_MAIZE 2 525.25416 1048.4938 -0.11204 0.028301 -0.082566 43.709 43.709 1.25E-02 56.08 267950

19064 GYDPEVIDIR Unmodified _GYDPEVIDIR_ B6TQ36_MAIZE 2 588.7984 1175.5823 0.21289 -0.61602 -0.40865 71.753 71.753 4.40E-02 30.91 910240

19065 GYDPEVIDIR Unmodified _GYDPEVIDIR_ B6TQ36_MAIZE 2 588.7984 1175.5823 0.10075 0.34951 0.22859 72.083 72.083 7.11E-01 15.9 321110

19066 GYDPEVIDIR Unmodified _GYDPEVIDIR_ B6TQ36_MAIZE 2 588.7984 1175.5823 0.16616 -0.36157 -0.20242 72.953 72.953 4.40E-05 60.11 558470

19067 GYDPEVIDIR Unmodified _GYDPEVIDIR_ B6TQ36_MAIZE 2 588.7984 1175.5823 0.14198 -0.16843 -0.032787 72.529 72.529 1.84E-04 39.73 400980

19068 GYDPEVIDIR Unmodified _GYDPEVIDIR_ B6TQ36_MAIZE 2 588.7984 1175.5823 0.11668 0.033776 0.14382 72.908 72.908 4.40E-05 72.09 10416000

19069 GYDSLSVSDAK Unmodified _GYDSLSVSDAK_ B4FCY9_MAIZE 2 571.27222 1140.5299 0.028396 -1.4917 -1.4659 54.4 54.4 3.60E-06 52.78 1162000

19070 GYDSLSVSDAK Unmodified _GYDSLSVSDAK_ B4FCY9_MAIZE 2 571.27222 1140.5299 0.0069574 -0.28466 -0.2828 51.938 51.938 6.35E-09 65.45 1628300

19071 GYEAVVYYLAGQYLK Unmodified _GYEAVVYYLAGQYLK_ PAO_MAIZE 2 868.94834 1735.8821 0.85308 0.50137 1.3372 122.99 122.99 1.26E-03 31.76 538720

19072 GYEGVVTR Unmodified _GYEGVVTR_ B4FBM9_MAIZE 2 440.72979 879.44503 0.036413 -0.039752 0.0027336 40.382 40.382 3.48E-02 42.55 9522300

19073 GYEGVVTR Unmodified _GYEGVVTR_ B4FBM9_MAIZE 2 440.72979 879.44503 -0.075669 0.42443 0.35407 39.718 39.718 3.48E-02 30.1 538950
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19074 GYEGVVTR Unmodified _GYEGVVTR_ B4FBM9_MAIZE 2 440.72979 879.44503 0.08846 0.23635 0.33038 42.458 42.458 5.06E-02 23.94 452800

19075 GYEGVVTR Unmodified _GYEGVVTR_ B4FBM9_MAIZE 2 440.72979 879.44503 0.073223 -0.29431 -0.21235 41.773 41.773 7.88E-01 18.14 372370

19076 GYEGVVTR Unmodified _GYEGVVTR_ B4FBM9_MAIZE 2 440.72979 879.44503 0.070588 -0.20164 -0.12341 42.344 42.344 1.65E-01 12.84 1166000

19077 GYEPVEFSFGAGWK Unmodified _GYEPVEFSFGAGWK_ B6TIH4_MAIZE 2 787.36972 1572.7249 0.93104 -0.02384 0.91056 100.28 100.28 1.49E-02 46.83 94168

19078 GYEPVEFSFGTGWK Unmodified _GYEPVEFSFGTGWK_ B6T6A1_MAIZE 2 802.37501 1602.7355 0.92856 0.27886 1.2164 100.05 100.05 3.56E-04 53.22 364860

19079 GYEVHGLIR Unmodified _GYEVHGLIR_ B6TA81_MAIZE 3 348.52594 1042.556 0.99014 0.20385 1.183 52.834 52.834 1.00E+00 9.23 186500

19080 GYEVHGLIR Unmodified _GYEVHGLIR_ B6TA81_MAIZE 3 348.52594 1042.556 1.1436 -0.065591 1.0676 47.632 47.632 1.00E+00 7.15 594240

19081 GYEVHGLIR Unmodified _GYEVHGLIR_ B6TA81_MAIZE 2 522.28527 1042.556 0.038404 0.008266 0.036854 54.684 54.684 9.73E-03 40.99 383750

19082 GYEVLFMVDAIDEYAVGQLK Oxidation (M) _GYEVLFM(ox)VDAIDEYAVGQLK_ HSP82_MAIZE 3 759.37669 2275.1082 0.90843 0.22246 1.1273 128.08 128.08 3.54E-59 55.34 2035400

19083 GYEVLFMVDAIDEYAVGQLK Oxidation (M) _GYEVLFM(ox)VDAIDEYAVGQLK_ HSP82_MAIZE 2 1138.5614 2275.1082 1.2364 0.3007 1.5336 127.89 127.89 5.73E-03 23.13 1344400

19084 GYEVLFMVDAIDEYAVGQLK Oxidation (M) _GYEVLFM(ox)VDAIDEYAVGQLK_ HSP82_MAIZE 3 759.37669 2275.1082 0.90792 0.10719 1.0125 129.82 129.82 3.91E-01 5.71 105530

19085 GYFDLLIK Unmodified _GYFDLLIK_ B6TCK3_MAIZE 2 484.77621 967.53787 -0.12443 0.17108 0.034139 100.21 100.21 1.90E-02 35.3 2302700

19086 GYFDLLIK Unmodified _GYFDLLIK_ B6TCK3_MAIZE 2 484.77621 967.53787 -0.15508 0.20789 0.038829 100.32 100.32 5.06E-02 29.3 5962100

19087 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.25109 -0.13309 0.11113 43.991 43.991 9.46E-01 10.87 147510

19088 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.32856 -0.12788 0.19183 43.137 43.137 1.00E+00 8.36 1227100

19089 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.43246 0.034859 0.45903 45.845 45.845 9.46E-01 10.75 2163500

19090 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.36752 0.27685 0.63624 45.16 45.16 5.26E-01 12.81 2824200

19091 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.33081 0.48255 0.80273 45.949 45.949 5.26E-01 17.43 2667400

19092 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.40737 0.22807 0.62521 45.701 45.701 5.26E-01 12.61 7899800

19093 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.37717 -0.50092 -0.12998 46.48 46.48 5.26E-01 16.67 28314000

19094 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.4634 0.079922 0.53448 43.873 43.873 5.26E-01 11.48 700810

19095 GYFEDR Unmodified _GYFEDR_ B4G1P1_MAIZE 2 393.67449 785.33442 0.25292 0.005729 0.25149 47.129 47.129 1.00E+00 5.52 144620

19096 GYFLQQTMLR Oxidation (M) _GYFLQQTM(ox)LR_ B6SGV9_MAIZE 2 636.8239 1271.6332 0.31144 0.052815 0.36197 71.188 71.188 5.76E-06 71.42 2621900

19097 GYFLQQTMLR Unmodified _GYFLQQTMLR_ B6SGV9_MAIZE 2 628.82644 1255.6383 0.29174 0.34891 0.63442 82.028 82.028 1.84E-04 69.74 1691100

19098 GYFVLNDILR Unmodified _GYFVLNDILR_ B6TQ25_MAIZE 2 605.33496 1208.6554 0.28356 0.37059 0.64672 103.77 103.77 2.81E-03 19.93 709660

19099 GYFVLNDILR Unmodified _GYFVLNDILR_ B6TQ25_MAIZE 2 605.33496 1208.6554 0.21786 0.30295 0.51336 104.46 104.46 1.25E-02 34.26 503900

19100 GYFVLNDILR Unmodified _GYFVLNDILR_ B6TQ25_MAIZE 2 605.33496 1208.6554 0.26869 0.38019 0.64132 104.46 104.46 3.43E-01 11.63 1041900

19101 GYFVLNDILR Unmodified _GYFVLNDILR_ B6TQ25_MAIZE 2 605.33496 1208.6554 0.23833 -0.003856 0.22709 106.04 106.04 4.40E-02 22.33 244260

19102 GYFVLNDMFR Oxidation (M) _GYFVLNDM(ox)FR_ B6T5X8_MAIZE 2 639.3028 1276.591 0.39763 0.19674 0.59802 85.841 85.841 1.84E-04 41.6 802220

19103 GYFVLNDMFR Unmodified _GYFVLNDMFR_ B6T5X8_MAIZE 2 631.30534 1260.5961 0.3955 0.40387 0.79911 103.54 103.54 1.45E-01 7.91 658610

19104 GYGFGSGAAGAGAGAAR Unmodified _GYGFGSGAAGAGAGAAR_ B6T2W6_MAIZE 2 699.33146 1396.6484 0.58793 0.36888 0.95597 52.125 52.125 1.54E-12 118.23 1207700

19105 GYGFGSGAAGAGAGAAR Unmodified _GYGFGSGAAGAGAGAAR_ B6T2W6_MAIZE 2 699.33146 1396.6484 0.60558 -0.1848 0.42139 55.312 55.312 1.24E-09 77.63 1274500

19106 GYGFILFR Unmodified _GYGFILFR_ B6TJJ4_MAIZE 2 486.76872 971.52289 0.0050626 0.25189 0.25671 95.967 95.967 1.90E-02 21.75 182480

19107 GYGFILFR Unmodified _GYGFILFR_ B6TJJ4_MAIZE 2 486.76872 971.52289 -0.057414 0.11352 0.055684 95.631 95.631 3.77E-01 26.81 292440
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19108 GYGFILFR Unmodified _GYGFILFR_ B6TJJ4_MAIZE 2 486.76872 971.52289 -0.064451 0.22446 0.15839 95.96 95.96 3.48E-02 42.52 1122600

19109 GYGFVHFGDLNEQAR Unmodified _GYGFVHFGDLNEQAR_ B4F9G5_MAIZE 3 570.60587 1708.7958 0.14991 0.12473 0.27807 79.21 79.21 2.04E-04 34.35 337450

19110 GYGFVK Unmodified _GYGFVK_ B4FEA4_MAIZE 2 335.68158 669.34861 1.1617 0.17503 1.3436 45.623 45.623 9.46E-01 16.12 403160

19111 GYGFVK Unmodified _GYGFVK_ B4FEA4_MAIZE 2 335.68158 669.34861 1.3315 0.011736 1.3516 47.972 47.972 5.26E-01 17.56 807630

19112 GYGFVK Unmodified _GYGFVK_ B4FEA4_MAIZE 2 335.68158 669.34861 1.2076 0.12459 1.3415 47.37 47.37 1.00E+00 3.44 1143700

19113 GYGFVK Unmodified _GYGFVK_ B4FEA4_MAIZE 2 335.68158 669.34861 1.1137 0.27933 1.3999 48.03 48.03 2.78E-01 21.02 3161500

19114 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.11513 0.070978 -0.033116 90.846 90.846 2.92E-02 26.81 19763

19115 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.086554 0.30874 0.23174 90.806 90.806 3.48E-02 45.1 991610

19116 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.028662 -0.095095 -0.1132 88.644 88.644 2.92E-02 38.14 367820

19117 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.020965 -0.25593 -0.26667 91.223 91.223 5.06E-02 24.36 483530

19118 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.12039 0.32966 0.21932 88.257 88.257 1.90E-02 36.97 2408400

19119 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 0.0052433 0.14084 0.1571 88.299 88.299 1.90E-02 32.7 180040

19120 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.13356 -0.04894 -0.17127 92.575 92.575 3.48E-02 42.36 118910

19121 GYGFVLFR Unmodified _GYGFVLFR_ B6SXV2_MAIZE 2 479.7609 957.50724 -0.52219 89.932 89.932 1.71E-02 33.41

19122 GYGFVR Unmodified _GYGFVR_ B6U4F3_MAIZE 2 349.68466 697.35476 1.0668 0.53207 1.6077 49.73 49.73 2.64E-01 21.55 1545500

19123 GYGFVSFR Unmodified _GYGFVSFR_ B6T6H4_MAIZE 2 466.73488 931.4552 -0.13991 0.12961 0.0033648 74.149 74.149 2.92E-02 20.24 200360

19124 GYGFVSFSNPTDLAAAIK Unmodified _GYGFVSFSNPTDLAAAIK_ B4F7W9_MAIZE 2 929.47271 1856.9309 1.1495 0.35233 1.5001 108.13 108.13 3.54E-16 54.94 368200

19125 GYGFVTFK Unmodified _GYGFVTFK_ B4FLF5_MAIZE 2 459.73963 917.4647 -0.063322 0.26394 0.21802 73.442 73.442 3.77E-01 10.32 691570

19126 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.19331 0.5183 0.34426 76.136 76.136 2.92E-02 28.43 118010

19127 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.15917 0.26914 0.12829 75.084 75.084 2.92E-02 24.86 334050

19128 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.040063 0.20095 0.18061 75.675 75.675 1.90E-02 30.24 506970

19129 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.01597 0.25703 0.26095 75.327 75.327 5.06E-02 16.15 525660

19130 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.052254 0.41285 0.38001 75.249 75.249 3.48E-02 27.53 547550

19131 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.086418 0.38814 0.31988 75.471 75.471 1.90E-02 34.92 4708400

19132 GYGFVTFR Unmodified _GYGFVTFR_ B6TV58_MAIZE 2 473.7427 945.47085 -0.062047 0.35994 0.31587 74.944 74.944 2.92E-02 26.34 851860

19133 GYGGGGGYGGGYGGGGGGGGR Unmodified _GYGGGGGYGGGYGGGGGGGGR_ B6SP06_MAIZE 2 817.34055 1632.6665 1.0323 0.11312 1.1855 46.277 46.277 1.29E-11 120.11 596340

19134 GYGGGGGYGGGYGGGGGGGGR Unmodified _GYGGGGGYGGGYGGGGGGGGR_ B6SP06_MAIZE 2 817.34055 1632.6665 1.013 -0.13217 0.9207 46.114 46.114 5.37E-06 95.31 1239100

19135 GYGGGGGYGGGYGGGGGGGGR Unmodified _GYGGGGGYGGGYGGGGGGGGR_ B6SP06_MAIZE 2 817.34055 1632.6665 0.97844 0.020604 1.0397 46.902 46.902 7.74E-05 78.3 3590700

19136 GYGGGGGYGGGYGGGGGGGGR Unmodified _GYGGGGGYGGGYGGGGGGGGR_ B6SP06_MAIZE 2 817.34055 1632.6665 0.90053 0.019897 0.96072 44.053 44.053 5.37E-06 88.97 2584400

19137 GYGGTAAPPDVASYSAFHVVGDVVALLDAIGIHNK Unmodified _GYGGTAAPPDVASYSAFHVVGDVVALLDAIGIHNK_ B6TXX8_MAIZE 4 871.19922 3480.7678 1.1184 0.10312 1.2274 130.24 130.24 2.59E-03 21.81 1221900

19138 GYGLPAK Unmodified _GYGLPAK_ B6TQQ8_MAIZE 2 353.20014 704.38573 0.77763 0.45494 1.2114 45.603 45.603 4.46E-01 18.05 468860

19139 GYIENPTSMLL Oxidation (M) _GYIENPTSM(ox)LL_ B6TUA2_MAIZE 2 627.30775 1252.6009 0.33666 0.7613 1.0825 89.728 89.728 3.83E-01 13.26 1391300

19140 GYIENPTSMLL Oxidation (M) _GYIENPTSM(ox)LL_ B6TUA2_MAIZE 2 627.30775 1252.6009 0.33724 0.68231 1.0037 90.349 90.349 1.67E-02 20.61 5563300

19141 GYIENPTSMLL Oxidation (M) _GYIENPTSM(ox)LL_ B6TUA2_MAIZE 2 627.30775 1252.6009 0.36307 0.69353 1.0413 89.763 89.763 1.00E+00 3.07 573970
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19142 GYIENPTSMLL Unmodified _GYIENPTSMLL_ B6TUA2_MAIZE 2 619.31029 1236.606 0.32121 0.7281 1.0294 104.86 104.86 7.60E-01 4.73 1866700

19143 GYINAGFAGIMLEDQVAPK Oxidation (M) _GYINAGFAGIM(ox)LEDQVAPK_ B4F9T3_MAIZE 2 1005.5037 2008.9928 1.2069 -0.33772 0.86184 96.117 96.117 2.43E-32 93.99 453480

19144 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.2088 0.23124 0.42726 87.47 87.47 1.84E-04 48.18 7792900

19145 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.17598 0.23623 0.39985 90.708 90.708 7.11E-01 17.74 51834

19146 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.20417 0.42784 0.61861 88.26 88.26 1.00E+00 2.05 1368600

19147 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.25335 0.42312 0.66338 88.371 88.371 1.00E+00 1.97 1657100

19148 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.26533 0.40894 0.66052 88.09 88.09 1.00E+00 1.08 1786700

19149 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.23255 0.28192 0.50196 88.214 88.214 4.40E-02 22.35 2110200

19150 GYIPLTTYLR Unmodified _GYIPLTTYLR_ B6SYW9_MAIZE 2 598.83733 1195.6601 0.13485 0.1749 0.29747 89.638 89.638 2.81E-03 31.17 6143200

19151 GYISPQFVTNLEK Unmodified _GYISPQFVTNLEK_ B6SXW8_MAIZE 2 748.3932 1494.7718 0.8103 -0.11483 0.68865 84.977 84.977 4.68E-05 62.74 1104100

19152 GYISPQFVTNLEK Unmodified _GYISPQFVTNLEK_ B6SXW8_MAIZE 2 748.3932 1494.7718 0.80132 0.007163 0.80186 85.699 85.699 1.47E-03 41.44 671400

19153 GYISPQFVTNLEK Unmodified _GYISPQFVTNLEK_ B6SXW8_MAIZE 2 748.3932 1494.7718 0.80771 -0.032019 0.76827 85.96 85.96 2.61E-08 44.82 1278300

19154 GYISPQFVTNLEK Unmodified _GYISPQFVTNLEK_ B6SXW8_MAIZE 2 748.3932 1494.7718 0.78263 -0.56561 0.2105 85.34 85.34 1.00E-11 86.78 2968600

19155 GYISPQFVTNLEK Unmodified _GYISPQFVTNLEK_ B6SXW8_MAIZE 2 748.3932 1494.7718 0.79562 -0.12235 0.66685 85.784 85.784 1.00E-11 61.46 4213900

19156 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.6322 0.52773 1.1469 79.623 79.623 1.60E-02 13.94 2706500

19157 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.62985 0.27042 0.88796 80.284 80.284 1.98E-03 30.63 1589400

19158 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.61009 0.34067 0.93845 80.701 80.701 7.61E-14 66.97 2847900

19159 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.61886 1.1543 1.7597 80.341 80.341 1.11E-04 46.77 2581800

19160 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.53123 0.29986 0.81935 80.059 80.059 7.61E-14 78.57 15350000

19161 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.65064 -0.13351 0.506 80.577 80.577 2.00E-01 24.89 1014800

19162 GYISPYFITNSK Unmodified _GYISPYFITNSK_ CH61_MAIZE C 2 695.35608 1388.6976 0.63249 0.22984 0.84966 80.167 80.167 7.72E-03 33.31 472600

19163 GYISPYFVTDQK Unmodified _GYISPYFVTDQK_ B4FMM3_MAIZE 2 709.35354 1416.6925 0.66067 -0.25995 0.40372 77.551 77.551 1.68E-09 55.44 1818100

19164 GYISPYFVTDQK Unmodified _GYISPYFVTDQK_ B4FMM3_MAIZE 2 709.35354 1416.6925 0.71271 0.37612 1.09 78.054 78.054 7.61E-14 61.13 1785400

19165 GYISPYFVTDSEK Unmodified _GYISPYFVTDSEK_ B6SH83_MAIZE 2 753.36156 1504.7086 0.80304 -0.42687 0.37334 78.638 78.638 2.50E-15 64.09 1626700

19166 GYISPYFVTDSEK Unmodified _GYISPYFVTDSEK_ B6SH83_MAIZE 2 753.36156 1504.7086 0.79535 -0.004691 0.78789 79.122 79.122 2.61E-08 75.89 848440

19167 GYISPYFVTDSEK Unmodified _GYISPYFVTDSEK_ B6SH83_MAIZE 2 753.36156 1504.7086 0.76493 -0.24748 0.51424 79.663 79.663 2.61E-08 65.82 1810800

19168 GYISPYFVTDSEK Unmodified _GYISPYFVTDSEK_ B6SH83_MAIZE 2 753.36156 1504.7086 0.73658 -0.27419 0.45964 79.032 79.032 2.50E-15 78.75 9606300

19169 GYISPYFVTDSEK Unmodified _GYISPYFVTDSEK_ B6SH83_MAIZE 2 753.36156 1504.7086 0.80578 -0.32095 0.48283 79.091 79.091 2.50E-15 63.94 385160

19170 GYLFPQNAAR Unmodified _GYLFPQNAAR_ B6TAT5_MAIZE 2 568.796 1135.5774 0.16077 2.4239 2.5626 60.858 60.858 1.25E-02 22.03 935250

19171 GYLFPQNAAR Unmodified _GYLFPQNAAR_ B6TAT5_MAIZE 2 568.796 1135.5774 0.089018 0.74859 0.81917 61.609 61.609 1.25E-02 20.23 359990

19172 GYLGDMLALVK Oxidation (M) _GYLGDM(ox)LALVK_ B6TEX6_MAIZE 2 598.3232 1194.6318 0.15892 0.30388 0.45396 82.447 82.447 4.96E-02 22.04 73550

19173 GYLGDMLALVK Oxidation (M) _GYLGDM(ox)LALVK_ B6TEX6_MAIZE 2 598.3232 1194.6318 0.148 -0.077123 0.063127 82.527 82.527 3.60E-06 49.17 1731000

19174 GYLGDMLALVK Unmodified _GYLGDMLALVK_ B6TEX6_MAIZE 2 590.32574 1178.6369 0.22366 0.61107 0.82174 111.78 111.78 4.96E-02 26.88 196900

19175 GYLGDMLALVK Unmodified _GYLGDMLALVK_ B6TEX6_MAIZE 2 590.32574 1178.6369 0.13591 0.27227 0.39507 115.97 115.97 1.62E-12 60.55 1331400
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19176 GYLNAGDADAFDR Unmodified _GYLNAGDADAFDR_ B6TPB9_MAIZE 2 692.81003 1383.6055 0.62267 -8.64E-05 0.61663 70.897 70.897 4.68E-05 49.44 742000

19177 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.043766 -0.052501 -0.024033 45.612 45.612 4.40E-02 20.57 8160400

19178 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.031292 0.015554 0.03233 45.145 45.145 2.81E-03 27.55 2864200

19179 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.090508 0.029775 0.10552 47.824 47.824 1.25E-02 28.98 3229200

19180 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.10989 0.13931 0.23432 47.071 47.071 1.62E-03 35.7 1857900

19181 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 -0.017412 -0.10964 -0.14106 47.933 47.933 4.40E-05 44.57 9400600

19182 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.10343 -0.017633 0.070575 47.716 47.716 1.00E+00 2.31 1265700

19183 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.041595 0.001844 0.028456 48.543 48.543 7.11E-01 16.36 465570

19184 GYLNDPESTK Unmodified _GYLNDPESTK_ B4FQP4_MAIZE 2 562.26694 1122.5193 0.0063552 -0.32959 -0.33838 45.786 45.786 1.84E-04 36.12 1122600

19185 GYLPVKEER Unmodified _GYLPVKEER_ B4G072_MAIZE 2 545.79821 1089.5819 0.033855 -2.7157 -2.7015 43.34 43.34 3.39E-01 19.55 404720

19186 GYLPVKEER Unmodified _GYLPVKEER_ B4G072_MAIZE 3 364.20123 1089.5819 0.82138 -0.33503 0.46285 45.056 45.056 2.35E-01 13.37 1040500

19187 GYLPVKEER Unmodified _GYLPVKEER_ B4G072_MAIZE 3 364.20123 1089.5819 0.79407 -0.29858 0.47102 45.856 45.856 2.35E-02 22.22 607100

19188 GYLPVKEER Unmodified _GYLPVKEER_ B4G072_MAIZE 3 364.20123 1089.5819 0.81356 -0.35008 0.43942 45.33 45.33 9.39E-03 31.88 7737800

19189 GYLPVKEER Unmodified _GYLPVKEER_ B4G072_MAIZE 2 545.79821 1089.5819 0.034539 -0.32438 -0.31383 45.31 45.31 9.73E-03 46.54 3879300

19190 GYLQEAR Unmodified _GYLQEAR_ B6TQ00_MAIZE 2 418.71668 835.41882 0.032311 0.35789 0.36107 38.99 38.99 4.49E-02 30.89 143210

19191 GYLSDMLALVK Unmodified _GYLSDMLALVK_ B6UBZ9_MAIZE 2 605.33102 1208.6475 0.34234 0.40962 0.73512 118.55 118.55 1.67E-02 26.92 60822

19192 GYLSDMLALVK Unmodified _GYLSDMLALVK_ B6UBZ9_MAIZE 2 605.33102 1208.6475 0.2125 0.30558 0.5008 123.21 123.21 1.62E-12 72.18 878630

19193 GYLSDMLALVK Oxidation (M) _GYLSDM(ox)LALVK_ B6UBZ9_MAIZE 2 613.32848 1224.6424 0.22236 0.31054 0.51896 83.905 83.905 6.12E-08 41.79 835720

19194 GYLSDMLALVK Oxidation (M) _GYLSDM(ox)LALVK_ B6UBZ9_MAIZE 2 613.32848 1224.6424 0.24744 0.31381 0.54716 84.922 84.922 3.57E-04 35.68 1179100

19195 GYLVETPDELK Unmodified _GYLVETPDELK_ B4FAJ4_MAIZE 2 632.32699 1262.6394 0.3337 0.33858 0.66042 72.201 72.201 3.57E-04 35.72 2495700

19196 GYLVGNPITGESIDFTSR Unmodified _GYLVGNPITGESIDFTSR_ B4FRC3_MAIZE 2 963.4838 1924.9531 1.2329 0.15458 1.3903 98.712 98.712 4.65E-12 68.97 372120

19197 GYLVGNPITGESIDFTSR Unmodified _GYLVGNPITGESIDFTSR_ B4FRC3_MAIZE 2 963.4838 1924.9531 1.1437 0.36241 1.5097 99.315 99.315 2.85E-09 35.74 187650

19198 GYLVGNPITGESIDFTSR Unmodified _GYLVGNPITGESIDFTSR_ B4FRC3_MAIZE 2 963.4838 1924.9531 1.2277 0.26711 1.4979 99.002 99.002 8.00E-45 82.35 432400

19199 GYMAPEYLYR Oxidation (M) _GYM(ox)APEYLYR_ B6TXE2_MAIZE 2 639.79481 1277.5751 0.36904 -0.004214 0.33902 66.514 66.514 2.81E-03 31.06 1968500

19200 GYMAPEYLYR Unmodified _GYMAPEYLYR_ B6TXE2_MAIZE 2 631.79735 1261.5801 0.3339 0.60022 0.9041 72.726 72.726 2.81E-03 20.55 1751200

19201 GYMGPVLQFLAR Oxidation (M) _GYM(ox)GPVLQFLAR_ B6T391_MAIZE 2 684.36065 1366.7067 0.63367 0.52831 1.159 94.865 94.865 1.85E-01 10.42 59402

19202 GYMGPVLQFLAR Oxidation (M) _GYM(ox)GPVLQFLAR_ B6T391_MAIZE 2 684.36065 1366.7067 0.56743 0.3998 0.9653 94.331 94.331 1.00E+00 4.78 1448700

19203 GYMGPVLQFLAR Oxidation (M) _GYM(ox)GPVLQFLAR_ B6T391_MAIZE 2 684.36065 1366.7067 0.54265 0.39245 0.93333 94.827 94.827 2.05E-12 54.49 1587200

19204 GYMGPVLQFLAR Unmodified _GYMGPVLQFLAR_ B6T391_MAIZE 2 676.36319 1350.7118 0.56162 0.49774 1.0547 109.81 109.81 2.05E-12 54.75 383070

19205 GYNVNSLAVPR Unmodified _GYNVNSLAVPR_ B6UC67_MAIZE 2 595.31984 1188.6251 0.22607 0.23091 0.44422 65.68 65.68 3.60E-06 60.44 551590

19206 GYPGGGGYPGGGR Unmodified _GYPGGGGYPGGGR_ B6U4A6_MAIZE 2 576.26506 1150.5156 -0.032324 0.075593 0.063309 43.088 43.088 3.13E-02 35.9 415250

19207 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1985 0.029909 1.218 92.552 92.552 7.73E-25 78.16 990680

19208 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1552 0.033983 1.1792 93.095 93.095 1.82E-38 85.28 932250

19209 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1499 0.04863 1.1883 93.254 93.254 7.73E-25 75.86 1337500
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19210 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1271 -0.057128 1.0598 93.045 93.045 1.42E-33 79.73 1382100

19211 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1882 -0.29168 0.88686 92.679 92.679 1.42E-33 82.03 2305500

19212 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1266 -0.2568 0.85905 93.154 93.154 1.82E-38 97.48 10614000

19213 GYPGYMYTDLATIYER Oxidation (M) _GYPGYM(ox)YTDLATIYER_ B6T9C0_MAIZE 2 964.94038 1927.8662 1.1828 -0.16217 1.0103 92.958 92.958 4.21E-20 92.17 214950

19214 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1899 -0.03236 1.1446 101 101 1.82E-38 100.69 1737700

19215 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1506 -0.12107 1.0176 101.62 101.62 1.42E-33 76.56 336260

19216 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1751 -0.1632 0.99947 101.71 101.71 1.82E-38 84.38 433950

19217 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1788 -0.23997 0.92603 101.68 101.68 1.42E-33 76.75 209520

19218 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1893 -0.64039 0.53687 101.25 101.25 7.73E-25 65.03 463500

19219 GYPGYMYTDLATIYER Unmodified _GYPGYMYTDLATIYER_ B6T9C0_MAIZE 2 956.94293 1911.8713 1.1571 -0.30408 0.84066 101.8 101.8 1.34E-51 105.14 5618400

19220 GYPVEYLVSYR Unmodified _GYPVEYLVSYR_ B4FUI0_MAIZE 2 673.34298 1344.6714 0.52494 0.082161 0.59552 87.092 87.092 1.67E-02 28.32 1977000

19221 GYSDVLYLDAVHDK Unmodified _GYSDVLYLDAVHDK_ B4F9X9_MAIZE 3 532.26311 1593.7675 -0.058217 0.37536 0.31583 78.454 78.454 1.00E+00 0.09 2036200

19222 GYSDVLYLDAVHDK Unmodified _GYSDVLYLDAVHDK_ B4F9X9_MAIZE 2 797.89102 1593.7675 0.90385 -0.92972 -0.025046 78.477 78.477 7.64E-09 49.09 711600

19223 GYSFDDEDPFGTGPFK Unmodified _GYSFDDEDPFGTGPFK_ B4FDJ3_MAIZE 2 889.88085 1777.7471 1.0928 0.1293 1.2393 99.356 99.356 7.01E-14 92.32 248830

19224 GYSFDDEDPFGTGPFK Unmodified _GYSFDDEDPFGTGPFK_ B4FDJ3_MAIZE 2 889.88085 1777.7471 1.1017 0.08078 1.1994 99.497 99.497 7.73E-25 88.51 435550

19225 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.065534 0.054497 0.11467 49.905 49.905 1.62E-03 43.14 14271000

19226 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.022682 0.034753 0.052605 49.858 49.858 1.62E-03 33.75 4167600

19227 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.060025 0.086966 0.14274 52.179 52.179 2.81E-03 43.36 6133400

19228 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.063065 -0.06456 -0.0068837 51.508 51.508 1.84E-04 51.82 5090300

19229 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.02091 0.2219 0.23846 52.285 52.285 1.25E-02 31.65 3147900

19230 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 0.0085773 -0.084292 -0.080149 52.057 52.057 1.84E-04 49.35 23725000

19231 GYSFTTSAER Unmodified _GYSFTTSAER_ B4F989_MAIZE 2 559.75928 1117.504 -0.029839 -0.003909 -0.037857 52.616 52.616 4.40E-05 52.38 44626000

19243 GYSLTTSAER Unmodified _GYSLTTSAER_ B4FPG2_MAIZE 2 542.7671 1083.5197 -0.035078 -0.084296 -0.13269 48.726 48.726 1.62E-03 55.26 2058600

19244 GYSYMDICDVCPEK Oxidation (M) _GYSYM(ox)DICDVCPEK_ B6SKN3_MAIZE 2 876.84932 1751.6841 1.0658 -0.46027 0.61279 70.938 70.938 2.00E-19 87.64 656590

19245 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 3 451.22113 1350.6416 0.12864 -0.15134 -0.036902 27.603 27.603 1.00E+00 5.21 146840

19246 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.65985 0.01155 0.65786 27.601 27.601 9.54E-02 17.2 55055

19247 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.68214 0.29586 0.96319 33.254 33.254 3.13E-02 20.24 109480

19248 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.58094 -0.2082 0.35994 25.681 25.681 9.54E-02 17.59 7384.7

19249 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 3 451.22113 1350.6416 -0.091789 -0.002369 -0.10894 25.678 25.678 1.00E+00 3.99 18760

19250 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.66002 0.042409 0.68935 28.469 28.469 9.54E-02 27.17 13440

19251 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 3 451.22113 1350.6416 0.17254 0.117 0.27484 27.745 27.745 1.00E+00 4.31 23776

19252 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.71494 -0.16509 0.53634 27.676 27.676 2.65E-01 11.94 11066

19253 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 3 451.22113 1350.6416 0.15972 -0.14398 0.0017713 28.428 28.428 1.00E+00 3.57 19232

19254 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 2 676.32806 1350.6416 0.74197 -0.46531 0.26399 28.479 28.479 5.66E-01 17.62 9276
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19255 GYVASNSKDDPAK Unmodified _GYVASNSKDDPAK_ B6TWN7_MAIZE 3 451.22113 1350.6416 0.17875 -0.024952 0.13957 26.888 26.888 1.00E+00 4.2 18272

19256 GYVDMSTVDAATSTK Unmodified _GYVDMSTVDAATSTK_ B6T4X5_MAIZE 2 773.3587 1544.7028 0.87965 -0.26918 0.61772 68.899 68.899 6.53E-30 81.97 366220

19257 GYVEAVLNSLAANVPK Unmodified _GYVEAVLNSLAANVPK_ B6UEQ3_MAIZE 2 822.95141 1643.8883 1.0022 -0.33623 0.64999 121.38 121.38 1.48E-07 46.53 604690

19258 GYVEAVLNSLAANVPK Unmodified _GYVEAVLNSLAANVPK_ B6UEQ3_MAIZE 3 548.97003 1643.8883 0.12099 -0.12271 -0.018228 121.37 121.37 7.63E-01 13.25 435350

19259 GYVEAVLNSLAANVPK Unmodified _GYVEAVLNSLAANVPK_ B6UEQ3_MAIZE 2 822.95141 1643.8883 0.98711 0.31829 1.2884 121.96 121.96 7.42E-06 59.1 399900

19260 GYVEAVLNSLAANVPK Unmodified _GYVEAVLNSLAANVPK_ B6UEQ3_MAIZE 2 822.95141 1643.8883 1.0113 0.41076 1.4048 122.3 122.3 1.27E-09 43.32 604340

19261 GYVGIHSSGFR Unmodified _GYVGIHSSGFR_ B6TE13_MAIZE 3 393.86836 1178.5833 0.33327 3.0082 3.3424 49.162 49.162 1.00E+00 1.34 729830

19262 GYVGIHSSGFR Unmodified _GYVGIHSSGFR_ B6TE13_MAIZE 2 590.2989 1178.5833 0.14255 0.12339 0.27428 49.068 49.068 3.57E-04 36.81 240920

19263 GYVLWK Unmodified _GYVLWK_ B6T6D2_MAIZE 2 383.21833 764.42211 0.60415 -0.3385 0.25562 66.044 66.044 1.00E+00 14.02 1384100

19264 GYVLWK Unmodified _GYVLWK_ B6T6D2_MAIZE 2 383.21833 764.42211 0.45995 0.21051 0.66229 67.858 67.858 5.26E-01 16.81 32713

19265 GYVLWK Unmodified _GYVLWK_ B6T6D2_MAIZE 2 383.21833 764.42211 0.30233 -0.20497 0.089469 69.068 69.068 5.26E-01 11.47 3142800

19266 GYWQFNMGDVLVDGK Oxidation (M) _GYWQFNM(ox)GDVLVDGK_ B6T706_MAIZE 2 872.9036 1743.7927 1.1114 -0.10016 1.0235 91.098 91.098 8.73E-24 104.13 1204300

19267 GYWQFNMGDVLVDGK Oxidation (M) _GYWQFNM(ox)GDVLVDGK_ B6T706_MAIZE 2 872.9036 1743.7927 1.1038 0.4225 1.5384 91.133 91.133 1.12E-07 75.52 293770

19268 GYWQFNMGDVLVDGK Unmodified _GYWQFNMGDVLVDGK_ B6T706_MAIZE 2 864.90615 1727.7977 1.1006 0.44157 1.5516 107.87 107.87 6.53E-30 91.85 788990

19269 GYWQFNMGDVLVDGK Unmodified _GYWQFNMGDVLVDGK_ B6T706_MAIZE 2 864.90615 1727.7977 1.0659 -0.21432 0.86212 108.66 108.66 2.37E-16 86.78 124760

19270 GYYDNVIFHR Unmodified _GYYDNVIFHR_ B4FUB5_MAIZE 3 428.54377 1282.6095 -0.071353 -0.000268 -0.074704 72.671 72.671 5.02E-04 34.14 1118200

19271 GYYDNVIFHR Unmodified _GYYDNVIFHR_ B4FUB5_MAIZE 2 642.31201 1282.6095 0.39183 0.22038 0.60886 72.664 72.664 1.25E-02 58.86 293940

19272 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.31779 0.26139 0.57307 75.656 75.656 3.60E-06 47.28 7063000

19273 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.30945 0.03257 0.33636 76.418 76.418 4.48E-03 42.11 2320600

19274 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.31553 0.062066 0.37193 76.929 76.929 1.67E-02 29.48 2716800

19275 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.3378 0.021653 0.35428 76.541 76.541 7.60E-01 8.27 1567500

19276 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.29046 -0.069235 0.21591 76.371 76.371 1.00E+00 4.57 854120

19277 GYYGNSIFPVK Unmodified _GYYGNSIFPVK_ B6TJ78_MAIZE 2 622.81914 1243.6237 0.27988 0.11574 0.39078 76.676 76.676 4.43E-05 50.87 15127000

19278 GYYGSSQAVGK Unmodified _GYYGSSQAVGK_ B6U275_MAIZE 2 558.76965 1115.5247 0.15465 0.81527 0.96513 40.873 40.873 4.48E-03 41.37 586750

19279 GYYIYEK Unmodified _GYYIYEK_ B6SXV4_MAIZE 2 468.22909 934.44363 -0.024873 0.30056 0.242 52.402 52.402 1.86E-01 14.12 2441600

19280 GYYIYEK Unmodified _GYYIYEK_ B6SXV4_MAIZE 2 468.22909 934.44363 -0.10163 0.35111 0.21529 52.694 52.694 4.46E-01 20.58 577690

19281 GYYIYEK Unmodified _GYYIYEK_ B6SXV4_MAIZE 2 468.22909 934.44363 0.074721 0.5099 0.55156 54.82 54.82 1.86E-01 20.68 604310

19282 GYYIYEK Unmodified _GYYIYEK_ B6SXV4_MAIZE 2 468.22909 934.44363 -0.020388 0.31984 0.26503 54.135 54.135 1.86E-01 13.55 806530

19283 HAAAVLCGMGPK Oxidation (M) _HAAAVLCGM(ox)GPK_ B6TPK4_MAIZE 3 409.87061 1226.59 0.31546 0.94584 1.2594 36.504 36.504 1.00E+00 16.23 125740

19284 HAAAVLCGMGPK Oxidation (M) _HAAAVLCGM(ox)GPK_ B6TPK4_MAIZE 2 614.30227 1226.59 0.30762 0.046603 0.35536 36.517 36.517 2.16E-07 33.36 77764

19285 HAAPAPASASA Unmodified _HAAPAPASASA_ B4FH44_MAIZE 2 475.73815 949.46174 -0.18039 -0.003509 -0.21278 23.934 23.934 1.00E+00 10.89 74548

19286 HAAPAPASASA Unmodified _HAAPAPASASA_ B4FH44_MAIZE 2 475.73815 949.46174 0.081522 -0.088367 -0.035609 24.726 24.726 1.00E+00 13.46 13815

19287 HAAPAPASASA Unmodified _HAAPAPASASA_ B4FH44_MAIZE 2 475.73815 949.46174 -0.15972 -0.085157 -0.27455 26.595 26.595 1.47E-01 24.03 180530

19288 HAAQLCVLAEDCDQPDYVK Unmodified _HAAQLCVLAEDCDQPDYVK_ B4FGC8_MAIZE 3 744.67351 2230.9987 0.79859 -0.22444 0.57901 71.443 71.443 5.40E-02 28.89 50875
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19289 HAAQLCVLAEDCDQPDYVK Unmodified _HAAQLCVLAEDCDQPDYVK_ B4FGC8_MAIZE 3 744.67351 2230.9987 0.76724 -0.53136 0.24014 71.594 71.594 1.72E-05 55.53 1462700

19290 HAASLFPTAIISGR Unmodified _HAASLFPTAIISGR_ B4FVF6_MAIZE 2 720.90153 1439.7885 0.70649 -0.21337 0.48217 79.692 79.692 3.51E-02 25.49 464750

19291 HADEGEGGEIVFGGMDSSHYK Oxidation (M) _HADEGEGGEIVFGGM(ox)DSSHYK_ B6T706_MAIZE 3 746.65165 2236.9331 0.7982 -0.28636 0.51645 58.403 58.403 9.35E-39 53.17 2223800

19292 HADEGEGGEIVFGGMDSSHYK Oxidation (M) _HADEGEGGEIVFGGM(ox)DSSHYK_ B6T706_MAIZE 3 746.65165 2236.9331 0.81127 -0.2709 0.54515 56.628 56.628 9.13E-49 61.9 704040

19293 HADEGEGGEIVFGGMDSSHYK Unmodified _HADEGEGGEIVFGGMDSSHYK_ B6T706_MAIZE 3 741.32001 2220.9382 0.78073 -0.33273 0.45089 67.498 67.498 2.88E-60 64.1 2412000

19294 HADGDLVVLPHDAALPVSLK Unmodified _HADGDLVVLPHDAALPVSLK_ Q575Z7_MAIZE 3 689.71262 2066.116 0.67727 0.3181 0.99644 85.553 85.553 2.26E-05 38.06 503170

19295 HADGDLVVLPHDAALPVSLK Unmodified _HADGDLVVLPHDAALPVSLK_ Q575Z7_MAIZE 3 689.71262 2066.116 0.61044 -0.1439 0.46774 86.325 86.325 2.26E-05 31.44 202710

19296 HADSAVLALK Unmodified _HADSAVLALK_ B6TV58_MAIZE 2 512.79292 1023.5713 -0.030099 -0.33147 -0.38064 47.325 47.325 4.40E-05 58.83 477660

19297 HADSAVLALK Unmodified _HADSAVLALK_ B6TV58_MAIZE 2 512.79292 1023.5713 -0.0092629 -0.377 -0.40614 46.623 46.623 1.84E-04 52.77 500780

19298 HADSAVLALK Unmodified _HADSAVLALK_ B6TV58_MAIZE 2 512.79292 1023.5713 -0.081956 -0.19124 -0.29415 46.934 46.934 1.84E-04 58.5 3271300

19299 HADSAVLALK Unmodified _HADSAVLALK_ B6TV58_MAIZE 2 512.79292 1023.5713 -0.13393 0.1402 -0.014782 49.184 49.184 2.81E-03 35.19 143270

19300 HAECPVITIK Unmodified _HAECPVITIK_ B6TGD5_MAIZE 2 584.31316 1166.6118 0.12724 0.27938 0.40255 50.645 50.645 4.40E-05 54.4 312010

19301 HAEQLAK Unmodified _HAEQLAK_ B4FK84_MAIZE 2 398.71923 795.4239 0.57028 -0.12816 0.40753 12.023 12.023 1.86E-01 45.54 27031

19302 HAFDTANLQAK Unmodified _HAFDTANLQAK_ B6UBU0_MAIZE 2 608.30947 1214.6044 0.28121 0.27483 0.54263 47.344 47.344 6.35E-09 47.3 1091700

19303 HAFDTANLQAK Unmodified _HAFDTANLQAK_ B6UBU0_MAIZE 2 608.30947 1214.6044 0.27864 -0.016532 0.24978 46.613 46.613 6.35E-09 58.34 2322900

19304 HAFDTANLQAK Unmodified _HAFDTANLQAK_ B6UBU0_MAIZE 2 608.30947 1214.6044 0.2369 0.30989 0.53307 47.449 47.449 6.35E-09 54.12 1878500

19305 HAFDWALGHIAR Unmodified _HAFDWALGHIAR_ B4FVQ8_MAIZE 3 465.24231 1392.7051 -0.1453 0.25628 0.10293 81.324 81.324 8.76E-11 55.43 183610

19306 HAFGDQYR Unmodified _HAFGDQYR_ B4FN97_MAIZE 2 497.23049 992.44643 -0.096706 0.10707 0.0077141 36.317 36.317 5.06E-02 41.71 17269

19307 HAFGDQYR Unmodified _HAFGDQYR_ B4FN97_MAIZE 2 497.23049 992.44643 -0.17966 -0.053102 -0.23618 34.88 34.88 5.06E-02 31.36 588670

19308 HAFGDQYR Unmodified _HAFGDQYR_ B4FN97_MAIZE 2 497.23049 992.44643 -0.055973 -0.51465 -0.57189 37.569 37.569 5.06E-02 33.83 556000

19309 HAFGDQYR Unmodified _HAFGDQYR_ B4FN97_MAIZE 2 497.23049 992.44643 -0.021666 -0.13614 -0.16002 36.801 36.801 5.06E-02 38.87 514950

19310 HAFGDQYR Unmodified _HAFGDQYR_ B4FN97_MAIZE 2 497.23049 992.44643 -0.034027 -0.30455 -0.34057 37.192 37.192 3.48E-02 36.9 354580

19311 HAFGGSPQIVCK Unmodified _HAFGGSPQIVCK_ B4FCC0_MAIZE 2 650.82697 1299.6394 0.44046 0.11697 0.57121 47.592 47.592 7.72E-03 27.7 37313

19312 HAFGGSPQIVCK Unmodified _HAFGGSPQIVCK_ B4FCC0_MAIZE 2 650.82697 1299.6394 0.44903 0.24065 0.70246 45.483 45.483 1.68E-09 52.96 354920

19313 HAFIGLGFR Unmodified _HAFIGLGFR_ B4FRD1_MAIZE 2 509.28507 1016.5556 -0.081459 0.21722 0.13836 70.185 70.185 3.32E-02 23.7 1517400

19314 HAFQADNLGAK Unmodified _HAFQADNLGAK_ B6SN55_MAIZE 2 586.29636 1170.5782 0.27824 0.37815 0.64199 39.058 39.058 4.43E-05 47.95 132860

19315 HAFQADNLGAK Unmodified _HAFQADNLGAK_ B6SN55_MAIZE 2 586.29636 1170.5782 0.12809 -0.053452 0.061367 38.876 38.876 1.67E-02 35.37 134060

19316 HAFQADNLGAK Unmodified _HAFQADNLGAK_ B6SN55_MAIZE 2 586.29636 1170.5782 0.19982 0.13473 0.32144 41.445 41.445 1.62E-12 58.53 653400

19317 HAFQADNLGAK Unmodified _HAFQADNLGAK_ B6SN55_MAIZE 2 586.29636 1170.5782 0.20679 -0.087687 0.10601 40.756 40.756 6.35E-09 50.56 766020

19318 HAFQADNLGAK Unmodified _HAFQADNLGAK_ B6SN55_MAIZE 2 586.29636 1170.5782 0.20705 -0.23233 -0.037861 41.394 41.394 1.62E-12 58.21 448920

19319 HAFVGLGFNER Unmodified _HAFVGLGFNER_ B4FAZ6_MAIZE 2 623.82 1245.6255 0.30947 0.064888 0.37627 65.919 65.919 3.57E-04 24.16 905600

19320 HAGALLLR Unmodified _HAGALLLR_ B6SI84_MAIZE 2 425.76651 849.51847 0.12118 0.20037 0.29392 44.781 44.781 5.06E-02 23.68 534200

19321 HAGDLGNVTAGADGVANINVTDSQIPLTGPNSIIGR Unmodified _HAGDLGNVTAGADGVANINVTDSQIPLTGPNSIIGR_ B4FIC7_MAIZE 3 1172.2677 3513.7812 1.1602 0.1048 1.2696 109.14 109.14 1.46E-07 43.17 101760

19322 HAGEGEGGEIVFGGMDSSHYK Oxidation (M) _HAGEGEGGEIVFGGM(ox)DSSHYK_ B6TSQ9_MAIZE 3 727.31649 2178.9276 0.74047 -0.22976 0.51538 56.332 56.332 4.85E-22 47.36 1976500
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19323 HAGEGEGGEIVFGGMDSSHYK Unmodified _HAGEGEGGEIVFGGMDSSHYK_ B6TSQ9_MAIZE 3 721.98485 2162.9327 0.70807 -0.47807 0.2336 65.238 65.238 5.35E-30 56.24 1478900

19324 HAGEIHVTYDDR Unmodified _HAGEIHVTYDDR_ B6TNS1_MAIZE 3 471.55662 1411.648 -0.073661 0.53153 0.45517 43.088 43.088 6.16E-04 29.81 810950

19325 HAGEIHVTYDDR Unmodified _HAGEIHVTYDDR_ B6TNS1_MAIZE 3 471.55662 1411.648 -0.061933 0.060303 -0.0018619 40.615 40.615 4.78E-08 38.74 1432400

19326 HAGVCLETQGFPNAINQPEFPSVVVRPGEK Unmodified _HAGVCLETQGFPNAINQPEFPSVVVRPGEK_ B4FPM2_MAIZE 4 820.16602 3276.635 1.0054 -0.13573 0.87541 89.937 89.937 8.45E-05 46.25 899120

19327 HALLVAK Unmodified _HALLVAK_ B6T7M6_MAIZE 2 376.24488 750.47521 0.71124 -0.10851 0.57547 32.255 32.255 8.04E-02 33.61 76054

19328 HALTGHSFNR Unmodified _HALTGHSFNR_ B6SWN1_MAIZE 3 380.52834 1138.5632 -0.57792 29.948 29.948 6.49E-01 12.92

19329 HALTGHSFNR Unmodified _HALTGHSFNR_ B6SWN1_MAIZE 3 380.52834 1138.5632 0.64699 0.020174 0.66515 30.756 30.756 3.83E-02 31.59 51458

19330 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.26887 0.34912 0.60832 32.867 32.867 6.17E-01 3.71 156400

19331 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.0079216 0.28323 0.28078 35.538 35.538 1.52E-02 32.44 119510

19332 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.051008 0.85654 0.89707 32.096 32.096 2.92E-01 19.6 70660

19333 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.26278 -0.87108 -0.61632 33.75 33.75 1.52E-02 34.02 92202

19334 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.14933 0.11732 0.25725 34.461 34.461 5.48E-03 41.94 285730

19335 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 0.20109 0.082589 0.27326 31.957 31.957 4.33E-02 27.82 755350

19336 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 3 423.87675 1268.6084 -0.060961 -0.35378 -0.42306 36.434 36.434 1.52E-02 31.12 1798100

19337 HAMYLPHTAGR Oxidation (M) _HAM(ox)YLPHTAGR_ B6SHZ1_MAIZE 2 635.31149 1268.6084 0.42128 0.2855 0.69652 36.389 36.389 1.22E-01 20.82 46792

19338 HAMYLPHTAGR Unmodified _HAMYLPHTAGR_ B6SHZ1_MAIZE 3 418.54511 1252.6135 0.2112 -0.32303 -0.12499 38.147 38.147 1.52E-02 36.23 3249800

19339 HAMYLPHTAGR Unmodified _HAMYLPHTAGR_ B6SHZ1_MAIZE 3 418.54511 1252.6135 0.1904 0.003675 0.18031 40.49 40.49 4.33E-02 18.6 408890

19340 HAMYLPHTAGR Unmodified _HAMYLPHTAGR_ B6SHZ1_MAIZE 3 418.54511 1252.6135 0.17255 0.05703 0.21712 40.81 40.81 1.52E-02 26.05 943920

19341 HANGENAWVGIDGR Unmodified _HANGENAWVGIDGR_ B6UCD0_MAIZE 3 499.23941 1494.6964 -0.084417 0.019082 -0.07112 56.929 56.929 3.76E-01 17.56 1083900

19342 HANGENAWVGIDGR Unmodified _HANGENAWVGIDGR_ B6UCD0_MAIZE 2 748.35547 1494.6964 1.0007 0.51015 1.5052 56.96 56.96 2.96E-06 52.78 313830

19343 HANSVLLAADLK Unmodified _HANSVLLAADLK_ B4FLU9_MAIZE 2 626.35642 1250.6983 0.32441 -0.25395 0.047103 59.306 59.306 1.11E-04 47.03 196690

19344 HANSVLLAADLK Unmodified _HANSVLLAADLK_ B4FLU9_MAIZE 2 626.35642 1250.6983 0.38917 -0.17868 0.18646 60.522 60.522 1.11E-04 33.48 336070

19345 HAPLLRPK Unmodified _HAPLLRPK_ B6SRH1_MAIZE 3 311.19938 930.57632 1.4603 0.20898 1.6399 29.618 29.618 5.41E-01 11.47 143410

19346 HAQGIHNVAGEK Unmodified _HAQGIHNVAGEK_ B4F850_MAIZE 2 630.82582 1259.6371 0.42833 0.006391 0.4237 22.219 22.219 1.60E-02 27.63 8373.8

19347 HAQGIHNVAGEK Unmodified _HAQGIHNVAGEK_ B4F850_MAIZE 3 420.8863 1259.6371 0.19658 0.16517 0.35023 22.222 22.222 3.25E-03 34.92 174200

19348 HAQLPDEAK Unmodified _HAQLPDEAK_ B6TZH2_MAIZE 2 504.75908 1007.5036 0.056308 0.19896 0.23231 29.728 29.728 9.73E-03 35.21 88065

19349 HASIPFK Unmodified _HASIPFK_ Q5EUD9_MAIZE 2 400.22669 798.43882 -0.55609 38.03 38.03 1.21E-03 30.38

19350 HASIPFK Unmodified _HASIPFK_ Q5EUD9_MAIZE 2 400.22669 798.43882 0.29046 0.4026 0.67725 40.025 40.025 8.04E-02 36.8 1561900

19351 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 0.83769 0.058225 0.88181 30.625 30.625 2.47E-03 46.3 95055

19352 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 0.96103 -0.54838 0.40206 33.185 33.185 1.49E-03 58.14 609720

19353 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 0.87778 -0.50904 0.3559 32.271 32.271 1.65E-04 57.83 1464400

19354 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 2 538.78342 1075.5523 0.11403 -0.25428 -0.15324 32.264 32.264 2.81E-03 39.38 73720

19355 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 -0.004649 32.934 32.934 1.95E-02 50.15

19356 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 -0.004649 32.939 32.939 5.11E-02 30.52
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19357 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 0.95107 -0.070692 0.8661 33.549 33.549 9.79E-02 23.4 114060

19358 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 1.02 -0.28636 0.72219 31.033 31.033 1.65E-04 51.3 280350

19359 HASLADVHAR Unmodified _HASLADVHAR_ B6SRM6_MAIZE 3 359.52471 1075.5523 0.71394 0.067291 0.76728 34.498 34.498 1.49E-03 38.79 173940

19360 HASMSGLSVVK Oxidation (M) _HASM(ox)SGLSVVK_ B4G1F6_MAIZE 2 566.29497 1130.5754 0.21557 0.18119 0.3956 34.237 34.237 5.00E-02 11.84 54193

19361 HASRPEAYPALR Unmodified _HASRPEAYPALR_ B6UBI2_MAIZE 3 456.57747 1366.7106 0.063354 -0.10161 -0.068452 37.294 37.294 8.36E-03 19.34 577020

19362 HASRPEAYPALR Unmodified _HASRPEAYPALR_ B6UBI2_MAIZE 3 456.57747 1366.7106 -0.0071869 0.15865 0.12126 39.17 39.17 6.54E-02 22.9 1338800

19363 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.47651 -0.3661 0.10864 35.785 35.785 5.04E-04 37.43 1214600

19364 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.22199 0.007717 0.2298 40.424 40.424 1.52E-02 37.78 208680

19365 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.26412 -0.068616 0.19374 35.506 35.506 4.33E-02 29.49 215530

19366 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.42953 -0.29797 0.12908 37.11 37.11 1.00E+00 2.83 232100

19367 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.35087 0.12009 0.46986 37.518 37.518 4.33E-02 30.74 314910

19368 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.38285 0.40013 0.77955 37.877 37.877 1.52E-02 33.99 730090

19369 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.43714 -0.1551 0.27957 35.728 35.728 4.45E-03 30.55 1098200

19370 HATFLPHSAGR Unmodified _HATFLPHSAGR_ B4FB66_MAIZE 3 398.54399 1192.6101 0.14064 0.022108 0.15993 40.435 40.435 1.52E-02 34.97 2116800

19371 HATIVCKPLEA Unmodified _HATIVCKPLEA_ B4FQS9_MAIZE 2 619.83172 1237.6489 0.35767 0.1623 0.51344 44.755 44.755 3.60E-06 54.15 912670

19372 HATIVCKPLEA Unmodified _HATIVCKPLEA_ B4FQS9_MAIZE 2 619.83172 1237.6489 0.30224 -0.52401 -0.22842 46.734 46.734 3.57E-04 50.08 444410

19373 HATIVCKPLEA Unmodified _HATIVCKPLEA_ B4FQS9_MAIZE 2 619.83172 1237.6489 0.24686 -0.58488 -0.3443 47.541 47.541 4.43E-05 49.48 438420

19374 HATLVLSAVK Unmodified _HATLVLSAVK_ B6TCA8_MAIZE 2 519.81894 1037.6233 -0.071132 -0.11887 -0.19746 51.306 51.306 1.45E-01 20.24 690790

19375 HAVEVGDR Unmodified _HAVEVGDR_ B4F8X3_MAIZE 2 441.72504 881.43553 0.20233 0.58213 0.78636 20.652 20.652 1.00E+00 10.79 17659

19376 HAVEVGDR Unmodified _HAVEVGDR_ B4F8X3_MAIZE 2 441.72504 881.43553 -0.030379 0.87075 0.83993 19.369 19.369 1.00E+00 4.23 3809.5

19377 HAVEVGDR Unmodified _HAVEVGDR_ B4F8X3_MAIZE 2 441.72504 881.43553 0.12941 0.68065 0.81151 20.929 20.929 5.06E-02 42.76 18342

19378 HAVEVGDR Unmodified _HAVEVGDR_ B4F8X3_MAIZE 2 441.72504 881.43553 0.19195 0.24889 0.44268 20.764 20.764 1.00E+00 16.98 6723.4

19379 HAVEVGDR Unmodified _HAVEVGDR_ B4F8X3_MAIZE 2 441.72504 881.43553 0.19195 0.59811 0.79228 20.394 20.394 3.77E-01 21.24 12582

19380 HAVIMHPLPR Oxidation (M) _HAVIM(ox)HPLPR_ B6T6Q7_MAIZE 3 396.22197 1185.6441 0.29926 0.10147 0.39295 34.058 34.058 5.86E-01 13.05 38769

19381 HAVIMHPLPR Oxidation (M) _HAVIM(ox)HPLPR_ B6T6Q7_MAIZE 3 396.22197 1185.6441 0.46656 0.29738 0.75468 36.583 36.583 3.38E-02 22.1 271120

19382 HAVPVPK Unmodified _HAVPVPK_ B4FTJ6_MAIZE 2 374.22923 746.44391 0.81755 0.053116 0.8703 25.687 25.687 8.04E-02 33.99 81950

19383 HAVSAVSAIYR Unmodified _HAVSAVSAIYR_ B6UCF6_MAIZE 2 587.32238 1172.6302 0.25391 0.74254 0.97874 47.649 47.649 3.57E-04 57.51 599760

19384 HAVSAVSAIYR Unmodified _HAVSAVSAIYR_ B6UCF6_MAIZE 2 587.32238 1172.6302 0.16172 0.052604 0.19833 48.102 48.102 1.62E-12 65.09 437040

19385 HAVSAVSAIYR Unmodified _HAVSAVSAIYR_ B6UCF6_MAIZE 2 587.32238 1172.6302 0.19025 0.090027 0.26479 49.558 49.558 3.60E-06 66.99 449980

19386 HAVSEGTK Unmodified _HAVSEGTK_ B4FSE9_MAIZE 2 414.71414 827.41373 3.2886 9.8993 9.8993 5.99E-01 7.5

19387 HAVSEGTK Unmodified _HAVSEGTK_ B4FSE9_MAIZE 2 414.71414 827.41373 0.059316 0.36731 0.41997 9.8374 9.8374 5.06E-02 27.07 115210

19388 HAVVGLTK Unmodified _HAVVGLTK_ B6TKU7_MAIZE 2 412.75307 823.49159 0.37255 0.1866 0.56248 29.625 29.625 1.90E-02 43.26 201450

19389 HAYVDPNDPTK Unmodified _HAYVDPNDPTK_ B6SST2_MAIZE 2 628.79893 1255.5833 0.31895 0.063797 0.37962 36.222 36.222 3.57E-04 51.51 983530

19390 HCAEFLQPHLLMVLK Unmodified _HCAEFLQPHLLMVLK_ B4FHD0_MAIZE 3 612.66015 1834.9586 0.28914 0.051943 0.33594 88.65 88.65 2.04E-04 33.62 464360
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19391 HCGISHTGSFK Unmodified _HCGISHTGSFK_ B6THZ8_MAIZE 3 410.86099 1229.5611 0.42718 0.21601 0.65979 28.324 28.324 6.17E-01 20.92 34234

19392 HCGISHTGSFK Unmodified _HCGISHTGSFK_ B6THZ8_MAIZE 3 410.86099 1229.5611 -0.29523 28.737 28.737 4.06E-01 19.27

19393 HCNMVLENVR Oxidation (M) _HCNM(ox)VLENVR_ B4FFH9_MAIZE 2 644.30026 1286.586 0.44729 -0.37256 0.073738 39.423 39.423 1.22E-01 17.67 12654

19394 HCNMVLENVR Oxidation (M) _HCNM(ox)VLENVR_ B4FFH9_MAIZE 2 644.30026 1286.586 0.40237 -0.10832 0.29159 41.687 41.687 1.03E-05 51.27 322690

19395 HCNMVLENVR Oxidation (M) _HCNM(ox)VLENVR_ B4FFH9_MAIZE 3 429.86927 1286.586 -0.058453 0.032365 -0.027589 41.704 41.704 1.00E+00 6.99 166660

19396 HCPNALVNMISNPVNSTVPIAAEVFK Unmodified _HCPNALVNMISNPVNSTVPIAAEVFK_ B4FVH1_MAIZE 3 941.48244 2821.4255 1.2152 -0.55037 0.66123 115.84 115.84 5.54E-08 38.76 278650

19397 HCPNALVNMISNPVNSTVPIAAEVFK Unmodified _HCPNALVNMISNPVNSTVPIAAEVFK_ B4FVH1_MAIZE 3 941.48244 2821.4255 1.1885 -0.2419 0.94319 118.06 118.06 7.49E-12 60.71 939900

19398 HCPNALVNMISNPVNSTVPIAAEVFK Oxidation (M) _HCPNALVNM(ox)ISNPVNSTVPIAAEVFK_ B4FVH1_MAIZE 3 946.81408 2837.4204 1.2828 -0.32028 0.96122 103.91 103.91 2.66E-02 16.17 195170

19399 HCPNALVNMISNPVNSTVPIAAEVFK Oxidation (M) _HCPNALVNM(ox)ISNPVNSTVPIAAEVFK_ B4FVH1_MAIZE 3 946.81408 2837.4204 1.1566 -0.35811 0.79656 103.21 103.21 1.87E-13 79.13 5196400

19400 HCPNALVNMISNPVNSTVPIAAEVFKK Oxidation (M) _HCPNALVNM(ox)ISNPVNSTVPIAAEVFKK_ B4FVH1_MAIZE 4 742.38612 2965.5154 0.80317 -0.14126 0.65811 95.951 95.951 5.39E-02 27.02 1085300

19401 HCVNSVSIK Unmodified _HCVNSVSIK_ B6T2C6_MAIZE 2 522.26876 1042.523 -0.089082 -0.39693 -0.48171 33.834 33.834 3.39E-01 17.94 61692

19402 HDDDTTLGEIGDK Unmodified _HDDDTTLGEIGDK_ B6SGZ1_MAIZE 2 708.31789 1414.6212 0.5742 -0.21201 0.37304 49.12 49.12 2.50E-15 71.41 343850

19403 HDDDTTLGEIGDK Unmodified _HDDDTTLGEIGDK_ B6SGZ1_MAIZE 3 472.54768 1414.6212 -0.18007 -0.1597 -0.33001 49.13 49.13 8.81E-01 11.76 101270

19404 HDIVDMDRDDR Oxidation (M) _HDIVDM(ox)DRDDR_ B4FAX1_MAIZE 3 468.20537 1401.5943 0.085267 -0.023643 0.065815 32.523 32.523 3.45E-01 9.66 37535

19405 HDIVDMDRDDR Oxidation (M) _HDIVDM(ox)DRDDR_ B4FAX1_MAIZE 3 468.20537 1401.5943 0.072328 -0.23554 -0.15669 33.024 33.024 1.00E+00 17.84 42888

19406 HDLAAVLADAGIVPSDTDTYPVDR Unmodified _HDLAAVLADAGIVPSDTDTYPVDR_ B6TYW3_MAIZE 3 837.75024 2510.2289 1.0444 0.15161 1.2016 124.2 124.2 5.75E-01 15.29 55505

19407 HDLAAVLADAGIVPSDTDTYPVDR Unmodified _HDLAAVLADAGIVPSDTDTYPVDR_ B6TYW3_MAIZE 3 837.75024 2510.2289 1.0011 0.26734 1.2736 106.02 106.02 4.78E-06 38.05 1209000

19408 HDLAAVLADAGIVPSDTDTYPVDR Unmodified _HDLAAVLADAGIVPSDTDTYPVDR_ B6TYW3_MAIZE 3 837.75024 2510.2289 0.95827 -0.11764 0.84659 109.18 109.18 2.20E-09 65.07 3333400

19409 HDLAAVLADAGIVPSDTDTYPVDR Unmodified _HDLAAVLADAGIVPSDTDTYPVDR_ B6TYW3_MAIZE 2 1256.1217 2510.2289 1.1108 -0.30846 0.80867 108.97 108.97 6.48E-10 45.97 155400

19410 HDLDLICR Unmodified _HDLDLICR_ B4F7Z0_MAIZE 2 521.26093 1040.5073 -0.09923 -0.18462 -0.28424 57.882 57.882 1.90E-02 35.68 4020000

19411 HDMEALAR Oxidation (M) _HDM(ox)EALAR_ B6THZ8_MAIZE 2 479.72418 957.43381 0.11096 -0.83388 -0.74592 21.786 21.786 1.00E+00 13.06 5432.9

19412 HDMEALAR Oxidation (M) _HDM(ox)EALAR_ B6THZ8_MAIZE 2 479.72418 957.43381 0.093476 -0.61525 -0.54519 22.773 22.773 5.51E-01 17.65 32860

19413 HDMEALSR Oxidation (M) _HDM(ox)EALSR_ B6TPP7_MAIZE 2 487.72164 973.42873 0.055561 -0.34391 -0.30688 21.882 21.882 1.33E-01 37.19 21343

19414 HDMEALSR Unmodified _HDMEALSR_ B6TPP7_MAIZE 2 479.72418 957.43381 -0.0062481 -0.5108 -0.54099 34.713 34.713 7.88E-01 23.93 49491

19415 HDMVFK Oxidation (M) _HDM(ox)VFK_ B4FMF7_MAIZE 2 396.68908 791.36361 0.41675 -0.52297 -0.096996 24.009 24.009 4.12E-01 11.23 59321

19416 HDMVFK Oxidation (M) _HDM(ox)VFK_ B4FMF7_MAIZE 2 396.68908 791.36361 0.45033 0.070939 0.52981 24.483 24.483 2.76E-01 21.46 49761

19417 HDNVDIVVIR Unmodified _HDNVDIVVIR_ B4FRW8_MAIZE 2 590.32766 1178.6408 0.2145 -0.15434 0.065181 60.619 60.619 5.76E-06 70.14 373860

19418 HDNVDIVVIR Unmodified _HDNVDIVVIR_ B4FRW8_MAIZE 2 590.32766 1178.6408 0.13192 -0.19092 -0.052549 60.903 60.903 5.76E-06 62.27 4681300

19419 HDPCVVPR Unmodified _HDPCVVPR_ B4FLA2_MAIZE 2 490.24254 978.47053 0.097482 -0.38161 -0.26266 33.251 33.251 1.65E-01 21.4 30651

19420 HDPCVVPR Unmodified _HDPCVVPR_ B4FLA2_MAIZE 2 490.24254 978.47053 0.0018269 0.35324 0.37509 33.346 33.346 3.77E-01 25.54 400390

19421 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.049328 0.34762 0.28757 44.24 44.24 3.32E-02 20.24 2624400

19422 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.11759 -0.15408 -0.27968 45.68 45.68 7.18E-01 18.92 23499

19423 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.16679 0.12525 -0.050834 44.202 44.202 3.32E-02 20.45 1441800

19424 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.06347 -0.10718 -0.18053 46.571 46.571 9.73E-03 33.46 4342500
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19425 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.094164 -0.006588 -0.1103 45.837 45.837 1.01E-02 24.71 5681000

19426 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.23383 0.073356 -0.16922 46.582 46.582 9.73E-03 41.06 36768000

19427 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.10944 0.023638 -0.09506 47.266 47.266 1.12E-01 18.56 505640

19428 HDPPIVLAK Unmodified _HDPPIVLAK_ Q5EUE1_MAIZE 2 495.29256 988.57057 -0.046073 -0.15999 -0.2145 44.727 44.727 1.00E+00 11.37 398710

19429 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.1805 -0.060523 1.1193 124.52 124.52 5.35E-20 68.87 7716200

19430 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.90076 0.17033 1.0707 124.52 124.52 4.78E-05 52.38 8013100

19431 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.92067 0.1309 1.0504 131.09 131.09 8.07E-01 6.13 763860

19432 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.1775 0.17339 1.35 131.06 131.06 1.22E-10 36.06 180840

19433 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.95265 0.049178 1.0012 130.96 130.96 1.00E+00 0.92 147890

19434 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.91401 0.22802 1.1416 131.51 131.51 8.07E-01 24.77 1572800

19435 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.1895 0.38213 1.5712 131.47 131.47 2.94E-25 61.37 385840

19436 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.9477 0.20673 1.1531 131.5 131.5 5.39E-02 36.16 1445500

19437 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.2043 0.15758 1.3613 131.45 131.45 5.35E-20 62.43 377150

19438 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.93193 0.10629 1.0382 130.23 130.23 8.07E-01 1.9 3102900

19439 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.3346 0.71068 2.0443 130.28 130.28 2.20E-54 95.44 997550

19440 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.85107 0.32548 1.1762 131.4 131.4 1.46E-02 33.6 11314000

19441 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.1292 -0.08358 1.0456 131.39 131.39 2.58E-38 69.17 3815200

19442 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.85897 0.36546 1.2236 130.8 130.8 5.39E-02 20.2 39640000

19443 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 3 1052.2021 3153.5845 1.1534 0.0509 1.2034 130.8 130.8 2.45E-15 47.85 15144000

19444 HDVTEPLLVEVDQIYHLACPASPIFYK Unmodified _HDVTEPLLVEVDQIYHLACPASPIFYK_ B4FAG0_MAIZE 4 789.4034 3153.5845 0.8809 -0.12759 0.75241 131.09 131.09 5.31E-01 14.02 507730

19445 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.91485 0.11642 1.0299 122.58 122.58 8.82E-13 39.96 3117200

19446 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.94856 -0.14658 0.8007 131.9 131.9 2.45E-15 49.65 558990

19447 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.96289 -0.30313 0.65905 131.88 131.88 6.21E-12 34.04 303770

19448 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.93877 -0.64436 0.29358 137.52 137.52 5.39E-02 15.77 78955

19449 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.97273 -0.082151 0.88925 130.49 130.49 8.82E-13 31.27 902640

19450 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 0.90932 0.16121 1.0691 131.6 131.6 8.01E-14 55.99 4646500

19451 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 4 786.40621 3141.5957 1.0248 -0.10808 0.91574 130.99 130.99 2.30E-17 63.84 50741000

19452 HDVVEPILLEVDQIYHLACPASPVHYK Unmodified _HDVVEPILLEVDQIYHLACPASPVHYK_ B4FP94_MAIZE 3 1048.2059 3141.5957 0.97839 0.068268 1.0454 130.99 130.99 5.39E-02 4.1 1213300

19453 HDVVFPVR Unmodified _HDVVFPVR_ B5AMJ8_MAIZE 2 484.76925 967.52395 -0.024707 0.43198 0.42761 50.526 50.526 1.90E-02 32.34 1798000

19454 HEDGGDKEQGGGGFIDK Unmodified _HEDGGDKEQGGGGFIDK_ B4F9K0_MAIZE 3 582.5957 1744.7653 0.14463 0.13436 0.2885 37.798 37.798 1.64E-02 27.32 2490800

19455 HEDIVEQAK Unmodified _HEDIVEQAK_ B4F932_MAIZE 2 534.76965 1067.5247 0.093359 -0.054096 0.020951 30.002 30.002 3.89E-04 51.71 201050

19456 HEDIVEQAK Unmodified _HEDIVEQAK_ B4F932_MAIZE 2 534.76965 1067.5247 0.054088 0.031375 0.067191 30.771 30.771 3.13E-03 57.5 209150

19457 HEDIVEQAK Unmodified _HEDIVEQAK_ B4F932_MAIZE 2 534.76965 1067.5247 0.042867 -0.25406 -0.22863 30.958 30.958 3.89E-04 43.32 826750

19458 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 0.00065594 0.48636 0.47917 39.764 39.764 5.06E-02 24.22 698060
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19459 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 -0.12451 0.63304 0.49945 39.427 39.427 2.92E-02 31.11 189630

19460 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 -0.021783 0.33453 0.30367 41.983 41.983 5.06E-02 29.68 230810

19461 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 -0.006902 0.36074 0.34657 41.301 41.301 2.92E-02 33.41 341300

19462 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 -0.033182 0.23982 0.19889 41.935 41.935 5.06E-02 25.96 216980

19463 HEIIGDVR Unmodified _HEIIGDVR_ B6U6Q5_MAIZE 2 469.75634 937.49813 -0.048738 0.14116 0.084929 41.735 41.735 5.06E-02 29.23 2662900

19464 HELLEMR Unmodified _HELLEMR_ B4FF84_MAIZE 2 464.23947 926.46439 -0.044681 0.025465 -0.054559 48.632 48.632 4.49E-02 37.35 5699300

19465 HELLEMR Unmodified _HELLEMR_ B4FF84_MAIZE 2 464.23947 926.46439 -0.19128 0.35199 0.12472 48.965 48.965 9.32E-03 36.3 1133500

19466 HELTLLEK Unmodified _HELTLLEK_ B6STK6_MAIZE 2 491.78202 981.5495 -0.10633 -0.58899 -0.72212 52.224 52.224 5.06E-02 41.12 714120

19467 HENQFLSSESR Unmodified _HENQFLSSESR_ B4FAQ5_MAIZE 2 667.3102 1332.6058 0.55743 -0.31743 0.22351 39.359 39.359 3.57E-04 60.82 124790

19468 HEQGEAFAASGYAR Unmodified _HEQGEAFAASGYAR_ B4G0C6_MAIZE 3 498.56378 1492.6695 -0.090882 0.067086 -0.041371 48.087 48.087 1.34E-01 23.15 1080900

19469 HESAEFHGAAR Unmodified _HESAEFHGAAR_ B6UBW7_MAIZE 3 404.52325 1210.5479 0.48653 0.030543 0.49966 23.818 23.818 1.00E+00 26.62 36462

19470 HESAEFHGAAR Unmodified _HESAEFHGAAR_ B6UBW7_MAIZE 3 404.52325 1210.5479 0.45879 0.40198 0.84114 24.184 24.184 1.00E+00 11.88 9960.8

19471 HESAEFHGAAR Unmodified _HESAEFHGAAR_ B6UBW7_MAIZE 3 404.52325 1210.5479 0.43877 0.12598 0.54598 23.71 23.71 4.33E-02 42.89 21994

19472 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.189 0.25949 0.44095 42.556 42.556 2.81E-03 41.87 6937800

19473 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.11313 -0.15842 -0.051716 42.223 42.223 4.40E-05 60.33 1254700

19474 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.20204 0.14806 0.34253 44.827 44.827 1.84E-04 56.36 2651900

19475 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.16862 0.001506 0.1635 44.077 44.077 4.40E-05 63.7 3203800

19476 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.098274 -0.043593 0.047818 44.88 44.88 1.84E-04 65.54 3238900

19477 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.14107 -0.17676 -0.042558 44.51 44.51 5.45E-09 54.83 12914000

19478 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.079135 -0.042044 0.029672 45.477 45.477 4.40E-05 49.31 55835000

19479 HETADINTFK Unmodified _HETADINTFK_ B4FR61_MAIZE 2 588.2882 1174.5619 0.1244 0.077226 0.19474 42.674 42.674 1.62E-03 43.48 801860

19480 HETADINTFSWGVANR Unmodified _HETADINTFSWGVANR_ B4G1P1_MAIZE 3 606.6237 1816.8493 0.30467 0.002459 0.30565 76.31 76.31 7.98E-01 13.52 690000

19481 HETADINTFSWGVANR Unmodified _HETADINTFSWGVANR_ B4G1P1_MAIZE 3 606.6237 1816.8493 0.2961 -0.13154 0.16293 76.219 76.219 1.21E-01 32.73 2264000

19482 HETADINTFSWGVANR Unmodified _HETADINTFSWGVANR_ B4G1P1_MAIZE 3 606.6237 1816.8493 0.21572 0.17598 0.39049 76.129 76.129 4.32E-02 28.22 13365000

19483 HETADINTFSWGVANR Unmodified _HETADINTFSWGVANR_ B4G1P1_MAIZE 2 909.43191 1816.8493 1.1362 -0.15261 0.982 76.12 76.12 5.87E-44 104.63 2931300

19484 HEVIVADNFFTGSK Unmodified _HEVIVADNFFTGSK_ B4FAG0_MAIZE 2 782.39373 1562.7729 0.92811 0.15148 1.0866 77.414 77.414 3.56E-04 43.1 60197

19485 HEVIVADNFFTGSK Unmodified _HEVIVADNFFTGSK_ B4FAG0_MAIZE 2 782.39373 1562.7729 0.89429 0.077768 0.97904 75.443 75.443 2.00E-19 65.71 1376300

19486 HEVLHTGAGYEIR Unmodified _HEVLHTGAGYEIR_ B4FVG0_MAIZE 3 494.58804 1480.7423 -0.12599 -0.16116 -0.29505 50.231 50.231 3.08E-01 21.27 2722000

19487 HEVLHTGAGYEIR Unmodified _HEVLHTGAGYEIR_ B4FVG0_MAIZE 3 494.58804 1480.7423 -0.16042 -0.14858 -0.31639 48.038 48.038 4.29E-02 31.15 8813400

19488 HEVNLLIK Unmodified _HEVNLLIK_ B6STV2_MAIZE 2 483.29256 964.57057 -0.094043 -0.12595 -0.24542 52.233 52.233 3.77E-01 10.32 2597200

19489 HEVPYYAK Unmodified _HEVPYYAK_ B4FY74_MAIZE 2 503.75327 1005.492 -0.10993 -0.06082 -0.19387 38.65 38.65 2.92E-02 16.75 1780200

19490 HEVPYYAK Unmodified _HEVPYYAK_ B4FY74_MAIZE 2 503.75327 1005.492 -0.092196 0.26655 0.1505 35.871 35.871 2.92E-02 21.34 1364300

19491 HEWGFMQSSPDEASLLR Oxidation (M) _HEWGFM(ox)QSSPDEASLLR_ B4G080_MAIZE 3 669.30727 2004.9 0.41959 -0.29914 0.11358 78.836 78.836 2.15E-07 46.26 9055800

19492 HEWGFMQSSPDEASLLR Oxidation (M) _HEWGFM(ox)QSSPDEASLLR_ B4G080_MAIZE 2 1003.4573 2004.9 1.1165 -0.065716 1.045 78.818 78.818 1.31E-42 50.16 1430100
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19493 HEWGFMQSSPDEASLLR Unmodified _HEWGFMQSSPDEASLLR_ B4G080_MAIZE 3 663.97563 1988.9051 0.44922 0.21982 0.66024 89.231 89.231 9.23E-01 2 2833100

19494 HEYQAEVNR Unmodified _HEYQAEVNR_ B6UCZ5_MAIZE 2 573.27034 1144.5261 0.25317 0.011057 0.24041 28.624 28.624 1.01E-02 33.33 60723

19495 HEYQAEVNR Unmodified _HEYQAEVNR_ B6UCZ5_MAIZE 3 382.51599 1144.5261 0.69913 0.57111 1.2435 28.627 28.627 9.63E-01 21.55 17490

19496 HFADIMFR Oxidation (M) _HFADIM(ox)FR_ Q8W525_MAIZE 2 526.75274 1051.4909 -0.0061032 -0.03666 -0.043756 61.649 61.649 2.39E-02 31.22 593460

19497 HFADIMFR Unmodified _HFADIMFR_ Q8W525_MAIZE 2 518.75529 1035.496 0.0098742 0.56149 0.56655 71.526 71.526 2.92E-02 29.34 368480

19498 HFANCELR Unmodified _HFANCELR_ B4F850_MAIZE 2 523.74545 1045.4763 -0.074307 -0.19002 -0.27279 37.697 37.697 5.06E-02 33.52 1900900

19499 HFDLNNVK Unmodified _HFDLNNVK_ B6UEQ3_MAIZE 2 493.75634 985.49813 -0.065035 0.23292 0.15928 47.036 47.036 2.92E-02 40.59 1780100

19500 HFDLNNVK Unmodified _HFDLNNVK_ B6UEQ3_MAIZE 2 493.75634 985.49813 -0.1829 0.23687 0.046571 47.222 47.222 2.92E-02 30.07 429840

19501 HFEIGGDK Unmodified _HFEIGGDK_ B6SHJ5_MAIZE 2 451.72197 901.42938 -0.072835 0.45622 0.38266 39.99 39.99 5.06E-02 27.11 64248

19502 HFEIGGDKK Unmodified _HFEIGGDKK_ B6SHJ5_MAIZE 3 344.18206 1029.5243 1.2198 -0.25061 0.9631 29.549 29.549 6.12E-02 17.28 205640

19503 HFEIGGDKK Unmodified _HFEIGGDKK_ B6SHJ5_MAIZE 2 515.76945 1029.5243 0.033709 -0.3963 -0.36792 29.551 29.551 1.12E-01 22.23 32418

19504 HFEIGGDKK Unmodified _HFEIGGDKK_ B6SHJ5_MAIZE 3 344.18206 1029.5243 0.96767 0.001919 0.96271 32.48 32.48 8.63E-03 45.62 133120

19505 HFEIGGDKK Unmodified _HFEIGGDKK_ B6SHJ5_MAIZE 2 515.76945 1029.5243 -0.0080326 0.59928 0.58446 32.494 32.494 1.00E+00 0.52 12436

19506 HFEVDLSSFR Unmodified _HFEVDLSSFR_ Q5YFA2_MAIZE 2 618.80402 1235.5935 0.37433 0.21674 0.59401 79.704 79.704 1.62E-03 44.42 886140

19507 HFEVDLSSFR Unmodified _HFEVDLSSFR_ Q5YFA2_MAIZE 2 618.80402 1235.5935 0.28396 1.0444 1.3298 80.561 80.561 1.45E-01 20.7 111410

19508 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.0028791 0.069464 0.076611 59.361 59.361 2.81E-03 34.78 26027000

19509 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.015071 -0.30311 -0.30622 63.722 63.722 1.45E-01 19.67 58558

19510 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.018348 -0.21468 -0.2214 60.455 60.455 4.40E-02 34.49 5524100

19511 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 0.030405 -0.087248 -0.046771 61.627 61.627 2.81E-03 35.28 7368300

19512 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 0.013255 -0.16054 -0.13556 61.053 61.053 1.25E-02 35.08 8090200

19513 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.024445 0.15871 0.14455 61.533 61.533 1.84E-04 34.56 5170500

19514 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 0.0080692 0.011119 0.029497 61.258 61.258 4.40E-02 34.8 12200000

19515 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.082832 -0.089383 -0.1616 61.381 61.381 2.81E-03 37.54 51698000

19516 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.012543 -0.002887 -0.0046762 60.283 60.283 2.81E-03 37.65 2499200

19517 HFGLTTPGLR Unmodified _HFGLTTPGLR_ B6U7D8_MAIZE 2 549.80637 1097.5982 -0.0029861 -0.17143 -0.16352 63.718 63.718 1.45E-01 34.26 542840

19518 HFGPAPGVPHSHTK Unmodified _HFGPAPGVPHSHTK_ B6SJ08_MAIZE 3 490.25299 1467.7371 0.021941 -0.68509 -0.64757 33.756 33.756 2.26E-02 14.76 206330

19519 HFILDECDK Unmodified _HFILDECDK_ B6TE13_MAIZE 2 588.77133 1175.5281 0.16363 0.1438 0.3086 56.048 56.048 9.73E-03 30.64 359230

19520 HFILDECDK Unmodified _HFILDECDK_ B6TE13_MAIZE 2 588.77133 1175.5281 0.21501 -0.14381 0.072509 57.848 57.848 3.21E-03 44.37 554210

19521 HFILDECDK Unmodified _HFILDECDK_ B6TE13_MAIZE 2 588.77133 1175.5281 0.28823 -0.13367 0.15637 57.165 57.165 9.73E-03 43.73 373540

19522 HFILDECDK Unmodified _HFILDECDK_ B6TE13_MAIZE 2 588.77133 1175.5281 0.23365 -0.054898 0.18039 57.524 57.524 3.89E-04 44.51 1016000

19523 HFNITLTR Unmodified _HFNITLTR_ B6UGG5_MAIZE 2 501.27998 1000.5454 -0.123 -0.083649 -0.21031 71.379 71.379 7.88E-01 3.32 156580

19524 HFNITLTR Unmodified _HFNITLTR_ B6UGG5_MAIZE 2 501.27998 1000.5454 -0.063644 -0.23026 -0.2985 57.987 57.987 7.88E-01 14.14 1315400

19525 HFNITLTR Unmodified _HFNITLTR_ B6UGG5_MAIZE 2 501.27998 1000.5454 -0.17723 -0.25407 -0.43592 57.933 57.933 3.77E-01 18.55 8149700

19526 HFPSVNWLISYSK Unmodified _HFPSVNWLISYSK_ VATA_MAIZE B6 2 789.40918 1576.8038 0.89314 -0.35902 0.52645 95.04 95.04 1.47E-03 36.17 196410
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19527 HFPSVNWLISYSK Unmodified _HFPSVNWLISYSK_ VATA_MAIZE B6 2 789.40918 1576.8038 0.96782 -0.090662 0.86925 95.032 95.032 4.68E-05 22.33 187950

19528 HFPSVNWLISYSK Unmodified _HFPSVNWLISYSK_ VATA_MAIZE B6 3 526.60855 1576.8038 0.049965 -0.31363 -0.2716 95.09 95.09 1.00E+00 6.79 309560

19529 HFPSVNWLISYSK Unmodified _HFPSVNWLISYSK_ VATA_MAIZE B6 2 789.40918 1576.8038 0.91316 -0.22508 0.68044 95.143 95.143 2.50E-15 52.31 1379200

19530 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.93561 -0.15912 0.75295 37.249 37.249 2.47E-01 27.77 1511100

19531 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.77361 0.009695 0.76 37.434 37.434 1.05E-01 27.16 509870

19532 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.91918 -0.072493 0.82497 39.758 39.758 2.47E-01 22.28 630470

19533 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.90089 -0.27136 0.60811 39.11 39.11 1.05E-01 29.78 337850

19534 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.80819 -0.24077 0.54502 39.652 39.652 2.47E-01 30.21 675110

19535 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 3 361.86132 1082.5621 0.88315 -0.49143 0.37104 38.815 38.815 2.69E-02 27.91 3078400

19536 HFRPELER Unmodified _HFRPELER_ B4FQ98_MAIZE 2 542.28834 1082.5621 0.070191 -0.070208 -0.022183 38.807 38.807 1.65E-01 18.99 150340

19537 HFSGSDNLK Unmodified _HFSGSDNLK_ Q5EUD0_MAIZE 2 502.74343 1003.4723 0.032644 -0.46105 -0.43095 29.575 29.575 1.12E-01 16.1 44132

19538 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.0063282 0.51938 0.49953 53.891 53.891 1.65E-01 18.98 685250

19539 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 0.047138 -1.2045 -1.1667 55.807 55.807 1.65E-01 28.45 308010

19540 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.045726 -0.71356 -0.76935 56.355 56.355 5.06E-02 29.71 298820

19541 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.088394 -0.052644 -0.15244 55.909 55.909 2.92E-02 26.06 795750

19542 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.15031 -0.26599 -0.4272 56.795 56.795 1.65E-01 23.34 2574400

19543 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.16708 0.090591 -0.087444 54.864 54.864 2.92E-02 41.44 12309000

19544 HFSIDAYR Unmodified _HFSIDAYR_ B6TLR9_MAIZE 2 504.74852 1007.4825 -0.10964 -0.07393 -0.19566 58.151 58.151 1.65E-01 21.31 188090

19545 HFSLLPAGGGGILAHTVAR Unmodified _HFSLLPAGGGGILAHTVAR_ B6T8D6_MAIZE 3 625.35136 1873.0323 0.41371 0.0033 0.41957 84.433 84.433 5.54E-24 63.53 442520

19546 HFSVEGQLEFK Unmodified _HFSVEGQLEFK_ B6TB25_MAIZE 2 660.83278 1319.651 0.48482 0.1447 0.62869 69.909 69.909 3.60E-06 49.97 980800

19547 HFSVEGQLEFK Unmodified _HFSVEGQLEFK_ B6TB25_MAIZE 2 660.83278 1319.651 0.50745 0.81219 1.3171 70.81 70.81 3.60E-06 51.54 750280

19548 HFSVEGQLEFK Unmodified _HFSVEGQLEFK_ B6TB25_MAIZE 2 660.83278 1319.651 0.51014 0.39845 0.90723 70.396 70.396 5.66E-08 39.51 1720800

19549 HFTDAIALAPGNHVLYSNR Unmodified _HFTDAIALAPGNHVLYSNR_ B4FA63_MAIZE 3 699.36058 2095.0599 0.67104 -0.70013 -0.036036 74.954 74.954 1.41E-07 52.47 552540

19550 HFTDAIALAPGNHVLYSNR Unmodified _HFTDAIALAPGNHVLYSNR_ B4FA63_MAIZE 3 699.36058 2095.0599 0.62935 -0.37746 0.2452 76.129 76.129 1.72E-05 36.54 1473400

19551 HFTDAIALAPGNHVLYSNR Unmodified _HFTDAIALAPGNHVLYSNR_ B4FA63_MAIZE 3 699.36058 2095.0599 0.597 -0.17689 0.4134 76.077 76.077 1.03E-23 55.48 3329100

19552 HFTSLYPQVSEATVTIVERPWER Unmodified _HFTSLYPQVSEATVTIVERPWER_ B4FTA4_MAIZE 3 915.80468 2744.3922 1.2179 -0.40861 0.80859 99.95 99.95 8.39E-03 15.67 179190

19553 HFVLNTGAK Unmodified _HFVLNTGAK_ A2T1W7_MAIZE 2 493.77453 985.53451 0.052379 -0.032933 0.018597 40.073 40.073 3.39E-01 11.4 489610

19554 HFVLNTGAK Unmodified _HFVLNTGAK_ A2T1W7_MAIZE 2 493.77453 985.53451 -0.1774 -0.083771 -0.26209 40.067 40.067 1.00E+00 2.28 127270

19555 HFVLNTGAK Unmodified _HFVLNTGAK_ A2T1W7_MAIZE 2 493.77453 985.53451 -0.043785 -0.40999 -0.45226 42.273 42.273 1.01E-02 17.68 349620

19556 HFVLNTGAK Unmodified _HFVLNTGAK_ A2T1W7_MAIZE 2 493.77453 985.53451 0.03848 -1.4143 -1.3742 41.763 41.763 7.18E-01 12.79 204370

19557 HFVLNTGAK Unmodified _HFVLNTGAK_ A2T1W7_MAIZE 2 493.77453 985.53451 -0.14472 0.25682 0.11086 42.472 42.472 9.73E-03 34.51 4189300

19558 HFVLTNEEPTEK Unmodified _HFVLTNEEPTEK_ B4FJJ9_MAIZE 2 722.35936 1442.7042 0.76747 1.2636 2.0211 53.061 53.061 2.62E-07 71.91 783200

19559 HGAAVTLQNLDGK Unmodified _HGAAVTLQNLDGK_ B4G137_MAIZE 2 662.35441 1322.6943 0.47222 0.72999 1.1991 52.954 52.954 4.93E-21 73.41 2242100

19560 HGAEMLVVGSHGYGAIK Oxidation (M) _HGAEM(ox)LVVGSHGYGAIK_ B6TLW3_MAIZE 3 581.29452 1740.8617 0.13543 -0.35176 -0.21558 57.726 57.726 6.49E-01 14.38 21734
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19561 HGAEMLVVGSHGYGAIK Oxidation (M) _HGAEM(ox)LVVGSHGYGAIK_ B6TLW3_MAIZE 3 581.29452 1740.8617 0.092125 0.29477 0.3861 57.182 57.182 7.44E-39 51.12 1064300

19562 HGAEMLVVGSHGYGAIK Unmodified _HGAEMLVVGSHGYGAIK_ B6TLW3_MAIZE 3 575.96288 1724.8668 0.095775 0.17809 0.27158 64.552 64.552 9.28E-25 65.17 342130

19563 HGANAGLINALK Unmodified _HGANAGLINALK_ B4FHN3_MAIZE 2 589.83565 1177.6568 0.18194 0.028775 0.18287 54.803 54.803 9.64E-17 82.75 1186700

19564 HGANAGLINALK Unmodified _HGANAGLINALK_ B4FHN3_MAIZE 2 589.83565 1177.6568 0.1745 -0.091619 0.055726 53.417 53.417 9.64E-17 72.39 772530

19565 HGANAGLVNALK Unmodified _HGANAGLVNALK_ B6T6L0_MAIZE 3 388.88764 1163.6411 0.50882 -0.026071 0.46387 48.653 48.653 1.84E-01 37.07 701290

19566 HGANAGLVNALK Unmodified _HGANAGLVNALK_ B6T6L0_MAIZE 3 388.88764 1163.6411 0.56226 -0.005753 0.5355 46.236 46.236 3.25E-03 51.28 1262900

19567 HGAVAGLER Unmodified _HGAVAGLER_ B6TTA5_MAIZE 2 455.24868 908.48281 0.042315 0.32843 0.35696 31.419 31.419 3.32E-02 29.97 21484

19568 HGAYTHLMDDEDKENLK Oxidation (M) _HGAYTHLM(ox)DDEDKENLK_ B4FA10_MAIZE 4 508.73237 2030.9004 -0.091756 -0.66156 -0.76514 43.233 43.233 1.35E-01 19.76 966530

19569 HGAYTHLMDDEDKENLK Unmodified _HGAYTHLMDDEDKENLK_ B4FA10_MAIZE 4 504.73364 2014.9055 -0.27117 -1.4641 -1.7463 51.869 51.869 5.28E-02 13.73 917410

19570 HGDADDDAGMEPEPAGSK Oxidation (M) _HGDADDDAGM(ox)EPEPAGSK_ B4F9N8_MAIZE 3 605.57597 1813.7061 0.35984 0.068938 0.42688 30.548 30.548 2.01E-01 23.83 71171

19571 HGDADDDAGMEPEPAGSK Oxidation (M) _HGDADDDAGM(ox)EPEPAGSK_ B4F9N8_MAIZE 3 605.57597 1813.7061 0.37853 -0.032116 0.34572 30.743 30.743 2.01E-01 31.75 82977

19572 HGDLLNK Unmodified _HGDLLNK_ B4F9Q1_MAIZE 2 398.71923 795.4239 0.43522 0.00062 0.41821 26.028 26.028 1.86E-01 24.96 31483

19573 HGDQFGNMR Unmodified _HGDQFGNMR_ B4G072_MAIZE 2 531.23271 1060.4509 0.0578 -0.43357 -0.37013 34.566 34.566 1.01E-02 34.19 150710

19574 HGDYFLR Unmodified _HGDYFLR_ B6SYA1_MAIZE 2 454.22468 906.4348 0.014721 -0.39513 -0.38194 48.982 48.982 4.49E-02 22.58 592780

19575 HGEIDYEAVVK Unmodified _HGEIDYEAVVK_ B4FTV9_MAIZE 2 630.31696 1258.6194 0.36418 0.29521 0.64897 56.055 56.055 6.35E-09 70 831240

19576 HGEIDYEAVVK Unmodified _HGEIDYEAVVK_ B4FTV9_MAIZE 2 630.31696 1258.6194 0.44855 0.34838 0.78659 57.599 57.599 3.60E-06 56.59 500020

19577 HGEIDYEAVVK Unmodified _HGEIDYEAVVK_ B4FTV9_MAIZE 2 630.31696 1258.6194 0.37966 0.094662 0.46326 58.044 58.044 6.35E-09 70.38 4317500

19578 HGEIDYEAVVK Unmodified _HGEIDYEAVVK_ B4FTV9_MAIZE 2 630.31696 1258.6194 0.32193 -0.72305 -0.41013 58.562 58.562 1.62E-12 78.11 3343200

19579 HGFTSTAGATVASIDKK Unmodified _HGFTSTAGATVASIDKK_ B6TI68_MAIZE 3 564.29681 1689.8686 0.054407 -0.16768 -0.10829 53.301 53.301 2.15E-07 39.92 1394500

19583 HGIHVTAYSPLGSSEK Unmodified _HGIHVTAYSPLGSSEK_ Q7FS90_MAIZE 3 561.6214 1681.8424 0.057946 0.14147 0.19465 55.66 55.66 1.67E-02 43.39 1014400

19584 HGLLDEVYK Unmodified _HGLLDEVYK_ B6TPK4_MAIZE 2 537.28493 1072.5553 0.026041 0.16614 0.18078 66.259 66.259 3.89E-04 36.29 2066000

19585 HGLLDEVYK Unmodified _HGLLDEVYK_ B6TPK4_MAIZE 2 537.28493 1072.5553 -0.044938 -0.026381 -0.083691 66.468 66.468 3.13E-03 45.68 2010500

19586 HGLNEPGK Unmodified _HGLNEPGK_ B4FU39_MAIZE 2 426.22213 850.42972 0.18664 0.84345 1.0129 18.693 18.693 1.65E-01 31.02 40286

19587 HGMVAAGALVR Unmodified _HGMVAAGALVR_ B6TDS2_MAIZE 2 541.30039 1080.5862 0.003936 -0.028088 -0.03 46.708 46.708 1.62E-12 54.14 622760

19588 HGNFSFTER Unmodified _HGNFSFTER_ B4F8B3_MAIZE 2 547.75433 1093.4941 -0.041802 -0.19908 -0.23777 45.568 45.568 3.21E-03 53.4 4478500

19589 HGPAASGTVR Unmodified _HGPAASGTVR_ B6U0X3_MAIZE 2 476.75159 951.48863 0.12396 -0.22863 -0.10037 16.531 16.531 3.43E-01 42.27 5892

19590 HGSLGFLPR Unmodified _HGSLGFLPR_ B4FBM9_MAIZE 2 492.2747 982.53485 -0.078717 -0.014814 -0.092039 56.314 56.314 3.89E-04 58.28 10508000

19591 HGSLGFLPR Unmodified _HGSLGFLPR_ B4FBM9_MAIZE 2 492.2747 982.53485 -0.15697 0.02362 -0.13153 60.987 60.987 7.18E-01 27.92 47608

19592 HGSLGFLPR Unmodified _HGSLGFLPR_ B4FBM9_MAIZE 2 492.2747 982.53485 -0.16663 -0.019268 -0.18426 57.696 57.696 3.21E-03 39.69 753960

19593 HGSLGFLPR Unmodified _HGSLGFLPR_ B4FBM9_MAIZE 2 492.2747 982.53485 -0.026413 -0.057239 -0.082952 58.947 58.947 3.13E-03 42.97 645800

19594 HGSLGFLPR Unmodified _HGSLGFLPR_ B4FBM9_MAIZE 2 492.2747 982.53485 0.024201 0.35303 0.37691 58.378 58.378 3.39E-01 21.52 265060

19595 HGTCSNLDPHDYFAR Unmodified _HGTCSNLDPHDYFAR_ B6TYW3_MAIZE 3 597.26188 1788.7638 0.11193 -0.17596 -0.057161 62.037 62.037 4.82E-01 21.04 310950

19596 HGTCSNLDPHDYFAR Unmodified _HGTCSNLDPHDYFAR_ B6TYW3_MAIZE 3 597.26188 1788.7638 0.17386 -0.26079 -0.07957 59.508 59.508 5.05E-03 23.92 1934500

19597 HGTCSNLDPHDYFAR Unmodified _HGTCSNLDPHDYFAR_ B6TYW3_MAIZE 3 597.26188 1788.7638 0.14009 -0.47183 -0.32386 62.471 62.471 1.95E-05 40.09 6331700
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19598 HGVPGAIIVK Unmodified _HGVPGAIIVK_ A1XCH8_MAIZE 2 495.80838 989.6022 0.014024 -0.10946 -0.094082 45.204 45.204 1.62E-03 32.22 552260

19599 HGVPGAIIVK Unmodified _HGVPGAIIVK_ A1XCH8_MAIZE 2 495.80838 989.6022 -0.15175 0.006009 -0.14418 45.432 45.432 1.25E-02 42.91 226210

19600 HGVPGAIIVK Unmodified _HGVPGAIIVK_ A1XCH8_MAIZE 2 495.80838 989.6022 -0.0011505 -0.15805 -0.15762 46.983 46.983 1.62E-03 34.79 261490

19604 HGWGIFR Unmodified _HGWGIFR_ B6TKZ3_MAIZE 2 436.72993 871.44531 0.047838 0.026548 0.082428 65.635 65.635 8.04E-02 24.08 3924500

19605 HGWNYVVR Unmodified _HGWNYVVR_ B4FGH7_MAIZE 2 515.7645 1029.5144 -0.16002 -0.23755 -0.39612 53.561 53.561 7.88E-01 14.54 75959

19606 HGWNYVVR Unmodified _HGWNYVVR_ B4FGH7_MAIZE 2 515.7645 1029.5144 -0.067253 0.52461 0.4579 50.108 50.108 1.90E-02 39.74 577840

19607 HGWNYVVR Unmodified _HGWNYVVR_ B4FGH7_MAIZE 2 515.7645 1029.5144 -0.1727 0.1583 -0.012592 54.158 54.158 1.90E-02 39.17 2817000

19608 HGWTAFCGPAGQK Unmodified _HGWTAFCGPAGQK_ B6SH12_MAIZE 3 472.88743 1415.6404 -0.24216 0.058985 -0.16694 57.083 57.083 1.02E-01 19.98 634040

19609 HGWTAFCGPAGQK Unmodified _HGWTAFCGPAGQK_ B6SH12_MAIZE 2 708.8275 1415.6404 0.61661 0.57607 1.209 57.067 57.067 6.20E-03 56.32 172650

19610 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 -0.027602 0.02163 -0.006219 69.178 69.178 3.89E-23 46 1197200

19611 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.091583 -0.056087 0.035261 65.658 65.658 1.79E-03 29.53 497700

19612 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.1856 -0.41964 -0.23437 66.505 66.505 5.56E-17 49.69 607100

19613 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.22151 -0.23739 -0.016553 65.98 65.98 5.56E-17 39.16 604210

19614 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.17281 -0.13409 0.038493 66.275 66.275 4.16E-13 50.12 599330

19615 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.20342 -0.62538 -0.42131 66.161 66.161 4.43E-33 66.98 1077000

19616 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.14739 0.00502 0.15264 65.679 65.679 1.79E-03 33.62 648800

19617 HGYIGEFEYVDDHR Unmodified _HGYIGEFEYVDDHR_ B4FM69_MAIZE 3 579.59363 1735.759 0.052464 -0.26278 -0.21045 68.08 68.08 4.43E-33 56.26 7453700

19618 HHADVDEEETAR Unmodified _HHADVDEEETAR_ B6TK66_MAIZE 3 470.20777 1407.6015 0.13568 -0.60599 -0.4785 24.132 24.132 7.68E-01 19.44 10431

19619 HHADVDEEETAR Unmodified _HHADVDEEETAR_ B6TK66_MAIZE 3 470.20777 1407.6015 0.14926 -0.23365 -0.093997 24.549 24.549 4.50E-01 17.15 16041

19620 HHADVDEEETAR Unmodified _HHADVDEEETAR_ B6TK66_MAIZE 3 470.20777 1407.6015 -0.052401 -0.53568 -0.597 24.565 24.565 9.42E-03 48.3 121800

19621 HHATYVANYNK Unmodified _HHATYVANYNK_ B4F925_MAIZE 3 439.88267 1316.6262 0.099608 -0.091951 -0.0099893 27.168 27.168 1.91E-02 34.77 273990

19622 HHATYVANYNK Unmodified _HHATYVANYNK_ B4F925_MAIZE 2 659.32037 1316.6262 0.61093 0.41389 1.0068 27.147 27.147 3.83E-01 11.22 23452

19623 HHFSQLFK Unmodified _HHFSQLFK_ B6SU00_MAIZE 3 348.51889 1042.5348 1.1376 0.13949 1.2786 45.403 45.403 1.05E-01 42.18 746310

19624 HHFSQLFK Unmodified _HHFSQLFK_ B6SU00_MAIZE 3 348.51889 1042.5348 0.98876 -0.18055 0.81022 58.951 58.951 1.00E+00 16.51 15024

19625 HHFSQLFK Unmodified _HHFSQLFK_ B6SU00_MAIZE 3 348.51889 1042.5348 -0.18704 48.44 48.44 2.02E-01 21.47

19626 HHFSQLFK Unmodified _HHFSQLFK_ B6SU00_MAIZE 3 348.51889 1042.5348 1.0873 -0.12204 0.96705 47.172 47.172 2.47E-01 43.25 2385200

19627 HHGFQLYMSDPSGNYGGWK Oxidation (M) _HHGFQLYM(ox)SDPSGNYGGWK_ B4FAR8_MAIZE 3 732.99005 2195.9483 0.79452 -0.55203 0.24745 71.239 71.239 5.64E-03 30.23 364060

19628 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.3789 0.03623 0.40419 103.86 103.86 4.55E-01 33.63 2143900

19629 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 3 832.06663 2493.1781 1.1006 -0.2662 0.82386 103.68 103.68 5.35E-05 25.99 300190

19630 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.33304 -0.037804 0.28475 110.43 110.43 4.55E-01 23.14 305040

19631 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.33532 -0.076309 0.24929 119.4 119.4 1.00E+00 8.26 151420

19632 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.33498 -0.21108 0.11386 126.08 126.08 1.00E+00 3.38 91406

19633 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.33339 -0.11 0.21358 130.39 130.39 1.00E+00 2.28 220610

19634 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.33923 -0.256 0.07265 137.55 137.55 1.00E+00 4.24 295190
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19635 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.36938 -0.072736 0.28604 109.81 109.81 2.20E-01 21.78 1076200

19636 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.39867 -0.54282 -0.15396 128 128 1.00E+00 1.33 95388

19637 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.39405 -0.085571 0.29834 131.32 131.32 1.00E+00 5.64 325060

19638 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.37032 -0.071132 0.28869 137.68 137.68 1.00E+00 19.75 269710

19639 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.42094 -0.24448 0.16685 90.479 90.479 6.27E-03 27.05 505850

19640 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.38188 -0.12415 0.24805 112.24 112.24 2.00E-02 31.87 1367800

19641 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.44975 -0.09848 0.341 120.31 120.31 8.11E-01 20.43 184600

19642 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.43417 -0.29742 0.12656 127.6 127.6 1.00E+00 35.22 303780

19643 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.42479 -0.13378 0.28117 129.04 129.04 1.00E+00 12.13 139430

19644 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.3852 -0.1049 0.26966 131.78 131.78 8.11E-01 15.31 1128400

19645 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.41087 0.009014 0.40885 132.48 132.48 1.00E+00 22.64 400600

19646 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.50357 -0.22202 0.27186 139.43 139.43 1.00E+00 1.32 33023

19647 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.40417 -0.2082 0.18583 90.91 90.91 6.43E-02 25.76 367360

19648 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.39975 -0.14563 0.24496 92.232 92.232 8.11E-01 26.88 467310

19649 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.34977 -0.11194 0.22725 115.19 115.19 6.27E-03 37.25 1198200

19650 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.3703 -0.10071 0.26035 119.74 119.74 1.68E-03 47.42 761340

19651 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.37978 0.035665 0.4046 129.9 129.9 2.20E-01 21.78 746830

19652 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIMEHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.4119 0.008164 0.41045 111.34 111.34 1.00E+00 17.3 511860

19653 HHPGSIEAAAIMEHILDGSSFMK Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFMK_ B6U4D6_MAIZE 4 624.30179 2493.1781 0.4894 0.44437 0.92214 130.62 130.62 1.00E+00 3.47 269830

19654 HHPGSIEAAAIMEHILDGSSFMK Unmodified _HHPGSIEAAAIMEHILDGSSFMK_ B6U4D6_MAIZE 3 826.73499 2477.1831 1.0771 0.034232 1.0996 111.25 111.25 3.62E-09 58.86 329230

19655 HHPGSIEAAAIMEHILDGSSFMK Unmodified _HHPGSIEAAAIMEHILDGSSFMK_ B6U4D6_MAIZE 4 620.30306 2477.1831 0.35449 -0.20959 0.13336 111.34 111.34 4.55E-01 19.85 2528400

19656 HHPGSIEAAAIMEHILDGSSFMK Unmodified _HHPGSIEAAAIMEHILDGSSFMK_ B6U4D6_MAIZE 4 620.30306 2477.1831 0.28243 -0.042484 0.22771 137.57 137.57 1.00E+00 0.29 115290

19657 HHPGSIEAAAIMEHILDGSSFMK Unmodified _HHPGSIEAAAIMEHILDGSSFMK_ B6U4D6_MAIZE 4 620.30306 2477.1831 0.38398 -0.42109 -0.04864 137.7 137.7 1.00E+00 12.8 85013

19658 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.34738 -0.18104 0.15707 79.842 79.842 8.30E-06 48.19 516820

19659 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.33082 -0.27191 0.051139 80.867 80.867 8.30E-06 46.29 860790

19660 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.39713 -0.32464 0.063994 79.694 79.694 6.43E-02 26.38 834850

19661 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.37263 -0.10784 0.25529 80.812 80.812 2.20E-01 21.44 1105300

19662 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.37903 -0.23827 0.13276 79.56 79.56 3.27E-04 38.45 1801800

19663 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.39113 -0.28769 0.09407 80.95 80.95 6.27E-03 30.25 1759300

19664 HHPGSIEAAAIMEHILDGSSFMK 2 Oxidation (M) _HHPGSIEAAAIM(ox)EHILDGSSFM(ox)K_ B6U4D6_MAIZE 4 628.30052 2509.173 0.36133 -0.31965 0.033167 80.308 80.308 5.14E-05 46.47 1131400

19665 HHVIGQYVIGQEGLVHELGSK Unmodified _HHVIGQYVIGQEGLVHELGSK_ B4FHZ4_MAIZE 4 575.8091 2299.2073 0.2087 -2.1153 -1.9004 88.682 88.682 9.62E-03 26.3 484690

19666 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.2184 -0.079979 1.1118 21.53 21.53 9.46E-01 23.56 1005400

19667 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.0799 0.19321 1.2469 20.12 20.12 5.26E-01 21.53 331990

19668 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.2373 -0.35304 0.85818 21.691 21.691 9.46E-01 22.66 626680
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19669 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.1682 -0.31457 0.82763 21.55 21.55 9.46E-01 14.79 451970

19670 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.0776 -0.037781 1.0156 21.359 21.359 9.46E-01 18.29 1074600

19671 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.1932 -0.1383 1.0286 22.189 22.189 2.64E-01 27.28 2172200

19672 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.2358 0.12699 1.3356 21.732 21.732 1.00E+00 15.89 63509

19673 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.3126 0.07988 1.3661 22.286 22.286 5.26E-01 32.41 47321

19674 HIATLK Unmodified _HIATLK_ BGLC_MAIZE 2 341.71596 681.41736 1.015 0.29609 1.2855 24.891 24.891 9.46E-01 14.15 59320

19675 HICAPHVISAR Unmodified _HICAPHVISAR_ B6SL37_MAIZE 3 420.89251 1259.6557 0.087669 -0.72353 -0.63785 41.144 41.144 5.04E-04 29.14 322820

19676 HICAPHVISAR Unmodified _HICAPHVISAR_ B6SL37_MAIZE 3 420.89251 1259.6557 0.2171 0.90505 1.1156 44.138 44.138 2.92E-01 12.69 266470

19677 HICDDVLMDYDALK Oxidation (M) _HICDDVLM(ox)DYDALK_ B4FQ98_MAIZE 2 862.38693 1722.7593 1.1212 -0.19826 0.92542 82.979 82.979 1.99E-90 66.38 345650

19678 HICDLVAER Unmodified _HICDLVAER_ B6U4K6_MAIZE 2 556.77949 1111.5444 0.088828 -0.082134 0.0016152 49.287 49.287 3.32E-02 20.18 1078000

19679 HICDLVAER Unmodified _HICDLVAER_ B6U4K6_MAIZE 2 556.77949 1111.5444 0.1297 0.098354 0.22199 51.361 51.361 3.13E-03 39.72 974770

19680 HIDFSLSSPFGGGPAGR Unmodified _HIDFSLSSPFGGGPAGR_ B6T7B2_MAIZE 2 851.42081 1700.8271 1.0604 -0.68486 0.38744 86.589 86.589 4.07E-45 99.68 1097300

19681 HIDFSLSSPFGGGPAGR Unmodified _HIDFSLSSPFGGGPAGR_ B6T7B2_MAIZE 3 567.94963 1700.8271 0.07082 0.15011 0.23189 87.353 87.353 2.37E-01 9.91 447750

19682 HIDFSLSSPFGGGPAGR Unmodified _HIDFSLSSPFGGGPAGR_ B6T7B2_MAIZE 3 567.94963 1700.8271 0.17069 0.20046 0.38069 87.545 87.545 3.92E-02 19.18 460720

19683 HIDFSLSSPFGGGPAGR Unmodified _HIDFSLSSPFGGGPAGR_ B6T7B2_MAIZE 3 567.94963 1700.8271 0.040458 -0.18977 -0.13859 87.184 87.184 1.07E-01 31.86 3383900

19684 HIDFSLSSPFGGGPAGR Unmodified _HIDFSLSSPFGGGPAGR_ B6T7B2_MAIZE 2 851.42081 1700.8271 1.0018 -0.67071 0.34327 87.137 87.137 7.78E-69 105.58 827060

19685 HIDISPK Unmodified _HIDISPK_ B5AK47_MAIZE 2 405.22943 808.4443 0.28517 0.95323 1.2192 44.455 44.455 4.46E-01 10.91 2343500

19686 HIDLPEDFPFEIIDNPGDQSITLQR Unmodified _HIDLPEDFPFEIIDNPGDQSITLQR_ B6TFV4_MAIZE 3 970.48204 2908.4243 1.139 0.12831 1.2668 127.1 127.1 1.20E-09 53.95 1098600

19687 HIDPLLECLK Unmodified _HIDPLLECLK_ B4FW68_MAIZE 2 619.3341 1236.6536 0.39989 0.28936 0.67628 69.632 69.632 1.84E-04 38.4 812410

19688 HIDPLLECLK Unmodified _HIDPLLECLK_ B4FW68_MAIZE 2 619.3341 1236.6536 0.32339 0.006986 0.31901 70.586 70.586 1.62E-03 35.47 304280

19689 HIEATLSR Unmodified _HIEATLSR_ B6UFB3_MAIZE 2 463.75634 925.49813 -0.015536 -0.017344 -0.055659 34.663 34.663 1.65E-01 22.31 698200

19690 HIEATLSR Unmodified _HIEATLSR_ B6UFB3_MAIZE 2 463.75634 925.49813 -0.067792 0.25019 0.15946 35.238 35.238 3.77E-01 21.9 705400

19691 HIEDMHVLITTPFHPAYVTAER Oxidation (M) _HIEDM(ox)HVLITTPFHPAYVTAER_ B6TRR5_MAIZE 4 649.07715 2592.2795 0.49664 -0.17231 0.32549 76.015 76.015 5.49E-04 22.44 921040

19692 HIEDMHVLITTPFHPAYVTAER Oxidation (M) _HIEDM(ox)HVLITTPFHPAYVTAER_ B6TRR5_MAIZE 4 649.07715 2592.2795 0.40634 -0.14833 0.25882 75.514 75.514 6.10E-05 29.08 5918500

19693 HIEDMHVLITTPFHPAYVTAER Oxidation (M) _HIEDM(ox)HVLITTPFHPAYVTAER_ B6TRR5_MAIZE 4 649.07715 2592.2795 0.42111 0.62918 1.0498 80.322 80.322 1.59E-04 20.89 277170

19694 HIEDMHVLITTPFHPAYVTAER Unmodified _HIEDMHVLITTPFHPAYVTAER_ B6TRR5_MAIZE 4 645.07842 2576.2846 0.47366 -0.5174 -0.043783 86.653 86.653 6.92E-04 22.05 1317500

19695 HIEDMHVLITTPFHPAYVTAER Unmodified _HIEDMHVLITTPFHPAYVTAER_ B6TRR5_MAIZE 4 645.07842 2576.2846 0.39527 0.039235 0.43297 86.258 86.258 3.16E-15 44.63 5054900

19696 HIEENVK Unmodified _HIEENVK_ B6SWA0_MAIZE 2 434.72979 867.44503 0.16586 0.52601 0.66238 20.585 20.585 7.83E-01 13.37 30070

19697 HIEENVK Unmodified _HIEENVK_ B6SWA0_MAIZE 2 434.72979 867.44503 0.22818 0.26622 0.46424 19.399 19.399 4.46E-01 14.73 7846.5

19698 HIEENVK Unmodified _HIEENVK_ B6SWA0_MAIZE 2 434.72979 867.44503 0.19974 0.43683 0.60731 20.446 20.446 7.83E-01 11.47 34295

19699 HIEENVK Unmodified _HIEENVK_ B6SWA0_MAIZE 2 434.72979 867.44503 0.18695 0.52054 0.67754 20.061 20.061 4.46E-01 18.19 24097

19700 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.46116 0.28496 0.71573 30.23 30.23 1.26E-02 34.09 177620

19701 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.2332 -0.006705 0.19788 29.03 29.03 3.83E-02 29.36 205210

19702 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.38433 -0.1281 0.22754 31.5 31.5 2.99E-03 44.3 269570
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19703 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.32762 -0.49717 -0.19774 30.55 30.55 3.83E-02 32.91 1093600

19704 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 2 604.32512 1206.6357 0.35947 0.068036 0.39815 30.554 30.554 1.45E-01 27.12 73841

19705 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.3757 -0.000927 0.34461 31.244 31.244 1.25E-01 38.89 146110

19706 HIEKDPALER Unmodified _HIEKDPALER_ B6TZH2_MAIZE 3 403.21917 1206.6357 0.47033 0.14583 0.58649 31.051 31.051 3.83E-02 38.88 47597

19707 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 3 753.04382 2256.1096 0.86181 0.36324 1.2201 103.91 103.91 1.00E+00 16.69 1035200

19708 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 3 753.04382 2256.1096 0.82845 -0.020259 0.80306 104.65 104.65 7.35E-01 17.99 751990

19709 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 3 753.04382 2256.1096 0.83448 -0.058342 0.77092 104.76 104.76 1.84E-02 46.07 1055300

19710 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 3 753.04382 2256.1096 0.86888 0.012364 0.87641 105.03 105.03 1.84E-02 39.12 660360

19711 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 3 753.04382 2256.1096 0.79659 -0.16225 0.63046 105.01 105.01 2.38E-03 64.56 4337800

19712 HIFVEELGADESSLLNCVPK Unmodified _HIFVEELGADESSLLNCVPK_ B4FAE5_MAIZE 2 1129.0621 2256.1096 1.3242 0.22027 1.5398 104.96 104.96 1.32E-42 70.66 332230

19713 HIGGCDDTMALNNDGK Oxidation (M) _HIGGCDDTM(ox)ALNNDGK_ B6THA1_MAIZE 3 578.57877 1732.7145 0.019778 -0.30167 -0.27254 39.095 39.095 6.54E-03 24.91 361780

19714 HIGGCDDTMALNNDGK Oxidation (M) _HIGGCDDTM(ox)ALNNDGK_ B6THA1_MAIZE 2 867.36452 1732.7145 1.0755 0.060194 1.1446 39.088 39.088 1.14E-36 48 52529

19715 HIGGCDDTMALNNDGK Unmodified _HIGGCDDTMALNNDGK_ B6THA1_MAIZE 3 573.24713 1716.7196 0.03037 -0.11839 -0.080946 47.738 47.738 1.00E+00 14.83 277800

19716 HIGGCDDTMALNNDGK Unmodified _HIGGCDDTMALNNDGK_ B6THA1_MAIZE 2 859.36706 1716.7196 1.0827 -0.25004 0.83952 47.729 47.729 1.02E-04 37.91 26191

19717 HIGKPMEEIAR Oxidation (M) _HIGKPM(ox)EEIAR_ B4FNF5_MAIZE 3 432.89581 1295.6656 0.2734 0.54663 0.79342 31.087 31.087 1.69E-04 39.34 168080

19718 HIGVTTEGFMK Oxidation (M) _HIGVTTEGFM(ox)K_ B6U2I9_MAIZE 2 618.30808 1234.6016 0.23533 -0.14384 0.10329 48.762 48.762 3.82E-10 33.56 2265400

19719 HIGVTTEGFMK Unmodified _HIGVTTEGFMK_ B6U2I9_MAIZE 2 610.31062 1218.6067 0.21118 -0.59957 -0.37853 58.041 58.041 3.57E-04 22.63 1535500

19720 HIGVTTEGFMKK Oxidation (M) _HIGVTTEGFM(ox)KK_ B6U2I9_MAIZE 3 455.23947 1362.6966 -0.005863 0.035845 0.034491 40.68 40.68 4.16E-10 26.95 321310

19721 HIGVVGLGGLGHVAVK Unmodified _HIGVVGLGGLGHVAVK_ B4FAJ0_MAIZE 3 504.97182 1511.8936 -0.0097345 0.035667 0.044272 68.041 68.041 2.58E-21 52.56 885550

19722 HIGVVGLGGLGHVAVK Unmodified _HIGVVGLGGLGHVAVK_ B4FAJ0_MAIZE 3 504.97182 1511.8936 -0.13205 -0.28188 -0.39361 69.771 69.771 7.62E-40 54.14 310430

19723 HIGVVGLGGLGHVAVK Unmodified _HIGVVGLGGLGHVAVK_ B4FAJ0_MAIZE 3 504.97182 1511.8936 -0.0051401 -0.25085 -0.23659 69.683 69.683 7.40E-17 35.87 375250

19724 HIGVVGLGGLGHVAVK Unmodified _HIGVVGLGGLGHVAVK_ B4FAJ0_MAIZE 3 504.97182 1511.8936 -0.12117 -0.25128 -0.35376 69.471 69.471 2.58E-21 63.84 1897700

19725 HIIGENDEFIGK Unmodified _HIIGENDEFIGK_ B4FDF4_MAIZE 2 686.34879 1370.683 0.63502 -0.009294 0.61437 59.289 59.289 2.05E-12 39.79 737720

19726 HIIGENDEFIGK Unmodified _HIIGENDEFIGK_ B4FDF4_MAIZE 2 686.34879 1370.683 0.7031 -0.21004 0.48099 60.744 60.744 7.72E-03 34.42 330550

19727 HIIGENDEFIGK Unmodified _HIIGENDEFIGK_ B4FDF4_MAIZE 2 686.34879 1370.683 0.5111 -0.23064 0.26899 59.988 59.988 7.61E-14 66.67 4673200

19728 HIIGENDEFIGKK Unmodified _HIIGENDEFIGKK_ B4FDF4_MAIZE 3 500.59994 1498.778 -0.063379 -0.089746 -0.16943 50.854 50.854 2.26E-05 37.46 1197300

19729 HIIGENDEFIGKK Unmodified _HIIGENDEFIGKK_ B4FDF4_MAIZE 3 500.59994 1498.778 0.042943 -0.62759 -0.59935 52.809 52.809 6.66E-04 34.8 298030

19730 HIIGENDEFIGKK Unmodified _HIIGENDEFIGKK_ B4FDF4_MAIZE 3 500.59994 1498.778 -0.14294 0.18569 0.026747 52.002 52.002 9.25E-24 59.34 4299300

19731 HIILENNDNKPVTNSR Unmodified _HIILENNDNKPVTNSR_ B6TVI9_MAIZE 3 621.9939 1862.9599 0.44742 -0.048645 0.38056 42.978 42.978 1.38E-28 50.81 535300

19732 HIILENNENKPVTNSR Unmodified _HIILENNENKPVTNSR_ B4FAS3_MAIZE 3 626.66578 1876.9755 0.40256 -0.24156 0.13757 42.229 42.229 5.53E-12 40.88 778060

19733 HIILENNENKPVTNSR Unmodified _HIILENNENKPVTNSR_ B4FAS3_MAIZE 3 626.66578 1876.9755 0.38654 -0.21149 0.15101 43.052 43.052 5.13E-36 55.09 516690

19734 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.048849 -0.25253 -0.31576 37.816 37.816 9.73E-03 29.76 3962800

19735 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.17264 -0.001983 -0.18888 37.529 37.529 3.32E-02 38.73 1598600

19736 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.039278 -0.057937 -0.11303 39.927 39.927 1.01E-02 33.83 1580300
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19737 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.043464 0.1016 0.043041 39.187 39.187 9.73E-03 31.67 708010

19738 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.071213 -0.17863 -0.26397 39.647 39.647 3.32E-02 35.7 512900

19739 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.19976 -0.23864 -0.45374 51.964 51.964 3.39E-01 13.87 14021000

19740 HILIATGSR Unmodified _HILIATGSR_ B4FWU6_MAIZE 2 484.28781 966.56106 -0.062838 0.026562 -0.052392 39.371 39.371 1.01E-02 31.02 1574200

19741 HILQIR Unmodified _HILQIR_ B6U134_MAIZE 2 390.24795 778.48136 0.5294 -0.15067 0.35529 40.026 40.026 5.26E-01 15.85 1370200

19742 HILQIR Unmodified _HILQIR_ B6U134_MAIZE 2 390.24795 778.48136 0.37501 0.1024 0.45312 40.196 40.196 9.46E-01 16.89 536530

19743 HILQIR Unmodified _HILQIR_ B6U134_MAIZE 2 390.24795 778.48136 0.47343 0.24626 0.69558 41.784 41.784 9.46E-01 17.93 610130

19744 HIMNILNK Oxidation (M) _HIM(ox)NILNK_ B6TDF5_MAIZE 2 499.77622 997.53789 -0.16921 -0.1423 -0.34036 43.6 43.6 3.42E-02 28.48 349410

19745 HIMNILNK Unmodified _HIMNILNK_ B6TDF5_MAIZE 2 491.77876 981.54297 -0.16602 0.24155 0.041998 57.09 57.09 7.88E-01 4.66 122580

19746 HIPVIDGTGMLGMVSIGDVVR 2 Oxidation (M) _HIPVIDGTGM(ox)LGM(ox)VSIGDVVR_ B4G1D2_MAIZE 3 733.38178 2197.1235 0.70966 -0.31717 0.41054 97.268 97.268 1.38E-25 61.75 2807200

19747 HIPVIDGTGMLGMVSIGDVVR 2 Oxidation (M) _HIPVIDGTGM(ox)LGM(ox)VSIGDVVR_ B4G1D2_MAIZE 2 1099.569 2197.1235 1.1704 0.1266 1.3148 97.271 97.271 9.73E-05 32.52 229540

19748 HIPVIDGTGMLGMVSIGDVVR Oxidation (M) _HIPVIDGTGM(ox)LGMVSIGDVVR_ B4G1D2_MAIZE 3 728.05014 2181.1286 0.75343 -0.35248 0.41785 108.94 108.94 1.00E+00 14.6 92360

19749 HIPVIDGTGMLGMVSIGDVVR Oxidation (M) _HIPVIDGTGM(ox)LGMVSIGDVVR_ B4G1D2_MAIZE 3 728.05014 2181.1286 0.76583 -0.37037 0.41256 112.74 112.74 7.83E-01 22.36 97736

19750 HIQELAGIK Unmodified _HIQELAGIK_ B4G191_MAIZE 2 504.79547 1007.5764 -0.00403 -0.012949 -0.04253 47.855 47.855 3.32E-02 14.2 503110

19751 HIQELAGIK Unmodified _HIQELAGIK_ B4G191_MAIZE 2 504.79547 1007.5764 -0.0094019 -0.054133 -0.089265 47.165 47.165 3.32E-02 26.62 556030

19752 HIQELAGIK Unmodified _HIQELAGIK_ B4G191_MAIZE 2 504.79547 1007.5764 -0.072304 0.11128 0.01314 47.923 47.923 3.32E-02 22.54 813000

19753 HIQELAGIK Unmodified _HIQELAGIK_ B4G191_MAIZE 2 504.79547 1007.5764 -0.079021 -0.47444 -0.57731 47.202 47.202 3.21E-03 32.53 11576000

19754 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.23647 0.37533 0.59471 38.546 38.546 4.49E-02 27.55 1610800

19755 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 -0.034651 -0.088547 -0.13726 40.774 40.774 4.49E-02 39.91 1367400

19756 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.0563 0.38755 0.42773 38.395 38.395 7.83E-01 17.63 142630

19757 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.22228 0.16249 0.36867 40.843 40.843 7.83E-01 17.14 212780

19758 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.14392 0.35725 0.48378 40.637 40.637 1.86E-01 21.07 481090

19759 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.23271 0.19047 0.4061 40.166 40.166 1.86E-01 17.55 360090

19760 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.15381 0.063429 0.2009 41.163 41.163 4.49E-02 29.42 1328100

19761 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 0.19797 -0.04883 0.13377 38.486 38.486 4.46E-01 18.85 3880700

19762 HIQLAVR Unmodified _HIQLAVR_ B4FIA6_MAIZE 2 418.75869 835.50282 -0.07379 -0.16167 -0.25022 42.679 42.679 8.04E-02 17.09 15099000

19763 HIQPVSPELR Unmodified _HIQPVSPELR_ B6T863_MAIZE 2 588.3302 1174.6459 0.20538 2.6739 2.8639 49.965 49.965 1.25E-02 34.82 129190

19764 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.18705 -0.34913 -0.15054 29.381 29.381 3.64E-02 27.51 68084

19765 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.19573 0.18529 0.39178 30.552 30.552 7.42E-01 9.55 24253

19766 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.23909 0.2669 0.51532 29.544 29.544 3.64E-02 15.92 33604

19767 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.18196 0.028004 0.22068 30.05 30.05 1.41E-02 21.23 43070

19768 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.10083 0.069574 0.18138 30.42 30.42 3.98E-04 35.4 432670

19769 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 0.1318 -0.43951 -0.29626 28.266 28.266 3.98E-04 41.36 1434800

19770 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 2 647.34025 1292.6659 0.53005 -0.051939 0.48889 28.227 28.227 1.54E-02 13.9 44581
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19771 HITGGIMGGHAVK Oxidation (M) _HITGGIM(ox)GGHAVK_ B6TLR9_MAIZE 3 431.89592 1292.6659 -0.02315 0.72652 0.71303 32.53 32.53 3.64E-02 21.98 30418

19772 HITGGIMGGHAVK Unmodified _HITGGIMGGHAVK_ B6TLR9_MAIZE 3 426.56428 1276.671 0.18469 -0.73974 -0.54474 39.214 39.214 1.00E+00 3.95 175230

19773 HITGGIMGGHAVK Unmodified _HITGGIMGGHAVK_ B6TLR9_MAIZE 3 426.56428 1276.671 0.092324 -0.16407 -0.064082 40.164 40.164 1.00E+00 9.63 2208900

19774 HITGGIMGGHAVK Unmodified _HITGGIMGGHAVK_ B6TLR9_MAIZE 3 426.56428 1276.671 0.11956 -0.97613 -0.84662 37.907 37.907 6.84E-03 34.39 3744900

19775 HITGGIMGGHAVK Unmodified _HITGGIMGGHAVK_ B6TLR9_MAIZE 2 639.34279 1276.671 0.40785 -0.40276 0.013931 37.864 37.864 3.13E-02 43.41 184800

19776 HITGGIMGGHAVK Unmodified _HITGGIMGGHAVK_ B6TLR9_MAIZE 3 426.56428 1276.671 -0.005595 -0.006121 -0.0037816 43.38 43.38 4.86E-01 17.62 67222

19777 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.15978 0.41118 0.56551 56.734 56.734 1.62E-03 51.65 1835600

19778 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.076113 0.37734 0.45026 60.794 60.794 1.25E-02 48.18 80354

19779 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.073681 1.5789 1.6465 57.865 57.865 2.81E-03 47.97 415260

19780 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.13746 -0.71478 -0.57996 59.268 59.268 2.81E-03 42.99 477510

19781 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.20815 -0.21391 -0.0093237 58.634 58.634 1.62E-03 51.98 571890

19782 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.18794 0.98494 1.1677 59.189 59.189 3.43E-01 11.74 464580

19783 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 2 578.8091 1155.6037 0.020587 -0.24812 -0.23072 57.906 57.906 1.84E-04 46.33 12439000

19784 HITIFSPEGR Unmodified _HITIFSPEGR_ B4F7U0_MAIZE 3 386.2085 1155.6037 0.60652 -0.20312 0.39911 57.905 57.905 2.55E-01 23.6 627580

19785 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.071256 0.19017 0.10882 45.362 45.362 5.06E-02 26.29 4783500

19786 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.16986 0.11601 -0.063512 49.149 49.149 3.77E-01 9.87 76075

19787 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.16616 0.29186 0.11539 45.774 45.774 5.06E-02 20.81 714250

19788 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.0041564 -0.034126 -0.047654 47.974 47.974 1.65E-01 16.7 886790

19789 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.10588 0.072347 -0.04393 48.049 48.049 5.06E-02 19.51 1509800

19790 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.04211 0.58743 0.53368 47.154 47.154 1.00E+00 16.01 1683000

19791 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.10335 -0.37457 -0.4881 45.873 45.873 5.06E-02 27.81 2462300

19792 HIWSSGIR Unmodified _HIWSSGIR_ Q5XLD9_MAIZE 2 478.25905 954.50355 -0.26222 -0.35998 -0.63021 49.668 49.668 2.92E-02 33.18 21291000

19793 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.22777 0.47584 0.67411 28.542 28.542 1.00E+00 5.56 27142

19794 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.44778 0.005521 0.42689 29.571 29.571 1.00E+00 2.68 38074

19795 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.44936 -0.40046 0.022988 30.314 30.314 1.00E+00 2.79 24138

19796 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.4729 0.066694 0.51244 29.031 29.031 1.00E+00 12.44 44557

19797 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.34252 -0.13751 0.17768 29.169 29.169 6.81E-01 18.41 678530

19798 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 2 805.88713 1609.7597 1.0614 -0.16733 0.86742 29.097 29.097 3.51E-02 30.08 8441.6

19799 HKEHIAAYGEGNER Unmodified _HKEHIAAYGEGNER_ GLNA4_MAIZE 4 403.44721 1609.7597 0.58364 -0.054327 0.50104 28.201 28.201 1.00E+00 6.68 15208

19800 HKFDVDTR Unmodified _HKFDVDTR_ B4FF57_MAIZE 3 339.84192 1016.5039 1.3108 0.23174 1.5499 30.004 30.004 5.41E-01 28.79 119940

19801 HKFDVDTR Unmodified _HKFDVDTR_ B4FF57_MAIZE 3 339.84192 1016.5039 1.19 0.17539 1.374 28.757 28.757 9.92E-01 17.32 20043

19802 HKFDVDTR Unmodified _HKFDVDTR_ B4FF57_MAIZE 3 339.84192 1016.5039 1.2882 -0.11375 1.1823 31.088 31.088 1.00E+00 15.44 32828

19803 HKFDVDTR Unmodified _HKFDVDTR_ B4FF57_MAIZE 3 339.84192 1016.5039 1.2102 -0.2554 0.96415 30.293 30.293 1.00E+00 4.95 23830

19804 HKFDVDTR Unmodified _HKFDVDTR_ B4FF57_MAIZE 3 339.84192 1016.5039 1.1995 -0.080849 1.1265 30.796 30.796 5.41E-01 39.22 98639
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19805 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0645 -0.52222 0.53006 30.88 30.88 9.39E-01 20.06 488170

19806 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 2 532.30399 1062.5934 0.13734 -0.44694 -0.3212 30.85 30.85 1.00E+00 16.76 57632

19807 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0691 -0.32979 0.72611 32.295 32.295 5.31E-01 17.8 105480

19808 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0013 -0.24547 0.74348 31.348 31.348 9.39E-01 25.1 152870

19809 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 0.95675 -0.24416 0.70058 31.775 31.775 5.31E-01 15.46 118030

19810 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0913 -0.15021 0.92957 31.357 31.357 9.39E-01 11.18 138830

19811 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0116 -0.044387 0.95518 31.897 31.897 5.31E-01 18.09 187940

19812 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 3 355.20509 1062.5934 1.0073 -0.53422 0.46126 29.962 29.962 9.79E-02 24.96 2071200

19813 HKPELLGGGR Unmodified _HKPELLGGGR_ GSTF4_MAIZE 2 532.30399 1062.5934 0.075108 -0.13708 -0.075029 29.943 29.943 1.00E+00 15.26 50171

19814 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.47016 -0.3255 0.14237 33.535 33.535 1.00E+00 18.59 956310

19815 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.34196 -0.069399 0.26984 32.646 32.646 1.25E-01 32.02 452370

19816 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.50932 -0.016672 0.49178 35.156 35.156 1.25E-01 32.87 511710

19817 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.55612 0.42499 0.97782 34.265 34.265 1.25E-01 32.6 195230

19818 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.39086 -0.52144 -0.12957 34.868 34.868 1.25E-01 31.61 1079300

19819 HKVDIDTVEK Unmodified _HKVDIDTVEK_ B4FS49_MAIZE 3 395.21543 1182.6245 0.51712 -0.35934 0.156 34.72 34.72 2.94E-01 21.57 369170

19820 HLAGLHGDAAAPGEYR Unmodified _HLAGLHGDAAAPGEYR_ B6SZW3_MAIZE 3 545.60598 1633.7961 0.083993 -0.30524 -0.23397 47.415 47.415 2.58E-07 49.36 841770

19821 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.066993 0.1733 0.073422 39.381 39.381 5.06E-02 22.85 1321600

19822 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.26046 0.7456 0.45311 41.227 41.227 1.90E-02 22.72 293010

19823 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.0022196 0.092975 0.058646 41.717 41.717 5.06E-02 16.99 567490

19824 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.049431 0.15731 0.074234 41.108 41.108 5.06E-02 20.74 972290

19825 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.14698 0.32666 0.14634 42.206 42.206 2.92E-02 34.24 18666000

19826 HLAPIYEK Unmodified _HLAPIYEK_ Q5EUD6_MAIZE 2 485.77146 969.52837 -0.086113 0.043732 -0.073993 39.789 39.789 2.92E-02 29.72 832730

19827 HLDCAADYQNEAEVGDALAEAFQTGLVK Unmodified _HLDCAADYQNEAEVGDALAEAFQTGLVK_ B4FMP6_MAIZE 3 1012.4732 3034.3978 1.2434 0.092969 1.332 117.99 117.99 6.58E-02 53.31 808970

19828 HLDGVLAVATVPPAVNQVELNPAWQQR Unmodified _HLDGVLAVATVPPAVNQVELNPAWQQR_ B4FQR3_MAIZE 3 974.85767 2921.5512 1.2007 -0.12177 1.0794 103.59 103.59 4.78E-05 26.93 670990

19829 HLDHENIIGIR Unmodified _HLDHENIIGIR_ B4FG60_MAIZE 3 439.57384 1315.6997 0.0091137 -0.078325 -0.085455 54.795 54.795 5.04E-04 57.11 1059000

19830 HLDHGVLLVGYGASGFAPIR Unmodified _HLDHGVLLVGYGASGFAPIR_ B4FX40_MAIZE 4 520.53381 2078.1061 -0.096968 0.14944 0.056558 87.217 87.217 1.00E+00 1.5 2536200

19831 HLDHGVLLVGYGASGFAPIR Unmodified _HLDHGVLLVGYGASGFAPIR_ B4FX40_MAIZE 3 693.70932 2078.1061 0.58831 0.30202 0.89477 89.128 89.128 1.62E-02 82.71 1631000

19832 HLDHGVLLVGYGASGFAPIR Unmodified _HLDHGVLLVGYGASGFAPIR_ B4FX40_MAIZE 4 520.53381 2078.1061 -0.097186 0.053722 -0.038284 89.121 89.121 1.00E+00 4.27 4250800

19833 HLDHPMLIPK Oxidation (M) _HLDHPM(ox)LIPK_ B4G029_MAIZE 3 406.22175 1215.6434 0.33648 0.15312 0.47951 44.992 44.992 3.81E-03 27.36 4106000

19834 HLDHPMLIPK Oxidation (M) _HLDHPM(ox)LIPK_ B4G029_MAIZE 3 406.22175 1215.6434 0.18612 0.019767 0.19631 45.604 45.604 3.81E-03 25.99 2110400

19835 HLDHPMLIPK Oxidation (M) _HLDHPM(ox)LIPK_ B4G029_MAIZE 3 406.22175 1215.6434 0.29801 0.1825 0.46875 47.699 47.699 9.77E-04 34.35 2284500

19836 HLDHPMLIPK Oxidation (M) _HLDHPM(ox)LIPK_ B4G029_MAIZE 3 406.22175 1215.6434 0.28148 0.16701 0.43677 47.095 47.095 1.00E+00 3.21 2171200

19837 HLDHPMLIPK Oxidation (M) _HLDHPM(ox)LIPK_ B4G029_MAIZE 3 406.22175 1215.6434 0.28457 -0.046321 0.22885 46.934 46.934 3.81E-03 24.04 4332700

19838 HLDHPMLIPK Unmodified _HLDHPMLIPK_ B4G029_MAIZE 3 400.89011 1199.6485 0.36694 -0.001156 0.35116 48.659 48.659 2.47E-03 33.43 10117000
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19839 HLDHPMLIPK Unmodified _HLDHPMLIPK_ B4G029_MAIZE 3 400.89011 1199.6485 0.27404 0.33013 0.59037 49.708 49.708 9.29E-03 34.76 780110

19840 HLDHPMLIPK Unmodified _HLDHPMLIPK_ B4G029_MAIZE 3 400.89011 1199.6485 0.38814 0.25374 0.62832 50.858 50.858 1.65E-04 36.11 5250600

19841 HLDQYVK Unmodified _HLDQYVK_ B6TPG5_MAIZE 2 451.74016 901.46577 -0.19191 36.901 36.901 1.21E-03 32.5

19842 HLDQYVR Unmodified _HLDQYVR_ B4FB23_MAIZE 2 465.74323 929.47191 -0.18156 -0.29566 -0.48382 39.441 39.441 4.46E-01 16.22 97064

19843 HLEDIFNR Unmodified _HLEDIFNR_ B6TM27_MAIZE 2 522.26707 1042.5196 -0.025959 -0.50957 -0.5506 62.644 62.644 1.65E-01 16.76 427300

19844 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.11635 0.0126 0.08984 27.07 27.07 4.49E-02 41.92 1136700

19845 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 -0.07942 0.20819 0.091074 25.431 25.431 4.49E-02 41.87 550250

19846 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.057677 -0.13846 -0.11863 27.76 27.76 8.04E-02 36.67 1214100

19847 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.1577 0.59668 0.71523 28.998 28.998 1.00E+00 0.04 19833

19848 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.030702 -0.23213 -0.23932 27.114 27.114 4.49E-02 40.29 1817600

19849 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.14999 0.63915 0.74872 28.344 28.344 7.83E-01 8.82 30767

19850 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 -0.014281 -0.023597 -0.07606 27.429 27.429 1.86E-01 26.23 1850400

19851 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.11415 0.11213 0.18688 27.891 27.891 1.86E-01 37.69 373120

19852 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 0.15715 0.20772 0.32653 26.693 26.693 4.46E-01 10.31 52490

19853 HLEENIK Unmodified _HLEENIK_ B6U4D6_MAIZE 2 441.73762 881.46068 -0.02943 0.42464 0.35732 29.724 29.724 7.83E-01 16.88 11724

19854 HLEGDDDGGDIHEK Unmodified _HLEGDDDGGDIHEK_ B6TNV0_MAIZE 3 512.89022 1535.6488 0.089522 -0.25513 -0.16147 30.654 30.654 1.32E-03 55.02 51671

19855 HLEQVIK Unmodified _HLEQVIK_ B6U4J8_MAIZE 2 433.75835 865.50215 0.18644 -0.091762 0.07467 33.816 33.816 4.46E-01 19.74 179550

19856 HLEQVIK Unmodified _HLEQVIK_ B6U4J8_MAIZE 2 433.75835 865.50215 -0.011684 0.41309 0.38175 32.912 32.912 4.46E-01 13.39 110600

19857 HLEQVIK Unmodified _HLEQVIK_ B6U4J8_MAIZE 2 433.75835 865.50215 0.13787 0.13771 0.25589 35.345 35.345 8.04E-02 25.54 169160

19858 HLEQVIK Unmodified _HLEQVIK_ B6U4J8_MAIZE 2 433.75835 865.50215 0.050163 -0.1292 -0.096811 35.006 35.006 8.04E-02 31.53 926850

19859 HLFDHWVR Unmodified _HLFDHWVR_ B6TIU3_MAIZE 3 370.52616 1108.5566 0.72074 0.2375 0.96561 67.262 67.262 2.91E-02 46.53 341120

19860 HLFYQDASDLR Unmodified _HLFYQDASDLR_ B6SHX4_MAIZE 2 682.83331 1363.6521 0.50113 0.077894 0.57231 66.996 66.996 4.43E-05 38.05 128830

19861 HLFYQDASDLR Unmodified _HLFYQDASDLR_ B6SHX4_MAIZE 2 682.83331 1363.6521 0.51943 -0.001667 0.51021 67.352 67.352 3.60E-06 57.08 1678800

19862 HLFYQDASDLRDK Unmodified _HLFYQDASDLRDK_ B6SHX4_MAIZE 3 536.5986 1606.774 -0.054622 -0.50602 -0.56815 62.281 62.281 6.66E-04 33.99 253000

19863 HLGDFLATGCITPK Unmodified _HLGDFLATGCITPK_ B4F8X3_MAIZE 3 510.59754 1528.7708 0.0011183 -0.065097 -0.052789 77.647 77.647 3.76E-01 17.35 1059000

19864 HLGGSDDTVDSYESGK Unmodified _HLGGSDDTVDSYESGK_ B6T828_MAIZE 3 556.24455 1665.7118 -0.15266 -0.22701 -0.3701 46.061 46.061 7.63E-01 5.04 2091500

19865 HLGGSDDTVDSYESGK Unmodified _HLGGSDDTVDSYESGK_ B6T828_MAIZE 2 833.86319 1665.7118 0.92131 -0.069718 0.86105 46.058 46.058 1.82E-38 96.78 384200

19866 HLGSGSGLGLVKPAPK Unmodified _HLGSGSGLGLVKPAPK_ B4FMP2_MAIZE 3 506.63146 1516.8726 -0.082748 -0.25544 -0.33976 50.33 50.33 1.03E-03 27.77 687660

19867 HLGVVGLGGLGHLAVK Unmodified _HLGVVGLGGLGHLAVK_ B4FR97_MAIZE 3 509.6437 1525.9093 -0.10217 -0.21934 -0.30848 76.084 76.084 7.40E-17 49.36 758130

19868 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.025725 -0.11371 -0.1266 76.2 76.2 1.38E-28 57.06 4534900

19869 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.12375 -0.16342 -0.27344 78.094 78.094 5.53E-12 46.6 2005000

19870 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.036591 -0.24393 -0.26773 78.114 78.114 1.38E-28 75.92 2990800

19871 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.035981 -0.25156 -0.27299 78.156 78.156 1.38E-28 71.03 3201300

19872 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.054062 -0.21381 -0.25467 78.461 78.461 5.13E-36 71.25 1499600
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19873 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 3 518.97909 1553.9154 -0.13293 -0.18099 -0.29986 77.235 77.235 5.62E-44 87.45 32410000

19874 HLGVVGLGGLGHLAVR Unmodified _HLGVVGLGGLGHLAVR_ B4FVN5_MAIZE 2 777.96499 1553.9154 0.90342 -0.17069 0.74585 77.124 77.124 1.34E-51 83.01 781980

19875 HLHVYDWPGGELK Unmodified _HLHVYDWPGGELK_ B4FAL8_MAIZE 3 517.59653 1549.7678 0.013835 -0.14636 -0.13304 68.5 68.5 1.41E-02 26.93 995280

19876 HLHVYDWPGGELK Unmodified _HLHVYDWPGGELK_ B4FAL8_MAIZE 3 517.59653 1549.7678 -0.011898 0.052109 0.039137 70.443 70.443 1.41E-02 30.31 1172900

19877 HLHVYDWPGGELK Unmodified _HLHVYDWPGGELK_ B4FAL8_MAIZE 3 517.59653 1549.7678 0.00062943 -0.20734 -0.20718 70.142 70.142 2.66E-01 35.57 1195100

19878 HLHVYDWPGGELK Unmodified _HLHVYDWPGGELK_ B4FAL8_MAIZE 3 517.59653 1549.7678 -0.077873 -0.18327 -0.26205 70.27 70.27 1.41E-02 40.63 2313600

19879 HLHVYDWPGGELK Unmodified _HLHVYDWPGGELK_ B4FAL8_MAIZE 3 517.59653 1549.7678 -0.079531 -0.1087 -0.18856 69.799 69.799 7.68E-03 24.58 10507000

19880 HLIDNVK Unmodified _HLIDNVK_ B4FF57_MAIZE 2 419.7427 837.47085 0.15799 0.29954 0.44274 35.822 35.822 1.86E-01 17.89 328060

19881 HLIDNVK Unmodified _HLIDNVK_ B4FF57_MAIZE 2 419.7427 837.47085 0.25699 0.092302 0.33373 35.724 35.724 4.49E-02 25.11 127770

19882 HLLDETISEVVK Unmodified _HLLDETISEVVK_ B4FTE1_MAIZE 2 691.87992 1381.7453 0.5711 -0.27993 0.28351 84.895 84.895 2.05E-12 40.87 815680

19883 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.80148 -0.49969 0.30396 90.366 90.366 1.69E-03 49.02 3115200

19884 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 2 1101.046 2200.0775 1.2302 -0.13379 1.0985 90.289 90.289 9.41E-18 62.03 385540

19885 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.79584 -0.54347 0.25432 91.348 91.348 1.87E-03 43.18 1487600

19886 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.80035 -0.055586 0.74597 91.551 91.551 1.97E-01 33.27 461950

19887 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.80369 0.15049 0.95514 91.658 91.658 5.91E-04 43.59 839850

19888 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.83369 0.15878 0.99433 91.792 91.792 7.35E-01 19.11 355760

19889 HLLPAAATAGFYGNCFYTVK Unmodified _HLLPAAATAGFYGNCFYTVK_ B4G029_MAIZE 3 734.36646 2200.0775 0.78881 -0.29281 0.49764 91.521 91.521 1.69E-03 51.03 1492200

19890 HLLSNVLPSVEGYYGNCVYPGGLTK Unmodified _HLLSNVLPSVEGYYGNCVYPGGLTK_ B4G1P9_MAIZE 3 913.12665 2736.3581 1.1732 -0.16396 1.0114 101.16 101.16 1.63E-01 11.57 543120

19891 HLLSNVLPSVEGYYGNCVYPGGLTK Unmodified _HLLSNVLPSVEGYYGNCVYPGGLTK_ B4G1P9_MAIZE 3 913.12665 2736.3581 1.1216 0.021645 1.1451 102.21 102.21 9.57E-01 2.02 280170

19892 HLLSNVLPSVEGYYGNCVYPGGLTK Unmodified _HLLSNVLPSVEGYYGNCVYPGGLTK_ B4G1P9_MAIZE 3 913.12665 2736.3581 1.1758 0.084015 1.2618 103.47 103.47 1.88E-03 16.29 634130

19893 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.076147 0.021652 -0.073003 47.717 47.717 1.90E-02 31.82 7971700

19894 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.1882 0.12099 -0.084995 49.533 49.533 5.06E-02 32.08 85597

19895 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.1603 0.43741 0.25735 48.019 48.019 1.90E-02 33.56 1093000

19896 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.053406 0.098236 0.02603 50.225 50.225 2.92E-02 34 1071800

19897 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.061165 0.063363 -0.016365 49.504 49.504 2.92E-02 32.73 1180700

19898 HLLTLDEK Unmodified _HLLTLDEK_ B6T7B2_MAIZE 2 484.7742 967.53385 -0.17611 0.31484 0.12092 51.831 51.831 3.77E-01 14.26 251800

19899 HLMPLVLK Oxidation (M) _HLM(ox)PLVLK_ B6T613_MAIZE 2 483.79388 965.57321 -0.14603 0.48091 0.31887 52.648 52.648 3.42E-02 25.57 1510000

19900 HLMPLVLK Unmodified _HLMPLVLK_ B6T613_MAIZE 2 475.79642 949.57829 -0.098781 0.45174 0.33415 64.079 64.079 7.88E-01 13.49 1521700

19901 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.82021 -0.46453 0.36668 70.387 70.387 1.93E-06 36.61 7749500

19902 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.83613 0.045578 0.89234 79.191 79.191 2.15E-02 19.57 48904

19903 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.79409 -0.45128 0.35328 71.791 71.791 1.19E-31 65.39 7219200

19904 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 2 1133.5642 2265.1138 1.1608 0.011403 1.1822 71.476 71.476 2.29E-75 105.02 497620

19905 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.89503 -0.26276 0.64293 73.483 73.483 5.99E-10 47.75 407000

19906 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.85296 -0.41586 0.44719 71.788 71.788 1.82E-12 52.52 1446100
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19907 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.83419 -0.62209 0.2226 71.606 71.606 7.50E-16 57.53 2330700

19908 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.76169 0.03604 0.80744 72.031 72.031 7.50E-16 57.57 3105600

19909 HLNAGIFGTGSDGHTLPSEVTR Unmodified _HLNAGIFGTGSDGHTLPSEVTR_ B6U4D6_MAIZE 3 756.04521 2265.1138 0.75731 -0.11744 0.65011 74.524 74.524 9.90E-22 68.3 2310600

19910 HLNITLTR Unmodified _HLNITLTR_ B4F8Q2_MAIZE 2 484.28781 966.56106 -0.067185 0.42824 0.34559 49.681 49.681 1.65E-01 27.03 1733700

19911 HLNITLTR Unmodified _HLNITLTR_ B4F8Q2_MAIZE 2 484.28781 966.56106 -0.15931 0.14907 -0.026349 49.971 49.971 5.06E-02 26.94 1334900

19912 HLNITLTR Unmodified _HLNITLTR_ B4F8Q2_MAIZE 2 484.28781 966.56106 -0.072108 0.11794 0.029736 51.993 51.993 1.65E-01 28.55 3064500

19913 HLNITLTR Unmodified _HLNITLTR_ B4F8Q2_MAIZE 2 484.28781 966.56106 -0.10462 -0.082555 -0.2024 51.264 51.264 5.06E-02 19.52 6381600

19914 HLNITLTR Unmodified _HLNITLTR_ B4F8Q2_MAIZE 2 484.28781 966.56106 -0.08213 -0.085174 -0.18305 51.524 51.524 2.92E-02 33.68 828420

19915 HLPAISDPEIEAAFK Unmodified _HLPAISDPEIEAAFK_ B6UHS0_MAIZE 2 819.43031 1636.8461 0.9694 0.1603 1.1092 86.278 86.278 2.05E-04 56.77 241820

19916 HLPEDPLFQLVSK Unmodified _HLPEDPLFQLVSK_ B4FIC0_MAIZE 2 761.91684 1521.8191 0.87899 -0.090487 0.7836 92.478 92.478 1.47E-03 28.64 1100900

19917 HLPGFVAK Unmodified _HLPGFVAK_ B6T2Y1_MAIZE 2 434.75561 867.49667 -0.13605 0.41596 0.28101 48.231 48.231 3.77E-01 12.17 2793600

19918 HLPMYDELASK Unmodified _HLPMYDELASK_ B4FFH8_MAIZE 2 652.32119 1302.6278 0.4994 0.23876 0.71304 64.967 64.967 1.47E-01 18.04 1197300

19919 HLPMYDELASK Unmodified _HLPMYDELASK_ B4FFH8_MAIZE 2 652.32119 1302.6278 0.42141 0.091972 0.48891 66.675 66.675 4.43E-05 37.26 3992000

19920 HLPMYDELASK Oxidation (M) _HLPM(ox)YDELASK_ B4FFH8_MAIZE 2 660.31865 1318.6227 0.55291 0.48513 1.0162 54.778 54.778 7.13E-03 17.74 298520

19921 HLPMYDELASK Oxidation (M) _HLPM(ox)YDELASK_ B4FFH8_MAIZE 2 660.31865 1318.6227 0.45341 0.25497 0.68775 55.837 55.837 3.10E-05 27.99 4365800

19922 HLPMYDELASK Oxidation (M) _HLPM(ox)YDELASK_ B4FFH8_MAIZE 2 660.31865 1318.6227 0.4566 0.18671 0.62213 56.721 56.721 1.74E-08 36.84 4373000

19923 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.31352 -0.41988 -0.10616 70.831 70.831 1.25E-02 40.81 893340

19924 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.33267 -0.78732 -0.45276 71.842 71.842 4.40E-02 20.83 351510

19925 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.3302 -0.41517 -0.084472 72.396 72.396 1.25E-02 53.58 470490

19926 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.36679 -0.71089 -0.34212 72.024 72.024 2.81E-03 30.72 460900

19927 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.34097 0.11571 0.45596 72.11 72.11 1.45E-01 18.37 432400

19928 HLQFPSFADR Unmodified _HLQFPSFADR_ B4FID6_MAIZE 2 609.30673 1216.5989 0.21322 0.37588 0.58925 71.977 71.977 1.84E-04 47.61 6181100

19929 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 0.17008 0.30376 0.44447 46.468 46.468 1.86E-01 21.81 957180

19930 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 -0.039299 0.17157 0.10498 48.693 48.693 8.04E-02 34.06 131110

19931 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 0.18323 -0.41898 -0.26323 48.454 48.454 7.83E-01 14.59 244450

19932 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 0.12778 0.060201 0.15981 49.155 49.155 8.04E-02 40 271800

19933 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 0.086931 0.33221 0.39098 49.379 49.379 7.83E-01 8.49 691280

19934 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 0.12597 -0.19658 -0.097817 47.093 47.093 4.49E-02 40 1137500

19935 HLQLAIR Unmodified _HLQLAIR_ B4FXB2_MAIZE 2 425.76651 849.51847 -0.091493 0.33948 0.21896 50.929 50.929 8.04E-02 27.89 4007400

19936 HLSGLEEAVLK Unmodified _HLSGLEEAVLK_ B6TJR6_MAIZE 2 598.3377 1194.6608 0.26097 -0.21307 0.025412 62.535 62.535 1.62E-12 54.03 1221100

19937 HLSGLEEAVLK Unmodified _HLSGLEEAVLK_ B6TJR6_MAIZE 2 598.3377 1194.6608 0.1862 -0.10344 0.060492 63.802 63.802 5.66E-08 55.35 546110

19938 HLSGLEEAVLK Unmodified _HLSGLEEAVLK_ B6TJR6_MAIZE 2 598.3377 1194.6608 0.20136 -0.7677 -0.58769 64.761 64.761 4.48E-03 33.1 628740

19939 HLSGLEEAVLK Unmodified _HLSGLEEAVLK_ B6TJR6_MAIZE 2 598.3377 1194.6608 0.3252 -4.0264 -3.7164 64.216 64.216 5.66E-08 42.11 431370

19940 HLSGVDSLVIAK Unmodified _HLSGVDSLVIAK_ Q5EUD8_MAIZE 2 619.85879 1237.703 0.32471 -0.009878 0.31129 63.58 63.58 2.62E-07 46.08 777320
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19941 HLSMQNVR Oxidation (M) _HLSM(ox)QNVR_ B6SKP8_MAIZE 2 500.75328 999.492 0.064812 -0.3296 -0.27489 20.317 20.317 1.00E+00 6.66 9182

19942 HLSMQNVR Oxidation (M) _HLSM(ox)QNVR_ B6SKP8_MAIZE 2 500.75328 999.492 0.062574 -0.14348 -0.090935 19.856 19.856 5.51E-01 17.82 34553

19943 HLSMQNVR Unmodified _HLSMQNVR_ B6SKP8_MAIZE 2 492.75582 983.49708 0.091967 0.051404 0.12978 36.098 36.098 3.77E-01 16.69 171230

19944 HLSSIMFR Unmodified _HLSSIMFR_ Q8L5H0_MAIZE 2 495.76311 989.51167 -0.038463 0.022915 -0.030012 55.15 55.15 3.77E-01 16.43 583880

19945 HLSSIMFR Oxidation (M) _HLSSIM(ox)FR_ Q8L5H0_MAIZE 2 503.76057 1005.5066 -0.1343 0.62846 0.48421 47.583 47.583 9.57E-01 9.73 207820

19946 HLSSLYDTLLEQNLCR Unmodified _HLSSLYDTLLEQNLCR_ B6TWL4_MAIZE 3 654.66316 1960.9677 0.49699 0.24312 0.72877 94.195 94.195 1.00E+00 8.3 935380

19947 HLSSLYDTLLEQNLCR Unmodified _HLSSLYDTLLEQNLCR_ B6TWL4_MAIZE 3 654.66316 1960.9677 0.47027 -0.22727 0.23233 95.288 95.288 2.89E-01 12.55 545310

19948 HLSSLYDTLLEQNLCR Unmodified _HLSSLYDTLLEQNLCR_ B6TWL4_MAIZE 3 654.66316 1960.9677 0.47709 -0.4894 -0.02202 95.302 95.302 1.00E+00 9.35 588680

19949 HLSSLYDTLLEQNLCR Unmodified _HLSSLYDTLLEQNLCR_ B6TWL4_MAIZE 3 654.66316 1960.9677 0.47466 0.065572 0.52929 95.37 95.37 1.00E+00 11.31 1163600

19950 HLTEQAVNRK Unmodified _HLTEQAVNRK_ B4F7V3_MAIZE 3 399.22292 1194.6469 0.40364 0.34602 0.72808 22.763 22.763 1.25E-01 19.25 78731

19951 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.0058732 0.02781 0.01246 34.339 34.339 2.92E-02 31.08 2158500

19952 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.14666 0.083135 -0.071856 35.703 35.703 3.77E-01 14.7 68409

19953 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.013684 -0.21193 -0.23419 36.012 36.012 2.92E-02 30.47 401750

19954 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.046016 -0.003679 -0.059307 35.187 35.187 2.92E-02 25.03 745850

19955 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.03329 -0.28245 -0.3243 35.729 35.729 2.92E-02 28.05 515670

19956 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.030616 0.060558 0.019605 35.564 35.564 5.06E-02 23.58 301610

19957 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.17165 -0.14788 -0.32957 33.72 33.72 2.92E-02 30.99 9997700

19958 HLTGEFEK Unmodified _HLTGEFEK_ B4G1P4_MAIZE 2 480.7429 959.47125 -0.17937 0.12781 -0.061408 37.508 37.508 2.92E-02 27.47 204400

19959 HLTGEFEKK Unmodified _HLTGEFEKK_ B4G1P4_MAIZE 3 363.52935 1087.5662 0.95601 -0.72096 0.22207 28.585 28.585 2.35E-01 25.57 40774

19960 HLTGEFEKK Unmodified _HLTGEFEKK_ B4G1P4_MAIZE 3 363.52935 1087.5662 1.0087 0.94941 1.9411 27.835 27.835 2.35E-02 28.83 31422

19961 HLTKPEVGHFR Unmodified _HLTKPEVGHFR_ B6TFD9_MAIZE 4 330.93474 1319.7099 1.3415 -0.17178 1.1703 40.507 40.507 3.45E-01 26.29 1222400

19962 HLTPVALELGGK Unmodified _HLTPVALELGGK_ B4FUA7_MAIZE 2 617.86134 1233.7081 0.293 -0.23808 0.049519 65.205 65.205 1.98E-03 45.66 336820

19963 HLTPVALELGGK Unmodified _HLTPVALELGGK_ B4FUA7_MAIZE 2 617.86134 1233.7081 0.32017 -0.14938 0.16525 65.979 65.979 6.74E-02 18 719190

19964 HLTPVALELGGK Unmodified _HLTPVALELGGK_ B4FUA7_MAIZE 2 617.86134 1233.7081 0.35355 -0.1549 0.19296 65.397 65.397 4.56E-01 16.51 439440

19965 HLVAVQTDEGK Unmodified _HLVAVQTDEGK_ B4FIB2_MAIZE 2 598.81713 1195.6197 0.22834 0.33417 0.56478 34.307 34.307 1.67E-02 24.55 132810

19966 HLVAVQTDEGK Unmodified _HLVAVQTDEGK_ B4FIB2_MAIZE 2 598.81713 1195.6197 0.20171 -0.028095 0.17717 34.854 34.854 1.62E-12 58.22 865700

19967 HLVAVSTDDAK Unmodified _HLVAVSTDDAK_ B6T0Y1_MAIZE 2 578.30385 1154.5932 0.14642 -0.12546 0.023816 36.945 36.945 6.35E-09 51.33 445690

19968 HLVDPAPPHLAGR Unmodified _HLVDPAPPHLAGR_ B4FUF3_MAIZE 3 460.5896 1378.747 -0.026756 0.10139 0.072238 51.994 51.994 5.67E-13 60.2 1906400

19969 HLVDQYLEATR Unmodified _HLVDQYLEATR_ B4F980_MAIZE 2 672.84896 1343.6834 0.48382 -0.035141 0.43782 67.73 67.73 1.62E-12 60.89 1570600

19970 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.18934 -0.02917 0.13385 29.641 29.641 4.40E-05 32.87 136720

19971 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.084804 0.33213 0.38952 28.17 28.17 4.40E-02 36.98 47839

19972 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.17909 0.12222 0.27435 30.643 30.643 1.25E-02 30.63 76435

19973 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.22198 -0.008272 0.18811 29.825 29.825 1.62E-03 33.75 32282

19974 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.20053 0.10973 0.28428 30.344 30.344 3.43E-01 32.63 159130
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19975 HLVETEAAEK Unmodified _HLVETEAAEK_ B6ETR5_MAIZE 2 563.79058 1125.5666 0.2991 -0.091997 0.1802 30.457 30.457 1.00E+00 3.61 20291

19976 HLYEQMVSR Oxidation (M) _HLYEQM(ox)VSR_ B6UFW7_MAIZE 2 589.78477 1177.555 0.20693 0.37713 0.56953 33.497 33.497 3.05E-02 17.17 473380

19977 HLYEQMVSR Unmodified _HLYEQMVSR_ B6UFW7_MAIZE 2 581.78732 1161.5601 0.10288 0.30307 0.3882 47.012 47.012 3.13E-03 48.62 1436600

19978 HLYPQYEAWVLPYIR Unmodified _HLYPQYEAWVLPYIR_ B6TDE0_MAIZE 2 974.50943 1947.0043 1.2295 -0.11294 1.0996 105.52 105.52 2.37E-16 68.26 383320

19979 HMDHENILALK Oxidation (M) _HM(ox)DHENILALK_ B6T484_MAIZE 3 446.22745 1335.6605 -0.098242 -0.25179 -0.37252 50.144 50.144 1.52E-02 25.83 2783100

19980 HMDHENILALK Unmodified _HMDHENILALK_ B6T484_MAIZE 3 440.89581 1319.6656 0.0001647 0.22983 0.20466 55.601 55.601 1.52E-02 33.98 1779800

19981 HMDHENIVAIR Oxidation (M) _HM(ox)DHENIVAIR_ B6TJE9_MAIZE 3 450.89095 1349.651 -0.009271 0.55382 0.52866 41.663 41.663 1.08E-03 47.64 1394600

19982 HMDHENIVAIR Unmodified _HMDHENIVAIR_ B6TJE9_MAIZE 3 445.55931 1333.6561 0.0081625 -0.46026 -0.46852 47.415 47.415 5.30E-05 38.84 1703200

19983 HMDTFGDKLDILFK Oxidation (M) _HM(ox)DTFGDKLDILFK_ PURA_MAIZE 3 565.95187 1694.8338 0.1657 0.014278 0.18393 90.279 90.279 6.46E-02 28.35 1297000

19984 HMDTFGDKLDILFK Unmodified _HMDTFGDKLDILFK_ PURA_MAIZE 3 560.62024 1678.8389 0.11091 -0.22819 -0.11504 94.684 94.684 1.00E+00 0.18 364480

19985 HMEFVEIQEEYVKDEQK Oxidation (M) _HM(ox)EFVEIQEEYVKDEQK_ B6TDT1_MAIZE 3 733.00878 2196.0045 0.79005 -0.54714 0.22963 67.913 67.913 1.34E-38 50 877030

19986 HMEQLGQLGAIAAGAYALHEK Oxidation (M) _HM(ox)EQLGQLGAIAAGAYALHEK_ A8IK79_MAIZE 3 742.04416 2223.1106 0.8506 0.31274 1.1443 83.838 83.838 3.27E-02 24.26 332160

19987 HMEQLGQLGAIAAGAYALHEK Unmodified _HMEQLGQLGAIAAGAYALHEK_ A8IK79_MAIZE 3 736.71252 2207.1157 0.76419 0.11355 0.85674 95.671 95.671 9.13E-49 77.48 471610

19988 HMESAAALAK Oxidation (M) _HM(ox)ESAAALAK_ B4FUG2_MAIZE 2 522.76077 1043.507 -0.027445 -0.14934 -0.21187 25.092 25.092 1.43E-02 16.57 83605

19989 HMFGNLQSK Unmodified _HMFGNLQSK_ B6SIX9_MAIZE 2 531.26348 1060.5124 -0.078388 -0.79488 -0.88178 42.64 42.64 1.01E-02 36.28 721830

19990 HMGSELVQK Oxidation (M) _HM(ox)GSELVQK_ B4F932_MAIZE 2 522.76077 1043.507 0.070006 -0.12184 -0.057911 24.322 24.322 9.82E-03 26.87 73605

19991 HMGSELVQK Oxidation (M) _HM(ox)GSELVQK_ B4F932_MAIZE 2 522.76077 1043.507 0.070192 -0.024095 0.03923 24.786 24.786 9.82E-03 24.65 95686

19992 HMGSELVQK Oxidation (M) _HM(ox)GSELVQK_ B4F932_MAIZE 2 522.76077 1043.507 0.036312 0.30556 0.33374 35.259 35.259 8.86E-01 2.29 63997

19993 HMGSELVQK Unmodified _HMGSELVQK_ B4F932_MAIZE 2 514.76331 1027.5121 -0.023017 4.5358 4.4932 35.295 35.295 9.73E-03 38.88 443470

19994 HMGSELVQR Unmodified _HMGSELVQR_ B6TG70_MAIZE 2 528.76638 1055.5182 -0.051996 -0.3952 -0.45613 37.054 37.054 3.32E-02 32.65 1054000

19995 HMGSELVQR Unmodified _HMGSELVQR_ B6TG70_MAIZE 2 528.76638 1055.5182 0.043728 -0.28968 -0.25439 39.198 39.198 9.73E-03 25.83 188720

19996 HMGSELVQR Unmodified _HMGSELVQR_ B6TG70_MAIZE 2 528.76638 1055.5182 0.070531 0.001353 0.062313 38.37 38.37 3.32E-02 27.66 105910

19997 HMGSELVQR Unmodified _HMGSELVQR_ B6TG70_MAIZE 2 528.76638 1055.5182 -0.032866 -0.15517 -0.19733 39.118 39.118 3.21E-03 38.6 888060

19998 HMGSELVQR Unmodified _HMGSELVQR_ B6TG70_MAIZE 2 528.76638 1055.5182 -0.064421 0.46311 0.38953 38.8 38.8 9.73E-03 35.13 2385500

19999 HMGSELVQR Oxidation (M) _HM(ox)GSELVQR_ B6TG70_MAIZE 2 536.76384 1071.5131 0.065303 -0.26401 -0.2033 28.882 28.882 1.06E-02 30.73 198210

20000 HMGYLQGLR Oxidation (M) _HM(ox)GYLQGLR_ B6STY4_MAIZE 2 545.77675 1089.5389 0.089281 -0.77299 -0.69161 46.71 46.71 2.13E-03 51.04 185950

20001 HMIAVSTNLK Unmodified _HMIAVSTNLK_ B4G0N0_MAIZE 2 557.30788 1112.6012 0.13263 0.25592 0.37177 47.805 47.805 2.81E-03 28.93 718840

20002 HMIAVSTNLK Unmodified _HMIAVSTNLK_ B4G0N0_MAIZE 2 557.30788 1112.6012 0.15088 0.20398 0.33709 50.34 50.34 4.40E-02 26.42 400450

20003 HMIAVSTNLK Unmodified _HMIAVSTNLK_ B4G0N0_MAIZE 2 557.30788 1112.6012 0.056932 -1.9692 -1.9262 50.446 50.446 4.40E-02 31.52 1251400

20004 HMIAVSTNLK Oxidation (M) _HM(ox)IAVSTNLK_ B4G0N0_MAIZE 2 565.30534 1128.5961 0.04327 -0.030822 -0.00064956 40.232 40.232 4.53E-03 21.04 241710

20005 HMIAVSTNLK Oxidation (M) _HM(ox)IAVSTNLK_ B4G0N0_MAIZE 2 565.30534 1128.5961 0.16097 0.24695 0.39511 42.778 42.778 4.53E-03 23.98 246070

20006 HMIAVSTNLK Oxidation (M) _HM(ox)IAVSTNLK_ B4G0N0_MAIZE 2 565.30534 1128.5961 0.090047 0.055891 0.13285 42.775 42.775 4.31E-05 31.43 855300

20007 HMYHDMYMK Unmodified _HMYHDMYMK_ B4FL64_MAIZE 3 419.17341 1254.4984 0.25743 -0.31772 -0.078749 39.971 39.971 9.39E-03 27.51 1027400

20008 HNDDKQYVWESK Unmodified _HNDDKQYVWESK_ B6U0V6_MAIZE 3 516.90743 1547.7005 -0.0023034 -0.36563 -0.37866 42.827 42.827 2.11E-01 19.6 1652300
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20009 HNDELAALETWDNGKPYEQAAQIEVPMVAR Oxidation (M) _HNDELAALETWDNGKPYEQAAQIEVPM(ox)VAR_ Q43274_MAIZE 4 853.66231 3410.6201 1.0354 -0.76487 0.2576 99.823 99.823 1.00E+00 8.12 209570

20010 HNDELAALETWDNGKPYEQAAQIEVPMVAR Oxidation (M) _HNDELAALETWDNGKPYEQAAQIEVPM(ox)VAR_ Q43274_MAIZE 4 853.66231 3410.6201 1.146 -1.0696 0.062977 99.913 99.913 5.53E-02 22.21 389090

20011 HNDELAALETWDNGKPYEQAAQIEVPMVAR Unmodified _HNDELAALETWDNGKPYEQAAQIEVPMVAR_ Q43274_MAIZE 4 849.66358 3394.6252 1.1473 -1.0229 0.11074 105.89 105.89 1.00E+00 9.17 333060

20012 HNEVILAVPR Unmodified _HNEVILAVPR_ B4FYM2_MAIZE 2 574.33275 1146.6509 0.090702 0.10476 0.18085 56.582 56.582 1.84E-04 54.68 1577700

20013 HNFLIFEDR Unmodified _HNFLIFEDR_ B4G0S0_MAIZE 2 595.80128 1189.588 0.27178 -0.18862 0.075188 79.512 79.512 1.01E-02 51.42 230090

20014 HNFLIFEDR Unmodified _HNFLIFEDR_ B4G0S0_MAIZE 2 595.80128 1189.588 0.30894 -0.24519 0.056037 79.129 79.129 3.21E-03 39.97 159910

20015 HNFLIFEDR Unmodified _HNFLIFEDR_ B4G0S0_MAIZE 2 595.80128 1189.588 0.24476 -0.18948 0.046842 79.329 79.329 3.13E-03 52.63 1452700

20016 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.38788 -0.063513 0.32775 118.48 118.48 2.72E-06 58.41 2160300

20017 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.38587 -0.13184 0.25716 119.57 119.57 1.19E-11 61.96 3440700

20018 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.51045 -0.14382 0.3695 129.45 129.45 4.03E-01 8.04 56357

20019 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.49137 -0.21851 0.27675 130.51 130.51 9.62E-03 25.77 103570

20020 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.44219 -0.10251 0.34267 131.16 131.16 2.97E-04 29.78 420240

20021 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.46634 -0.38059 0.089535 131.92 131.92 4.03E-01 8.14 251040

20022 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.3415 -0.1595 0.18493 130.2 130.2 1.19E-11 48.7 1895300

20023 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.50739 0.2778 0.78806 131.41 131.41 3.35E-08 52.69 1921100

20024 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.26685 0.6471 0.9151 130.94 130.94 2.72E-06 51.71 2781700

20025 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 4 630.31998 2517.2508 0.27251 -0.13348 0.14285 131 131 2.01E-43 69 7320200

20026 HNIICIEDLVHEIMTVGPHFK Oxidation (M) _HNIICIEDLVHEIM(ox)TVGPHFK_ B4F8K1_MAIZE 3 840.09089 2517.2508 1.046 -0.026622 1.022 130.94 130.94 4.34E-05 29.25 509500

20027 HNIICIEDLVHEIMTVGPHFK Unmodified _HNIICIEDLVHEIMTVGPHFK_ B4F8K1_MAIZE 4 626.32126 2501.2559 0.39892 -0.29068 0.1106 131.67 131.67 2.97E-04 36.16 153460

20028 HNNVIPNGHFK Unmodified _HNNVIPNGHFK_ B6T5F2_MAIZE 3 426.22303 1275.6473 0.18193 0.28936 0.46422 37.596 37.596 1.15E-01 28.44 1012600

20029 HNNVIPNGHFK Unmodified _HNNVIPNGHFK_ B6T5F2_MAIZE 3 426.22303 1275.6473 0.093647 -0.48527 -0.39584 39.918 39.918 1.00E+00 7.44 269590

20030 HNNVIPNGHFK Unmodified _HNNVIPNGHFK_ B6T5F2_MAIZE 3 426.22303 1275.6473 0.12229 37.688 37.688 5.74E-01 11.92

20031 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 -0.0083196 0.74847 0.74643 29.453 29.453 3.13E-03 48.06 203310

20032 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 -0.13928 6.1338 5.9901 27.884 27.884 1.00E+00 4.34 23097

20033 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 0.042724 0.66739 0.71731 30.356 30.356 7.18E-01 11.76 22573

20034 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 0.078459 0.48348 0.56893 30.05 30.05 3.39E-01 14.1 17029

20035 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 -0.045627 0.02197 -0.015647 30.773 30.773 9.73E-03 39.2 117690

20036 HNNVTVDVK Unmodified _HNNVTVDVK_ Q9SPD7_MAIZE 2 513.27236 1024.5302 0.01303 0.000445 0.021376 28.863 28.863 9.73E-03 44.93 160050

20037 HNPDSLDESVLWTESR Unmodified _HNPDSLDESVLWTESR_ B4G019_MAIZE 3 628.96227 1883.865 0.3036 0.14363 0.44104 77.73 77.73 7.98E-01 33.31 6276100

20038 HNPDSLDESVLWTESR Unmodified _HNPDSLDESVLWTESR_ B4G019_MAIZE 2 942.93976 1883.865 1.1521 -0.031538 1.1148 77.731 77.731 4.21E-20 89.66 2156800

20039 HNPDSLDESVLWTESR Unmodified _HNPDSLDESVLWTESR_ B4G019_MAIZE 2 942.93976 1883.865 1.1154 -0.25282 0.85731 77.544 77.544 4.21E-20 87.21 385070

20040 HNTELLVAMVR Oxidation (M) _HNTELLVAM(ox)VR_ B4FNE4_MAIZE 3 433.5677 1297.6813 -0.069985 0.3269 0.24641 56.486 56.486 8.34E-01 11.91 161280

20041 HNTELLVAMVR Oxidation (M) _HNTELLVAM(ox)VR_ B4FNE4_MAIZE 2 649.8479 1297.6813 0.38423 0.17972 0.55452 56.417 56.417 1.74E-08 44.4 99942

20042 HNVPVPVSK Unmodified _HNVPVPVSK_ B4FZ29_MAIZE 2 488.78236 975.55016 -0.15865 -0.62918 -0.78043 32.384 32.384 3.32E-02 54.04 120020
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20043 HNVPVPVSK Unmodified _HNVPVPVSK_ B4FZ29_MAIZE 2 488.78236 975.55016 -0.0073188 -0.44136 -0.44261 34.992 34.992 3.32E-02 51.55 137700

20044 HNVPVPVSK Unmodified _HNVPVPVSK_ B4FZ29_MAIZE 2 488.78236 975.55016 0.02723 -0.80761 -0.77259 34.074 34.074 1.01E-02 53.42 110160

20045 HNVPVPVSK Unmodified _HNVPVPVSK_ B4FZ29_MAIZE 2 488.78236 975.55016 -0.020074 -0.33274 -0.34719 34.729 34.729 3.21E-03 64.83 841500

20046 HNYIPFLFNLLK Unmodified _HNYIPFLFNLLK_ B6U9C6_MAIZE 2 759.92701 1517.8395 0.92759 -0.11258 0.79922 118.12 118.12 1.60E-02 5.92 92646

20047 HPAESTSATNESVLK Unmodified _HPAESTSATNESVLK_ B6TBN6_MAIZE 2 785.88901 1569.7635 0.95028 0.057866 0.99348 37.238 37.238 1.60E-05 78.75 546910

20048 HPAESTSATNESVLK Unmodified _HPAESTSATNESVLK_ B6TBN6_MAIZE 2 785.88901 1569.7635 0.88675 0.10931 0.98267 37.771 37.771 4.63E-02 33.83 70098

20049 HPAESTSATNESVLK Unmodified _HPAESTSATNESVLK_ B6TBN6_MAIZE 2 785.88901 1569.7635 0.92279 -0.091718 0.81665 36.697 36.697 1.12E-07 70.72 165460

20050 HPAESTSNTNESVLK Unmodified _HPAESTSNTNESVLK_ B4F9G8_MAIZE 2 807.39192 1612.7693 0.99804 -0.035805 0.94874 34.339 34.339 6.37E-03 59.71 731320

20051 HPAESTSNTNESVLK Unmodified _HPAESTSNTNESVLK_ B4F9G8_MAIZE 3 538.59704 1612.7693 -0.12895 -0.27394 -0.41554 34.492 34.492 1.00E+00 12.96 416380

20052 HPAESTSNTNESVLK Unmodified _HPAESTSNTNESVLK_ B4F9G8_MAIZE 2 807.39192 1612.7693 0.95917 0.1632 1.1089 34.482 34.482 4.63E-02 31.64 86774

20053 HPAESTSNTNESVLK Unmodified _HPAESTSNTNESVLK_ B4F9G8_MAIZE 2 807.39192 1612.7693 0.98241 0.12858 1.0971 33.372 33.372 1.56E-01 27.38 164160

20054 HPAESTSNTNESVLK Unmodified _HPAESTSNTNESVLK_ B4F9G8_MAIZE 2 807.39192 1612.7693 1.0042 0.19578 1.1858 36.179 36.179 1.65E-02 34.08 87956

20055 HPATAVNGLLVGR Unmodified _HPATAVNGLLVGR_ B6T5Q6_MAIZE 2 652.87531 1303.7361 0.38399 -0.15012 0.2345 56.83 56.83 3.13E-02 34.24 1611100

20056 HPEVAQFLGGR Unmodified _HPEVAQFLGGR_ B6TFD8_MAIZE 2 605.82 1209.6255 0.23792 0.11217 0.35109 63.211 63.211 4.96E-02 41.57 1718200

20057 HPFCSVLQSAK Unmodified _HPFCSVLQSAK_ B4F8V5_MAIZE 2 637.32152 1272.6285 0.40141 0.26875 0.67469 50.882 50.882 4.96E-02 25.46 760760

20058 HPFCSVLQSAK Unmodified _HPFCSVLQSAK_ B4F8V5_MAIZE 2 637.32152 1272.6285 0.39746 0.38826 0.78963 51.609 51.609 4.96E-02 17.61 321610

20059 HPFCSVLQSAK Unmodified _HPFCSVLQSAK_ B4F8V5_MAIZE 2 637.32152 1272.6285 0.34245 0.16025 0.5079 52.808 52.808 4.96E-02 49.06 3358000

20060 HPFMVVEFYAPWCGHCK Oxidation (M) _HPFM(ox)VVEFYAPWCGHCK_ Q5EUE1_MAIZE 3 727.65495 2179.943 0.73713 -0.54887 0.20472 89.815 89.815 7.51E-21 42.11 2438700

20061 HPFMVVEFYAPWCGHCK Unmodified _HPFMVVEFYAPWCGHCK_ Q5EUE1_MAIZE 3 722.32332 2163.9481 0.77435 -0.33482 0.45432 96.923 96.923 7.64E-09 29.13 693790

20062 HPGCEPAYPTPK Unmodified _HPGCEPAYPTPK_ B6TLR9_MAIZE 2 677.31643 1352.6183 0.52102 0.043289 0.56406 38.619 38.619 7.72E-03 43.98 1232200

20063 HPGCEPAYPTPK Unmodified _HPGCEPAYPTPK_ B6TLR9_MAIZE 3 451.88005 1352.6183 -0.0060518 0.2185 0.21182 38.614 38.614 1.84E-01 21.24 1444300

20064 HPGGDPHVLCFVDFDNPAQATIALEALQGYK Unmodified _HPGGDPHVLCFVDFDNPAQATIALEALQGYK_ B6THA7_MAIZE 4 845.91467 3379.6296 1.0822 0.14477 1.2324 122.6 122.6 5.34E-01 15.32 492270

20065 HPGVEQYAIR Unmodified _HPGVEQYAIR_ B4FS49_MAIZE 2 585.30673 1168.5989 0.17917 0.10069 0.26811 48.357 48.357 1.45E-01 29.5 1063900

20066 HPGVEQYAIR Unmodified _HPGVEQYAIR_ B4FS49_MAIZE 2 585.30673 1168.5989 0.22768 -0.13699 0.077971 47.904 47.904 1.45E-01 17.38 555890

20067 HPHISGVNFDLPHVISEAPPFPGVR Unmodified _HPHISGVNFDLPHVISEAPPFPGVR_ B6TKG5_MAIZE 4 680.60804 2718.4031 0.54511 0.19773 0.75033 98.904 98.904 3.35E-01 29.79 4667600

20068 HPLFETVPEEEIKADPVFK Unmodified _HPLFETVPEEEIKADPVFK_ B6SHG7_MAIZE 3 742.3878 2224.1416 0.85426 0.8369 1.6837 86.26 86.26 5.53E-03 25.88 402230

20069 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.030232 -0.20567 -0.23988 75.629 75.629 5.88E-01 17.76 2111300

20070 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.82115 -0.16567 0.65277 75.633 75.633 1.15E-02 38.84 2072700

20071 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.22616 0.026651 -0.20234 80.472 80.472 3.08E-01 19.68 390590

20072 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.7704 0.062654 0.82998 80.487 80.487 3.13E-02 25.79 135570

20073 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.82638 0.10424 0.92668 76.563 76.563 1.47E-03 47.21 265740

20074 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.013281 -0.23503 -0.25154 76.553 76.553 5.88E-01 6.44 444720

20075 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.023453 -0.28234 -0.30827 76.623 76.623 9.36E-01 9.82 676620

20076 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.83524 -0.016644 0.81553 76.56 76.56 3.13E-02 29.61 711880
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20077 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.78297 0.22832 1.0072 76.627 76.627 1.15E-02 36.68 1274500

20078 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.10436 0.18565 0.078183 76.64 76.64 1.60E-02 39.13 2312100

20079 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 3 500.95595 1499.846 -0.20069 -0.061035 -0.26395 78.61 78.61 4.23E-03 36 3431100

20080 HPQIDVPNLQVIK Unmodified _HPQIDVPNLQVIK_ B6T8R3_MAIZE 2 750.93028 1499.846 0.75462 0.039642 0.79109 78.619 78.619 1.47E-03 41.21 1909400

20081 HPRPQVSAAPAAGGK Unmodified _HPRPQVSAAPAAGGK_ B6SJA3_MAIZE 3 481.93202 1442.7742 0.034255 -0.63167 -0.60545 28.522 28.522 6.74E-01 6.61 54931

20082 HPRPQVSAAPAAGGK Unmodified _HPRPQVSAAPAAGGK_ B6SJA3_MAIZE 3 481.93202 1442.7742 -0.15234 -0.24078 -0.40249 30.23 30.23 8.18E-03 42.14 59348

20083 HPWNLMTTSADEGQFLNMLIK 2 Oxidation (M) _HPWNLM(ox)TTSADEGQFLNM(ox)LIK_ CAMT1_MAIZE 3 826.73125 2477.1719 1.0183 -0.28305 0.73142 108.3 108.3 3.55E-03 36.16 361280

20084 HQAAMSQNVQPYRHAMK 2 Oxidation (M) _HQAAM(ox)SQNVQPYRHAM(ox)K_ B4FX39_MAIZE 2 1014.9782 2027.9418 1.2568 -0.18592 1.058 83.883 83.883 1.91E-01 1.57 708030

20085 HQAAMSQNVQPYRHAMK 2 Oxidation (M) _HQAAM(ox)SQNVQPYRHAM(ox)K_ B4FX39_MAIZE 2 1014.9782 2027.9418 1.2161 -0.60989 0.59395 83.592 83.592 2.81E-01 2.6 503740

20086 HQADICHAYQIMK Oxidation (M) _HQADICHAYQIM(ox)K_ B4FAJ3_MAIZE 3 544.25367 1629.7392 0.010172 -0.64281 -0.63787 47.691 47.691 2.17E-06 29.55 3817600

20087 HQADICHAYQIMK Unmodified _HQADICHAYQIMK_ B4FAJ3_MAIZE 3 538.92203 1613.7443 -0.065389 0.2082 0.13328 56.692 56.692 8.46E-03 26.52 3786300

20088 HQGITQLK Unmodified _HQGITQLK_ B4FMB3_MAIZE 2 462.76671 923.51886 0.032352 -0.26367 -0.23675 29.561 29.561 5.06E-02 30.91 798170

20090 HQGVTLTLAIDRPR Unmodified _HQGVTLTLAIDRPR_ B6U7R7_MAIZE 3 526.30212 1575.8845 -0.013893 -0.51151 -0.52607 62.895 62.895 1.10E-02 29.15 399570

20091 HQLAYASHR Unmodified _HQLAYASHR_ B6SVU1_MAIZE 3 361.52118 1081.5417 1.0264 0.34184 1.3437 23.107 23.107 2.35E-01 25.47 28584

20092 HQLAYASHR Unmodified _HQLAYASHR_ B6SVU1_MAIZE 3 361.52118 1081.5417 0.84582 0.61058 1.4313 21.683 21.683 9.63E-01 14.63 7909.4

20093 HQLAYASHR Unmodified _HQLAYASHR_ B6SVU1_MAIZE 3 361.52118 1081.5417 0.99857 0.018005 0.99379 23.42 23.42 1.00E+00 5.01 10198

20094 HQLAYASHR Unmodified _HQLAYASHR_ B6SVU1_MAIZE 3 361.52118 1081.5417 0.95111 0.2766 1.2049 23.129 23.129 9.63E-01 16.88 26862

20095 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.56324 0.098857 0.65053 101.84 101.84 5.37E-48 59.78 1454300

20096 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.51792 0.11077 0.61644 103 103 5.37E-48 57.81 2139900

20097 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.54732 0.22864 0.76352 103.15 103.15 2.05E-63 66.92 1768000

20098 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.52132 0.027362 0.53662 103.65 103.65 1.78E-80 56.75 2935400

20099 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.551 -0.11892 0.42101 120.07 120.07 5.98E-03 15.84 72373

20100 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.60114 0.39131 0.97973 122.4 122.4 2.01E-02 16.76 60893

20101 HQLLAEFDALFDSDKEK Unmodified _HQLLAEFDALFDSDKEK_ SUS1_MAIZE B6 3 669.3337 2004.9793 0.55312 0.80129 1.3416 129.99 129.99 1.11E-04 35.86 124580

20102 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.17604 -0.23529 -0.064946 22.713 22.713 1.45E-01 38.11 21840

20103 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 -0.0025058 -0.24734 -0.25485 21.212 21.212 1.00E+00 26.55 3094.4

20104 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.14422 -0.23363 -0.095267 23.05 23.05 1.00E+00 17.05 17664

20105 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.18839 -0.20336 -0.019568 22.644 22.644 1.00E+00 14.33 21115

20106 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.20547 -0.32757 -0.1276 22.71 22.71 3.43E-01 37.7 10527

20107 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.16843 -0.090215 0.073377 23.429 23.429 1.00E+00 15.64 15905

20108 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.026235 -0.097962 -0.077382 23.171 23.171 7.11E-01 26.92 102340

20109 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.17577 -0.34838 -0.17698 22.551 22.551 7.11E-01 21.7 9883.3

20110 HQLTSTATAR Unmodified _HQLTSTATAR_ Q7FS90_MAIZE 2 543.28854 1084.5625 0.063938 -0.29357 -0.23412 25.274 25.274 1.00E+00 8.17 4696

20111 HQMAALAAR Oxidation (M) _HQM(ox)AALAAR_ B6SUW2_MAIZE 2 492.75582 983.49708 -0.041505 -0.049899 -0.12058 21.509 21.509 3.05E-02 24.77 18612
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20112 HQMAHLAAR Unmodified _HQMAHLAAR_ B6TXX8_MAIZE 3 345.51527 1033.524 -1.9051 24.359 24.359 5.29E-01 13.38

20113 HQMAHLAAR Unmodified _HQMAHLAAR_ B6TXX8_MAIZE 3 345.51527 1033.524 1.1973 0.3041 1.4741 24.811 24.811 8.82E-01 26.74 58678

20114 HQMAHLAAR Oxidation (M) _HQM(ox)AHLAAR_ B6TXX8_MAIZE 3 350.8469 1049.5189 1.1213 0.33319 1.4304 16.378 16.378 1.33E-01 27.72 18704

20115 HQSELAHGANAGLDIAVR Unmodified _HQSELAHGANAGLDIAVR_ B6U9S6_MAIZE 3 620.32213 1857.9446 0.21869 -0.11013 0.096305 57.202 57.202 1.02E-02 64.47 2787300

20116 HQSELAHGANAGLDIAVR Unmodified _HQSELAHGANAGLDIAVR_ B6U9S6_MAIZE 3 620.32213 1857.9446 0.27226 -0.53963 -0.27881 57.913 57.913 2.12E-07 86.48 2721600

20117 HQSELAHGANAGLDIAVR Unmodified _HQSELAHGANAGLDIAVR_ B6U9S6_MAIZE 4 465.49342 1857.9446 -0.051797 -0.38301 -0.44766 58.014 58.014 1.00E+00 26.74 3493000

20118 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 0.01183 -0.42172 -0.42304 36.373 36.373 1.01E-02 58.02 3447000

20119 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 -0.069262 -0.36238 -0.44511 35.76 35.76 9.73E-03 49.6 2149300

20120 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 -0.022958 -0.45027 -0.48727 38.42 38.42 1.01E-02 57.6 1644900

20121 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 -0.037017 -0.11984 -0.17196 38.904 38.904 9.73E-03 58.34 231710

20122 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 -0.034355 -0.17454 -0.22366 36.256 36.256 9.73E-03 50.82 620900

20123 HQSIDAQLR Unmodified _HQSIDAQLR_ Q9SAZ6_MAIZE 2 534.28325 1066.552 -0.072486 -0.35521 -0.44166 40.003 40.003 1.01E-02 56.93 398590

20124 HQYLPEDLQAQQVPFR Unmodified _HQYLPEDLQAQQVPFR_ B6TEX6_MAIZE 3 657.0024 1967.9854 0.38053 0.059761 0.43672 81.873 81.873 1.21E-01 27.08 274550

20125 HQYLPEDLQAQQVPFR Unmodified _HQYLPEDLQAQQVPFR_ B6TEX6_MAIZE 2 984.99996 1967.9854 1.2596 0.45204 1.707 81.874 81.874 1.00E+00 5.54 18561

20126 HQYLPEDLQAQQVPFR Unmodified _HQYLPEDLQAQQVPFR_ B6TEX6_MAIZE 3 657.0024 1967.9854 0.3902 0.29289 0.67931 80.308 80.308 1.87E-02 25.66 5246000

20127 HQYLPEDLQAQQVPFR Unmodified _HQYLPEDLQAQQVPFR_ B6TEX6_MAIZE 2 984.99996 1967.9854 1.1477 0.10335 1.2469 80.304 80.304 7.73E-25 85.43 503070

20128 HREHIAAYGDGNER Unmodified _HREHIAAYGDGNER_ B4F9A2_MAIZE 3 542.25735 1623.7502 0.050567 -0.30247 -0.2707 30.432 30.432 1.98E-02 41.02 49616

20129 HREHIAAYGEGNER Unmodified _HREHIAAYGEGNER_ B4G1P1_MAIZE 3 546.92923 1637.7659 0.16652 -0.21427 -0.073734 30.414 30.414 1.59E-01 35.53 52331

20130 HREHIAAYGEGNER Unmodified _HREHIAAYGEGNER_ B4G1P1_MAIZE 3 546.92923 1637.7659 0.0056359 -0.85026 -0.86841 30.634 30.634 3.76E-01 26.22 21617

20131 HREHIAAYGEGNER Unmodified _HREHIAAYGEGNER_ B4G1P1_MAIZE 3 546.92923 1637.7659 0.16046 -0.18524 -0.049996 30.711 30.711 3.82E-03 43.07 53373

20132 HREHIAAYGEGNER Unmodified _HREHIAAYGEGNER_ B4G1P1_MAIZE 4 410.44874 1637.7659 0.39075 0.15913 0.52218 30.685 30.685 1.00E+00 10.42 44987

20133 HREHIAAYGEGNER Unmodified _HREHIAAYGEGNER_ B4G1P1_MAIZE 4 410.44874 1637.7659 0.26887 0.061111 0.30384 30.96 30.96 6.81E-01 30.22 636430

20134 HRFDNDPEFK Unmodified _HRFDNDPEFK_ B4FVK0_MAIZE 3 435.53879 1303.5945 0.092547 0.011716 0.098779 41.485 41.485 2.94E-01 21.41 326670

20135 HRIDEETAEAVK Unmodified _HRIDEETAEAVK_ B6TDJ8_MAIZE 3 466.57216 1396.6947 0.0030084 -0.51125 -0.53009 38.664 38.664 8.36E-03 41 242500

20136 HRWDTLEDIWNGLCAK Unmodified _HRWDTLEDIWNGLCAK_ B4FX25_MAIZE 3 671.9915 2012.9527 0.54994 0.28956 0.83444 109.31 109.31 4.93E-01 47.29 813710

20137 HSALDAVSLQEVR Unmodified _HSALDAVSLQEVR_ B6TXE2_MAIZE 3 475.58792 1423.7419 -0.13511 -0.18375 -0.32865 68.583 68.583 8.46E-03 42.93 5324200

20138 HSALDAVSLQEVR Unmodified _HSALDAVSLQEVR_ B6TXE2_MAIZE 2 712.87825 1423.7419 0.66733 -0.34108 0.3167 68.582 68.582 1.00E-11 70.6 1478200

20139 HSAVFSEELQK Unmodified _HSAVFSEELQK_ B6TQC0_MAIZE 2 637.82241 1273.6303 0.41843 -0.31009 0.094959 48.028 48.028 3.57E-04 55.47 700330

20140 HSAVFSEELQK Unmodified _HSAVFSEELQK_ B6TQC0_MAIZE 2 637.82241 1273.6303 0.43078 0.004409 0.42118 50.519 50.519 4.48E-03 56.35 452320

20141 HSAVFSEELQK Unmodified _HSAVFSEELQK_ B6TQC0_MAIZE 2 637.82241 1273.6303 0.41948 -0.49516 -0.08891 50.184 50.184 3.60E-06 52.82 959150

20142 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.41197 0.33951 0.73981 28.155 28.155 1.86E-01 16.57 167600

20143 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.19762 0.5932 0.77883 26.634 26.634 1.00E+00 6.33 33827

20144 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.38104 0.36392 0.73167 28.897 28.897 1.00E+00 7.26 51215

20145 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.36487 0.33384 0.68616 28.28 28.28 1.86E-01 40.73 60050
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20146 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.37531 0.085062 0.44923 28.596 28.596 1.00E+00 2.77 33639

20147 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.40799 0.24653 0.64373 29.027 29.027 7.83E-01 19.62 35789

20148 HSDITLK Unmodified _HSDITLK_ B6SJZ8_MAIZE 2 407.22689 812.43922 0.29106 -0.31266 -0.03097 29.281 29.281 1.86E-01 34.73 1088900

20149 HSEELDIR Unmodified _HSEELDIR_ B4FHS1_MAIZE 2 499.74871 997.48287 -0.12678 -0.26652 -0.41775 40.823 40.823 1.65E-01 20.71 400370

20150 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 2 918.96198 1835.9094 1.1549 0.053719 1.1956 98.49 98.49 2.37E-16 63.75 1191400

20151 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 2 918.96198 1835.9094 1.1171 -0.23635 0.86811 99.339 99.339 1.60E-05 72.04 538870

20152 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 3 612.97708 1835.9094 0.2532 0.17544 0.41596 99.381 99.381 1.29E-02 47.09 2690200

20153 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 2 918.96198 1835.9094 1.0932 -0.15612 0.92433 99.364 99.364 6.53E-30 64.52 575810

20154 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 3 612.97708 1835.9094 0.27716 0.21318 0.47684 99.377 99.377 4.82E-01 23.9 2852200

20155 HSEFISYPISLWTEK Unmodified _HSEFISYPISLWTEK_ B6TB25_MAIZE 2 918.96198 1835.9094 1.1059 0.041577 1.135 99.414 99.414 1.02E-23 76.27 1015300

20156 HSFDTPLYR Unmodified _HSFDTPLYR_ B4FMY6_MAIZE 2 568.28018 1134.5458 0.11673 0.067396 0.18278 53.592 53.592 1.12E-01 19.33 2125500

20157 HSFDTPLYR Unmodified _HSFDTPLYR_ B4FMY6_MAIZE 2 568.28018 1134.5458 0.043031 -0.005329 0.037323 54.202 54.202 1.12E-01 20.65 655850

20158 HSFDTPLYR Unmodified _HSFDTPLYR_ B4FMY6_MAIZE 2 568.28018 1134.5458 0.14516 0.097833 0.24085 56.025 56.025 1.12E-01 28.48 902940

20159 HSFDTPLYR Unmodified _HSFDTPLYR_ B4FMY6_MAIZE 2 568.28018 1134.5458 0.13272 0.072428 0.20357 55.649 55.649 1.01E-02 31.31 1512800

20160 HSFDTPLYR Unmodified _HSFDTPLYR_ B4FMY6_MAIZE 2 568.28018 1134.5458 0.053935 -0.088034 -0.035053 56.369 56.369 1.01E-02 41.33 6784300

20161 HSGFGLGFER Unmodified _HSGFGLGFER_ B6SVU1_MAIZE 2 553.77252 1105.5305 0.065029 0.052921 0.12691 59.945 59.945 1.25E-02 56.21 1153000

20162 HSGFGLGFER Unmodified _HSGFGLGFER_ B6SVU1_MAIZE 2 553.77252 1105.5305 0.037226 0.097102 0.14324 61.151 61.151 1.25E-02 43.44 527560

20163 HSGFGLGFER Unmodified _HSGFGLGFER_ B6SVU1_MAIZE 2 553.77252 1105.5305 0.10343 -0.12789 -0.01631 62.309 62.309 1.84E-04 55.33 889610

20164 HSGFGLGFER Unmodified _HSGFGLGFER_ B6SVU1_MAIZE 2 553.77252 1105.5305 0.092772 -0.32146 -0.22016 61.817 61.817 1.00E+00 17.49 194610

20165 HSGFGLGFER Unmodified _HSGFGLGFER_ B6SVU1_MAIZE 2 553.77252 1105.5305 0.04167 -0.000268 0.049516 62.294 62.294 2.81E-03 72 1210000

20166 HSGLAVAGLAADGR Unmodified _HSGLAVAGLAADGR_ B4FU37_MAIZE 3 432.23359 1293.6789 0.079687 0.0742 0.14643 54.925 54.925 1.00E+00 23.04 3801900

20167 HSGLAVAGLAADGR Unmodified _HSGLAVAGLAADGR_ B4FU37_MAIZE 2 647.84675 1293.6789 0.38776 0.20252 0.58423 54.916 54.916 2.00E-19 88.04 1067300

20168 HSGLVVAGLAADGR Unmodified _HSGLVVAGLAADGR_ B6UCR8_MAIZE 3 441.57736 1321.7102 0.041665 -0.034359 0.0093807 58.772 58.772 6.34E-01 12.23 2090600

20169 HSGLVVAGLAADGR Unmodified _HSGLVVAGLAADGR_ B6UCR8_MAIZE 2 661.8624 1321.7102 0.43786 -0.83635 -0.39449 58.765 58.765 2.25E-03 70.06 516020

20170 HSGNIGLDDVVEIAR Unmodified _HSGNIGLDDVVEIAR_ B6T6G1_MAIZE 2 797.91282 1593.8111 0.87924 -0.51466 0.36344 82.219 82.219 8.98E-47 123.84 3599100

20171 HSGNIGLDDVVEIAR Unmodified _HSGNIGLDDVVEIAR_ B6T6G1_MAIZE 3 532.27764 1593.8111 -0.13113 0.000457 -0.13224 82.178 82.178 1.14E-02 22.24 13291000

20172 HSGNISLDDVIEIAK Unmodified _HSGNISLDDVIEIAK_ B4FRM7_MAIZE 2 805.92285 1609.8312 0.97288 -0.38265 0.57837 92.668 92.668 4.63E-02 22.38 12309

20173 HSGNISLDDVIEIAK Unmodified _HSGNISLDDVIEIAK_ B4FRM7_MAIZE 2 805.92285 1609.8312 0.88768 -0.21015 0.66607 90.938 90.938 2.40E-39 100.37 2524400

20174 HSGNISLDDVIEIAK Unmodified _HSGNISLDDVIEIAK_ B4FRM7_MAIZE 3 537.61766 1609.8312 -0.10733 0.12653 0.0065911 90.968 90.968 2.19E-02 44.76 5596000

20175 HSGNISLDDVIEIAR Unmodified _HSGNISLDDVIEIAR_ B4FN19_MAIZE 3 546.95304 1637.8373 0.10918 -0.56314 -0.46359 90.577 90.577 4.82E-01 22.4 221220

20176 HSGNISLDDVIEIAR Unmodified _HSGNISLDDVIEIAR_ B4FN19_MAIZE 3 546.95304 1637.8373 0.050564 -0.047533 -0.0080305 91.012 91.012 8.03E-01 31.66 463230

20177 HSGNISLDDVIEIAR Unmodified _HSGNISLDDVIEIAR_ B4FN19_MAIZE 2 819.92593 1637.8373 0.93294 -0.31527 0.60697 92.604 92.604 1.04E-33 95.56 2841300

20178 HSGNISLDDVIEIAR Unmodified _HSGNISLDDVIEIAR_ B4FN19_MAIZE 3 546.95304 1637.8373 -0.082017 0.038852 -0.054984 92.62 92.62 1.29E-02 44.06 10029000

20179 HSGNISLDDVIEIAR Unmodified _HSGNISLDDVIEIAR_ B4FN19_MAIZE 3 546.95304 1637.8373 -0.68139 93.914 93.914 9.80E-01 1.8
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20180 HSIIGASGEFSDFQEILR Unmodified _HSIIGASGEFSDFQEILR_ B4FCX3_MAIZE 3 669.33744 2004.9905 0.49026 0.10187 0.58633 101.76 101.76 5.31E-03 51.63 1317800

20181 HSIIGASGEFSDFQEILR Unmodified _HSIIGASGEFSDFQEILR_ B4FCX3_MAIZE 2 1003.5025 2004.9905 1.1821 -0.12207 1.055 101.72 101.72 1.77E-34 84.29 216300

20182 HSIIGQYVGR Unmodified _HSIIGQYVGR_ B6SZY7_MAIZE 2 565.30927 1128.604 0.027105 0.088437 0.11289 55.121 55.121 1.25E-02 31.77 2298200

20183 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.95639 0.032102 0.98797 17.557 17.557 5.31E-01 21.14 202390

20184 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 2 545.29362 1088.5727 0.18425 -0.004643 0.18021 17.551 17.551 3.43E-01 21.55 16562

20185 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.93203 0.26439 1.197 17.62 17.62 9.79E-02 23.83 74150

20186 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.89414 0.17441 1.0676 17.606 17.606 9.39E-01 13.08 106900

20187 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 2 545.29362 1088.5727 0.22594 -0.15263 0.074232 17.604 17.604 1.00E+00 6.59 10576

20188 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.87025 0.30176 1.1719 17.417 17.417 1.00E+00 14.85 92405

20189 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 2 545.29362 1088.5727 0.23689 -0.7611 -0.52226 17.409 17.409 1.00E+00 10.33 3709.1

20190 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.93212 -0.13552 0.79817 18.314 18.314 9.79E-02 21.96 245330

20191 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 2 545.29362 1088.5727 0.18788 -0.065702 0.12335 18.307 18.307 7.11E-01 12.56 25063

20192 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 3 363.86484 1088.5727 0.84348 0.047865 0.89132 17.094 17.094 2.47E-03 34.69 1798900

20193 HSLGQSHPVK Unmodified _HSLGQSHPVK_ B4FUK7_MAIZE 2 545.29362 1088.5727 0.038799 0.040516 0.080423 17.077 17.077 7.11E-01 17.62 78905

20194 HSLGQSHPVLLTR Unmodified _HSLGQSHPVLLTR_ B4G019_MAIZE 3 482.27216 1443.7946 0.0096793 -0.32299 -0.31186 43.659 43.659 3.64E-02 8.45 1807200

20195 HSLGQSHPVLLTR Unmodified _HSLGQSHPVLLTR_ B4G019_MAIZE 3 482.27216 1443.7946 -0.17399 -0.37877 -0.55234 46.432 46.432 2.26E-06 47.56 37940000

20196 HSLGQSHPVLLTR Unmodified _HSLGQSHPVLLTR_ B4G019_MAIZE 2 722.9046 1443.7946 0.72049 -0.65304 0.068338 46.4 46.4 1.56E-17 77.94 1402400

20197 HSLGQSHPVLLTR Unmodified _HSLGQSHPVLLTR_ B4G019_MAIZE 3 482.27216 1443.7946 -0.13922 -0.16328 -0.30246 44.569 44.569 3.27E-03 25.73 4319400

20198 HSLGQSHPVLLTR Unmodified _HSLGQSHPVLLTR_ B4G019_MAIZE 3 482.27216 1443.7946 -0.20001 -0.060552 -0.25904 50.277 50.277 2.26E-06 42.34 1376400

20199 HSLGYWENEK Unmodified _HSLGYWENEK_ B6U124_MAIZE 2 631.79365 1261.5728 0.41826 0.61246 1.007 49.347 49.347 1.84E-04 44.24 2309900

20200 HSLGYWENEK Unmodified _HSLGYWENEK_ B6U124_MAIZE 2 631.79365 1261.5728 0.39892 0.51978 0.89573 49.563 49.563 4.40E-05 41.37 863570

20201 HSLGYWENEK Unmodified _HSLGYWENEK_ B6U124_MAIZE 2 631.79365 1261.5728 0.44167 0.57372 0.99255 50.924 50.924 1.84E-04 48.93 678930

20202 HSLGYWENEK Unmodified _HSLGYWENEK_ B6U124_MAIZE 2 631.79365 1261.5728 0.31832 -0.002931 0.29371 51.711 51.711 1.84E-04 55.66 4517200

20203 HSLIYR Unmodified _HSLIYR_ B6TII5_MAIZE 2 394.72431 787.43407 0.52909 -0.18541 0.31669 34.356 34.356 2.78E-01 28.76 191740

20204 HSLIYR Unmodified _HSLIYR_ B6TII5_MAIZE 2 394.72431 787.43407 0.35279 0.16299 0.49046 35.64 35.64 1.00E+00 2.49 10787

20205 HSLIYR Unmodified _HSLIYR_ B6TII5_MAIZE 2 394.72431 787.43407 0.29089 -0.076414 0.18918 33.494 33.494 1.00E+00 11.31 51277

20206 HSLIYR Unmodified _HSLIYR_ B6TII5_MAIZE 2 394.72431 787.43407 -0.5664 35.912 35.912 5.32E-01 14.55

20207 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.044998 -0.21782 -0.2677 42.107 42.107 9.82E-03 24.97 8020300

20208 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.016806 0.24926 0.22588 50.933 50.933 1.06E-02 23.58 2485200

20209 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.12187 -0.38417 -0.51128 41.779 41.779 9.82E-03 22.42 6449400

20210 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.12984 -0.77052 -0.90349 51.384 51.384 2.35E-01 8.73 774310

20211 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.046452 -0.30863 -0.36004 43.632 43.632 2.13E-03 40.08 4624900

20212 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.096057 -0.059231 -0.1611 44.423 44.423 9.82E-03 24.53 2913100

20213 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.049479 -0.003252 -0.059252 44.105 44.105 9.82E-03 19.94 6047600
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20214 HSLPDGLMR Oxidation (M) _HSLPDGLM(ox)R_ B6T440_MAIZE 2 521.26093 1040.5073 -0.052371 -0.22825 -0.28533 42.288 42.288 3.05E-02 11.85 674130

20215 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.083532 -0.65804 -0.74966 50.905 50.905 1.01E-02 25.65 32080000

20216 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.088791 1.2975 1.1969 51.521 51.521 1.12E-01 23.23 3960600

20217 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.055351 -0.057824 -0.12278 53.44 53.44 3.32E-02 25.16 4832400

20218 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.051277 0.039251 -0.022425 52.77 52.77 1.01E-02 25.74 2116500

20219 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.077988 0.082317 -0.0052747 53.497 53.497 1.12E-01 28.99 1634500

20220 HSLPDGLMR Unmodified _HSLPDGLMR_ B6T440_MAIZE 2 513.26348 1024.5124 -0.082739 -0.34716 -0.43854 53.078 53.078 3.32E-02 25.91 12108000

20221 HSLYYLTSMALK Oxidation (M) _HSLYYLTSM(ox)ALK_ B6TS22_MAIZE 2 721.87105 1441.7275 0.73912 0.21152 0.93057 70.374 70.374 6.98E-15 37.4 1784000

20222 HSLYYLTSMALK Unmodified _HSLYYLTSMALK_ B6TS22_MAIZE 2 713.87359 1425.7326 0.70228 -0.040287 0.63936 80.19 80.19 1.68E-09 53.4 1176600

20223 HSMVGAGSLVK Unmodified _HSMVGAGSLVK_ B6T3C8_MAIZE 2 543.29223 1084.5699 0.04958 -4.9219 -4.8622 42.515 42.515 3.60E-06 61.18 2483500

20224 HSMVGAGSLVK Unmodified _HSMVGAGSLVK_ B6T3C8_MAIZE 2 543.29223 1084.5699 -0.030019 -0.45072 -0.47828 43.037 43.037 3.60E-06 50.89 1595300

20225 HSMVGAGSLVK Oxidation (M) _HSM(ox)VGAGSLVK_ B6T3C8_MAIZE 2 551.28969 1100.5648 0.021962 0.55082 0.57687 33.799 33.799 1.67E-02 27.74 1322400

20226 HSNIPAHISPCFR Unmodified _HSNIPAHISPCFR_ B6T2A5_MAIZE 3 512.58938 1534.7463 -0.055975 -0.2022 -0.26182 51.161 51.161 4.29E-02 29 3960700

20227 HSNIPAHISPCFR Unmodified _HSNIPAHISPCFR_ B6T2A5_MAIZE 3 512.58938 1534.7463 -0.14051 -0.10121 -0.24427 52.315 52.315 4.23E-03 51.81 540200

20228 HSNIPAHISPCFR Unmodified _HSNIPAHISPCFR_ B6T2A5_MAIZE 3 512.58938 1534.7463 -0.1565 -0.17912 -0.33752 56.557 56.557 4.29E-02 32.45 1168700

20229 HSNSVKDEEGYPAFALVNR Unmodified _HSNSVKDEEGYPAFALVNR_ B4G0K5_MAIZE 3 711.6835 2132.0287 0.65581 -0.20484 0.43849 69.446 69.446 1.41E-07 64.53 5110700

20230 HSNSVKDEEGYPAFALVNR Unmodified _HSNSVKDEEGYPAFALVNR_ B4G0K5_MAIZE 4 534.01445 2132.0287 -0.077895 -0.14903 -0.23826 69.494 69.494 1.00E+00 6.8 5658300

20231 HSQGEGHPVK Unmodified _HSQGEGHPVK_ B4G0K5_MAIZE 3 359.18083 1074.5207 1.0517 -0.11601 0.93831 10.052 10.052 5.31E-01 29.33 258000

20232 HSQGEGHPVK Unmodified _HSQGEGHPVK_ B4G0K5_MAIZE 3 359.18083 1074.5207 0.94881 0.09202 1.0433 9.5216 9.5216 3.11E-02 37.63 861770

20233 HSSDEVYLGQR Unmodified _HSSDEVYLGQR_ Q8W0V2_MAIZE 2 645.80729 1289.6 0.4664 0.2106 0.67094 41.467 41.467 1.67E-02 34.08 543410

20234 HSSDEVYLGQR Unmodified _HSSDEVYLGQR_ Q8W0V2_MAIZE 2 645.80729 1289.6 0.42218 -0.20997 0.20682 41.097 41.097 1.67E-02 45.21 204280

20235 HSSDEVYLGQR Unmodified _HSSDEVYLGQR_ Q8W0V2_MAIZE 2 645.80729 1289.6 0.49583 -0.19047 0.30017 43.734 43.734 1.67E-02 58.07 257730

20236 HSSDEVYLGQR Unmodified _HSSDEVYLGQR_ Q8W0V2_MAIZE 3 430.87395 1289.6 0.14866 0.23239 0.37358 43.016 43.016 1.00E+00 0.93 407620

20237 HSSDEVYLGQR Unmodified _HSSDEVYLGQR_ Q8W0V2_MAIZE 2 645.80729 1289.6 0.48743 -0.22124 0.26123 43.023 43.023 1.67E-02 50.71 416330

20238 HSTFENVER Unmodified _HSTFENVER_ B4FIB2_MAIZE 2 559.76489 1117.5152 0.093441 -0.082874 0.0038638 34.179 34.179 1.01E-02 43.18 220860

20239 HSTGQGHPVK Unmodified _HSTGQGHPVK_ B4FUK7_MAIZE 3 349.84919 1046.5257 1.2329 -0.025704 1.2219 9.869 9.869 1.00E+00 16.83 21575

20240 HSTGQGHPVK Unmodified _HSTGQGHPVK_ B4FUK7_MAIZE 2 524.27015 1046.5257 0.0036681 -0.11999 -0.10139 9.3029 9.3029 1.45E-01 35.46 40628

20241 HSTVVDSFEK Unmodified _HSTVVDSFEK_ B6U2F8_MAIZE 2 574.78275 1147.551 0.22391 0.59054 0.82354 46.712 46.712 1.25E-02 42.54 528840

20242 HTAFVTNYSPQFYFR Unmodified _HTAFVTNYSPQFYFR_ B4FVB2_MAIZE 3 626.63717 1876.8897 0.35395 0.17786 0.53726 85.051 85.051 1.00E+00 1.52 3092400

20243 HTAFVTNYSPQFYFR Unmodified _HTAFVTNYSPQFYFR_ B4FVB2_MAIZE 2 939.45211 1876.8897 1.2003 -1.1776 0.029774 85.138 85.138 1.12E-07 64.87 767950

20244 HTAFVTNYTPQFYFR Unmodified _HTAFVTNYTPQFYFR_ B4FH57_MAIZE 3 631.30905 1890.9053 0.36202 0.66487 1.0329 86.99 86.99 5.27E-01 6.24 704540

20245 HTAPGVLSMANAGPNTNGSQFFICTVATPWLDGK Oxidation (M) _HTAPGVLSM(ox)ANAGPNTNGSQFFICTVATPWLDGK_ B4FZZ2_MAIZE 3 1192.573 3574.6973 1.1622 0.19573 1.3684 120.62 120.62 9.82E-04 34.05 162540

20246 HTDPTAHAEVTAIR Unmodified _HTDPTAHAEVTAIR_ A1YLY4_MAIZE 3 506.92683 1517.7587 0.0051275 -0.18177 -0.17894 40.448 40.448 1.32E-03 33.24 589150

20247 HTDPTAHAEVTAIR Unmodified _HTDPTAHAEVTAIR_ A1YLY4_MAIZE 3 506.92683 1517.7587 -0.099973 -0.10229 -0.20327 40.685 40.685 1.32E-03 58.11 1560400
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20248 HTDPTAHAEVTAIR Unmodified _HTDPTAHAEVTAIR_ A1YLY4_MAIZE 3 506.92683 1517.7587 -0.18357 -0.4593 -0.64436 44.594 44.594 8.17E-05 44.11 3058500

20249 HTDVLDAITTYLGIGSYR Unmodified _HTDVLDAITTYLGIGSYR_ CAPP2_MAIZE 3 665.67758 1994.0109 0.55191 0.74716 1.2999 124.16 124.16 1.00E+00 4.82 526670

20250 HTDVLDAITTYLGIGSYR Unmodified _HTDVLDAITTYLGIGSYR_ CAPP2_MAIZE 3 665.67758 1994.0109 0.51043 0.38552 0.89665 124.86 124.86 2.20E-01 28.42 463140

20251 HTDVLDAITTYLGIGSYR Unmodified _HTDVLDAITTYLGIGSYR_ CAPP2_MAIZE 3 665.67758 1994.0109 0.55399 0.22011 0.77523 125.17 125.17 1.00E+00 12.18 442690

20252 HTFLPFLIK Unmodified _HTFLPFLIK_ B4FQH0_MAIZE 2 558.33423 1114.6539 0.15338 -0.76474 -0.61136 89.824 89.824 1.01E-02 35.89 634060

20253 HTGPGLLSMANAGR Unmodified _HTGPGLLSMANAGR_ B6TIP7_MAIZE 2 691.35389 1380.6932 0.66147 0.1308 0.78377 58.28 58.28 1.49E-02 66.83 787460

20254 HTGPGLLSMANAGR Unmodified _HTGPGLLSMANAGR_ B6TIP7_MAIZE 3 461.23835 1380.6932 -0.18607 0.25635 0.063079 63.13 63.13 3.76E-01 28.44 1873900

20255 HTGPGLLSMANAGR Unmodified _HTGPGLLSMANAGR_ B6TIP7_MAIZE 2 691.35389 1380.6932 0.5776 -0.092021 0.47879 63.127 63.127 3.56E-04 64.84 618310

20256 HTGPGLLSMANAGR Oxidation (M) _HTGPGLLSM(ox)ANAGR_ B6TIP7_MAIZE 2 699.35134 1396.6881 0.63389 -0.2798 0.34968 45.812 45.812 5.36E-25 70.21 458370

20257 HTGPGLLSMANAGR Oxidation (M) _HTGPGLLSM(ox)ANAGR_ B6TIP7_MAIZE 3 466.56999 1396.6881 -0.073696 0.58009 0.50021 45.808 45.808 5.17E-02 38.86 1636700

20258 HTGPGLLSMANAGR Oxidation (M) _HTGPGLLSM(ox)ANAGR_ B6TIP7_MAIZE 3 466.56999 1396.6881 -0.23875 0.10232 -0.14238 49.732 49.732 3.82E-03 53.33 4505200

20259 HTGPGLLSMANAGR Oxidation (M) _HTGPGLLSM(ox)ANAGR_ B6TIP7_MAIZE 2 699.35134 1396.6881 0.58503 -0.1361 0.44512 49.718 49.718 2.44E-16 40.63 1102200

20260 HTGPGVLSMANAGPDTNGSQFFICTAQTPWLDGK Oxidation (M) _HTGPGVLSM(ox)ANAGPDTNGSQFFICTAQTPWLDGK_ B6SRE7_MAIZE 3 1197.8926 3590.6558 1.1494 0.7693 1.9325 110.91 110.91 3.06E-01 14.54 84245

20261 HTGSPIEECRPK Unmodified _HTGSPIEECRPK_ B6TVG1_MAIZE 3 470.89799 1409.6721 0.014835 -0.05789 -0.048743 31.847 31.847 9.42E-03 27.23 126780

20262 HTGVMGLFYILVADHAR Oxidation (M) _HTGVM(ox)GLFYILVADHAR_ B6SZN0_MAIZE 3 639.33309 1914.9774 0.41477 0.33802 0.75701 99.998 99.998 5.01E-03 47.56 801740

20263 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.25498 0.1253 0.39902 26.579 26.579 5.00E-02 12.28 326610

20264 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.6332 0.22361 0.87296 26.52 26.52 1.00E+00 8.32 131870

20265 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.20279 -0.43871 -0.21718 32.147 32.147 1.30E-03 32.83 950700

20266 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.6127 -0.21363 0.41777 32.142 32.142 1.00E+00 7.94 382060

20267 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.13472 0.25619 0.40855 24.981 24.981 5.00E-02 18.95 68765

20268 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.12623 -0.21986 -0.074834 31.043 31.043 1.22E-01 12.43 483880

20269 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.42141 0.52181 0.96001 30.967 30.967 1.00E+00 4.78 184110

20270 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.24522 0.20541 0.46895 27.344 27.344 1.22E-01 16.81 148000

20271 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.60347 0.028619 0.65004 27.252 27.252 9.85E-02 26.16 64177

20272 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.20376 -0.5673 -0.34394 33.51 33.51 1.30E-03 34.65 431660

20273 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.57944 0.11141 0.70765 33.531 33.531 6.17E-01 13.38 223740

20274 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.2774 0.14765 0.44352 26.652 26.652 2.94E-01 9.28 105690

20275 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.60222 0.22958 0.8497 26.553 26.553 2.92E-01 19.86 50690

20276 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.21064 0.026918 0.25573 32.631 32.631 5.00E-02 26.84 384620

20277 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.55491 -0.078296 0.49591 32.652 32.652 1.00E+00 4.33 194750

20278 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.29215 0.25954 0.56927 26.905 26.905 4.96E-02 26.25 74883

20279 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.62717 -0.12423 0.52301 26.789 26.789 1.00E+00 22.78 33612

20280 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.25042 0.382 0.65056 33.344 33.344 1.22E-01 19.14 247250

20281 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.54591 0.18882 0.75366 33.237 33.237 1.00E+00 15.92 111050
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20282 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.24095 -0.68632 -0.42644 27.179 27.179 3.10E-05 24.94 406920

20283 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.60891 -0.083496 0.54408 27.17 27.17 1.00E+00 24.53 235680

20284 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.23716 -0.67597 -0.41954 33.193 33.193 7.13E-03 29.75 1046500

20285 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.59189 -0.68114 -0.069022 33.183 33.183 4.33E-02 23.35 549770

20286 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.57889 -0.099019 0.49886 39.164 39.164 1.00E+00 1.01 335290

20287 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.19969 0.026029 0.24339 39.149 39.149 2.94E-01 21.71 928910

20288 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.13375 -0.92768 -0.77306 27.502 27.502 1.30E-03 29.78 2972500

20289 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.54339 -0.42059 0.14144 27.376 27.376 1.15E-01 38.82 706690

20290 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.1203 -1.0588 -0.91764 34.001 34.001 3.10E-05 36.56 8110900

20291 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 3 387.52321 1159.5478 0.5324 -0.59652 -0.045517 33.868 33.868 1.15E-01 33.44 1139500

20292 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.11426 -0.44301 -0.30894 39.94 39.94 1.22E-01 14.99 184890

20293 HTGVMVGMGQK Oxidation (M) _HTGVM(ox)VGMGQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.22007 0.41032 0.64886 31.4 31.4 5.87E-01 16.16 57797

20294 HTGVMVGMGQK Oxidation (M) _HTGVMVGM(ox)GQK_ B4F989_MAIZE 2 580.78118 1159.5478 0.19713 0.2675 0.4825 29.092 29.092 5.87E-01 3.61 9185.7

20295 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.3277 -0.16263 0.18668 26.35 26.35 3.83E-01 8.9 50324

20296 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.21704 -0.42804 -0.18863 37.539 37.539 4.39E-03 12.43 3426200

20297 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 3 392.85485 1175.5427 0.48303 -0.092028 0.41352 37.542 37.542 1.00E+00 16.6 1283300

20298 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.28109 0.68058 0.98236 30.901 30.901 1.00E+00 3.61 57994

20299 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.16108 0.57509 0.7568 37.142 37.142 3.35E-02 27.83 405700

20300 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.2731 0.21602 0.51019 21.808 21.808 1.00E+00 2.66 73317

20301 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.30958 0.31804 0.6482 21.536 21.536 1.00E+00 9.82 93025

20302 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.383 -0.1175 0.28821 26.423 26.423 8.56E-02 13.62 16484

20303 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.3362 -0.39482 -0.037038 32.559 32.559 1.00E+00 4.05 61016

20304 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.25776 -0.052852 0.22705 38.897 38.897 7.14E-04 29.13 311210

20305 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.43341 -0.48064 -0.025149 26.552 26.552 1.00E+00 0.26 12038

20306 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.26532 -0.04724 0.23943 22.202 22.202 1.30E-02 14.85 286770

20307 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.30223 -0.096579 0.22685 27.149 27.149 4.24E-01 2.52 69012

20308 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.31342 -0.074461 0.26006 33.165 33.165 8.56E-02 9.5 179190

20309 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.22426 -0.20376 0.042424 39.169 39.169 1.30E-02 14.11 2103400

20310 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 3 392.85485 1175.5427 0.49088 -0.379 0.1352 39.201 39.201 4.33E-02 32.72 863000

20311 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.15349 -0.82625 -0.64956 21.735 21.735 7.14E-04 24.92 1527000

20312 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.24033 -0.27502 -0.012127 25.47 25.47 1.00E+00 2.76 11653

20313 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.1736 -0.46897 -0.27243 27.183 27.183 7.41E-01 3.19 57425

20314 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.23429 0.012507 0.26923 29.778 29.778 3.83E-01 9.64 50849

20315 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.1592 -0.25801 -0.077281 35.075 35.075 7.60E-01 16.6 211750
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20316 HTGVMVGMGQK 2 Oxidation (M) _HTGVM(ox)VGM(ox)GQK_ B4F989_MAIZE 2 588.77863 1175.5427 0.23729 0.15919 0.41888 23.855 23.855 7.41E-01 3.29 6018.4

20317 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.12972 -0.71203 -0.56566 37.529 37.529 4.43E-05 48.14 6410300

20318 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.63911 -0.49603 0.16015 37.544 37.544 1.15E-01 29.41 2717000

20319 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.090634 -0.10137 0.0054766 37.183 37.183 1.47E-01 21.8 916470

20320 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.47893 -0.37596 0.11883 37.153 37.153 2.92E-01 21.08 546910

20321 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.1371 -0.17277 -0.019675 39.666 39.666 1.47E-01 29.1 1150300

20322 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.59035 -1.0848 -0.47726 39.67 39.67 1.00E+00 11.91 588370

20323 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.16937 -0.60989 -0.42358 38.896 38.896 4.48E-03 34.82 559560

20324 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.57483 -0.20502 0.38577 38.907 38.907 1.00E+00 14.52 320070

20325 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.10956 -0.13212 -0.0070453 39.434 39.434 4.43E-05 47.88 885840

20326 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.54488 -0.20033 0.36002 39.424 39.424 6.17E-01 27.61 482690

20327 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.62356 -0.62446 0.014774 39.174 39.174 1.15E-01 28.44 2516400

20328 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.11321 -0.30615 -0.17752 39.178 39.178 3.57E-04 37.9 4546000

20329 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.037211 -0.88154 -0.82684 40.056 40.056 4.43E-05 52.59 31707000

20330 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 3 382.19157 1143.5529 0.54393 -1.0162 -0.45467 40.065 40.065 2.92E-01 26.4 10024000

20331 HTGVMVGMGQK Unmodified _HTGVMVGMGQK_ B4F989_MAIZE 2 572.78372 1143.5529 0.10925 -0.97834 -0.85183 41.771 41.771 4.96E-02 24.59 48565

20332 HTIILMQPSQNR Oxidation (M) _HTIILM(ox)QPSQNR_ B6T273_MAIZE 3 485.25752 1452.7507 -0.22839 -0.27004 -0.50741 45.362 45.362 1.00E+00 20.33 262000

20333 HTIILMQPSQNR Oxidation (M) _HTIILM(ox)QPSQNR_ B6T273_MAIZE 2 727.38264 1452.7507 0.73614 0.21318 0.93796 45.353 45.353 1.63E-05 47.57 38638

20334 HTIILMQPSQNR Unmodified _HTIILMQPSQNR_ B6T273_MAIZE 3 479.92588 1436.7558 -0.17093 -0.19061 -0.37538 55.322 55.322 1.00E+00 3.11 32115

20335 HTNIATSLLGHIK Unmodified _HTNIATSLLGHIK_ B6U7R7_MAIZE 3 468.93678 1403.7885 -0.4324 68.61 68.61 1.10E-01 36.84

20336 HTPEGAALEADWNAK Unmodified _HTPEGAALEADWNAK_ TKTC_MAIZE B4 2 805.38389 1608.7532 1.0303 -0.00301 1.008 60.631 60.631 2.37E-16 75.97 511420

20337 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.58563 -0.36171 0.23317 69.098 69.098 1.06E-02 33.18 4207800

20338 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 2 1024.4952 2046.9759 1.2032 -0.03293 1.1798 69.095 69.095 4.65E-12 74.68 662570

20339 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.58436 -0.21333 0.38093 69.937 69.937 1.00E+00 1.08 1470600

20340 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.59617 -0.15368 0.45211 70.558 70.558 1.31E-01 29.22 1811800

20341 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.61327 -0.29106 0.33257 70.128 70.128 2.47E-02 34 1870200

20342 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.58965 -0.31936 0.28074 70.178 70.178 2.47E-02 34.14 1184700

20343 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.52431 -0.42901 0.10556 70.249 70.249 6.30E-02 46.13 21245000

20344 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 2 1024.4952 2046.9759 1.2088 -0.093877 1.1248 70.24 70.24 3.87E-04 64.31 2589900

20345 HTPGTFTNQLQTSFSEPR Unmodified _HTPGTFTNQLQTSFSEPR_ B4FTD2_MAIZE 3 683.33258 2046.9759 0.53808 -0.17116 0.37634 70.051 70.051 9.13E-03 58.78 2385200

20346 HTPLLKPK Unmodified _HTPLLKPK_ B4FGH7_MAIZE 3 311.86752 932.58074 1.4661 0.4514 1.8978 28.247 28.247 2.09E-01 33.07 62545

20347 HTPPPHMKPPPPPAAATGK Oxidation (M) _HTPPPHM(ox)KPPPPPAAATGK_ B4FIZ5_MAIZE 4 487.00827 1944.004 0.050175 -0.52585 -0.47755 32.504 32.504 1.00E+00 4.35 43504

20348 HTPPPHMKPPPPPAAATGK Oxidation (M) _HTPPPHM(ox)KPPPPPAAATGK_ B4FIZ5_MAIZE 4 487.00827 1944.004 -0.075044 -0.50677 -0.58305 32.962 32.962 3.44E-01 18.8 347050

20349 HTPPPHMKPPPPPAAATGK Oxidation (M) _HTPPPHM(ox)KPPPPPAAATGK_ B4FIZ5_MAIZE 4 487.00827 1944.004 0.045922 -0.30327 -0.25904 30.236 30.236 5.65E-01 9.35 98426
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20350 HTPPPHMKPPPPPAAATGK Unmodified _HTPPPHMKPPPPPAAATGK_ B4FIZ5_MAIZE 4 483.00954 1928.0091 -0.068387 -0.53919 -0.61086 41.163 41.163 9.22E-01 7.63 400460

20351 HVAHVTFDR Unmodified _HVAHVTFDR_ B6U9Y9_MAIZE 3 361.18944 1080.5465 0.88786 -0.42534 0.47766 35.155 35.155 2.35E-02 32.35 430030

20352 HVALPGLIR Unmodified _HVALPGLIR_ B4FFR3_MAIZE 2 488.30854 974.60253 -0.16333 -0.32693 -0.50098 66.177 66.177 1.01E-02 22.23 309190

20353 HVDNLDVVDR Unmodified _HVDNLDVVDR_ B6SHX4_MAIZE 2 591.2991 1180.5836 0.11504 0.3958 0.52172 48.109 48.109 5.45E-09 73.28 198590

20354 HVDNLDVVDR Unmodified _HVDNLDVVDR_ B6SHX4_MAIZE 2 591.2991 1180.5836 0.23407 -6.8259 -6.5686 47.681 47.681 1.62E-03 27.77 446070

20355 HVDNLDVVDR Unmodified _HVDNLDVVDR_ B6SHX4_MAIZE 2 591.2991 1180.5836 0.15281 0.003717 0.16784 51.022 51.022 5.76E-06 73.59 2387600

20356 HVDTGGYLHSHNK Unmodified _HVDTGGYLHSHNK_ B6TVP8_MAIZE 4 366.92992 1463.6906 0.97891 -0.1764 0.80681 29.369 29.369 9.36E-01 16.35 162700

20357 HVDTGGYLHSHNK Unmodified _HVDTGGYLHSHNK_ B6TVP8_MAIZE 3 488.90413 1463.6906 -0.034057 0.28681 0.25635 29.361 29.361 4.23E-03 25.18 232220

20358 HVDTGGYLHSHSK Unmodified _HVDTGGYLHSHSK_ B6TD22_MAIZE 3 479.9005 1436.6797 0.010708 0.10952 0.12645 29.849 29.849 1.28E-01 18.68 44852

20359 HVEEDLR Unmodified _HVEEDLR_ B4FSS8_MAIZE 2 449.22487 896.43519 0.037589 -0.074385 -0.053225 28.246 28.246 8.04E-02 23.02 201420

20360 HVEVPVPSAK Unmodified _HVEVPVPSAK_ B6T2P8_MAIZE 2 531.80075 1061.5869 -0.067448 -0.33747 -0.4048 47.439 47.439 4.40E-05 50.87 1976900

20361 HVFGVAAGYR Unmodified _HVFGVAAGYR_ B4FAW1_MAIZE 2 538.78543 1075.5563 0.077571 -0.19671 -0.1122 50.674 50.674 1.45E-01 11.35 733680

20362 HVGGDMFASVPAGDAILMK 2 Oxidation (M) _HVGGDM(ox)FASVPAGDAILM(ox)K_ B6TKG5_MAIZE 3 649.98162 1946.923 0.40893 -0.23776 0.17847 73.249 73.249 2.45E-02 27.27 2897400

20363 HVGGDMFASVPAGDAILMK Oxidation (M) _HVGGDMFASVPAGDAILM(ox)K_ B6TKG5_MAIZE 3 644.64998 1930.9281 0.36353 -0.17883 0.19075 83.65 83.65 1.00E+00 3.74 2089000

20364 HVGGDMFK Oxidation (M) _HVGGDM(ox)FK_ B6TG62_MAIZE 2 453.71055 905.40654 -0.54672 26.651 26.651 1.20E-01 14.08

20365 HVGHLGGALSK Unmodified _HVGHLGGALSK_ B6TJ63_MAIZE 3 359.20509 1074.5934 0.94702 -0.28394 0.66601 31.307 31.307 3.00E-03 39.45 894940

20366 HVHAAAAAAAASK Unmodified _HVHAAAAAAAASK_ B4FST4_MAIZE 2 588.31763 1174.6207 0.33199 0.047432 0.34752 22.67 22.67 9.54E-02 22.42 10303

20367 HVIAATIGLK Unmodified _HVIAATIGLK_ B6SJ11_MAIZE 2 511.82148 1021.6284 -0.17537 0.041131 -0.14711 56.999 56.999 1.45E-01 8.96 992780

20368 HVIEALLPLLR Unmodified _HVIEALLPLLR_ B6T3T7_MAIZE 2 637.40317 1272.7918 0.39175 0.33014 0.69735 99.734 99.734 4.43E-05 43.23 657900

20369 HVIEEYR Unmodified _HVIEEYR_ B6SXV4_MAIZE 2 473.24307 944.47158 0.11322 -1.7259 -1.6335 34.343 34.343 4.46E-01 11.9 86097

20370 HVIEEYRK Unmodified _HVIEEYRK_ B6SXV4_MAIZE 3 358.52946 1072.5665 1.0409 0.47775 1.4868 27.221 27.221 1.37E-01 18.82 106260

20371 HVIEEYRK Unmodified _HVIEEYRK_ B6SXV4_MAIZE 3 358.52946 1072.5665 1.0006 0.053325 1.0236 27.269 27.269 6.27E-01 15.34 29268

20372 HVILQSVR Unmodified _HVILQSVR_ B4FVD6_MAIZE 2 476.29035 950.56615 -0.045851 -0.075335 -0.12475 38.38 38.38 1.65E-01 24.69 791620

20373 HVILQSVR Unmodified _HVILQSVR_ B4FVD6_MAIZE 2 476.29035 950.56615 -0.12102 0.18949 0.066076 41.257 41.257 7.88E-01 26.07 19785

20374 HVILQSVR Unmodified _HVILQSVR_ B4FVD6_MAIZE 2 476.29035 950.56615 -0.042491 -0.001088 -0.046318 38.682 38.682 7.88E-01 0.55 349540

20375 HVITTQTEHK Unmodified _HVITTQTEHK_ B4FLP7_MAIZE 3 398.54729 1192.62 0.55193 -0.37159 0.18505 18.947 18.947 5.86E-01 5.6 12965

20376 HVLDVTGVTIDPTSLFDIQIK Unmodified _HVLDVTGVTIDPTSLFDIQIK_ B5AMJ8_MAIZE 3 771.08965 2310.2471 0.84798 0.059858 0.92137 121.63 121.63 2.85E-04 46.08 2075000

20377 HVLDVTGVTIDPTSLFDIQIK Unmodified _HVLDVTGVTIDPTSLFDIQIK_ B5AMJ8_MAIZE 3 771.08965 2310.2471 0.88536 0.044593 0.94406 122.23 122.23 2.43E-04 55.62 576250

20378 HVLDVTGVTIDPTSLFDIQIK Unmodified _HVLDVTGVTIDPTSLFDIQIK_ B5AMJ8_MAIZE 3 771.08965 2310.2471 0.94817 -0.5811 0.38262 123.11 123.11 1.07E-02 17.84 149230

20379 HVLFTEAK Unmodified _HVLFTEAK_ B6T030_MAIZE 2 472.76363 943.51272 -0.23484 0.27899 0.037937 41.914 41.914 1.90E-02 37.61 328580

20380 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.23537 -0.025478 0.18839 49.079 49.079 9.32E-03 30.17 11243000

20381 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.026549 -0.065947 -0.059944 53.767 53.767 9.32E-03 40.18 538910

20382 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.1385 0.43867 0.55481 50.007 50.007 4.49E-02 29.02 1586100

20383 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.27009 0.013468 0.26217 51.888 51.888 4.49E-02 33.45 3334300
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20384 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.20274 -0.11326 0.067476 51.195 51.195 9.32E-03 33.43 5147700

20385 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.13866 -0.066247 0.050477 51.811 51.811 8.04E-02 30.83 6774000

20386 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.21036 -0.31694 -0.1268 51.213 51.213 9.32E-03 33.49 10859000

20387 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.18106 -0.249 -0.088063 52.02 52.02 9.32E-03 36.02 12563000

20388 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.21849 -0.66874 -0.47008 50.025 50.025 9.32E-03 38.3 8189100

20389 HVLLAIR Unmodified _HVLLAIR_ B6SZ05_MAIZE 2 411.27143 820.52831 0.021275 0.1721 0.17044 53.711 53.711 9.32E-03 36.51 25536000

20390 HVLLLDPVLGTGNSVAQAIDLLIR Unmodified _HVLLLDPVLGTGNSVAQAIDLLIR_ B6T7J2_MAIZE 3 843.1584 2526.4534 1.1073 0.13395 1.2388 128.08 128.08 4.64E-07 56.24 645740

20391 HVLTSIGEK Unmodified _HVLTSIGEK_ B4FNQ8_MAIZE 2 492.27965 982.54475 -0.14161 1.0109 0.86048 38.793 38.793 1.00E+00 1.06 17533

20392 HVLTSIGEK Unmodified _HVLTSIGEK_ B4FNQ8_MAIZE 2 492.27965 982.54475 -0.19177 0.11841 -0.081061 40.835 40.835 3.32E-02 24.83 1647400

20393 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.65655 0.12957 0.79422 22.838 22.838 4.49E-02 28.65 189750

20394 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.4744 0.53132 1.0132 21.157 21.157 7.83E-01 15.37 15209

20395 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.63914 0.3529 0.99946 23.096 23.096 4.46E-01 31.83 43546

20396 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.63818 0.36984 1.0154 22.822 22.822 4.49E-02 33.56 54460

20397 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.62063 0.40627 1.0355 22.703 22.703 7.83E-01 13.97 30815

20398 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.67686 0.2004 0.88545 23.503 23.503 1.86E-01 18.16 24111

20399 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.60181 0.36919 0.97856 23.209 23.209 7.83E-01 15.46 52724

20400 HVLVDGK Unmodified _HVLVDGK_ B4FMI5_MAIZE 2 384.22415 766.43374 0.68784 0.12309 0.819 22.995 22.995 4.46E-01 28.9 211190

20401 HVLVILTDMSSYADALR Oxidation (M) _HVLVILTDM(ox)SSYADALR_ B6T9C0_MAIZE 3 640.66803 1918.9822 0.43398 0.16426 0.59238 88.19 88.19 5.98E-03 33.28 1831500

20402 HVLVILTDMSSYADALR Oxidation (M) _HVLVILTDM(ox)SSYADALR_ B6T9C0_MAIZE 2 960.4984 1918.9822 1.2386 0.29454 1.5274 88.23 88.23 1.85E-116 112.53 624660

20403 HVLVILTDMSSYADALR Unmodified _HVLVILTDMSSYADALR_ B6T9C0_MAIZE 3 635.33639 1902.9873 0.4592 -0.21707 0.23493 114.44 114.44 1.00E+00 4.25 574470

20404 HVMIAAHGNSLR Oxidation (M) _HVM(ox)IAAHGNSLR_ B4FDU0_MAIZE 3 441.23131 1320.6721 0.029501 0.23426 0.25041 35.421 35.421 8.36E-03 40.38 172640

20405 HVMIAAHGNSLR Oxidation (M) _HVM(ox)IAAHGNSLR_ B4FDU0_MAIZE 3 441.23131 1320.6721 0.12355 -0.11096 0.00071378 32.703 32.703 1.37E-08 57.33 374570

20406 HVPAALDVLSDILQHPR Unmodified _HVPAALDVLSDILQHPR_ B4FR35_MAIZE 3 627.68289 1880.0268 0.35078 0.04392 0.39159 110.76 110.76 5.28E-02 16.96 68646

20407 HVPAALDVLSDILQHPR Unmodified _HVPAALDVLSDILQHPR_ B4FR35_MAIZE 3 627.68289 1880.0268 0.50158 -0.30696 0.1916 111.9 111.9 1.19E-02 18.89 75355

20408 HVPAALDVLSDILQHPR Unmodified _HVPAALDVLSDILQHPR_ B4FR35_MAIZE 3 627.68289 1880.0268 0.41778 -0.14676 0.2673 112.62 112.62 9.12E-18 72.22 461200

20409 HVPVTFAGTR Unmodified _HVPVTFAGTR_ B6SMX7_MAIZE 2 542.79854 1083.5825 -0.066976 0.040942 -0.0055316 48.094 48.094 3.43E-01 17.33 918050

20410 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.11438 -0.49285 -0.38003 42.665 42.665 3.13E-03 45.43 3168100

20411 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.14583 -0.58315 -0.43779 49.746 49.746 1.00E+00 1.66 3595700

20412 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.013794 0.030395 0.042467 42.49 42.49 1.01E-02 30.36 553600

20413 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.11127 0.14498 0.2535 52.082 52.082 7.18E-01 1.06 2024500

20414 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.16753 0.11961 0.2859 44.293 44.293 1.01E-02 33.5 557310

20415 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.043462 0.083449 0.12593 45.046 45.046 9.73E-03 32.67 511760

20416 HVTFENVER Unmodified _HVTFENVER_ B4FQ28_MAIZE 2 565.78309 1129.5516 0.047371 -0.21696 -0.17011 42.939 42.939 1.01E-02 33.14 1772400

20417 HVVDETFAANK Unmodified _HVVDETFAANK_ B6SUP3_MAIZE 2 615.8093 1229.6041 0.25371 -0.082293 0.17052 43.476 43.476 4.96E-02 6.08 15728000
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20418 HVVFGK Unmodified _HVVFGK_ B6TIP7_MAIZE 2 343.70285 685.39115 1.291 -0.21649 1.0945 28.753 28.753 1.00E+00 1.6 17155

20419 HVVFGK Unmodified _HVVFGK_ B6TIP7_MAIZE 2 343.70285 685.39115 1.2768 0.16349 1.4582 28.091 28.091 1.00E+00 5.84 26479

20420 HVVFGK Unmodified _HVVFGK_ B6TIP7_MAIZE 2 343.70285 685.39115 1.2831 -0.56307 0.73953 28.763 28.763 9.46E-01 11.22 27682

20421 HVVFGK Unmodified _HVVFGK_ B6TIP7_MAIZE 2 343.70285 685.39115 1.2006 -0.086257 1.1332 28.988 28.988 5.26E-01 13.34 96134

20422 HVVFGK Unmodified _HVVFGK_ B6TIP7_MAIZE 2 343.70285 685.39115 0.93102 0.28706 1.2382 30.991 30.991 2.64E-01 20.74 835320

20423 HVVFGQVLEGMDVVSLIESQETDR Oxidation (M) _HVVFGQVLEGM(ox)DVVSLIESQETDR_ B6TCE9_MAIZE 3 901.78133 2702.3221 1.1479 -0.024714 1.1339 127.53 127.53 6.81E-03 48.7 41445

20424 HVVFGQVLEGMDVVSLIESQETDR Oxidation (M) _HVVFGQVLEGM(ox)DVVSLIESQETDR_ B6TCE9_MAIZE 3 901.78133 2702.3221 1.2014 -1.6746 -0.4611 125.83 125.83 2.84E-01 14.43 95124

20425 HVVFGQVLEGMDVVSLIESQETDR Oxidation (M) _HVVFGQVLEGM(ox)DVVSLIESQETDR_ B6TCE9_MAIZE 3 901.78133 2702.3221 1.0905 -0.15421 0.94731 127.92 127.92 4.64E-07 64.54 499130

20426 HVVFGQVLEGMDVVSLIESQETDRGDRPK Oxidation (M) _HVVFGQVLEGM(ox)DVVSLIESQETDRGDRPK_ B6TCE9_MAIZE 4 814.91212 3255.6194 0.92691 -0.022331 0.9123 129.81 129.81 1.90E-13 49.72 2253000

20427 HVVFGQVLEGMDVVSLIESQETDRGDRPK Oxidation (M) _HVVFGQVLEGM(ox)DVVSLIESQETDRGDRPK_ B6TCE9_MAIZE 5 652.13115 3255.6194 0.41978 -0.068712 0.35853 129.81 129.81 3.90E-02 22.74 1671400

20428 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 2 829.93217 1657.8498 1.0223 0.01306 1.0633 69.352 69.352 3.13E-13 31.38 46026

20429 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 3 553.62387 1657.8498 -0.082456 0.11319 0.057385 69.402 69.402 1.00E+00 11.11 331400

20430 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 3 553.62387 1657.8498 0.0038361 0.10064 0.13153 67.224 67.224 7.60E-01 20.64 2848300

20431 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 2 829.93217 1657.8498 1.0436 -0.10143 0.96913 67.248 67.248 5.74E-56 77.62 578410

20432 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 2 829.93217 1657.8498 0.94528 0.32193 1.2938 66.459 66.459 2.33E-79 77.53 1503300

20433 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 2 829.93217 1657.8498 0.96039 0.015512 1.0033 66.999 66.999 2.33E-79 60.7 1643300

20434 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 3 553.62387 1657.8498 -0.084165 -0.60947 -0.66601 68.753 68.753 4.35E-01 15.82 16999000

20435 HVVFGQVVEGMDVVK Oxidation (M) _HVVFGQVVEGM(ox)DVVK_ B4FZZ2_MAIZE 3 553.62387 1657.8498 -0.084825 -0.60042 -0.65671 69.456 69.456 2.19E-02 30.24 23441000

20436 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 3 548.29223 1641.8549 0.0025379 0.1568 0.1841 81.635 81.635 1.00E+00 14.23 1969500

20437 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 2 821.93471 1641.8549 1.0035 -0.50587 0.52342 81.567 81.567 6.53E-30 67.13 555030

20438 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 2 821.93471 1641.8549 0.9724 -0.090955 0.90658 82.057 82.057 2.70E-56 112.39 2337300

20439 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 3 548.29223 1641.8549 -0.047931 0.17216 0.14934 82.112 82.112 1.00E+00 24.07 8171500

20440 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 3 548.29223 1641.8549 -0.10204 -0.25482 -0.33192 84.307 84.307 1.98E-01 31.37 18683000

20441 HVVFGQVVEGMDVVK Unmodified _HVVFGQVVEGMDVVK_ B4FZZ2_MAIZE 2 821.93471 1641.8549 0.99498 -0.41622 0.60423 85.896 85.896 1.02E-23 65.29 140770

20442 HVVFGQVVEGMDVVKAIEK Oxidation (M) _HVVFGQVVEGM(ox)DVVKAIEK_ B4FZZ2_MAIZE 3 700.71011 2099.1085 0.6482 -0.33878 0.32121 85.941 85.941 5.45E-03 27.28 159580

20443 HVVLITNVKPGK Unmodified _HVVLITNVKPGK_ B6T3D4_MAIZE 3 435.60648 1303.7976 0.092742 0.1026 0.19445 45.563 45.563 2.42E-04 26.93 817900

20444 HVVLITNVKPGK Unmodified _HVVLITNVKPGK_ B6T3D4_MAIZE 3 435.60648 1303.7976 0.024555 0.012968 0.038527 46.519 46.519 4.69E-06 38.63 2209300

20445 HVVLQSIR Unmodified _HVVLQSIR_ B4FDN9_MAIZE 2 476.29035 950.56615 -0.19278 0.2463 0.051003 43.498 43.498 7.88E-01 9.36 78918

20446 HVVLQSIR Unmodified _HVVLQSIR_ B4FDN9_MAIZE 2 476.29035 950.56615 -0.1678 0.1842 0.013921 40.551 40.551 1.90E-02 31.12 519020

20447 HVVLQSIR Unmodified _HVVLQSIR_ B4FDN9_MAIZE 2 476.29035 950.56615 -0.029382 0.000252 -0.03221 42.996 42.996 2.92E-02 38.67 387340

20448 HVVLQSIR Unmodified _HVVLQSIR_ B4FDN9_MAIZE 2 476.29035 950.56615 -0.025792 -0.008893 -0.037062 42.344 42.344 3.48E-02 39.19 545750

20449 HVVLQSIR Unmodified _HVVLQSIR_ B4FDN9_MAIZE 2 476.29035 950.56615 -0.079156 -0.051584 -0.1334 41.021 41.021 1.90E-02 39.36 1045400

20450 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 0.0054401 -0.11585 -0.11333 57.382 57.382 1.84E-08 33.59 6100200

20451 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 -0.027444 -0.34918 -0.37907 62.592 62.592 4.40E-03 16.47 32395
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20452 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 0.021346 -0.18837 -0.16968 59.584 59.584 3.01E-06 32.3 1683900

20453 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 0.048422 -0.16194 -0.11616 58.99 58.99 1.84E-08 37.51 1100200

20454 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 0.025585 -0.11114 -0.087743 59.531 59.531 3.01E-06 31.36 639140

20455 HVVQDLKPDIQISK Unmodified _HVVQDLKPDIQISK_ B6SJ21_MAIZE 3 540.64203 1618.9043 -0.062995 -0.096709 -0.16218 59.643 59.643 2.65E-04 31.84 6768800

20456 HVVQDLKPDIQVSK Unmodified _HVVQDLKPDIQVSK_ B4FKM1_MAIZE 3 535.97015 1604.8886 0.008673 -0.12275 -0.11172 52.935 52.935 1.77E-06 30.36 5052200

20457 HVVQDLKPDIQVSK Unmodified _HVVQDLKPDIQVSK_ B4FKM1_MAIZE 3 535.97015 1604.8886 -0.059625 0.31802 0.26083 53.587 53.587 2.74E-10 31.26 1400200

20458 HVVQDLKPDIQVSK Unmodified _HVVQDLKPDIQVSK_ B4FKM1_MAIZE 3 535.97015 1604.8886 0.022268 -0.15304 -0.12732 55.276 55.276 9.21E-03 21.96 1246200

20459 HVVQDLKPDIQVSK Unmodified _HVVQDLKPDIQVSK_ B4FKM1_MAIZE 3 535.97015 1604.8886 0.030532 -0.22595 -0.1918 54.612 54.612 8.17E-05 25.18 1174500

20460 HVVQDLKPDIQVSK Unmodified _HVVQDLKPDIQVSK_ B4FKM1_MAIZE 3 535.97015 1604.8886 -0.062595 0.20638 0.14548 55.592 55.592 9.21E-03 19.86 4493800

20461 HVVSLGDLR Unmodified _HVVSLGDLR_ Q575Z7_MAIZE 2 498.28527 994.55598 0.0066854 -0.19824 -0.18618 55.333 55.333 3.21E-03 40.42 954710

20462 HVVSLGDLR Unmodified _HVVSLGDLR_ Q575Z7_MAIZE 2 498.28527 994.55598 -0.15315 -0.16936 -0.31736 56.103 56.103 3.89E-04 53.4 333190

20463 HVVSLGDLR Unmodified _HVVSLGDLR_ Q575Z7_MAIZE 2 498.28527 994.55598 -0.00056716 -0.077087 -0.072505 57.707 57.707 3.32E-02 26.5 207280

20464 HVVVEGELTK Unmodified _HVVVEGELTK_ EIF3A_MAIZE 2 555.81131 1109.6081 0.12364 -0.19409 -0.066683 40.146 40.146 1.84E-04 32.37 970280

20465 HVVVEGELTK Unmodified _HVVVEGELTK_ EIF3A_MAIZE 2 555.81131 1109.6081 0.026192 -0.28672 -0.25668 39.902 39.902 1.25E-02 31.69 210210

20466 HWILDPIDGTK Unmodified _HWILDPIDGTK_ B6T613_MAIZE 2 647.84314 1293.6717 0.35589 -0.093514 0.26381 83.44 83.44 3.57E-04 32.72 2882500

20467 HWMLDK Unmodified _HWMLDK_ B4FMI5_MAIZE 2 415.2049 828.39524 0.26651 0.15011 0.4016 48.099 48.099 2.78E-01 30.04 3112800

20468 HWMLDK Oxidation (M) _HWM(ox)LDK_ B4FMI5_MAIZE 2 423.20236 844.39016 0.2234 0.33201 0.54482 37.706 37.706 2.05E-01 32.05 264800

20469 HWQNYVK Unmodified _HWQNYVK_ B6T5F2_MAIZE 2 487.74578 973.477 -0.13159 -0.033958 -0.17562 40.565 40.565 8.04E-02 25.71 274610

20470 HWQNYVK Unmodified _HWQNYVK_ B6T5F2_MAIZE 2 487.74578 973.477 -0.087676 -0.32572 -0.42428 42.445 42.445 1.86E-01 13.1 547280

20471 HWQNYVK Unmodified _HWQNYVK_ B6T5F2_MAIZE 2 487.74578 973.477 -0.10661 -0.3301 -0.44666 43.025 43.025 1.86E-01 19.47 422520

20472 HWQNYVK Unmodified _HWQNYVK_ B6T5F2_MAIZE 2 487.74578 973.477 -0.17505 -0.49831 -0.68274 41.01 41.01 4.49E-02 29.31 3942200

20473 HWVLDPIDGTK Unmodified _HWVLDPIDGTK_ Q94G04_MAIZE 2 640.83532 1279.6561 0.31903 -0.26664 0.060662 76.686 76.686 4.48E-03 25.56 877300

20474 HWVVAEILR Unmodified _HWVVAEILR_ B4FMH4_MAIZE 2 561.82456 1121.6346 0.067893 -0.26587 -0.20859 82.783 82.783 1.12E-01 32.95 75242

20475 HYADLASK Unmodified _HYADLASK_ B4FK49_MAIZE 2 452.72979 903.44503 -0.12335 0.50114 0.34879 31.8 31.8 2.92E-02 33.39 154450

20476 HYAHVDCPGHADYVK Unmodified _HYAHVDCPGHADYVK_ B4FH57_MAIZE 4 442.95196 1767.7787 0.085843 -0.11858 -0.024862 38.558 38.558 8.47E-02 25.81 1662500

20477 HYAHVDCPGHADYVK Unmodified _HYAHVDCPGHADYVK_ B4FH57_MAIZE 3 590.26685 1767.7787 0.28515 -0.37218 -0.078094 40.522 40.522 1.65E-10 38.85 294390

20478 HYAHVDCPGHADYVK Unmodified _HYAHVDCPGHADYVK_ B4FH57_MAIZE 4 442.95196 1767.7787 0.0098643 0.030798 0.048517 41.437 41.437 8.47E-02 16.43 4010400

20479 HYETGETLPEEIYAK Unmodified _HYETGETLPEEIYAK_ B4FW57_MAIZE 2 890.42542 1778.8363 1.0886 0.1003 1.1677 66.629 66.629 2.40E-39 79.5 539290

20480 HYFQNTQGLIFVVDSNDR Unmodified _HYFQNTQGLIFVVDSNDR_ B4FIX8_MAIZE 3 718.35187 2152.0338 0.69271 0.078521 0.77812 91.313 91.313 2.47E-02 46.5 1306200

20481 HYFQNTQGLIFVVDSNDRDR Unmodified _HYFQNTQGLIFVVDSNDRDR_ B4FIX8_MAIZE 3 808.72788 2423.1618 0.95084 0.27779 1.2345 86.303 86.303 5.91E-04 27.6 651550

20482 HYIEFWK Unmodified _HYIEFWK_ CAPP2_MAIZE 2 511.75835 1021.5022 -0.026877 -0.010053 -0.053152 69.1 69.1 4.49E-02 20.75 4756500

20483 HYIEFWK Unmodified _HYIEFWK_ CAPP2_MAIZE 2 511.75835 1021.5022 -0.12821 0.14382 -0.0017058 70.131 70.131 4.49E-02 24.68 2326600

20484 HYIEFWK Unmodified _HYIEFWK_ CAPP2_MAIZE 2 511.75835 1021.5022 -0.13705 70.7 70.7 1.21E-03 21.96

20485 HYIEFWK Unmodified _HYIEFWK_ CAPP2_MAIZE 2 511.75835 1021.5022 -0.010603 0.041019 0.013523 70.348 70.348 8.04E-02 13.95 415230
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20486 HYIFYGQR Unmodified _HYIFYGQR_ B6ST71_MAIZE 2 542.27216 1082.5298 0.0293 0.061658 0.08186 49.479 49.479 5.06E-02 12.6 838090

20487 HYIFYGQR Unmodified _HYIFYGQR_ B6ST71_MAIZE 2 542.27216 1082.5298 -0.11798 -0.24989 -0.37655 49.725 49.725 1.90E-02 26.27 349390

20488 HYIFYGQR Unmodified _HYIFYGQR_ B6ST71_MAIZE 2 542.27216 1082.5298 0.12066 0.33119 0.44263 51.833 51.833 1.65E-01 15.38 513910

20489 HYIFYGQR Unmodified _HYIFYGQR_ B6ST71_MAIZE 2 542.27216 1082.5298 0.10231 0.15078 0.24342 51.088 51.088 1.65E-01 13.67 263610

20490 HYIFYGQR Unmodified _HYIFYGQR_ B6ST71_MAIZE 2 542.27216 1082.5298 -0.026625 0.59706 0.56078 51.806 51.806 5.06E-02 18.57 1114800

20491 HYLPNK Unmodified _HYLPNK_ B4FFZ7_MAIZE 2 386.21104 770.40752 0.63218 1.2311 1.8294 25.355 25.355 2.78E-01 19.9 246470

20492 HYLPNK Unmodified _HYLPNK_ B4FFZ7_MAIZE 2 386.21104 770.40752 0.65454 -3.119 -2.4865 25.857 25.857 9.46E-01 23.84 10608

20493 HYLPNK Unmodified _HYLPNK_ B4FFZ7_MAIZE 2 386.21104 770.40752 0.34092 0.68769 0.99641 28.506 28.506 2.64E-01 20.73 93697

20494 HYLPVDVIK Unmodified _HYLPVDVIK_ B6ST04_MAIZE 2 542.31349 1082.6124 0.098692 -0.063967 0.030897 64.451 64.451 1.01E-02 22.86 609260

20495 HYLPVDVIK Unmodified _HYLPVDVIK_ B6ST04_MAIZE 2 542.31349 1082.6124 -0.041338 0.50388 0.45809 65.452 65.452 1.01E-02 35.93 207010

20496 HYLPVDVIK Unmodified _HYLPVDVIK_ B6ST04_MAIZE 2 542.31349 1082.6124 0.087225 -0.0106 0.072232 66.318 66.318 7.18E-01 6.63 225930

20497 HYLPVDVIK Unmodified _HYLPVDVIK_ B6ST04_MAIZE 2 542.31349 1082.6124 0.03507 -0.005543 0.025021 66.054 66.054 1.01E-02 18.77 942610

20498 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.041827 -0.072659 -0.13153 48.03 48.03 4.52E-03 40.64 3552700

20499 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.16639 0.10447 -0.07944 48.259 48.259 1.13E-05 41.19 425730

20500 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.039299 -0.17468 -0.23153 50.471 50.471 4.52E-03 41.63 1021800

20501 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.044979 -0.030644 -0.092939 49.762 49.762 6.16E-04 53.6 1092800

20502 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.10104 -0.055083 -0.17214 50.604 50.604 6.16E-04 50.78 1247600

20503 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.060887 -0.26054 -0.3373 50.272 50.272 4.52E-03 36.3 1991800

20504 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.13846 -0.20036 -0.35638 50.971 50.971 9.20E-10 48.32 5081600

20505 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.23733 -0.37214 -0.62565 48.664 48.664 9.20E-10 60.17 44831000

20506 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 2 734.3524 1466.6902 0.71204 -0.014871 0.6807 48.67 48.67 9.64E-17 83.86 1532900

20507 HYNDISELSPHR Unmodified _HYNDISELSPHR_ B4FXF9_MAIZE 3 489.90402 1466.6902 -0.18089 -0.050286 -0.24841 52.361 52.361 4.78E-08 57.79 623280

20508 HYQLWR Unmodified _HYQLWR_ B6SNX1_MAIZE 2 451.73521 901.45587 -0.011585 0.19129 0.1622 51.476 51.476 2.64E-01 34.09 1924200

20509 HYSQHAIK Unmodified _HYSQHAIK_ B6SHJ5_MAIZE 3 328.50676 982.49846 1.465 0.31903 1.7617 17.5 17.5 2.09E-01 25.34 56890

20510 HYSQHAIK Unmodified _HYSQHAIK_ B6SHJ5_MAIZE 2 492.25651 982.49846 0.11857 -0.41075 -0.31199 17.491 17.491 1.00E+00 9.27 8381.9

20511 HYSQHAIK Unmodified _HYSQHAIK_ B6SHJ5_MAIZE 3 328.50676 982.49846 1.2589 0.36878 1.6068 21.616 21.616 1.00E+00 10.44 31929

20512 HYSQHAIK Unmodified _HYSQHAIK_ B6SHJ5_MAIZE 2 492.25651 982.49846 -0.065974 -0.62766 -0.71224 21.614 21.614 1.00E+00 3.74 3322.4

20513 HYTEALK Unmodified _HYTEALK_ B4FA63_MAIZE 2 431.22689 860.43922 0.22045 0.57785 0.76972 26.518 26.518 4.46E-01 16.02 19362

20514 HYTEALK Unmodified _HYTEALK_ B4FA63_MAIZE 2 431.22689 860.43922 0.16101 0.7917 0.92358 26.783 26.783 1.86E-01 19.41 66175

20515 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 3 339.85405 1016.5403 1.0565 25.717 25.717 4.23E-02 34.64

20516 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 3 339.85405 1016.5403 1.3813 1.6294 2.9738 26.343 26.343 1.05E-01 37.99 22488

20517 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 3 339.85405 1016.5403 1.2551 0.28074 1.5041 25.77 25.77 2.69E-02 42.61 78682

20518 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 2 509.27744 1016.5403 0.15002 -0.50427 -0.3845 25.754 25.754 1.00E+00 5.81 4607

20519 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 3 339.85405 1016.5403 1.2217 0.13066 1.3223 26.073 26.073 2.69E-02 39.02 177910
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20520 HYTEALKR Unmodified _HYTEALKR_ B4FA63_MAIZE 3 339.85405 1016.5403 0.76141 26.356 26.356 2.02E-01 31.08

20521 HYVGPFEAIGK Unmodified _HYVGPFEAIGK_ B4FN54_MAIZE 2 609.31931 1216.6241 0.33421 -0.85995 -0.52884 64.702 64.702 6.35E-09 52.82 453120

20522 HYVGPFEAIGK Unmodified _HYVGPFEAIGK_ B4FN54_MAIZE 2 609.31931 1216.6241 0.25433 -1.8048 -1.5513 64.663 64.663 6.35E-09 44.86 1965000

20523 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.23193 -0.021169 0.19917 48.213 48.213 9.46E-01 15.89 4874500

20524 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.15047 0.59601 0.73246 50.385 50.385 9.46E-01 15.68 39355

20525 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.12489 1.0069 1.1165 48.778 48.778 5.26E-01 17.52 649850

20526 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.24173 0.24147 0.46893 50.879 50.879 9.46E-01 9.89 719370

20527 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.21698 0.18195 0.38604 50.195 50.195 1.00E+00 14.9 921250

20528 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.15125 0.12345 0.26265 50.917 50.917 9.46E-01 19.34 1162800

20529 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.2125 0.064706 0.26518 50.218 50.218 5.26E-01 17.9 2119300

20530 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.16721 -0.16431 -0.0099005 51.04 51.04 9.46E-01 17.03 4405900

20531 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 0.19849 -0.37866 -0.19075 48.83 48.83 5.26E-01 17.61 3904800

20532 HYWGLR Unmodified _HYWGLR_ B4FUS2_MAIZE 2 416.21665 830.41876 -0.080377 0.51379 0.41938 52.423 52.423 5.26E-01 17.13 15656000

20533 HYYSIAINYR Unmodified _HYYSIAINYR_ B4FLQ8_MAIZE 2 650.32766 1298.6408 0.42142 0.033464 0.42507 63.835 63.835 1.62E-03 36.07 2169700

20534 IAAALPGMETLSSAK Unmodified _IAAALPGMETLSSAK_ B4FRS1_MAIZE 2 730.39488 1458.7752 0.32562 78.226 78.226 6.91E-05 31.56

20535 IAAALPGMETLSSAK Unmodified _IAAALPGMETLSSAK_ B4FRS1_MAIZE 2 730.39488 1458.7752 0.32562 78.574 78.574 2.04E-06 35.71

20536 IAAALPGMETLSSAK Oxidation (M) _IAAALPGM(ox)ETLSSAK_ B4FRS1_MAIZE 2 738.39234 1474.7701 0.72882 -0.62706 0.078597 63.64 63.64 2.05E-04 36.46 344340

20537 IAAALPGMETLSSAK Oxidation (M) _IAAALPGM(ox)ETLSSAK_ B4FRS1_MAIZE 2 738.39234 1474.7701 0.8059 -0.46297 0.31989 64.421 64.421 1.26E-03 28.74 267040

20538 IAAANPEGTR Unmodified _IAAANPEGTR_ B6T7R3_MAIZE 2 500.26453 998.51451 -0.096312 -0.036305 -0.1598 30.758 30.758 7.11E-01 37.11 13574

20539 IAAANPEGTR Unmodified _IAAANPEGTR_ B6T7R3_MAIZE 2 500.26453 998.51451 0.054309 -0.37804 -0.35108 32.95 32.95 4.40E-02 32.09 18145

20540 IAAANPEGTR Unmodified _IAAANPEGTR_ B6T7R3_MAIZE 2 500.26453 998.51451 -0.098215 0.078353 -0.048268 33.653 33.653 2.81E-03 53.41 142060

20541 IAAANPEGTR Unmodified _IAAANPEGTR_ B6T7R3_MAIZE 2 500.26453 998.51451 -0.10611 -0.10504 -0.23816 31.004 31.004 2.81E-03 51.18 1528300

20542 IAAANPEGTR Unmodified _IAAANPEGTR_ B6T7R3_MAIZE 2 500.26453 998.51451 -0.16621 -0.1339 -0.32622 34.21 34.21 1.84E-04 52.76 573970

20543 IAAEPFLADVAR Unmodified _IAAEPFLADVAR_ B0ZBJ2_MAIZE 2 636.85097 1271.6874 0.45504 0.23685 0.67237 83.294 83.294 4.56E-01 9.84 339010

20544 IAAEPFLADVAR Unmodified _IAAEPFLADVAR_ B0ZBJ2_MAIZE 2 636.85097 1271.6874 0.37449 0.20925 0.56365 82.974 82.974 6.74E-02 25.3 1183300

20545 IAAFVPNDGCLNYIEENDEVLIAGFGR Unmodified _IAAFVPNDGCLNYIEENDEVLIAGFGR_ B6TI93_MAIZE 3 999.4868 2995.4386 1.2053 -0.083823 1.1167 122.76 122.76 2.06E-03 35.13 1118400

20546 IAAFVPNDGCLNYIEENDEVLIAGFGR Unmodified _IAAFVPNDGCLNYIEENDEVLIAGFGR_ B6TI93_MAIZE 2 1498.7266 2995.4386 1.2108 -0.006706 1.1991 122.68 122.68 5.63E-05 40.46 291380

20547 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 3 878.80899 2633.4051 1.0934 0.16101 1.2567 131.18 131.18 1.82E-01 17.99 119070

20548 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 3 878.80899 2633.4051 1.1509 0.07747 1.2307 131.28 131.28 6.82E-01 9.51 152350

20549 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 3 878.80899 2633.4051 1.0631 0.27534 1.3402 131.02 131.02 8.88E-19 60.08 8459400

20550 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 2 1317.7098 2633.4051 1.1046 0.3585 1.4649 131.01 131.01 1.62E-01 32.08 1773900

20551 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 3 878.80899 2633.4051 1.1514 0.14888 1.3024 136.97 136.97 1.82E-01 11.58 394830

20552 IAAIPSSVVVLTSETFDSIVLDETK Unmodified _IAAIPSSVVVLTSETFDSIVLDETK_ Q5EUD6_MAIZE 3 878.80899 2633.4051 1.0618 0.3083 1.3716 130.92 130.92 3.05E-05 49.39 595800

20553 IAAPYDLVMQTK Unmodified _IAAPYDLVMQTK_ B4FQA2_MAIZE 2 675.36031 1348.7061 0.59511 0.073801 0.65414 82.049 82.049 1.98E-03 50.33 677680
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20554 IAAPYDLVMQTK Unmodified _IAAPYDLVMQTK_ B4FQA2_MAIZE 2 675.36031 1348.7061 0.52241 -0.16843 0.34076 82.581 82.581 1.11E-04 52.31 6084400

20555 IAAPYDLVMQTK Oxidation (M) _IAAPYDLVM(ox)QTK_ B4FQA2_MAIZE 2 683.35777 1364.701 0.6233 -1.0175 -0.40409 72.21 72.21 3.91E-01 9.63 204470

20556 IAAPYDLVMQTK Oxidation (M) _IAAPYDLVM(ox)QTK_ B4FQA2_MAIZE 2 683.35777 1364.701 0.54266 -0.20134 0.33121 72.689 72.689 6.98E-15 64.22 5528200

20557 IAAPYDLVMQTK Oxidation (M) _IAAPYDLVM(ox)QTK_ B4FQA2_MAIZE 2 683.35777 1364.701 0.58046 -0.81988 -0.24919 71.742 71.742 7.72E-03 56.95 417780

20558 IAAVGTASR Unmodified _IAAVGTASR_ B4F8E9_MAIZE 2 423.24561 844.47667 0.27164 0.23725 0.49439 29.708 29.708 9.73E-03 46.94 89420

20559 IAAVQALSGTGACR Unmodified _IAAVQALSGTGACR_ B4F9G1_MAIZE 2 687.86154 1373.7085 0.54987 -0.23075 0.31861 60.494 60.494 2.00E-19 98.24 5949300

20560 IACLDFNLQK Unmodified _IACLDFNLQK_ B6TKY3_MAIZE 2 611.31845 1220.6223 0.31112 0.50819 0.8098 77.29 77.29 1.84E-04 50.87 1277500

20561 IACLDFNLQK Unmodified _IACLDFNLQK_ B6TKY3_MAIZE 2 611.31845 1220.6223 0.25342 -0.42958 -0.18317 77.824 77.824 2.81E-03 33.48 492940

20562 IACLDFNLQK Unmodified _IACLDFNLQK_ B6TKY3_MAIZE 2 611.31845 1220.6223 0.27763 -0.14247 0.12681 78.458 78.458 1.62E-03 32.4 808090

20563 IACLDFNLQK Unmodified _IACLDFNLQK_ B6TKY3_MAIZE 2 611.31845 1220.6223 0.26182 -0.3272 -0.072374 77.852 77.852 3.43E-01 13.6 203320

20564 IACLDTHIALACAGLK Unmodified _IACLDTHIALACAGLK_ A3FMB9_MAIZE 3 576.30414 1725.8906 0.12016 -0.057103 0.058291 80.691 80.691 8.78E-05 33.27 2123500

20565 IACLDTHIALACAGLK Unmodified _IACLDTHIALACAGLK_ A3FMB9_MAIZE 2 863.95257 1725.8906 1.0674 -1.4761 -0.41178 80.684 80.684 7.73E-25 58.71 252520

20566 IACPSLHFIGENDFLK Unmodified _IACPSLHFIGENDFLK_ B6UG11_MAIZE 3 620.98194 1859.924 0.34894 0.16959 0.51538 93.054 93.054 1.00E+00 7.25 774840

20567 IACPSLHFIGENDFLK Unmodified _IACPSLHFIGENDFLK_ B6UG11_MAIZE 3 620.98194 1859.924 0.38935 0.13701 0.5227 93.901 93.901 1.21E-01 22.67 431850

20568 IACPSLHFIGENDFLK Unmodified _IACPSLHFIGENDFLK_ B6UG11_MAIZE 3 620.98194 1859.924 0.3744 0.07624 0.44743 93.794 93.794 1.21E-01 16.46 276900

20569 IACPSLHFIGENDFLK Unmodified _IACPSLHFIGENDFLK_ B6UG11_MAIZE 3 620.98194 1859.924 0.19707 0.11809 0.31205 94.54 94.54 8.21E-03 21.07 11970000

20570 IACSVGTGPVDAAYK Unmodified _IACSVGTGPVDAAYK_ B6SWM0_MAIZE 2 754.87431 1507.7341 0.89385 -0.33906 0.56185 57.206 57.206 7.01E-11 72.49 739150

20571 IACSVGTGPVDAAYK Unmodified _IACSVGTGPVDAAYK_ B6SWM0_MAIZE 2 754.87431 1507.7341 0.82332 -0.62191 0.20915 57.382 57.382 1.12E-07 60.17 272180

20572 IACSVGTGPVDAAYK Unmodified _IACSVGTGPVDAAYK_ B6SWM0_MAIZE 2 754.87431 1507.7341 0.79255 -0.16664 0.63321 59.047 59.047 2.37E-16 63.26 638040

20573 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.10009 -0.25968 -0.35505 51.071 51.071 1.90E-02 32.95 11648000

20574 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.17998 0.086056 -0.089041 52.347 52.347 3.48E-02 42.1 104220

20575 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.17713 0.086503 -0.087 51.355 51.355 2.92E-02 40.15 1405700

20576 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.076495 -0.079892 -0.15253 53.505 53.505 1.90E-02 39.03 1290000

20577 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.19351 -0.96006 -1.1466 52.879 52.879 1.90E-02 29.72 1209400

20578 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.084142 -0.021429 -0.10065 53.509 53.509 5.06E-02 30.45 833840

20579 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.020449 -0.42652 -0.44188 53.2 53.2 1.90E-02 26.52 1385500

20580 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.078515 0.15993 0.086432 51.684 51.684 5.06E-02 17.53 717720

20581 IACYVTVR Unmodified _IACYVTVR_ B4FCG9_MAIZE 2 491.26294 980.51133 -0.22324 0.14058 -0.078467 54.957 54.957 3.48E-02 41.85 1960800

20582 IADAEENLGESEVR Unmodified _IADAEENLGESEVR_ B4FVL1_MAIZE 2 766.36537 1530.7162 0.87915 -0.19391 0.65948 55.761 55.761 7.68E-22 112.73 636270

20583 IADAEENLGESEVR Unmodified _IADAEENLGESEVR_ B4FVL1_MAIZE 2 766.36537 1530.7162 0.87647 -0.056281 0.79447 57.761 57.761 7.68E-22 132.4 485340

20584 IADAEENLGESEVR Unmodified _IADAEENLGESEVR_ B4FVL1_MAIZE 2 766.36537 1530.7162 0.87931 -0.31571 0.53821 58.329 58.329 2.00E-19 94.59 479470

20585 IADAIDKK Unmodified _IADAIDKK_ B4G191_MAIZE 2 437.25564 872.49673 0.19506 0.45171 0.61295 26.811 26.811 3.48E-02 44.37 50768

20586 IADASGMEWFSIITTPNPIFSHLAGK Oxidation (M) _IADASGM(ox)EWFSIITTPNPIFSHLAGK_ B6THG1_MAIZE 3 940.47394 2818.4 1.1445 -0.047521 1.0941 123.73 123.73 1.89E-81 94.13 1799900

20587 IADASGMEWFSIITTPNPIFSHLAGK Oxidation (M) _IADASGM(ox)EWFSIITTPNPIFSHLAGK_ B6THG1_MAIZE 3 940.47394 2818.4 1.205 -0.041075 1.1608 126.32 126.32 1.87E-13 58.35 284150
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20588 IADASGMEWFSIITTPNPIFSHLAGK Unmodified _IADASGMEWFSIITTPNPIFSHLAGK_ B6THG1_MAIZE 3 935.14231 2802.4051 1.1247 -0.048338 1.0711 125.92 125.92 1.89E-81 95.14 1654600

20589 IADAVNAR Unmodified _IADAVNAR_ B4F932_MAIZE 2 415.22996 828.44537 0.29599 0.22159 0.4903 31.87 31.87 1.90E-02 42.35 187230

20590 IADDDVILVK Unmodified _IADDDVILVK_ B6TKY3_MAIZE 2 550.81352 1099.6125 0.0912 0.37496 0.46221 66.466 66.466 1.84E-04 57.36 1705100

20591 IADDDVILVK Unmodified _IADDDVILVK_ B6TKY3_MAIZE 2 550.81352 1099.6125 -0.061493 0.40979 0.34528 66.828 66.828 1.62E-03 62.62 768850

20592 IADDDVILVK Unmodified _IADDDVILVK_ B6TKY3_MAIZE 2 550.81352 1099.6125 0.037019 0.4641 0.49706 67.931 67.931 1.84E-04 68.07 1223400

20593 IADDDVILVK Unmodified _IADDDVILVK_ B6TKY3_MAIZE 2 550.81352 1099.6125 -0.038977 -0.008566 -0.049346 67.56 67.56 4.40E-05 53.02 1250500

20594 IADFEMK Unmodified _IADFEMK_ PCNA_MAIZE Q 2 427.20985 852.40514 0.15655 0.28525 0.41833 55.262 55.262 1.86E-01 21.27 1669900

20595 IADFEMK Unmodified _IADFEMK_ PCNA_MAIZE Q 2 427.20985 852.40514 0.086154 0.36306 0.42565 57.989 57.989 1.00E+00 6.02 405720

20596 IADFEMK Unmodified _IADFEMK_ PCNA_MAIZE Q 2 427.20985 852.40514 0.13538 0.39931 0.50968 55.856 55.856 1.86E-01 14.81 954560

20597 IADFEMK Oxidation (M) _IADFEM(ox)K_ PCNA_MAIZE Q 2 435.2073 868.40006 0.19807 40.734 40.734 6.81E-01 0.57

20598 IADFEMK Oxidation (M) _IADFEM(ox)K_ PCNA_MAIZE Q 2 435.2073 868.40006 0.15078 -2.1471 -2.0106 41.429 41.429 1.86E-01 13.39 1010000

20599 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 0.14135 0.57435 0.70567 62.584 62.584 1.00E+00 4.25 1570000

20600 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 -0.10981 0.10714 -0.011633 63.004 63.004 2.92E-02 30.43 614080

20601 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 0.026639 0.08748 0.10361 64.442 64.442 2.92E-02 26.14 1414800

20602 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 0.086338 0.38516 0.46205 63.808 63.808 2.92E-02 27 888230

20603 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 -0.028098 0.66264 0.62335 64.219 64.219 2.92E-02 40.11 1420300

20604 IADFGISR Unmodified _IADFGISR_ B6SLW6_MAIZE 2 439.74016 877.46577 0.019687 0.10885 0.1193 64.269 64.269 1.90E-02 36.27 8265300

20605 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.12843 0.29768 0.41078 63.12 63.12 3.77E-01 6.68 1069200

20606 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.10208 -0.27743 -0.18891 64.938 64.938 1.65E-01 27.71 439810

20607 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.11188 -0.056519 0.039969 64.333 64.333 1.00E+00 10.12 452700

20608 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.08594 -0.3025 -0.22996 64.689 64.689 3.77E-01 13.8 329690

20609 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.060905 -0.37003 -0.32316 64.71 64.71 3.77E-01 9.17 975420

20610 IADFGLAR Unmodified _IADFGLAR_ B6T484_MAIZE 2 431.7427 861.47085 0.019614 0.15934 0.16281 65.008 65.008 1.65E-01 30.85 6074700

20611 IADFGVGR Unmodified _IADFGVGR_ B0ZBJ2_MAIZE 2 417.72705 833.43955 0.17005 0.71369 0.89211 57.124 57.124 2.92E-02 52.65 1340000

20612 IADFGVGR Unmodified _IADFGVGR_ B0ZBJ2_MAIZE 2 417.72705 833.43955 -0.011054 0.58362 0.58054 69.426 69.426 7.88E-01 7.17 586240

20613 IADIPFLAPYK Unmodified _IADIPFLAPYK_ B4FAK8_MAIZE 2 624.35536 1246.6962 0.32065 0.38092 0.68148 98.504 98.504 4.96E-02 19.05 304210

20614 IADIPFLAPYK Unmodified _IADIPFLAPYK_ B4FAK8_MAIZE 2 624.35536 1246.6962 0.24224 98.736 98.736 1.65E-01 12.77

20615 IADTSPEQWDLAFGVNTR Unmodified _IADTSPEQWDLAFGVNTR_ B6TPJ3_MAIZE 2 1010.4922 2018.9698 1.1409 0.025286 1.1672 97.977 97.977 1.77E-34 81.44 821210

20616 IADVIQEK Unmodified _IADVIQEK_ B6T9J4_MAIZE 2 458.26092 914.5073 -0.1486 -0.13601 -0.30481 44.01 44.01 1.65E-01 17.61 265320

20617 IADVIQEK Unmodified _IADVIQEK_ B6T9J4_MAIZE 2 458.26092 914.5073 -0.013235 -0.045042 -0.079977 45.844 45.844 1.00E+00 16.81 427370

20618 IADVIQEK Unmodified _IADVIQEK_ B6T9J4_MAIZE 2 458.26092 914.5073 -0.020345 0.17221 0.12924 46.395 46.395 1.90E-02 47.59 1719200

20619 IADVLGQLLTSEENVER Unmodified _IADVLGQLLTSEENVER_ B4FGH1_MAIZE 2 943.49691 1884.9793 1.1922 0.34362 1.5223 110.87 110.87 1.37E-17 77.58 156300

20620 IADVLGQLLTSEENVER Unmodified _IADVLGQLLTSEENVER_ B4FGH1_MAIZE 2 943.49691 1884.9793 1.2149 0.3668 1.5691 110.85 110.85 1.54E-12 72.33 157230

20621 IADVLGQLLTSEENVER Unmodified _IADVLGQLLTSEENVER_ B4FGH1_MAIZE 2 943.49691 1884.9793 1.2526 0.098438 1.3386 110.5 110.5 1.54E-12 85.27 285920



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

20622 IADVLGQLLTSEENVER Unmodified _IADVLGQLLTSEENVER_ B4FGH1_MAIZE 2 943.49691 1884.9793 1.2427 0.30954 1.5391 111.12 111.12 1.43E-21 71.06 255420

20623 IADVPFLAPYK Unmodified _IADVPFLAPYK_ B6TNF1_MAIZE 2 617.34753 1232.6805 0.33295 0.39808 0.71887 89.727 89.727 4.43E-05 49.45 2419200

20624 IADVPFLAPYK Unmodified _IADVPFLAPYK_ B6TNF1_MAIZE 2 617.34753 1232.6805 0.31418 0.5185 0.81995 90.34 90.34 4.43E-05 43.6 838640

20625 IADWTR Unmodified _IADWTR_ B4FWK0_MAIZE 2 381.20067 760.38679 0.51514 0.1032 0.60772 43.976 43.976 5.26E-01 21.74 158070

20626 IADWTR Unmodified _IADWTR_ B4FWK0_MAIZE 2 381.20067 760.38679 0.51066 1.0892 1.5868 46.612 46.612 5.26E-01 20.2 1781400

20627 IAEAVNAR Unmodified _IAEAVNAR_ B6TG70_MAIZE 2 422.23778 842.46102 0.2083 0.045509 0.21373 30.857 30.857 5.06E-02 27.8 95704

20628 IAEAVNAR Unmodified _IAEAVNAR_ B6TG70_MAIZE 2 422.23778 842.46102 0.17681 -0.086885 0.051857 31.5 31.5 1.65E-01 48.61 121660

20629 IAEAVNAR Unmodified _IAEAVNAR_ B6TG70_MAIZE 2 422.23778 842.46102 0.21642 -0.23419 -0.056156 31.756 31.756 1.90E-02 43.94 383650

20630 IAECLVGDETGIIVFTAR Unmodified _IAECLVGDETGIIVFTAR_ B6T6D1_MAIZE 2 982.51151 1963.0085 1.1808 -0.28468 0.90145 137.29 137.29 3.54E-16 71.32 184670

20631 IAEDIDDQTEESALVITGIK Unmodified _IAEDIDDQTEESALVITGIK_ B6SSB6_MAIZE 2 1080.5495 2159.0845 1.266 0.51949 1.7751 97.658 97.658 1.49E-82 125.13 514850

20632 IAEEMQK Unmodified _IAEEMQK_ B4FFP6_MAIZE 2 424.71275 847.41095 0.0050813 0.65951 0.62128 30.97 30.97 1.86E-01 21.88 62291

20633 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.24374 -0.11643 0.10243 34.122 34.122 3.57E-04 82.59 1479800

20634 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.10881 0.11128 0.19552 32.796 32.796 4.43E-05 74.64 204580

20635 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.34242 0.394 0.71023 35.847 35.847 3.60E-06 82.92 648330

20636 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.21635 -0.064781 0.1261 34.926 34.926 4.43E-05 64.9 367150

20637 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.20921 0.085158 0.27003 35.729 35.729 3.60E-06 63.55 262300

20638 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.11873 -0.14856 -0.054922 35.756 35.756 4.43E-05 64.47 2677800

20639 IAEESSQAPVK Unmodified _IAEESSQAPVK_ B4FQV3_MAIZE 2 579.80369 1157.5928 0.15566 0.1846 0.31429 37.067 37.067 4.48E-03 48.6 32675

20640 IAEEVFEK Unmodified _IAEEVFEK_ B6TLU6_MAIZE 2 482.75293 963.49131 -0.20187 0.10755 -0.12156 56.514 56.514 2.34E-03 39.41 3385200

20641 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.86425 -0.25011 0.56875 51.233 51.233 2.64E-01 28.41 79331000

20642 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.81903 -0.40839 0.36488 51.461 51.461 2.64E-01 33.86 29244000

20643 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.87809 -0.15985 0.67067 53.519 53.519 2.78E-01 42.59 36334000

20644 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.77057 -0.29159 0.4344 52.837 52.837 2.78E-01 42.91 34029000

20645 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.70552 0.13923 0.79879 53.588 53.588 9.46E-01 7.22 23291000

20646 IAELLR Unmodified _IAELLR_ B6TB25_MAIZE 2 357.72906 713.44357 0.84517 -0.42284 0.37604 53.763 53.763 2.64E-01 32.11 129130000

20647 IAEMGYIR Unmodified _IAEMGYIR_ PCNA_MAIZE Q 2 476.74967 951.48479 -0.078128 0.016205 -0.096687 57.219 57.219 2.92E-02 44.2 2349500

20648 IAEMGYIR Unmodified _IAEMGYIR_ PCNA_MAIZE Q 2 476.74967 951.48479 0.059227 -0.38189 -0.35643 58.695 58.695 3.48E-02 39.66 250020

20649 IAEMGYIR Unmodified _IAEMGYIR_ PCNA_MAIZE Q 2 476.74967 951.48479 -0.10283 -0.2017 -0.3385 57.769 57.769 2.34E-03 49.74 1603800

20650 IAEMGYIR Oxidation (M) _IAEM(ox)GYIR_ PCNA_MAIZE Q 2 484.74713 967.4797 -0.060341 -0.14146 -0.23135 45.171 45.171 1.90E-02 48.63 614450

20651 IAENPNSMNFNVMALSK 2 Oxidation (M) _IAENPNSM(ox)NFNVM(ox)ALSK_ B6TLS0_MAIZE 2 956.45059 1910.8866 1.1167 -0.249 0.84811 68.767 68.767 3.23E-39 67.42 923740

20652 IAENPNSMNFNVMALSK Oxidation (M) _IAENPNSMNFNVM(ox)ALSK_ B6TLS0_MAIZE 2 948.45314 1894.8917 1.1799 -0.16089 0.99761 79.1 79.1 1.31E-42 71.83 238740

20653 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 0.033191 0.66883 0.67932 57.774 57.774 7.88E-01 12.28 1383700

20654 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.10893 0.23112 0.10026 58.126 58.126 1.00E+00 5.77 374730

20655 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 0.030752 0.64814 0.65551 59.829 59.829 5.06E-02 18.19 763470
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20656 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 0.0027493 0.55877 0.53914 59.108 59.108 7.88E-01 9.6 1005300

20657 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.050252 0.77701 0.70426 59.673 59.673 1.90E-02 32.5 861600

20658 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.017006 0.59276 0.5535 59.707 59.707 7.88E-01 16.57 1024700

20659 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.11541 -0.092248 -0.22859 60.187 60.187 1.90E-02 45.59 25874000

20660 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.032402 0.22418 0.17039 58.266 58.266 1.00E+00 1.53 1304800

20661 IAESFLTK Unmodified _IAESFLTK_ B6T329_MAIZE 2 454.75802 907.50148 -0.13866 0.43169 0.2705 61.184 61.184 3.77E-01 28.6 309300

20662 IAFCSDNPLSYK Unmodified _IAFCSDNPLSYK_ B4FF76_MAIZE 2 707.8372 1413.6598 0.70149 -0.54137 0.15338 76.378 76.378 1.98E-03 41.47 444670

20663 IAFGSDSPVK Unmodified _IAFGSDSPVK_ B6SJ51_MAIZE 2 510.77166 1019.5288 -0.09442 -0.25128 -0.34452 56.738 56.738 1.25E-02 51.13 1595100

20664 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 0.016928 0.10841 0.10885 84.766 84.766 3.21E-03 30.51 1311000

20665 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 0.027232 -0.84106 -0.82842 87.512 87.512 1.00E+00 6.6 6843.9

20666 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 -0.17976 -1.1188 -1.314 85.391 85.391 7.18E-01 7.58 559850

20667 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 0.040941 0.069658 0.092937 85.757 85.757 1.00E+00 2.96 662690

20668 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 0.066739 0.10183 0.15087 85.447 85.447 3.39E-01 16.25 479280

20669 IAFILEQVR Unmodified _IAFILEQVR_ B6TBF5_MAIZE 2 544.82677 1087.639 0.030993 0.40216 0.4157 85.559 85.559 3.32E-02 28.03 1575900

20670 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 0.028137 0.089563 0.13139 45.618 45.618 3.57E-04 49.14 5495500

20671 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 -0.022772 -0.034443 -0.043189 45.129 45.129 4.96E-02 40.58 1891300

20672 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 0.040617 -0.060019 -0.005268 47.795 47.795 4.48E-03 57.16 3859800

20673 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 0.036194 -0.044066 0.0072087 47.035 47.035 3.57E-04 43.37 2403500

20674 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 -0.022941 -0.009122 -0.01719 47.912 47.912 1.67E-02 57.66 3890800

20675 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 -0.038941 -0.18046 -0.2041 47.646 47.646 3.60E-06 52.94 29130000

20676 IAFTGSTDTGK Unmodified _IAFTGSTDTGK_ Q43274_MAIZE 2 549.2773 1096.5401 -0.0172 0.16944 0.16594 48.546 48.546 4.48E-03 49.26 3277400

20677 IAGADVPMPYAANLER Unmodified _IAGADVPMPYAANLER_ Q9ZQY2_MAIZE 2 844.42725 1686.8399 1.0793 0.19486 1.2525 82.66 82.66 7.42E-06 32.3 523950

20678 IAGADVPMPYAANLER Unmodified _IAGADVPMPYAANLER_ Q9ZQY2_MAIZE 2 844.42725 1686.8399 1.0365 -0.23335 0.78164 83.194 83.194 1.27E-09 52.84 2944100

20679 IAGADVPMPYAANLER Oxidation (M) _IAGADVPM(ox)PYAANLER_ Q9ZQY2_MAIZE 2 852.4247 1702.8349 1.0763 -0.44952 0.6077 72.65 72.65 9.46E-03 28.79 259750

20680 IAGADVPMPYAANLER Oxidation (M) _IAGADVPM(ox)PYAANLER_ Q9ZQY2_MAIZE 2 852.4247 1702.8349 1.0445 -0.047703 0.97783 72.368 72.368 3.76E-20 48.6 3094400

20681 IAGADVPMPYAANLER Oxidation (M) _IAGADVPM(ox)PYAANLER_ Q9ZQY2_MAIZE 2 852.4247 1702.8349 0.98592 -0.99671 -0.029285 73.13 73.13 3.76E-20 54.38 4422600

20682 IAGFLGISR Unmodified _IAGFLGISR_ B4FUJ3_MAIZE 2 467.27945 932.54435 -0.002067 -0.006805 -0.01909 75.497 75.497 3.32E-02 37.94 231080

20683 IAGFLGISR Unmodified _IAGFLGISR_ B4FUJ3_MAIZE 2 467.27945 932.54435 -0.19869 0.21764 0.009211 77.123 77.123 3.89E-04 46.94 620880

20684 IAGGTVGPAQR Unmodified _IAGGTVGPAQR_ Q6QP56_MAIZE 2 513.78817 1025.5618 0.023303 0.22701 0.25504 35.634 35.634 1.67E-02 46.63 258260

20685 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.070214 -0.23974 -0.31036 80.863 80.863 4.40E-05 44.3 23747000

20686 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.11069 -0.28923 -0.40069 81.499 81.499 1.84E-04 37.86 16271000

20687 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.12409 -0.50256 -0.62596 81.581 81.581 4.40E-05 52 32278000

20688 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.20369 -0.37607 -0.57944 81.255 81.255 1.84E-04 41.72 34346000

20689 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.086773 -0.25215 -0.33941 81.778 81.778 1.62E-03 35.73 12038000
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20690 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.11469 0.10375 -0.011592 81.674 81.674 1.25E-02 37.31 2501000

20691 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.066778 0.31047 0.24291 81.453 81.453 1.45E-01 27.77 937060

20692 IAGIEGGFFK Unmodified _IAGIEGGFFK_ B6U4D6_MAIZE 2 519.78457 1037.5546 -0.10595 0.048156 -0.058701 82.863 82.863 3.43E-01 17.84 549470

20693 IAGIEHGFFELQPK Unmodified _IAGIEHGFFELQPK_ B4FW68_MAIZE 3 529.28395 1584.83 0.048718 0.23872 0.27869 83.71 83.71 1.10E-02 32.71 1251800

20694 IAGIEHGFFELQPK Unmodified _IAGIEHGFFELQPK_ B4FW68_MAIZE 2 793.42229 1584.83 0.95621 -0.37487 0.57466 84.492 84.492 2.25E-03 51.46 176170

20695 IAGIEHGFFELQPK Unmodified _IAGIEHGFFELQPK_ B4FW68_MAIZE 3 529.28395 1584.83 0.027496 -0.25212 -0.2325 84.842 84.842 2.26E-02 31.61 923410

20696 IAGIEHGFFELQPK Unmodified _IAGIEHGFFELQPK_ B4FW68_MAIZE 2 793.42229 1584.83 0.89112 -1.5078 -0.62248 84.797 84.797 1.49E-02 27.96 161470

20697 IAGIEHGFFELQPK Unmodified _IAGIEHGFFELQPK_ B4FW68_MAIZE 3 529.28395 1584.83 0.026255 -0.093826 -0.075348 84.571 84.571 1.10E-02 26.23 1275100

20698 IAGLDVER Unmodified _IAGLDVER_ B4F8Q2_MAIZE 2 436.74544 871.47633 0.099312 0.32907 0.41229 54.348 54.348 5.06E-02 28.05 1927400

20699 IAGLDVER Unmodified _IAGLDVER_ B4F8Q2_MAIZE 2 436.74544 871.47633 0.039235 0.13939 0.16195 56.464 56.464 2.92E-02 33.64 3389500

20700 IAGLDVER Unmodified _IAGLDVER_ B4F8Q2_MAIZE 2 436.74544 871.47633 -0.00024324 -0.03632 -0.053235 55.738 55.738 1.90E-02 29.72 6433800

20701 IAGLDVER Unmodified _IAGLDVER_ B4F8Q2_MAIZE 2 436.74544 871.47633 -0.11168 0.091003 -0.035897 56.395 56.395 2.34E-03 44.23 16155000

20702 IAGLDVER Unmodified _IAGLDVER_ B4F8Q2_MAIZE 2 436.74544 871.47633 0.10247 -0.018322 0.069082 56.328 56.328 1.00E+00 10.54 821030

20703 IAGLEVLR Unmodified _IAGLEVLR_ B6UFB3_MAIZE 2 435.774 869.53345 0.058199 0.2753 0.30813 71.479 71.479 3.48E-02 53.54 1212500

20704 IAGLEVLR Unmodified _IAGLEVLR_ B6UFB3_MAIZE 2 435.774 869.53345 0.016222 0.12667 0.11811 70.979 70.979 2.34E-03 53.77 6014200

20705 IAGLEVLR Unmodified _IAGLEVLR_ B6UFB3_MAIZE 2 435.774 869.53345 -0.055819 0.5853 0.5054 71.081 71.081 2.34E-03 51.13 5761000

20706 IAGLEVMR Unmodified _IAGLEVMR_ B6UGG5_MAIZE 2 444.75221 887.48987 0.05928 0.39246 0.42724 63.21 63.21 2.92E-02 25 1234100

20707 IAGLEVMR Unmodified _IAGLEVMR_ B6UGG5_MAIZE 2 444.75221 887.48987 -0.089282 0.24715 0.13383 64.765 64.765 2.34E-03 50.92 4018100

20708 IAGLEVMR Oxidation (M) _IAGLEVM(ox)R_ B6UGG5_MAIZE 2 452.74967 903.48479 -0.033065 0.31987 0.26708 53.537 53.537 7.88E-01 26.5 778500

20709 IAGLEVMR Oxidation (M) _IAGLEVM(ox)R_ B6UGG5_MAIZE 2 452.74967 903.48479 -0.015947 0.13909 0.10381 52.888 52.888 1.90E-02 51.5 1328700

20710 IAGLEVMR Oxidation (M) _IAGLEVM(ox)R_ B6UGG5_MAIZE 2 452.74967 903.48479 -0.12236 0.45311 0.31274 53.619 53.619 3.42E-02 46.7 4620200

20711 IAGLEVMR Oxidation (M) _IAGLEVM(ox)R_ B6UGG5_MAIZE 2 452.74967 903.48479 0.015403 0.34685 0.34263 64.736 64.736 1.00E+00 2.75 208360

20712 IAGLVTLETEDSSTLLDSVK Unmodified _IAGLVTLETEDSSTLLDSVK_ B4FHF0_MAIZE 2 1046.057 2090.0994 1.2356 -2.5202 -1.2846 106.62 106.62 6.57E-12 99.16 334040

20713 IAGNLNMEYLPMGGSVK 2 Oxidation (M) _IAGNLNM(ox)EYLPM(ox)GGSVK_ B4F9G1_MAIZE 2 913.44478 1824.875 1.1552 -0.39102 0.75282 68.433 68.433 9.07E-13 56.93 1035400

20714 IAGNLNMEYLPMGGSVK Oxidation (M) _IAGNLNM(ox)EYLPMGGSVK_ B4F9G1_MAIZE 2 905.44732 1808.8801 1.1723 0.1714 1.3286 77.19 77.19 1.54E-12 70.3 747050

20715 IAGNLNMEYLPMGGSVK Oxidation (M) _IAGNLNMEYLPM(ox)GGSVK_ B4F9G1_MAIZE 2 905.44732 1808.8801 1.1524 0.59818 1.7356 78.327 78.327 1.31E-42 83.2 1058500

20716 IAGNLNMEYLPMGGSVK Unmodified _IAGNLNMEYLPMGGSVK_ B4F9G1_MAIZE 2 897.44986 1792.8852 1.2044 -0.33151 0.85688 88.169 88.169 1.02E-03 58.19 681190

20717 IAGVTLLDK Unmodified _IAGVTLLDK_ B4FS52_MAIZE 2 465.28694 928.55933 -0.019972 0.22902 0.20061 67.037 67.037 9.73E-03 30.04 2520900

20718 IAGVTLLDK Unmodified _IAGVTLLDK_ B4FS52_MAIZE 2 465.28694 928.55933 -0.076236 -0.080636 -0.16389 68.597 68.597 1.12E-01 20.68 598980

20719 IAGVTLLDK Unmodified _IAGVTLLDK_ B4FS52_MAIZE 2 465.28694 928.55933 -0.15077 -0.51139 -0.6698 67.542 67.542 3.89E-04 61.21 9830300

20720 IAHIPKPEATLDGVTFK Unmodified _IAHIPKPEATLDGVTFK_ B4G1C1_MAIZE 3 613.01212 1836.0145 0.26391 -0.00887 0.25069 79.474 79.474 5.64E-05 57.58 383360

20721 IAIDLLEPIK Unmodified _IAIDLLEPIK_ B4FA06_MAIZE 2 562.84991 1123.6853 0.041506 0.67651 0.68403 95.621 95.621 1.62E-03 32.4 1998400

20722 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 2 469.76892 937.52328 0.0017258 -0.041644 -0.070378 39.905 39.905 1.00E+00 14.37 560020

20723 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.1925 39.643 39.643 2.02E-01 21.43
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20724 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.1925 42.079 42.079 1.14E-01 26

20725 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.8325 41.46 41.46 1.14E-01 23.8

20726 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.8325 42.064 42.064 1.14E-01 25.7

20727 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.8325 41.812 41.812 3.43E-01 15.24

20728 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 2 469.76892 937.52328 -0.089016 0.044701 -0.074304 42.744 42.744 1.90E-02 37.82 895960

20729 IAIIDHEK Unmodified _IAIIDHEK_ B4FQ84_MAIZE 3 313.51504 937.52328 1.4044 0.1087 1.4809 42.728 42.728 5.41E-01 19.98 2807000

20730 IAILNANYMAK Oxidation (M) _IAILNANYM(ox)AK_ B6SUY2_MAIZE 2 619.3341 1236.6536 0.32406 -0.11494 0.16909 66.297 66.297 2.73E-06 49.41 1390200

20731 IAILNANYMAK Unmodified _IAILNANYMAK_ B6SUY2_MAIZE 2 611.33664 1220.6587 0.28419 -1.0911 -0.84964 75.106 75.106 5.66E-08 52.48 512870

20732 IAIVGFGNFGQFLAR Unmodified _IAIVGFGNFGQFLAR_ B4FY98_MAIZE 2 805.4461 1608.8776 1.0113 0.15298 1.1688 118.18 118.18 6.53E-30 79.36 461530

20733 IAIVGFGNFGQFLAR Unmodified _IAIVGFGNFGQFLAR_ B4FY98_MAIZE 2 805.4461 1608.8776 0.96086 -0.11755 0.84783 118.68 118.68 2.37E-16 64.07 133310

20734 IAIVGFGNFGQFLAR Unmodified _IAIVGFGNFGQFLAR_ B4FY98_MAIZE 2 805.4461 1608.8776 0.99889 0.22473 1.2281 118.79 118.79 1.12E-07 70.42 176050

20735 IAIVGFGNFGQFLAR Unmodified _IAIVGFGNFGQFLAR_ B4FY98_MAIZE 2 805.4461 1608.8776 0.83343 -1.1972 -0.35768 118.84 118.84 1.60E-05 47.47 113930

20736 IAIVGFGNFGQFLAR Unmodified _IAIVGFGNFGQFLAR_ B4FY98_MAIZE 2 805.4461 1608.8776 0.97831 0.3826 1.3651 118.6 118.6 1.02E-23 97.27 1269900

20737 IAIWTK Unmodified _IAIWTK_ B4G0T4_MAIZE 2 366.22616 730.43776 0.82246 -0.090738 0.70743 57.766 57.766 5.26E-01 25.03 2375600

20738 IALDEK Unmodified _IALDEK_ B6TJ22_MAIZE 2 344.69743 687.38031 1.1679 -0.40436 0.72652 37.136 37.136 5.26E-01 24.19 301710

20739 IALDEK Unmodified _IALDEK_ B6TJ22_MAIZE 2 344.69743 687.38031 1.129 -0.23539 0.85772 34.654 34.654 5.26E-01 30.95 2133300

20740 IALGSHQEVYHPGALK Unmodified _IALGSHQEVYHPGALK_ B4FUH7_MAIZE 3 573.97741 1718.9104 0.13829 -0.12987 -0.0027231 53.529 53.529 7.42E-06 44.69 3422000

20741 IALGSHQEVYHPGALK Unmodified _IALGSHQEVYHPGALK_ B4FUH7_MAIZE 3 573.97741 1718.9104 0.096599 -0.28998 -0.20343 54.452 54.452 1.67E-02 25.12 419860

20742 IALGSHQEVYHPGALK Unmodified _IALGSHQEVYHPGALK_ B4FUH7_MAIZE 4 430.73488 1718.9104 -0.076172 -0.088014 -0.17524 58.517 58.517 7.63E-01 1.68 1401900

20743 IALGSHQEVYHPGALK Unmodified _IALGSHQEVYHPGALK_ B4FUH7_MAIZE 3 573.97741 1718.9104 0.12911 -0.17353 -0.054532 58.514 58.514 7.63E-01 8.11 330260

20744 IALNLK Unmodified _IALNLK_ B6TYS6_MAIZE 2 336.22616 670.43776 1.2153 -0.21028 0.95877 52.633 52.633 2.64E-01 28.1 1845600

20745 IALQQYDVNAIVDR Unmodified _IALQQYDVNAIVDR_ B6U245_MAIZE 2 809.43339 1616.8522 0.87431 -0.51296 0.3509 85.514 85.514 1.95E-13 78.71 328310

20746 IALSIDGADEVDPDLNLVK Unmodified _IALSIDGADEVDPDLNLVK_ B6TS38_MAIZE 2 999.0255 1996.0365 1.2288 0.0032 1.2251 102.53 102.53 1.51E-46 87.86 385560

20747 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.3857 0.18533 1.5245 53.983 53.983 1.00E+00 31.15 1660000

20748 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.1948 0.4249 1.5758 54.95 54.95 1.00E+00 14.53 41587

20749 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.3123 -0.18928 1.0791 57.599 57.599 1.00E+00 12.05 69700000

20750 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.2252 0.14696 1.3262 54.65 54.65 9.46E-01 29.8 11546000

20751 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.2707 0.063033 1.2901 56.533 56.533 2.64E-01 37.77 4554700

20752 IALSLK Unmodified _IALSLK_ B6TL20_MAIZE 2 322.72071 643.42686 1.2556 -0.10047 1.1133 59.057 59.057 1.00E+00 5.5 806210

20753 IALTTAEYLAYECGK Unmodified _IALTTAEYLAYECGK_ B6T9C0_MAIZE 2 851.92146 1701.8284 1.1233 0.14643 1.2515 82.722 82.722 2.37E-16 75.85 577570

20754 IALTTAEYLAYECGK Unmodified _IALTTAEYLAYECGK_ B6T9C0_MAIZE 2 851.92146 1701.8284 1.0669 0.18241 1.2312 83.35 83.35 1.02E-23 94.58 289990

20755 IALTTAEYLAYECGK Unmodified _IALTTAEYLAYECGK_ B6T9C0_MAIZE 2 851.92146 1701.8284 1.1036 -2.8287 -1.7391 83.584 83.584 2.37E-16 65.89 740210

20756 IALTTAEYLAYECGK Unmodified _IALTTAEYLAYECGK_ B6T9C0_MAIZE 2 851.92146 1701.8284 1.1007 0.25939 1.3421 83.458 83.458 1.12E-07 88.83 264640

20757 IALTTAEYLAYECGK Unmodified _IALTTAEYLAYECGK_ B6T9C0_MAIZE 2 851.92146 1701.8284 1.0478 0.078598 1.1081 83.935 83.935 2.37E-16 88.14 3011800
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20758 IALVDTIAK Unmodified _IALVDTIAK_ B6UEQ3_MAIZE 2 472.29477 942.57498 -0.16878 -0.055328 -0.24245 68.79 68.79 7.18E-01 18.15 31129

20759 IALVDTIAK Unmodified _IALVDTIAK_ B6UEQ3_MAIZE 2 472.29477 942.57498 -0.17619 0.33006 0.13439 68.073 68.073 1.12E-01 18.77 660090

20760 IALVDTIAK Unmodified _IALVDTIAK_ B6UEQ3_MAIZE 2 472.29477 942.57498 -0.035645 0.090029 0.035107 69.055 69.055 3.32E-02 20.39 845730

20761 IALVDTIAK Unmodified _IALVDTIAK_ B6UEQ3_MAIZE 2 472.29477 942.57498 -0.10989 0.17224 0.042548 69.084 69.084 3.21E-03 39.16 1171500

20762 IALVKPDK Unmodified _IALVKPDK_ B4FN06_MAIZE 2 442.2842 882.55385 -0.1325 0.32585 0.1702 41.533 41.533 5.06E-02 39.46 523680

20763 IALVTGGSR Unmodified _IALVTGGSR_ B6U543_MAIZE 2 437.26126 872.50797 0.09917 0.12586 0.22372 44.428 44.428 7.18E-01 11.54 1957200

20764 IALVTGGSR Unmodified _IALVTGGSR_ B6U543_MAIZE 2 437.26126 872.50797 0.084142 -0.038367 0.04463 46.652 46.652 7.18E-01 6.41 552830

20765 IALVTGGSR Unmodified _IALVTGGSR_ B6U543_MAIZE 2 437.26126 872.50797 0.07538 0.40281 0.47614 45.954 45.954 1.12E-01 13.08 688340

20766 IALVTGGSR Unmodified _IALVTGGSR_ B6U543_MAIZE 2 437.26126 872.50797 -0.019724 -0.20063 -0.22138 44.808 44.808 1.01E-02 26.3 11164000

20767 IALVTGGSR Unmodified _IALVTGGSR_ B6U543_MAIZE 2 437.26126 872.50797 -0.074591 0.39781 0.32107 48.217 48.217 1.00E+00 3.86 235250

20768 IALYGTTVDTTNMK Oxidation (M) _IALYGTTVDTTNM(ox)K_ B4FR02_MAIZE 2 772.38726 1542.76 0.80446 -0.23208 0.57536 64.094 64.094 5.36E-25 94.45 3397300

20769 IALYGTTVDTTNMK Unmodified _IALYGTTVDTTNMK_ B4FR02_MAIZE 2 764.3898 1526.765 0.80229 -0.43301 0.37011 72.978 72.978 1.95E-13 83.78 1615200

20770 IAMAVDVNDR Oxidation (M) _IAM(ox)AVDVNDR_ B6UCD0_MAIZE 2 560.27678 1118.539 0.038232 -0.52214 -0.48969 41.887 41.887 1.84E-04 52.09 144650

20771 IAMAVDVNDR Oxidation (M) _IAM(ox)AVDVNDR_ B6UCD0_MAIZE 2 560.27678 1118.539 0.040518 -0.1563 -0.12274 44.737 44.737 1.76E-07 87.95 1969300

20772 IAMAVDVNDR Oxidation (M) _IAM(ox)AVDVNDR_ B6UCD0_MAIZE 2 560.27678 1118.539 0.040582 -0.68556 -0.65008 45.393 45.393 1.62E-03 44.87 1858000

20773 IAMAVDVNDR Unmodified _IAMAVDVNDR_ B6UCD0_MAIZE 2 552.27932 1102.5441 0.025998 -1.7994 -1.7805 58.929 58.929 4.40E-02 30.22 1493800

20774 IAMTAPVITTGSGSGGDGEK Oxidation (M) _IAM(ox)TAPVITTGSGSGGDGEK_ B4FVG0_MAIZE 2 932.95148 1863.8884 1.1025 0.2399 1.353 51.8 51.8 8.71E-43 108.11 1359500

20775 IAMTAPVITTGSGSGGDGEK Oxidation (M) _IAM(ox)TAPVITTGSGSGGDGEK_ B4FVG0_MAIZE 2 932.95148 1863.8884 1.0943 0.61761 1.7223 52.229 52.229 3.46E-29 112.43 1368900

20776 IAMTAPVITTGSGSGGDGEK Unmodified _IAMTAPVITTGSGSGGDGEK_ B4FVG0_MAIZE 2 924.95402 1847.8935 1.0955 -0.052979 1.0515 66.224 66.224 4.56E-22 106.5 894880

20777 IANAAQQMASATR Oxidation (M) _IANAAQQM(ox)ASATR_ B6U2K5_MAIZE 2 674.83553 1347.6565 0.55703 0.017386 0.54966 30.184 30.184 4.09E-05 71.87 52808

20778 IANAAQQMASATR Oxidation (M) _IANAAQQM(ox)ASATR_ B6U2K5_MAIZE 2 674.83553 1347.6565 0.59294 -0.084489 0.48312 33.26 33.26 1.88E-16 59.4 133730

20779 IANAAQQMASATR Oxidation (M) _IANAAQQM(ox)ASATR_ B6U2K5_MAIZE 2 674.83553 1347.6565 0.62511 -0.020989 0.57907 32.365 32.365 7.80E-11 70.17 172720

20780 IANAAQQMASATR Unmodified _IANAAQQMASATR_ B6U2K5_MAIZE 2 666.83807 1331.6616 0.57382 -0.10884 0.43632 50.092 50.092 1.09E-26 91.38 496670

20781 IAPAFSALPR Unmodified _IAPAFSALPR_ B4F9F0_MAIZE 2 521.80583 1041.5971 -0.073627 0.047596 -0.049246 70.299 70.299 4.40E-02 42.18 1018500

20782 IAPAFSALPR Unmodified _IAPAFSALPR_ B4F9F0_MAIZE 3 348.20631 1041.5971 -6.3556 20.128 20.128 7.77E-01 9.95

20783 IAPELYLK Unmodified _IAPELYLK_ B4FY29_MAIZE 2 473.78404 945.55352 -0.19963 0.36114 0.12054 67.166 67.166 1.00E+00 17.3 641850

20784 IAPELYLK Unmodified _IAPELYLK_ B4FY29_MAIZE 2 473.78404 945.55352 -0.058729 -0.13643 -0.23399 68.047 68.047 1.00E+00 3.7 959000

20785 IAPELYLK Unmodified _IAPELYLK_ B4FY29_MAIZE 2 473.78404 945.55352 -0.15514 0.27852 0.08266 67.683 67.683 3.77E-01 16.08 4200500

20786 IAPSELGVLMR Oxidation (M) _IAPSELGVLM(ox)R_ B6T4U8_MAIZE 2 601.3341 1200.6536 0.18085 0.14189 0.30704 72.052 72.052 2.73E-06 50.62 1008800

20787 IAPSMLSSDFANLASEAER Oxidation (M) _IAPSM(ox)LSSDFANLASEAER_ B6TIR4_MAIZE 2 1012.9833 2023.9521 1.109 -0.28376 0.80313 102.49 102.49 1.08E-64 130.02 1794700

20788 IAPSMLSSDFANLASEAER Unmodified _IAPSMLSSDFANLASEAER_ B6TIR4_MAIZE 2 1004.9859 2007.9572 1.1567 -1.0042 0.1294 107.05 107.05 1.84E-40 70.51 276650

20789 IAPTELGVLMR Oxidation (M) _IAPTELGVLM(ox)R_ B4FNQ8_MAIZE 2 608.34192 1214.6693 0.22104 0.32917 0.53802 73.319 73.319 3.57E-04 37.51 558910

20790 IAPTELGVLMR Unmodified _IAPTELGVLMR_ B4FNQ8_MAIZE 2 600.34447 1198.6744 0.22696 -0.004281 0.20839 85.756 85.756 4.48E-03 63.12 283950

20791 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 1.015 0.14733 1.1489 104.42 104.42 1.02E-23 71.41 1669300
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20792 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 1.0904 0.20169 1.2789 113.98 113.98 3.88E-01 12.85 8308.3

20793 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 3 557.98205 1670.9243 0.017969 -0.31205 -0.30762 105.04 105.04 1.00E+00 0.33 149440

20794 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 0.99359 0.27441 1.2539 105.03 105.03 7.01E-11 62.31 1862600

20795 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 0.99189 0.074347 1.0532 105.07 105.07 7.01E-11 43.25 1321500

20796 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 3 557.98205 1670.9243 0.13066 -0.1281 -0.010534 104.61 104.61 1.00E+00 5.32 304990

20797 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 0.98358 -0.042326 0.92748 105.22 105.22 1.02E-23 65.52 10925000

20798 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 3 557.98205 1670.9243 0.09961 -0.047114 0.038722 105.25 105.25 7.60E-01 8.5 1301500

20799 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 1.0655 0.38505 1.4373 105.59 105.59 7.01E-11 45.45 168060

20800 IAQEEIFGPVQSILK Unmodified _IAQEEIFGPVQSILK_ Q43274_MAIZE 2 836.46944 1670.9243 1.0311 0.2351 1.2525 107.13 107.13 2.05E-04 39.24 134800

20801 IASEAGIDAR Unmodified _IASEAGIDAR_ B6TV20_MAIZE 2 501.76436 1001.5142 -0.13258 0.56365 0.40078 42.256 42.256 1.25E-02 24.82 2393600

20802 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.33307 0.26567 0.60542 82.34 82.34 1.67E-02 43.88 2034500

20803 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.25315 -0.032439 0.22845 83.634 83.634 1.47E-01 23.41 52397

20804 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.32285 0.19918 0.52736 83.269 83.269 1.00E+00 7.81 634150

20805 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.35358 0.22932 0.58933 82.926 82.926 1.00E+00 19.75 778730

20806 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.30659 -0.049451 0.26328 82.618 82.618 4.48E-03 24.72 538430

20807 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.33552 0.32274 0.66414 83.2 83.2 1.67E-02 43.94 1189300

20808 IASFVDPDGWK Unmodified _IASFVDPDGWK_ B6TPH0_MAIZE 2 617.80877 1233.603 0.21098 0.26327 0.48052 82.902 82.902 3.57E-04 48.73 29590000

20809 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.021294 0.26241 0.2172 67.954 67.954 7.18E-01 14.75 1255500

20810 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.1372 0.34797 0.18641 69.361 69.361 7.18E-01 14.54 44437

20811 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.04402 0.25759 0.18959 69.53 69.53 3.32E-02 40.28 1648200

20812 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.067637 0.2189 0.12722 68.96 68.96 3.32E-02 38.4 2421800

20813 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.10786 0.35446 0.22111 69.165 69.165 3.32E-02 39.1 2076900

20814 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.091635 -0.011179 -0.12728 69.393 69.393 3.32E-02 37.56 9010600

20815 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.14467 -0.14848 -0.31671 69.352 69.352 3.21E-03 58.27 27303000

20816 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.036168 0.088462 0.029324 68.495 68.495 3.32E-02 35.33 667930

20817 IASLDVLAK Unmodified _IASLDVLAK_ B6TMB2_MAIZE 2 465.28694 928.55933 -0.15605 0.39951 0.21854 70.609 70.609 7.18E-01 13.31 204800

20818 IASQSSILGDVSHTNLK Unmodified _IASQSSILGDVSHTNLK_ B6TL75_MAIZE 3 590.65125 1768.9319 0.24552 0.19964 0.43812 69.297 69.297 4.33E-01 14.31 965480

20819 IASSVYATR Unmodified _IASSVYATR_ B6ST53_MAIZE 2 484.264 966.51345 -0.041293 -0.020486 -0.08021 40.548 40.548 1.12E-01 23.61 411890

20820 IASSVYATRPVAVYALNK Unmodified _IASSVYATRPVAVYALNK_ B6ST53_MAIZE 3 641.69479 1922.0625 0.39492 -0.28938 0.088651 70.204 70.204 6.30E-02 18.15 571050

20821 IASSVYATRPVAVYALNK Unmodified _IASSVYATRPVAVYALNK_ B6ST53_MAIZE 2 962.03855 1922.0625 1.1781 -0.1319 1.029 70.739 70.739 4.65E-12 57.42 480610

20822 IASYVR Unmodified _IASYVR_ B6SGF3_MAIZE 2 354.70559 707.39662 0.77412 0.078028 0.82453 36.541 36.541 5.26E-01 29.5 273810

20823 IASYVRE Unmodified _IASYVRE_ B6SGF3_MAIZE 2 419.22689 836.43922 -0.029619 -0.12056 -0.17857 41.701 41.701 4.46E-01 21.56 2301700

20824 IATESSLAAR Unmodified _IATESSLAAR_ B4F932_MAIZE 2 509.78001 1017.5455 -0.021264 -0.14682 -0.19957 40.081 40.081 1.25E-02 39.65 2386300

20825 IATESSLAAR Unmodified _IATESSLAAR_ B4F932_MAIZE 2 509.78001 1017.5455 -0.24186 -0.20892 -0.48326 39.498 39.498 1.25E-02 49.33 476710



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

20826 IATESSLAAR Unmodified _IATESSLAAR_ B4F932_MAIZE 2 509.78001 1017.5455 -0.016803 0.035862 -0.014396 41.458 41.458 1.84E-04 69.13 623580

20827 IATESSLAAR Unmodified _IATESSLAAR_ B4F932_MAIZE 2 509.78001 1017.5455 -0.08786 -0.17099 -0.2911 42.226 42.226 2.81E-03 57.82 1443400

20828 IATESSLAAR Unmodified _IATESSLAAR_ B4F932_MAIZE 2 509.78001 1017.5455 -0.085469 -0.15648 -0.27319 42.089 42.089 1.84E-04 66.1 7871900

20829 IATIVK Unmodified _IATIVK_ B4FUB4_MAIZE 2 322.72071 643.42686 1.1102 0.32699 1.4176 35.999 35.999 2.64E-01 35.14 476950

20830 IATIVK Unmodified _IATIVK_ B4FUB4_MAIZE 2 322.72071 643.42686 -0.69161 36.573 36.573 5.32E-01 16.59

20831 IATIVK Unmodified _IATIVK_ B4FUB4_MAIZE 2 322.72071 643.42686 1.2646 -0.39732 0.84715 38.812 38.812 2.64E-01 34.23 3025800

20832 IATPTAQLGLPELQLGIIPGFGGTQR Unmodified _IATPTAQLGLPELQLGIIPGFGGTQR_ B6UC41_MAIZE 3 883.49719 2647.4697 1.0945 0.50102 1.597 122.94 122.94 7.26E-01 4.78 1653100

20833 IATPTAQLGLPELQLGIIPGFGGTQR Unmodified _IATPTAQLGLPELQLGIIPGFGGTQR_ B6UC41_MAIZE 3 883.49719 2647.4697 1.0599 -0.028738 1.0332 123.38 123.38 4.42E-09 30.02 617150

20834 IATPTAQLGLPELQLGIIPGFGGTQR Unmodified _IATPTAQLGLPELQLGIIPGFGGTQR_ B6UC41_MAIZE 3 883.49719 2647.4697 1.1015 0.022085 1.1252 123.94 123.94 8.02E-10 30.35 714890

20835 IATPTAQLGLPELQLGIIPGFGGTQR Unmodified _IATPTAQLGLPELQLGIIPGFGGTQR_ B6UC41_MAIZE 2 1324.7421 2647.4697 1.2309 0.23361 1.4661 123.91 123.91 5.89E-09 31.47 135050

20836 IATPTAQLGLPELQLGIIPGFGGTQR Unmodified _IATPTAQLGLPELQLGIIPGFGGTQR_ B6UC41_MAIZE 3 883.49719 2647.4697 1.1688 -0.11627 1.0541 123.42 123.42 9.49E-04 20.79 294160

20837 IATQDAIHR Unmodified _IATQDAIHR_ B6SXY0_MAIZE 3 342.18932 1023.5461 1.2295 -0.47502 0.7386 33.593 33.593 5.45E-01 19.03 113570

20838 IATQDAIHR Unmodified _IATQDAIHR_ B6SXY0_MAIZE 3 342.18932 1023.5461 1.0897 -0.16984 0.90327 32.368 32.368 8.40E-02 38.26 54182

20839 IATQDAIHR Unmodified _IATQDAIHR_ B6SXY0_MAIZE 3 342.18932 1023.5461 1.2679 -0.23183 1.021 35.124 35.124 9.39E-03 45.67 59553

20840 IATQDAIHR Unmodified _IATQDAIHR_ B6SXY0_MAIZE 3 342.18932 1023.5461 1.134 -0.47369 0.64508 34.992 34.992 8.40E-02 40.73 149740

20841 IATTATEIVDVAK Unmodified _IATTATEIVDVAK_ B4FAK2_MAIZE 2 666.37447 1330.7344 0.51483 -0.28073 0.22931 69.009 69.009 9.54E-02 14.22 396800

20842 IAVCGLISQYNLADGEK Unmodified _IAVCGLISQYNLADGEK_ B6TDE0_MAIZE 2 925.96947 1849.9244 1.1758 -0.13913 1.0274 91.904 91.904 8.28E-39 66.64 893440

20843 IAVCGLISQYNLADGEKDAVR Unmodified _IAVCGLISQYNLADGEKDAVR_ B6TDE0_MAIZE 3 764.7266 2291.158 0.86068 -0.078489 0.77496 88.89 88.89 5.77E-05 42.65 1538000

20844 IAVIGGCR Unmodified _IAVIGGCR_ B4FJJ9_MAIZE 2 423.23673 844.4589 0.072927 -0.58999 -0.50916 47.331 47.331 3.77E-01 53.92 1060000

20845 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.0951 -0.045588 1.0564 76.427 76.427 1.56E-52 117.68 3508300

20846 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.0936 -0.065548 1.0356 76.841 76.841 8.00E-45 105.87 1184800

20847 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.0739 0.083528 1.1646 77.373 77.373 8.00E-45 103.21 1541100

20848 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.072 0.14522 1.2242 76.991 76.991 1.77E-34 110.87 1243800

20849 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.143 -0.23368 0.91718 76.778 76.778 2.32E-57 103.86 843030

20850 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.1132 -0.024077 1.0958 77.336 77.336 8.00E-45 99.97 945600

20851 IAVITQGADPVVVAEDGK Unmodified _IAVITQGADPVVVAEDGK_ B4FFH8_MAIZE 2 891.48582 1780.9571 1.0929 -0.35172 0.74791 77.243 77.243 2.32E-57 131.18 21768000

20852 IAVLGASGYTGAEIVR Unmodified _IAVLGASGYTGAEIVR_ B4FAI1_MAIZE 2 788.9383 1575.8621 0.95161 -0.34985 0.5948 79.893 79.893 1.34E-51 111.39 588620

20853 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.091909 0.01747 -0.080208 97.869 97.869 3.89E-04 43.51 17309000

20854 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.15005 -0.068574 -0.22237 101.61 101.61 3.32E-02 30.97 43390

20855 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.18074 0.040263 -0.14559 98.667 98.667 3.89E-04 41.86 6722400

20856 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.08155 -0.084072 -0.16911 98.615 98.615 3.89E-04 46.94 6397300

20857 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.10445 0.07568 -0.032695 98.507 98.507 3.89E-04 48.61 5043800

20858 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.13006 0.051801 -0.082307 98.136 98.136 3.13E-03 41.43 2809100

20859 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.14758 -0.036789 -0.1886 98.458 98.458 3.89E-04 47.04 22490000
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20860 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.1199 0.20244 0.077014 98.165 98.165 9.73E-03 33.85 1533700

20861 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.094536 0.077509 -0.0215 98.532 98.532 3.13E-03 44.45 1431600

20862 IAVLGFAFK Unmodified _IAVLGFAFK_ B6T9P0_MAIZE 2 483.29457 964.57459 -0.18401 0.10771 -0.080237 99.725 99.725 3.21E-03 49.33 506130

20863 IAVLGFAFKK Unmodified _IAVLGFAFKK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.86963 -0.30402 0.55606 80.105 80.105 3.11E-02 27.3 458130

20864 IAVSFEELAAVAK Unmodified _IAVSFEELAAVAK_ B4G0V8_MAIZE 2 674.37956 1346.7446 0.55854 0.60779 1.1428 98.863 98.863 4.68E-05 70.78 245900

20865 IAVVSVLDAHTLSVMPYDPTSMK 2 Oxidation (M) _IAVVSVLDAHTLSVM(ox)PYDPTSM(ox)K_ B6TAV8_MAIZE 3 836.09044 2505.2495 1.0242 -0.35987 0.66997 95.862 95.862 4.10E-06 39.61 483040

20866 IAVVTGGNK Unmodified _IAVVTGGNK_ B6T3T7_MAIZE 2 429.75581 857.49707 0.12126 0.26463 0.38867 34.944 34.944 3.32E-02 27.3 261900

20867 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 3 332.85064 995.5301 1.3178 0.038043 1.3451 44.237 44.237 1.00E+00 14.86 829360

20868 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 3 332.85064 995.5301 1.2794 -0.2258 1.0445 46.074 46.074 4.68E-01 24.22 517710

20869 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 3 332.85064 995.5301 1.2969 -0.22802 1.0613 46.209 46.209 6.12E-02 33.59 3670600

20870 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 3 332.85064 995.5301 1.2817 0.047187 1.3202 47.262 47.262 1.96E-01 28.74 1743800

20871 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 3 332.85064 995.5301 1.2471 -0.20719 1.0306 44.796 44.796 1.96E-01 24.28 3843100

20872 IAWGHAVSR Unmodified _IAWGHAVSR_ B6T0A9_MAIZE 2 498.77233 995.5301 -0.071498 0.096165 0.016638 44.808 44.808 3.21E-03 54.34 980140

20873 IAYDNEER Unmodified _IAYDNEER_ B4FTL0_MAIZE 2 505.2329 1008.4512 -0.12114 -0.003157 -0.16015 34.324 34.324 2.92E-02 18.89 16585

20874 IAYDNEER Unmodified _IAYDNEER_ B4FTL0_MAIZE 2 505.2329 1008.4512 0.015259 -0.11647 -0.13774 35.909 35.909 7.88E-01 21.74 68778

20875 IAYVHSLK Unmodified _IAYVHSLK_ Q9M585_MAIZE 3 310.85176 929.53345 1.4053 0.070322 1.454 43.918 43.918 3.42E-02 29.14 379540

20876 IAYVHSLK Unmodified _IAYVHSLK_ Q9M585_MAIZE 3 310.85176 929.53345 1.4795 0.18256 1.6372 44.151 44.151 2.69E-02 27.41 1463500

20877 IAYVHSLK Unmodified _IAYVHSLK_ Q9M585_MAIZE 2 465.774 929.53345 -0.083098 -0.23322 -0.33882 45.114 45.114 2.92E-02 18.92 542600

20878 IAYVHSLK Unmodified _IAYVHSLK_ Q9M585_MAIZE 3 310.85176 929.53345 1.4134 0.16052 1.5492 45.111 45.111 1.05E-01 27.26 3014400

20879 ICADCGAPDPK Unmodified _ICADCGAPDPK_ B6TSD4_MAIZE 2 602.26027 1202.506 0.23398 -0.074795 0.16956 39.958 39.958 3.57E-04 44.4 777400

20880 ICANHLVAPTTR Unmodified _ICANHLVAPTTR_ B6T8F4_MAIZE 3 451.57496 1351.703 -0.037846 -0.070213 -0.10862 47.922 47.922 1.79E-02 28.3 1067400

20881 ICANHLVAPTTR Unmodified _ICANHLVAPTTR_ B6T8F4_MAIZE 3 451.57496 1351.703 -0.028905 -0.34221 -0.3715 45.326 45.326 1.79E-02 29.52 2504800

20882 ICANHLVASTTK Unmodified _ICANHLVASTTK_ B6T5R1_MAIZE 3 438.89933 1313.6762 0.1659 -0.070505 0.093217 39.496 39.496 4.08E-01 0.12 434130

20883 ICANHLVASTTK Unmodified _ICANHLVASTTK_ B6T5R1_MAIZE 3 438.89933 1313.6762 -0.013001 -0.066401 -0.082017 42.192 42.192 1.00E+00 13.28 1082400

20884 ICANHLVASTTK Unmodified _ICANHLVASTTK_ B6T5R1_MAIZE 3 438.89933 1313.6762 0.054614 -0.41825 -0.36522 39.601 39.601 8.36E-03 27.09 4170500

20885 ICANHLVASTTK Unmodified _ICANHLVASTTK_ B6T5R1_MAIZE 2 657.84536 1313.6762 0.48252 0.20824 0.68763 39.597 39.597 7.61E-14 72.02 436590

20886 ICANHLVVATTK Unmodified _ICANHLVVATTK_ B4FFF1_MAIZE 3 442.91146 1325.7126 -0.1222 48.035 48.035 1.74E-01 18.09

20887 ICANHLVVATTK Unmodified _ICANHLVVATTK_ B4FFF1_MAIZE 3 442.91146 1325.7126 0.00021671 -0.20208 -0.19851 45.598 45.598 6.54E-02 16.82 6477200

20888 ICANHLVVATTK Unmodified _ICANHLVVATTK_ B4FFF1_MAIZE 2 663.86355 1325.7126 0.46303 0.31764 0.78319 45.594 45.594 7.61E-14 73.85 960300

20889 ICANHLVVATTK Unmodified _ICANHLVVATTK_ B4FFF1_MAIZE 3 442.91146 1325.7126 -0.07802 0.57353 0.49626 49.212 49.212 1.84E-01 21.79 182170

20890 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1891 -0.56087 0.63842 88.396 88.396 1.32E-42 62.67 2631000

20891 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1954 -0.40479 0.80041 88.985 88.985 8.20E-12 45.79 926170

20892 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1633 -0.55211 0.62134 89.103 89.103 9.13E-78 67.3 844500

20893 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1453 -0.32952 0.82583 88.814 88.814 1.99E-37 72.37 1285800
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20894 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 3 689.68603 2066.0363 0.65798 -0.20368 0.46357 88.823 88.823 1.00E+00 0.16 374560

20895 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.2859 -0.74979 0.54634 88.555 88.555 1.99E-37 41.31 456330

20896 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1553 -0.7536 0.41215 88.981 88.981 3.94E-53 53.89 6550000

20897 ICCIGAGYVGGPTMAVIALK Oxidation (M) _ICCIGAGYVGGPTM(ox)AVIALK_ B6T9P0_MAIZE 2 1034.0254 2066.0363 1.1835 -0.15165 1.0416 90.288 90.288 4.56E-22 62.5 151960

20898 ICCIGAGYVGGPTMAVIALK Unmodified _ICCIGAGYVGGPTMAVIALK_ B6T9P0_MAIZE 2 1026.028 2050.0414 1.1805 -0.37526 0.81357 98.338 98.338 1.22E-73 79.39 3746000

20899 ICCIGAGYVGGPTMAVIALK Unmodified _ICCIGAGYVGGPTMAVIALK_ B6T9P0_MAIZE 2 1026.028 2050.0414 1.1753 -0.24502 0.93839 98.964 98.964 1.22E-73 86.67 570210

20900 ICCIGAGYVGGPTMAVIALK Unmodified _ICCIGAGYVGGPTMAVIALK_ B6T9P0_MAIZE 2 1026.028 2050.0414 1.2274 0.27149 1.5061 98.923 98.923 9.41E-18 44.2 303910

20901 ICCIGAGYVGGPTMAVIALK Unmodified _ICCIGAGYVGGPTMAVIALK_ B6T9P0_MAIZE 2 1026.028 2050.0414 1.208 -0.027442 1.1887 99.055 99.055 2.77E-53 68.06 2150100

20902 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 -0.017451 0.17821 0.16389 63.374 63.374 5.06E-02 26.59 907770

20903 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 -0.090297 0.7492 0.66176 63.746 63.746 1.65E-01 30.66 214670

20904 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 0.058066 0.68938 0.75079 65.18 65.18 5.06E-02 42.53 474560

20905 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 0.012949 0.034232 0.051736 64.567 64.567 3.48E-02 32.39 315820

20906 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 -0.022555 0.63368 0.61397 64.918 64.918 1.90E-02 46.99 343380

20907 ICDFGLAR Unmodified _ICDFGLAR_ B4FG60_MAIZE 2 476.23947 950.46438 -0.10251 0.1063 0.007499 65.313 65.313 5.06E-02 31.09 1336200

20908 ICDFGYSK Unmodified _ICDFGYSK_ B4FKL1_MAIZE 2 495.22348 988.43241 -0.0047876 0.44681 0.44657 51.841 51.841 3.77E-01 24.22 827470

20909 ICDFGYSK Unmodified _ICDFGYSK_ B4FKL1_MAIZE 2 495.22348 988.43241 -0.13127 0.25879 0.13359 51.819 51.819 5.06E-02 14.63 305880

20910 ICDFGYSK Unmodified _ICDFGYSK_ B4FKL1_MAIZE 2 495.22348 988.43241 -0.024079 0.15989 0.14136 54.069 54.069 1.65E-01 15.98 371380

20911 ICDFGYSK Unmodified _ICDFGYSK_ B4FKL1_MAIZE 2 495.22348 988.43241 0.0073501 -0.083493 -0.0711 53.389 53.389 3.77E-01 23.69 456720

20912 ICDFGYSK Unmodified _ICDFGYSK_ B4FKL1_MAIZE 2 495.22348 988.43241 -0.12732 0.35344 0.23014 54.599 54.599 1.65E-01 23.82 3003500

20913 ICDGEWLYADPDGILVSR Unmodified _ICDGEWLYADPDGILVSR_ B6TN41_MAIZE 2 1039.9962 2077.9779 1.1289 0.01667 1.1469 108.07 108.07 4.65E-12 52.97 811130

20914 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.92123 0.16996 1.0869 115.06 115.06 1.76E-15 41.5 3171600

20915 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 2 1162.1017 2322.1889 1.1791 4.2041 5.376 115.08 115.08 1.96E-09 35.55 185040

20916 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.88424 0.07773 0.95802 115.66 115.66 8.12E-10 40.52 1207200

20917 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.89265 0.079889 0.96849 115.83 115.83 3.54E-06 33.06 1087200

20918 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.91158 0.088169 0.99613 116.19 116.19 1.13E-12 33.22 760570

20919 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.94338 -0.090653 0.84958 116.47 116.47 3.54E-06 24.92 480640

20920 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.97773 0.71984 1.6924 116.98 116.98 3.54E-06 27.89 380560

20921 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.89643 0.044734 0.93676 115.72 115.72 6.78E-19 49.95 1973100

20922 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 3 775.07026 2322.1889 0.82621 0.021082 0.84377 121.17 121.17 8.12E-10 33.11 2326300

20923 ICDGILALLDSHLVPSAGGAESK Unmodified _ICDGILALLDSHLVPSAGGAESK_ B4FRG1_MAIZE 2 1162.1017 2322.1889 1.1674 0.15931 1.3233 121.2 121.2 1.32E-07 39.41 192010

20924 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.25858 -0.42451 -0.16813 48.84 48.84 4.46E-01 28.14 12685000

20925 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.11114 0.14756 0.25718 49.692 49.692 1.00E+00 28.49 84426

20926 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.15519 0.12179 0.27292 48.889 48.889 1.86E-01 22.98 2868900

20927 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.20926 0.18931 0.39409 50.492 50.492 1.86E-01 28.85 3308800
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20928 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.16188 0.050225 0.20835 51.273 51.273 1.86E-01 27.54 3300100

20929 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.19562 -0.38973 -0.19748 51.778 51.778 1.86E-01 35.35 10460000

20930 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.16959 -0.97514 -0.80648 49.279 49.279 4.49E-02 44.06 32204000

20931 ICDGILK Unmodified _ICDGILK_ 14331_MAIZE 1 2 409.72566 817.43677 0.079196 0.53882 0.61338 52.537 52.537 8.04E-02 23.31 233130

20932 ICDLADK Unmodified _ICDLADK_ B4FRQ7_MAIZE 2 417.70493 833.3953 0.22867 0.020317 0.24275 34.674 34.674 9.32E-03 44.92 889870

20933 ICGDVHGQYSDLLR Unmodified _ICGDVHGQYSDLLR_ B4F7Z0_MAIZE 3 544.93147 1631.7726 -0.0030805 0.3037 0.30788 67.129 67.129 1.79E-03 32.13 1828400

20934 ICLCLDEIVWK Unmodified _ICLCLDEIVWK_ B4FEL3_MAIZE 2 724.86744 1447.7203 0.72179 -0.21306 0.51183 109.03 109.03 4.43E-05 50.5 94808

20935 ICLDILK Unmodified _ICLDILK_ B4FPA1_MAIZE 2 437.75696 873.49937 -0.16756 0.33265 0.15114 80.2 80.2 1.86E-01 42.38 436920

20936 ICLDILK Unmodified _ICLDILK_ B4FPA1_MAIZE 2 437.75696 873.49937 0.042529 0.11114 0.14093 79.11 79.11 4.46E-01 19.71 1079900

20937 ICLDILK Unmodified _ICLDILK_ B4FPA1_MAIZE 2 437.75696 873.49937 -0.16594 -0.12669 -0.30647 80.55 80.55 9.32E-03 37.56 10206000

20938 ICLDILKDK Unmodified _ICLDILKDK_ B4FPA1_MAIZE 3 373.21437 1116.6213 0.4722 0.13661 0.59623 73.328 73.328 2.35E-02 31.63 414420

20939 ICLTVHFKPLWAK Unmodified _ICLTVHFKPLWAK_ B6T7R3_MAIZE 4 403.98126 1611.8959 0.15487 -0.19343 -0.039491 91.223 91.223 5.88E-01 15.44 90579

20940 ICMQTFICTTSEAK Oxidation (M) _ICM(ox)QTFICTTSEAK_ B6ST26_MAIZE 2 853.38333 1704.7521 0.97356 -0.4723 0.5121 61.315 61.315 7.64E-09 82.49 251570

20941 ICMQTFICTTSEAK Unmodified _ICMQTFICTTSEAK_ B6ST26_MAIZE 2 845.38587 1688.7572 1.0341 -0.13542 0.90639 81.633 81.633 3.56E-04 69.54 66937

20942 ICNIPVDVIYTSSLIR Unmodified _ICNIPVDVIYTSSLIR_ B4FDU0_MAIZE 2 932.00586 1861.9972 1.152 0.23142 1.3812 108.23 108.23 1.42E-33 74.49 335650

20943 ICPNDPDATR Unmodified _ICPNDPDATR_ B6TKH0_MAIZE 2 579.76403 1157.5135 0.20504 0.54256 0.74822 36.168 36.168 4.40E-02 25.91 120560

20944 ICSYAQGMNIIK Unmodified _ICSYAQGMNIIK_ B4FSV6_MAIZE 2 699.34942 1396.6843 0.60761 -0.46888 0.12341 69.234 69.234 1.68E-09 55.42 2368100

20945 ICSYAQGMNIIK Unmodified _ICSYAQGMNIIK_ B4FSV6_MAIZE 2 699.34942 1396.6843 0.62251 -0.084113 0.52169 69.856 69.856 1.11E-04 45.68 312930

20946 ICSYAQGMNIIK Unmodified _ICSYAQGMNIIK_ B4FSV6_MAIZE 2 699.34942 1396.6843 0.65106 -0.36696 0.26824 70.614 70.614 2.62E-07 58.14 608170

20947 ICSYAQGMNIIK Unmodified _ICSYAQGMNIIK_ B4FSV6_MAIZE 2 699.34942 1396.6843 0.66665 -0.34382 0.30761 70.1 70.1 1.60E-02 21.04 421510

20948 ICSYAQGMNIIK Oxidation (M) _ICSYAQGM(ox)NIIK_ B4FSV6_MAIZE 2 707.34688 1412.6792 0.66775 -0.25094 0.40415 56.004 56.004 2.07E-09 52.9 419520

20949 ICSYAQGMNIIK Oxidation (M) _ICSYAQGM(ox)NIIK_ B4FSV6_MAIZE 2 707.34688 1412.6792 0.68813 -0.16477 0.51027 57.738 57.738 1.63E-05 44.42 1041800

20950 ICSYAQGMNIIK Oxidation (M) _ICSYAQGM(ox)NIIK_ B4FSV6_MAIZE 2 707.34688 1412.6792 0.68275 -0.35928 0.31056 57.061 57.061 1.63E-05 36.73 748370

20951 ICSYAQGMNIIK Oxidation (M) _ICSYAQGM(ox)NIIK_ B4FSV6_MAIZE 2 707.34688 1412.6792 0.60137 -0.51819 0.070687 57.67 57.67 2.16E-07 35.25 601670

20952 ICSYAQGMNIIK Oxidation (M) _ICSYAQGM(ox)NIIK_ B4FSV6_MAIZE 2 707.34688 1412.6792 0.65372 -0.779 -0.13799 57.634 57.634 2.07E-09 37.69 7248500

20953 ICYPAIENHEWR Unmodified _ICYPAIENHEWR_ B4F9D4_MAIZE 3 529.91727 1586.73 0.023578 -0.1926 -0.1861 69.185 69.185 1.20E-03 40.74 1029900

20954 ICYPAIENHEWR Unmodified _ICYPAIENHEWR_ B4F9D4_MAIZE 3 529.91727 1586.73 0.023586 -0.32928 -0.32253 70.626 70.626 1.00E+00 16.09 462540

20955 ICYPAIENHEWR Unmodified _ICYPAIENHEWR_ B4F9D4_MAIZE 3 529.91727 1586.73 0.083647 -0.18245 -0.11588 70.186 70.186 1.00E+00 3.59 277450

20956 ICYPAIENHEWR Unmodified _ICYPAIENHEWR_ B4F9D4_MAIZE 3 529.91727 1586.73 0.016774 -0.13803 -0.13876 70.209 70.209 8.12E-01 6.37 475050

20957 ICYPAIENHEWR Unmodified _ICYPAIENHEWR_ B4F9D4_MAIZE 3 529.91727 1586.73 -0.0037287 -0.12068 -0.14138 70.333 70.333 1.12E-02 26.83 2182200

20958 IDAAKPIPEVFEDVK Unmodified _IDAAKPIPEVFEDVK_ B4FM96_MAIZE 3 557.63817 1669.8927 0.034108 0.033093 0.056677 80.854 80.854 2.04E-04 37.74 1356000

20959 IDAATTNR Unmodified _IDAATTNR_ B4FBU2_MAIZE 2 431.22487 860.43519 -0.014184 0.65792 0.62546 23.73 23.73 5.06E-02 34.74 35205

20960 IDAGEGEQLK Unmodified _IDAGEGEQLK_ B6TJ85_MAIZE 2 530.26948 1058.5244 -0.10858 -0.60794 -0.73513 44.931 44.931 2.81E-03 36.24 2289300

20961 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 2 555.28292 1108.5513 -3.1086 30.692 30.692 3.95E-01 15.03
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20962 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 2 555.28292 1108.5513 0.15268 -0.65422 -0.51579 32.712 32.712 1.25E-02 57.13 34002

20963 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 2 555.28292 1108.5513 0.219 -0.040661 0.16184 31.847 31.847 1.00E+00 20.42 20720

20964 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 2 555.28292 1108.5513 0.097833 0.039941 0.12185 32.627 32.627 2.81E-03 63.32 276480

20965 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 3 370.52437 1108.5513 0.69009 -0.16212 0.51187 32.632 32.632 3.83E-02 41.97 721820

20966 IDASVNEHPK Unmodified _IDASVNEHPK_ Q5EUD0_MAIZE 2 555.28292 1108.5513 0.15086 0.098402 0.23381 32.728 32.728 2.81E-03 58.73 61283

20967 IDAVDASTVK Unmodified _IDAVDASTVK_ B4F932_MAIZE 2 509.7744 1017.5342 -0.15314 -0.17747 -0.32974 44.16 44.16 1.45E-01 24.71 6115300

20968 IDAVDASTVK Unmodified _IDAVDASTVK_ B4F932_MAIZE 2 509.7744 1017.5342 -0.1659 -0.056989 -0.22147 46.899 46.899 1.45E-01 24.04 5740800

20969 IDAVDASTVK Unmodified _IDAVDASTVK_ B4F932_MAIZE 2 509.7744 1017.5342 -0.12277 -0.44739 -0.56849 46.821 46.821 1.62E-03 30.83 22313000

20970 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 3 392.21906 1173.6354 0.54206 0.079884 0.61426 40.728 40.728 4.33E-02 29.39 1278700

20971 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 2 587.82495 1173.6354 0.23866 0.071363 0.30357 40.728 40.728 1.67E-02 49.93 487220

20972 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 2 587.82495 1173.6354 0.22825 -0.1356 0.08697 42.857 42.857 4.96E-02 47.34 193140

20973 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 3 392.21906 1173.6354 0.36801 0.1752 0.53642 42.985 42.985 4.33E-02 33.16 1078400

20974 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 2 587.82495 1173.6354 0.18985 -0.20849 -0.024776 42.782 42.782 4.43E-05 74.27 1964600

20975 IDAVDASTVKR Unmodified _IDAVDASTVKR_ B4F932_MAIZE 3 392.21906 1173.6354 0.49251 0.17579 0.66209 42.815 42.815 1.15E-01 37.33 3743700

20976 IDCVDGQIVGLFGVFDGHGGAK Unmodified _IDCVDGQIVGLFGVFDGHGGAK_ B4FVS8_MAIZE 3 754.37216 2260.0946 0.85795 0.19798 1.0828 114.69 114.69 6.26E-22 47.11 296850

20977 IDDALVDR Unmodified _IDDALVDR_ B6T773_MAIZE 2 458.74036 915.46616 -0.057918 -0.066013 -0.12838 51.82 51.82 3.48E-02 36.45 1461000

20978 IDDAVTR Unmodified _IDDAVTR_ Q9XE93_MAIZE 2 395.20869 788.40283 0.33376 -0.063483 0.26876 28.366 28.366 7.83E-01 9.94 15212

20979 IDDAVTR Unmodified _IDDAVTR_ Q9XE93_MAIZE 2 395.20869 788.40283 0.45205 3.2794 3.7212 31.5 31.5 1.86E-01 30.61 148800

20980 IDDAVTR Unmodified _IDDAVTR_ Q9XE93_MAIZE 2 395.20869 788.40283 0.47636 -0.19313 0.28363 30.735 30.735 4.46E-01 21.33 157270

20981 IDDAVTR Unmodified _IDDAVTR_ Q9XE93_MAIZE 2 395.20869 788.40283 0.43195 2.5413 2.9662 31.317 31.317 4.46E-01 23.34 253270

20982 IDDAVYR Unmodified _IDDAVYR_ B4F8M8_MAIZE 2 426.21652 850.41848 0.10619 -1.578 -1.4797 41.126 41.126 8.04E-02 32.1 2280000

20983 IDDAVYR Unmodified _IDDAVYR_ B4F8M8_MAIZE 2 426.21652 850.41848 -0.030984 -0.50134 -0.54372 40.43 40.43 8.04E-02 30.5 1003800

20984 IDDAVYR Unmodified _IDDAVYR_ B4F8M8_MAIZE 2 426.21652 850.41848 0.11978 -0.28401 -0.17699 43.273 43.273 8.04E-02 44.28 2063800

20985 IDDAVYR Unmodified _IDDAVYR_ B4F8M8_MAIZE 2 426.21652 850.41848 0.11765 -1.2815 -1.1745 42.545 42.545 4.49E-02 43.76 6488700

20986 IDDAVYR Unmodified _IDDAVYR_ B4F8M8_MAIZE 2 426.21652 850.41848 0.0047642 -0.14427 -0.15027 43.361 43.361 8.04E-02 44.28 10505000

20987 IDDDEEMKP Oxidation (M) _IDDDEEM(ox)KP_ Q9SAQ3_MAIZE 2 554.22916 1106.4438 0.097718 0.27834 0.36191 31.859 31.859 9.73E-03 44.43 142700

20988 IDDIVSGIK Unmodified _IDDIVSGIK_ B6UCD0_MAIZE 2 480.27403 958.53351 -0.1839 0.47895 0.29035 62.653 62.653 9.73E-03 30.29 766470

20989 IDDIVSGIK Unmodified _IDDIVSGIK_ B6UCD0_MAIZE 2 480.27403 958.53351 -0.069353 0.27085 0.19645 64.102 64.102 3.32E-02 50.92 1580800

20990 IDDIVSGIK Unmodified _IDDIVSGIK_ B6UCD0_MAIZE 2 480.27403 958.53351 -0.056089 0.13288 0.071828 63.48 63.48 3.32E-02 33.96 864640

20991 IDDIVSGIK Unmodified _IDDIVSGIK_ B6UCD0_MAIZE 2 480.27403 958.53351 -0.17623 -0.031486 -0.21186 63.835 63.835 3.21E-03 49.03 8861300

20992 IDDIVSGIK Unmodified _IDDIVSGIK_ B6UCD0_MAIZE 2 480.27403 958.53351 -0.1614 0.69209 0.52584 65.175 65.175 1.01E-02 48.6 185500

20993 IDDIVTVR Unmodified _IDDIVTVR_ B4F8V9_MAIZE 2 465.76637 929.5182 -0.055349 0.20085 0.15328 56.418 56.418 1.90E-02 46.34 2713500

20994 IDDIVTVR Unmodified _IDDIVTVR_ B4F8V9_MAIZE 2 465.76637 929.5182 -0.17778 0.52445 0.35328 56.515 56.515 2.92E-02 47.85 1141100

20995 IDDKDMEIK Oxidation (M) _IDDKDM(ox)EIK_ ADF2_MAIZE 3 374.84976 1121.5274 0.48973 0.30027 0.77166 31.536 31.536 1.00E+00 5.03 28124
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20996 IDDKDMEIK Oxidation (M) _IDDKDM(ox)EIK_ ADF2_MAIZE 3 374.84976 1121.5274 0.52406 0.18257 0.68627 32.12 32.12 9.63E-01 8.93 27944

20997 IDDKDMEIK Unmodified _IDDKDMEIK_ ADF2_MAIZE 3 369.51812 1105.5325 0.55342 0.37068 0.89968 47.972 47.972 2.35E-02 25.55 370870

20998 IDDMIK Unmodified _IDDMIK_ B6TKY3_MAIZE 2 367.69129 733.36803 0.83848 -0.15106 0.66586 43.401 43.401 5.26E-01 20.81 989880

20999 IDDMIK Oxidation (M) _IDDM(ox)IK_ B6TKY3_MAIZE 2 375.68875 749.36294 0.66963 0.26442 0.9164 34.492 34.492 1.00E+00 1.7 38973

21000 IDDPNYVR Unmodified _IDDPNYVR_ B6SWM0_MAIZE 2 496.24581 990.47706 -0.043859 -0.07861 -0.13116 45.182 45.182 2.92E-02 39.12 721150

21001 IDDPNYVR Unmodified _IDDPNYVR_ B6SWM0_MAIZE 2 496.24581 990.47706 -0.14913 0.3381 0.17992 45.263 45.263 1.90E-02 51.38 4243200

21002 IDDTDMEIK Oxidation (M) _IDDTDM(ox)EIK_ ADF1_MAIZE B 2 548.24735 1094.4802 0.0012013 0.16909 0.16234 41.162 41.162 9.18E-02 28.41 88141

21003 IDDTDMEIK Unmodified _IDDTDMEIK_ ADF1_MAIZE B 2 540.2499 1078.4852 -0.059006 0.14289 0.071551 57.559 57.559 3.32E-02 22.38 238330

21004 IDEAAQLFEEAR Unmodified _IDEAAQLFEEAR_ B4FAB6_MAIZE 2 696.34371 1390.6729 0.63183 -0.29786 0.30694 81.119 81.119 2.62E-07 56.43 266200

21005 IDEAAQLFEEAR Unmodified _IDEAAQLFEEAR_ B4FAB6_MAIZE 2 696.34371 1390.6729 0.49211 -1.2719 -0.80516 81.765 81.765 1.11E-04 34.9 315660

21006 IDENVQR Unmodified _IDENVQR_ B6T7P7_MAIZE 2 437.22487 872.43519 0.076404 0.46015 0.51989 43.442 43.442 7.83E-01 9.25 547430

21007 IDENVQR Unmodified _IDENVQR_ B6T7P7_MAIZE 2 437.22487 872.43519 0.19602 0.92754 1.1046 31.391 31.391 8.04E-02 53.38 56092

21008 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.27329 0.11459 0.37834 95.844 95.844 1.62E-03 67.19 4744900

21009 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.2389 0.11847 0.3479 96.436 96.436 1.84E-04 61.15 2152800

21010 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.27934 0.11433 0.38272 96.585 96.585 1.62E-03 52.63 1260100

21011 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.32392 0.40113 0.71485 96.432 96.432 1.84E-04 70.16 595010

21012 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.27792 0.52999 0.79744 96.018 96.018 1.62E-03 54.12 701140

21013 IDFLSLSYTR Unmodified _IDFLSLSYTR_ B4F9G8_MAIZE 2 607.82442 1213.6343 0.34249 0.4752 0.80709 96.348 96.348 3.43E-01 11.13 132030

21014 IDFPGAK Unmodified _IDFPGAK_ B4FAQ9_MAIZE 2 374.20542 746.39629 0.75402 0.40994 1.1566 55.957 55.957 1.00E+00 15.49 748650

21015 IDFPGAK Unmodified _IDFPGAK_ B4FAQ9_MAIZE 2 374.20542 746.39629 0.64773 0.020378 0.66262 56.558 56.558 4.46E-01 24.57 14893000

21016 IDFPGAK Unmodified _IDFPGAK_ B4FAQ9_MAIZE 2 374.20542 746.39629 0.65675 -0.47727 0.17548 54.353 54.353 7.83E-01 17.72 10510000

21017 IDFPGAK Unmodified _IDFPGAK_ B4FAQ9_MAIZE 2 374.20542 746.39629 0.41362 -0.009572 0.39887 57.102 57.102 4.46E-01 24.38 4460300

21018 IDFSEVDPSAPGGQAWGTAR Unmodified _IDFSEVDPSAPGGQAWGTAR_ B4FR59_MAIZE 2 1030.9872 2059.9599 1.2278 0.20484 1.4385 89.835 89.835 1.65E-04 44.2 439060

21019 IDFSSIFGTVNPIVEDVR Unmodified _IDFSSIFGTVNPIVEDVR_ B6TZ66_MAIZE 2 1004.5229 2007.0313 1.1408 0.018609 1.1687 125.04 125.04 5.25E-26 72.45 577880

21020 IDFSSIFGTVNPIVEDVR Unmodified _IDFSSIFGTVNPIVEDVR_ B6TZ66_MAIZE 2 1004.5229 2007.0313 1.1642 0.080477 1.2541 125.28 125.28 2.32E-57 76.7 811180

21021 IDFSSIFGTVNPIVEDVR Unmodified _IDFSSIFGTVNPIVEDVR_ B6TZ66_MAIZE 2 1004.5229 2007.0313 1.1372 -0.29493 0.85219 125.34 125.34 5.25E-26 65.88 344610

21022 IDFSSIFGTVNPIVEDVR Unmodified _IDFSSIFGTVNPIVEDVR_ B6TZ66_MAIZE 2 1004.5229 2007.0313 1.1548 0.13118 1.2946 125.73 125.73 1.56E-52 83.78 1935300

21023 IDGEGNAPASSSQIDLHEAR Unmodified _IDGEGNAPASSSQIDLHEAR_ B6U0P5_MAIZE 3 689.66277 2065.9665 0.64561 -0.29656 0.33519 55.999 55.999 5.80E-33 82.64 574560

21024 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0525 -0.11777 0.96033 77.896 77.896 5.57E-58 101.82 6629000

21025 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0746 -0.2172 0.8829 78.205 78.205 1.51E-46 92.59 1829800

21026 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0392 -0.19563 0.86915 78.827 78.827 1.84E-40 92.12 2856800

21027 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0259 -0.15919 0.89148 78.448 78.448 1.84E-40 89.19 3045300

21028 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0783 -0.090513 1.0128 78.247 78.247 5.57E-58 107.51 1636000

21029 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.093 -0.12473 0.99289 78.855 78.855 1.06E-14 74.18 2173200
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21030 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0382 -0.6192 0.4448 78.711 78.711 5.36E-73 115.2 43483000

21031 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.1044 -0.10617 1.0236 80.748 80.748 2.86E-31 88.64 864650

21032 IDGLVSGIGTGGTITGTGR Unmodified _IDGLVSGIGTGGTITGTGR_ CYSK_MAIZE 2 866.46541 1730.9163 1.0179 -0.075629 0.96727 78.244 78.244 1.51E-46 101.58 2004400

21033 IDGSSDDFSFR Unmodified _IDGSSDDFSFR_ B6U0X2_MAIZE 2 623.27275 1244.5309 0.30738 0.13076 0.4483 69.64 69.64 3.57E-04 58.08 953920

21034 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 3 347.1976 1038.571 1.0834 -0.33287 0.72914 42.99 42.99 6.12E-02 23.19 8402100

21035 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 2 520.29276 1038.571 -0.0057234 0.27181 0.24416 43.005 43.005 1.01E-02 43.48 2912400

21036 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 3 347.1976 1038.571 1.0364 1.7911 2.8027 44.184 44.184 6.12E-02 17.64 68919

21037 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 3 347.1976 1038.571 0.99827 -0.54206 0.43475 42.684 42.684 8.75E-03 27.3 4320400

21038 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 2 520.29276 1038.571 -0.053167 0.64996 0.5744 42.679 42.679 1.00E+00 10.72 1112800

21039 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 3 347.1976 1038.571 1.0979 -0.28941 0.7879 45.244 45.244 8.63E-03 34.54 6590800

21040 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 2 520.29276 1038.571 0.015825 0.49051 0.48385 45.246 45.246 9.73E-03 34.24 1418100

21041 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 3 347.1976 1038.571 0.85473 -0.23686 0.5978 45.252 45.252 8.63E-03 36.36 33202000

21042 IDHALETIK Unmodified _IDHALETIK_ MTHR1_MAIZE 2 520.29276 1038.571 -0.12967 -0.016367 -0.16695 45.244 45.244 9.73E-03 40.25 7720200

21043 IDIAVHSMK Unmodified _IDIAVHSMK_ B4F7S1_MAIZE 3 338.51979 1012.5376 1.2519 -0.13287 1.1047 52.267 52.267 1.96E-01 32.71 790080

21044 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.067194 0.39614 0.31188 89.448 89.448 4.23E-03 34.5 3576200

21045 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.14869 -0.045048 -0.20963 92.631 92.631 5.88E-01 26.83 44646

21046 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.16105 -0.031964 -0.21048 90.045 90.045 4.23E-03 26.55 1481400

21047 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.042267 -0.088324 -0.14735 90.235 90.235 4.29E-02 28.69 1600500

21048 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.050994 -0.26959 -0.33619 89.989 89.989 3.08E-01 21.91 1483400

21049 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.090592 -0.069974 -0.17663 89.752 89.752 8.46E-03 35.49 719140

21050 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.10225 0.15339 0.035175 90.14 90.14 4.29E-02 31.02 5358200

21051 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.025682 -0.23481 -0.27748 89.9 89.9 4.29E-02 25.66 345510

21052 IDILDQALLRPGR Unmodified _IDILDQALLRPGR_ B4FSF1_MAIZE 3 493.95958 1478.8569 -0.1322 -0.062711 -0.21134 91.391 91.391 3.08E-01 25.48 141130

21053 IDINHFFSILSDIIR Unmodified _IDINHFFSILSDIIR_ B4FFH4_MAIZE 3 601.66483 1801.9727 0.17614 0.038016 0.20594 128.88 128.88 2.65E-02 22.08 1487100

21054 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.86232 0.19318 1.0234 81.031 81.031 1.56E-17 65.24 1357600

21055 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.82768 -0.15885 0.63824 82.04 82.04 9.54E-02 39.96 36904

21056 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.83078 0.13819 0.93658 81.408 81.408 2.61E-08 57.01 369430

21057 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.85574 0.016358 0.84018 81.943 81.943 4.68E-05 54.49 253820

21058 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.88564 0.51371 1.3673 81.604 81.604 2.61E-08 51.86 366330

21059 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.89755 0.197 1.063 81.345 81.345 2.61E-08 48.54 298210

21060 IDIPYAASEEELR Unmodified _IDIPYAASEEELR_ B4FPT6_MAIZE 2 753.37775 1504.7409 0.75181 -0.19666 0.52325 81.155 81.155 2.50E-15 70.34 1486000

21061 IDIYTDKR Unmodified _IDIYTDKR_ B6TD33_MAIZE 3 341.85383 1022.5397 1.1213 0.09189 1.1938 44.412 44.412 5.41E-01 18.18 391200

21062 IDIYTDKR Unmodified _IDIYTDKR_ B6TD33_MAIZE 3 341.85383 1022.5397 1.2246 -0.15239 1.0534 44.034 44.034 2.47E-01 25.25 558690

21063 IDKPEAFPK Unmodified _IDKPEAFPK_ B6TA16_MAIZE 3 348.86233 1043.5651 0.85239 0.47573 1.3063 47.897 47.897 6.12E-02 13.96 732540
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21064 IDLDELQR Unmodified _IDLDELQR_ B6SKN2_MAIZE 2 501.26674 1000.5189 -0.059936 -0.16551 -0.24359 68.561 68.561 1.65E-01 14.63 1940800

21065 IDLDELQR Unmodified _IDLDELQR_ B6SKN2_MAIZE 2 501.26674 1000.5189 -0.029134 -0.16751 -0.21595 81.708 81.708 5.06E-02 25.14 603040

21066 IDLETNK Unmodified _IDLETNK_ B4FMI5_MAIZE 2 416.72418 831.4338 0.2462 0.7679 0.98597 38.377 38.377 4.46E-01 28.68 1388900

21067 IDLETNK Unmodified _IDLETNK_ B4FMI5_MAIZE 2 416.72418 831.4338 0.21145 1.2082 1.39 40.297 40.297 4.46E-01 31.99 382250

21068 IDLETNK Unmodified _IDLETNK_ B4FMI5_MAIZE 2 416.72418 831.4338 0.23441 1.1392 1.3448 39.595 39.595 7.83E-01 27.19 668920

21069 IDLMDK Unmodified _IDLMDK_ B6U4J8_MAIZE 2 367.69129 733.36803 0.71145 -0.57255 0.11936 42.935 42.935 1.00E+00 5.92 241630

21070 IDLMDK Unmodified _IDLMDK_ B6U4J8_MAIZE 2 367.69129 733.36803 0.6736 0.61921 1.2683 52.466 52.466 5.26E-01 33.99 730790

21071 IDLMDK Unmodified _IDLMDK_ B6U4J8_MAIZE 2 367.69129 733.36803 0.72067 0.29741 0.99578 53.976 53.976 5.26E-01 33.51 420050

21072 IDLMDK Oxidation (M) _IDLM(ox)DK_ B6U4J8_MAIZE 2 375.68875 749.36294 0.71174 0.018874 0.71391 38.98 38.98 1.00E+00 32.98 173060

21073 IDLMDK Oxidation (M) _IDLM(ox)DK_ B6U4J8_MAIZE 2 375.68875 749.36294 0.67348 -0.12792 0.52922 40.464 40.464 5.26E-01 23.06 220280

21074 IDLYEAAR Unmodified _IDLYEAAR_ B6T6Q7_MAIZE 2 475.75072 949.4869 -0.11458 0.17584 0.024543 61.318 61.318 3.77E-01 25.33 636350

21075 IDMIALSFVR Oxidation (M) _IDM(ox)IALSFVR_ B6T574_MAIZE 2 590.82337 1179.6322 0.16331 0.3972 0.55301 86.943 86.943 1.62E-03 73.26 190360

21076 IDMIALSFVR Unmodified _IDMIALSFVR_ B6T574_MAIZE 2 582.82591 1163.6373 0.13601 0.254 0.37904 103.06 103.06 1.84E-04 60.53 400800

21077 IDMIALSFVR Unmodified _IDMIALSFVR_ B6T574_MAIZE 2 582.82591 1163.6373 0.20588 0.25986 0.45473 103.06 103.06 3.43E-01 20.92 321550

21078 IDNFNQNVGALSVK Unmodified _IDNFNQNVGALSVK_ B4FT62_MAIZE 2 759.89918 1517.7838 0.83555 -0.46344 0.3672 71.24 71.24 2.00E-19 78.04 4498500

21079 IDNSIGASLIGR Unmodified _IDNSIGASLIGR_ PLDA1_MAIZE 2 608.33823 1214.6619 0.24886 -0.092117 0.13928 73.647 73.647 2.05E-12 80.97 4551600

21080 IDNSIGASLIGR Unmodified _IDNSIGASLIGR_ PLDA1_MAIZE 2 608.33823 1214.6619 0.23496 0.10777 0.32586 73.949 73.949 7.61E-14 108.07 1915400

21081 IDNSIGASLIGR Unmodified _IDNSIGASLIGR_ PLDA1_MAIZE 2 608.33823 1214.6619 0.27588 -0.006744 0.25111 74.762 74.762 2.05E-12 93.04 976780

21082 IDNSIGASLIGR Unmodified _IDNSIGASLIGR_ PLDA1_MAIZE 2 608.33823 1214.6619 0.28956 -0.092267 0.1798 74.34 74.34 7.61E-14 102.44 1296200

21083 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.14156 0.75213 0.87544 54.238 54.238 7.83E-01 17.26 3840300

21084 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.017884 1.4874 1.4849 54.944 54.944 1.00E+00 8.99 26394

21085 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 -0.0091451 0.52896 0.50066 54.376 54.376 1.00E+00 14.22 1236800

21086 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.11195 0.29512 0.38949 56.395 56.395 1.00E+00 12.98 2461900

21087 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.087044 0.34181 0.41134 55.687 55.687 1.00E+00 17.68 2599400

21088 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.040074 0.86891 0.8912 56.355 56.355 1.00E+00 4.7 1775300

21089 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.024447 0.1425 0.14865 56.907 56.907 1.86E-01 37.5 50287000

21090 IDPYFAK Unmodified _IDPYFAK_ B4G039_MAIZE 2 427.22635 852.43815 0.20627 0.28902 0.47819 54.828 54.828 1.00E+00 6.42 327980

21091 IDQITLEELEILDK Unmodified _IDQITLEELEILDK_ B6TI04_MAIZE 2 836.45619 1670.8978 1.141 -4.3286 -3.2049 107.49 107.49 7.64E-09 36.58 135290

21092 IDQSALTGESLPVTK Unmodified _IDQSALTGESLPVTK_ Q43242_MAIZE 2 779.91978 1557.825 0.90021 -0.2873 0.60957 70.722 70.722 1.04E-33 83.1 1674200

21093 IDRLPYSIR Unmodified _IDRLPYSIR_ B6SZD6_MAIZE 3 378.22062 1131.64 0.54051 -0.003895 0.51119 60.328 60.328 8.40E-02 28.34 602950

21094 IDRLPYSIR Unmodified _IDRLPYSIR_ B6SZD6_MAIZE 3 378.22062 1131.64 0.62495 0.044057 0.64402 61.66 61.66 2.35E-01 25.83 1089400

21095 IDRLPYSIR Unmodified _IDRLPYSIR_ B6SZD6_MAIZE 3 378.22062 1131.64 0.58456 -0.008555 0.55179 61.078 61.078 2.35E-02 29.78 2675200

21096 IDRLPYSIR Unmodified _IDRLPYSIR_ B6SZD6_MAIZE 2 566.8273 1131.64 0.15886 0.05507 0.1887 61.107 61.107 1.12E-01 22.58 401020

21097 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 3 366.19637 1095.5673 0.67562 0.83197 1.4821 51.937 51.937 1.00E+00 7.48 38976
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21098 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 3 366.19637 1095.5673 0.82683 0.5701 1.3702 52.351 52.351 5.45E-01 16.13 289520

21099 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 3 366.19637 1095.5673 0.79965 0.69171 1.4637 53.137 53.137 2.35E-01 21.27 299980

21100 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 3 366.19637 1095.5673 0.78674 0.35116 1.1128 53.42 53.42 9.39E-03 37.68 1560600

21101 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 2 548.79091 1095.5673 -0.072702 -0.053332 -0.1501 51.226 51.226 1.01E-02 51.24 6673600

21102 IDSENLLHR Unmodified _IDSENLLHR_ Q71RX2_MAIZE 3 366.19637 1095.5673 0.7907 0.32364 1.0889 51.226 51.226 9.53E-03 43.41 8453700

21103 IDSHLACAVAGIMSDANILINTAR Unmodified _IDSHLACAVAGIMSDANILINTAR_ B4FAR8_MAIZE 3 842.76495 2525.273 1.0368 0.26112 1.2862 126.44 126.44 1.68E-04 50.61 2386000

21104 IDSHLACAVAGIMSDANILINTAR Unmodified _IDSHLACAVAGIMSDANILINTAR_ B4FAR8_MAIZE 3 842.76495 2525.273 1.0628 0.76982 1.8208 131.12 131.12 3.17E-02 30.57 268330

21105 IDSLVMGSR Oxidation (M) _IDSLVM(ox)GSR_ B4G087_MAIZE 2 497.25532 992.49608 -0.21455 0.10459 -0.11374 46.878 46.878 6.60E-03 54.65 2828500

21106 IDSLVMGSR Unmodified _IDSLVMGSR_ B4G087_MAIZE 2 489.25786 976.50117 -0.1983 -0.041123 -0.24544 58.265 58.265 3.13E-03 55.86 1790300

21107 IDSSNDSDEAVTLLK Unmodified _IDSSNDSDEAVTLLK_ B4FPZ7_MAIZE 2 803.89396 1605.7734 0.96223 0.9505 1.9023 72.149 72.149 2.05E-04 49.4 6022300

21108 IDTAQPAPDYAAAVAFLR Unmodified _IDTAQPAPDYAAAVAFLR_ B6T4W6_MAIZE 2 945.49143 1888.9683 1.1707 -0.1748 0.98526 103.55 103.55 3.54E-16 41.75 584560

21109 IDTFVVPR Unmodified _IDTFVVPR_ B4FSJ1_MAIZE 2 473.77146 945.52837 -0.018089 -0.012692 -0.016084 67.099 67.099 1.65E-01 31.36 575490

21110 IDTFVVPR Unmodified _IDTFVVPR_ B4FSJ1_MAIZE 2 473.77146 945.52837 -0.019968 0.053964 0.048435 66.502 66.502 5.06E-02 33.99 492200

21111 IDTFVVPR Unmodified _IDTFVVPR_ B4FSJ1_MAIZE 2 473.77146 945.52837 -0.043374 0.008834 -0.020092 66.82 66.82 5.06E-02 37 328750

21112 IDTFVVPR Unmodified _IDTFVVPR_ B4FSJ1_MAIZE 2 473.77146 945.52837 -0.033325 0.00104 -0.017807 66.937 66.937 2.92E-02 51.12 661160

21113 IDTFVVPR Unmodified _IDTFVVPR_ B4FSJ1_MAIZE 2 473.77146 945.52837 -0.13126 0.2936 0.17642 67.144 67.144 2.92E-02 57.89 3505300

21114 IDTTEKPGQFSNQIAK Unmodified _IDTTEKPGQFSNQIAK_ B4FQS9_MAIZE 3 592.97574 1775.9054 0.22427 0.021196 0.23732 53.143 53.143 1.05E-01 22.36 1367500

21115 IDTTEKPGQFSNQIAK Unmodified _IDTTEKPGQFSNQIAK_ B4FQS9_MAIZE 3 592.97574 1775.9054 0.22187 0.59154 0.80411 55.25 55.25 1.00E+00 4.45 542550

21116 IDTTEKPGQFSNQIAK Unmodified _IDTTEKPGQFSNQIAK_ B4FQS9_MAIZE 3 592.97574 1775.9054 0.25142 -0.10377 0.13964 55.161 55.161 1.00E+00 2.22 876860

21117 IDTTEKPGQFSNQIAK Unmodified _IDTTEKPGQFSNQIAK_ B4FQS9_MAIZE 3 592.97574 1775.9054 0.19871 -0.077783 0.11303 53.679 53.679 1.05E-01 28.26 717110

21118 IDVDTPFGNMK Oxidation (M) _IDVDTPFGNM(ox)K_ B4F9K0_MAIZE 2 626.79755 1251.5805 0.31398 -0.14115 0.18261 69.15 69.15 1.47E-01 19.76 32198

21119 IDVDTPFGNMK Oxidation (M) _IDVDTPFGNM(ox)K_ B4F9K0_MAIZE 2 626.79755 1251.5805 0.37273 0.046944 0.42893 69.306 69.306 7.13E-03 27.74 343770

21120 IDVDTPFGNMK Oxidation (M) _IDVDTPFGNM(ox)K_ B4F9K0_MAIZE 2 626.79755 1251.5805 0.38042 -0.31927 0.071856 69.449 69.449 1.67E-02 44.62 269780

21121 IDVDTPFGNMK Oxidation (M) _IDVDTPFGNM(ox)K_ B4F9K0_MAIZE 2 626.79755 1251.5805 0.29075 0.26554 0.56462 69.932 69.932 2.73E-06 42.87 5620300

21122 IDVDTPFGNMK Unmodified _IDVDTPFGNMK_ B4F9K0_MAIZE 2 618.80009 1235.5856 0.27151 0.15049 0.42735 82.275 82.275 3.83E-01 31.03 4135800

21123 IDVPLMFIGEDASPGLR Oxidation (M) _IDVPLM(ox)FIGEDASPGLR_ B4FYM2_MAIZE 2 923.47439 1844.9342 1.1179 -0.3232 0.79482 104.57 104.57 1.37E-17 67.38 404840

21124 IDVPLMFIGEDASPGLR Oxidation (M) _IDVPLM(ox)FIGEDASPGLR_ B4FYM2_MAIZE 3 615.98535 1844.9342 0.31489 0.005811 0.31933 104.59 104.59 1.19E-01 12.35 286920

21125 IDVYQNAR Unmodified _IDVYQNAR_ B6SV64_MAIZE 2 489.7538 977.49304 -0.079952 0.085195 -0.013626 42.753 42.753 1.90E-02 42.5 6240900

21126 IDVYQNAR Unmodified _IDVYQNAR_ B6SV64_MAIZE 2 489.7538 977.49304 -0.13431 -0.060212 -0.21228 42.872 42.872 1.00E+00 8.06 24978

21127 IDVYQNAR Unmodified _IDVYQNAR_ B6SV64_MAIZE 2 489.7538 977.49304 -0.17552 -0.022055 -0.21595 42.167 42.167 1.90E-02 49.87 2983600

21128 IDVYQNAR Unmodified _IDVYQNAR_ B6SV64_MAIZE 2 489.7538 977.49304 -0.056325 0.048615 -0.025514 44.91 44.91 3.48E-02 42.27 2787900

21129 IDVYQNAR Unmodified _IDVYQNAR_ B6SV64_MAIZE 2 489.7538 977.49304 -0.047921 0.13334 0.066735 44.161 44.161 1.90E-02 42.96 1591000

21130 IDYAPGGQNPPHTHPR Unmodified _IDYAPGGQNPPHTHPR_ B4FY73_MAIZE 4 439.96831 1755.8441 0.10055 -0.11089 -0.010082 38.848 38.848 1.90E-03 37.03 515080

21131 IDYAPLGVNPPHIHPR Unmodified _IDYAPLGVNPPHIHPR_ B4FUT3_MAIZE 3 599.32492 1794.9529 0.31688 -0.053992 0.25655 68.513 68.513 2.89E-01 20.41 317040
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21132 IDYAPLGVNPPHIHPR Unmodified _IDYAPLGVNPPHIHPR_ B4FUT3_MAIZE 4 449.74551 1794.9529 0.017 0.12429 0.13417 68.551 68.551 8.21E-03 36.9 1440100

21133 IDYAPLGVNPPHIHPR Unmodified _IDYAPLGVNPPHIHPR_ B4FUT3_MAIZE 4 449.74551 1794.9529 -0.005589 -0.066031 -0.078142 68.635 68.635 1.87E-02 22.92 575080

21134 IDYAPLGVNPPHIHPR Unmodified _IDYAPLGVNPPHIHPR_ B4FUT3_MAIZE 4 449.74551 1794.9529 -0.0067747 0.2648 0.2519 68.736 68.736 1.90E-03 44.72 2530800

21135 IDYAPLGVNPPHIHPR Unmodified _IDYAPLGVNPPHIHPR_ B4FUT3_MAIZE 3 599.32492 1794.9529 0.23715 0.03917 0.26992 68.756 68.756 4.32E-02 30.01 564830

21136 IDYINEALAR Unmodified _IDYINEALAR_ B4FBW5_MAIZE 2 589.31422 1176.6139 0.21224 0.2115 0.38723 75.736 75.736 4.40E-05 77.85 1911000

21137 IDYINEALAR Unmodified _IDYINEALAR_ B4FBW5_MAIZE 2 589.31422 1176.6139 0.1679 0.60358 0.73402 76.078 76.078 1.84E-04 67.1 504750

21138 IDYINEALAR Unmodified _IDYINEALAR_ B4FBW5_MAIZE 2 589.31422 1176.6139 0.24694 0.58234 0.79232 76.339 76.339 4.40E-05 75.55 259120

21139 IDYINEALAR Unmodified _IDYINEALAR_ B4FBW5_MAIZE 2 589.31422 1176.6139 0.15108 0.6483 0.76272 76.684 76.684 5.76E-06 83.62 3160600

21140 IDYSMQLNASR Oxidation (M) _IDYSM(ox)QLNASR_ B4FB71_MAIZE 2 657.31135 1312.6082 0.48103 0.50771 0.96805 54.661 54.661 5.66E-08 85.26 570350

21141 IEAELAR Unmodified _IEAELAR_ B6T7L9_MAIZE 2 401.22689 800.43922 0.29724 -0.13285 0.11581 39.937 39.937 7.83E-01 16.04 19438

21142 IEAELAR Unmodified _IEAELAR_ B6T7L9_MAIZE 2 401.22689 800.43922 0.28856 -0.37001 -0.12969 41.831 41.831 7.83E-01 23.63 507570

21143 IEAELAR Unmodified _IEAELAR_ B6T7L9_MAIZE 2 401.22689 800.43922 0.37183 -4.7345 -4.4017 41.703 41.703 4.46E-01 21.21 387740

21144 IEAELAR Unmodified _IEAELAR_ B6T7L9_MAIZE 2 401.22689 800.43922 0.35382 -0.12155 0.18386 39.662 39.662 9.32E-03 33.85 2414600

21145 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.91805 -0.48547 0.41363 88.96 88.96 3.40E-25 89.46 6437300

21146 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.9101 -0.15361 0.73794 90.661 90.661 2.96E-06 56.17 59834

21147 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.92951 -0.40569 0.50578 89.423 89.423 2.09E-30 103.87 1941400

21148 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.90695 -0.32475 0.56287 89.667 89.667 3.40E-25 85.11 2025300

21149 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.93419 -0.30974 0.60573 89.071 89.071 3.40E-25 94.61 1876300

21150 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.92952 -0.18778 0.72257 89.616 89.616 7.68E-22 74.43 1801700

21151 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.89306 -0.39173 0.4821 89.304 89.304 2.09E-30 90.17 2552500

21152 IEAELSNICDGILK Unmodified _IEAELSNICDGILK_ B4FT23_MAIZE 2 787.90835 1573.8022 0.786 -0.80955 -0.042182 89.215 89.215 2.09E-30 89.16 17983000

21153 IEAFASR Unmodified _IEAFASR_ ILVB1_MAIZE 2 397.21378 792.413 0.32865 0.036987 0.33494 43.181 43.181 8.04E-02 31.2 872900

21154 IEAGVSR Unmodified _IEAGVSR_ B4FLG7_MAIZE 2 366.20595 730.39735 1.01 0.5897 1.5786 26.694 26.694 4.46E-01 22.92 40398

21155 IEAPVLFR Unmodified _IEAPVLFR_ B4FZ10_MAIZE 2 472.78183 943.5491 -0.020339 0.33189 0.29386 76.777 76.777 5.06E-02 41.31 643050

21156 IEASPEAAQR Unmodified _IEASPEAAQR_ B6T1C9_MAIZE 2 536.27509 1070.5356 -0.0071886 0.15913 0.11529 33.085 33.085 1.25E-02 34.4 528460

21157 IEASPECAQK Unmodified _IEASPECAQK_ B4FKD4_MAIZE 2 566.76879 1131.523 0.12224 0.51599 0.61627 33.708 33.708 4.40E-02 24.15 74857

21158 IEASPECAQK Unmodified _IEASPECAQK_ B4FKD4_MAIZE 2 566.76879 1131.523 0.076165 -0.15891 -0.10453 31.008 31.008 1.62E-03 57.25 857080

21159 IEATEPASFTVK Unmodified _IEATEPASFTVK_ B6SHT0_MAIZE 2 646.84027 1291.666 0.49613 0.09186 0.57768 60.878 60.878 1.00E+00 11.02 687700

21160 IEATEPASFTVK Unmodified _IEATEPASFTVK_ B6SHT0_MAIZE 2 646.84027 1291.666 0.34874 -0.28653 0.052218 63.687 63.687 2.62E-07 40.74 6355100

21161 IEATMESLHK Oxidation (M) _IEATM(ox)ESLHK_ B6TFF1_MAIZE 2 587.79226 1173.57 0.19528 -0.19904 -0.026334 33.654 33.654 2.75E-01 7.92 10211

21162 IEATMESLHK Unmodified _IEATMESLHK_ B6TFF1_MAIZE 3 386.86563 1157.5751 0.39762 -0.008759 0.3612 46.193 46.193 1.67E-03 42.09 61387

21163 IEAVEPASFTVK Unmodified _IEAVEPASFTVK_ B4FR03_MAIZE 2 645.85064 1289.6867 0.4845 -0.035988 0.43993 68.625 68.625 8.05E-01 3.84 397270

21164 IEAVEPASFTVK Unmodified _IEAVEPASFTVK_ B4FR03_MAIZE 2 645.85064 1289.6867 0.48767 0.62414 1.1029 69.971 69.971 8.05E-01 22.89 31059

21165 IEAVEPASFTVK Unmodified _IEAVEPASFTVK_ B4FR03_MAIZE 2 645.85064 1289.6867 0.34052 -0.20128 0.13069 70.984 70.984 1.11E-04 34.08 7308600
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21166 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 3 366.88876 1097.6445 0.75709 -0.5209 0.21786 31.814 31.814 3.11E-02 30.64 85592

21167 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 3 366.88876 1097.6445 0.758 -0.3145 0.42608 30.914 30.914 3.11E-02 26.72 114040

21168 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 2 549.82951 1097.6445 0.090184 -0.51766 -0.44372 30.912 30.912 1.25E-02 32.81 65764

21169 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 3 366.88876 1097.6445 0.65146 -0.71771 -0.081722 31.534 31.534 9.79E-02 25.82 76774

21170 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 2 549.82951 1097.6445 0.074142 -1.2498 -1.1912 31.495 31.495 1.25E-02 44.01 56575

21171 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 2 549.82951 1097.6445 0.020224 -0.15497 -0.15234 32.364 32.364 1.62E-03 64.07 386250

21172 IEAVVQSKPK Unmodified _IEAVVQSKPK_ B6SGM5_MAIZE 3 366.88876 1097.6445 0.84682 -0.24881 0.58114 32.375 32.375 9.79E-02 27.21 510720

21173 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1302 0.13162 1.2564 109.02 109.02 1.23E-19 68.96 9706600

21174 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 3 792.06528 2373.174 0.93398 -0.20042 0.72859 109.06 109.06 4.34E-05 27.77 1723600

21175 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.2401 -0.021558 1.213 109.58 109.58 1.08E-14 78.89 3192300

21176 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 3 792.06528 2373.174 0.91565 0.039963 0.95075 109.58 109.58 2.97E-04 30.74 827750

21177 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1042 0.21699 1.3159 109.62 109.62 1.23E-19 66.71 3737900

21178 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 3 792.06528 2373.174 0.92795 0.088466 1.0107 109.61 109.61 3.35E-08 40.13 585140

21179 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1167 0.17446 1.2859 109.62 109.62 8.95E-08 81.47 2197600

21180 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 3 792.06528 2373.174 0.93778 0.39611 1.3285 109.62 109.62 2.06E-04 35.11 602390

21181 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.2234 0.12816 1.3468 109.17 109.17 1.29E-11 64.92 1423600

21182 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 3 792.06528 2373.174 1.0602 0.2748 1.329 109.12 109.12 3.16E-03 12.79 300280

21183 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1125 0.18233 1.2898 109.95 109.95 7.17E-26 76.23 14570000

21184 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.2276 0.37812 1.6003 109.36 109.36 1.08E-14 61.24 744890

21185 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1104 0.27748 1.3823 110.27 110.27 8.95E-08 51.83 495310

21186 IEAWNSDTLPIYEPGLDDVVK Unmodified _IEAWNSDTLPIYEPGLDDVVK_ B6T9P0_MAIZE 2 1187.5943 2373.174 1.1307 0.48363 1.6088 112.04 112.04 2.97E-04 43.75 200730

21187 IECPAYEVVDSANGFEIR Unmodified _IECPAYEVVDSANGFEIR_ B6T0C0_MAIZE 2 1034.9859 2067.9572 1.1799 -0.099936 1.0734 95.514 95.514 1.56E-52 107.72 526900

21188 IEDAIDAAISWLDANQLAEADEFEDK Unmodified _IEDAIDAAISWLDANQLAEADEFEDK_ B6T2Q6_MAIZE 3 964.78557 2891.3349 1.3227 0.55837 1.8618 129.71 129.71 1.53E-29 64.09 331940

21189 IEDCGQLADD Unmodified _IEDCGQLADD_ B6SRE7_MAIZE 2 568.23223 1134.4499 0.022277 0.3314 0.36037 52.021 52.021 1.45E-01 16.69 2683300

21190 IEDDEEMKP Oxidation (M) _IEDDEEM(ox)KP_ PCNA_MAIZE 2 561.23699 1120.4594 0.1689 0.035097 0.18105 33.183 33.183 1.00E+00 14.41 21057

21191 IEDDEEMKP Oxidation (M) _IEDDEEM(ox)KP_ PCNA_MAIZE 2 561.23699 1120.4594 0.099948 0.16591 0.24331 33.967 33.967 3.32E-02 12.35 40852

21192 IEDDEEMKP Oxidation (M) _IEDDEEM(ox)KP_ PCNA_MAIZE 2 561.23699 1120.4594 0.12293 0.25147 0.35142 31.263 31.263 1.01E-02 15.59 145570

21193 IEDFGVHCK Unmodified _IEDFGVHCK_ B4FUK9_MAIZE 3 368.84293 1103.507 0.77017 0.33476 1.1167 48.094 48.094 8.40E-02 21.69 1394400

21194 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1676 -0.15148 1.003 86.072 86.072 3.33E-51 91.4 1485600

21195 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1738 -0.60291 0.55838 86.352 86.352 8.28E-39 97.1 184120

21196 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1834 0.30031 1.4706 86.79 86.79 3.33E-51 87.78 337900

21197 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1872 0.013231 1.1878 86.471 86.471 4.22E-59 85.07 366300

21198 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.2545 0.14703 1.3886 86.791 86.791 4.07E-45 99.4 332680

21199 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1683 0.47652 1.6313 86.455 86.455 4.22E-59 109.41 2566000
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21200 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.0341 -0.20607 0.81538 86.169 86.169 3.55E-81 157.23 15237000

21201 IEDLSSQLQTQAAEQFK Unmodified _IEDLSSQLQTQAAEQFK_ B4FL79_MAIZE 2 968.48654 1934.9585 1.1173 -0.3048 0.80039 87.343 87.343 3.33E-51 110 338570

21202 IEDNNTLVFIVDLK Unmodified _IEDNNTLVFIVDLK_ B4FZQ0_MAIZE 2 816.9458 1631.877 0.99914 0.17842 1.1723 111.23 111.23 2.96E-06 62.02 89377

21203 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.69058 0.2612 0.96277 55.118 55.118 1.56E-17 73.72 8363100

21204 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.61021 0.11399 0.73614 55.166 55.166 1.00E-11 37.87 254240

21205 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.71044 -0.34612 0.37667 54.762 54.762 1.00E-11 40.6 1079800

21206 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.73841 0.49135 1.2404 56.871 56.871 4.68E-05 39.85 1337700

21207 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.70985 0.24086 0.96267 56.146 56.146 4.68E-05 43.51 1347600

21208 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.70524 0.17569 0.89343 56.809 56.809 1.00E-11 47.27 1152200

21209 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.67733 0.93428 1.622 57.099 57.099 1.47E-03 26.28 1477400

21210 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.69597 0.22595 0.93302 57.677 57.677 2.61E-08 40.16 1887000

21211 IEDVTPVPTDSTR Unmodified _IEDVTPVPTDSTR_ B4FBS3_MAIZE 2 715.3621 1428.7096 0.66634 0.11991 0.79747 55.37 55.37 2.61E-08 54.12 1111000

21212 IEEASQSGDR Unmodified _IEEASQSGDR_ B6TUA2_MAIZE 2 546.25182 1090.4891 0.17125 -0.18258 -0.030954 20.96 20.96 1.00E+00 9.7 5092.5

21213 IEEASQSGDR Unmodified _IEEASQSGDR_ B6TUA2_MAIZE 2 546.25182 1090.4891 -0.49427 20.785 20.785 1.25E-01 29.25

21214 IEEASQSGDR Unmodified _IEEASQSGDR_ B6TUA2_MAIZE 2 546.25182 1090.4891 0.23419 0.034709 0.24896 20.143 20.143 7.11E-01 19.68 7911.6

21215 IEEASQSGDR Unmodified _IEEASQSGDR_ B6TUA2_MAIZE 2 546.25182 1090.4891 0.1369 -0.072781 0.043675 21.769 21.769 1.45E-01 32.76 82974

21216 IEEDVAK Unmodified _IEEDVAK_ Q5EUD6_MAIZE 2 402.2109 802.40725 0.29225 -0.10534 0.16132 27.871 27.871 1.00E+00 2.43 1938.1

21217 IEEDVAK Unmodified _IEEDVAK_ Q5EUD6_MAIZE 2 402.2109 802.40725 0.47181 0.62585 1.069 29.026 29.026 1.00E+00 14.33 38455

21218 IEEDVAK Unmodified _IEEDVAK_ Q5EUD6_MAIZE 2 402.2109 802.40725 0.4671 0.70937 1.1463 29.408 29.408 1.00E+00 5.36 11231

21219 IEEDVAK Unmodified _IEEDVAK_ Q5EUD6_MAIZE 2 402.2109 802.40725 0.47832 1.9709 2.4164 29.906 29.906 4.46E-01 25.53 50047

21220 IEEDVAK Unmodified _IEEDVAK_ Q5EUD6_MAIZE 2 402.2109 802.40725 -0.66176 30.261 30.261 1.28E-06 40.28

21221 IEEELELEIAK Unmodified _IEEELELEIAK_ B6TCR9_MAIZE 2 658.35321 1314.6919 0.49096 0.37817 0.82249 78.954 78.954 4.48E-03 35.48 22948

21222 IEEELELEIAK Unmodified _IEEELELEIAK_ B6TCR9_MAIZE 2 658.35321 1314.6919 0.40069 0.18688 0.54137 78.901 78.901 9.05E-18 96.92 4744100

21223 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.88807 0.12044 0.97782 87.977 87.977 2.37E-16 71.03 976140

21224 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.85506 0.091618 0.9163 88.155 88.155 6.53E-30 68.47 546790

21225 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.86135 0.22765 1.0585 88.445 88.445 1.04E-33 58.93 1036600

21226 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.87814 0.32157 1.1693 88.191 88.191 1.02E-23 58.05 796570

21227 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.90379 0.31625 1.1891 87.988 87.988 1.04E-33 68.58 691870

21228 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 2 767.41159 1532.8086 0.85596 0.060789 0.8857 88.632 88.632 8.98E-47 83.78 4977900

21229 IEEELGAIAVYAGAK Unmodified _IEEELGAIAVYAGAK_ B6T3P9_MAIZE 3 511.94348 1532.8086 0.0035229 -0.24388 -0.26993 88.55 88.55 1.00E+00 10.41 584850

21230 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.82979 -0.070579 0.73397 69.459 69.459 8.98E-47 97.83 8845800

21231 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.77097 0.024278 0.7703 70.084 70.084 2.40E-39 104.51 541260

21232 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.87076 -0.33773 0.50843 69.619 69.619 2.40E-39 109.99 4622800

21233 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.83709 -0.23454 0.57793 70.619 70.619 2.40E-39 97.38 9112900
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21234 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.82724 -0.22407 0.57871 70.149 70.149 8.98E-47 106.73 7239600

21235 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.81561 0.022232 0.81333 70.222 70.222 2.40E-39 93.65 5406000

21236 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 3 512.59111 1534.7515 0.050532 0.38385 0.409 70.214 70.214 1.00E+00 6.67 595640

21237 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.77487 -0.422 0.32757 70.698 70.698 2.70E-56 145.29 58715000

21238 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.84788 -0.14394 0.67833 70.708 70.708 8.98E-47 98.16 3482200

21239 IEEELGDAAVYAGAK Unmodified _IEEELGDAAVYAGAK_ ENO1_MAIZE 2 768.38303 1534.7515 0.87688 0.10497 0.95729 71.367 71.367 1.04E-33 87.51 254060

21240 IEEELGNVR Unmodified _IEEELGNVR_ B4G191_MAIZE 2 529.77747 1057.5404 0.045939 -1.298 -1.278 51.629 51.629 1.12E-01 20.12 526930

21241 IEEELGNVR Unmodified _IEEELGNVR_ B4G191_MAIZE 2 529.77747 1057.5404 0.030761 -0.74263 -0.73857 50.887 50.887 3.21E-03 52.3 516680

21242 IEEELGNVR Unmodified _IEEELGNVR_ B4G191_MAIZE 2 529.77747 1057.5404 0.16519 -1.6154 -1.4748 51.685 51.685 1.01E-02 24.95 629360

21243 IEEELGNVR Unmodified _IEEELGNVR_ B4G191_MAIZE 2 529.77747 1057.5404 -0.049413 -0.11538 -0.19334 51.51 51.51 3.89E-04 62.85 6674200

21244 IEEEVAAAAAVGSGGFAFHEHHEK Unmodified _IEEEVAAAAAVGSGGFAFHEHHEK_ B4FKG5_MAIZE 4 624.05029 2492.1721 0.31588 -0.046056 0.2608 76.687 76.687 1.13E-01 27.36 391830

21245 IEEGLGNVR Unmodified _IEEGLGNVR_ B6TGL7_MAIZE 2 493.76691 985.51926 -0.047792 -0.20274 -0.2678 48.848 48.848 9.73E-03 38.3 1487600

21246 IEEGNFVSVPLRDEFLENAR Unmodified _IEEGNFVSVPLRDEFLENAR_ B6TRV3_MAIZE 3 778.729 2333.1652 0.93493 -0.204 0.71867 96.02 96.02 7.26E-03 18.99 511720

21247 IEEGNFVSVPLRDEFLENAR Unmodified _IEEGNFVSVPLRDEFLENAR_ B6TRV3_MAIZE 3 778.729 2333.1652 0.88491 -0.039488 0.83298 96.738 96.738 1.87E-03 26.34 238120

21248 IEEGNFVSVPLRDEFLENAR Unmodified _IEEGNFVSVPLRDEFLENAR_ B6TRV3_MAIZE 3 778.729 2333.1652 0.90162 0.030448 0.91899 96.722 96.722 2.38E-03 24.4 309180

21249 IEEGNFVSVPLRDEFLENAR Unmodified _IEEGNFVSVPLRDEFLENAR_ B6TRV3_MAIZE 3 778.729 2333.1652 0.97632 0.23697 1.2 96.754 96.754 7.26E-03 27.35 272370

21250 IEEGNFVSVPLRDEFLENAR Unmodified _IEEGNFVSVPLRDEFLENAR_ B6TRV3_MAIZE 3 778.729 2333.1652 0.94823 -0.91914 0.018235 97.282 97.282 2.38E-03 27.45 350160

21251 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.078375 -0.082967 -0.18417 73.436 73.436 1.37E-08 38.88 9075800

21252 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.71378 -0.22326 0.46682 73.43 73.43 2.97E-31 75.15 3145300

21253 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.15181 0.037083 -0.13709 76.578 76.578 6.54E-02 18.4 52474

21254 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.21893 0.006166 -0.23555 74.3 74.3 2.42E-04 35.1 1688000

21255 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.72869 -0.12927 0.57647 74.286 74.286 7.61E-14 66 486590

21256 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.10508 -0.19133 -0.31937 74.726 74.726 3.25E-03 34.28 2648600

21257 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.67105 -0.067007 0.58049 74.7 74.7 9.64E-17 65.84 744180

21258 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.1395 -0.076908 -0.23993 74.348 74.348 1.37E-08 43.15 2989000

21259 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.74979 -0.24429 0.48161 74.331 74.331 2.05E-12 71.4 654460

21260 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.74673 -0.22079 0.50269 74.194 74.194 2.05E-12 61.41 520560

21261 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.10491 0.064386 -0.065411 74.543 74.543 2.42E-04 37.3 4217900

21262 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.75449 0.032438 0.76283 74.545 74.545 2.62E-07 53.19 676300

21263 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.14458 -0.03904 -0.20644 74.454 74.454 2.42E-04 42.36 5819900

21264 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.71833 -0.098076 0.59712 74.456 74.456 7.61E-14 54.28 1134700

21265 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 3 480.94142 1439.8024 -0.18878 0.14776 -0.064857 74.306 74.306 8.76E-11 54.6 16465000

21266 IEEIYLHSLPVK Unmodified _IEEIYLHSLPVK_ B6TFA7_MAIZE 2 720.90848 1439.8024 0.65467 -0.03213 0.59915 74.304 74.304 9.64E-17 71.82 2596700

21267 IEELLQEDHNAK Unmodified _IEELLQEDHNAK_ B6UEQ3_MAIZE 3 480.24393 1437.71 -0.12571 0.25917 0.10336 49.208 49.208 2.46E-02 12.36 229660
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21268 IEELVGVPVHYIGVGPGR Unmodified _IEELVGVPVHYIGVGPGR_ PURA_MAIZE 3 631.01939 1890.0363 0.3726 -0.073113 0.30554 87.396 87.396 5.61E-01 8.95 141250

21269 IEELVGVPVHYIGVGPGR Unmodified _IEELVGVPVHYIGVGPGR_ PURA_MAIZE 3 631.01939 1890.0363 0.41551 -0.057697 0.36517 87.524 87.524 5.61E-01 11.07 298440

21270 IEELVGVPVHYIGVGPGR Unmodified _IEELVGVPVHYIGVGPGR_ PURA_MAIZE 3 631.01939 1890.0363 0.35718 0.049674 0.41283 87.405 87.405 3.75E-14 43.65 4527300

21271 IEETQTPSTK Unmodified _IEETQTPSTK_ B6U4S2_MAIZE 2 567.28787 1132.5612 0.2855 0.008313 0.28313 29.585 29.585 1.25E-02 42.83 25517

21272 IEEVVGFGK Unmodified _IEEVVGFGK_ B4F9K0_MAIZE 2 489.26875 976.52295 -0.022875 -0.1677 -0.18813 62.012 62.012 3.39E-01 26.09 238740

21273 IEEVVGFGK Unmodified _IEEVVGFGK_ B4F9K0_MAIZE 2 489.26875 976.52295 -0.14741 -0.13485 -0.28069 62.943 62.943 9.73E-03 48.96 5341100

21274 IEEVVGFGKPTADVCGIHIPHISLHR Unmodified _IEEVVGFGKPTADVCGIHIPHISLHR_ B4F9K0_MAIZE 6 481.09175 2880.5069 -0.10328 -0.35075 -0.44811 89.146 89.146 1.00E+00 13.56 1250400

21275 IEEVVGFGKPTADVCGIHIPHISLHR Unmodified _IEEVVGFGKPTADVCGIHIPHISLHR_ B4F9K0_MAIZE 5 577.10865 2880.5069 0.10981 0.07105 0.18763 89.173 89.173 3.27E-02 10.03 1971900

21276 IEEYSDEIFR Unmodified _IEEYSDEIFR_ B4FI05_MAIZE 2 650.80642 1299.5983 0.42577 0.069669 0.47116 74.477 74.477 1.45E-01 6.6 517200

21277 IEFVNGGEK Unmodified _IEFVNGGEK_ B4F9Y2_MAIZE 2 496.75601 991.49746 -0.18715 0.24325 0.04626 68.645 68.645 3.39E-01 16.08 418610

21278 IEGEVLEYSSK Unmodified _IEGEVLEYSSK_ B6UG11_MAIZE 2 627.31663 1252.6187 0.34984 -0.00737 0.31807 58.452 58.452 3.60E-06 35.81 29790

21279 IEGFHIPK Unmodified _IEGFHIPK_ B4G1G6_MAIZE 3 314.17988 939.5178 1.2311 -0.14731 1.0742 58.809 58.809 1.00E+00 1.67 67481

21280 IEGFHIPK Unmodified _IEGFHIPK_ B4G1G6_MAIZE 3 314.17988 939.5178 1.4205 0.025633 1.4337 60.221 60.221 2.09E-01 25.58 1709100

21281 IEGGSLFIVPR Unmodified _IEGGSLFIVPR_ B6TFX9_MAIZE 2 594.34278 1186.671 0.18452 0.22641 0.40802 83.446 83.446 4.48E-03 51.17 1135700

21282 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 0.0026102 0.3006 0.27911 87.839 87.839 1.84E-04 51.83 1875800

21283 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 -0.095992 0.083152 -0.035525 90.903 90.903 3.43E-01 8.86 47803

21284 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 -0.087928 0.30483 0.19193 88.606 88.606 1.84E-04 44.93 529590

21285 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 0.021845 0.18091 0.17876 88.775 88.775 4.40E-02 10.21 658520

21286 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 0.051228 0.15568 0.18282 88.475 88.475 3.43E-01 16.66 509640

21287 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 -0.012226 0.19288 0.15696 88.624 88.624 5.76E-06 79.77 1957300

21288 IEGLLAAFPK Unmodified _IEGLLAAFPK_ B4G0V4_MAIZE 2 529.81587 1057.6172 -0.095915 0.36018 0.23898 89.97 89.97 4.40E-05 37.52 374290

21289 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.58743 -0.063825 0.50339 30.412 30.412 8.04E-02 22.96 309140

21290 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.40355 0.35021 0.7333 28.535 28.535 4.46E-01 18.4 168300

21291 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.54823 -0.43406 0.09566 31.523 31.523 4.46E-01 34.52 756520

21292 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.45207 -0.47791 -0.043172 31.313 31.313 1.86E-01 33.81 1182900

21293 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.52036 -0.061131 0.43926 32.118 32.118 7.83E-01 19.11 252960

21294 IEGSTLR Unmodified _IEGSTLR_ B6U4D6_MAIZE 2 388.21906 774.42357 0.63342 -0.2707 0.34318 29.996 29.996 1.86E-01 25.83 193050

21295 IEGVELELRK Unmodified _IEGVELELRK_ B4FVH9_MAIZE 3 395.89944 1184.6765 0.38951 0.37859 0.73648 54.231 54.231 5.86E-01 8.18 1811300

21296 IEGWLAR Unmodified _IEGWLAR_ B6TAY2_MAIZE 2 422.73742 843.46029 0.20441 0.059104 0.23777 60.889 60.889 1.00E+00 0.45 967880

21297 IEGWLAR Unmodified _IEGWLAR_ B6TAY2_MAIZE 2 422.73742 843.46029 0.15459 -0.43459 -0.30595 62.435 62.435 8.04E-02 32 384500

21298 IEGWLAR Unmodified _IEGWLAR_ B6TAY2_MAIZE 2 422.73742 843.46029 0.062198 0.28453 0.31928 62.889 62.889 4.49E-02 35.47 2393700

21299 IEGWLAR Unmodified _IEGWLAR_ B6TAY2_MAIZE 2 422.73742 843.46029 0.21052 0.85574 1.0371 62.775 62.775 1.00E+00 10.6 409260

21300 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.98217 -0.026915 0.93388 31.45 31.45 1.00E+00 19.73 66318

21301 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.77326 0.42945 1.1793 30.071 30.071 6.27E-01 9.61 36346
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21302 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.96594 0.33897 1.2815 32.722 32.722 3.02E-01 21.9 66235

21303 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.91617 -0.52888 0.36717 31.866 31.866 1.00E+00 30.89 91193

21304 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 2 543.25585 1084.4971 0.25768 -0.74096 -0.50312 31.87 31.87 7.88E-01 13.02 16347

21305 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.91439 0.055061 0.94719 32.583 32.583 1.00E+00 2.02 38197

21306 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.94403 0.05362 0.97705 32.635 32.635 6.27E-01 20.91 304580

21307 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 2 543.25585 1084.4971 0.096941 0.013971 0.089239 32.64 32.64 2.92E-02 32.19 81723

21308 IEHELCER Unmodified _IEHELCER_ B4FUE0_MAIZE 3 362.50632 1084.4971 0.90391 0.077223 0.95846 33.323 33.323 6.27E-01 23.73 281640

21309 IEIEREK Unmodified _IEIEREK_ B4FFP7_MAIZE 2 458.75855 915.50255 -0.22844 0.3897 0.11214 40.711 40.711 4.46E-01 25.75 418620

21310 IEIILGK Unmodified _IEIILGK_ B4FAF8_MAIZE 2 393.2602 784.50584 0.24396 0.45015 0.65952 66.041 66.041 1.00E+00 8.9 226420

21311 IEIILGK Unmodified _IEIILGK_ B4FAF8_MAIZE 2 393.2602 784.50584 0.55669 1.0333 1.5527 65.166 65.166 1.86E-01 31.83 379150

21312 IEIILGK Unmodified _IEIILGK_ B4FAF8_MAIZE 2 393.2602 784.50584 0.17402 0.22217 0.36146 67.565 67.565 4.49E-02 38.61 6645400

21313 IEIILGK Unmodified _IEIILGK_ B4FAF8_MAIZE 2 393.2602 784.50584 0.18812 -0.071008 0.082729 70.115 70.115 8.04E-02 40.91 3006000

21322 IEISVPVGAQVVYSK Unmodified _IEISVPVGAQVVYSK_ B6T8U7_MAIZE 2 794.95088 1587.8872 0.91891 -0.10659 0.81073 85.648 85.648 7.01E-11 61.32 1754200

21323 IEITNDPR Unmodified _IEITNDPR_ B6TK65_MAIZE 2 479.25363 956.49271 -0.08175 0.75752 0.65444 46.349 46.349 3.77E-01 29.98 2516600

21324 IEITNSPR Unmodified _IEITNSPR_ B6TYF3_MAIZE 2 465.25617 928.49779 0.018223 0.005019 -0.0022071 40.552 40.552 1.65E-01 20.63 360550

21325 IEITNSPR Unmodified _IEITNSPR_ B6TYF3_MAIZE 2 465.25617 928.49779 -0.15239 0.40426 0.22578 40.005 40.005 1.65E-01 23.35 98555

21326 IEITNSPR Unmodified _IEITNSPR_ B6TYF3_MAIZE 2 465.25617 928.49779 0.031388 0.1726 0.17821 41.927 41.927 3.77E-01 21.96 166420

21327 IEITNSPR Unmodified _IEITNSPR_ B6TYF3_MAIZE 2 465.25617 928.49779 -0.10664 0.49448 0.36239 43.341 43.341 5.06E-02 43.84 2202200

21328 IEKELELEIAK Unmodified _IEKELELEIAK_ B6TLY8_MAIZE 3 438.92202 1313.7442 0.026135 -0.17007 -0.19006 63.643 63.643 1.73E-05 41.43 3724300

21329 IEKELELEIAK Unmodified _IEKELELEIAK_ B6TLY8_MAIZE 2 657.87939 1313.7442 0.45194 -0.23782 0.16734 63.637 63.637 1.62E-12 48.3 621080

21330 IELAPEVYR Unmodified _IELAPEVYR_ B4FQS7_MAIZE 2 545.30058 1088.5866 -0.015588 -0.12156 -0.16634 67.942 67.942 1.00E+00 6.18 2440200

21331 IELAPEVYR Unmodified _IELAPEVYR_ B4FQS7_MAIZE 2 545.30058 1088.5866 -0.081551 0.42771 0.31495 69.971 69.971 9.73E-03 32.02 8512200

21332 IELDPQLEALVGR Unmodified _IELDPQLEALVGR_ A3R4A6_MAIZE 2 726.90647 1451.7984 0.75235 0.18518 0.92114 100.83 100.83 1.15E-02 25.94 413830

21333 IELLVDKTENLR Unmodified _IELLVDKTENLR_ B6TB83_MAIZE 3 481.61196 1441.814 -0.013245 0.10515 0.06844 68.193 68.193 6.16E-04 38.87 808440

21334 IELLVDKTENLR Unmodified _IELLVDKTENLR_ B6TB83_MAIZE 3 481.61196 1441.814 -0.19967 -0.2426 -0.46402 70.544 70.544 9.42E-03 25.13 138260

21335 IELRPTSIEK Unmodified _IELRPTSIEK_ B4FEP8_MAIZE 3 395.89944 1184.6765 0.45733 0.26093 0.68728 51.321 51.321 1.00E+00 1.34 1134700

21336 IELRPTSIEK Unmodified _IELRPTSIEK_ B4FEP8_MAIZE 3 395.89944 1184.6765 0.28806 0.31923 0.57709 51.734 51.734 2.55E-01 16.05 390250

21337 IELRPTSIEK Unmodified _IELRPTSIEK_ B4FEP8_MAIZE 3 395.89944 1184.6765 0.42544 -0.1322 0.26463 53.675 53.675 9.39E-01 6.68 446800

21338 IELVISSPLLR Unmodified _IELVISSPLLR_ B4F850_MAIZE 2 620.38719 1238.7598 0.30881 -0.37949 -0.092493 98.014 98.014 3.83E-01 13.81 68352

21339 IEMHVGAVQANDR Oxidation (M) _IEM(ox)HVGAVQANDR_ B4FS03_MAIZE 3 485.90515 1454.6936 -0.15485 0.13836 -0.02292 38.821 38.821 8.46E-03 35.58 158180

21340 IEMHVGAVQANDR Unmodified _IEMHVGAVQANDR_ B4FS03_MAIZE 3 480.57351 1438.6987 -0.19573 -0.26808 -0.47108 53.602 53.602 4.29E-02 30.46 504020

21341 IENFNQNVGALSVK Unmodified _IENFNQNVGALSVK_ B6TD84_MAIZE 2 766.907 1531.7995 0.85108 -0.25341 0.58616 70.973 70.973 3.40E-25 91.1 2934200

21342 IENHYFVNK Unmodified _IENHYFVNK_ B4F869_MAIZE 3 388.53298 1162.5771 0.4916 0.61206 1.0838 46.489 46.489 2.35E-02 16.52 1742800

21343 IENHYFVNK Unmodified _IENHYFVNK_ B4F869_MAIZE 2 582.29583 1162.5771 0.14437 -0.30229 -0.1764 46.488 46.488 3.21E-03 44.8 507180
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21344 IENINDQYWTLR Unmodified _IENINDQYWTLR_ B4FHY8_MAIZE 2 782.89135 1563.7682 0.96476 0.24213 1.1874 82.513 82.513 7.61E-14 69.47 812390

21345 IENINDQYWTLR Unmodified _IENINDQYWTLR_ B4FHY8_MAIZE 2 782.89135 1563.7682 0.95367 0.19522 1.1298 82.999 82.999 2.05E-12 71.84 632560

21346 IENINDQYWTLR Unmodified _IENINDQYWTLR_ B4FHY8_MAIZE 2 782.89135 1563.7682 0.95717 0.33856 1.2767 83.464 83.464 7.02E-22 71.11 512560

21347 IENLQSHDNNEIYEK Unmodified _IENLQSHDNNEIYEK_ B6T451_MAIZE 3 615.95863 1844.8541 0.3469 0.048134 0.36638 51.513 51.513 1.07E-03 21.45 362680

21348 IENLQSHDNNEIYEK Unmodified _IENLQSHDNNEIYEK_ B6T451_MAIZE 3 615.95863 1844.8541 0.39109 -0.012869 0.3503 50.798 50.798 1.65E-10 40.75 439890

21349 IENLQSHDNNEIYEK Unmodified _IENLQSHDNNEIYEK_ B6T451_MAIZE 3 615.95863 1844.8541 0.26869 -0.095974 0.14424 51.581 51.581 1.07E-03 20.87 1535300

21350 IENLQSHDNNEIYEK Unmodified _IENLQSHDNNEIYEK_ B6T451_MAIZE 3 615.95863 1844.8541 0.31707 -0.1305 0.15883 51.414 51.414 1.95E-05 40.3 2959200

21351 IENSEGLDHFDDILNAADGIIISR Unmodified _IENSEGLDHFDDILNAADGIIISR_ B4F8J8_MAIZE 3 876.43643 2626.2875 1.1256 -0.054341 1.0602 121.76 121.76 1.84E-07 75.9 413070

21352 IENSEGLDHFDDILNAADGIIISR Unmodified _IENSEGLDHFDDILNAADGIIISR_ B4F8J8_MAIZE 3 876.43643 2626.2875 1.0163 -0.21437 0.79082 122.06 122.06 1.50E-11 65.64 331950

21353 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 0.027987 0.44892 0.44585 57.148 57.148 9.73E-03 63.57 3262500

21354 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 -0.095914 0.24911 0.12271 58.508 58.508 9.73E-03 48.73 146680

21355 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 -0.055421 0.12331 0.037109 57.599 57.599 1.01E-02 41.22 452750

21356 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 0.051237 0.18746 0.20677 59.27 59.27 3.32E-02 28.93 541570

21357 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 0.019452 -0.24924 -0.26031 58.538 58.538 3.32E-02 37.38 629750

21358 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 -0.082431 0.70353 0.58865 57.712 57.712 1.01E-02 50.33 1931400

21359 IENTISYIK Unmodified _IENTISYIK_ B4FVD6_MAIZE 2 540.80041 1079.5863 -0.051419 0.6191 0.53619 60.553 60.553 9.73E-03 37.3 638090

21360 IENVATGANNKPK Unmodified _IENVATGANNKPK_ B6TBT3_MAIZE 3 452.58077 1354.7205 0.098011 -0.36847 -0.29407 28.111 28.111 3.98E-04 30.57 84691

21361 IENVEGLNHFDEILAEADGIILSR Unmodified _IENVEGLNHFDEILAEADGIILSR_ B6TBN6_MAIZE 3 889.79233 2666.3552 1.1595 0.51645 1.6592 123.95 123.95 6.07E-03 34.03 2508400

21362 IENVEGLNHFDEILAEADGIILSR Unmodified _IENVEGLNHFDEILAEADGIILSR_ B6TBN6_MAIZE 3 889.79233 2666.3552 1.0873 0.60317 1.6736 124.83 124.83 6.07E-03 33.95 208580

21363 IENVEGLNQFDEILAEADGIILSR Unmodified _IENVEGLNQFDEILAEADGIILSR_ B4F9G8_MAIZE 3 886.79222 2657.3548 1.2313 0.89967 2.1127 128.8 128.8 1.00E-07 84.26 8561100

21364 IENVEGLNQFDEILAEADGIILSR Unmodified _IENVEGLNQFDEILAEADGIILSR_ B4F9G8_MAIZE 2 1329.6847 2657.3548 0.98506 0.027753 0.99618 128.51 128.51 1.50E-08 105.43 1243400

21365 IENVEGLNQFDEILAEADGIILSR Unmodified _IENVEGLNQFDEILAEADGIILSR_ B4F9G8_MAIZE 3 886.79222 2657.3548 1.082 0.31804 1.3825 129.45 129.45 2.48E-05 34.55 177570

21366 IENVEGLNQFDEILAEADGIILSR Unmodified _IENVEGLNQFDEILAEADGIILSR_ B4F9G8_MAIZE 3 886.79222 2657.3548 1.1553 0.39929 1.5378 129.96 129.96 9.31E-02 21.57 236530

21367 IEQLEVNYTEPGNHSLSA Unmodified _IEQLEVNYTEPGNHSLSA_ B6UC67_MAIZE 2 1000.9816 1999.9487 1.2749 -0.16982 1.0896 74.647 74.647 3.87E-04 34.71 276790

21368 IESADSIPNLQSIIAASDGAMVAR Oxidation (M) _IESADSIPNLQSIIAASDGAM(ox)VAR_ B4FYH2_MAIZE 2 1223.1181 2444.2217 1.2037 0.32744 1.514 111.18 111.18 1.84E-07 52.79 154920

21369 IESDTGLSLNDLLFR Unmodified _IESDTGLSLNDLLFR_ B6SVJ9_MAIZE 2 846.94378 1691.873 1.0332 -0.64729 0.37796 112.67 112.67 1.60E-05 40.05 127190

21370 IESDTGLSLNDLLFR Unmodified _IESDTGLSLNDLLFR_ B6SVJ9_MAIZE 2 846.94378 1691.873 1.0581 0.024349 1.0742 113.21 113.21 2.05E-04 68.43 56618

21371 IESFVIEHAADNPASDSQAESQIQR Unmodified _IESFVIEHAADNPASDSQAESQIQR_ B4FPS0_MAIZE 3 914.77036 2741.2893 1.114 0.29502 1.3953 73.078 73.078 2.33E-10 50.39 790620

21372 IESILVSLPLTAR Unmodified _IESILVSLPLTAR_ B4F938_MAIZE 2 706.42958 1410.8446 0.74313 -0.009656 0.7144 101.07 101.07 1.00E+00 1.82 290330

21373 IESILVSLPLTAR Unmodified _IESILVSLPLTAR_ B4F938_MAIZE 2 706.42958 1410.8446 0.64063 0.33332 0.95421 100.6 100.6 5.66E-01 4.44 2376500

21374 IETAPADFR Unmodified _IETAPADFR_ B4FCQ4_MAIZE 2 510.26146 1018.5084 -0.099247 0.19439 0.082312 54.577 54.577 9.73E-03 43.32 2132100

21375 IETAPADFR Unmodified _IETAPADFR_ B4FCQ4_MAIZE 2 510.26146 1018.5084 -0.16747 0.18035 -0.00060232 52.123 52.123 9.73E-03 33.33 9815900

21376 IETAPADFR Unmodified _IETAPADFR_ B4FCQ4_MAIZE 2 510.26146 1018.5084 -0.1545 0.31934 0.15078 55.216 55.216 9.73E-03 42.36 291550

21377 IETELAR Unmodified _IETELAR_ B4FRG1_MAIZE 2 416.23217 830.44978 0.2044 -0.11614 0.051859 39.231 39.231 4.46E-01 27.91 2717100



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

21378 IETELTK Unmodified _IETELTK_ 14331_MAIZE 1 2 417.23438 832.4542 0.073287 0.17229 0.21848 37.286 37.286 7.83E-01 18.5 595960

21379 IETELTK Unmodified _IETELTK_ 14331_MAIZE 1 2 417.23438 832.4542 0.2053 0.047592 0.22577 40.04 40.04 1.00E+00 15.2 659490

21380 IETELTK Unmodified _IETELTK_ 14331_MAIZE 1 2 417.23438 832.4542 0.19802 0.031596 0.20268 39.276 39.276 4.46E-01 29.1 801500

21381 IETELTK Unmodified _IETELTK_ 14331_MAIZE 1 2 417.23438 832.4542 0.10342 -0.031348 0.047647 39.899 39.899 1.00E+00 10.09 1141300

21382 IETELTK Unmodified _IETELTK_ 14331_MAIZE 1 2 417.23438 832.4542 0.16283 -0.7294 -0.58987 37.931 37.931 1.86E-01 35.66 9056400

21383 IETPEQFK Unmodified _IETPEQFK_ B4FQM2_MAIZE 2 496.25838 990.50221 -0.076728 -0.21516 -0.30727 53.396 53.396 3.77E-01 22.59 913710

21384 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.205 0.050861 1.2404 102.85 102.85 4.56E-22 82.68 1041800

21385 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.1863 0.023348 1.1936 103.43 103.43 1.78E-03 31.12 279680

21386 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.1975 0.065705 1.2473 103.44 103.44 2.16E-03 46.56 346880

21387 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.3275 -0.11817 1.194 102.94 102.94 4.45E-02 43.26 199490

21388 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.2242 -0.07471 1.1337 103.64 103.64 4.45E-02 10.94 792130

21389 IETVPEMPLVISDSAESIEK Unmodified _IETVPEMPLVISDSAESIEK_ B4FVJ0_MAIZE 2 1094.0587 2186.1028 1.2463 -0.20128 1.0296 103.15 103.15 1.65E-04 52.62 422910

21390 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.2306 0.12151 1.3387 84.78 84.78 5.58E-07 43.74 210880

21391 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.2045 0.15476 1.3456 85.111 85.111 2.02E-03 37.72 559470

21392 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.1696 0.068251 1.2244 84.812 84.812 1.65E-04 53.64 678240

21393 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.2858 0.008949 1.2811 84.58 84.58 6.57E-12 70.68 417770

21394 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.1972 -0.16214 1.0214 85.184 85.184 2.08E-30 74.43 1251700

21395 IETVPEMPLVISDSAESIEK Oxidation (M) _IETVPEM(ox)PLVISDSAESIEK_ B4FVJ0_MAIZE 2 1102.0561 2202.0977 1.2181 0.037414 1.2421 84.83 84.83 2.08E-30 77.84 869160

21396 IEVDLTNLDVGDR Unmodified _IEVDLTNLDVGDR_ B6TN36_MAIZE 2 729.87537 1457.7362 0.69782 -0.038388 0.66177 88.495 88.495 1.56E-17 91.5 999700

21397 IEVEYYGTPVNLK Unmodified _IEVEYYGTPVNLK_ B4FLS7_MAIZE 2 762.90086 1523.7872 0.84313 -0.035756 0.79323 78.886 78.886 4.93E-21 89.15 442870

21398 IEVIGNDLGLPMTPR Oxidation (M) _IEVIGNDLGLPM(ox)TPR_ B6T4G2_MAIZE 2 820.93745 1639.8603 0.98631 -0.27364 0.70932 86.928 86.928 1.04E-33 80.22 579150

21399 IEVSAQNVWIGK Unmodified _IEVSAQNVWIGK_ B4FDF4_MAIZE 2 672.36953 1342.7245 0.61475 -0.025815 0.57841 75.519 75.519 2.05E-12 50.34 580710

21400 IEVSAQNVWIGK Unmodified _IEVSAQNVWIGK_ B4FDF4_MAIZE 2 672.36953 1342.7245 0.449 -0.009471 0.4298 76.012 76.012 9.64E-17 85.46 4485000

21401 IEVTDSSVFK Unmodified _IEVTDSSVFK_ B4FSC5_MAIZE 2 562.79533 1123.5761 0.021212 0.091911 0.11888 67.615 67.615 2.81E-03 36.74 479880

21402 IEVTQPADFK Unmodified _IEVTQPADFK_ B4FT80_MAIZE 2 574.30332 1146.5921 0.038987 0.20318 0.2391 62.296 62.296 1.84E-04 56.94 4130700

21403 IEVVLNDR Unmodified _IEVVLNDR_ B4FFL1_MAIZE 2 479.27182 956.5291 -0.16259 0.15456 -0.020752 60.568 60.568 3.77E-01 19.76 570930

21404 IEYISAELKR Unmodified _IEYISAELKR_ B6T5S0_MAIZE 3 407.89944 1220.6765 0.055516 0.27797 0.28985 61.892 61.892 2.99E-03 32.73 924480

21405 IEYISAELKR Unmodified _IEYISAELKR_ B6T5S0_MAIZE 2 611.34552 1220.6765 0.22648 0.41069 0.59491 62.159 62.159 2.81E-03 30.61 603210

21406 IEYMFPDASEVQELVR Oxidation (M) _IEYM(ox)FPDASEVQELVR_ Q5EUC9_MAIZE 2 971.46677 1940.919 1.25 0.64947 1.889 105.3 105.3 1.48E-07 41.29 248630

21407 IEYSMQLNASR Oxidation (M) _IEYSM(ox)QLNASR_ B4FVD5_MAIZE 2 664.31918 1326.6238 0.47812 -0.29255 0.15745 52.698 52.698 5.66E-08 72.29 723330

21408 IEYSMQLNASR Oxidation (M) _IEYSM(ox)QLNASR_ B4FVD5_MAIZE 2 664.31918 1326.6238 0.40418 -0.14155 0.23518 50.284 50.284 6.35E-09 68.12 4621100

21409 IEYSMQLNASR Unmodified _IEYSMQLNASR_ B4FVD5_MAIZE 2 656.32172 1310.6289 0.37586 2.9842 3.3249 63.171 63.171 3.60E-06 43.58 3169600

21411 IFAQGAK Unmodified _IFAQGAK_ B6TGG2_MAIZE 2 367.71341 733.41227 0.91088 0.11483 1.0067 29.824 29.824 7.83E-01 12.79 124540

21412 IFAQGAK Unmodified _IFAQGAK_ B6TGG2_MAIZE 2 367.71341 733.41227 0.70273 0.55237 1.2354 28.148 28.148 7.83E-01 17.67 30218
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21413 IFAQGAK Unmodified _IFAQGAK_ B6TGG2_MAIZE 2 367.71341 733.41227 0.84039 -0.015128 0.80678 30.79 30.79 7.83E-01 17.57 166720

21414 IFAQGAK Unmodified _IFAQGAK_ B6TGG2_MAIZE 2 367.71341 733.41227 0.84795 4.67E-05 0.83088 30.108 30.108 1.86E-01 18.96 94127

21415 IFAQGAK Unmodified _IFAQGAK_ B6TGG2_MAIZE 2 367.71341 733.41227 0.69572 -0.31481 0.36523 30.513 30.513 4.46E-01 33.94 1167700

21416 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 0.094178 0.26084 0.33045 61.159 61.159 3.77E-01 36.4 2184000

21417 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 -0.06301 0.02235 -0.064045 61.758 61.758 3.77E-01 31.02 911910

21418 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 0.067229 -0.02911 0.014976 63.145 63.145 7.88E-01 29.08 1982100

21419 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 0.050655 -0.014244 0.011596 62.536 62.536 1.00E+00 4.32 1908500

21420 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 -0.038644 -0.006077 -0.067569 62.99 62.99 3.77E-01 26.27 3433500

21421 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 -0.014629 0.1479 0.10817 62.828 62.828 3.77E-01 33.21 20211000

21422 IFASPLAR Unmodified _IFASPLAR_ B6TUA2_MAIZE 2 437.7609 873.50724 0.09649 -0.039978 0.031834 61.672 61.672 7.88E-01 8.24 345520

21423 IFDKDGK Unmodified _IFDKDGK_ B4FAQ9_MAIZE 2 411.72144 821.42832 0.27007 0.39171 0.65571 24.92 24.92 1.86E-01 17.11 92095

21424 IFDKDGK Unmodified _IFDKDGK_ B4FAQ9_MAIZE 2 411.72144 821.42832 0.40867 0.23057 0.6322 24.232 24.232 7.83E-01 7.28 62542

21425 IFDKDGK Unmodified _IFDKDGK_ B4FAQ9_MAIZE 2 411.72144 821.42832 0.11375 0.64453 0.75042 26.416 26.416 1.00E+00 11.29 27220

21426 IFDNMQK Unmodified _IFDNMQK_ B6T9P0_MAIZE 2 448.22075 894.42694 0.0033099 -5.5001 -5.4986 50.031 50.031 1.00E+00 12.32 473930

21427 IFDNMQK Unmodified _IFDNMQK_ B6T9P0_MAIZE 2 448.22075 894.42694 -0.0019568 0.27713 0.26095 49.987 49.987 1.86E-01 24.68 3054300

21428 IFDNMQK Oxidation (M) _IFDNM(ox)QK_ B6T9P0_MAIZE 2 456.2182 910.42185 0.034714 -0.014101 0.0088308 34.083 34.083 8.87E-01 15.96 156020

21429 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 2 900.94052 1799.8665 1.1346 0.019131 1.1592 77.419 77.419 2.10E-04 34.66 542310

21430 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.23519 0.32415 0.56415 77.419 77.419 2.04E-04 23.18 3663700

21431 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.21535 -0.14134 0.078972 77.981 77.981 1.95E-05 36.13 2546500

21432 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 2 900.94052 1799.8665 1.1143 -0.070777 1.0496 77.973 77.973 7.51E-07 38.7 355240

21433 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.24306 0.058704 0.30651 78.473 78.473 1.07E-03 32.16 3070500

21434 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 2 900.94052 1799.8665 1.1302 0.05926 1.1946 78.457 78.457 2.10E-04 28.7 373000

21435 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 2 900.94052 1799.8665 1.1255 -0.068008 1.0627 78.158 78.158 4.63E-03 33.07 299960

21436 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.19478 0.14481 0.34424 78.406 78.406 5.46E-07 37.74 16188000

21437 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 2 900.94052 1799.8665 1.1287 0.12092 1.2549 78.4 78.4 8.63E-17 46.86 2140900

21438 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.23259 0.49017 0.72766 78.223 78.223 1.07E-03 28.38 568720

21439 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.20027 -0.19727 0.0095657 78.052 78.052 1.29E-02 16.72 705040

21440 IFDNMQKPAFVFDGR Oxidation (M) _IFDNM(ox)QKPAFVFDGR_ B6T9P0_MAIZE 3 600.96277 1799.8665 0.19472 0.28211 0.48226 79.855 79.855 2.04E-04 37.9 370530

21441 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 3 595.63113 1783.8716 0.18293 -0.047142 0.13917 88.713 88.713 1.65E-10 38.83 14865000

21442 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 2 892.94306 1783.8716 1.0917 -0.083579 1.011 88.703 88.703 7.01E-11 38.64 3581100

21443 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 3 595.63113 1783.8716 0.19328 0.16348 0.36008 89.317 89.317 1.07E-03 35.91 968440

21444 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 3 595.63113 1783.8716 0.24548 -0.076296 0.17229 89.52 89.52 1.07E-03 27.82 948770

21445 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 3 595.63113 1783.8716 0.26973 0.10591 0.37838 89.285 89.285 5.46E-07 38.29 770090

21446 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 3 595.63113 1783.8716 0.18583 -0.009892 0.17962 89.424 89.424 1.07E-03 36.99 9033400
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21447 IFDNMQKPAFVFDGR Unmodified _IFDNMQKPAFVFDGR_ B6T9P0_MAIZE 2 892.94306 1783.8716 1.0988 -0.19993 0.90234 89.415 89.415 2.37E-16 65.13 2066600

21448 IFDSLPAEEQR Unmodified _IFDSLPAEEQR_ B4FFK9_MAIZE 2 652.82769 1303.6408 0.43953 -0.006698 0.41576 65.951 65.951 1.47E-01 26.88 828100

21449 IFDVLYK Unmodified _IFDVLYK_ B4FAK8_MAIZE 2 449.25765 896.50076 0.043263 0.13787 0.1718 77.052 77.052 9.32E-03 46.24 2140600

21450 IFDVLYK Unmodified _IFDVLYK_ B4FAK8_MAIZE 2 449.25765 896.50076 -0.11691 0.36294 0.23708 77.605 77.605 1.00E+00 13.4 798140

21451 IFDVLYK Unmodified _IFDVLYK_ B4FAK8_MAIZE 2 449.25765 896.50076 0.019469 0.16137 0.17252 78.218 78.218 1.86E-01 25.43 1245800

21452 IFDVLYK Unmodified _IFDVLYK_ B4FAK8_MAIZE 2 449.25765 896.50076 0.016097 0.21299 0.21946 77.851 77.851 9.32E-03 39.2 778910

21453 IFDVLYK Unmodified _IFDVLYK_ B4FAK8_MAIZE 2 449.25765 896.50076 -0.10499 0.12276 0.0088825 77.671 77.671 9.32E-03 40.45 5547600

21454 IFEFGQK Unmodified _IFEFGQK_ B6SLS0_MAIZE 2 434.7318 867.44905 0.046034 0.8733 0.91449 63.604 63.604 1.86E-01 28.81 743810

21455 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.025424 -0.1877 -0.23929 75.796 75.796 1.63E-07 49.14 9832100

21456 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.17351 0.04149 -0.15752 77.28 77.28 9.73E-03 56.22 194950

21457 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.082629 0.1787 0.069644 76.397 76.397 1.01E-02 31.4 1105500

21458 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 0.0084784 -0.047002 -0.06335 77.023 77.023 9.73E-03 37.09 1467600

21459 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.027869 -0.16291 -0.21674 76.607 76.607 3.89E-04 70.2 1395600

21460 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.13003 -1.7528 -1.9051 76.415 76.415 7.18E-01 9.68 1115300

21461 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 0.010875 0.19024 0.17446 76.827 76.827 1.01E-02 41.48 1425600

21462 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.047145 0.1533 0.079277 76.769 76.769 9.73E-03 41.82 513490

21463 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.11891 0.18086 0.036767 76.326 76.326 1.01E-02 37.42 7121200

21464 IFEGEALLR Unmodified _IFEGEALLR_ B6SZS2_MAIZE 2 524.2953 1046.576 -0.081706 0.3327 0.22586 77.765 77.765 1.00E+00 2.86 436440

21465 IFEHVNAMAAK Unmodified _IFEHVNAMAAK_ B6TD84_MAIZE 3 410.8815 1229.6227 0.21576 0.08818 0.2793 55.053 55.053 1.52E-02 11.99 1329700

21466 IFFAQK Unmodified _IFFAQK_ B6T574_MAIZE 2 377.21833 752.42211 0.67863 0.36528 1.0328 53.436 53.436 5.26E-01 21.49 2502800

21467 IFFAQK Unmodified _IFFAQK_ B6T574_MAIZE 2 377.21833 752.42211 0.55731 0.52561 1.0719 53.979 53.979 2.64E-01 17.78 813890

21468 IFFAQK Unmodified _IFFAQK_ B6T574_MAIZE 2 377.21833 752.42211 0.66288 0.45694 1.1079 55.878 55.878 9.46E-01 18.16 761980

21469 IFFAQK Unmodified _IFFAQK_ B6T574_MAIZE 2 377.21833 752.42211 0.63836 0.67782 1.3039 55.196 55.196 5.26E-01 29.75 402960

21470 IFFAQK Unmodified _IFFAQK_ B6T574_MAIZE 2 377.21833 752.42211 0.4556 -0.095229 0.35083 82.235 82.235 1.00E+00 7 188570

21471 IFFFSWSPDTAR Unmodified _IFFFSWSPDTAR_ ADF1_MAIZE A 2 737.3617 1472.7089 0.7836 3.1959 3.9828 111.83 111.83 1.60E-02 21.54 619270

21472 IFFFSWSPDTAR Unmodified _IFFFSWSPDTAR_ ADF1_MAIZE A 2 737.3617 1472.7089 0.74432 0.068402 0.82012 115.2 115.2 2.05E-12 47.91 406670

21473 IFFHDCFPQGCDASVLLK Unmodified _IFFHDCFPQGCDASVLLK_ B4FG39_MAIZE 3 718.67641 2153.0074 0.69096 -0.14905 0.55946 94.946 94.946 4.30E-22 48.76 2776200

21474 IFFHDCFPQGCDASVLLSGSNSEQIEVPNQTLRPEALK Unmodified _IFFHDCFPQGCDASVLLSGSNSEQIEVPNQTLRPEALK_ B4FHG3_MAIZE 5 861.62083 4303.0678 1.0787 -0.274 0.80746 105.34 105.34 7.86E-02 36.68 2764500

21475 IFFHDCFPQGCDASVLLSGSNSEQIEVPNQTLRPEALK Unmodified _IFFHDCFPQGCDASVLLSGSNSEQIEVPNQTLRPEALK_ B4FHG3_MAIZE 4 1076.7742 4303.0678 1.2085 -0.30468 0.90647 105.11 105.11 4.21E-02 22.29 2833600

21476 IFFIAWSPAASR Unmodified _IFFIAWSPAASR_ B6SK28_MAIZE 2 683.36933 1364.7241 0.58426 0.31874 0.89062 106.29 106.29 1.98E-03 31.18 78026

21477 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.68463 0.031601 0.70998 107 107 1.98E-03 31.87 2333100

21478 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.6957 0.01467 0.7047 113.56 113.56 1.60E-02 25.77 19408

21479 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.68322 0.40251 1.0787 107.59 107.59 1.11E-04 43.07 509010

21480 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.68678 0.20518 0.88588 107.66 107.66 1.60E-02 28.81 394930
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21481 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.69655 0.31379 1.0034 107.64 107.64 2.00E-01 11.68 479880

21482 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.7256 0.33592 1.0555 107.24 107.24 6.74E-02 31.71 341780

21483 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.67747 0.16806 0.83886 107.92 107.92 1.00E+00 5.57 252790

21484 IFFISWAPDASR Unmodified _IFFISWAPDASR_ B6T304_MAIZE 2 705.36424 1408.7139 0.58896 0.19939 0.78192 109.08 109.08 2.05E-12 61.72 2735600

21485 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.72346 0.043447 0.76773 106.79 106.79 1.11E-04 57.85 2865700

21486 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.74203 -3.37E-05 0.74422 113.14 113.14 1.98E-03 50.3 31045

21487 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.68657 0.20695 0.89413 107.38 107.38 2.05E-12 35.51 694090

21488 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.71921 0.25263 0.97291 107.45 107.45 1.98E-03 30.47 580820

21489 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.67163 -0.3502 0.32387 107.46 107.46 7.72E-03 37.43 739000

21490 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.748 0.076391 0.82605 107.02 107.02 1.60E-02 25.1 711230

21491 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.80969 0.73302 1.5433 107.53 107.53 2.62E-07 52.1 574520

21492 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.70078 0.31465 1.0159 107.18 107.18 8.05E-01 9.47 568010

21493 IFFISWAPDTSR Unmodified _IFFISWAPDTSR_ B6T8B1_MAIZE 2 720.36953 1438.7245 0.63875 -0.19092 0.44921 108.8 108.8 7.02E-22 81.89 6099300

21494 IFFISWSPSDSR Unmodified _IFFISWSPSDSR_ B6U5D8_MAIZE 2 721.35916 1440.7038 0.74885 0.12339 0.87338 105.19 105.19 6.74E-02 11.23 25502

21495 IFFISWSPSDSR Unmodified _IFFISWSPSDSR_ B6U5D8_MAIZE 2 721.35916 1440.7038 0.69006 0.42535 1.115 103.16 103.16 1.60E-02 8.41 795470

21496 IFGDQDAAATTTGNQQG Unmodified _IFGDQDAAATTTGNQQG_ B6SHM4_MAIZE 2 847.88445 1693.7544 1.0647 0.21903 1.2967 61.467 61.467 8.28E-39 100.04 1077100

21497 IFGMEHWHALR Oxidation (M) _IFGM(ox)EHWHALR_ B6T6B3_MAIZE 4 353.92776 1411.6819 1.0735 -0.26178 0.80566 64.984 64.984 5.15E-02 26.89 624700

21498 IFGMEHWHALR Unmodified _IFGMEHWHALR_ B6T6B3_MAIZE 4 349.92903 1395.687 1.1231 -0.2177 0.89458 78.37 78.37 5.15E-02 15.06 1360700

21499 IFGMEHWHALR Unmodified _IFGMEHWHALR_ B6T6B3_MAIZE 3 466.23628 1395.687 -0.018696 0.076778 0.04718 78.377 78.377 1.40E-01 7.23 591960

21500 IFGPGNQYVTAAK Unmodified _IFGPGNQYVTAAK_ B6TZ66_MAIZE 2 683.3617 1364.7089 0.64162 0.25505 0.89342 62.752 62.752 2.65E-01 15.79 441000

21501 IFGPGNQYVTAAK Unmodified _IFGPGNQYVTAAK_ B6TZ66_MAIZE 2 683.3617 1364.7089 0.60768 0.18954 0.79426 64.432 64.432 4.68E-05 74.58 1304600

21502 IFGQEVNIGAK Unmodified _IFGQEVNIGAK_ B6TF54_MAIZE 2 588.32459 1174.6346 0.12193 -0.32723 -0.21394 67.348 67.348 6.35E-09 70.67 1104400

21503 IFGQEVNIGAK Unmodified _IFGQEVNIGAK_ B6TF54_MAIZE 2 588.32459 1174.6346 0.081884 0.63315 0.70472 66.203 66.203 4.43E-05 55.44 3282700

21504 IFHPNVHFK Unmodified _IFHPNVHFK_ B4FA99_MAIZE 3 380.21006 1137.6083 0.37266 -0.032749 0.34326 55.973 55.973 8.40E-02 14.09 860100

21505 IFHQTFEVAPGEK Unmodified _IFHQTFEVAPGEK_ B4FJD7_MAIZE 3 501.59279 1501.7565 -0.090558 0.45925 0.36866 58.701 58.701 2.66E-01 7.42 1636900

21506 IFIQFER Unmodified _IFIQFER_ B6T9I0_MAIZE 2 476.76618 951.5178 -0.02223 0.5596 0.52579 75.332 75.332 4.49E-02 24.27 353110

21507 IFISELLVDELTTQSQEIIHK Unmodified _IFISELLVDELTTQSQEIIHK_ B6TJW0_MAIZE 3 819.44761 2455.321 1.0098 0.17534 1.1758 130.51 130.51 4.23E-22 57.04 1860600

21508 IFLAAGFR Unmodified _IFLAAGFR_ B1P123_MAIZE 2 447.76344 893.51232 -0.12029 0.47566 0.34394 76.31 76.31 3.77E-01 11.66 278380

21509 IFLAAGFR Unmodified _IFLAAGFR_ B1P123_MAIZE 2 447.76344 893.51232 0.045887 -0.67316 -0.6372 76.838 76.838 1.65E-01 17.2 484590

21510 IFLAAGFR Unmodified _IFLAAGFR_ B1P123_MAIZE 2 447.76344 893.51232 0.024185 0.13408 0.14635 76.658 76.658 1.90E-02 37.07 1309900

21511 IFLAAGFR Unmodified _IFLAAGFR_ B1P123_MAIZE 2 447.76344 893.51232 -0.060928 0.41864 0.34584 76.518 76.518 5.06E-02 19.83 3239700

21512 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.793 0.38849 1.1679 55.146 55.146 5.26E-01 21.5 8556000

21513 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.62632 0.26717 0.88095 56.085 56.085 9.46E-01 9.88 156080

21514 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.71689 -0.050764 0.65414 55.487 55.487 1.00E+00 15.29 1181400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

21515 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.80277 0.81591 1.6032 56.999 56.999 5.26E-01 16.59 1326000

21516 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 -0.14492 57.805 57.805 5.32E-01 9.5

21517 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.75013 -0.48693 0.25296 55.833 55.833 5.26E-01 25.08 13528000

21518 IFLDPK Unmodified _IFLDPK_ B6SHM7_MAIZE 2 366.71816 731.42178 0.52032 -0.20625 0.30229 58.657 58.657 5.26E-01 24.76 3733000

21519 IFLEDGHQIGCAQSYAK Unmodified _IFLEDGHQIGCAQSYAK_ B4F9G1_MAIZE 3 646.31224 1935.9149 0.51483 -1.1051 -0.59202 68.894 68.894 1.75E-02 13.09 906860

21520 IFLEDGHQIGCAQSYAK Unmodified _IFLEDGHQIGCAQSYAK_ B4F9G1_MAIZE 3 646.31224 1935.9149 0.40372 -0.073798 0.32703 68.862 68.862 3.59E-18 57.01 3060300

21521 IFLEDGHQIGCAQSYAK Unmodified _IFLEDGHQIGCAQSYAK_ B4F9G1_MAIZE 2 968.96472 1935.9149 1.209 0.008851 1.2149 68.854 68.854 8.28E-39 77.36 536760

21522 IFLNPLYLPGSR Unmodified _IFLNPLYLPGSR_ B6SHR1_MAIZE 2 695.39809 1388.7816 0.76526 0.48594 1.2359 99.748 99.748 1.11E-04 39.54 890410

21523 IFLNPLYLPGSR Unmodified _IFLNPLYLPGSR_ B6SHR1_MAIZE 2 695.39809 1388.7816 0.62765 0.33809 0.94947 100.48 100.48 4.56E-01 13.65 195370

21524 IFLNPLYLPGSR Unmodified _IFLNPLYLPGSR_ B6SHR1_MAIZE 2 695.39809 1388.7816 0.72633 0.2556 0.96629 100.32 100.32 4.56E-01 21.13 85615

21525 IFLNPLYLPGSR Unmodified _IFLNPLYLPGSR_ B6SHR1_MAIZE 2 695.39809 1388.7816 0.60958 0.43416 1.0282 101.82 101.82 7.72E-03 19.23 248210

21526 IFLQQPAPESQLR Unmodified _IFLQQPAPESQLR_ B6SST2_MAIZE 2 763.91992 1525.8253 0.90098 -0.1522 0.73516 70.229 70.229 2.61E-08 57.97 418940

21527 IFLTISLPDAK Unmodified _IFLTISLPDAK_ B6T9V0_MAIZE 2 609.36064 1216.7067 0.25342 0.036438 0.2777 98.393 98.393 4.48E-03 54.94 250170

21528 IFNAAEAK Unmodified _IFNAAEAK_ B6U6T8_MAIZE 2 432.23471 862.45487 0.10662 0.14267 0.21036 40.206 40.206 3.77E-01 28.35 894730

21529 IFNAAEAK Unmodified _IFNAAEAK_ B6U6T8_MAIZE 2 432.23471 862.45487 0.10591 0.045698 0.11305 39.503 39.503 1.65E-01 34.2 1034200

21530 IFNDESFAK Unmodified _IFNDESFAK_ B4FWI4_MAIZE 2 535.76129 1069.508 -0.0062306 0.30843 0.28722 59.933 59.933 1.00E+00 21.47 267220

21531 IFNDESFAK Unmodified _IFNDESFAK_ B4FWI4_MAIZE 2 535.76129 1069.508 0.041203 0.36082 0.38796 61.567 61.567 3.39E-01 37.19 355370

21532 IFNDESFAK Unmodified _IFNDESFAK_ B4FWI4_MAIZE 2 535.76129 1069.508 0.030879 0.51413 0.52996 61.432 61.432 9.73E-03 41.93 1137700

21533 IFNGSGKPIDNGPPILPEAYLDISGSSINPSER Unmodified _IFNGSGKPIDNGPPILPEAYLDISGSSINPSER_ B6T9C0_MAIZE 3 1152.2545 3453.7416 1.3019 -0.046869 1.2447 107.01 107.01 2.76E-13 75.12 231400

21534 IFNGSGKPIDNGPPILPEAYLDISGSSINPSER Unmodified _IFNGSGKPIDNGPPILPEAYLDISGSSINPSER_ B6T9C0_MAIZE 3 1152.2545 3453.7416 1.2067 0.20863 1.4039 107.65 107.65 3.15E-07 65.37 1350400

21535 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.74363 -0.41314 0.31609 96.112 96.112 7.02E-22 64.29 11292000

21536 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.7338 -0.6257 0.094507 96.943 96.943 7.02E-22 91.18 4503200

21537 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.75774 -0.18596 0.55769 96.45 96.45 7.61E-14 64.21 3113600

21538 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.73138 -0.40513 0.31273 96.845 96.845 7.02E-22 97.59 17536000

21539 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.75427 -0.2598 0.48023 96.41 96.41 2.05E-12 74.89 812360

21540 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.79229 0.66398 1.4415 96.838 96.838 7.02E-22 90.96 423600

21541 IFNTNNLWVNLK Unmodified _IFNTNNLWVNLK_ B4FAD9_MAIZE 2 738.4039 1474.7932 0.76527 0.43345 1.1846 98.312 98.312 1.11E-04 38.89 67068

21542 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.080944 0.26686 0.17903 52.532 52.532 2.92E-02 45.14 10588000

21543 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.22249 -0.20731 -0.4361 53.891 53.891 1.65E-01 37.37 83102

21544 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.074654 0.17796 0.095556 54.843 54.843 2.92E-02 54.66 6296100

21545 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.11021 0.17196 0.054999 54.13 54.13 2.92E-02 58.32 7061100

21546 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.1393 0.34282 0.19698 54.802 54.802 5.06E-02 41.35 5181400

21547 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.11981 0.16934 0.041965 54.621 54.621 2.92E-02 51.48 15432000

21548 IFNTYGPR Unmodified _IFNTYGPR_ B6TY47_MAIZE 2 484.25343 966.49232 -0.18063 -0.26235 -0.44968 55.245 55.245 2.92E-02 48.27 81340000
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21549 IFPAFITFLK Unmodified _IFPAFITFLK_ B4F817_MAIZE 2 598.85754 1195.7005 0.22601 0.36415 0.58823 120.21 120.21 1.45E-01 21.16 600000

21550 IFPPLSEGQQIIR Unmodified _IFPPLSEGQQIIR_ B4FWX5_MAIZE 2 749.42483 1496.8351 0.87329 -0.16707 0.69628 85.68 85.68 3.13E-02 21.67 284090

21551 IFQELDEK Unmodified _IFQELDEK_ B6TJH8_MAIZE 2 511.26366 1020.5128 -0.10109 0.28117 0.15871 56.359 56.359 1.90E-02 40.06 1904400

21552 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.86337 -0.21133 0.66153 73.489 73.489 2.09E-30 67.1 3100600

21553 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.86968 -0.062926 0.8161 73.762 73.762 3.40E-25 60.53 1180000

21554 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.84473 -0.13957 0.71399 74.506 74.506 2.09E-30 73.51 2135500

21555 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.85549 -0.004207 0.85961 74.092 74.092 2.09E-30 85.03 2063800

21556 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.88923 -0.03907 0.85868 74.033 74.033 8.77E-41 71.99 1116800

21557 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.82894 -0.35765 0.48062 74.607 74.607 1.74E-50 85.82 17228000

21558 IFQGDYSTGLPVDK Unmodified _IFQGDYSTGLPVDK_ O81237_MAIZE 2 770.38811 1538.7617 0.8931 -0.13359 0.76853 74.545 74.545 3.40E-25 77.69 1094900

21559 IFQGDYYSTGSPVDK Unmodified _IFQGDYYSTGSPVDK_ B4FSV6_MAIZE 2 838.89376 1675.773 1.046 0.35287 1.4063 65.651 65.651 2.40E-39 108.03 1195300

21560 IFQGDYYSTGSPVDK Unmodified _IFQGDYYSTGSPVDK_ B4FSV6_MAIZE 2 838.89376 1675.773 1.0144 0.043081 1.0651 65.918 65.918 2.40E-39 107.81 497330

21561 IFQGDYYSTGSPVDK Unmodified _IFQGDYYSTGSPVDK_ B4FSV6_MAIZE 2 838.89376 1675.773 1.0069 0.095331 1.1093 67.089 67.089 6.53E-30 92.7 1189500

21562 IFQGDYYSTGSPVDK Unmodified _IFQGDYYSTGSPVDK_ B4FSV6_MAIZE 2 838.89376 1675.773 1.0082 0.11083 1.126 66.531 66.531 1.04E-33 82.27 835850

21563 IFQGDYYSTGSPVDK Unmodified _IFQGDYYSTGSPVDK_ B4FSV6_MAIZE 2 838.89376 1675.773 1.024 0.13884 1.1702 67.096 67.096 2.40E-39 93.62 6831300

21564 IFQGVEHGFACR Unmodified _IFQGVEHGFACR_ B4FY74_MAIZE 3 474.23119 1419.6717 -0.12859 -0.15072 -0.26526 61.655 61.655 2.11E-01 15.86 3457600

21565 IFQGVEHGFACR Unmodified _IFQGVEHGFACR_ B4FY74_MAIZE 2 710.84315 1419.6717 0.67876 -0.19862 0.49354 61.658 61.658 1.11E-04 44.73 722580

21566 IFQGVEHGFACR Unmodified _IFQGVEHGFACR_ B4FY74_MAIZE 3 474.23119 1419.6717 -0.051168 0.48614 0.44654 60.694 60.694 4.50E-01 13.57 3565600

21567 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.3676 0.25923 1.6195 42.521 42.521 1.00E+00 7.49 1579700

21568 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 2 487.27691 972.53927 -0.01227 -0.47184 -0.48949 42.566 42.566 5.06E-02 29 630720

21569 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.2548 1.3653 2.6101 42.626 42.626 1.00E+00 9.49 404700

21570 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.4732 -0.093276 1.3749 44.97 44.97 2.47E-01 26.61 638540

21571 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 2 487.27691 972.53927 -0.036491 0.14939 0.1062 44.958 44.958 5.06E-02 35.22 327140

21572 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.3717 -0.11431 1.251 44.34 44.34 5.41E-01 18.68 410320

21573 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.3159 -0.037196 1.2741 47.592 47.592 1.00E+00 11.75 1961700

21574 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 3 325.18703 972.53927 1.349 0.12902 1.4718 45.037 45.037 1.00E+00 6.67 538180

21575 IFQIHTSK Unmodified _IFQIHTSK_ B6T2S0_MAIZE 2 487.27691 972.53927 0.17907 -1.4507 -1.2741 44.41 44.41 1.65E-01 23.79 912090

21576 IFQLEEAVR Unmodified _IFQLEEAVR_ B4FR59_MAIZE 2 552.80603 1103.5975 -0.0055726 -0.1301 -0.15524 74.642 74.642 3.89E-04 65.56 3797900

21577 IFQQTFECSPDEK Unmodified _IFQQTFECSPDEK_ B6SJ51_MAIZE 2 814.86669 1627.7188 0.94441 -0.090402 0.85848 62.57 62.57 4.77E-34 82.73 683740

21578 IFSAYHDAR Unmodified _IFSAYHDAR_ B4FBP3_MAIZE 3 360.51381 1078.5196 0.89308 0.13687 1.0143 40.682 40.682 5.45E-01 14.11 1011900

21579 IFSEAQEFYHPIAR Unmodified _IFSEAQEFYHPIAR_ B6U740_MAIZE 3 569.95449 1706.8417 0.13503 0.37834 0.49683 75.701 75.701 1.10E-02 24.92 2249800

21580 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.1666 -0.11118 1.0401 121.93 121.93 9.27E-08 20.23 1388600

21581 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.1749 -0.18194 0.97742 122.4 122.4 4.62E-09 22.98 435760

21582 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.1826 0.19658 1.3634 122.66 122.66 2.25E-09 21.11 523790
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21583 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.1808 0.20038 1.3659 123.12 123.12 3.05E-05 16.22 442040

21584 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.2773 -0.083685 1.1785 122.68 122.68 3.05E-05 16.58 463820

21585 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.1962 0.16169 1.342 123.35 123.35 1.20E-09 29.02 1375700

21586 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 3 976.48316 2926.4277 1.157 0.44036 1.5818 122.58 122.58 3.14E-32 68.38 7393500

21587 IFSSPEVAAEEPWYGIEQEYTLLQK Unmodified _IFSSPEVAAEEPWYGIEQEYTLLQK_ B4G1P1_MAIZE 2 1464.2211 2926.4277 1.1276 0.01629 1.1284 122.58 122.58 8.12E-10 60.52 2057700

21588 IFSVADYGAAGDGFR Unmodified _IFSVADYGAAGDGFR_ B6T994_MAIZE 2 773.37025 1544.726 0.89191 0.078986 0.9765 86.132 86.132 1.02E-23 82.99 462620

21589 IFTLGCTQR Unmodified _IFTLGCTQR_ B6TIQ8_MAIZE 2 548.28441 1094.5543 0.050903 -0.007346 0.05747 61.978 61.978 3.39E-01 29.54 2129600

21590 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 3 559.97149 1676.8926 0.081565 -0.009916 0.069085 98.193 98.193 1.83E-01 22.53 3564200

21591 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 2 839.45359 1676.8926 1.0135 -0.75892 0.2525 98.183 98.183 3.56E-04 54.51 533150

21592 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 2 839.45359 1676.8926 0.98207 -2.2742 -1.2927 99.141 99.141 2.25E-03 24.84 156880

21593 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 3 559.97149 1676.8926 0.021077 0.15107 0.16859 99.113 99.113 1.83E-01 17.08 1166000

21594 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 3 559.97149 1676.8926 0.088841 0.072638 0.15739 99.131 99.131 4.40E-03 26.94 1701500

21595 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 2 839.45359 1676.8926 1.1224 -0.94949 0.17074 99.173 99.173 6.31E-03 31.37 174470

21596 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 3 559.97149 1676.8926 0.091286 0.22547 0.31385 99.283 99.283 6.14E-02 17.9 919660

21597 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 3 559.97149 1676.8926 0.048187 0.20559 0.25038 99.335 99.335 6.14E-02 10.11 8983400

21598 IFTNLYGLHDPFLK Unmodified _IFTNLYGLHDPFLK_ B4FQ98_MAIZE 2 839.45359 1676.8926 1.0547 0.085132 1.1363 99.335 99.335 2.25E-03 36.24 1209700

21599 IFVAKPEQR Unmodified _IFVAKPEQR_ B6T7P7_MAIZE 3 363.21347 1086.6186 0.92814 -0.13739 0.77438 39.466 39.466 5.45E-01 12.07 109630

21600 IFVAKPEQR Unmodified _IFVAKPEQR_ B6T7P7_MAIZE 3 363.21347 1086.6186 0.90482 -0.12272 0.76618 38.643 38.643 2.35E-01 19.82 87908

21601 IFVAKPEQR Unmodified _IFVAKPEQR_ B6T7P7_MAIZE 3 363.21347 1086.6186 0.86315 0.42971 1.2754 40.028 40.028 2.35E-01 20.06 1594700

21602 IFVAKPEQR Unmodified _IFVAKPEQR_ B6T7P7_MAIZE 2 544.31657 1086.6186 -0.018035 0.26314 0.22739 39.994 39.994 9.73E-03 23.67 215940

21603 IFVASQEK Unmodified _IFVASQEK_ B4FJF0_MAIZE 2 461.25564 920.49673 0.030823 0.15908 0.17402 39.82 39.82 1.65E-01 31.94 235550

21604 IFVASQEK Unmodified _IFVASQEK_ B4FJF0_MAIZE 2 461.25564 920.49673 -0.061036 0.18643 0.11104 40.362 40.362 5.06E-02 29.62 867630

21605 IFVASQEK Unmodified _IFVASQEK_ B4FJF0_MAIZE 2 461.25564 920.49673 -0.048031 -0.23577 -0.29815 40.263 40.263 5.06E-02 26.09 4248300

21606 IFVASQEK Unmodified _IFVASQEK_ B4FJF0_MAIZE 2 461.25564 920.49673 -0.084041 0.36439 0.26495 41.226 41.226 5.06E-02 35.91 2958100

21607 IFVASQEK Unmodified _IFVASQEK_ B4FJF0_MAIZE 2 461.25564 920.49673 -0.032968 0.43358 0.38367 38.503 38.503 5.06E-02 20.36 970880

21608 IFVDECGLNGLLTPEQFLEER Unmodified _IFVDECGLNGLLTPEQFLEER_ B4FTM3_MAIZE 3 827.0773 2478.2101 1.0856 0.052448 1.1367 124.97 124.97 5.77E-05 45.58 137530

21609 IFVDIVAQTPHIG Unmodified _IFVDIVAQTPHIG_ B6T013_MAIZE 2 705.393 1408.7715 0.67246 -0.57945 0.10703 97.382 97.382 3.13E-02 17 31551

21610 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 0.0014293 -0.079733 -0.093769 83.434 83.434 5.06E-02 35.44 343570

21611 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 -0.14331 0.095537 -0.063322 84.016 84.016 1.65E-01 22.53 146470

21612 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 -0.0146 -0.20662 -0.23629 84.348 84.348 5.06E-02 25.48 165940

21613 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 -0.0037692 -0.14234 -0.16134 84.031 84.031 1.65E-01 25 203150

21614 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 0.016687 -0.037872 -0.036105 83.743 83.743 3.77E-01 11.03 92673

21615 IFVESILR Unmodified _IFVESILR_ B4G0U0_MAIZE 2 488.79493 975.57532 -0.12578 0.14682 0.0038467 84.03 84.03 1.90E-02 46.8 975300

21616 IFVGGLPR Unmodified _IFVGGLPR_ B4FMA8_MAIZE 2 429.76344 857.51232 0.12242 0.17948 0.307 65.772 65.772 1.65E-01 23.34 979750
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21617 IFVGGLPR Unmodified _IFVGGLPR_ B4FMA8_MAIZE 2 429.76344 857.51232 0.063489 0.10952 0.17991 66.087 66.087 3.77E-01 13.25 1256200

21618 IFVGGLPSNVTEADFR Unmodified _IFVGGLPSNVTEADFR_ B4FK28_MAIZE 2 861.44649 1720.8784 1.132 0.67688 1.8153 91.89 91.89 7.01E-14 58.51 484790

21619 IFVGGLPSNVTEADFR Unmodified _IFVGGLPSNVTEADFR_ B4FK28_MAIZE 2 861.44649 1720.8784 1.0648 0.37411 1.4462 92.415 92.415 9.46E-03 20.29 105810

21620 IFVGGLPSNVTEADFR Unmodified _IFVGGLPSNVTEADFR_ B4FK28_MAIZE 2 861.44649 1720.8784 1.1247 0.8684 1.9991 92.313 92.313 1.27E-09 50.5 221160

21621 IFVGGLPSTLTEDEFK Unmodified _IFVGGLPSTLTEDEFK_ B4FMA8_MAIZE 2 876.95636 1751.8982 1.1211 0.28874 1.4156 99.344 99.344 1.48E-07 50.2 305580

21622 IFVGGLPSTLTEDEFK Unmodified _IFVGGLPSTLTEDEFK_ B4FMA8_MAIZE 2 876.95636 1751.8982 1.0969 0.094539 1.1975 99.836 99.836 2.16E-02 12.75 178990

21623 IFVGGLPSTLTEDEFK Unmodified _IFVGGLPSTLTEDEFK_ B4FMA8_MAIZE 2 876.95636 1751.8982 1.1126 0.21051 1.3285 100.03 100.03 7.42E-06 39.37 1043400

21624 IFVGGLPSTLTEDEFK Unmodified _IFVGGLPSTLTEDEFK_ B4FMA8_MAIZE 2 876.95636 1751.8982 1.1142 -0.17292 0.94738 99.641 99.641 7.42E-06 41.35 1067500

21625 IFVGGLPSTLTEDGFR Unmodified _IFVGGLPSTLTEDGFR_ B6T430_MAIZE 2 854.94887 1707.8832 1.0933 -0.68658 0.42089 99.895 99.895 1.48E-07 41.73 291350

21626 IFVGGLPSTLTEDGFR Unmodified _IFVGGLPSTLTEDGFR_ B6T430_MAIZE 2 854.94887 1707.8832 1.0593 -0.025728 1.0471 100.42 100.42 1.48E-07 63.89 678730

21627 IFVGGLPSTLTEDGFR Unmodified _IFVGGLPSTLTEDGFR_ B6T430_MAIZE 2 854.94887 1707.8832 1.071 -0.040424 1.0443 100.02 100.02 1.02E-04 34.98 1716600

21628 IFVGGLPSTLTEDGFR Unmodified _IFVGGLPSTLTEDGFR_ B6T430_MAIZE 2 854.94887 1707.8832 1.041 -0.12281 0.93101 100.59 100.59 7.01E-14 51.96 4157600

21629 IFVGGLPSTLTEDGFR Unmodified _IFVGGLPSTLTEDGFR_ B6T430_MAIZE 2 854.94887 1707.8832 1.0648 0.72612 1.8033 100.65 100.65 1.02E-04 55.09 261230

21630 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 2 930.48816 1858.9618 1.2067 0.48973 1.6988 107.59 107.59 7.73E-25 67.19 747430

21631 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 2 930.48816 1858.9618 1.2059 1.0145 2.2226 108.2 108.2 1.27E-09 52.05 415530

21632 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 3 620.6612 1858.9618 0.33474 0.42172 0.7592 108.23 108.23 1.00E+00 2.37 156820

21633 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 2 930.48816 1858.9618 1.1683 0.92712 2.0979 108.23 108.23 7.01E-14 47.03 636760

21634 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 3 620.6612 1858.9618 0.37397 0.4774 0.853 108.24 108.24 1.21E-01 19.96 312830

21635 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 2 930.48816 1858.9618 1.1967 1.051 2.2498 108.29 108.29 4.21E-20 59.51 463510

21636 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 3 620.6612 1858.9618 0.41321 0.13326 0.54955 108.29 108.29 5.29E-01 0.03 311680

21637 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 2 930.48816 1858.9618 1.2157 0.57754 1.7954 107.99 107.99 1.27E-09 55.32 1529600

21638 IFVGGLPYYFTEAQVR Unmodified _IFVGGLPYYFTEAQVR_ B4FD21_MAIZE 3 620.6612 1858.9618 0.36269 0.35967 0.72502 108.01 108.01 1.21E-01 6.94 497850

21639 IFVGGLSWQTDER Unmodified _IFVGGLSWQTDER_ B4F899_MAIZE 2 754.38062 1506.7467 0.80645 0.090021 0.90398 87.46 87.46 4.93E-21 82.03 601100

21640 IFVLLR Unmodified _IFVLLR_ B6SV32_MAIZE 2 380.75762 759.5007 0.6354 0.002738 0.62538 76.686 76.686 5.26E-01 25.7 2418200

21641 IFVLLR Unmodified _IFVLLR_ B6SV32_MAIZE 2 380.75762 759.5007 0.5057 -0.15621 0.33907 77.637 77.637 5.26E-01 20.47 1424100

21642 IFVLLR Unmodified _IFVLLR_ B6SV32_MAIZE 2 380.75762 759.5007 0.61153 -0.15386 0.44606 78.036 78.036 2.64E-01 31.17 921850

21643 IFVLLR Unmodified _IFVLLR_ B6SV32_MAIZE 2 380.75762 759.5007 0.56211 -0.18204 0.36926 77.69 77.69 2.64E-01 32.49 1667900

21644 IFVLSGQSNMAGR Oxidation (M) _IFVLSGQSNM(ox)AGR_ B6UFW7_MAIZE 2 698.35609 1394.6976 0.57968 -0.12551 0.45198 61.185 61.185 1.09E-26 80.08 1245300

21645 IFVLSGQSNMAGR Unmodified _IFVLSGQSNMAGR_ B6UFW7_MAIZE 2 690.35864 1378.7027 0.58269 -0.078407 0.49994 69.504 69.504 1.15E-02 26.05 231130

21646 IFVPEGQPLESEPNEPLR Unmodified _IFVPEGQPLESEPNEPLR_ Q8S4W9_MAIZE 2 1026.0258 2050.0371 1.2145 0.024241 1.2256 81.235 81.235 3.69E-03 33.79 723360

21647 IFVPEGQPLESEPNEPLR Unmodified _IFVPEGQPLESEPNEPLR_ Q8S4W9_MAIZE 2 1026.0258 2050.0371 1.1917 -0.087466 1.0911 81.662 81.662 2.85E-09 35.55 279740

21648 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.59989 0.14573 0.72847 102.15 102.15 2.05E-12 53.23 6971200

21649 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.6392 0.064151 0.6865 108.51 108.51 2.62E-07 50.2 81909

21650 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.63904 -0.77821 -0.15446 102.86 102.86 7.72E-03 26.88 1552800
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21651 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.66545 0.33263 0.98139 102.85 102.85 1.98E-03 34.94 1599400

21652 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.64273 0.12943 0.75608 102.46 102.46 2.62E-07 50.65 1693000

21653 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.68145 0.075399 0.74053 102.78 102.78 6.74E-02 29.84 1619300

21654 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.63931 0.25253 0.87522 102.38 102.38 2.05E-12 47.06 1428600

21655 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.6249 0.21266 0.82058 103.01 103.01 7.61E-14 53.31 1638100

21656 IFYILWSPSSAK Unmodified _IFYILWSPSSAK_ ADF3_MAIZE B 2 706.38465 1410.7547 0.55398 -0.47464 0.063833 104.36 104.36 7.02E-22 81.97 30267000

21657 IFYTFYLR Unmodified _IFYTFYLR_ B4FUX0_MAIZE 2 561.80276 1121.591 0.11068 0.4164 0.51757 92.188 92.188 7.88E-01 9.97 1578900

21658 IFYTFYLR Unmodified _IFYTFYLR_ B4FUX0_MAIZE 2 561.80276 1121.591 0.010267 0.4349 0.43589 94.287 94.287 1.65E-01 22.81 429590

21659 IFYYLVQDLK Unmodified _IFYYLVQDLK_ B4FKM4_MAIZE 2 651.36064 1300.7067 0.4878 0.83489 1.31 94.823 94.823 2.81E-03 31.26 617030

21660 IGAAAAAVTAATSAAISGK Unmodified _IGAAAAAVTAATSAAISGK_ B6SQB3_MAIZE 2 801.44649 1600.8784 0.86041 -0.26465 0.57579 87.747 87.747 5.13E-03 64.51 585900

21661 IGAAAAAVTAATSAAISGK Unmodified _IGAAAAAVTAATSAAISGK_ B6SQB3_MAIZE 3 534.63342 1600.8784 -0.12052 -0.10848 -0.24901 87.7 87.7 4.58E-02 43.1 221040

21662 IGAAGDVYVADIR Unmodified _IGAAGDVYVADIR_ B6T962_MAIZE 2 660.35133 1318.6881 0.45182 0.27997 0.72761 70.731 70.731 2.50E-15 80.93 1271500

21663 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.2796 0.55371 0.83525 44.091 44.091 2.05E-12 61.63 2646000

21664 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.2541 0.60058 0.85733 43.667 43.667 1.11E-04 60.91 375190

21665 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.29006 0.56829 0.861 46.319 46.319 2.62E-07 59.89 827820

21666 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.28032 0.42561 0.70949 45.541 45.541 2.05E-12 60.97 949290

21667 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.27475 1.2097 1.4861 46.412 46.412 1.68E-09 69.18 1150600

21668 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.28745 -0.3697 -0.07877 46.212 46.212 1.68E-09 78.72 996470

21669 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.2068 -0.41526 -0.20439 47.048 47.048 2.05E-12 75.5 19661000

21670 IGAAGVVSQECK Unmodified _IGAAGVVSQECK_ B6T706_MAIZE 2 609.81098 1217.6074 0.19247 0.13324 0.32848 44.324 44.324 2.62E-07 51.62 2833400

21671 IGAATALEVR Unmodified _IGAATALEVR_ Q9XE93_MAIZE 2 500.79292 999.57129 -0.15154 0.15825 -0.014993 55.95 55.95 1.84E-04 72.45 693310

21672 IGAATALEVR Unmodified _IGAATALEVR_ Q9XE93_MAIZE 2 500.79292 999.57129 -0.041343 -0.052451 -0.11379 57.698 57.698 5.76E-06 91.02 1071100

21673 IGAATALEVR Unmodified _IGAATALEVR_ Q9XE93_MAIZE 2 500.79292 999.57129 -0.036823 -0.16244 -0.21998 56.966 56.966 1.84E-04 88.03 742460

21674 IGAATALEVR Unmodified _IGAATALEVR_ Q9XE93_MAIZE 2 500.79292 999.57129 -0.13411 -0.12045 -0.27503 57.636 57.636 1.84E-04 78.29 3523400

21675 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 0.040488 1.4901 1.5103 41.892 41.892 1.01E-02 51.91 4452600

21676 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 -0.015946 1.9382 1.9004 41.237 41.237 3.32E-02 55.2 559840

21677 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 -0.061167 1.5136 1.4317 44.019 44.019 3.32E-02 34.01 1152400

21678 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 -0.083915 1.0068 0.9025 43.248 43.248 1.01E-02 40.23 840850

21679 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 1.1136 43.743 43.743 2.19E-04 51.96

21680 IGAPAMTSR Unmodified _IGAPAMTSR_ B4FBF4_MAIZE 2 452.23947 902.46439 1.1136 44.072 44.072 4.98E-02 36.61

21681 IGAPAMTSR Oxidation (M) _IGAPAM(ox)TSR_ B4FBF4_MAIZE 2 460.23693 918.4593 0.016339 -0.037227 -0.034717 30.804 30.804 2.13E-03 52.79 386130

21682 IGCGQVEELIEEAEDELK Unmodified _IGCGQVEELIEEAEDELK_ B6TZR1_MAIZE 3 687.66126 2059.962 0.62296 -0.13432 0.47337 128.29 128.29 1.00E+00 1.21 292300

21683 IGCGQVEELIEEAEDELK Unmodified _IGCGQVEELIEEAEDELK_ B6TZR1_MAIZE 3 687.66126 2059.962 0.54182 0.011251 0.53754 129.11 129.11 2.73E-05 81.9 2134500

21684 IGCGQVEELIEEAEDELK Unmodified _IGCGQVEELIEEAEDELK_ B6TZR1_MAIZE 2 1030.9883 2059.962 1.1468 0.047174 1.1779 129.12 129.12 8.29E-68 103.25 671920
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21685 IGDALDLLR Unmodified _IGDALDLLR_ B4FA01_MAIZE 2 493.28747 984.5604 -0.0059385 -0.10251 -0.12637 87.091 87.091 3.13E-03 69.61 334690

21686 IGDEFFSFIVDCK Unmodified _IGDEFFSFIVDCK_ B6UCD0_MAIZE 2 788.87124 1575.7279 0.99718 0.10915 1.1215 118.32 118.32 1.00E-11 70.87 105260

21687 IGDEFFSFIVDCK Unmodified _IGDEFFSFIVDCK_ B6UCD0_MAIZE 2 788.87124 1575.7279 0.97751 0.4594 1.4524 117.96 117.96 1.56E-17 84.43 398080

21688 IGDEVLHIELR Unmodified _IGDEVLHIELR_ B4FCR1_MAIZE 3 431.91023 1292.7089 0.16364 -0.085196 0.063796 78.479 78.479 9.88E-04 36.14 789290

21689 IGDFIK Unmodified _IGDFIK_ B4FXW5_MAIZE 2 346.70251 691.39048 1.1235 -0.32268 0.79345 55.842 55.842 2.64E-01 28.32 577720

21690 IGDFIK Unmodified _IGDFIK_ B4FXW5_MAIZE 2 346.70251 691.39048 1.1161 0.008043 1.1171 55.648 55.648 2.64E-01 35.68 1960500

21691 IGDFIK Unmodified _IGDFIK_ B4FXW5_MAIZE 2 346.70251 691.39048 1.2859 -0.062611 1.2162 54.074 54.074 1.00E+00 5.09 96996

21692 IGDSLSAHPNELVAVFTR Unmodified _IGDSLSAHPNELVAVFTR_ SUS2_MAIZE 3 642.67417 1925.0007 0.46369 0.15406 0.61503 92.352 92.352 3.62E-26 56.11 2253800

21693 IGDSLSAHPNELVAVFTR Unmodified _IGDSLSAHPNELVAVFTR_ SUS2_MAIZE 3 642.67417 1925.0007 0.41428 0.26554 0.67627 93.087 93.087 3.62E-26 52.33 1447100

21694 IGDSLSAHPNELVAVFTR Unmodified _IGDSLSAHPNELVAVFTR_ SUS2_MAIZE 3 642.67417 1925.0007 0.44796 0.23409 0.67914 93.102 93.102 1.31E-16 59.29 1128200

21695 IGDSLSAHPNELVAVFTR Unmodified _IGDSLSAHPNELVAVFTR_ SUS2_MAIZE 3 642.67417 1925.0007 0.40882 0.17328 0.57958 92.969 92.969 3.62E-26 71.7 3688300

21696 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 1.0058 -0.1246 0.88549 79.848 79.848 1.04E-33 82.35 2023800

21697 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 1.0035 0.62677 1.6327 80.212 80.212 1.04E-33 98.91 540750

21698 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 0.97566 0.13227 1.1114 80.775 80.775 1.60E-05 58.97 907210

21699 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 1.0239 1.0055 2.0319 80.422 80.422 7.01E-11 82.59 316780

21700 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 0.97214 -0.13483 0.84134 80.13 80.13 2.37E-16 82.34 1462000

21701 IGDTAGTIDNIIQCK Unmodified _IGDTAGTIDNIIQCK_ B6U233_MAIZE 2 809.90888 1617.8032 0.96218 -0.3359 0.63013 80.061 80.061 6.53E-30 71.65 603140

21702 IGDTVDIVGIR Unmodified _IGDTVDIVGIR_ B6TFK5_MAIZE 2 579.32987 1156.6452 0.16425 0.03281 0.20983 76.09 76.09 4.43E-05 51.82 1013200

21703 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.036096 0.39998 0.36799 51.245 51.245 1.90E-02 46.23 11475000

21704 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.16702 -0.063389 -0.22413 51.286 51.286 1.00E+00 13.45 49681

21705 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.014741 0.61731 0.60638 53.524 53.524 1.65E-01 31.47 1892700

21706 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.047465 0.23481 0.19117 52.855 52.855 2.92E-02 48.3 2139400

21707 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.034799 0.54429 0.51294 53.36 53.36 2.92E-02 42.71 2444500

21708 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.034837 0.29691 0.26531 51.764 51.764 1.00E+00 14.26 1364700

21709 IGDYVDVK Unmodified _IGDYVDVK_ B6SYW9_MAIZE 2 454.73983 907.4651 -0.20196 0.008536 -0.18792 54.607 54.607 1.90E-02 44.42 3248000

21710 IGEAISYCAK Unmodified _IGEAISYCAK_ B6TAE3_MAIZE 2 556.27625 1110.5379 0.098875 -0.055241 0.022695 53.405 53.405 1.45E-01 29.67 375770

21711 IGEATALEVR Unmodified _IGEATALEVR_ B4F8M8_MAIZE 2 529.79566 1057.5768 -0.018815 -0.27334 -0.31192 55.716 55.716 1.62E-03 51.65 3594200

21712 IGEATALEVR Unmodified _IGEATALEVR_ B4F8M8_MAIZE 2 529.79566 1057.5768 -0.093943 -0.38636 -0.50058 55.904 55.904 1.62E-03 67.89 2313100

21713 IGEATALEVR Unmodified _IGEATALEVR_ B4F8M8_MAIZE 2 529.79566 1057.5768 -0.029747 -0.45355 -0.50376 57.747 57.747 1.62E-03 58.12 4383500

21714 IGEATALEVR Unmodified _IGEATALEVR_ B4F8M8_MAIZE 2 529.79566 1057.5768 -0.14114 -0.28877 -0.44986 57.69 57.69 4.40E-05 67.33 15715000

21715 IGEIPAIEEFVFLK Unmodified _IGEIPAIEEFVFLK_ B6SL40_MAIZE 2 802.95035 1603.8861 0.9599 0.38236 1.3273 123.22 123.22 1.95E-13 60.13 846610

21716 IGEIPAIEEFVFLK Unmodified _IGEIPAIEEFVFLK_ B6SL40_MAIZE 2 802.95035 1603.8861 0.97502 0.19719 1.1573 123.58 123.58 1.95E-13 56.37 454850

21717 IGEIPAIEEFVFLK Unmodified _IGEIPAIEEFVFLK_ B6SL40_MAIZE 2 802.95035 1603.8861 0.945 0.032567 0.96419 123.11 123.11 3.40E-25 65.71 2604200

21718 IGEIPAIEEFVFLK Unmodified _IGEIPAIEEFVFLK_ B6SL40_MAIZE 2 802.95035 1603.8861 0.98946 0.37589 1.3501 124 124 3.56E-04 24.94 735590
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21719 IGEIPAIEEFVFLKL Unmodified _IGEIPAIEEFVFLKL_ B6SL40_MAIZE 2 859.49238 1716.9702 1.0723 0.32423 1.3806 127.76 127.76 1.04E-33 56.81 833420

21720 IGESVPGCDER Unmodified _IGESVPGCDER_ B6SJQ4_MAIZE 2 609.7746 1217.5346 0.29514 -0.13146 0.16948 46.072 46.072 3.57E-04 70.58 459800

21721 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.78256 -0.035221 0.76164 69.91 69.91 7.64E-09 75.24 660610

21722 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.7188 -0.12211 0.6113 71.041 71.041 7.64E-09 63.49 42079

21723 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.77235 -0.034994 0.75058 70.283 70.283 1.95E-13 77.81 160910

21724 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.79237 0.13789 0.94315 71.092 71.092 3.56E-04 65.31 316640

21725 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.81466 0.39387 1.2213 70.564 70.564 3.56E-04 59.43 318590

21726 IGEVTSGGFSPCLK Unmodified _IGEVTSGGFSPCLK_ B6TQ06_MAIZE 2 726.36358 1450.7126 0.77177 0.078405 0.8641 71.028 71.028 2.96E-06 55.57 2821900

21727 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 0.12924 -0.12411 -0.012838 36.934 36.934 1.98E-03 69.62 3286600

21728 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 0.097202 0.05964 0.13957 35.945 35.945 1.98E-03 68.25 1436200

21729 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 0.131 0.26429 0.37745 38.048 38.048 7.72E-03 56.24 2599100

21730 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 -0.016752 -0.039024 -0.074236 38.851 38.851 1.11E-04 78.07 27451000

21731 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 0.094627 -0.48356 -0.40677 38.921 38.921 7.72E-03 67.71 2336200

21732 IGGASEAEVGEK Unmodified _IGGASEAEVGEK_ CH61_MAIZE C 2 573.78549 1145.5564 0.085081 0.19989 0.26715 36.749 36.749 2.62E-07 65.18 652640

21733 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.23252 -0.23236 -0.021334 31.471 31.471 2.26E-06 35.76 373760

21734 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 2 637.83297 1273.6514 0.50873 -0.050989 0.43527 31.482 31.482 2.61E-08 81.09 100200

21735 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.025336 0.021384 0.022882 30.084 30.084 9.14E-09 42.31 298930

21736 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 2 637.83297 1273.6514 0.37846 -0.041428 0.31526 30.144 30.144 9.54E-02 34.96 87477

21737 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 2 637.83297 1273.6514 0.44996 0.056229 0.48425 32.855 32.855 6.20E-03 59.42 132440

21738 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.18966 -0.09766 0.069584 32.822 32.822 2.26E-06 45.77 528270

21739 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.20233 -0.022736 0.1562 31.953 31.953 3.98E-04 31.45 254980

21740 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.041565 -0.23586 -0.21617 32.659 32.659 5.67E-13 47.11 3253400

21741 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 2 637.83297 1273.6514 0.39827 -0.082759 0.2926 32.68 32.68 1.47E-03 75.05 976560

21742 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.20671 -0.013071 0.17171 32.712 32.712 3.98E-04 34.22 177690

21743 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 2 637.83297 1273.6514 0.53511 -0.063321 0.44872 32.729 32.729 9.54E-02 39.19 59027

21744 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.37648 1.1175 1.4694 33.455 33.455 1.00E+00 0 54093

21745 IGGASEAEVGEKK Unmodified _IGGASEAEVGEKK_ CH61_MAIZE C 3 425.55774 1273.6514 0.29774 0.31046 0.58429 30.757 30.757 1.41E-02 27.56 71714

21746 IGGCDATMAMHDGGK Unmodified _IGGCDATMAMHDGGK_ B6SN61_MAIZE 3 507.54786 1519.6218 -0.099559 -0.57228 -0.66082 48.94 48.94 4.00E-03 31.6 153600

21747 IGGFIR Unmodified _IGGFIR_ B6TD54_MAIZE 2 331.70285 661.39115 1.3073 -0.28458 1.0203 52.693 52.693 5.26E-01 42.37 1207600

21748 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.12902 -0.1573 -0.26539 58.654 58.654 4.43E-05 52.95 72474000

21749 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.15286 0.23075 0.098941 59.889 59.889 4.96E-02 54.8 59529

21750 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.16375 -0.28275 -0.42407 59.089 59.089 4.43E-05 72.7 19072000

21751 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.10475 -0.21495 -0.299 60.637 60.637 3.57E-04 65.92 20993000

21752 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.11861 -0.11202 -0.20963 59.956 59.956 3.57E-04 55.91 12468000
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21753 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.14843 0.14381 0.01688 60.449 60.449 4.43E-05 67.77 5463800

21754 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.12079 -0.01431 -0.11459 60.523 60.523 3.57E-04 80.9 22526000

21755 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.14052 0.094198 -0.024791 60.989 60.989 4.48E-03 70.17 9726800

21756 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.17407 -0.13228 -0.28412 59.352 59.352 3.57E-04 68.05 11464000

21757 IGGIGTVPVGR Unmodified _IGGIGTVPVGR_ B6TWN7_MAIZE 2 513.30874 1024.6029 -0.15023 0.10029 -0.029008 61.955 61.955 3.60E-06 73.56 881790

21758 IGGLTLDELGR Unmodified _IGGLTLDELGR_ GLTB_MAIZE 2 572.32205 1142.6295 0.11028 0.28702 0.39232 81.083 81.083 3.57E-04 67.86 285660

21759 IGGLTLDELGR Unmodified _IGGLTLDELGR_ GLTB_MAIZE 2 572.32205 1142.6295 0.096077 0.23265 0.32354 48.707 48.707 1.00E+00 14.44 937330

21760 IGGTPAVIHYLLEQGLLDGDCMTVTGK Oxidation (M) _IGGTPAVIHYLLEQGLLDGDCM(ox)TVTGK_ B4FWX5_MAIZE 3 958.81738 2873.4303 1.2883 -0.023996 1.2756 121.47 121.47 3.94E-02 22.6 327840

21761 IGHEGLNNLLK Unmodified _IGHEGLNNLLK_ B6TNW8_MAIZE 3 403.2313 1206.6721 0.37143 -0.054011 0.29391 60.016 60.016 1.40E-01 27.93 1958100

21762 IGHEGLNNLLK Unmodified _IGHEGLNNLLK_ B6TNW8_MAIZE 2 604.34331 1206.6721 0.2578 0.13245 0.36706 60.025 60.025 1.67E-02 38.03 342540

21763 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 5 766.98326 3829.8799 0.81068 -0.075776 0.7352 131.48 131.48 1.30E-01 30.19 218360

21764 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 5 766.98326 3829.8799 0.89187 -0.021776 0.86944 125.27 125.27 7.77E-02 38.74 749160

21765 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 5 766.98326 3829.8799 0.87098 0.48738 1.3575 130.75 130.75 3.80E-03 57.26 9566100

21766 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 4 958.47725 3829.8799 1.2212 0.35108 1.5715 130.6 130.6 9.08E-13 46.14 1397800

21767 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 5 766.98326 3829.8799 0.75936 0.13405 0.89288 130.57 130.57 3.80E-03 54.69 1324600

21768 IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK Unmodified _IGHFVEAQILEAVGVDYVDESEVLTPADDAHHINK_ B4FQA2_MAIZE 5 766.98326 3829.8799 0.85463 0.30693 1.1616 131.49 131.49 6.99E-01 18.63 333670

21769 IGHMLPDGSVVWGK Oxidation (M) _IGHM(ox)LPDGSVVWGK_ B4FFA5_MAIZE 3 504.59402 1510.7602 -0.14 -0.21797 -0.34475 67.062 67.062 3.76E-01 19.46 142800

21770 IGHMLPDGSVVWGK Oxidation (M) _IGHM(ox)LPDGSVVWGK_ B4FFA5_MAIZE 3 504.59402 1510.7602 -0.030824 -0.1611 -0.1803 67.345 67.345 5.17E-02 22.19 632870

21771 IGHPITGYGQETR Unmodified _IGHPITGYGQETR_ B4FET7_MAIZE 3 476.91252 1427.7157 -0.19639 -0.1999 -0.39395 46.315 46.315 5.97E-15 63.25 438210

21772 IGIADEVK Unmodified _IGIADEVK_ Q41743_MAIZE 2 422.74237 843.47018 0.19319 0.30452 0.47966 52.288 52.288 1.90E-02 52.46 1382400

21773 IGIADEVK Unmodified _IGIADEVK_ Q41743_MAIZE 2 422.74237 843.47018 0.078327 1.6264 1.6839 52.221 52.221 3.77E-01 49.08 710460

21774 IGIMPGYIHKPGR Unmodified _IGIMPGYIHKPGR_ B6TH57_MAIZE 4 360.45515 1437.7915 0.92547 0.009374 0.92228 56.785 56.785 1.00E+00 3.46 1914300

21775 IGIMPGYIHKPGR Unmodified _IGIMPGYIHKPGR_ B6TH57_MAIZE 4 360.45515 1437.7915 0.88418 0.085975 0.95701 59.16 59.16 4.29E-02 29.07 3627800

21776 IGIMPGYIHKPGR Unmodified _IGIMPGYIHKPGR_ B6TH57_MAIZE 3 480.2711 1437.7915 0.018083 59.146 59.146 1.35E-02 22.21

21777 IGIMPGYIHKPGR Oxidation (M) _IGIM(ox)PGYIHKPGR_ B6TH57_MAIZE 4 364.45387 1453.7864 0.82712 -0.11968 0.69915 52.144 52.144 8.46E-03 32.56 3448700

21778 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.17599 -0.094313 0.079573 60.348 60.348 5.06E-02 47.51 17893000

21779 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 -0.022907 -0.31861 -0.34015 61.764 61.764 5.06E-02 45.49 922580

21780 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.12123 -0.051147 0.06943 60.919 60.919 2.92E-02 47.71 6530600

21781 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.20945 0.15811 0.36565 62.411 62.411 1.65E-01 50.13 9786500

21782 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.15468 0.26464 0.41673 61.821 61.821 1.65E-01 50.07 8568900

21783 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.0965 0.34825 0.44219 62.237 62.237 5.06E-02 46.4 6130100

21784 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.071329 3.0523 3.1144 62.111 62.111 5.06E-02 49.9 10823000

21785 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.24552 1.2863 1.5275 60.946 60.946 7.88E-01 37.2 1373100

21786 IGINGFGR Unmodified _IGINGFGR_ B6SJZ8_MAIZE 2 417.23504 832.45554 0.050697 1.0261 1.0738 63.557 63.557 5.06E-02 48.74 788210
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21787 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 0.034119 0.25917 0.29459 78.032 78.032 1.67E-02 32.29 1278200

21788 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 -0.11581 0.35211 0.23871 79.619 79.619 1.00E+00 20.95 116660

21789 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 -0.062938 0.41608 0.35531 78.653 78.653 4.96E-02 30.23 391860

21790 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 0.021484 0.065422 0.089695 79.077 79.077 1.00E+00 3.56 734000

21791 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 -0.035203 0.18077 0.14698 78.935 78.935 3.57E-04 42.45 7443300

21792 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 -0.060186 0.29475 0.2353 78.899 78.899 1.00E+00 4.04 1639600

21793 IGIVGLPNVGK Unmodified _IGIVGLPNVGK_ B4FUE0_MAIZE 2 533.83459 1065.6546 -0.068932 0.004621 -0.061634 80.075 80.075 1.67E-02 27 138420

21794 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.3827 0.022141 1.3936 38.749 38.749 2.78E-01 32.26 3004200

21795 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.2611 -0.33115 0.9192 38.154 38.154 2.64E-01 31.44 908650

21796 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.4784 -0.3363 1.1324 40.736 40.736 5.26E-01 34.61 953500

21797 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.3578 -0.32374 1.0237 40.039 40.039 2.64E-01 32.22 934550

21798 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.3313 -0.11961 1.2024 40.555 40.555 2.64E-01 27.35 1175100

21799 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.4639 -0.49315 0.9607 40.499 40.499 9.46E-01 26.42 314100

21800 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.3641 -0.19395 1.1597 41.465 41.465 2.64E-01 37.37 5658500

21801 IGIVSR Unmodified _IGIVSR_ B6TH57_MAIZE 2 322.70813 643.40171 1.3095 -0.46573 0.83567 42.185 42.185 9.46E-01 41.11 57966

21802 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 -0.021544 1.102 1.0824 76.068 76.068 4.31E-05 53.9 6865600

21803 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 0.13365 0.73806 0.87477 89.813 89.813 4.40E-05 53.91 526420

21804 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 0.019442 -0.081345 -0.057334 77.145 77.145 6.54E-11 72.32 11888000

21805 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 0.098263 0.5039 0.60571 90.261 90.261 1.00E+00 4.62 148380

21806 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 0.014523 -0.023436 -0.0046961 76.759 76.759 6.54E-11 72.3 9227500

21807 IGLAFDVMGR Oxidation (M) _IGLAFDVM(ox)GR_ BGLC_MAIZE Q 2 547.78678 1093.559 -0.090114 -0.33246 -0.41789 76.754 76.754 1.76E-07 54.27 24131000

21808 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 -0.017596 -0.15815 -0.17557 90.058 90.058 5.76E-06 72.5 18134000

21809 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 -0.043481 0.23931 0.19708 90.569 90.569 4.40E-05 59 2476100

21810 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 0.029184 0.24433 0.27471 90.802 90.802 4.40E-05 66.14 2485000

21811 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 0.082571 0.11852 0.20158 90.485 90.485 3.43E-01 22.52 1909900

21812 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 -0.084026 -0.13512 -0.21871 90.207 90.207 5.76E-06 72.43 7942400

21813 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 -0.052296 0.015399 -0.036092 90.745 90.745 4.40E-05 53.33 24898000

21814 IGLAFDVMGR Unmodified _IGLAFDVMGR_ BGLC_MAIZE Q 2 539.78933 1077.5641 -0.011167 0.60149 0.59041 90.434 90.434 1.00E+00 7.87 374050

21815 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 3 671.37848 2011.1136 0.60457 0.016115 0.59939 111.84 111.84 1.00E+00 0.88 247240

21816 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 2 1006.5641 2011.1136 1.1763 -0.02195 1.1339 112.54 112.54 6.01E-60 85.05 480290

21817 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 3 671.37848 2011.1136 0.53251 0.077498 0.58891 112.54 112.54 3.64E-02 18.42 497420

21818 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 3 671.37848 2011.1136 0.5683 0.009802 0.55667 112.76 112.76 7.89E-02 22.61 631920

21819 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 2 1006.5641 2011.1136 1.1817 0.053559 1.2146 112.72 112.72 2.77E-53 77.66 539190

21820 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 2 1006.5641 2011.1136 1.1917 0.07881 1.2502 112.92 112.92 6.85E-70 70.06 416300
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21821 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 2 1006.5641 2011.1136 1.3173 -0.12656 1.1708 112.87 112.87 1.49E-21 56.6 288830

21822 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 3 671.37848 2011.1136 0.62697 0.074327 0.68057 112.92 112.92 1.00E+00 25.46 228460

21823 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 2 1006.5641 2011.1136 1.2084 -0.056877 1.1306 113.87 113.87 1.22E-73 94.73 1955200

21824 IGLAGLAVMGQNLALNIAEK Oxidation (M) _IGLAGLAVM(ox)GQNLALNIAEK_ B4FSV6_MAIZE 3 671.37848 2011.1136 0.56875 0.14997 0.69735 113.65 113.65 2.57E-09 47.85 1900800

21825 IGLAGLAVMGQNLALNIAEK Unmodified _IGLAGLAVMGQNLALNIAEK_ B4FSV6_MAIZE 2 998.56662 1995.1187 1.1874 0.17386 1.338 123.52 123.52 3.46E-29 71.11 1255800

21826 IGLAGLAVMGQNLALNIAEK Unmodified _IGLAGLAVMGQNLALNIAEK_ B4FSV6_MAIZE 3 666.04684 1995.1187 0.58874 -0.13489 0.43084 123.58 123.58 3.91E-01 11.93 555250

21827 IGLAGLAVMGQNLALNIAEK Unmodified _IGLAGLAVMGQNLALNIAEK_ B4FSV6_MAIZE 2 998.56662 1995.1187 1.2362 0.12597 1.3389 126.46 126.46 1.32E-42 67.52 471630

21831 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.099243 -0.079851 -0.16245 70.106 70.106 3.57E-04 38.28 11476000

21832 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.14967 -0.17963 -0.31309 72.099 72.099 4.96E-02 32.25 40764

21833 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.18092 0.042149 -0.12363 70.825 70.825 3.60E-06 39.63 4700100

21834 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.10024 -0.098115 -0.18292 71.611 71.611 3.60E-06 45.15 9798700

21835 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.12338 -0.1036 -0.21016 71.131 71.131 4.48E-03 40.5 7760000

21836 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.20251 -0.023745 -0.21099 71.235 71.235 4.43E-05 37.9 10823000

21837 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.17714 -0.31982 -0.47964 71.366 71.366 4.43E-05 40.74 64319000

21838 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.13157 -0.11991 -0.23564 71.495 71.495 4.48E-03 40.15 3625500

21839 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.10355 -0.13643 -0.22476 70.773 70.773 3.60E-06 43.08 1342100

21840 IGLFGGAGVGK Unmodified _IGLFGGAGVGK_ ATPBM_MAIZE 2 488.28473 974.55492 -0.15715 0.35643 0.21435 72.853 72.853 3.57E-04 35.89 139600

21841 IGLGIHQTSQK Unmodified _IGLGIHQTSQK_ B6THW9_MAIZE 3 394.55942 1180.6564 0.39321 -0.25905 0.1312 42.868 42.868 1.91E-02 14.21 1175700

21842 IGLGTAVQGPRPDPVR Unmodified _IGLGTAVQGPRPDPVR_ B4F9A4_MAIZE 3 544.97752 1631.9107 -0.023867 -0.47026 -0.48669 61.953 61.953 4.32E-02 32.56 887320

21843 IGMDVAASEFLTK Oxidation (M) _IGM(ox)DVAASEFLTK_ B4G191_MAIZE 2 699.35269 1396.6908 0.65115 0.03955 0.68545 74.595 74.595 2.61E-08 66.39 1936300

21844 IGMDVAASEFLTK Unmodified _IGMDVAASEFLTK_ B4G191_MAIZE 2 691.35523 1380.6959 0.63595 0.20204 0.83007 90.773 90.773 2.50E-15 58.17 1763900

21845 IGMFGVYDGHGGVR Unmodified _IGMFGVYDGHGGVR_ B4FBQ5_MAIZE 3 488.9066 1463.698 -0.11737 0.19463 0.096294 71.911 71.911 8.22E-04 49.63 719610

21846 IGPATPR Unmodified _IGPATPR_ B6U4F3_MAIZE 2 356.21104 710.40752 1.0552 -0.20578 0.83865 33.66 33.66 4.46E-01 26.33 32606

21847 IGPATPR Unmodified _IGPATPR_ B6U4F3_MAIZE 2 356.21104 710.40752 1.0039 -0.17786 0.81427 32.818 32.818 1.00E+00 26.53 31336

21848 IGPATPR Unmodified _IGPATPR_ B6U4F3_MAIZE 2 356.21104 710.40752 1.052 0.16763 1.2085 33.582 33.582 1.86E-01 42.31 110860

21849 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 0.036795 0.20905 0.23374 61.378 61.378 9.73E-03 61.08 8520300

21850 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.20777 0.18563 -0.034342 63.068 63.068 1.01E-02 40.06 1309100

21851 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.064108 0.5592 0.48222 62.162 62.162 3.32E-02 43.84 1197800

21852 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 0.047173 0.11687 0.15191 63.436 63.436 9.73E-03 45.6 1767700

21853 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 0.026675 0.11162 0.12535 62.784 62.784 1.01E-02 45.71 2125700

21854 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.040716 0.36117 0.30706 63.243 63.243 9.73E-03 49.14 2526300

21855 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 0.013648 0.36314 0.36258 63.144 63.144 3.32E-02 37.57 3394500

21856 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.047812 -0.30444 -0.3641 63.561 63.561 1.12E-01 32.53 3045300

21857 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.013497 0.10446 0.078906 61.96 61.96 1.00E+00 8.9 5706000
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21858 IGPLGLSPK Unmodified _IGPLGLSPK_ B4FN19_MAIZE 2 441.27638 880.5382 -0.22183 -0.012405 -0.24633 64.707 64.707 3.21E-03 49.11 35389000

21859 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.1626 -0.18229 0.96159 91.593 91.593 8.25E-66 100.09 9887000

21860 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.62205 -0.19481 0.40918 91.626 91.626 2.03E-12 64.18 7615500

21861 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.1759 -0.15754 0.99973 92.104 92.104 8.25E-66 97.68 4258700

21862 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.62916 0.012008 0.62319 92.161 92.161 1.99E-03 50.03 3077100

21863 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.133 -0.11088 1.0041 92.148 92.148 1.22E-73 91.38 7100300

21864 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.6264 0.027844 0.63506 92.183 92.183 2.26E-05 59.48 3257700

21865 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.59542 0.070918 0.64767 91.985 91.985 2.26E-05 72.7 7590600

21866 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.0991 -0.012411 1.0685 91.979 91.979 1.22E-73 121.04 7475800

21867 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.2135 0.063006 1.2587 91.642 91.642 2.77E-53 104.92 3573200

21868 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.59702 0.090461 0.66848 91.578 91.578 4.53E-07 63.4 4164900

21869 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.62604 -0.008749 0.59876 92.123 92.123 2.26E-05 62.85 4571000

21870 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.1722 0.11263 1.266 92.166 92.166 1.49E-82 113.11 6216800

21871 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.1655 -0.28978 0.85777 92.271 92.271 1.22E-73 117.45 32075000

21872 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.57445 0.17455 0.73028 91.993 91.993 8.95E-18 79.37 19217000

21873 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 2 1039.0555 2076.0964 1.1137 0.11819 1.2132 91.902 91.902 3.12E-37 106.01 2235100

21874 IGPNEPSQLAIDLNAQGLAR Unmodified _IGPNEPSQLAIDLNAQGLAR_ B4FAL9_MAIZE 3 693.0394 2076.0964 0.57017 0.30075 0.85266 91.863 91.863 6.04E-03 59.02 2102800

21875 IGQMTQIER Unmodified _IGQMTQIER_ B4F8M8_MAIZE 2 538.28187 1074.5492 0.059757 0.29173 0.33684 47.296 47.296 1.01E-02 55.62 2347400

21876 IGQMTQIER Unmodified _IGQMTQIER_ B4F8M8_MAIZE 2 538.28187 1074.5492 -0.07111 0.30478 0.21884 47.115 47.115 3.21E-03 47.49 594150

21877 IGQMTQIER Unmodified _IGQMTQIER_ B4F8M8_MAIZE 2 538.28187 1074.5492 0.024985 -0.25741 -0.24699 48.826 48.826 3.13E-03 70.14 3261000

21878 IGQMTQIER Oxidation (M) _IGQM(ox)TQIER_ B4F8M8_MAIZE 2 546.27932 1090.5441 -0.049786 -0.50939 -0.56823 34.065 34.065 1.01E-02 40.14 281340

21879 IGQMTQIER Oxidation (M) _IGQM(ox)TQIER_ B4F8M8_MAIZE 2 546.27932 1090.5441 0.048599 -2.5465 -2.5029 36.921 36.921 1.12E-01 43.99 454140

21880 IGQMTQIER Oxidation (M) _IGQM(ox)TQIER_ B4F8M8_MAIZE 2 546.27932 1090.5441 0.060865 -0.060466 -0.0089104 36.087 36.087 3.21E-03 53.27 993400

21881 IGQMTQIER Oxidation (M) _IGQM(ox)TQIER_ B4F8M8_MAIZE 2 546.27932 1090.5441 0.011751 -0.15418 -0.15243 36.835 36.835 3.21E-03 56.23 1346300

21882 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.68123 -0.3157 0.381 31.138 31.138 1.25E-01 30.15 1858300

21883 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 2 568.79768 1135.5808 0.16508 -0.10611 0.073144 31.137 31.137 4.40E-02 35.65 358680

21884 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.55123 0.16367 0.72912 30.843 30.843 1.00E+00 11.68 14826

21885 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 2 568.79768 1135.5808 -2.9747 30.933 30.933 7.20E-01 5.96

21886 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.51627 0.005356 0.53495 29.784 29.784 1.25E-01 26.43 407300

21887 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.671 0.12685 0.81121 32.49 32.49 1.25E-01 26.07 386290

21888 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 2 568.79768 1135.5808 0.1449 0.25542 0.41411 32.471 32.471 4.40E-02 30.53 67938

21889 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.63075 0.2569 0.90243 31.561 31.561 1.26E-02 30.73 350770

21890 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.59799 -0.095631 0.51712 32.288 32.288 1.00E+00 24.66 419730

21891 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 2 568.79768 1135.5808 0.16924 -0.32283 -0.13765 32.285 32.285 1.45E-01 21.18 62795
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21892 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.6221 0.81387 1.4475 33.046 33.046 2.94E-01 29.53 740580

21893 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 3 379.53421 1135.5808 0.65944 -0.9337 -0.25713 30.335 30.335 1.26E-02 31 2739700

21894 IGQPHTVPCK Unmodified _IGQPHTVPCK_ B6TFA7_MAIZE 2 568.79768 1135.5808 0.11001 0.006785 0.13127 30.331 30.331 1.25E-02 42.73 374960

21895 IGQTVLSYVNMVCSTLR Unmodified _IGQTVLSYVNMVCSTLR_ B6U4J8_MAIZE 2 971.00025 1939.9859 1.2905 0.98148 2.2779 117.65 117.65 2.72E-05 52 131360

21896 IGQTVLSYVNMVCSTLR Oxidation (M) _IGQTVLSYVNM(ox)VCSTLR_ B6U4J8_MAIZE 2 978.99771 1955.9809 1.322 1.4714 2.8009 109.89 109.89 1.27E-17 61.13 560520

21897 IGSAGVVR Unmodified _IGSAGVVR_ B4FB66_MAIZE 2 379.7296 757.44464 0.41395 -0.36298 0.05735 31.854 31.854 2.92E-02 63 718790

21898 IGSAGVVR Unmodified _IGSAGVVR_ B4FB66_MAIZE 2 379.7296 757.44464 0.37771 -0.83624 -0.45054 34.91 34.91 3.48E-02 66.92 1674600

21899 IGSDGGVALSEALGTCTR Unmodified _IGSDGGVALSEALGTCTR_ B4F917_MAIZE 2 882.43326 1762.852 1.478 4.3386 5.8213 78.917 78.917 4.65E-12 66.18 1047100

21900 IGSGGLGSGR Unmodified _IGSGGLGSGR_ B6TJ91_MAIZE 2 430.73287 859.45118 -0.065015 0.22556 0.16965 35.124 35.124 4.40E-02 54.57 192820

21901 IGSLVDVQSSK Unmodified _IGSLVDVQSSK_ B4FKM4_MAIZE 2 566.81405 1131.6136 0.034551 -0.57685 -0.53899 54.712 54.712 7.60E-01 11.68 17324

21902 IGSLVDVQSSK Unmodified _IGSLVDVQSSK_ B4FKM4_MAIZE 2 566.81405 1131.6136 0.064884 -0.11259 -0.045935 53.932 53.932 3.57E-04 43.58 246450

21903 IGSLVDVQSSK Unmodified _IGSLVDVQSSK_ B4FKM4_MAIZE 2 566.81405 1131.6136 0.017513 0.07446 0.093839 57.294 57.294 4.48E-03 53.81 2447800

21904 IGSLVDVQSSKDPEGLR Unmodified _IGSLVDVQSSKDPEGLR_ B4FKM4_MAIZE 3 600.65477 1798.9425 0.21588 -0.38715 -0.17105 66.741 66.741 2.56E-01 35.61 230110

21905 IGSNVSSYINMVCETLR Oxidation (M) _IGSNVSSYINM(ox)VCETLR_ B6SKP8_MAIZE 2 979.96915 1957.9237 1.2749 -0.30216 0.9702 100.82 100.82 1.27E-17 80.41 358380

21906 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.25639 0.26627 0.52064 80.032 80.032 1.00E+00 8.81 656120

21907 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.32242 0.53235 0.85224 95.555 95.555 1.45E-01 26.89 241260

21908 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.18649 0.10992 0.29434 80.726 80.726 1.25E-02 56.78 503640

21909 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.25338 0.28589 0.53739 81.12 81.12 3.43E-01 34.84 478840

21910 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.2691 0.87027 1.1357 81.593 81.593 4.20E-02 45.12 534080

21911 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.26925 0.49522 0.76197 80.77 80.77 1.43E-02 42.08 668030

21912 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.24695 0.88593 1.1286 81.292 81.292 4.53E-03 58.08 480660

21913 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.27572 0.67891 0.95123 80.48 80.48 5.33E-01 10.13 331590

21914 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.16299 0.33745 0.49736 80.803 80.803 1.75E-03 57.48 4369900

21915 IGSTMFEIFK Oxidation (M) _IGSTM(ox)FEIFK_ B6TH57_MAIZE 2 594.8021 1187.5896 0.17189 0.53617 0.70533 81.325 81.325 1.43E-02 57.72 3917600

21916 IGSTMFEIFK Unmodified _IGSTMFEIFK_ B6TH57_MAIZE 2 586.80464 1171.5947 0.17881 0.32578 0.49907 95.55 95.55 2.81E-03 54.73 4752800

21917 IGSTMFEIFK Unmodified _IGSTMFEIFK_ B6TH57_MAIZE 2 586.80464 1171.5947 0.224 0.43937 0.65787 96.416 96.416 7.11E-01 15.2 552480

21918 IGSTMFEIFK Unmodified _IGSTMFEIFK_ B6TH57_MAIZE 2 586.80464 1171.5947 0.22576 0.59104 0.81036 96.266 96.266 1.25E-02 60.82 484180

21919 IGSTMFEIFK Unmodified _IGSTMFEIFK_ B6TH57_MAIZE 2 586.80464 1171.5947 0.20136 0.40734 0.60387 95.949 95.949 7.11E-01 7.43 342840

21920 IGSTMFEIFK Unmodified _IGSTMFEIFK_ B6TH57_MAIZE 2 586.80464 1171.5947 0.11343 0.32209 0.43072 95.949 95.949 1.84E-04 49.71 4368900

21921 IGSVLGR Unmodified _IGSVLGR_ B6UDK8_MAIZE 2 351.21886 700.42317 1.012 -0.26468 0.74449 43.6 43.6 4.46E-01 32.23 402220

21922 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.068203 0.95837 0.86338 65.132 65.132 1.45E-01 39.7 6329600

21923 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 0.028148 1.2266 1.2279 65.779 65.779 4.40E-02 60.45 1981400

21924 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.055339 0.18034 0.1003 66.839 66.839 3.43E-01 25.34 2846600

21925 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.047958 0.032491 -0.039424 66.22 66.22 7.11E-01 20.29 2322100
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21926 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.080872 0.10311 -0.0022261 66.545 66.545 7.11E-01 21.73 1597200

21927 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.061674 0.29583 0.20878 66.694 66.694 4.40E-02 42.14 2972800

21928 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.12162 0.26436 0.11797 66.752 66.752 4.40E-02 62.16 9068000

21929 IGTPEALALR Unmodified _IGTPEALALR_ B4FRC9_MAIZE 2 520.80857 1039.6026 -0.060157 0.5554 0.4695 65.747 65.747 7.11E-01 26.72 763710

21930 IGTYNLAISAK Unmodified _IGTYNLAISAK_ B6TL88_MAIZE 2 575.82696 1149.6394 0.1206 0.004732 0.098234 66.275 66.275 4.96E-02 43.94 531360

21931 IGVAIDYSESAK Unmodified _IGVAIDYSESAK_ B4G087_MAIZE 2 626.82462 1251.6347 0.28722 0.4466 0.71485 65.055 65.055 1.68E-09 47.83 1597200

21932 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.47604 0.50788 0.97225 54.698 54.698 3.77E-01 28.31 2308800

21933 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.2725 0.19675 0.46062 56.576 56.576 7.88E-01 31.84 128180

21934 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.33653 -0.006889 0.32097 55.318 55.318 1.00E+00 19.71 944530

21935 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.43064 0.67012 1.0911 57.022 57.022 7.88E-01 17.16 1076300

21936 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.4277 0.4334 0.85 56.255 56.255 1.00E+00 31.43 533270

21937 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.4218 0.89624 1.3073 56.857 56.857 1.90E-02 38.55 171460

21938 IGVASVIK Unmodified _IGVASVIK_ B6TII5_MAIZE 2 393.75782 785.50109 0.45101 0.27769 0.71886 56.57 56.57 1.00E+00 17.05 763430

21939 IGVDEEIFVVDLK Unmodified _IGVDEEIFVVDLK_ B6TQ98_MAIZE 2 738.40323 1474.7919 0.72447 0.466 1.1935 105.51 105.51 1.56E-17 111.96 1778700

21940 IGVGNLMAMQHPNIVR 2 Oxidation (M) _IGVGNLM(ox)AM(ox)QHPNIVR_ B6TXE2_MAIZE 3 594.64316 1780.9076 0.15443 -0.28267 -0.13201 62.606 62.606 1.21E-01 14.76 2950000

21941 IGVGNLMAMQHPNIVR Oxidation (M) _IGVGNLM(ox)AMQHPNIVR_ B6TXE2_MAIZE 3 589.31152 1764.9127 0.19046 0.085666 0.27024 71.935 71.935 8.21E-03 28.84 2069600

21942 IGVGVTPEAQNIFDALSK Unmodified _IGVGVTPEAQNIFDALSK_ B4FKI8_MAIZE 2 929.99909 1857.9836 1.1181 0.023356 1.1407 111.26 111.26 5.25E-26 70.96 952000

21943 IGVGVTPEAQNIFDALSK Unmodified _IGVGVTPEAQNIFDALSK_ B4FKI8_MAIZE 2 929.99909 1857.9836 1.1202 0.20514 1.3242 113.82 113.82 2.85E-09 59.08 364500

21944 IGVGVTPEAQSIFDALSK Unmodified _IGVGVTPEAQSIFDALSK_ B4FJ97_MAIZE 2 916.49364 1830.9727 1.155 -0.75508 0.40286 112.48 112.48 3.01E-01 0.59 171510

21945 IGVGVTPEAQSIFDALSK Unmodified _IGVGVTPEAQSIFDALSK_ B4FJ97_MAIZE 2 916.49364 1830.9727 1.0856 0.046931 1.1347 114.38 114.38 3.54E-16 91.74 619890

21946 IGVGVTPEAQSIFDALSK Unmodified _IGVGVTPEAQSIFDALSK_ B4FJ97_MAIZE 2 916.49364 1830.9727 1.1154 -0.031423 1.0857 117.67 117.67 4.65E-12 54.77 202920

21947 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.055693 0.056062 -0.023233 90.526 90.526 1.84E-04 67.55 12905000

21948 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.1868 0.065669 -0.14425 94.209 94.209 4.40E-05 49.61 251310

21949 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.10979 0.033996 -0.10063 91.274 91.274 1.84E-04 51.68 5481400

21950 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.040204 0.045672 -0.019056 91.396 91.396 4.40E-05 57.21 5977400

21951 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.06162 0.14975 0.063814 91.198 91.198 4.40E-05 51.49 8419900

21952 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.087442 0.14936 0.03776 90.913 90.913 1.84E-04 44.9 2990600

21953 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.11469 -0.11164 -0.25093 91.286 91.286 1.84E-04 59.98 37333000

21954 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.086758 0.23521 0.12294 91.022 91.022 1.62E-03 49.58 2649900

21955 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.062741 0.18207 0.095159 91.163 91.163 1.62E-03 44.32 1234500

21956 IGVIESLLAK Unmodified _IGVIESLLAK_ B4G0K4_MAIZE 2 521.82897 1041.6434 -0.11042 0.36671 0.23207 92.848 92.848 1.62E-03 56.56 387270

21957 IGVIESLLEK Unmodified _IGVIESLLEK_ B6STH5_MAIZE 2 550.83171 1099.6489 -0.018611 0.1397 0.096694 93.387 93.387 2.81E-03 37.37 104250

21958 IGVIESLLEK Unmodified _IGVIESLLEK_ B6STH5_MAIZE 2 550.83171 1099.6489 0.077751 -0.1261 -0.07366 93.476 93.476 1.00E+00 8.71 167950

21959 IGVIESLLEK Unmodified _IGVIESLLEK_ B6STH5_MAIZE 2 550.83171 1099.6489 0.068845 -0.004212 0.03968 93.449 93.449 3.43E-01 20.55 932820
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21960 IGVIESLLEK Unmodified _IGVIESLLEK_ B6STH5_MAIZE 2 550.83171 1099.6489 0.0084645 0.099188 0.083324 93.072 93.072 1.00E+00 16.29 1020000

21961 IGVNDDLAAFLHAYMENK Oxidation (M) _IGVNDDLAAFLHAYM(ox)ENK_ B6TKL5_MAIZE 3 679.66305 2035.9673 0.59793 0.024181 0.60929 112.04 112.04 4.24E-16 51.16 296730

21962 IGVNICYGR Unmodified _IGVNICYGR_ B4FSZ8_MAIZE 2 526.2713 1050.528 0.0013276 0.063227 0.065963 63.174 63.174 9.73E-03 46.09 1671200

21963 IGVNSIPGIEEVNIFK Unmodified _IGVNSIPGIEEVNIFK_ B4FL49_MAIZE 2 864.98017 1727.9458 1.0864 0.009092 1.0864 111 111 9.46E-03 29.01 337510

21964 IGVNSIPGIEEVNIFK Unmodified _IGVNSIPGIEEVNIFK_ B4FL49_MAIZE 2 864.98017 1727.9458 1.0374 0.31017 1.3372 113.68 113.68 1.48E-07 63.59 502810

21965 IGVNTIPGIEEVNIFK Unmodified _IGVNTIPGIEEVNIFK_ B6TL29_MAIZE 2 871.98799 1741.9614 1.068 0.17768 1.2396 110.15 110.15 2.01E-03 34.44 608580

21966 IGVNTIPGIEEVNIFK Unmodified _IGVNTIPGIEEVNIFK_ B6TL29_MAIZE 2 871.98799 1741.9614 1.0453 0.28096 1.3199 112.69 112.69 7.42E-06 55.04 768880

21967 IGVQIIK Unmodified _IGVQIIK_ B4FMM3_MAIZE 2 385.76036 769.50617 0.55926 -0.11485 0.43204 58.33 58.33 1.00E+00 9.9 303700

21968 IGVQIIK Unmodified _IGVQIIK_ B4FMM3_MAIZE 2 385.76036 769.50617 0.54977 -0.11855 0.41679 57.635 57.635 1.86E-01 20.28 321390

21969 IGVQIIK Unmodified _IGVQIIK_ B4FMM3_MAIZE 2 385.76036 769.50617 0.41502 0.32094 0.72262 58.248 58.248 8.04E-02 51.26 2744400

21970 IGVQIIK Unmodified _IGVQIIK_ B4FMM3_MAIZE 2 385.76036 769.50617 0.54764 0.003688 0.53818 57.973 57.973 8.04E-02 50.32 1732100

21971 IGVQIIQNALK Unmodified _IGVQIIQNALK_ CH61_MAIZE C 2 598.87171 1195.7289 0.20079 0.14096 0.3236 82.937 82.937 4.48E-03 25.59 2895700

21972 IGVQIIQNALK Unmodified _IGVQIIQNALK_ CH61_MAIZE C 2 598.87171 1195.7289 0.22336 0.032539 0.23696 83.193 83.193 4.48E-03 37.87 5015600

21973 IGVQIIQNALK Unmodified _IGVQIIQNALK_ CH61_MAIZE C 2 598.87171 1195.7289 0.088946 -0.15989 -0.089478 82.489 82.489 6.35E-09 57.02 25206000

21974 IGVQIIQNALK Unmodified _IGVQIIQNALK_ CH61_MAIZE C 2 598.87171 1195.7289 0.25698 0.36837 0.60635 82.713 82.713 4.96E-02 22.91 455820

21975 IGVQIIQNALK Unmodified _IGVQIIQNALK_ CH61_MAIZE C 2 598.87171 1195.7289 0.21117 0.061404 0.25459 82.68 82.68 5.66E-08 56.17 635500

21976 IGYQKPSLIESR Unmodified _IGYQKPSLIESR_ B6T773_MAIZE 3 464.26115 1389.7616 -0.028701 0.32357 0.27006 55.36 55.36 4.52E-03 28.49 1773800

21977 IGYSMINDAEQK Oxidation (M) _IGYSM(ox)INDAEQK_ B4FR08_MAIZE 2 692.82429 1383.634 0.61796 0.7241 1.3208 52.697 52.697 3.52E-11 65.11 1215300

21978 IGYSMINDAEQK Unmodified _IGYSMINDAEQK_ B4FR08_MAIZE 2 684.82683 1367.6391 0.54989 0.12831 0.65383 63.987 63.987 1.60E-02 67.42 1733700

21979 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.63948 -0.064673 0.55592 57.127 57.127 2.16E-07 79.17 777690

21980 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.57162 -0.86081 -0.30731 68.511 68.511 1.60E-02 31.81 492140

21981 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.56388 -0.11994 0.42572 57.813 57.813 7.16E-02 55.64 91644

21982 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.54616 1.0072 1.5334 58.768 58.768 2.16E-07 46.62 79766

21983 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.58463 -0.36569 0.19993 57.252 57.252 6.98E-15 75.35 800820

21984 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.58981 -0.055935 0.51488 59.044 59.044 3.52E-11 82.03 1299700

21985 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.61703 0.019101 0.61689 58.373 58.373 2.98E-17 79.03 1076400

21986 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.58126 0.20427 0.76572 58.908 58.908 4.08E-13 64.37 811980

21987 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.66772 0.10369 0.75162 59.026 59.026 2.07E-09 68.39 779710

21988 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.5484 -0.30633 0.2231 59.532 59.532 1.87E-21 92.81 19664000

21989 IGYSMITDAEEK Oxidation (M) _IGYSM(ox)ITDAEEK_ CYSK_MAIZE 2 686.81868 1371.6228 0.56957 -0.23342 0.3178 60.362 60.362 2.16E-07 62.14 19508000

21990 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.55671 -1.1672 -0.63101 68.5 68.5 1.68E-09 85.9 4934800

21991 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.55469 -0.029934 0.50317 68.943 68.943 1.68E-09 76.27 805390

21992 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.56109 -0.36181 0.17688 69.919 69.919 1.68E-09 76.98 909810

21993 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.5592 -0.16558 0.37185 69.411 69.411 2.05E-12 88.05 1098800
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21994 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.56969 -0.45577 0.092825 69.508 69.508 1.98E-03 69.15 610480

21995 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.58201 -0.25675 0.3028 69.896 69.896 1.11E-04 76.77 1296400

21996 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.4997 -0.58612 -0.10808 69.881 69.881 1.68E-09 88.16 27616000

21997 IGYSMITDAEEK Unmodified _IGYSMITDAEEK_ CYSK_MAIZE 2 678.82122 1355.6279 0.56499 0.1379 0.68047 68.918 68.918 1.60E-02 87.77 517690

21998 IHDQMIMLEAAK 2 Oxidation (M) _IHDQM(ox)IM(ox)LEAAK_ B4F8L9_MAIZE 3 477.90387 1430.6898 -0.10821 0.33899 0.2085 48.961 48.961 6.54E-02 26.55 885400

21999 IHDYVGDGYAIIFSHPADFTPVCTTEMAAMAGYAK 2 Oxidation (M) _IHDYVGDGYAIIFSHPADFTPVCTTEM(ox)AAM(ox)AGYAK_ B4FYU6_MAIZE 4 963.69021 3850.7317 1.1676 -0.026207 1.1468 126.23 126.23 7.20E-02 27.26 734150

22000 IHEIHEVR Unmodified _IHEIHEVR_ B6T2L6_MAIZE 3 344.85769 1031.5512 1.2549 0.18231 1.4172 27.748 27.748 2.47E-01 29.81 53904

22001 IHEIHEVR Unmodified _IHEIHEVR_ B6T2L6_MAIZE 2 516.78289 1031.5512 0.14397 -0.094942 0.028728 27.731 27.731 1.00E+00 12.19 4765.3

22002 IHFGNLFLEVR Unmodified _IHFGNLFLEVR_ B6TF86_MAIZE 3 448.91894 1343.735 -0.024317 -0.081554 -0.10969 94.08 94.08 1.40E-01 28.67 3359100

22003 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 2 904.96621 1807.9179 1.0881 -0.37795 0.69522 85.712 85.712 1.48E-51 86.25 524820

22004 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 2 904.96621 1807.9179 1.1061 0.15466 1.2454 86.604 86.604 1.14E-36 75.46 402080

22005 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 3 603.64656 1807.9179 0.27964 -0.1283 0.13689 86.737 86.737 4.93E-01 8 3513600

22006 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 2 904.96621 1807.9179 1.1524 0.3413 1.4782 86.722 86.722 1.09E-40 69.63 593010

22007 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 2 904.96621 1807.9179 1.1332 0.10422 1.2229 86.525 86.525 9.26E-47 69.18 432020

22008 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 3 603.64656 1807.9179 0.21595 -0.14199 0.059745 86.613 86.613 1.05E-01 25.41 14314000

22009 IHFMLSSYAPVISAEK Oxidation (M) _IHFM(ox)LSSYAPVISAEK_ B6SPX4_MAIZE 2 904.96621 1807.9179 1.1236 -0.16578 0.94306 86.593 86.593 7.10E-60 96.04 2520200

22010 IHFMLSSYAPVISAEK Unmodified _IHFMLSSYAPVISAEK_ B6SPX4_MAIZE 2 896.96875 1791.9229 1.1418 -0.16286 0.96261 90.135 90.135 1.82E-38 83.26 1067000

22011 IHFMLSSYAPVISAEK Unmodified _IHFMLSSYAPVISAEK_ B6SPX4_MAIZE 2 896.96875 1791.9229 1.166 0.13226 1.2814 90.963 90.963 1.82E-38 68.4 948950

22012 IHFMLSSYAPVISAEK Unmodified _IHFMLSSYAPVISAEK_ B6SPX4_MAIZE 3 598.31492 1791.9229 0.21244 -0.34432 -0.14736 90.983 90.983 7.63E-01 11.56 5204600

22013 IHFMLSSYAPVISSAK Oxidation (M) _IHFM(ox)LSSYAPVISSAK_ TBA3_MAIZE 3 589.64304 1765.9073 0.24027 -0.036217 0.19137 84.919 84.919 1.00E+00 9.22 391750

22014 IHFMLSSYAPVISSAK Oxidation (M) _IHFM(ox)LSSYAPVISSAK_ TBA3_MAIZE 2 883.96092 1765.9073 1.1468 -0.089524 1.0451 84.819 84.819 9.26E-47 72.14 372280

22015 IHFVPGDIVK Unmodified _IHFVPGDIVK_ B4FQH0_MAIZE 3 375.5536 1123.639 0.6961 -0.2071 0.49834 67.639 67.639 5.31E-01 18.97 569220

22016 IHNAILQTIAEGK Unmodified _IHNAILQTIAEGK_ B6TJM1_MAIZE 3 469.93666 1406.7882 -0.16329 0.15338 -0.03312 69.923 69.923 2.66E-01 24.76 352030

22017 IHNAILQTIAEGK Unmodified _IHNAILQTIAEGK_ B6TJM1_MAIZE 3 469.93666 1406.7882 -0.020613 -0.17853 -0.22094 70.084 70.084 1.02E-01 31.73 623360

22018 IHNAILQTIAEGK Unmodified _IHNAILQTIAEGK_ B6TJM1_MAIZE 2 704.40136 1406.7882 0.65568 -0.24388 0.38972 69.848 69.848 4.93E-21 85.95 1522000

22019 IHNAILQTIAGGK Unmodified _IHNAILQTIAGGK_ B4FAD4_MAIZE 2 668.39079 1334.767 0.50951 -0.19133 0.30366 68.672 68.672 2.61E-08 47.17 835100

22020 IHNIGATLVGVDK Unmodified _IHNIGATLVGVDK_ B4FCV1_MAIZE 3 446.25763 1335.751 -0.15369 0.38242 0.23064 63.508 63.508 1.41E-02 42.75 5243500

22021 IHNIGATLVGVDK Unmodified _IHNIGATLVGVDK_ B4FCV1_MAIZE 2 668.8828 1335.751 0.47245 -0.2966 0.17898 63.488 63.488 4.93E-21 71.15 1540600

22022 IHPDSLYHDAIK Unmodified _IHPDSLYHDAIK_ B6TP62_MAIZE 3 470.2455 1407.7147 -0.03388 -0.035787 -0.082993 55.268 55.268 4.52E-03 28.35 512820

22023 IHPVSVLAR Unmodified _IHPVSVLAR_ B6T5Z1_MAIZE 2 496.306 990.59745 -0.17361 0.090925 -0.089115 47.241 47.241 1.00E+00 3.53 297170

22024 IHPVSVLAR Unmodified _IHPVSVLAR_ B6T5Z1_MAIZE 3 331.20643 990.59745 1.4083 0.1334 1.5335 49.442 49.442 1.00E+00 5.62 944580

22025 IHPVSVLAR Unmodified _IHPVSVLAR_ B6T5Z1_MAIZE 2 496.306 990.59745 0.015564 -0.10327 -0.095566 48.674 48.674 1.00E+00 3.45 302030

22026 IHPVSVLAR Unmodified _IHPVSVLAR_ B6T5Z1_MAIZE 2 496.306 990.59745 -0.13466 -0.11352 -0.25599 49.597 49.597 3.32E-02 24.82 2865300

22027 IHRPGGAPTVPAGTDPATGVVSK Unmodified _IHRPGGAPTVPAGTDPATGVVSK_ B6TMI7_MAIZE 3 729.06231 2184.1651 0.73066 -0.22534 0.51946 54.593 54.593 2.72E-04 31.95 4299300
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22028 IHTISLEEDFPLFSNAK Unmodified _IHTISLEEDFPLFSNAK_ B6SHU1_MAIZE 3 654.33867 1959.9942 0.50643 0.65277 1.1463 109.86 109.86 1.75E-02 13.27 55544

22029 IHTTSQSSPTQAYTQAINDLDKELEYLK Unmodified _IHTTSQSSPTQAYTQAINDLDKELEYLK_ B4FJS1_MAIZE 4 799.40175 3193.5779 1.0977 0.68166 1.7675 130.18 130.18 3.65E-06 23.2 422990

22030 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 3 491.91727 1472.73 -0.021934 0.23401 0.20148 64.241 64.241 4.50E-01 5.17 3644400

22031 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.77248 -0.19852 0.56325 64.23 64.23 1.68E-09 49.08 2863800

22032 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 3 491.91727 1472.73 -0.11206 0.51671 0.39231 65.209 65.209 4.50E-01 3.78 911780

22033 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.7953 -0.024465 0.76112 65.182 65.182 1.11E-04 37.26 531920

22034 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.81079 -0.045432 0.75462 66.084 66.084 1.11E-04 41.94 691970

22035 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.81447 0.054104 0.85776 65.498 65.498 1.68E-09 62.08 982570

22036 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 3 491.91727 1472.73 0.025427 0.21707 0.23216 65.516 65.516 8.04E-02 19.6 1934400

22037 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.8145 -0.17563 0.62822 65.886 65.886 1.68E-09 41.21 937800

22038 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.71929 -0.24331 0.46539 65.864 65.864 1.68E-09 62.27 23245000

22039 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 3 491.91727 1472.73 -0.16207 -0.24535 -0.41819 65.867 65.867 4.52E-03 37.24 25053000

22040 IHYETTGPEIWK Unmodified _IHYETTGPEIWK_ CYSK_MAIZE 2 737.37227 1472.73 0.77646 -0.18607 0.58032 65.065 65.065 1.68E-09 55.68 448260

22041 IIAAIPPLTK Unmodified _IIAAIPPLTK_ B6TAV8_MAIZE 2 518.84189 1035.6692 -0.07974 0.46529 0.35714 73.8 73.8 1.45E-01 15.46 1450600

22042 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1563 -0.69449 0.45119 101.48 101.48 1.82E-38 81.96 392710

22043 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1025 -0.21409 0.87741 101.98 101.98 4.49E-33 64.24 358480

22044 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1334 -0.29958 0.82246 102.08 102.08 7.73E-25 77.22 433530

22045 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1197 -0.45799 0.65107 102.12 102.12 1.09E-40 76.99 450480

22046 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.2354 -0.68266 0.54263 101.75 101.75 1.27E-09 45.69 273170

22047 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1555 -0.2259 0.91879 102.23 102.23 1.09E-40 86.12 688350

22048 IIAEYIWIGGSGMDLR Oxidation (M) _IIAEYIWIGGSGM(ox)DLR_ B4G1P1_MAIZE 2 905.46383 1808.9131 1.1328 -0.12049 1.0006 102.35 102.35 9.26E-47 73 4838000

22049 IIAEYIWIGGSGMDLR Unmodified _IIAEYIWIGGSGMDLR_ B4G1P1_MAIZE 2 897.46637 1792.9182 1.1353 1.0417 2.1624 112.33 112.33 5.87E-44 73.64 855970

22050 IIAEYIWIGGTGIDLR Unmodified _IIAEYIWIGGTGIDLR_ B4FR61_MAIZE 2 895.49599 1788.9774 1.1705 -0.3341 0.82655 121.12 121.12 4.21E-20 54.95 316900

22051 IIAEYIWIGGTGIDLR Unmodified _IIAEYIWIGGTGIDLR_ B4FR61_MAIZE 2 895.49599 1788.9774 1.1555 0.58039 1.7247 124.67 124.67 4.21E-20 57.25 282070

22052 IIAEYIWIGGTGIDLR Unmodified _IIAEYIWIGGTGIDLR_ B4FR61_MAIZE 2 895.49599 1788.9774 0.43265 127.63 127.63 4.84E-08 32.06

22053 IIAFAWEPK Unmodified _IIAFAWEPK_ B4FIS8_MAIZE 2 537.80276 1073.591 0.058868 -0.23151 -0.19648 86.596 86.596 1.12E-01 10.17 1346200

22054 IIAFAWEPK Unmodified _IIAFAWEPK_ B4FIS8_MAIZE 2 537.80276 1073.591 -0.073605 -0.13843 -0.23597 87.317 87.317 1.12E-01 15.63 656650

22055 IIAFAWEPK Unmodified _IIAFAWEPK_ B4FIS8_MAIZE 2 537.80276 1073.591 0.057381 -0.16105 -0.12734 87.544 87.544 9.73E-03 48.9 560320

22056 IIAFAWEPK Unmodified _IIAFAWEPK_ B4FIS8_MAIZE 2 537.80276 1073.591 0.053983 0.17633 0.20621 87.248 87.248 1.12E-01 23.54 800590

22057 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 0.019679 -0.031432 -0.020128 77.633 77.633 1.62E-03 45.09 477970

22058 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 -0.064506 0.004756 -0.067682 77.376 77.376 1.62E-03 27.62 959750

22059 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 -0.076446 -0.24255 -0.32645 77.799 77.799 4.40E-05 31.59 10134000

22060 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 -0.081235 0.071077 -0.018019 77.762 77.762 1.25E-02 25.65 813010

22061 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 -0.057241 0.081358 0.015409 77.574 77.574 1.62E-03 46.96 897070
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22062 IIAFIGSPVK Unmodified _IIAFIGSPVK_ B4FRU4_MAIZE 2 522.82624 1043.6379 -0.11963 0.2582 0.13023 79.201 79.201 2.81E-03 34.47 506340

22063 IIAGTCHSAK Unmodified _IIAGTCHSAK_ B6T2A5_MAIZE 2 529.27658 1056.5386 0.11952 -0.15722 -0.042811 20.788 20.788 7.11E-01 16.99 38340

22064 IIAGTCHSAK Unmodified _IIAGTCHSAK_ B6T2A5_MAIZE 3 353.18681 1056.5386 1.128 0.47882 1.6011 20.785 20.785 1.25E-01 25.08 91418

22065 IIAGTCHSAK Unmodified _IIAGTCHSAK_ B6T2A5_MAIZE 2 529.27658 1056.5386 0.10021 -0.29788 -0.20094 20.973 20.973 1.00E+00 14.62 7041.4

22066 IIAGTCHSAK Unmodified _IIAGTCHSAK_ B6T2A5_MAIZE 2 529.27658 1056.5386 0.19074 -0.37537 -0.18763 20.529 20.529 1.00E+00 2.89 4562.4

22067 IIAGTCHSAK Unmodified _IIAGTCHSAK_ B6T2A5_MAIZE 2 529.27658 1056.5386 -0.0019815 0.015774 0.010229 23.068 23.068 1.00E+00 12.64 13306

22068 IIAHGINCFVNR Unmodified _IIAHGINCFVNR_ B6T8X5_MAIZE 3 471.91884 1412.7347 -0.1802 -0.077498 -0.25995 60.357 60.357 2.46E-02 19.47 422670

22069 IIAHGINCFVNR Unmodified _IIAHGINCFVNR_ B6T8X5_MAIZE 3 471.91884 1412.7347 -0.056206 -0.16385 -0.22368 61.159 61.159 4.52E-03 19.23 3042100

22070 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.26932 0.10141 0.36608 81.229 81.229 7.61E-14 88.28 3534700

22071 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.25182 -0.12047 0.12866 81.69 81.69 2.05E-12 74.77 2029000

22072 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.28648 -0.10483 0.17758 82.127 82.127 7.61E-14 82.77 2990500

22073 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.28569 -0.15916 0.12318 81.815 81.815 7.61E-14 88.75 2725500

22074 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.30538 0.093286 0.39475 81.467 81.467 2.05E-12 74.48 1065500

22075 IIAIGDVTGSIR Unmodified _IIAIGDVTGSIR_ B4FFP2_MAIZE 2 607.85879 1213.703 0.24365 0.044932 0.28435 82.046 82.046 7.02E-22 88.25 10784000

22076 IIASGDPITR Unmodified _IIASGDPITR_ B4G038_MAIZE 3 348.20123 1041.5819 1.0553 -0.46509 0.58029 37.493 37.493 1.00E+00 10.82 192480

22077 IIASGDPITR Unmodified _IIASGDPITR_ B4G038_MAIZE 2 521.79821 1041.5819 -0.094657 0.12577 0.019127 52.162 52.162 2.81E-03 45.82 2770100

22078 IIATGGASSNESILK Unmodified _IIATGGASSNESILK_ B6T9R4_MAIZE 2 730.90139 1459.7882 0.79418 0.22462 0.99793 59.908 59.908 7.01E-11 65.9 551920

22079 IIATHTDSPDVLIWDVEAQPNR Unmodified _IIATHTDSPDVLIWDVEAQPNR_ Q94F77_MAIZE 3 830.75896 2489.2551 1.0804 0.6002 1.6788 93.82 93.82 1.59E-04 28.35 442560

22080 IIAVCADDPEFR Unmodified _IIAVCADDPEFR_ B4FWT5_MAIZE 2 703.34265 1404.6707 0.65641 0.20092 0.85646 71.12 71.12 7.61E-14 46.01 261410

22081 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.68684 -0.019771 0.65819 61.815 61.815 7.61E-14 75.93 3130400

22082 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.63628 -0.33044 0.29812 62.627 62.627 1.68E-09 74.71 90606

22083 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.6902 -0.035546 0.64689 62.014 62.014 2.05E-12 75.73 650390

22084 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.70932 -0.21918 0.48137 63.439 63.439 7.61E-14 67.45 1379700

22085 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.68368 -0.37287 0.30291 62.82 62.82 2.05E-12 75.84 1782700

22086 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.69945 -0.058789 0.63299 63.19 63.19 7.61E-14 80.65 1790800

22087 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.67707 -0.020296 0.64878 63.37 63.37 7.61E-14 87.45 1781500

22088 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.65251 0.066953 0.7112 63.649 63.649 7.61E-14 75.95 5340100

22089 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.48618 -1.1422 -0.66318 62.129 62.129 9.64E-17 75.04 59998000

22090 IIAVCADDPEYR Unmodified _IIAVCADDPEYR_ B4FXF9_MAIZE 2 711.34011 1420.6657 0.62813 0.15123 0.77166 64.491 64.491 2.05E-12 80.07 986200

22091 IICNDELR Unmodified _IICNDELR_ B6TTY6_MAIZE 2 516.76076 1031.507 -0.012219 0.54958 0.5198 46.885 46.885 5.06E-02 28 1036600

22092 IICTSLCHSDVTFWR Unmodified _IICTSLCHSDVTFWR_ B4FGN7_MAIZE 3 632.3028 1893.8866 0.38177 0.12961 0.52762 82.34 82.34 3.39E-02 10.58 527410

22093 IIDAIHSGELLTANYQK Unmodified _IIDAIHSGELLTANYQK_ PEPCK_MAIZE 3 629.33879 1884.9945 0.402 -0.090056 0.29222 79.672 79.672 9.61E-01 10.36 663440

22094 IIDAIHSGELLTANYQK Unmodified _IIDAIHSGELLTANYQK_ PEPCK_MAIZE 3 629.33879 1884.9945 0.28778 0.16532 0.43497 82.806 82.806 1.00E+00 6.68 151120

22095 IIDAIHSGELLTANYQK Unmodified _IIDAIHSGELLTANYQK_ PEPCK_MAIZE 3 629.33879 1884.9945 0.36851 -0.03684 0.31315 80.137 80.137 4.56E-01 14.52 1260700
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22096 IIDDQLVNINQK Unmodified _IIDDQLVNINQK_ MTHR1_MAIZE 2 706.89082 1411.7671 0.64946 -0.14477 0.49183 69.826 69.826 7.61E-14 79.01 5481600

22097 IIDDQLVNINQK Unmodified _IIDDQLVNINQK_ MTHR1_MAIZE 2 706.89082 1411.7671 0.6344 -0.35545 0.26549 70.993 70.993 9.64E-17 66.98 4490300

22098 IIDDQLVNINQK Unmodified _IIDDQLVNINQK_ MTHR1_MAIZE 2 706.89082 1411.7671 0.66632 -0.36312 0.28957 70.498 70.498 7.61E-14 68.07 1893800

22099 IIDDQLVNINQK Unmodified _IIDDQLVNINQK_ MTHR1_MAIZE 2 706.89082 1411.7671 0.60669 -0.18265 0.41138 70.101 70.101 1.68E-09 54.88 1418700

22100 IIDITHAYVPDLLAFAPGAVTGPLVHLK Unmodified _IIDITHAYVPDLLAFAPGAVTGPLVHLK_ B6TYM6_MAIZE 4 736.1692 2940.6477 0.81886 0.40131 1.2207 123.14 123.14 1.00E+00 2.19 1418100

22101 IIDITHAYVPDLLAFAPGAVTGPLVHLK Unmodified _IIDITHAYVPDLLAFAPGAVTGPLVHLK_ B6TYM6_MAIZE 4 736.1692 2940.6477 0.83325 0.25192 1.0855 129.77 129.77 1.79E-01 10.43 465850

22102 IIDITHAYVPDLLAFAPGAVTGPLVHLK Unmodified _IIDITHAYVPDLLAFAPGAVTGPLVHLK_ B6TYM6_MAIZE 3 981.22318 2940.6477 1.2329 0.084646 1.319 130.4 130.4 4.99E-19 50.33 801600

22103 IIDKGSDYTK Unmodified _IIDKGSDYTK_ Q5EUD6_MAIZE 3 380.53628 1138.587 0.76503 1.2265 1.9748 33.289 33.289 9.79E-02 20.08 160660

22104 IIDPDTNTVNWYHANR Unmodified _IIDPDTNTVNWYHANR_ B6SJF4_MAIZE 3 643.6465 1927.9177 0.3858 -0.38151 -0.0006903 72.366 72.366 3.89E-09 37.89 994210

22105 IIDSTLLTQIER Unmodified _IIDSTLLTQIER_ B6SV32_MAIZE 2 701.40102 1400.7875 0.64491 0.15422 0.78586 89.402 89.402 1.11E-04 58.16 1310500

22106 IIDSTLLTQIER Unmodified _IIDSTLLTQIER_ B6SV32_MAIZE 2 701.40102 1400.7875 0.64058 0.10082 0.72814 89.339 89.339 2.05E-12 85.54 2195800

22107 IIDVIEK Unmodified _IIDVIEK_ B4FAK8_MAIZE 2 415.25511 828.49567 0.24816 0.7005 0.92264 54.295 54.295 4.46E-01 24.98 3458300

22108 IIDVIEK Unmodified _IIDVIEK_ B4FAK8_MAIZE 2 415.25511 828.49567 0.093919 0.51169 0.5823 54.503 54.503 1.86E-01 29.19 1374100

22109 IIDVIEK Unmodified _IIDVIEK_ B4FAK8_MAIZE 2 415.25511 828.49567 0.21066 0.4109 0.59828 56.442 56.442 4.49E-02 30.42 2560900

22110 IIDVIEK Unmodified _IIDVIEK_ B4FAK8_MAIZE 2 415.25511 828.49567 0.19922 0.43801 0.61371 55.705 55.705 8.04E-02 33.08 1654300

22111 IIDVIEK Unmodified _IIDVIEK_ B4FAK8_MAIZE 2 415.25511 828.49567 0.050272 0.46368 0.48896 56.376 56.376 8.04E-02 43.68 10451000

22112 IIDWENTSPK Unmodified _IIDWENTSPK_ B6SRL2_MAIZE 2 601.80623 1201.5979 0.17932 0.18998 0.35438 62.896 62.896 4.40E-05 59.38 2215800

22113 IIDWENTSPK Unmodified _IIDWENTSPK_ B6SRL2_MAIZE 2 601.80623 1201.5979 0.18578 0.27594 0.44539 63.679 63.679 5.76E-06 63.37 8333000

22114 IIEDPKDLTF Unmodified _IIEDPKDLTF_ B4G1C9_MAIZE 2 595.8188 1189.6231 0.18982 -0.1155 0.06656 82.088 82.088 1.25E-02 26.8 1463900

22115 IIEEGPVTVAPR Unmodified _IIEEGPVTVAPR_ Q41743_MAIZE 2 640.86408 1279.7136 0.4439 0.10257 0.53962 59.375 59.375 2.05E-12 95.28 1675200

22116 IIEEGPVTVAPR Unmodified _IIEEGPVTVAPR_ Q41743_MAIZE 2 640.86408 1279.7136 0.38872 0.11564 0.49642 59.624 59.624 9.64E-17 66.27 769840

22117 IIEINPYMLGTMAGGAADCQFWHR 2 Oxidation (M) _IIEINPYM(ox)LGTM(ox)AGGAADCQFWHR_ B4FI86_MAIZE 3 928.42946 2782.2666 1.1201 -0.33247 0.78755 101.71 101.71 1.32E-07 34.74 1025700

22118 IIETTQGQSTYR Unmodified _IIETTQGQSTYR_ B4FZM9_MAIZE 2 698.85698 1395.6994 0.61154 0.13136 0.73926 42.251 42.251 2.62E-07 59.91 92266

22119 IIETTQGQSTYR Unmodified _IIETTQGQSTYR_ B4FZM9_MAIZE 2 698.85698 1395.6994 0.66818 0.11517 0.77892 44.486 44.486 7.02E-22 100.12 605440

22120 IIETTQGQSTYR Unmodified _IIETTQGQSTYR_ B4FZM9_MAIZE 2 698.85698 1395.6994 0.64425 -0.002752 0.6373 44.311 44.311 7.02E-22 90.86 3605200

22121 IIETTQGQSTYR Unmodified _IIETTQGQSTYR_ B4FZM9_MAIZE 2 698.85698 1395.6994 0.64864 0.19894 0.8427 45.733 45.733 1.68E-09 74.04 115820

22122 IIETVHVEADR Unmodified _IIETVHVEADR_ B6SPZ3_MAIZE 3 427.8981 1280.6725 0.01178 0.21883 0.22209 49.384 49.384 1.40E-01 10.94 64431

22123 IIGAHFFSPAHIMPLLEIVR Oxidation (M) _IIGAHFFSPAHIM(ox)PLLEIVR_ B6SXV4_MAIZE 4 570.06987 2276.2504 0.14713 0.087936 0.22869 105.92 105.92 4.16E-01 9.73 2038700

22124 IIGAHFFSPAHIMPLLEIVR Oxidation (M) _IIGAHFFSPAHIM(ox)PLLEIVR_ B6SXV4_MAIZE 4 570.06987 2276.2504 0.081387 -0.072138 0.0020909 111.7 111.7 1.00E+00 2.22 240990

22125 IIGAHFFSPAHIMPLLEIVR Oxidation (M) _IIGAHFFSPAHIM(ox)PLLEIVR_ B6SXV4_MAIZE 4 570.06987 2276.2504 0.17835 -0.15757 0.013569 113.23 113.23 1.97E-01 7.21 355280

22126 IIGAHFFSPAHIMPLLEIVR Oxidation (M) _IIGAHFFSPAHIM(ox)PLLEIVR_ B6SXV4_MAIZE 4 570.06987 2276.2504 0.22816 -0.19287 0.02873 121.24 121.24 7.35E-01 5.57 176770

22127 IIGAHFFSPAHIMPLLEIVR Oxidation (M) _IIGAHFFSPAHIM(ox)PLLEIVR_ B6SXV4_MAIZE 4 570.06987 2276.2504 0.25188 -0.080403 0.16444 123.5 123.5 1.00E+00 0.83 145130

22128 IIGAHFFSPAHIMPLLEIVR Unmodified _IIGAHFFSPAHIMPLLEIVR_ B6SXV4_MAIZE 4 566.07114 2260.2555 0.14555 -0.08378 0.052477 118.09 118.09 9.26E-02 21.84 1702300

22129 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.93153 -0.15655 0.76191 72.211 72.211 4.21E-20 81.43 5617000
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22130 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.85334 0.079314 0.91967 73.835 73.835 7.01E-14 94.59 609320

22131 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.95878 -0.083981 0.86077 72.733 72.733 1.27E-09 88.33 967280

22132 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.95406 -0.17181 0.7693 73.327 73.327 7.01E-14 84.24 1261200

22133 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.93836 -0.098332 0.82598 72.873 72.873 1.27E-09 83.64 1388600

22134 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.95433 -0.16398 0.77713 72.837 72.837 1.27E-09 84.81 1776400

22135 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.95737 -0.12662 0.81779 73.315 73.315 1.48E-07 60.84 2908100

22136 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.95666 -0.07983 0.8635 73.201 73.201 4.21E-20 84.9 2582800

22137 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.88691 -0.092341 0.78089 72.782 72.782 1.48E-07 48.83 2618700

22138 IIGATNPLASEPGTIR Unmodified _IIGATNPLASEPGTIR_ B4FK49_MAIZE 2 805.44904 1608.8835 0.82124 -0.87548 -0.066006 74.409 74.409 4.21E-20 101.39 49751000

22139 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.12433 -0.14556 -0.033947 67.021 67.021 8.94E-02 11.84 3315800

22140 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 2 854.9783 1707.942 1.116 -0.017917 1.0855 67.022 67.022 2.01E-03 30.03 513810

22141 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 -0.0079189 0.13593 0.11543 71.098 71.098 4.57E-01 18.22 361290

22142 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 2 854.9783 1707.942 1.0889 0.48489 1.561 71.061 71.061 4.18E-01 5.1 23822

22143 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.13781 -0.10703 0.018757 67.887 67.887 1.00E+00 2.31 348910

22144 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.16457 -0.26812 -0.11639 68.122 68.122 8.94E-02 15.96 834560

22145 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.10733 0.035699 0.13014 68.176 68.176 1.00E+00 1.38 902650

22146 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.049279 0.25306 0.28806 68.279 68.279 7.27E-01 2.48 2970900

22147 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 0.034387 -0.050269 -0.028625 68.205 68.205 4.57E-01 7.23 3296700

22148 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 570.32129 1707.942 -0.025121 -0.22601 -0.26254 70.189 70.189 6.12E-05 30.61 38784000

22149 IIGATRPWEAAPGTIR Unmodified _IIGATRPWEAAPGTIR_ B6TG38_MAIZE 2 854.9783 1707.942 0.97127 -0.41219 0.54714 70.168 70.168 7.42E-06 34.24 5444000

22150 IIGDDPLAVPFLIK Unmodified _IIGDDPLAVPFLIK_ B6TTC2_MAIZE 2 755.94761 1509.8807 0.91843 1.1116 2.0245 115.32 115.32 3.56E-04 36.18 141440

22151 IIGFDEEEQR Unmodified _IIGFDEEEQR_ B6SWK4_MAIZE 2 618.29877 1234.583 0.39298 0.19439 0.57139 64.479 64.479 4.40E-02 35.93 215950

22152 IIGHSVSPFSHR Unmodified _IIGHSVSPFSHR_ B6SUR9_MAIZE 4 334.93347 1335.7048 1.2672 0.04303 1.3128 46.601 46.601 1.00E+00 2.71 419260

22153 IIGHSVSPFSHR Unmodified _IIGHSVSPFSHR_ B6SUR9_MAIZE 4 334.93347 1335.7048 1.207 -0.36956 0.84224 45.651 45.651 9.42E-03 30.88 6701600

22154 IIGVDINPEK Unmodified _IIGVDINPEK_ B4FGN7_MAIZE 2 549.31369 1096.6128 0.028698 0.16616 0.17839 65.691 65.691 1.25E-02 38.27 9814800

22155 IIGVDINPEK Unmodified _IIGVDINPEK_ B4FGN7_MAIZE 2 549.31369 1096.6128 -0.02046 0.01481 -0.022284 66.297 66.297 2.81E-03 37.3 2798600

22156 IIGVDINPEK Unmodified _IIGVDINPEK_ B4FGN7_MAIZE 2 549.31369 1096.6128 -0.020815 0.59803 0.55999 67.783 67.783 1.25E-02 35.52 3245100

22157 IIGVDLNPDKEEVGR Unmodified _IIGVDLNPDKEEVGR_ B4FTP4_MAIZE 3 551.96506 1652.8733 0.094886 -0.14122 -0.053764 68.713 68.713 1.00E+00 6.86 796510

22158 IIGVDLNPDKEEVGR Unmodified _IIGVDLNPDKEEVGR_ B4FTP4_MAIZE 3 551.96506 1652.8733 -0.011955 0.37232 0.35113 69.946 69.946 1.29E-02 27.57 2102500

22159 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 -0.0014245 -0.4473 -0.45789 67.599 67.599 4.40E-05 53.7 3737500

22160 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 -0.065807 -0.26371 -0.33961 67.955 67.955 1.62E-03 38.05 1309600

22161 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 0.014198 0.1455 0.14982 68.998 68.998 1.25E-02 40.29 887020

22162 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 0.048296 -0.16789 -0.12939 68.429 68.429 2.81E-03 34.41 662210

22163 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 0.042234 -0.19642 -0.16309 68.661 68.661 1.00E+00 3.88 293830
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22164 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 0.047925 -0.13578 -0.097183 69.018 69.018 1.25E-02 44.86 550490

22165 IIGVDLNPSR Unmodified _IIGVDLNPSR_ Q5GA23_MAIZE 2 542.31148 1082.6084 -0.039218 0.15572 0.10614 69.06 69.06 1.84E-04 30.47 2462900

22166 IIGWQNIELISDRPLETMLNEFK Unmodified _IIGWQNIELISDRPLETMLNEFK_ B4FZU9_MAIZE 3 920.48607 2758.4364 1.1619 0.12764 1.2715 125.39 125.39 5.15E-06 46.21 894470

22167 IIGWQNIELISDRPLETMLNEFK Unmodified _IIGWQNIELISDRPLETMLNEFK_ B4FZU9_MAIZE 3 920.48607 2758.4364 1.0509 -0.11866 0.91503 131.47 131.47 1.61E-06 42.52 1171900

22168 IIGWQNIELISDRPLETMLNEFK Unmodified _IIGWQNIELISDRPLETMLNEFK_ B4FZU9_MAIZE 3 920.48607 2758.4364 1.0451 1.0499 2.0759 130.87 130.87 1.82E-07 50 1593700

22169 IIGWQNIELISDRPLETMLNEFK Oxidation (M) _IIGWQNIELISDRPLETM(ox)LNEFK_ B4FZU9_MAIZE 3 925.81771 2774.4313 1.1622 0.003385 1.1494 117.87 117.87 4.65E-06 27.35 1458500

22170 IIHGDGAK Unmodified _IIHGDGAK_ B6TUA2_MAIZE 2 405.72705 809.43955 0.4314 0.12048 0.54171 13.609 13.609 3.77E-01 22.98 8876

22171 IIHGDGAK Unmodified _IIHGDGAK_ B6TUA2_MAIZE 2 405.72705 809.43955 0.4466 0.020433 0.45823 11.852 11.852 1.00E+00 9.62 7451.4

22172 IIHGDGAK Unmodified _IIHGDGAK_ B6TUA2_MAIZE 2 405.72705 809.43955 0.43053 0.098892 0.51911 14.403 14.403 7.88E-01 18.06 35225

22173 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.4874 -0.14834 0.34906 81.387 81.387 2.71E-02 15.05 1713500

22174 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 2 982.48668 1962.9588 1.2437 -0.1086 1.1454 81.34 81.34 9.41E-18 90.62 268430

22175 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.56508 0.66509 1.2407 85.394 85.394 3.37E-01 21.63 13661

22176 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.45002 -0.063234 0.39809 82.159 82.159 1.18E-02 40.39 496590

22177 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.4785 -0.11696 0.3717 82.491 82.491 1.47E-14 72.28 1019300

22178 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.49909 -0.16633 0.34352 82.23 82.23 1.98E-11 52.52 1320700

22179 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.46425 -0.11017 0.36531 83.018 83.018 1.47E-14 47.75 17749000

22180 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 2 982.48668 1962.9588 1.2146 0.17002 1.395 82.616 82.616 3.46E-29 114.58 2634000

22181 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.51345 0.29942 0.82325 90.315 90.315 1.00E+00 2.29 435380

22182 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.54517 0.22147 0.77663 108.59 108.59 1.00E+00 0.66 195630

22183 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.57019 0.36514 0.94509 113.88 113.88 1.00E+00 4.94 216920

22184 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.57139 0.18327 0.76442 138.07 138.07 2.11E-04 40.57 397500

22185 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 2 982.48668 1962.9588 1.1986 1.3733 2.581 138.01 138.01 1.12E-01 6.34 72027

22186 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.46735 0.42869 0.90597 82.015 82.015 1.00E+00 23.81 2471300

22187 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.47228 0.27401 0.75613 82.186 82.186 1.60E-01 19.67 459280

22188 IIIDTYGGWGAHGGGAFSGK Unmodified _IIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 655.32688 1962.9588 0.47469 -0.029978 0.45515 84.009 84.009 6.00E-01 20.38 323110

22189 IIIDTYGGWGAHGGGAFSGKDPTK Unmodified _IIIDTYGGWGAHGGGAFSGKDPTK_ B4FAD1_MAIZE 4 602.05257 2404.1812 0.22899 -0.37343 -0.13375 78.03 78.03 1.06E-03 7.01 7548300

22190 IIIDTYGGWGAHGGGAFSGKDPTK Unmodified _IIIDTYGGWGAHGGGAFSGKDPTK_ B4FAD1_MAIZE 3 802.401 2404.1812 1.002 -0.38965 0.62268 77.944 77.944 3.25E-07 19.31 1495600

22191 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 1.1331 0.95011 2.0823 111.82 111.82 2.45E-15 61.61 499300

22192 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 1.1799 0.35569 1.5351 112.22 112.22 8.01E-14 45.45 704910

22193 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 1.2432 1.0408 2.2827 112.41 112.41 8.01E-14 48.92 245060

22194 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 1.2791 -0.35061 0.92855 101.52 101.52 4.78E-05 19.05 329140

22195 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 6.1647 109.6 109.6 2.15E-08 38.64

22196 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 6.1647 110.07 110.07 1.30E-02 21.06

22197 IILDAVEQVGGIYLVTADHGNAEDMVK Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VK_ B6TGG2_MAIZE 3 962.8233 2885.4481 6.1647 110.49 110.49 2.25E-04 16.95
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22198 IILDAVEQVGGIYLVTADHGNAEDMVKR Oxidation (M) _IILDAVEQVGGIYLVTADHGNAEDM(ox)VKR_ B6TGG2_MAIZE 4 761.39457 3041.5492 0.99089 0.41753 1.4058 106.34 106.34 2.90E-09 35.15 337650

22199 IILDKHEDTMSK Unmodified _IILDKHEDTMSK_ B4G120_MAIZE 4 358.18934 1428.7283 1.0257 0.50547 1.513 40.536 40.536 4.50E-01 4.85 628920

22200 IILDKHEDTMSK Oxidation (M) _IILDKHEDTM(ox)SK_ B4G120_MAIZE 4 362.18807 1444.7232 0.77919 -0.11664 0.64678 31.952 31.952 7.68E-01 3.2 106910

22201 IILDKHEDTMSK Oxidation (M) _IILDKHEDTM(ox)SK_ B4G120_MAIZE 3 482.58167 1444.7232 -0.17037 -0.1201 -0.30522 31.952 31.952 9.42E-03 24.11 161490

22202 IILDKHEDTMSK Oxidation (M) _IILDKHEDTM(ox)SK_ B4G120_MAIZE 3 482.58167 1444.7232 0.023244 -0.42309 -0.41391 34.632 34.632 8.04E-02 19.42 89040

22203 IILELAAK Unmodified _IILELAAK_ Q43274_MAIZE 2 435.78658 869.5586 0.10097 0.35387 0.40626 68.084 68.084 7.88E-01 12.49 2664100

22204 IILELAAK Unmodified _IILELAAK_ Q43274_MAIZE 2 435.78658 869.5586 0.073976 0.30634 0.3322 69.661 69.661 1.65E-01 17.53 2447100

22205 IILELAAK Unmodified _IILELAAK_ Q43274_MAIZE 2 435.78658 869.5586 -0.0027845 0.29204 0.24004 69.292 69.292 7.88E-01 9.76 2188300

22206 IILELAAK Unmodified _IILELAAK_ Q43274_MAIZE 2 435.78658 869.5586 0.0065564 0.02401 -0.018677 69.504 69.504 1.90E-02 49.24 15115000

22207 IILELAAK Unmodified _IILELAAK_ Q43274_MAIZE 2 435.78658 869.5586 0.045798 0.26332 0.25969 69.454 69.454 1.00E+00 2.72 822920

22208 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.60062 0.92601 1.5147 83.437 83.437 3.60E-06 59.49 1611100

22209 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.58527 0.45029 1.024 83.948 83.948 3.57E-04 30.89 660240

22210 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.58828 0.079904 0.65725 84.325 84.325 4.96E-02 18.05 1279100

22211 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.62111 0.093391 0.70352 84.006 84.006 6.35E-09 56.01 820810

22212 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.51132 -0.12462 0.376 83.734 83.734 4.43E-05 45.34 6018300

22213 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.64083 0.32858 0.95869 84.291 84.291 3.83E-01 5.28 427600

22214 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.58711 0.044773 0.62183 83.963 83.963 1.47E-01 11.84 571270

22215 IILLDCPVEYK Unmodified _IILLDCPVEYK_ B6UCD0_MAIZE 2 681.87051 1361.7265 0.53102 0.43527 0.95487 83.747 83.747 3.60E-06 45.71 532050

22216 IILTSDPK Unmodified _IILTSDPK_ B6SXA8_MAIZE 2 443.76584 885.51713 -0.26093 0.19479 -0.080759 45.492 45.492 1.65E-01 41.3 2436800

22217 IIMPPSALDR Oxidation (M) _IIM(ox)PPSALDR_ B6TBJ6_MAIZE 2 564.80772 1127.6009 0.080373 -0.21505 -0.15257 62.929 62.929 2.75E-01 18.17 390150

22218 IINAGGECLTFDQLALR Unmodified _IINAGGECLTFDQLALR_ B6SJ08_MAIZE 2 945.99074 1889.9669 1.1517 -0.22889 0.91758 95.648 95.648 3.42E-29 129.89 1152600

22219 IINAGGECLTFDQLALR Unmodified _IINAGGECLTFDQLALR_ B6SJ08_MAIZE 2 945.99074 1889.9669 1.1307 -0.28476 0.84142 96.247 96.247 8.28E-39 79.17 183560

22220 IINAGGECLTFDQLALR Unmodified _IINAGGECLTFDQLALR_ B6SJ08_MAIZE 2 945.99074 1889.9669 1.115 -0.59951 0.51077 96.307 96.307 3.42E-29 101.82 281590

22221 IINAGGECLTFDQLALR Unmodified _IINAGGECLTFDQLALR_ B6SJ08_MAIZE 2 945.99074 1889.9669 1.077 -0.37729 0.69571 96.224 96.224 4.22E-59 106.95 268610

22222 IINAGGECLTFDQLALR Unmodified _IINAGGECLTFDQLALR_ B6SJ08_MAIZE 2 945.99074 1889.9669 1.109 -0.10208 1.0023 97.372 97.372 4.07E-45 99.42 1175600

22223 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.98018 -0.45887 0.4954 85.906 85.906 1.82E-38 116.8 12138000

22224 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.99354 0.079015 1.0466 88.343 88.343 1.02E-04 62.39 108710

22225 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 3 553.96992 1658.8879 -0.0066287 0.158 0.12554 86.496 86.496 7.63E-01 6.51 2759400

22226 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.96517 -0.49856 0.4411 86.734 86.734 1.82E-38 112.62 14631000

22227 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 3 553.96992 1658.8879 0.057449 0.0922 0.12351 86.727 86.727 1.00E+00 15.04 4527700

22228 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.89753 -0.50035 0.37158 86.388 86.388 5.87E-44 119.46 22138000

22229 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 3 553.96992 1658.8879 0.017518 0.18987 0.1812 86.382 86.382 1.03E-03 39.21 9632400

22230 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 3 553.96992 1658.8879 -0.066605 0.25419 0.16059 86.105 86.105 2.58E-07 56.03 15774000

22231 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.87736 -0.58674 0.26486 86.101 86.101 5.87E-44 112.53 37842000
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22232 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 1.0075 0.081566 1.0629 86.684 86.684 5.87E-44 120.57 2617900

22233 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 1.0184 0.28388 1.2758 86.275 86.275 4.21E-20 59.64 1839600

22234 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.93201 -0.17189 0.73407 86.248 86.248 1.82E-38 85.58 4160600

22235 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 3 553.96992 1658.8879 0.0086693 0.276 0.25867 86.248 86.248 3.78E-02 17.02 1906200

22236 IINEPTAAAIAYGLDK Unmodified _IINEPTAAAIAYGLDK_ B4FW90_MAIZE 2 830.45124 1658.8879 0.98362 -0.23097 0.72654 87.754 87.754 1.82E-38 88.37 571570

22237 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.17906 0.13431 0.28471 77.634 77.634 1.40E-03 32.39 21608000

22238 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.1102 0.036938 1.1182 77.629 77.629 1.54E-12 75.39 2200700

22239 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.13961 -0.8408 -0.72766 82.243 82.243 9.61E-01 2.92 119510

22240 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.16351 0.15334 0.28807 78.482 78.482 1.19E-02 21.46 12003000

22241 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.0818 -0.044202 1.0093 78.476 78.476 1.37E-17 101.34 1086200

22242 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.17728 0.091801 0.24034 78.808 78.808 2.75E-01 8.71 19177000

22243 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.086 -0.0481 1.0094 78.809 78.809 1.24E-09 76.16 1896200

22244 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.0578 -0.061411 0.96749 78.471 78.471 1.24E-09 81.49 2390200

22245 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.15095 0.20832 0.3293 78.478 78.478 2.02E-06 28.91 25131000

22246 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.070873 0.21543 0.25787 78.185 78.185 1.11E-04 26.51 41856000

22247 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.0926 -0.23841 0.82563 78.168 78.168 1.37E-17 89.28 4542800

22248 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.22988 -0.16922 0.031348 78.638 78.638 1.35E-01 20.94 2197100

22249 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.16638 0.30281 0.44021 78.367 78.367 5.28E-02 10.69 3119800

22250 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.084418 -0.027261 0.027724 78.365 78.365 2.01E-02 12.79 6584600

22251 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 2 894.49873 1786.9829 1.0663 -0.34567 0.69251 78.343 78.343 1.24E-09 92.85 421610

22252 IINEPTAAAIAYGLDKK Unmodified _IINEPTAAAIAYGLDKK_ B4FW90_MAIZE 3 596.66824 1786.9829 0.18268 0.040051 0.19387 80.374 80.374 1.19E-02 26.32 719360

22253 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 2 911.95383 1821.8931 1.1592 -0.05974 1.073 67.615 67.615 1.43E-21 66.55 325740

22254 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 2 911.95383 1821.8931 1.1081 0.001838 1.0831 68.037 68.037 1.31E-42 79.74 591650

22255 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 2 911.95383 1821.8931 1.1091 -0.027604 1.0553 68.976 68.976 2.36E-74 105.52 1379200

22256 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 2 911.95383 1821.8931 1.0723 -0.15924 0.88685 68.454 68.454 4.07E-45 80.75 2591900

22257 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 3 608.30498 1821.8931 0.29594 -0.50504 -0.23479 68.45 68.45 1.11E-04 36.44 644030

22258 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 2 911.95383 1821.8931 1.0889 -0.51782 0.5454 68.537 68.537 4.22E-59 94.58 8801600

22259 IINEPTAAALSYGMNNK Oxidation (M) _IINEPTAAALSYGM(ox)NNK_ B4F8Q2_MAIZE 3 608.30498 1821.8931 0.22368 -0.61333 -0.41558 68.52 68.52 1.35E-01 13.51 1791700

22260 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 2 903.95637 1805.8982 1.1262 -0.14418 0.95245 75.28 75.28 8.28E-39 91.74 1387000

22261 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 2 903.95637 1805.8982 1.1242 0.067756 1.1623 75.783 75.783 4.07E-45 112.12 295920

22262 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 2 903.95637 1805.8982 1.1332 0.012153 1.1161 76.348 76.348 3.33E-51 107.19 530200

22263 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 2 903.95637 1805.8982 1.0873 -0.085708 0.97257 75.963 75.963 3.33E-51 119.43 1080700

22264 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 2 903.95637 1805.8982 1.1124 -0.18686 0.89719 75.781 75.781 4.22E-59 112.47 3217700

22265 IINEPTAAALSYGMNNK Unmodified _IINEPTAAALSYGMNNK_ B4F8Q2_MAIZE 3 602.97334 1805.8982 0.25878 0.0734 0.30373 75.778 75.778 4.56E-01 6.17 904840
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22266 IINEPTAASLAYGFEK Unmodified _IINEPTAASLAYGFEK_ B6UFB3_MAIZE 2 862.4487 1722.8829 1.1261 -0.54276 0.5609 85.989 85.989 7.42E-06 73.65 328880

22267 IINEPTAASLAYGFEK Unmodified _IINEPTAASLAYGFEK_ B6UFB3_MAIZE 2 862.4487 1722.8829 1.0616 -0.2867 0.75158 86.536 86.536 1.82E-38 99.73 260870

22268 IINEPTAASLAYGFEK Unmodified _IINEPTAASLAYGFEK_ B6UFB3_MAIZE 2 862.4487 1722.8829 1.1047 -0.056884 1.0247 86.814 86.814 4.21E-20 85.37 662490

22269 IINEPTAASLAYGFEK Unmodified _IINEPTAASLAYGFEK_ B6UFB3_MAIZE 2 862.4487 1722.8829 1.0151 -0.29856 0.6943 86.484 86.484 5.87E-44 131.42 3289600

22270 IINEPTAASLAYGFEK Unmodified _IINEPTAASLAYGFEK_ B6UFB3_MAIZE 2 862.4487 1722.8829 1.0395 -0.2317 0.78528 86.231 86.231 5.87E-44 100.83 3636400

22271 IINIASVVGLTGNVGQANYSAAK Unmodified _IINIASVVGLTGNVGQANYSAAK_ B4FTC8_MAIZE 2 1130.6184 2259.2223 1.1499 0.15797 1.2985 107.48 107.48 2.53E-26 85.83 460370

22272 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.25554 0.13403 0.37728 67.963 67.963 4.93E-01 1.12 1297600

22273 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.21668 -0.036003 0.16832 69.334 69.334 3.78E-02 17.11 6586500

22274 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 2 892.00163 1781.9887 1.1331 0.026848 1.1475 69.334 69.334 1.27E-09 82.86 972740

22275 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.2546 -0.080355 0.16213 69.261 69.261 4.93E-01 19.81 429870

22276 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.22103 -0.078671 0.13053 70.56 70.56 1.67E-02 16.53 3442300

22277 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.26595 0.22488 0.47879 68.757 68.757 3.78E-02 16.01 467430

22278 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.20404 0.004345 0.19684 70.083 70.083 4.93E-01 10.17 4000000

22279 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.17826 -0.19068 -0.024913 70.461 70.461 3.78E-02 20.4 11489000

22280 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 2 892.00163 1781.9887 1.1181 -0.11885 0.98733 70.465 70.465 7.42E-06 60.91 1223900

22281 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.17377 0.065481 0.2267 69.113 69.113 1.67E-02 23.97 2004900

22282 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 3 595.00351 1781.9887 0.15523 -0.032163 0.11166 70.421 70.421 3.78E-02 24.77 8152300

22283 IINSDEVQSVVKPLNK Unmodified _IINSDEVQSVVKPLNK_ B4FVJ0_MAIZE 2 892.00163 1781.9887 1.1175 -0.13879 0.96699 70.418 70.418 7.01E-14 56.09 846670

22284 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.49673 -0.31357 0.16343 74.005 74.005 7.61E-14 50.69 6634800

22285 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.52507 -0.061011 0.44408 74.513 74.513 2.05E-12 73.25 2846200

22286 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.48752 -0.21235 0.25564 75.141 75.141 2.05E-12 55.56 7641800

22287 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.49372 -0.074107 0.40028 74.741 74.741 9.64E-17 72.7 5816100

22288 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.44008 0.03581 0.45588 74.615 74.615 9.64E-17 82.93 8365300

22289 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.4389 -0.37977 0.039297 75.089 75.089 7.02E-22 92.58 47668000

22290 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.49019 -0.59387 -0.12201 74.977 74.977 1.98E-03 31.81 1778000

22291 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.51408 0.16118 0.65486 74.549 74.549 2.62E-07 38.14 1102600

22292 IINVIGEPIDEK Unmodified _IINVIGEPIDEK_ ATPBM_MAIZE 2 670.37702 1338.7395 0.40904 -0.49333 -0.10286 76.036 76.036 4.56E-01 5.05 203900

22293 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.18415 0.11236 0.28013 73.561 73.561 8.78E-05 30.05 3328200

22294 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.1306 0.26522 0.37857 74.129 74.129 3.78E-02 27.08 1890600

22295 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 2 876.99073 1751.9669 1.0959 -0.057272 1.0227 74.136 74.136 4.21E-20 61.49 261400

22296 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.16267 0.22625 0.37244 74.66 74.66 6.54E-03 24.34 3642200

22297 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 2 876.99073 1751.9669 1.0727 0.092114 1.1486 74.659 74.659 1.02E-04 34.48 464990

22298 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.1792 0.16589 0.32828 74.272 74.272 3.78E-02 16.86 2226300

22299 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.11893 0.29129 0.39311 74.175 74.175 1.03E-03 23.94 3554100
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22300 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 2 876.99073 1751.9669 1.1425 -0.17448 0.95278 74.179 74.179 4.21E-20 66.74 471490

22301 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 3 584.99625 1751.9669 0.096311 0.20765 0.28654 74.605 74.605 2.58E-07 32.9 30078000

22302 IINVIGEPIDEKGDIK Unmodified _IINVIGEPIDEKGDIK_ ATPBM_MAIZE 2 876.99073 1751.9669 1.0691 0.090635 1.1441 74.598 74.598 7.01E-14 56.31 4195800

22303 IINVIGEPIDEKGDITTNHFLPIHR Unmodified _IINVIGEPIDEKGDITTNHFLPIHR_ B6SVV9_MAIZE 4 711.1369 2840.5185 0.70122 -0.092272 0.60381 90.599 90.599 3.46E-04 12.11 844340

22304 IINVIGEPIDEKGDITTNHFLPIHR Unmodified _IINVIGEPIDEKGDITTNHFLPIHR_ B6SVV9_MAIZE 4 711.1369 2840.5185 0.70585 -0.20707 0.49339 91.41 91.41 6.82E-01 3.2 1185400

22305 IINVIGEPIDEKGDITTNHFLPIHR Unmodified _IINVIGEPIDEKGDITTNHFLPIHR_ B6SVV9_MAIZE 4 711.1369 2840.5185 0.64907 -0.08827 0.55488 90.86 90.86 2.18E-06 14.72 10979000

22306 IINVIGEPIDEKGDITTNHFLPIHR Unmodified _IINVIGEPIDEKGDITTNHFLPIHR_ B6SVV9_MAIZE 3 947.84677 2840.5185 1.1916 -0.33435 0.85175 90.865 90.865 3.15E-13 50.13 1428400

22307 IIPEIQSDGQVK Unmodified _IIPEIQSDGQVK_ B4F833_MAIZE 2 663.86682 1325.7191 0.53714 -0.055987 0.47305 61.11 61.11 1.98E-03 52.58 725230

22308 IIPEIQSDGQVK Unmodified _IIPEIQSDGQVK_ B4F833_MAIZE 2 663.86682 1325.7191 0.50576 -0.21218 0.28513 61.349 61.349 6.74E-02 17.69 171490

22309 IIPEIQSDGQVK Unmodified _IIPEIQSDGQVK_ B4F833_MAIZE 2 663.86682 1325.7191 0.51842 -0.65391 -0.14328 62.857 62.857 1.11E-04 32.62 224430

22310 IIPEIQSDGQVK Unmodified _IIPEIQSDGQVK_ B4F833_MAIZE 2 663.86682 1325.7191 0.47755 -0.052935 0.41546 63.161 63.161 7.72E-03 37.22 1470200

22311 IIPGYGGGMSSAK Oxidation (M) _IIPGYGGGM(ox)SSAK_ B6TYG2_MAIZE 2 627.31336 1252.6122 0.33 0.057292 0.38203 46.099 46.099 5.66E-01 16.9 22414

22312 IIPGYGGGMSSAK Oxidation (M) _IIPGYGGGM(ox)SSAK_ B6TYG2_MAIZE 2 627.31336 1252.6122 0.38156 0.000481 0.37707 48.046 48.046 9.54E-02 26.96 351360

22313 IIPGYGGGMSSAK Oxidation (M) _IIPGYGGGM(ox)SSAK_ B6TYG2_MAIZE 2 627.31336 1252.6122 0.28062 -0.063518 0.21252 48.618 48.618 2.65E-01 25.21 5558900

22314 IIPGYGGGMSSAK Unmodified _IIPGYGGGMSSAK_ B6TYG2_MAIZE 2 619.31591 1236.6173 0.25865 0.65747 0.90676 57.137 57.137 3.13E-02 24.44 3936700

22315 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 2 970.48275 1938.9509 1.1981 -0.4755 0.73592 104 104 2.85E-09 69.24 513580

22316 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 2 970.48275 1938.9509 1.237 0.16902 1.4188 108.64 108.64 5.17E-01 17.17 19660

22317 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 2 970.48275 1938.9509 1.2233 -0.53957 0.69777 104.01 104.01 4.65E-12 65.92 420180

22318 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 2 970.48275 1938.9509 1.1874 -0.25302 0.94777 104.29 104.29 1.77E-34 75.05 571700

22319 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 2 970.48275 1938.9509 1.0882 -0.026712 1.0742 105.79 105.79 1.77E-34 86.93 8964900

22320 IIPSFMLQGGDFTLGDGR Oxidation (M) _IIPSFM(ox)LQGGDFTLGDGR_ B6TIP7_MAIZE 3 647.32426 1938.9509 0.39495 -0.012786 0.39453 105.72 105.72 4.24E-03 31.87 1160200

22321 IIPSFMLQGGDFTLGDGR Unmodified _IIPSFMLQGGDFTLGDGR_ B6TIP7_MAIZE 2 962.48529 1922.956 1.1755 -0.30136 0.88577 110.71 110.71 1.56E-52 75.08 407150

22322 IIPSFMLQGGDFTLGDGR Unmodified _IIPSFMLQGGDFTLGDGR_ B6TIP7_MAIZE 3 641.99262 1922.956 0.49294 -0.344 0.15979 110.72 110.72 8.87E-01 9.83 212490

22323 IIPSFMLQGGDFTLGDGR Unmodified _IIPSFMLQGGDFTLGDGR_ B6TIP7_MAIZE 2 962.48529 1922.956 1.1945 -0.17591 1.0302 111.9 111.9 8.00E-45 89.33 177290

22324 IIPSFMLQGGDFTLGDGR Unmodified _IIPSFMLQGGDFTLGDGR_ B6TIP7_MAIZE 2 962.48529 1922.956 1.105 -0.33009 0.78647 113.76 113.76 1.56E-52 78.38 914770

22325 IIPVPCLDDNYAYLIVDESTK Unmodified _IIPVPCLDDNYAYLIVDESTK_ B4FGF5_MAIZE 2 1219.6116 2437.2087 1.173 0.34823 1.5164 121.09 121.09 6.98E-04 27.43 117550

22326 IIPVPCLDDNYAYLIVDESTKK Unmodified _IIPVPCLDDNYAYLIVDESTKK_ B4FGF5_MAIZE 3 856.10849 2565.3036 1.0781 -0.51411 0.55739 113.69 113.69 8.34E-03 32.7 436570

22327 IIQEFK Unmodified _IIQEFK_ B6SLS0_MAIZE 2 389.2289 776.44324 0.54717 0.40652 0.92827 43.958 43.958 2.64E-01 18.41 853750

22328 IIQEFK Unmodified _IIQEFK_ B6SLS0_MAIZE 2 389.2289 776.44324 0.38871 0.89032 1.2537 46.169 46.169 2.78E-01 26.85 1290800

22329 IIQESDIMK Oxidation (M) _IIQESDIM(ox)K_ B4FKM4_MAIZE 2 546.78391 1091.5533 0.00021097 -0.35331 -0.37376 48.686 48.686 3.32E-02 21.24 143610

22330 IIQESDIMK Unmodified _IIQESDIMK_ B4FKM4_MAIZE 2 538.78645 1075.5583 -0.051226 0.042189 -0.034007 61.455 61.455 3.32E-02 27.56 213820

22331 IIQESDIMKEDDSNWPEPDR Oxidation (M) _IIQESDIM(ox)KEDDSNWPEPDR_ B4FKM4_MAIZE 3 811.70067 2432.0802 0.91201 -0.35511 0.5445 72.264 72.264 1.87E-03 22.66 278180

22332 IIQHMAANDR Unmodified _IIQHMAANDR_ B6TAY2_MAIZE 2 584.79821 1167.5819 0.31971 0.12209 0.41793 30.183 30.183 3.43E-01 43.28 22924

22333 IIQHMAANDR Unmodified _IIQHMAANDR_ B6TAY2_MAIZE 2 584.79821 1167.5819 0.34753 -1.1772 -0.85193 31.081 31.081 3.43E-01 18.22 24838
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22334 IIQHMAANDR Oxidation (M) _IIQHM(ox)AANDR_ B6TAY2_MAIZE 3 395.53287 1183.5768 0.51237 0.037604 0.52995 19.178 19.178 1.00E+00 9.56 23326

22335 IIQISESCLNASTPLR Unmodified _IIQISESCLNASTPLR_ B4F7S5_MAIZE 2 901.47747 1800.9404 1.0947 0.055569 1.1358 81.282 81.282 4.21E-20 63.99 484100

22336 IIREPIVSK Unmodified _IIREPIVSK_ B6TMW7_MAIZE 3 352.22549 1053.6546 1.1006 0.11654 1.1894 41.72 41.72 1.82E-02 26.17 547040

22337 IIRPSETAGR Unmodified _IIRPSETAGR_ B4FU06_MAIZE 3 367.21213 1098.6146 0.90997 -0.21303 0.67464 31.545 31.545 3.11E-02 17.65 270980

22338 IISGNVNVK Unmodified _IISGNVNVK_ B6TXA5_MAIZE 2 472.28219 942.54983 -0.094379 0.19817 0.092788 43.029 43.029 7.18E-01 6.65 1243300

22339 IISGNVNVK Unmodified _IISGNVNVK_ B6TXA5_MAIZE 2 472.28219 942.54983 -0.042184 0.18433 0.13083 42.811 42.811 3.32E-02 28.8 1333600

22340 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 0.0060469 0.18905 0.16584 102.69 102.69 3.32E-02 34.07 340200

22341 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 -0.12986 0.092637 -0.066122 103.38 103.38 1.01E-02 41.9 129400

22342 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 3 338.54997 1012.6281 1.3079 -0.13016 1.1497 36.846 36.846 9.63E-01 3.44 121550

22343 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 -0.0039089 -0.041285 -0.074892 103.34 103.34 3.21E-03 52.48 315800

22344 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 0.035482 -0.052358 -0.045105 103.27 103.27 1.12E-01 27.24 136720

22345 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 -0.04609 -0.017696 -0.092004 102.85 102.85 9.73E-03 49.99 501940

22346 IISIADLIR Unmodified _IISIADLIR_ B6TV80_MAIZE 2 507.32132 1012.6281 -0.047478 0.10011 0.023863 103.39 103.39 1.01E-02 47.19 1411900

22347 IISLGIGDTTEPIPNVITNAMAER Unmodified _IISLGIGDTTEPIPNVITNAMAER_ B6TIG6_MAIZE 2 1263.1676 2524.3207 1.1979 0.4153 1.602 118.87 118.87 2.64E-19 108.81 292870

22348 IISLGIGDTTEPIPNVITNAMAER Unmodified _IISLGIGDTTEPIPNVITNAMAER_ B6TIG6_MAIZE 2 1263.1676 2524.3207 1.1955 0.24318 1.428 120.19 120.19 1.06E-07 66.38 195930

22349 IISLGIGDTTEPIPNVITNAMAER Oxidation (M) _IISLGIGDTTEPIPNVITNAM(ox)AER_ B6TIG6_MAIZE 2 1271.1651 2540.3156 1.3232 0.19037 1.5046 106.27 106.27 2.83E-02 41.91 87034

22350 IISLGIGDTTEPIPNVITNAMAER Oxidation (M) _IISLGIGDTTEPIPNVITNAM(ox)AER_ B6TIG6_MAIZE 2 1271.1651 2540.3156 1.1544 -0.1516 0.99378 106.29 106.29 1.15E-06 32.82 105410

22351 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 -0.17062 37.134 37.134 2.42E-01 10.13

22352 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 -0.048533 0.21841 0.15597 36.202 36.202 1.25E-02 20.5 426860

22353 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 0.043845 -0.022335 0.0063464 39.147 39.147 3.43E-01 16.37 611960

22354 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 0.077483 0.037474 0.10003 38.285 38.285 1.45E-01 19.47 442050

22355 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 0.048492 0.030251 0.065259 39.069 39.069 4.40E-02 24.56 426420

22356 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 0.01043 -0.15926 -0.16233 39.107 39.107 2.81E-03 33.09 2606700

22357 IISPNTDDAK Unmodified _IISPNTDDAK_ B4FQJ6_MAIZE 2 537.2773 1072.5401 0.016782 -0.11504 -0.11181 37.013 37.013 3.43E-01 20.31 343490

22358 IISSIEHK Unmodified _IISSIEHK_ Q5XPI0_MAIZE 3 309.51504 925.52328 0.55968 32.506 32.506 7.77E-02 28.53

22359 IISSIEHK Unmodified _IISSIEHK_ Q5XPI0_MAIZE 3 309.51504 925.52328 0.88382 33.839 33.839 1.14E-01 25.68

22360 IISSIEHK Unmodified _IISSIEHK_ Q5XPI0_MAIZE 3 309.51504 925.52328 1.208 31.879 31.879 2.02E-01 21.13

22361 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 3 476.58781 1426.7416 0.0031418 -0.17444 -0.20411 34.047 34.047 1.13E-05 35.45 388690

22362 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 4 357.69268 1426.7416 1.0111 -0.38331 0.59707 34.05 34.05 4.52E-03 22.55 426630

22363 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 3 476.58781 1426.7416 -0.15482 -0.057995 -0.2455 33.237 33.237 4.50E-01 14.45 87001

22364 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 3 476.58781 1426.7416 0.019174 -0.22085 -0.23281 35.912 35.912 8.04E-02 14.52 91804

22365 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 4 357.69268 1426.7416 1.0863 -0.29083 0.76463 33.589 33.589 6.16E-04 36.11 448730

22366 IISSIEHKEESR Unmodified _IISSIEHKEESR_ Q5XPI0_MAIZE 3 476.58781 1426.7416 -0.010792 0.16686 0.12269 33.589 33.589 9.42E-03 21.81 296380

22367 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.056825 -0.16446 -0.25255 40.1 40.1 1.90E-02 57.09 16369000
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22368 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.25682 0.20751 -0.080696 40.45 40.45 1.65E-01 32.54 345880

22369 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.15027 0.18861 0.0071126 39.506 39.506 3.48E-02 47.19 3136900

22370 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.02974 -0.1128 -0.17376 42.178 42.178 1.90E-02 64.09 3645400

22371 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.073748 -0.041442 -0.14534 41.461 41.461 3.48E-02 60.93 5572400

22372 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.13962 -0.3504 -0.5201 42.163 42.163 1.90E-02 51.71 6518600

22373 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.050509 0.087998 0.0065157 42.079 42.079 5.06E-02 33.72 3934600

22374 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.11903 -0.051201 -0.20198 42.883 42.883 3.48E-02 51.67 9723800

22375 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.17758 -0.55798 -0.76452 40.178 40.178 2.34E-03 66.7 37492000

22376 IISSIEQK Unmodified _IISSIEQK_ 14331_MAIZE 2 459.26875 916.52295 -0.21581 0.30331 0.054974 43.692 43.692 2.92E-02 42.75 648920

22377 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.038459 0.11301 0.044635 41.985 41.985 2.46E-02 22.48 5874300

22378 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.65527 0.002035 0.62752 41.979 41.979 1.68E-09 96.57 1922100

22379 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.16539 0.33826 0.14293 41.578 41.578 2.11E-01 13.13 3039500

22380 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.61859 0.094693 0.6826 41.577 41.577 1.98E-03 74.5 639390

22381 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.025305 -0.002129 -0.057568 44.26 44.26 2.11E-01 18.4 2527900

22382 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.64183 -0.17219 0.43995 44.261 44.261 2.62E-07 87.14 541770

22383 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.045157 0.034494 -0.041625 43.468 43.468 2.11E-01 13.34 2293300

22384 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.65838 -0.18385 0.44475 43.463 43.463 1.11E-04 86.4 512130

22385 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.11285 0.20482 0.061995 44.332 44.332 4.52E-03 34.36 2550700

22386 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.11136 -0.24123 -0.38181 44.986 44.986 4.78E-08 40.07 7688100

22387 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.60552 -0.061798 0.51348 44.989 44.989 2.62E-07 87.58 1537000

22388 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.15559 -0.053283 -0.23854 42.18 42.18 1.13E-05 34.98 19003000

22389 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 2 694.87263 1387.7307 0.52598 -0.022297 0.4736 42.177 42.177 2.62E-07 86.76 4861400

22390 IISSIEQKEEGR Unmodified _IISSIEQKEEGR_ 14331_MAIZE 3 463.58418 1387.7307 -0.15377 0.53735 0.35218 45.909 45.909 1.00E+00 2.87 342540

22391 IISSPLTMASHGNVLNMPTYESVSGK Unmodified _IISSPLTMASHGNVLNMPTYESVSGK_ B4FSZ7_MAIZE 3 911.79106 2732.3513 1.1418 -0.10715 1.0279 93.889 93.889 4.23E-18 60.07 1015300

22392 IISSPLTMASHGNVLNMPTYESVSGK 2 Oxidation (M) _IISSPLTM(ox)ASHGNVLNM(ox)PTYESVSGK_ B4FSZ7_MAIZE 3 922.45433 2764.3412 1.1593 -0.34723 0.80807 77.245 77.245 4.23E-18 47.6 1375500

22393 IISSPLTMASHGNVLNMPTYESVSGK Oxidation (M) _IISSPLTMASHGNVLNM(ox)PTYESVSGK_ B4FSZ7_MAIZE 3 917.12269 2748.3463 1.2192 0.64979 1.862 84.16 84.16 1.58E-15 57.78 612610

22394 IISSPLTMASHGNVLNMPTYESVSGK Oxidation (M) _IISSPLTM(ox)ASHGNVLNMPTYESVSGK_ B4FSZ7_MAIZE 3 917.12269 2748.3463 1.147 -0.16015 0.98133 87.698 87.698 4.23E-18 61.6 1160300

22395 IISTDCIPNYPDR Unmodified _IISTDCIPNYPDR_ B4FF90_MAIZE 2 782.37722 1562.7399 0.88827 -1.4823 -0.59504 69.573 69.573 3.13E-02 21.29 598200

22396 IISVQYAVPDFVR Unmodified _IISVQYAVPDFVR_ B6T7P7_MAIZE 2 753.91938 1505.8242 0.86732 -0.30902 0.56124 96.751 96.751 9.54E-02 48.8 229170

22397 IISVQYAVPDFVR Unmodified _IISVQYAVPDFVR_ B6T7P7_MAIZE 2 753.91938 1505.8242 0.88977 0.060506 0.95341 96.652 96.652 1.47E-03 41.15 191290

22398 IISVQYAVPDFVR Unmodified _IISVQYAVPDFVR_ B6T7P7_MAIZE 2 753.91938 1505.8242 0.84118 -0.14042 0.70347 96.306 96.306 1.47E-03 51.51 865440

22399 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.045319 0.15968 0.12281 82.865 82.865 2.92E-02 42.63 3904600

22400 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.16858 0.29348 0.13212 83.27 83.27 1.65E-01 18.82 2371800

22401 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.049447 0.13807 0.097207 83.79 83.79 1.65E-01 21.01 2151400
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22402 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.045894 0.1835 0.14494 83.452 83.452 7.88E-01 17.01 1245100

22403 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.010903 -0.067589 -0.070552 83.713 83.713 1.00E+00 2.94 273020

22404 IITDFFGK Unmodified _IITDFFGK_ B6SV64_MAIZE 2 470.76056 939.50657 -0.0086184 -0.15801 -0.15724 83.231 83.231 1.00E+00 8.48 220380

22439 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.72922 -0.30601 0.40344 89.531 89.531 2.50E-15 105.19 22233000

22440 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.76012 -0.098165 0.64191 90.144 90.144 4.93E-21 85.43 8213100

22441 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.74673 -0.086663 0.64041 90.334 90.334 2.50E-15 78.27 7688900

22442 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.73136 0.035866 0.74746 90.077 90.077 4.93E-21 94.85 6052100

22443 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.72482 0.02424 0.72926 89.793 89.793 2.61E-08 78.66 4018000

22444 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.70521 -0.29664 0.38896 90.196 90.196 4.93E-21 94.78 36222000

22445 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.76209 0.24196 0.98319 89.901 89.901 2.50E-15 88.71 4376700

22446 IITTNLWSAELSK Unmodified _IITTNLWSAELSK_ B6U5L3_MAIZE 2 738.40885 1474.8031 0.60651 -1.0651 -0.47716 89.959 89.959 1.56E-17 85.11 2523100

22447 IIVLGLR Unmodified _IIVLGLR_ B6SLP8_MAIZE 2 392.27618 782.53781 -3.7672 71.948 71.948 3.43E-02 19.3

22448 IIVLGLR Unmodified _IIVLGLR_ B6SLP8_MAIZE 2 392.27618 782.53781 0.46924 0.25461 0.70647 73.381 73.381 4.46E-01 31.23 648900

22449 IIVTLLGILR Unmodified _IIVTLLGILR_ B4FYM0_MAIZE 2 555.88408 1109.7536 0.1689 0.061109 0.21514 114.75 114.75 3.43E-01 14.66 25634

22450 IIYGDYYTPVVQFMLQPEK Oxidation (M) _IIYGDYYTPVVQFM(ox)LQPEK_ B4FG74_MAIZE 2 1160.5821 2319.1497 1.2531 0.19592 1.447 105.4 105.4 2.00E-27 63.91 376280

22451 IIYGDYYTPVVQFMLQPEK Oxidation (M) _IIYGDYYTPVVQFM(ox)LQPEK_ B4FG74_MAIZE 3 774.05718 2319.1497 0.99085 -2.5227 -1.5307 105.59 105.59 1.08E-27 64.16 366190

22452 IIYGGSVNAANCAELAK Unmodified _IIYGGSVNAANCAELAK_ B4FDF4_MAIZE 2 875.94326 1749.872 1.0296 -0.064277 0.94668 65.526 65.526 8.28E-39 99.78 2114200

22453 IIYGGSVNGANCK Unmodified _IIYGGSVNGANCK_ B6SMQ5_MAIZE 2 676.83499 1351.6554 0.48174 0.091317 0.56962 46.178 46.178 2.50E-15 68.44 2671000

22454 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.56076 0.45958 1.0168 50.228 50.228 2.50E-15 88.24 2696600

22455 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.54468 -0.14412 0.39757 50.3 50.3 2.61E-08 64.6 757050

22456 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.57035 0.37213 0.93913 52.52 52.52 1.56E-17 81.11 1067700

22457 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.55629 0.27297 0.82487 51.8 51.8 1.00E-11 72.51 1708000

22458 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.53327 0.35159 0.88179 52.571 52.571 1.00E-11 63.47 1733300

22459 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.55668 0.072229 0.62587 52.429 52.429 2.50E-15 73.45 2379900

22460 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.51169 0.1709 0.67927 53.045 53.045 2.50E-15 93.97 4838900

22461 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 2 677.34519 1352.6758 0.35185 -0.18884 0.15945 50.736 50.736 1.56E-17 88.31 53496000

22462 IIYGGSVTAANCK Unmodified _IIYGGSVTAANCK_ B4FNW1_MAIZE 3 451.89922 1352.6758 -0.014063 -0.16297 -0.18056 50.739 50.739 1.00E+00 4.11 786110

22463 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 2 572.80349 1143.5924 0.14101 0.091608 0.21765 39.767 39.767 1.25E-02 20.27 621940

22464 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.60451 0.077617 0.66733 39.807 39.807 9.79E-02 17.75 1748500

22465 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.38939 -2.263 -1.8817 39.293 39.293 9.79E-02 35.05 294830

22466 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.63099 -0.21999 0.39591 41.973 41.973 5.31E-01 13.69 232580

22467 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.58696 0.2086 0.77999 41.201 41.201 5.31E-01 17.18 429340

22468 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.47816 -0.23791 0.22469 41.942 41.942 9.39E-01 12.38 617380

22469 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 3 382.20475 1143.5924 0.5663 -0.68492 -0.13316 39.948 39.948 5.31E-01 7.71 4035100
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22470 IIYGVHDEAK Unmodified _IIYGVHDEAK_ B4FU37_MAIZE 2 572.80349 1143.5924 0.027885 -0.83969 -0.82513 39.926 39.926 4.40E-02 17.54 753020

22471 IIYGVHDESK Unmodified _IIYGVHDESK_ B6UCR8_MAIZE 3 387.53639 1159.5873 0.56675 -0.24596 0.30963 38.872 38.872 1.26E-02 28.26 1075400

22472 IIYSGGQDLDILPQGAGK Unmodified _IIYSGGQDLDILPQGAGK_ B4FNZ1_MAIZE 2 922.99127 1843.968 1.2065 0.048206 1.2507 84.679 84.679 4.65E-12 49.25 339180

22473 IIYSGGQDLDILPQGAGK Unmodified _IIYSGGQDLDILPQGAGK_ B4FNZ1_MAIZE 2 922.99127 1843.968 1.1305 0.12966 1.2567 85.052 85.052 1.18E-19 70.33 169150

22474 IIYSGGQDLDILPQGAGK Unmodified _IIYSGGQDLDILPQGAGK_ B4FNZ1_MAIZE 2 922.99127 1843.968 1.1454 -0.1946 0.94755 85.143 85.143 2.85E-09 65.18 232460

22475 IIYSGGQDLDILPQGAGK Unmodified _IIYSGGQDLDILPQGAGK_ B4FNZ1_MAIZE 2 922.99127 1843.968 1.1649 -0.043286 1.1174 85.443 85.443 1.18E-19 64.08 781490

22476 IKDALDLQK Unmodified _IKDALDLQK_ B6TJ85_MAIZE 3 348.54136 1042.6023 1.0788 -0.11693 0.93522 48.542 48.542 6.12E-02 31.84 1802600

22477 IKDALDLQK Unmodified _IKDALDLQK_ B6TJ85_MAIZE 2 522.30841 1042.6023 -0.070278 -0.056504 -0.15284 48.54 48.54 9.73E-03 46.25 920020

22478 IKDLLGR Unmodified _IKDLLGR_ B4F8M8_MAIZE 2 407.7609 813.50724 0.34488 0.66608 0.98381 44.466 44.466 4.46E-01 30.36 1087500

22479 IKDLLGR Unmodified _IKDLLGR_ B4F8M8_MAIZE 2 407.7609 813.50724 0.16073 0.32952 0.4641 44.56 44.56 1.86E-01 31.44 495340

22480 IKDLLGR Unmodified _IKDLLGR_ B4F8M8_MAIZE 2 407.7609 813.50724 0.30178 0.21354 0.48944 46.818 46.818 1.86E-01 33.64 725480

22481 IKDLLGR Unmodified _IKDLLGR_ B4F8M8_MAIZE 2 407.7609 813.50724 0.2687 0.095067 0.3382 46.197 46.197 1.00E+00 16 1618900

22482 IKDLLGR Unmodified _IKDLLGR_ B4F8M8_MAIZE 2 407.7609 813.50724 0.19633 0.27696 0.44658 46.777 46.777 8.04E-02 46.13 2035500

22483 IKDLLGSLGSLK Unmodified _IKDLLGSLGSLK_ B6TUV0_MAIZE 2 622.38465 1242.7547 0.35007 -0.15252 0.17971 82.422 82.422 1.60E-02 41.62 252540

22484 IKDPEAK Unmodified _IKDPEAK_ Q43712_MAIZE 2 400.72926 799.44397 0.48375 0.36181 0.80816 17.467 17.467 4.46E-01 26.6 38468

22485 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 0.97718 0.04424 1.013 39.659 39.659 5.45E-01 15.26 879260

22486 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 0.85194 -0.038443 0.80598 39.03 39.03 2.35E-01 19.65 192920

22487 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 0.91591 -0.000108 0.90761 41.054 41.054 8.40E-02 20.81 729560

22488 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 0.84385 0.11676 0.95468 41.895 41.895 5.45E-01 18.18 766920

22489 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 0.9152 -0.27585 0.63235 41.723 41.723 9.39E-03 43.56 6314300

22490 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 2 535.79566 1069.5768 0.014322 -0.19732 -0.19011 41.713 41.713 1.12E-01 30.17 1534800

22491 IKDVVEDPR Unmodified _IKDVVEDPR_ B6SJN5_MAIZE 3 357.53287 1069.5768 1.0177 -0.07364 0.93772 39.777 39.777 5.45E-01 20.98 697810

22492 IKDWSNVVLAYEPVWAIGTGK Unmodified _IKDWSNVVLAYEPVWAIGTGK_ B6T2R0_MAIZE 3 782.7546 2345.242 0.94224 0.20676 1.1449 115.86 115.86 2.92E-02 28.83 225860

22493 IKDWSNVVLAYEPVWAIGTGK Unmodified _IKDWSNVVLAYEPVWAIGTGK_ B6T2R0_MAIZE 3 782.7546 2345.242 0.9563 0.21188 1.1639 125.55 125.55 8.74E-04 32.5 193230

22494 IKDWSNVVVAYEPVWAIGTGK Unmodified _IKDWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 3 778.08272 2331.2263 0.97215 0.55892 1.5297 108.92 108.92 3.35E-04 53.83 1896700

22495 IKDWSNVVVAYEPVWAIGTGK Unmodified _IKDWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 3 778.08272 2331.2263 0.96134 1.1917 2.1516 110.17 110.17 2.97E-04 34.15 534410

22496 IKDWSNVVVAYEPVWAIGTGK Unmodified _IKDWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 3 778.08272 2331.2263 0.97848 0.4068 1.384 110.69 110.69 3.35E-04 47.62 503340

22497 IKDWSNVVVAYEPVWAIGTGK Unmodified _IKDWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 3 778.08272 2331.2263 0.82643 0.12659 0.95303 113.51 113.51 3.35E-08 65.62 4221400

22498 IKDWSNVVVAYEPVWAIGTGK Unmodified _IKDWSNVVVAYEPVWAIGTGK_ B4FNW1_MAIZE 2 1166.6204 2331.2263 1.1523 0.19523 1.3472 113.42 113.42 3.89E-34 86.09 325240

22499 IKEVSHEWSLVNK Unmodified _IKEVSHEWSLVNK_ B6TB25_MAIZE 3 523.61922 1567.8358 0.0096004 -0.22785 -0.23475 54.021 54.021 4.23E-03 45.64 1225200

22500 IKEVSHEWSLVNK Unmodified _IKEVSHEWSLVNK_ B6TB25_MAIZE 3 523.61922 1567.8358 -0.11231 -1.8052 -1.9309 55.329 55.329 8.46E-03 40.85 456260

22519 IKGSISAAQK Unmodified _IKGSISAAQK_ B6TQ98_MAIZE 3 334.86959 1001.5869 1.1337 0.34751 1.4505 26.14 26.14 9.39E-01 12.61 67041

22520 IKGSISAAQK Unmodified _IKGSISAAQK_ B6TQ98_MAIZE 2 501.80075 1001.5869 -0.111 0.19175 0.050464 26.142 26.142 1.45E-01 26.71 47042

22521 IKIGINGFGR Unmodified _IKIGINGFGR_ B6SJZ8_MAIZE 3 358.88546 1073.6346 0.93578 0.41709 1.3406 67.922 67.922 3.11E-02 31.7 512240
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22522 IKLEELKK Unmodified _IKLEELKK_ B6U285_MAIZE 3 334.21822 999.63283 1.2551 -0.23883 0.96559 39.502 39.502 1.05E-01 27.43 1027100

22523 IKMELFADIAPK Oxidation (M) _IKM(ox)ELFADIAPK_ B6TBT3_MAIZE 3 464.59162 1390.753 0.018366 0.041306 0.036331 70.729 70.729 1.84E-01 20.7 275430

22524 IKNEQDPSLTFR Unmodified _IKNEQDPSLTFR_ B6TF74_MAIZE 3 483.25617 1446.7467 -0.090387 -0.006638 -0.11079 54.571 54.571 9.42E-03 37.47 2820300

22525 IKNEQDPSLTFR Unmodified _IKNEQDPSLTFR_ B6TF74_MAIZE 2 724.38062 1446.7467 0.74655 -0.002491 0.73039 54.572 54.572 7.72E-03 23.21 797090

22526 IKNEQDPSLTFR Unmodified _IKNEQDPSLTFR_ B6TF74_MAIZE 2 724.38062 1446.7467 0.66514 0.28314 0.93476 52.395 52.395 2.62E-07 36.02 2353500

22527 IKPAVNQIETHPYFQR Unmodified _IKPAVNQIETHPYFQR_ B4FMP6_MAIZE 3 647.68289 1940.0268 0.41268 -0.021395 0.38002 60.735 60.735 2.78E-03 25.87 2133200

22528 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 3 414.24684 1239.7187 0.26122 0.013662 0.26302 45.522 45.522 5.30E-05 60.98 2825800

22529 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 2 620.86662 1239.7187 0.41501 0.55088 0.95474 45.467 45.467 4.48E-03 39.63 721010

22530 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 3 414.24684 1239.7187 0.10563 0.15328 0.24641 45.405 45.405 4.45E-03 40.67 1026400

22531 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 2 620.86662 1239.7187 0.34887 0.15328 0.49173 45.394 45.394 4.43E-05 51.41 226640

22532 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 3 414.24684 1239.7187 0.24127 0.31862 0.54875 47.853 47.853 4.45E-03 40.38 664080

22533 IKQQGLDITPK Unmodified _IKQQGLDITPK_ SUS1_MAIZE B6 3 414.24684 1239.7187 0.22807 0.062533 0.27838 47.105 47.105 5.04E-04 31.45 1185200

22534 IKVVAPPER Unmodified _IKVVAPPER_ B4F989_MAIZE 3 336.8782 1007.6128 1.2756 -0.47733 0.78021 42.933 42.933 4.68E-01 18.7 606430

22535 IKYPENFFLLR Unmodified _IKYPENFFLLR_ B4F7Z0_MAIZE 3 480.60637 1438.7973 -0.11165 -0.41583 -0.54942 90.513 90.513 4.21E-08 59.37 1008600

22536 ILAAVWPIVK Unmodified _ILAAVWPIVK_ B6TPF1_MAIZE 2 555.3577 1108.7009 0.02145 0.21519 0.22224 94.771 94.771 2.81E-03 35.81 111980

22537 ILACMHGLEVGAEANLAAAIQVAQLALK Oxidation (M) _ILACM(ox)HGLEVGAEANLAAAIQVAQLALK_ B4FRU4_MAIZE 3 964.5209 2890.5409 1.2607 -0.29085 0.95309 138.1 138.1 1.94E-02 28.74 147630

22538 ILADLDR Unmodified _ILADLDR_ B6TII5_MAIZE 2 408.23471 814.45487 0.28786 0.046527 0.31101 52.508 52.508 4.46E-01 28.9 3488300

22539 ILADLDR Unmodified _ILADLDR_ B6TII5_MAIZE 2 408.23471 814.45487 0.16058 0.091087 0.22821 52.906 52.906 1.00E+00 3.52 5948900

22540 ILADLDR Unmodified _ILADLDR_ B6TII5_MAIZE 2 408.23471 814.45487 0.24543 -0.15415 0.068008 55.047 55.047 7.83E-01 18.28 12108000

22541 ILADLDR Unmodified _ILADLDR_ B6TII5_MAIZE 2 408.23471 814.45487 0.29687 0.17619 0.44898 53.296 53.296 7.83E-01 17.13 1155000

22542 ILAFSQDVVSGK Unmodified _ILAFSQDVVSGK_ B6TAY2_MAIZE 2 632.3508 1262.6871 0.39999 0.11776 0.52073 73.555 73.555 1.11E-04 63.1 1510400

22543 ILAFSQDVVSGK Unmodified _ILAFSQDVVSGK_ B6TAY2_MAIZE 2 632.3508 1262.6871 0.35873 -0.058705 0.30403 74.07 74.07 1.68E-09 56.75 821530

22544 ILAFSQDVVSGK Unmodified _ILAFSQDVVSGK_ B6TAY2_MAIZE 2 632.3508 1262.6871 0.3746 -0.019725 0.35763 74.742 74.742 1.98E-03 43.57 1083500

22545 ILAFSQDVVSGK Unmodified _ILAFSQDVVSGK_ B6TAY2_MAIZE 2 632.3508 1262.6871 0.41491 -0.13471 0.28311 74.349 74.349 2.62E-07 49.65 527090

22546 ILAFSQDVVSGK Unmodified _ILAFSQDVVSGK_ B6TAY2_MAIZE 2 632.3508 1262.6871 0.31372 0.37896 0.69562 74.244 74.244 9.64E-17 81.82 3436700

22547 ILAGAVVSGSR Unmodified _ILAGAVVSGSR_ B6U0X3_MAIZE 2 515.3062 1028.5978 -0.091448 2.4632 2.3626 51.714 51.714 3.57E-04 38.06 1600600

22548 ILAILDDLSAEELGAK Unmodified _ILAILDDLSAEELGAK_ B6SML1_MAIZE 2 835.96419 1669.9138 1.0554 -0.70055 0.32838 113.39 113.39 1.67E-64 115.75 668800

22549 ILAILDDLSAEELGAK Unmodified _ILAILDDLSAEELGAK_ B6SML1_MAIZE 2 835.96419 1669.9138 0.97827 0.039802 0.99065 113.96 113.96 1.67E-64 137.09 499640

22550 ILAILDDLSAEELGAK Unmodified _ILAILDDLSAEELGAK_ B6SML1_MAIZE 2 835.96419 1669.9138 1.0164 0.12843 1.1182 114.05 114.05 5.87E-44 113.52 633240

22551 ILAILDDLSAEELGAK Unmodified _ILAILDDLSAEELGAK_ B6SML1_MAIZE 2 835.96419 1669.9138 1.0068 0.10786 1.0877 114.06 114.06 1.34E-51 100.48 1048700

22552 ILAILDDLSAEELGAK Unmodified _ILAILDDLSAEELGAK_ B6SML1_MAIZE 2 835.96419 1669.9138 1.0708 0.13759 1.1809 113.74 113.74 1.34E-51 113.03 647210

22553 ILALAEHIV Unmodified _ILALAEHIV_ B6TKU6_MAIZE 2 489.80276 977.59097 -0.08423 0.64258 0.53201 85.353 85.353 1.12E-01 10.3 9651

22554 ILALAEHIV Unmodified _ILALAEHIV_ B6TKU6_MAIZE 2 489.80276 977.59097 -0.19122 0.012391 -0.20519 84.355 84.355 9.73E-03 35.27 620980

22555 ILALAR Unmodified _ILALAR_ B6TE13_MAIZE 2 328.72632 655.4381 1.3205 0.25425 1.528 47.739 47.739 1.00E+00 14.87 2988000
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22556 ILALAR Unmodified _ILALAR_ B6TE13_MAIZE 2 328.72632 655.4381 1.2085 -0.008498 1.1525 47.898 47.898 2.64E-01 39.06 1319600

22557 ILALAR Unmodified _ILALAR_ B6TE13_MAIZE 2 328.72632 655.4381 1.3354 0.25582 1.542 49.574 49.574 2.78E-01 36.81 2944600

22558 ILALIEAGNIEPSELIADMDTQIAK Oxidation (M) _ILALIEAGNIEPSELIADM(ox)DTQIAK_ B6U4I4_MAIZE 3 895.47361 2683.399 1.2287 0.24819 1.4546 114.09 114.09 1.74E-10 38.61 251080

22559 ILALNASYFLK Unmodified _ILALNASYFLK_ B6T4G7_MAIZE 2 626.86863 1251.7227 0.41192 0.3002 0.68159 98.544 98.544 3.83E-01 6.21 426350

22560 ILALNASYFLK Unmodified _ILALNASYFLK_ B6T4G7_MAIZE 2 626.86863 1251.7227 0.40395 -0.010039 0.36327 98.232 98.232 1.00E+00 3.59 223070

22561 ILALNASYFLK Unmodified _ILALNASYFLK_ B6T4G7_MAIZE 2 626.86863 1251.7227 0.33555 0.46976 0.77366 100.26 100.26 1.47E-01 30.28 103390

22562 ILASGVHVVVGTPGR Unmodified _ILASGVHVVVGTPGR_ B4FBK3_MAIZE 3 487.95606 1460.8463 -0.034012 0.06451 0.049395 60.301 60.301 4.44E-04 46.58 2256800

22563 ILASGVHVVVGTPGR Unmodified _ILASGVHVVVGTPGR_ B4FBK3_MAIZE 2 731.43045 1460.8463 0.78786 0.066563 0.87319 60.296 60.296 1.02E-23 72.95 959840

22564 ILASGVHVVVGTPGR Unmodified _ILASGVHVVVGTPGR_ B4FBK3_MAIZE 2 731.43045 1460.8463 0.75104 -0.28717 0.48319 61.066 61.066 6.53E-30 88.73 222630

22565 ILASGVHVVVGTPGR Unmodified _ILASGVHVVVGTPGR_ B4FBK3_MAIZE 2 731.43045 1460.8463 0.78294 -0.077678 0.72382 62.229 62.229 7.01E-11 78.12 265350

22566 ILASGVHVVVGTPGR Unmodified _ILASGVHVVVGTPGR_ B4FBK3_MAIZE 3 487.95606 1460.8463 -0.036428 0.020159 0.0032143 61.634 61.634 2.00E-02 32.07 1028600

22567 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.94322 -0.013167 0.90622 41.707 41.707 4.46E-01 17.78 3786200

22568 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.82673 -0.025525 0.77742 41.487 41.487 7.83E-01 22.16 1653400

22569 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.94652 -0.10497 0.81869 43.933 43.933 1.00E+00 12.99 2512200

22570 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.88041 0.19465 1.0513 43.271 43.271 1.00E+00 21.05 1233700

22571 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.71562 -0.052454 0.63879 43.921 43.921 8.04E-02 38.76 10799000

22572 ILATGIK Unmodified _ILATGIK_ MTHR1_MAIZE 2 358.23926 714.46398 0.97819 -0.33813 0.61655 43.634 43.634 7.83E-01 19.27 336210

22573 ILATPGAHQAPCCYDALGAR Unmodified _ILATPGAHQAPCCYDALGAR_ B4F9T3_MAIZE 3 714.67882 2141.0146 0.71561 -0.64593 0.06939 64.695 64.695 2.57E-09 50.51 1361400

22574 ILCASELIGSVIGK Unmodified _ILCASELIGSVIGK_ B4FG12_MAIZE 2 730.41307 1458.8116 0.79507 0.30671 1.092 107.77 107.77 2.00E-19 77.18 188700

22575 ILCASELIGSVIGK Unmodified _ILCASELIGSVIGK_ B4FG12_MAIZE 2 730.41307 1458.8116 0.76548 0.32166 1.0783 107.78 107.78 7.64E-09 38.06 694720

22576 ILDAGLPLEPYEWYLDLR Unmodified _ILDAGLPLEPYEWYLDLR_ B6SVU1_MAIZE 2 1088.5699 2175.1252 1.0754 0.094814 1.1517 125.73 125.73 3.87E-04 43.91 360720

22577 ILDAGLPLEPYEWYLDLR Unmodified _ILDAGLPLEPYEWYLDLR_ B6SVU1_MAIZE 2 1088.5699 2175.1252 1.2095 0.17356 1.3648 126.05 126.05 1.18E-19 56.82 519420

22578 ILDAGLPLEPYEWYLDLR Unmodified _ILDAGLPLEPYEWYLDLR_ B6SVU1_MAIZE 2 1088.5699 2175.1252 1.2819 0.16394 1.4273 126.43 126.43 4.65E-12 51.21 572860

22579 ILDEDHYGLSDVK Unmodified _ILDEDHYGLSDVK_ LONH2_MAIZE 3 501.91571 1502.7253 -0.037373 -0.50341 -0.5451 66.346 66.346 1.41E-02 13.72 701640

22580 ILDFVGQSK Unmodified _ILDFVGQSK_ B6TIV5_MAIZE 2 503.78202 1005.5495 0.0087602 0.11258 0.12386 66.702 66.702 1.12E-01 15.82 551570

22581 ILDFVGQSK Unmodified _ILDFVGQSK_ B6TIV5_MAIZE 2 503.78202 1005.5495 -0.033258 0.008758 -0.021202 68.214 68.214 1.01E-02 24.33 1681500

22582 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.52171 -0.045483 0.4628 57.767 57.767 1.17E-04 25.41 3497000

22583 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.50876 -0.35779 0.1381 57.923 57.923 2.14E-09 31.63 4257600

22584 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 2 1000.9546 1999.8946 1.1761 0.001732 1.1653 57.923 57.923 4.15E-45 53.05 378660

22585 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.49154 -0.37293 0.1066 59.538 59.538 4.16E-19 45.94 9188500

22586 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 2 1000.9546 1999.8946 1.1643 0.1871 1.3381 59.54 59.54 4.44E-30 47.73 693920

22587 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.56215 -0.46443 0.085826 66.706 66.706 7.00E-02 11.07 889930

22588 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.48949 -0.20584 0.27158 58.908 58.908 4.24E-16 44.71 5471400

22589 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.40387 -0.24284 0.14876 59.381 59.381 4.24E-16 51.68 21048000
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22590 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 2 1000.9546 1999.8946 1.2107 0.08318 1.2815 59.362 59.362 1.39E-52 73.42 1988300

22591 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.44878 -0.34466 0.091729 59.561 59.561 4.14E-12 46.01 33734000

22592 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 2 1000.9546 1999.8946 1.1701 0.11086 1.2682 59.55 59.55 3.04E-19 48.25 2759800

22593 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.49666 -0.21165 0.27257 59.907 59.907 1.36E-03 26.41 1234600

22594 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.51781 -0.63423 -0.12839 58.233 58.233 1.10E-02 25.25 645390

22595 ILDGSNSDIGANSYHMYK Oxidation (M) _ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 667.6388 1999.8946 0.54433 -0.38887 0.14379 60.787 60.787 9.24E-03 28.4 208770

22596 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.45652 -0.29764 0.14393 65.203 65.203 4.78E-07 47.66 19305000

22597 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 2 992.9571 1983.8996 1.1826 -0.10509 1.0624 65.203 65.203 4.65E-12 94.29 2392300

22598 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.4852 -0.4393 0.031065 65.684 65.684 4.78E-07 48.83 3300200

22599 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 2 992.9571 1983.8996 1.1683 -0.052182 1.101 65.692 65.692 3.54E-16 73.56 291850

22600 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.47684 -0.37531 0.086792 66.708 66.708 6.36E-03 42.01 6375800

22601 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 2 992.9571 1983.8996 1.1745 0.058681 1.2182 66.704 66.704 1.77E-34 91.27 498800

22602 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.48339 -0.41299 0.056511 66.173 66.173 1.17E-04 41.62 3010300

22603 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.39704 -0.37083 0.011796 66.393 66.393 6.36E-03 24.78 10938000

22604 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 2 992.9571 1983.8996 1.2202 -0.17525 1.0307 66.398 66.398 8.00E-45 96.13 833090

22605 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 662.30716 1983.8996 0.41785 -0.50888 -0.10529 66.632 66.632 4.78E-07 42.52 50290000

22606 ILDGSNSDIGANSYHMYK Unmodified _ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 2 992.9571 1983.8996 1.1772 -0.10715 1.0552 66.63 66.63 1.18E-19 84.23 4025000

22607 ILDGSNSDIGANSYHMYK Acetyl (Protein N-term),Oxidation (M) _(ac)ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 681.64232 2041.9051 0.61662 0.16618 0.76679 75.414 75.414 1.10E-02 13.66 543060

22608 ILDGSNSDIGANSYHMYK Acetyl (Protein N-term),Oxidation (M) _(ac)ILDGSNSDIGANSYHM(ox)YK_ BGLC_MAIZE 3 681.64232 2041.9051 0.61891 -0.047461 0.55634 75.905 75.905 9.24E-03 15.44 1013800

22609 ILDGSNSDIGANSYHMYK Acetyl (Protein N-term) _(ac)ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 676.31068 2025.9102 0.66706 0.12084 0.77063 83.236 83.236 1.43E-01 4.89 368810

22610 ILDGSNSDIGANSYHMYK Acetyl (Protein N-term) _(ac)ILDGSNSDIGANSYHMYK_ BGLC_MAIZE 3 676.31068 2025.9102 0.59871 -0.49222 0.090016 84.129 84.129 2.57E-01 12.07 1049500

22611 ILDHGEAGDNVGLLLR Unmodified _ILDHGEAGDNVGLLLR_ B4FH57_MAIZE 3 564.64069 1690.9002 0.14254 0.081516 0.21697 78.078 78.078 7.63E-01 9.96 1154400

22612 ILDHGEAGDNVGLLLR Unmodified _ILDHGEAGDNVGLLLR_ B4FH57_MAIZE 2 846.45739 1690.9002 1.066 -0.26443 0.79508 79.168 79.168 7.73E-25 71.26 846740

22613 ILDHGEAGDNVGLLLR Unmodified _ILDHGEAGDNVGLLLR_ B4FH57_MAIZE 3 564.64069 1690.9002 0.038589 0.009893 0.042478 78.954 78.954 1.05E-01 20.66 3175000

22614 ILDHGEAGDNVGLLLR Unmodified _ILDHGEAGDNVGLLLR_ B4FH57_MAIZE 2 846.45739 1690.9002 1.0855 0.044194 1.1238 78.927 78.927 7.73E-25 85.18 634450

22615 ILDLSQNHLTTVPEGIK Unmodified _ILDLSQNHLTTVPEGIK_ B6TRI3_MAIZE 3 626.68255 1877.0258 0.38925 -0.17738 0.20676 79.719 79.719 4.33E-01 10.33 321210

22616 ILDVLAFK Unmodified _ILDVLAFK_ B6U285_MAIZE 2 459.78658 917.5586 0.064969 0.12547 0.17858 89.836 89.836 3.77E-01 19.2 75359

22617 ILDVLAFK Unmodified _ILDVLAFK_ B6U285_MAIZE 2 459.78658 917.5586 -0.059268 0.24212 0.16962 89.657 89.657 3.77E-01 25.36 498290

22618 ILDVLAFK Unmodified _ILDVLAFK_ B6U285_MAIZE 2 459.78658 917.5586 -0.070952 0.084715 0.001589 89.688 89.688 1.90E-02 46.02 2278900

22619 ILDVLAFK Unmodified _ILDVLAFK_ B6U285_MAIZE 2 459.78658 917.5586 -0.15017 0.30652 0.14319 91.14 91.14 2.92E-02 24.93 79916

22620 ILDVVALK Unmodified _ILDVVALK_ B4FK63_MAIZE 2 435.78658 869.5586 0.1513 -0.12798 0.011266 72.334 72.334 1.00E+00 9.63 278890

22621 ILDVVALK Unmodified _ILDVVALK_ B4FK63_MAIZE 2 435.78658 869.5586 0.048492 0.45031 0.48625 72.693 72.693 5.06E-02 41.27 2318700

22622 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0538 -0.17537 0.8622 83.834 83.834 8.98E-47 97.08 6422500

22623 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0619 0.28711 1.3338 85.69 85.69 1.26E-03 57.29 62792
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22624 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0603 0.096297 1.1405 84.264 84.264 2.40E-39 100.8 1132500

22625 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0597 -0.16546 0.87907 84.669 84.669 2.40E-39 92.97 976300

22626 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0422 -0.04069 0.98561 84.355 84.355 1.04E-33 77.63 1119100

22627 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.1075 0.045323 1.1368 84.09 84.09 8.98E-47 94.11 645250

22628 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.1311 -0.14666 0.96839 84.65 84.65 1.12E-07 50.18 347410

22629 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 1.0823 0.003543 1.0704 84.374 84.374 1.56E-01 9.7 373790

22630 ILDVVYNASNNELVR Unmodified _ILDVVYNASNNELVR_ B4FE90_MAIZE 2 859.95723 1717.8999 0.99024 0.014216 0.98895 84.111 84.111 2.40E-39 88.47 2405300

22631 ILDWADIVNAHIVPGPGIVDGLK Unmodified _ILDWADIVNAHIVPGPGIVDGLK_ B4G0S0_MAIZE 3 804.78104 2411.3213 0.91224 0.60283 1.5168 122.26 122.26 5.17E-06 32.15 1535500

22632 ILDWADIVNAHIVPGPGIVDGLK Unmodified _ILDWADIVNAHIVPGPGIVDGLK_ B4G0S0_MAIZE 3 804.78104 2411.3213 0.9337 -0.029544 0.90634 123.16 123.16 4.10E-06 30.24 313700

22633 ILDWADIVNAHIVPGPGIVDGLK Unmodified _ILDWADIVNAHIVPGPGIVDGLK_ B4G0S0_MAIZE 3 804.78104 2411.3213 0.98133 -0.066447 0.91724 124.8 124.8 2.49E-15 49.62 1104200

22634 ILDWEK Unmodified _ILDWEK_ B6SZD6_MAIZE 2 402.21853 802.4225 0.38472 0.40066 0.76001 59.644 59.644 5.26E-01 16.91 2726700

22635 ILDWEK Unmodified _ILDWEK_ B6SZD6_MAIZE 2 402.21853 802.4225 0.23676 0.14293 0.35455 59.986 59.986 2.64E-01 15.85 1329900

22636 ILDWEK Unmodified _ILDWEK_ B6SZD6_MAIZE 2 402.21853 802.4225 0.32618 0.11613 0.41626 61.672 61.672 2.64E-01 20.93 3930300

22637 ILDWEK Unmodified _ILDWEK_ B6SZD6_MAIZE 2 402.21853 802.4225 0.24355 -0.1543 0.064357 61.005 61.005 5.26E-01 19.07 10765000

22638 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 0.014978 -0.10913 -0.1157 35.91 35.91 3.13E-03 56.88 2586700

22639 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.11591 0.078417 -0.058656 35.42 35.42 1.12E-01 32.43 39736

22640 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.0085892 -0.12343 -0.15275 37.579 37.579 3.13E-03 56.7 2158200

22641 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.26653 36.731 36.731 2.19E-04 58.3

22642 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.14838 -0.20344 -0.3731 37.498 37.498 3.21E-03 56.88 8770800

22643 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.069112 -0.25946 -0.34867 37.536 37.536 1.00E+00 11.99 197930

22644 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 -0.07205 -0.083656 -0.1772 38.424 38.424 1.12E-01 26.16 637990

22645 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 0.23586 -0.28481 -0.069227 20.268 20.268 1.00E+00 4.9 3426.5

22646 ILEAAGDGR Unmodified _ILEAAGDGR_ MTHR1_MAIZE 2 451.24052 900.46649 0.028292 0.39484 0.40012 35.601 35.601 1.01E-02 37.3 167530

22647 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 1.1128 0.060741 1.1241 46.269 46.269 2.64E-01 27.84 13532000

22648 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 1.0386 0.28618 1.2756 45.493 45.493 5.26E-01 21.67 2068700

22649 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 -0.36911 48.375 48.375 7.51E-02 29.47

22650 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 1.1852 -0.12243 1.0147 48.237 48.237 2.64E-01 26.21 701320

22651 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 1.1354 -0.1271 0.95944 49.167 49.167 5.26E-01 26.25 780840

22652 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 1.14 -0.16785 0.92424 46.565 46.565 9.46E-01 18.35 2822200

22653 ILEAIK Unmodified _ILEAIK_ B4F7Y1_MAIZE 2 343.72599 685.43743 0.93898 -0.58538 0.30581 62.624 62.624 1.00E+00 5.08 183420

22654 ILEALAAQR Unmodified _ILEALAAQR_ B4FYA8_MAIZE 2 492.79547 983.57638 -0.014226 0.17593 0.11951 61.456 61.456 1.63E-07 74.84 550700

22655 ILEALFTR Unmodified _ILEALFTR_ B6SVM0_MAIZE 2 481.78711 961.55967 0.0128 0.023661 0.015582 84.844 84.844 1.00E+00 10.59 196160

22656 ILEALFTR Unmodified _ILEALFTR_ B6SVM0_MAIZE 2 481.78711 961.55967 -0.14833 -0.016159 -0.186 85.216 85.216 3.48E-02 56.39 113560

22657 ILEALFTR Unmodified _ILEALFTR_ B6SVM0_MAIZE 2 481.78711 961.55967 -0.0096281 -0.069925 -0.10089 85.697 85.697 2.92E-02 38.52 154610
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22658 ILEALFTR Unmodified _ILEALFTR_ B6SVM0_MAIZE 2 481.78711 961.55967 -0.02825 -0.028405 -0.077895 85.361 85.361 2.34E-03 57.06 384010

22659 ILEALFTR Unmodified _ILEALFTR_ B6SVM0_MAIZE 2 481.78711 961.55967 -0.022207 -0.20863 -0.25166 85.123 85.123 3.77E-01 24.03 128800

22666 ILEDKPDLSR Unmodified _ILEDKPDLSR_ B4FU71_MAIZE 3 395.88731 1184.6401 0.25264 0.090472 0.31985 30.794 30.794 1.00E+00 3.76 22661

22667 ILEDKPDLSR Unmodified _ILEDKPDLSR_ B4FU71_MAIZE 3 395.88731 1184.6401 0.24738 0.47474 0.69851 51.012 51.012 3.83E-02 29.07 490650

22668 ILEEEDPGWYSR Unmodified _ILEEEDPGWYSR_ B6U8G5_MAIZE 2 747.34899 1492.6834 0.78056 -0.21321 0.5487 73.035 73.035 2.05E-12 80.21 1810200

22669 ILEFIAVGK Unmodified _ILEFIAVGK_ LONH2_MAIZE 2 495.30514 988.59572 -0.16619 0.050396 -0.13093 84.29 84.29 9.73E-03 26 254070

22670 ILEFIAVGK Unmodified _ILEFIAVGK_ LONH2_MAIZE 2 495.30514 988.59572 -0.031347 -0.020181 -0.066607 84.676 84.676 9.73E-03 27.28 487820

22671 ILEGLLR Unmodified _ILEGLLR_ B6TIN9_MAIZE 2 407.26327 812.51199 0.38269 0.041636 0.39119 73.795 73.795 1.00E+00 14.86 263800

22672 ILEGLLR Unmodified _ILEGLLR_ B6TIN9_MAIZE 2 407.26327 812.51199 0.16357 0.26536 0.39594 77.724 77.724 4.49E-02 31.25 53705

22673 ILEGLLR Unmodified _ILEGLLR_ B6TIN9_MAIZE 2 407.26327 812.51199 0.30479 0.1579 0.42952 77.427 77.427 1.00E+00 0.89 1511800

22674 ILEGPVGATER Unmodified _ILEGPVGATER_ B6T6U2_MAIZE 2 571.31422 1140.6139 0.12752 -0.080344 0.036716 53.831 53.831 5.66E-08 56.83 555160

22675 ILEGPVGATER Unmodified _ILEGPVGATER_ B6T6U2_MAIZE 2 571.31422 1140.6139 0.096044 -0.3843 -0.29894 53.716 53.716 6.35E-09 61.56 3339600

22676 ILELCR Unmodified _ILELCR_ B6TS22_MAIZE 2 402.22583 802.4371 0.36079 0.37947 0.71697 52.837 52.837 2.78E-01 26.52 1863800

22677 ILELCR Unmodified _ILELCR_ B6TS22_MAIZE 2 402.22583 802.4371 0.35587 0.61462 0.94716 54.379 54.379 5.26E-01 11.09 492870

22678 ILELCR Unmodified _ILELCR_ B6TS22_MAIZE 2 402.22583 802.4371 0.29955 0.28177 0.55963 55.527 55.527 2.78E-01 32.94 7895300

22679 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 -0.4398 57.383 57.383 5.59E-03 39.3

22680 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 -0.34944 57.269 57.269 6.08E-08 62.55

22681 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 0.031523 -1.5982 -1.6022 59.255 59.255 4.40E-02 30.82 924660

22682 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 0.047224 0.052961 0.060604 58.432 58.432 1.25E-02 53.95 614750

22683 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 0.01279 -0.15976 -0.18628 58.985 58.985 1.25E-02 45.18 522140

22684 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 -0.0032735 -0.2488 -0.29117 59.19 59.19 3.43E-01 8.34 858140

22685 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 -0.058575 0.02928 -0.068909 59.643 59.643 5.76E-06 58.17 11553000

22686 ILENAAELGR Unmodified _ILENAAELGR_ B4F7V3_MAIZE 2 543.30111 1084.5877 -0.038858 0.11766 0.040724 60.368 60.368 1.62E-03 59.47 861950

22687 ILENLLLR Unmodified _ILENLLLR_ Q94LW1_MAIZE 2 492.31603 982.61752 -0.019272 -0.12938 -0.18974 86.762 86.762 1.90E-02 55.33 158900

22688 ILENLLLR Unmodified _ILENLLLR_ Q94LW1_MAIZE 2 492.31603 982.61752 -0.055126 0.34946 0.25394 86.457 86.457 1.90E-02 54.79 394730

22689 ILEPHLNEQEK Unmodified _ILEPHLNEQEK_ B6U0I0_MAIZE 3 450.5735 1348.6987 0.02481 0.27548 0.26896 47.516 47.516 5.15E-02 14.77 1552400

22690 ILEPHLNEQEK Unmodified _ILEPHLNEQEK_ B6U0I0_MAIZE 3 450.5735 1348.6987 -0.11711 0.13536 -0.012249 47.582 47.582 1.40E-01 16.55 532600

22691 ILEQVVNCK Unmodified _ILEQVVNCK_ B6U2K5_MAIZE 2 551.79989 1101.5852 -0.01003 0.41836 0.40309 54.279 54.279 9.73E-03 65.55 255370

22692 ILESQPEVAAATVDVEK Unmodified _ILESQPEVAAATVDVEK_ B6TVS8_MAIZE 2 899.97528 1797.936 1.0812 0.15851 1.2287 72.225 72.225 1.54E-12 89.38 89495

22693 ILESQPEVTSATVDFK Unmodified _ILESQPEVTSATVDFK_ B6TGR3_MAIZE 2 882.45672 1762.8989 1.1125 0.7775 1.8887 75.723 75.723 1.02E-04 47.53 56757

22694 ILETIGK Unmodified _ILETIGK_ B6TK61_MAIZE 2 387.242 772.46945 0.43418 0.28419 0.6944 48.72 48.72 7.83E-01 19.15 691450

22695 ILETIGK Unmodified _ILETIGK_ B6TK61_MAIZE 2 387.242 772.46945 0.5027 0.055764 0.534 48.502 48.502 8.04E-02 33.24 3746800

22696 ILETIGK Unmodified _ILETIGK_ B6TK61_MAIZE 2 387.242 772.46945 0.58501 -0.14484 0.41753 46.685 46.685 1.86E-01 33.82 399410

22697 ILETIGK Unmodified _ILETIGK_ B6TK61_MAIZE 2 387.242 772.46945 0.30516 0.19718 0.47908 49.919 49.919 7.83E-01 22.14 175640
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22698 ILEVLK Unmodified _ILEVLK_ B6UDG4_MAIZE 2 357.74164 713.46873 0.86489 0.21394 1.0458 58.982 58.982 2.64E-01 20.96 783170

22699 ILEVLK Unmodified _ILEVLK_ B6UDG4_MAIZE 2 357.74164 713.46873 0.75305 0.38311 1.1017 60.418 60.418 5.26E-01 24.21 6805900

22700 ILEVLNSDPVSNAMEYYTTFVK Oxidation (M) _ILEVLNSDPVSNAM(ox)EYYTTFVK_ B4F9F0_MAIZE 2 1275.1276 2548.2407 1.2769 0.00446 1.2751 119.18 119.18 8.70E-13 67.08 208260

22701 ILEVLR Unmodified _ILEVLR_ O50015_MAIZE 2 371.74471 741.47487 0.80668 -0.053293 0.72527 60.822 60.822 1.00E+00 17.76 381760

22702 ILEVLR Unmodified _ILEVLR_ O50015_MAIZE 2 371.74471 741.47487 0.64992 0.060214 0.68078 62.623 62.623 5.26E-01 21.87 651190

22703 ILFEEVVK Unmodified _ILFEEVVK_ B6THH7_MAIZE 2 488.78932 975.56408 -0.063098 0.083207 0.008248 77.428 77.428 3.77E-01 15.96 977120

22704 ILFENYGK Unmodified _ILFENYGK_ FPPS_MAIZE 2 492.26347 982.51238 -0.15579 0.19345 0.013811 66.326 66.326 1.00E+00 14.46 220760

22705 ILFENYGK Unmodified _ILFENYGK_ FPPS_MAIZE 2 492.26347 982.51238 0.041513 -0.4439 -0.42538 66.868 66.868 3.77E-01 13.27 295000

22706 ILFENYGK Unmodified _ILFENYGK_ FPPS_MAIZE 2 492.26347 982.51238 -0.11925 0.26039 0.11622 67.458 67.458 1.00E+00 12.34 1815100

22707 ILFISWSPDTSR Unmodified _ILFISWSPDTSR_ B6U422_MAIZE 2 711.37481 1420.7351 0.72446 0.13767 0.85933 104.46 104.46 7.72E-03 28.41 18530

22708 ILFISWSPDTSR Unmodified _ILFISWSPDTSR_ B6U422_MAIZE 2 711.37481 1420.7351 0.71654 -0.82502 -0.10913 102.7 102.7 1.98E-03 38.78 2087100

22709 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.087718 0.44243 0.51606 91.159 91.159 4.43E-05 41.46 720180

22710 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.18885 0.13641 0.31145 91.336 91.336 3.60E-06 51.73 528470

22711 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.19191 0.17697 0.35627 91.086 91.086 1.67E-02 31.38 845860

22712 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.15204 0.26471 0.40378 90.735 90.735 5.66E-08 51.42 825610

22713 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.19506 -0.14815 0.034702 91.276 91.276 3.60E-06 43.04 699520

22714 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.091169 0.40684 0.48482 90.964 90.964 3.60E-06 46.77 1807000

22715 ILFLGLDNAGK Unmodified _ILFLGLDNAGK_ B4FPT6_MAIZE 2 580.83733 1159.6601 0.053495 0.15712 0.19861 92.333 92.333 9.05E-18 69.2 5326200

22716 ILGHEAGGIVESVGEGVTELAPGDHVLPVFTGECK Unmodified _ILGHEAGGIVESVGEGVTELAPGDHVLPVFTGECK_ B6SUD1_MAIZE 4 894.2028 3572.7821 1.1097 -0.14695 0.97429 112.9 112.9 4.03E-02 41.98 1463800

22717 ILGHYASPYSHR Unmodified _ILGHYASPYSHR_ Q9ZP60_MAIZE 4 350.9322 1399.6997 1.026 -0.70115 0.30951 43.521 43.521 2.11E-01 7.28 6013200

22718 ILGHYASPYSHR Unmodified _ILGHYASPYSHR_ Q9ZP60_MAIZE 3 467.57384 1399.6997 -0.057523 0.028287 -0.044889 43.481 43.481 4.52E-03 43.76 1855500

22719 ILGLEDYGIVHQLVTSVSNVSSEYHR Unmodified _ILGLEDYGIVHQLVTSVSNVSSEYHR_ B4FE78_MAIZE 4 729.6279 2914.4825 0.79381 0.19202 0.98404 130.61 130.61 5.14E-10 25.82 1336800

22720 ILGLGDLGCQGMGIPVGK Unmodified _ILGLGDLGCQGMGIPVGK_ B6UDG4_MAIZE 2 892.9735 1783.9325 1.1266 -0.23044 0.90882 103.05 103.05 5.25E-26 62.01 787010

22721 ILGLGDLGCQGMGIPVGK Unmodified _ILGLGDLGCQGMGIPVGK_ B6UDG4_MAIZE 2 892.9735 1783.9325 1.1353 0.21912 1.3674 103.64 103.64 8.94E-06 45.69 143050

22722 ILGLGDLGCQGMGIPVGK Unmodified _ILGLGDLGCQGMGIPVGK_ B6UDG4_MAIZE 2 892.9735 1783.9325 1.2556 0.69083 1.9583 103.14 103.14 2.85E-09 47.42 509990

22723 ILGLGDLGCQGMGIPVGK Oxidation (M) _ILGLGDLGCQGM(ox)GIPVGK_ B6UDG4_MAIZE 2 900.97096 1799.9274 1.0943 1.0093 2.117 93.322 93.322 1.05E-02 21.26 257580

22724 ILGLGDLGCQGMGIPVGK Oxidation (M) _ILGLGDLGCQGM(ox)GIPVGK_ B6UDG4_MAIZE 2 900.97096 1799.9274 1.1082 -0.2052 0.91797 93.385 93.385 3.69E-03 21.99 498890

22725 ILGLGDLGCQGMGIPVGK Oxidation (M) _ILGLGDLGCQGM(ox)GIPVGK_ B6UDG4_MAIZE 2 900.97096 1799.9274 1.1095 -0.59136 0.53408 93.203 93.203 3.87E-04 21.64 288040

22726 ILGLGDLGCQGMGIPVGK Oxidation (M) _ILGLGDLGCQGM(ox)GIPVGK_ B6UDG4_MAIZE 2 900.97096 1799.9274 1.1077 -0.36423 0.75908 92.86 92.86 3.04E-19 54.03 2584300

22727 ILGLGDLGSQGMGIPVGK Oxidation (M) _ILGLGDLGSQGM(ox)GIPVGK_ Q9ZRH5_MAIZE 2 864.47165 1726.9288 1.0996 1.5053 2.6123 92.184 92.184 3.54E-16 55.65 1012700

22728 ILGLGDLGVHGIGIAIGK Unmodified _ILGLGDLGVHGIGIAIGK_ B4FAR3_MAIZE 3 568.34532 1702.0141 0.17751 0.05006 0.22967 106.72 106.72 1.00E+00 3.16 377110

22729 ILGLGDLGVHGIGIAIGK Unmodified _ILGLGDLGVHGIGIAIGK_ B4FAR3_MAIZE 3 568.34532 1702.0141 0.10094 -0.012071 0.091737 107.45 107.45 9.85E-03 36.08 161580

22730 ILGLGDLGVHGIGIAIGK Unmodified _ILGLGDLGVHGIGIAIGK_ B4FAR3_MAIZE 3 568.34532 1702.0141 0.1732 0.096358 0.27165 107.49 107.49 1.00E+00 14.64 246060

22731 ILGLGDLGVHGIGIAIGK Unmodified _ILGLGDLGVHGIGIAIGK_ B4FAR3_MAIZE 3 568.34532 1702.0141 0.14283 0.1891 0.3332 107.69 107.69 3.33E-03 33.71 601080
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22732 ILGLIPK Unmodified _ILGLIPK_ B4FI64_MAIZE 2 377.26528 752.51601 0.64648 0.30397 0.92304 69.253 69.253 4.46E-01 28.99 907510

22733 ILGSGVHVVVGTPGR Unmodified _ILGSGVHVVVGTPGR_ O24558_MAIZE 2 724.42262 1446.8307 0.76419 -0.091389 0.69811 60.781 60.781 1.60E-05 67 588350

22734 ILGSGVHVVVGTPGR Unmodified _ILGSGVHVVVGTPGR_ O24558_MAIZE 3 483.28418 1446.8307 -0.14932 0.10696 -0.016867 61.646 61.646 5.62E-02 15.4 721650

22735 ILGSGVHVVVGTPGR Unmodified _ILGSGVHVVVGTPGR_ O24558_MAIZE 2 724.42262 1446.8307 0.75089 -0.28631 0.48988 61.644 61.644 1.60E-05 81.6 135340

22736 ILGSGVHVVVGTPGR Unmodified _ILGSGVHVVVGTPGR_ O24558_MAIZE 3 483.28418 1446.8307 -0.054183 0.10911 0.07911 62.746 62.746 5.62E-02 19.31 1294600

22737 ILGSGVHVVVGTPGR Unmodified _ILGSGVHVVVGTPGR_ O24558_MAIZE 2 724.42262 1446.8307 0.77763 -0.22513 0.57848 62.461 62.461 1.12E-07 82.7 572570

22738 ILIDGEEK Unmodified _ILIDGEEK_ B4FAK8_MAIZE 2 458.75293 915.49131 -0.12352 0.37438 0.22221 46.979 46.979 1.00E+00 24.58 486710

22739 ILIDGEEK Unmodified _ILIDGEEK_ B4FAK8_MAIZE 2 458.75293 915.49131 -0.014173 0.2169 0.17272 49.544 49.544 7.88E-01 15.03 908610

22740 ILIDGEEK Unmodified _ILIDGEEK_ B4FAK8_MAIZE 2 458.75293 915.49131 -0.010876 0.18996 0.15021 48.813 48.813 1.00E+00 14.86 786600

22741 ILIDGEEK Unmodified _ILIDGEEK_ B4FAK8_MAIZE 2 458.75293 915.49131 -0.13709 -0.10851 -0.27451 49.666 49.666 5.06E-02 31.54 5492500

22742 ILIGSIMEEYNK Unmodified _ILIGSIMEEYNK_ B4FZU9_MAIZE 2 705.37088 1408.7272 0.75878 0.71307 1.4392 91.109 91.109 1.60E-02 22.65 582330

22743 ILIGSIMEEYNK Unmodified _ILIGSIMEEYNK_ B4FZU9_MAIZE 2 705.37088 1408.7272 0.69917 0.26209 0.92865 91.757 91.757 7.61E-14 51.48 2135200

22744 ILIGSIMEEYNK Unmodified _ILIGSIMEEYNK_ B4FZU9_MAIZE 2 705.37088 1408.7272 0.6493 -0.13837 0.47916 91.426 91.426 7.72E-03 34.05 4504000

22745 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.72504 0.14024 0.83576 73.541 73.541 4.56E-01 20.25 221110

22746 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.70556 0.22166 0.89781 74.218 74.218 6.74E-02 22.3 268490

22747 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.74059 0.28897 0.99967 73.139 73.139 2.62E-07 49.65 350620

22748 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.73942 0.067174 0.77719 73.853 73.853 1.11E-04 36.49 388220

22749 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.77279 0.059134 0.80186 73.099 73.099 1.60E-02 20.93 242380

22750 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.63243 -0.62872 -0.025473 73.741 73.741 1.11E-04 43.94 324180

22751 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.71277 -0.072651 0.61002 73.504 73.504 2.05E-12 59.8 2362600

22752 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.68769 -0.008078 0.64949 74.157 74.157 2.05E-12 64.66 2517100

22753 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.66048 -0.1976 0.43419 73.347 73.347 2.05E-12 63.16 7175800

22754 ILIGSIMEEYNK Oxidation (M) _ILIGSIM(ox)EEYNK_ B4FZU9_MAIZE 2 713.36834 1424.7221 0.68925 0.08877 0.74863 74.016 74.016 4.08E-13 66 6770000

22755 ILILCSPSNPTGSVYPK Unmodified _ILILCSPSNPTGSVYPK_ B4G195_MAIZE 2 923.49258 1844.9706 1.1647 -0.029853 1.132 81.608 81.608 1.54E-12 65.88 1378200

22756 ILILCSPSNPTGSVYPK Unmodified _ILILCSPSNPTGSVYPK_ B4G195_MAIZE 2 923.49258 1844.9706 1.1278 -0.02319 1.1026 82.206 82.206 1.24E-09 66.01 390340

22757 ILILCSPSNPTGSVYPK Unmodified _ILILCSPSNPTGSVYPK_ B4G195_MAIZE 2 923.49258 1844.9706 1.1405 -0.1836 0.95449 82.235 82.235 1.24E-09 54.86 538890

22758 ILILCSPSNPTGSVYPK Unmodified _ILILCSPSNPTGSVYPK_ B4G195_MAIZE 2 923.49258 1844.9706 1.1393 0.057014 1.1933 82.166 82.166 3.42E-29 73.24 1195100

22759 ILILLR Unmodified _ILILLR_ B6TRR5_MAIZE 2 370.77327 739.532 0.70779 -0.2304 0.43909 76.976 76.976 2.64E-01 33.46 12294000

22760 ILIVTR Unmodified _ILIVTR_ SUS1_MAIZE B6 2 357.74726 713.47996 0.90319 -0.079105 0.80882 49.631 49.631 5.26E-01 27.09 14654000

22761 ILIVTR Unmodified _ILIVTR_ SUS1_MAIZE B6 2 357.74726 713.47996 0.83501 -0.35791 0.46308 49.766 49.766 5.26E-01 21.98 8989400

22762 ILIVTR Unmodified _ILIVTR_ SUS1_MAIZE B6 2 357.74726 713.47996 0.90498 -0.19068 0.69952 51.95 51.95 2.64E-01 28.18 9968500

22763 ILIVTR Unmodified _ILIVTR_ SUS1_MAIZE B6 2 357.74726 713.47996 0.81191 -0.16263 0.63461 51.242 51.242 2.64E-01 28.31 14927000

22764 ILIVTR Unmodified _ILIVTR_ SUS1_MAIZE B6 2 357.74726 713.47996 0.82609 0.099984 0.90996 52.017 52.017 9.46E-01 19.3 1348300

22765 ILKEEVEK Unmodified _ILKEEVEK_ B4FDL8_MAIZE 3 329.86221 986.56481 1.4781 -0.24704 1.1911 33.361 33.361 5.41E-01 10.24 33018
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22766 ILLDDVGLR Unmodified _ILLDDVGLR_ B4FEN5_MAIZE 2 507.30312 1012.5917 0.21688 1.1297 1.3379 81.767 81.767 9.73E-03 49.35 309690

22767 ILLDGR Unmodified _ILLDGR_ B4G066_MAIZE 2 343.71341 685.41227 1.2015 -0.25004 0.93351 50.091 50.091 1.00E+00 20.01 505980

22768 ILLDGR Unmodified _ILLDGR_ B4G066_MAIZE 2 343.71341 685.41227 1.1275 0.21459 1.3237 49.896 49.896 5.26E-01 26.89 2646100

22769 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.0859 0.31015 1.3859 124.61 124.61 1.84E-07 39.36 2006600

22770 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.0847 0.4025 1.478 125.06 125.06 8.51E-10 76.03 847630

22771 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.0514 0.15322 1.1953 125.36 125.36 8.51E-10 66.34 1073100

22772 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.0848 0.018489 1.0946 125.88 125.88 2.86E-06 39.31 379060

22773 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.1014 0.13176 1.2235 125.38 125.38 8.81E-14 55.95 2323300

22774 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 2 1321.6998 2641.3851 1.2063 0.060208 1.2576 125.38 125.38 2.64E-19 108.49 714280

22775 ILLDGSPETPIDYIQVQIANVESK Unmodified _ILLDGSPETPIDYIQVQIANVESK_ B6TZX0_MAIZE 3 881.46896 2641.3851 1.0887 -0.75443 0.32635 126.32 126.32 6.07E-03 26.98 455820

22776 ILLDIADALEQNEDLIR Unmodified _ILLDIADALEQNEDLIR_ B6T989_MAIZE 2 977.52821 1953.0419 1.1696 0.16205 1.3071 122.42 122.42 4.22E-59 92.34 820850

22777 ILLDIADALEQNEDLIR Unmodified _ILLDIADALEQNEDLIR_ B6T989_MAIZE 2 977.52821 1953.0419 1.1942 0.30345 1.4726 122.83 122.83 3.33E-51 102.62 800360

22778 ILLDIADALEQNEDLIR Unmodified _ILLDIADALEQNEDLIR_ B6T989_MAIZE 2 977.52821 1953.0419 1.2095 0.26367 1.4479 123.07 123.07 3.33E-51 92.46 858460

22779 ILLDIADALEQNEDLIR Unmodified _ILLDIADALEQNEDLIR_ B6T989_MAIZE 2 977.52821 1953.0419 1.1724 0.27674 1.4246 123.17 123.17 7.78E-69 90.03 608120

22787 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.032659 0.016602 -0.056001 65.991 65.991 1.90E-02 30.15 8440900

22788 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.13624 0.1981 0.021475 68.041 68.041 1.65E-01 24.86 66478

22789 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.15937 0.26544 0.065765 66.746 66.746 1.90E-02 37.94 6842200

22790 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.065747 0.11655 0.011434 67.67 67.67 1.90E-02 33.56 12981000

22791 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.13429 -0.004695 -0.17884 67.017 67.017 2.92E-02 43.57 34002000

22792 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.0044488 0.4186 0.37349 67.488 67.488 2.92E-02 25.58 1462700

22793 ILLESAIR Unmodified _ILLESAIR_ B6SZD6_MAIZE 2 457.78711 913.55967 -0.080733 0.17603 0.053841 67.567 67.567 5.06E-02 19.74 1349100

22794 ILLGSVTNYVLSNASCPVTVVK Unmodified _ILLGSVTNYVLSNASCPVTVVK_ B4G087_MAIZE 2 1167.6405 2333.2665 1.2418 -0.022266 1.2262 112.51 112.51 4.20E-18 62.23 207960

22795 ILLGSVTNYVLSNASCPVTVVK Unmodified _ILLGSVTNYVLSNASCPVTVVK_ B4G087_MAIZE 2 1167.6405 2333.2665 1.1191 0.15466 1.28 122.53 122.53 4.20E-18 75.58 453300

22796 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 -0.015295 -0.06225 -0.077907 75.082 75.082 3.60E-06 47.69 9479800

22797 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 -0.071216 -0.047623 -0.11929 75.564 75.564 5.66E-08 66.38 2158900

22798 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 0.0066389 0.053196 0.059057 76.224 76.224 3.60E-06 49.36 1561900

22799 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 0.018131 -0.11489 -0.097236 75.843 75.843 4.43E-05 40.94 1523800

22800 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 -0.029024 0.18408 0.15369 75.785 75.785 1.67E-02 28.67 1337700

22801 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 0.022982 -0.28204 -0.25902 76.202 76.202 4.48E-03 44.99 1252800

22802 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 -0.047274 0.18451 0.13562 76.128 76.128 4.96E-02 16.98 982980

22803 ILLIGDSGVGK Unmodified _ILLIGDSGVGK_ B6TGJ7_MAIZE 2 536.32406 1070.6336 -0.091434 0.20283 0.11088 77.135 77.135 3.57E-04 43.28 2349800

22804 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1414 0.061434 1.2008 106.3 106.3 4.42E-13 85.85 3702600

22805 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 4 889.69932 3554.7682 1.103 0.17656 1.2779 106.96 106.96 1.00E+00 13.35 764510

22806 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1946 -0.094623 1.0984 107.07 107.07 1.02E-04 53.24 1073100
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22807 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1189 0.088664 1.2055 107.21 107.21 1.78E-23 71.68 1500700

22808 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 4 889.69932 3554.7682 1.0941 -0.26692 0.82559 107.3 107.3 5.81E-01 16.85 886830

22809 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1554 0.20466 1.3581 107.79 107.79 2.63E-16 64.66 866830

22810 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 4 889.69932 3554.7682 1.1059 -0.16583 0.93841 107.81 107.81 1.00E+00 9.44 552670

22811 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.2567 0.16071 1.4159 107.94 107.94 1.78E-23 80.11 862730

22812 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1864 0.18051 1.3651 108.65 108.65 1.78E-23 79.7 1733100

22813 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 4 889.69932 3554.7682 1.1545 0.069671 1.2226 108.64 108.64 8.00E-01 9.8 845940

22814 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 1185.93 3554.7682 1.1617 0.17063 1.3308 107.1 107.1 2.36E-22 84.42 13360000

22815 ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR Unmodified _ILLTSTSEVYGDPLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 4 889.69932 3554.7682 1.1067 0.051921 1.1564 107.09 107.09 3.45E-01 8.41 6389700

22816 ILLYILK Unmodified _ILLYILK_ B6SYA1_MAIZE 2 438.30186 874.58918 0.095048 0.2091 0.26469 87.484 87.484 1.86E-01 25.81 1129100

22817 ILLYILK Unmodified _ILLYILK_ B6SYA1_MAIZE 2 438.30186 874.58918 -0.066331 0.34606 0.23879 88.358 88.358 1.86E-01 14.9 454510

22818 ILLYILK Unmodified _ILLYILK_ B6SYA1_MAIZE 2 438.30186 874.58918 0.074995 0.18709 0.221 88.448 88.448 1.00E+00 2.75 351410

22819 ILLYILK Unmodified _ILLYILK_ B6SYA1_MAIZE 2 438.30186 874.58918 0.11562 -0.31983 -0.24295 88.24 88.24 1.00E+00 25.14 379770

22820 ILMELLNQMDGFDQTVNVK 2 Oxidation (M) _ILM(ox)ELLNQM(ox)DGFDQTVNVK_ B6TDT1_MAIZE 2 1120.5505 2239.0865 1.2077 0.19112 1.398 93.691 93.691 1.84E-40 92.82 563470

22821 ILMELLNQMDGFDQTVNVK 2 Oxidation (M) _ILM(ox)ELLNQM(ox)DGFDQTVNVK_ B6TDT1_MAIZE 3 747.36943 2239.0865 0.89527 0.19559 1.09 93.698 93.698 9.57E-01 0.04 370790

22822 ILMELLNQMDGFDQTVNVK 2 Oxidation (M) _ILM(ox)ELLNQM(ox)DGFDQTVNVK_ B6TDT1_MAIZE 2 1120.5505 2239.0865 1.2324 -0.57169 0.66071 94.408 94.408 1.84E-40 86.61 550720

22823 ILMELLNQMDGFDQTVNVK 2 Oxidation (M) _ILM(ox)ELLNQM(ox)DGFDQTVNVK_ B6TDT1_MAIZE 3 747.36943 2239.0865 0.95562 -0.95801 -0.00087658 94.427 94.427 5.79E-03 22.83 469890

22824 ILMELLNQMDGFDQTVNVK Oxidation (M) _ILMELLNQM(ox)DGFDQTVNVK_ B6TDT1_MAIZE 2 1112.553 2223.0915 1.2805 0.32102 1.5992 104.45 104.45 5.48E-24 76.81 360160

22825 ILMELLNQMDGFDQTVNVK Oxidation (M) _ILM(ox)ELLNQMDGFDQTVNVK_ B6TDT1_MAIZE 2 1112.553 2223.0915 1.2669 0.30302 1.5676 113.79 113.79 2.86E-31 62.32 570770

22826 ILMELLNQMDGFDQTVNVK Oxidation (M) _ILM(ox)ELLNQMDGFDQTVNVK_ B6TDT1_MAIZE 3 742.03779 2223.0915 0.85532 -0.51116 0.34298 113.77 113.77 7.64E-06 48.4 236260

22827 ILMELLNQMDGFDQTVNVK Oxidation (M) _ILM(ox)ELLNQMDGFDQTVNVK_ B6TDT1_MAIZE 2 1112.553 2223.0915 1.2187 -0.046939 1.1698 115.22 115.22 5.48E-24 75.66 570300

22828 ILMELLNQMDGFDQTVNVK Oxidation (M) _ILM(ox)ELLNQMDGFDQTVNVK_ B6TDT1_MAIZE 3 742.03779 2223.0915 0.84889 -0.14815 0.69927 115.24 115.24 7.64E-06 47.87 416220

22829 ILMELLNQMDGFDQTVNVK Unmodified _ILMELLNQMDGFDQTVNVK_ B6TDT1_MAIZE 2 1104.5556 2207.0966 1.2429 -0.12307 1.1167 122.6 122.6 5.92E-02 14.15 338050

22830 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 0.059528 0.10648 0.15604 64.637 64.637 3.60E-06 44.4 2927600

22831 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 -0.10463 0.26334 0.14888 65.719 65.719 3.60E-06 50.13 293600

22832 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 -0.015171 -0.04536 -0.071089 65.073 65.073 1.62E-12 54.86 1673800

22833 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 0.051832 0.099288 0.14057 66.258 66.258 6.12E-08 55.5 1612400

22834 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 0.068605 0.1209 0.17959 65.626 65.626 3.10E-05 60.05 1932100

22835 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 0.0087775 0.12166 0.12133 65.944 65.944 4.43E-05 41.25 1689400

22836 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 0.042494 0.21005 0.24149 66.113 66.113 4.43E-05 57.24 1197300

22837 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 -0.0023962 0.14995 0.13689 66.405 66.405 1.96E-02 28.32 1070600

22838 ILMVGLDAAGK Oxidation (M) _ILM(ox)VGLDAAGK_ B4FIX8_MAIZE 2 552.31009 1102.6056 -0.10174 0.34652 0.23545 67.349 67.349 3.82E-10 62.97 8246800

22839 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 0.0030086 -0.20533 -0.21537 74.098 74.098 9.05E-18 65.83 12016000

22840 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 -0.058799 -0.4051 -0.47487 75.462 75.462 1.00E+00 7.88 43742
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22841 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 -0.081245 -0.022089 -0.11662 74.672 74.672 4.96E-02 10.76 1356100

22842 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 0.058696 -0.066582 -0.020177 74.901 74.901 3.60E-06 45.8 701820

22843 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 0.013762 0.054403 0.054789 74.863 74.863 4.43E-05 47.05 879120

22844 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 -0.043847 0.40303 0.34525 75.206 75.206 4.96E-02 25.78 1499800

22845 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 0.013968 0.37771 0.3778 74.633 74.633 1.00E+00 21.62 592110

22846 ILMVGLDAAGK Unmodified _ILMVGLDAAGK_ B4FIX8_MAIZE 2 544.31263 1086.6107 -0.072409 -0.088243 -0.1733 76.239 76.239 6.35E-09 56.75 5031200

22847 ILNEEFAK Unmodified _ILNEEFAK_ B6SWF8_MAIZE 2 482.26092 962.5073 -0.13684 0.40164 0.22851 53.02 53.02 1.00E+00 4.82 709320

22848 ILNEEFAK Unmodified _ILNEEFAK_ B6SWF8_MAIZE 2 482.26092 962.5073 -0.073572 0.41434 0.30469 55.044 55.044 3.77E-01 17.51 1438500

22851 ILNHLINNQNEYCMEVTPK Unmodified _ILNHLINNQNEYCMEVTPK_ B4FAD9_MAIZE 3 777.38044 2329.1195 0.92698 -0.18809 0.72283 73.319 73.319 4.09E-04 36.59 2049200

22852 ILNHLINNQNEYCMEVTPK Unmodified _ILNHLINNQNEYCMEVTPK_ B4FAD9_MAIZE 3 777.38044 2329.1195 0.89292 -0.30176 0.57531 74.585 74.585 1.57E-11 38.19 3657100

22853 ILNHLINNQNEYCMEVTPK Oxidation (M) _ILNHLINNQNEYCM(ox)EVTPK_ B4FAD9_MAIZE 3 782.71208 2345.1144 0.89867 -0.057843 0.82657 67.459 67.459 1.57E-11 39.38 382360

22854 ILNHLINNQNEYCMEVTPK Oxidation (M) _ILNHLINNQNEYCM(ox)EVTPK_ B4FAD9_MAIZE 3 782.71208 2345.1144 0.91195 -0.46454 0.43444 68.205 68.205 1.57E-11 39.78 711790

22855 ILNHLINNQNEYCMEVTPK Oxidation (M) _ILNHLINNQNEYCM(ox)EVTPK_ B4FAD9_MAIZE 3 782.71208 2345.1144 0.92288 -0.39595 0.51372 67.986 67.986 1.41E-07 36.84 2948100

22856 ILNIHAPAWSGEVR Unmodified _ILNIHAPAWSGEVR_ B6TIS1_MAIZE 3 521.61945 1561.8365 -0.12323 -0.083357 -0.22235 79.049 79.049 3.01E-06 31.84 601560

22857 ILNIHAPEWSGEVR Unmodified _ILNIHAPEWSGEVR_ B6TJX4_MAIZE 3 540.95461 1619.842 -0.060919 0.07419 -0.0026669 79.815 79.815 1.83E-01 11.25 621050

22858 ILNPQIAIEHILPCIK Unmodified _ILNPQIAIEHILPCIK_ B6TLT1_MAIZE 3 624.69737 1871.0703 0.44627 -0.085558 0.34246 111.67 111.67 1.87E-02 22.93 139870

22859 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1889 -0.047539 1.1239 80.617 80.617 6.51E-76 120.37 1747600

22860 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.63987 -0.13051 0.49212 80.626 80.626 7.38E-01 8.83 1487800

22861 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.6185 -0.39096 0.20986 81.051 81.051 7.38E-01 2.11 426980

22862 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1812 0.062974 1.2268 81.053 81.053 2.39E-60 103.47 351820

22863 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.164 -0.031038 1.1153 81.542 81.542 4.46E-39 110.78 873200

22864 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.60348 -0.29539 0.29098 81.543 81.543 8.54E-03 28.1 954660

22865 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1435 0.096436 1.2219 81.242 81.242 6.51E-76 120.09 1062900

22866 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.2499 -0.097339 1.1347 80.982 80.982 6.01E-71 116.37 1040000

22867 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.64224 0.15351 0.77737 80.988 80.988 1.47E-01 13.86 1122300

22868 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.59663 -0.2496 0.32898 81.511 81.511 3.21E-04 34.96 7289500

22869 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1677 0.002695 1.1527 81.514 81.514 6.51E-76 120.9 5508900

22870 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 3 692.00447 2072.9916 0.5537 -0.39744 0.13942 81.216 81.216 3.10E-04 35.24 28701000

22871 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1597 -0.33859 0.80352 81.221 81.221 2.76E-108 114.24 36319000

22872 ILPWGDEAYAAGGSSAANAPR Unmodified _ILPWGDEAYAAGGSSAANAPR_ B4G0K5_MAIZE 2 1037.5031 2072.9916 1.1794 -0.47545 0.68702 82.368 82.368 1.08E-14 61.47 138100

22873 ILPWGPEANSSAAHAGGPHAVR Unmodified _ILPWGPEANSSAAHAGGPHAVR_ B4FUK7_MAIZE 3 732.375 2194.1032 0.74447 -0.28135 0.45483 61.601 61.601 8.39E-05 32.41 2655200

22874 ILQAILK Unmodified _ILQAILK_ B4F7Z4_MAIZE 2 399.77601 797.53747 0.33811 0.37199 0.67059 63.112 63.112 4.46E-01 14.83 1262700

22875 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 0.06362 0.24877 0.29641 56.376 56.376 4.40E-02 23.46 1081200

22876 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 -0.012023 -0.088517 -0.11597 57.43 57.43 4.40E-02 42.67 24747
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22877 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 -0.050334 0.030195 -0.035946 56.593 56.593 1.00E+00 8.34 320970

22878 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 0.047849 -0.1534 -0.12124 58.385 58.385 1.84E-04 47.57 562680

22879 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 0.067522 -0.21718 -0.16536 57.723 57.723 1.84E-04 54.47 747190

22880 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 0.032785 -0.33032 -0.31216 58.287 58.287 1.25E-02 37.14 530550

22881 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 0.045784 -0.041342 -0.010758 58.328 58.328 2.81E-03 45.19 1242900

22882 ILQEEIGGVK Unmodified _ILQEEIGGVK_ B6SSB6_MAIZE 2 543.31369 1084.6128 -0.048623 -0.07306 -0.13718 58.838 58.838 1.62E-03 52.95 13479000

22883 ILQEHRDELK Unmodified _ILQEHRDELK_ B4F861_MAIZE 3 427.57009 1279.6884 0.13338 0.006905 0.11344 34.496 34.496 1.25E-01 13.86 772310

22884 ILQEHRDELK Unmodified _ILQEHRDELK_ B4F861_MAIZE 4 320.92939 1279.6884 1.5165 -0.49165 0.99871 34.502 34.502 1.00E+00 10.93 130240

22885 ILQEHRDELK Unmodified _ILQEHRDELK_ B4F861_MAIZE 2 640.8515 1279.6884 0.5076 -0.06655 0.41506 34.505 34.505 1.45E-01 26.44 91530

22886 ILQIHSR Unmodified _ILQIHSR_ B4FBJ7_MAIZE 2 433.76397 865.51339 0.14146 -0.28862 -0.16855 36.169 36.169 8.04E-02 47.48 54712

22887 ILQIHSR Unmodified _ILQIHSR_ B4FBJ7_MAIZE 2 433.76397 865.51339 0.22224 -0.23254 -0.032944 35.321 35.321 1.86E-01 32.21 70772

22888 ILQIHSR Unmodified _ILQIHSR_ B4FBJ7_MAIZE 2 433.76397 865.51339 0.10167 0.4651 0.54421 35.745 35.745 4.49E-02 47.51 568160

22889 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.65051 -0.4958 0.12203 66.248 66.248 5.26E-01 36.71 4745400

22890 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.5554 -0.29972 0.22575 68.573 68.573 1.00E+00 19.86 17756

22891 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.51516 -0.009624 0.47153 67.349 67.349 2.64E-01 40.51 734640

22892 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.65327 -0.30098 0.32045 68.21 68.21 2.64E-01 34.44 1067000

22893 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.59822 -0.33237 0.23326 67.63 67.63 2.64E-01 35.17 1316900

22894 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.53057 0.11414 0.61275 67.878 67.878 2.64E-01 38.21 1303600

22895 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.64621 -0.36894 0.24578 67.818 67.818 2.64E-01 33.06 1461800

22896 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.63708 -0.71713 -0.1113 67.988 67.988 2.64E-01 33.61 792490

22897 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.58945 -0.57546 -0.016482 66.922 66.922 2.64E-01 36.74 13370000

22898 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.66218 0.00505 0.63572 69.533 69.533 2.64E-01 29.65 1466300

22899 ILQLLR Unmodified _ILQLLR_ B4F8K1_MAIZE 2 378.26053 754.50651 0.38803 0.060787 0.41738 69.541 69.541 1.00E+00 9.1 222020

22900 ILQNLYGGPNIVK Unmodified _ILQNLYGGPNIVK_ A3R4A6_MAIZE 2 714.9141 1427.8136 0.70404 -0.4134 0.2758 76.733 76.733 3.13E-02 19.19 679130

22901 ILQSTGR Unmodified _ILQSTGR_ B6T8X5_MAIZE 2 387.72705 773.43955 0.59874 0.28161 0.86993 25.003 25.003 7.83E-01 13.51 16110

22902 ILQSTGR Unmodified _ILQSTGR_ B6T8X5_MAIZE 2 387.72705 773.43955 0.59015 0.14443 0.72575 24.602 24.602 4.46E-01 30.4 16113

22903 ILQSTGR Unmodified _ILQSTGR_ B6T8X5_MAIZE 2 387.72705 773.43955 0.72688 0.4037 1.12 24.249 24.249 7.83E-01 22.32 14723

22905 ILSEVLGYSFFDSDK Unmodified _ILSEVLGYSFFDSDK_ B4F8E9_MAIZE 2 860.42744 1718.8403 1.0666 -0.079389 0.98613 113.47 113.47 7.01E-11 87.78 521080

22906 ILSEVLGYSFFDSDKLVEK Unmodified _ILSEVLGYSFFDSDKLVEK_ B4F8E9_MAIZE 3 730.38406 2188.1304 0.82336 0.20052 1.018 116.26 116.26 2.45E-02 24.37 168270

22907 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.84949 0.053585 0.86338 49.877 49.877 9.46E-01 23.65 1239300

22908 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.71373 0.28464 0.95794 50.021 50.021 5.26E-01 27.14 525700

22909 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.81832 0.38621 1.1625 52.179 52.179 5.26E-01 29.41 1914900

22910 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.75533 0.24213 0.95623 51.524 51.524 2.64E-01 30.97 2353400

22911 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.6507 0.12799 0.73996 52.242 52.242 5.26E-01 32.47 7095100
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22912 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.77194 -0.036167 0.69684 51.887 51.887 2.64E-01 39.87 12409000

22913 ILSLER Unmodified _ILSLER_ B6UEC0_MAIZE 2 365.72652 729.43849 0.87922 -0.23224 0.60925 50.369 50.369 1.00E+00 7.98 400580

22914 ILSLERPVLFADFAAR Unmodified _ILSLERPVLFADFAAR_ B6UEC0_MAIZE 3 606.68059 1817.02 0.30672 -0.35257 -0.060485 104.56 104.56 1.03E-03 31.15 290340

22915 ILSQDKEYFAELAVDAVLR Unmodified _ILSQDKEYFAELAVDAVLR_ B6T8X5_MAIZE 3 727.39144 2179.1525 0.81316 0.17298 0.96938 113.49 113.49 2.05E-01 28.96 486300

22916 ILSQDKEYFAELAVDAVLR Unmodified _ILSQDKEYFAELAVDAVLR_ B6T8X5_MAIZE 3 727.39144 2179.1525 0.75856 0.14443 0.88751 114.68 114.68 2.05E-01 12.85 129170

22917 ILSQDKEYFAELAVDAVLR Unmodified _ILSQDKEYFAELAVDAVLR_ B6T8X5_MAIZE 3 727.39144 2179.1525 0.78404 0.066407 0.83486 115.15 115.15 5.95E-01 4.08 180340

22918 ILSQDKEYFAELAVDAVLR Unmodified _ILSQDKEYFAELAVDAVLR_ B6T8X5_MAIZE 3 727.39144 2179.1525 0.84192 -0.088053 0.73839 118.26 118.26 9.57E-01 4.64 203710

22919 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.3156 -0.073561 0.21309 44.009 44.009 7.83E-01 18.73 229070

22920 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.38152 -0.30961 0.042683 39.543 39.543 1.00E+00 8.35 150100

22921 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.37129 -0.28637 0.054208 43.007 43.007 1.00E+00 9.97 536080

22922 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.50619 -0.51796 -0.04026 42.161 42.161 1.00E+00 9.11 228090

22923 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.50783 -0.3062 0.17286 45.575 45.575 7.83E-01 13.45 1028100

22924 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.47015 -0.40765 0.034423 44.853 44.853 7.83E-01 16.84 1262900

22925 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.42414 0.037321 0.43043 42.226 42.226 1.00E+00 9.65 1092900

22926 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.38741 -0.15636 0.20089 45.627 45.627 7.83E-01 28.3 1979900

22927 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.46728 -0.10632 0.33153 46.252 46.252 1.86E-01 23.3 3969800

22928 ILSSLSR Unmodified _ILSSLSR_ B4FXF9_MAIZE 2 388.23725 774.45995 0.27696 -0.10097 0.14606 47.004 47.004 4.46E-01 37.97 309310

22929 ILSSMSR Oxidation (M) _ILSSM(ox)SR_ B4FJX6_MAIZE 2 405.21292 808.41129 0.29498 -0.070597 0.20096 23.794 23.794 7.83E-01 9.41 5462.4

22930 ILSSMSR Oxidation (M) _ILSSM(ox)SR_ B4FJX6_MAIZE 2 405.21292 808.41129 0.32966 -0.25652 0.049458 24.813 24.813 1.00E+00 6.88 44362

22931 ILSSMSR Oxidation (M) _ILSSM(ox)SR_ B4FJX6_MAIZE 2 405.21292 808.41129 0.36413 -0.4605 -0.11848 23.847 23.847 1.00E+00 12.78 928180

22932 ILSSMSR Unmodified _ILSSMSR_ B4FJX6_MAIZE 2 397.21546 792.41637 0.43746 -0.58218 -0.17111 36.547 36.547 4.46E-01 23.94 1729800

22933 ILSSQTIDPLR Unmodified _ILSSQTIDPLR_ B6T6P3_MAIZE 2 621.85625 1241.698 0.28962 0.10589 0.38393 71.075 71.075 3.57E-04 37.28 988910

22934 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.30058 0.29421 0.56645 40.62 40.62 1.00E+00 11.7 1335800

22935 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.14598 0.10339 0.22184 40.141 40.141 7.83E-01 14.83 474460

22936 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.27689 0.053723 0.30466 42.788 42.788 7.83E-01 14.7 928150

22937 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.25673 0.055848 0.28532 42.052 42.052 7.83E-01 21.18 926420

22938 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.20764 0.11979 0.3003 42.692 42.692 1.00E+00 10.54 983020

22939 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.25386 -0.33044 -0.1021 42.491 42.491 1.86E-01 27.08 6503100

22940 ILSTINR Unmodified _ILSTINR_ B6TDT1_MAIZE 2 408.75053 815.4865 0.11714 0.42792 0.51827 44.271 44.271 1.00E+00 0.83 76519

22941 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.035249 0.21679 0.1657 67.28 67.28 1.12E-01 23.59 1375000

22942 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.15049 0.043881 -0.12142 68.842 68.842 3.39E-01 22.61 38077

22943 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.17456 0.041645 -0.1492 67.993 67.993 1.12E-01 23.47 359030

22944 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.049676 0.062046 -0.0024865 68.895 68.895 1.01E-02 29.61 365870

22945 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.022931 0.16975 0.13193 68.327 68.327 3.32E-02 26.95 409740
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22946 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.053269 0.10709 0.03769 68.531 68.531 1.01E-02 25.02 395500

22947 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.10991 0.47968 0.35371 68.892 68.892 3.32E-02 25.5 637550

22948 ILSTIPLGR Unmodified _ILSTIPLGR_ B4FTC8_MAIZE 2 485.30821 968.60187 -0.14029 -0.27433 -0.43002 67.905 67.905 3.32E-02 32.39 3802300

22949 ILSVTVR Unmodified _ILSVTVR_ B4FY48_MAIZE 2 394.25545 786.49634 0.48354 -0.043267 0.43784 62.286 62.286 4.46E-01 13.56 1029500

22950 ILTDYGFEGHPLR Unmodified _ILTDYGFEGHPLR_ Q5K097_MAIZE 3 506.59642 1516.7674 -0.035295 1.0002 0.96066 71.618 71.618 1.28E-01 11.88 961490

22951 ILTDYGFEGHPLR Unmodified _ILTDYGFEGHPLR_ Q5K097_MAIZE 3 506.59642 1516.7674 -0.10284 0.31837 0.21458 74.145 74.145 1.28E-01 16.05 28291

22952 ILTDYGFEGHPLR Unmodified _ILTDYGFEGHPLR_ Q5K097_MAIZE 3 506.59642 1516.7674 -0.11624 -0.041905 -0.15938 72.191 72.191 1.28E-01 25.5 116910

22953 ILTDYGFEGHPLR Unmodified _ILTDYGFEGHPLR_ Q5K097_MAIZE 3 506.59642 1516.7674 -0.12412 0.34192 0.2156 72.336 72.336 1.60E-02 32.47 2614200

22954 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.46501 0.0589 0.50098 12.325 12.325 4.46E-01 27.07 17466

22955 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.19534 0.3399 0.51373 10.971 10.971 1.00E+00 13.95 21003

22956 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.38272 0.14495 0.50653 11.679 11.679 4.46E-01 26.54 40856

22957 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.44032 0.011245 0.42916 12.382 12.382 1.00E+00 7.76 7780.2

22958 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.42737 0.013459 0.41983 10.537 10.537 4.46E-01 22.65 13981

22959 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.39206 0.12596 0.49557 12.833 12.833 4.46E-01 16.92 106780

22960 ILTHNSK Unmodified _ILTHNSK_ B6T9P0_MAIZE 2 406.73488 811.4552 0.34894 0.27345 0.59903 11.332 11.332 1.00E+00 6.59 11860

22961 ILTSAGVTMIEGAGSLVDAHTVEVSQPDGSK Unmodified _ILTSAGVTMIEGAGSLVDAHTVEVSQPDGSK_ B4FWU6_MAIZE 3 1023.8518 3068.5336 1.2538 0.006298 1.2661 103.45 103.45 4.68E-06 30.27 420640

22962 ILTSAGVTMIEGAGSLVDAHTVEVSQPDGSK Oxidation (M) _ILTSAGVTM(ox)IEGAGSLVDAHTVEVSQPDGSK_ B4FWU6_MAIZE 3 1029.1834 3084.5285 1.1774 -0.32607 0.8592 89.008 89.008 1.11E-08 39.51 212850

22963 ILTSDDR Unmodified _ILTSDDR_ B4FRH5_MAIZE 2 410.21397 818.4134 0.42768 -0.84306 -0.42146 29.578 29.578 1.00E+00 4.85 53199

22964 ILTSDDR Unmodified _ILTSDDR_ B4FRH5_MAIZE 2 410.21397 818.4134 0.34383 -0.27621 0.060606 30.514 30.514 4.46E-01 21.88 55030

22965 ILTSDDR Unmodified _ILTSDDR_ B4FRH5_MAIZE 2 410.21397 818.4134 0.31632 -0.11504 0.19428 29.951 29.951 4.46E-01 24.83 83264

22966 ILTSDDR Unmodified _ILTSDDR_ B4FRH5_MAIZE 2 410.21397 818.4134 0.22222 -0.98209 -0.76582 30.339 30.339 1.00E+00 16.06 32059

22967 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 1.1284 -0.37262 0.71841 33.439 33.439 9.39E-03 36.38 457920

22968 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 0.96613 -0.25737 0.70276 32.236 32.236 2.35E-02 26.1 344740

22969 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 1.13 -0.35697 0.76582 34.928 34.928 2.35E-02 29.97 261900

22970 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 2 523.79566 1045.5768 0.035779 -0.15038 -0.12208 34.93 34.93 3.32E-02 30.68 97921

22971 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 2 523.79566 1045.5768 0.067759 -0.25881 -0.19817 34.028 34.028 1.12E-01 25.18 69007

22972 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 1.0377 -0.15462 0.8752 34.74 34.74 8.40E-02 33.36 115660

22973 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 1.1354 -0.12909 1.0006 34.812 34.812 2.35E-02 25.5 270390

22974 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 2 523.79566 1045.5768 0.052099 -0.21326 -0.16789 34.807 34.807 1.01E-02 28.36 164890

22975 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 3 349.53287 1045.5768 1.0672 -0.21103 0.84986 35.585 35.585 2.35E-02 30.2 2029500

22976 ILTSDDRVK Unmodified _ILTSDDRVK_ B4FRH5_MAIZE 2 523.79566 1045.5768 -0.07048 -0.15269 -0.22987 35.582 35.582 1.01E-02 32.24 554810

22977 ILTSLLKPGGGEYGK Unmodified _ILTSLLKPGGGEYGK_ B6SRL2_MAIZE 3 511.62761 1531.861 0.0041249 -1.0826 -1.0877 66.955 66.955 1.00E+00 1.37 751200

22978 ILTSLLKPGGGEYGK Unmodified _ILTSLLKPGGGEYGK_ B6SRL2_MAIZE 3 511.62761 1531.861 -0.20873 -0.30596 -0.52477 68.065 68.065 1.73E-01 6.08 393350

22979 ILTSLLKPGGGEYGK Unmodified _ILTSLLKPGGGEYGK_ B6SRL2_MAIZE 3 511.62761 1531.861 -0.046641 -0.68811 -0.74477 68.773 68.773 7.18E-01 7.97 437530
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22980 ILTSLLKPGGGEYGK Unmodified _ILTSLLKPGGGEYGK_ B6SRL2_MAIZE 3 511.62761 1531.861 -0.091041 -0.822 -0.92305 68.263 68.263 9.83E-03 16.37 860030

22981 ILTSLLKPGGGEYGK Unmodified _ILTSLLKPGGGEYGK_ B6SRL2_MAIZE 2 766.93777 1531.861 0.89965 -0.31608 0.57272 68.251 68.251 1.65E-02 29.76 182290

22982 ILTTSPDENGK Unmodified _ILTTSPDENGK_ B6UBJ6_MAIZE 2 587.80114 1173.5877 0.15576 0.021756 0.1692 39.912 39.912 1.67E-02 29.92 1017600

22983 ILVANTAMDTDK Oxidation (M) _ILVANTAM(ox)DTDK_ B6T8X5_MAIZE 2 654.32921 1306.6439 0.58736 -0.92077 -0.33682 44.722 44.722 1.85E-01 13.52 8790.8

22984 ILVANTAMDTDK Oxidation (M) _ILVANTAM(ox)DTDK_ B6T8X5_MAIZE 2 654.32921 1306.6439 0.47998 -0.49451 -0.019618 46.809 46.809 1.68E-09 59.89 390470

22985 ILVANTAMDTDK Oxidation (M) _ILVANTAM(ox)DTDK_ B6T8X5_MAIZE 2 654.32921 1306.6439 0.51113 -2.1605 -1.6515 46.663 46.663 7.72E-03 39.49 909760

22986 ILVANTAMDTDK Unmodified _ILVANTAMDTDK_ B6T8X5_MAIZE 2 646.33175 1290.649 0.49607 0.10593 0.593 58.018 58.018 2.00E-01 20.94 946300

22987 ILVANTAMDTDKVK Unmodified _ILVANTAMDTDKVK_ B6T8X5_MAIZE 3 506.94472 1517.8123 -0.044442 -0.61538 -0.66678 57.189 57.189 6.14E-02 35.97 1475500

22988 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 -0.0046655 0.019759 0.016524 73.402 73.402 1.62E-03 37.38 2806900

22989 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 -0.11623 0.15548 0.041017 74.652 74.652 2.81E-03 40.99 113250

22990 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 -0.084464 0.23412 0.14982 73.902 73.902 5.76E-06 77.16 1528000

22991 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 -0.0096403 0.11769 0.10875 74.578 74.578 3.43E-01 8.46 1727200

22992 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 0.0068479 0.011594 0.01989 74.14 74.14 1.62E-03 34.5 427050

22993 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 -0.035746 0.11636 0.080969 74.573 74.573 3.43E-01 10.3 3413400

22994 ILVATDLVGR Unmodified _ILVATDLVGR_ B6TE13_MAIZE 2 528.82422 1055.6339 0.00071488 -1.1051 -1.1005 73.87 73.87 1.25E-02 62.2 168630

22995 ILVDGEEK Unmodified _ILVDGEEK_ B6TNF1_MAIZE 2 451.74511 901.47566 0.025179 0.36914 0.37535 40.091 40.091 3.77E-01 17.14 2201700

22996 ILVDGEEK Unmodified _ILVDGEEK_ B6TNF1_MAIZE 2 451.74511 901.47566 -0.14354 0.1797 0.017871 42.094 42.094 2.92E-02 43.75 8437700

22997 ILVDGEEK Unmodified _ILVDGEEK_ B6TNF1_MAIZE 2 451.74511 901.47566 0.015586 0.17687 0.17505 42.018 42.018 5.06E-02 28.07 644030

22998 ILVDGEEK Unmodified _ILVDGEEK_ B6TNF1_MAIZE 2 451.74511 901.47566 0.033434 0.53986 0.55528 40.071 40.071 1.00E+00 10.97 428800

22999 ILVDGEEKK Unmodified _ILVDGEEKK_ B6TNF1_MAIZE 3 344.19748 1029.5706 1.1565 -0.31052 0.8244 33.749 33.749 8.40E-02 26.64 119530

23000 ILVDHSIVESFAQGGR Unmodified _ILVDHSIVESFAQGGR_ INV1_MAIZE 3 576.64069 1726.9002 0.10217 -0.12165 -0.016735 86.622 86.622 1.00E+00 14.08 40262

23001 ILVDHSIVESFAQGGR Unmodified _ILVDHSIVESFAQGGR_ INV1_MAIZE 3 576.64069 1726.9002 0.12922 0.084294 0.21597 83.05 83.05 1.67E-02 32.78 1708300

23002 ILVDHSIVESFAQGGR Unmodified _ILVDHSIVESFAQGGR_ INV1_MAIZE 2 864.45739 1726.9002 1.1412 -0.28631 0.85788 83.056 83.056 4.21E-20 82.03 327090

23003 ILVDHSIVESFAQGGR Unmodified _ILVDHSIVESFAQGGR_ INV1_MAIZE 3 576.64069 1726.9002 0.07308 0.025879 0.10086 85.06 85.06 8.78E-05 39.86 1190300

23004 ILVDHSIVESFAQGGR Unmodified _ILVDHSIVESFAQGGR_ INV1_MAIZE 2 864.45739 1726.9002 1.0385 -0.01871 1.023 85.064 85.064 5.87E-44 107.21 214350

23005 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.56759 0.24977 0.79204 58.373 58.373 7.83E-01 13.96 2145700

23006 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.45478 0.37951 0.81123 59.644 59.644 1.00E+00 10.92 13043

23007 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.41975 0.42664 0.82172 58.669 58.669 1.00E+00 31.95 745440

23008 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.52679 -0.13379 0.99539 60.293 60.293 1.86E-01 30.83 1389000

23009 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.52024 0.36974 0.86596 46.118 46.118 4.46E-01 17.69 605480

23010 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.52138 0.59038 1.0865 59.563 59.563 4.49E-02 33.65 703300

23011 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.39745 0.43239 0.80443 46.82 46.82 4.46E-01 29.99 2997400

23012 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.39738 0.72311 1.0967 60.141 60.141 4.46E-01 33.29 3200600

23013 ILVDIAK Unmodified _ILVDIAK_ B4FBP0_MAIZE 2 386.25237 770.49019 0.62272 -0.072862 0.52589 58.859 58.859 1.00E+00 21.09 362940
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23014 ILVFDEADHMLAEDGFR Unmodified _ILVFDEADHMLAEDGFR_ B6SLS0_MAIZE 3 659.98401 1976.9302 0.4651 0.12525 0.58662 112.66 112.66 1.19E-01 17.16 84023

23015 ILVLAAK Unmodified _ILVLAAK_ B6TJR6_MAIZE 2 364.25746 726.50036 0.74355 0.12974 0.83761 52.385 52.385 4.49E-02 43.09 394860

23016 ILVLGLDNAGK Unmodified _ILVLGLDNAGK_ B4F8B0_MAIZE 2 556.83733 1111.6601 0.096426 -0.081223 0.0025894 76.545 76.545 3.57E-04 24.87 812060

23017 ILVLGLDNAGK Unmodified _ILVLGLDNAGK_ B4F8B0_MAIZE 2 556.83733 1111.6601 -0.030364 0.010854 -0.032614 77.978 77.978 4.43E-05 60.64 41530

23018 ILVLGLDNAGK Unmodified _ILVLGLDNAGK_ B4F8B0_MAIZE 2 556.83733 1111.6601 -0.010074 0.30434 0.28026 78.566 78.566 4.48E-03 18.4 729610

23019 ILVNAWFLANDPK Unmodified _ILVNAWFLANDPK_ B4FQS9_MAIZE 2 750.9141 1499.8136 0.89423 0.083027 0.96228 101.14 101.14 6.20E-03 22.8 803860

23020 ILVNAWFLANDPK Unmodified _ILVNAWFLANDPK_ B4FQS9_MAIZE 2 750.9141 1499.8136 0.83464 -0.21311 0.60699 101.64 101.64 4.68E-05 32.06 442380

23021 ILVNAWFLANDPK Unmodified _ILVNAWFLANDPK_ B4FQS9_MAIZE 2 750.9141 1499.8136 1.0806 1.0655 2.1303 101.14 101.14 4.68E-05 35.67 287240

23022 ILVNAWFLANDPK Unmodified _ILVNAWFLANDPK_ B4FQS9_MAIZE 2 750.9141 1499.8136 0.8438 -1.5326 -0.70082 101.59 101.59 2.50E-15 51.35 1049500

23023 ILVPLPEGEAR Unmodified _ILVPLPEGEAR_ B4FSH3_MAIZE 2 597.34806 1192.6816 0.21902 -0.10868 0.09049 72.632 72.632 7.60E-01 7.6 437420

23024 ILVPLPEGEAR Unmodified _ILVPLPEGEAR_ B4FSH3_MAIZE 2 597.34806 1192.6816 0.25371 0.2463 0.4781 73.823 73.823 7.60E-01 2.2 251790

23025 ILVPLPEGEAR Unmodified _ILVPLPEGEAR_ B4FSH3_MAIZE 2 597.34806 1192.6816 0.30657 0.69981 0.98509 73.366 73.366 1.00E+00 7.73 213960

23026 ILVPLPEGEAR Unmodified _ILVPLPEGEAR_ B4FSH3_MAIZE 2 597.34806 1192.6816 0.2236 0.53564 0.73715 73.792 73.792 1.67E-02 23.5 1222300

23027 ILVPLPEGEAR Unmodified _ILVPLPEGEAR_ B4FSH3_MAIZE 2 597.34806 1192.6816 0.14893 -0.36959 -0.24127 73.844 73.844 7.60E-01 11.23 1545200

23028 ILVQEGIYEK Unmodified _ILVQEGIYEK_ B4FYG3_MAIZE 2 596.33462 1190.6547 0.24073 -0.043408 0.17443 60.991 60.991 2.81E-03 33.24 590680

23029 ILVQEGIYEK Unmodified _ILVQEGIYEK_ B4FYG3_MAIZE 2 596.33462 1190.6547 0.21994 0.31657 0.51319 61.385 61.385 4.40E-02 36.28 213250

23030 ILVQEGIYEK Unmodified _ILVQEGIYEK_ B4FYG3_MAIZE 2 596.33462 1190.6547 0.23973 0.31887 0.5355 62.843 62.843 2.81E-03 32.83 322550

23031 ILVQEGIYEK Unmodified _ILVQEGIYEK_ B4FYG3_MAIZE 2 596.33462 1190.6547 0.31299 -1.0663 -0.77479 62.161 62.161 1.84E-04 52.32 290760

23032 ILVQEGIYEK Unmodified _ILVQEGIYEK_ B4FYG3_MAIZE 2 596.33462 1190.6547 0.19755 0.15343 0.32851 62.725 62.725 1.84E-04 59.68 2087100

23033 ILVQTTGLEPER Unmodified _ILVQTTGLEPER_ B4FV61_MAIZE 2 678.38009 1354.7456 0.58269 0.39828 0.9739 65.473 65.473 1.60E-02 44.49 19858

23034 ILVQTTGLEPER Unmodified _ILVQTTGLEPER_ B4FV61_MAIZE 2 678.38009 1354.7456 0.55279 -0.12045 0.42584 64.779 64.779 6.74E-02 46.03 700410

23035 ILVTDQK Unmodified _ILVTDQK_ B6SXW8_MAIZE 2 408.74491 815.47527 0.15861 0.058019 0.21233 34.268 34.268 1.00E+00 8.68 321210

23036 ILVTDQK Unmodified _ILVTDQK_ B6SXW8_MAIZE 2 408.74491 815.47527 0.30582 -0.11182 0.18894 36.992 36.992 4.46E-01 17.22 682820

23037 ILVTDQK Unmodified _ILVTDQK_ B6SXW8_MAIZE 2 408.74491 815.47527 0.28349 -0.15385 0.12488 36.054 36.054 7.83E-01 12.59 708840

23038 ILVTDQK Unmodified _ILVTDQK_ B6SXW8_MAIZE 2 408.74491 815.47527 0.17479 -0.31064 -0.13944 36.76 36.76 1.86E-01 32.46 2258700

23039 ILVTDQK Unmodified _ILVTDQK_ B6SXW8_MAIZE 2 408.74491 815.47527 0.3082 0.27411 0.57818 36.942 36.942 1.86E-01 28.22 1343900

23040 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.13896 0.15305 0.30407 81.645 81.645 4.33E-01 8.41 1370600

23041 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.056646 0.014214 0.083882 88.041 88.041 6.49E-01 18.06 39620

23042 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.089672 0.27992 0.38053 82.515 82.515 6.49E-01 18.94 733080

23043 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 2 842.47505 1682.9356 1.0475 0.16761 1.2273 82.508 82.508 1.54E-12 66.57 180050

23044 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.13568 0.074925 0.2229 82.726 82.726 6.49E-01 17.23 1031000

23045 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 2 842.47505 1682.9356 1.0552 0.017288 1.0842 82.722 82.722 1.54E-12 70.25 264830

23046 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.15455 0.21479 0.38038 82.499 82.499 6.49E-01 2.25 1352400

23047 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 2 842.47505 1682.9356 1.0618 -0.13698 0.93708 82.504 82.504 1.54E-12 79.09 316560
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23048 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.12659 -0.086609 0.052883 82.647 82.647 4.34E-02 12.54 2270400

23049 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 2 842.47505 1682.9356 1.069 -0.20307 0.87828 82.642 82.642 1.54E-12 74.86 481240

23050 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 3 561.9858 1682.9356 0.0095814 0.27692 0.29792 82.326 82.326 1.19E-01 10.89 13841000

23051 ILVTGGAGFIGSHLVDK Unmodified _ILVTGGAGFIGSHLVDK_ B4FF24_MAIZE 2 842.47505 1682.9356 1.0351 -0.003546 1.0432 82.304 82.304 8.28E-39 106.11 2975600

23052 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 0.99312 -0.51814 0.48854 83.343 83.343 1.43E-21 99.17 1167300

23053 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.068821 0.023604 0.1053 93.173 93.173 1.35E-01 20.06 83034

23054 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.1319 -0.13128 1.0144 92.805 92.805 7.46E-02 23.29 14650

23055 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.075336 -0.026556 0.062414 84.239 84.239 5.98E-03 24.07 2396000

23056 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.0233 -0.11598 0.92039 84.218 84.218 1.37E-17 112.82 672640

23057 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.1161 -0.22594 -0.09738 84.47 84.47 1.00E+00 0.12 3388500

23058 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.0294 -0.25458 0.78786 84.424 84.424 1.54E-12 91.64 773620

23059 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.11723 -0.112 0.018226 84.265 84.265 5.28E-02 21.11 4121700

23060 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.07657 0.038891 0.12799 84.157 84.157 1.19E-02 20.45 2247300

23061 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.1003 -0.30887 0.80458 84.148 84.148 1.37E-17 89.99 480750

23062 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.13383 -0.39832 -0.25146 84.405 84.405 1.40E-03 24.84 5478600

23063 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.0177 -0.69407 0.33736 84.328 84.328 1.43E-21 104.72 1852300

23064 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.037281 0.18731 0.23757 84.121 84.121 2.02E-06 49.78 31009000

23065 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.11077 -0.040019 0.083953 84.26 84.26 1.35E-01 20.71 980510

23066 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 3 571.32118 1710.9417 0.048584 -0.088993 -0.027309 86.912 86.912 1.35E-01 18.98 1600900

23067 ILVTGGAGFIGSHLVDR Unmodified _ILVTGGAGFIGSHLVDR_ B4FAG0_MAIZE 2 856.47813 1710.9417 1.021 -0.16088 0.87422 86.996 86.996 1.24E-09 79.12 245240

23068 ILVTLIGVLR Unmodified _ILVTLIGVLR_ B4F9B2_MAIZE 2 548.87626 1095.738 -0.0049983 0.18721 0.17617 109.4 109.4 1.62E-03 38.97 96751

23069 ILVTLIGVLR Unmodified _ILVTLIGVLR_ B4F9B2_MAIZE 2 548.87626 1095.738 0.13094 0.091808 0.21864 109.46 109.46 4.40E-02 27.76 134030

23070 ILVTLIGVLR Unmodified _ILVTLIGVLR_ B4F9B2_MAIZE 2 548.87626 1095.738 0.01446 0.19597 0.20546 104.81 104.81 1.62E-03 32.38 605960

23071 ILVYGASFR Unmodified _ILVYGASFR_ B4FWU6_MAIZE 2 513.29256 1024.5706 -0.05755 -0.35641 -0.42363 70.036 70.036 3.32E-02 24.48 3908900

23072 ILVYGASFR Unmodified _ILVYGASFR_ B4FWU6_MAIZE 2 513.29256 1024.5706 -0.036338 -0.26571 -0.31189 71.429 71.429 3.39E-01 24.17 1681100

23073 ILVYGASFR Unmodified _ILVYGASFR_ B4FWU6_MAIZE 2 513.29256 1024.5706 -0.080021 -0.44387 -0.53337 70.981 70.981 3.32E-02 36.06 1197400

23074 ILYGDGALDQYLSQIK Unmodified _ILYGDGALDQYLSQIK_ B4FN12_MAIZE 2 898.97508 1795.9356 1.1795 0.79809 1.9643 107.62 107.62 7.42E-06 59.14 380630

23075 ILYSLGFDDEK Unmodified _ILYSLGFDDEK_ B4G1I6_MAIZE 2 650.32699 1298.6394 0.45818 0.056695 0.504 83.373 83.373 1.67E-02 29.76 385130

23076 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.5247 -0.19583 0.32846 83.105 83.105 7.64E-09 31.38 6247600

23077 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.2249 0.27332 1.4969 83.107 83.107 1.24E-09 46.68 760570

23078 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.52433 -0.076256 0.44634 83.903 83.903 2.02E-06 27.64 1894600

23079 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.1722 0.04215 1.2135 83.902 83.902 1.02E-03 40.08 242560

23080 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.50309 -0.10962 0.39272 84.119 84.119 1.11E-04 20.79 2666000

23081 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.49783 -0.099807 0.39718 83.918 83.918 5.98E-03 30.93 3441100
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23082 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.2013 -0.048067 1.1523 83.916 83.916 1.37E-17 45.25 278790

23083 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.50302 0.07128 0.573 83.921 83.921 2.02E-06 29.24 2633200

23084 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.51096 -0.39625 0.11428 84.038 84.038 1.19E-02 33.89 6773300

23085 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.2513 0.057973 1.3076 84.033 84.033 1.37E-17 66.73 535400

23086 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.47476 -0.80416 -0.32967 83.693 83.693 5.98E-03 21.26 13698000

23087 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.2259 0.13761 1.3621 83.699 83.699 1.51E-07 56.85 1149900

23088 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.048 -0.07318 0.97396 84.18 84.18 1.43E-21 63.44 8044700

23089 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 3 671.01939 2010.0363 0.44833 -0.32148 0.12591 86.766 86.766 9.12E-18 53.22 2401600

23090 ILYSSVVYPHNYGFVPR Unmodified _ILYSSVVYPHNYGFVPR_ B4FCR7_MAIZE 2 1006.0254 2010.0363 1.1417 -1.4593 -0.31693 86.785 86.785 2.72E-05 37.08 167520

23091 IMAQCSATLLK Oxidation (M) _IM(ox)AQCSATLLK_ B4F8V5_MAIZE 2 626.32541 1250.6363 0.35654 -0.004273 0.3404 54.216 54.216 5.66E-08 60.16 1446300

23092 IMAQCSATLLK Unmodified _IMAQCSATLLK_ B4F8V5_MAIZE 2 618.32796 1234.6414 0.32721 0.077753 0.3901 59.867 59.867 3.60E-06 69.13 1249700

23093 IMASDYIIGLR Oxidation (M) _IM(ox)ASDYIIGLR_ B6U9L0_MAIZE 2 634.33938 1266.6642 0.33824 0.30447 0.6237 86.193 86.193 3.60E-06 71.91 3306200

23094 IMASDYIIGLR Unmodified _IMASDYIIGLR_ B6U9L0_MAIZE 2 626.34192 1250.6693 0.32062 0.28726 0.58477 90.14 90.14 3.60E-06 50.25 553280

23095 IMATNLESCFHLSQLAHPLLR Oxidation (M) _IM(ox)ATNLESCFHLSQLAHPLLR_ B6SZL1_MAIZE 4 617.57007 2466.2512 0.28688 -0.17012 0.10816 100.89 100.89 2.85E-04 25.5 1149500

23096 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.58786 -0.36546 0.20649 68.354 68.354 5.26E-01 24.46 4524700

23097 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.46657 -0.049525 0.40005 68.925 68.925 1.00E+00 18.56 223340

23098 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.59052 0.29452 0.86747 69.944 69.944 1.00E+00 17.2 272360

23099 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.5767 0.2696 0.82837 69.383 69.383 9.46E-01 17.29 291650

23100 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.56177 -0.03895 0.50554 69.606 69.606 1.00E+00 17.33 277560

23101 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.61716 -0.051595 0.54891 69.794 69.794 9.46E-01 24.53 459670

23102 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.59779 -0.2754 0.3056 68.83 68.83 2.78E-01 23.57 1493500

23103 IMDFIK Unmodified _IMDFIK_ O22453_MAIZE 2 383.71203 765.4095 0.32829 0.11832 0.42932 70.969 70.969 1.00E+00 5.87 87420

23104 IMDFIK Oxidation (M) _IM(ox)DFIK_ O22453_MAIZE 2 391.70948 781.40441 0.49394 0.10015 0.58351 52.92 52.92 2.05E-01 25.09 1807000

23105 IMDFIK Oxidation (M) _IM(ox)DFIK_ O22453_MAIZE 2 391.70948 781.40441 0.50734 -0.49877 -0.00020842 53.605 53.605 2.76E-01 18.21 1222500

23106 IMEIASLEK Oxidation (M) _IM(ox)EIASLEK_ B6THM9_MAIZE 2 525.281 1048.5474 -0.1098 1.1447 0.99646 55.814 55.814 1.12E-01 13.47 30604

23107 IMEIASLEK Oxidation (M) _IM(ox)EIASLEK_ B6THM9_MAIZE 2 525.281 1048.5474 -0.12346 0.27723 0.11574 58.208 58.208 3.32E-02 25.9 1110600

23108 IMEIASLEK Unmodified _IMEIASLEK_ B6THM9_MAIZE 2 517.28354 1032.5525 -0.12926 2.0122 1.8382 70.439 70.439 7.18E-01 22.09 924130

23109 IMEIATLEK Unmodified _IMEIATLEK_ B6TXN7_MAIZE 2 524.29137 1046.5682 0.0041141 2.202 2.1665 68.113 68.113 3.39E-01 18.89 879860

23110 IMEIATLEK Unmodified _IMEIATLEK_ B6TXN7_MAIZE 2 524.29137 1046.5682 -0.12625 -0.037077 -0.19899 70.615 70.615 3.13E-03 47.89 1461600

23111 IMEIATLEK Oxidation (M) _IM(ox)EIATLEK_ B6TXN7_MAIZE 2 532.28883 1062.5631 -0.098532 0.15431 0.025234 55.973 55.973 9.18E-02 24.9 49952

23112 IMEIATLEK Oxidation (M) _IM(ox)EIATLEK_ B6TXN7_MAIZE 2 532.28883 1062.5631 -4.364 63.62 63.62 1.88E-01 6.72

23113 IMEIATLEK Oxidation (M) _IM(ox)EIATLEK_ B6TXN7_MAIZE 2 532.28883 1062.5631 -0.11511 0.12061 -0.026497 58.342 58.342 2.13E-03 45.36 1547900

23114 IMEIDEHIGCAMSGLIADAR 2 Oxidation (M) _IM(ox)EIDEHIGCAM(ox)SGLIADAR_ B6TJB6_MAIZE 3 745.34652 2233.0177 0.82714 -0.14083 0.67756 74.711 74.711 3.41E-33 66.27 419910

23115 IMEIDEHIGCAMSGLIADAR 2 Oxidation (M) _IM(ox)EIDEHIGCAM(ox)SGLIADAR_ B6TJB6_MAIZE 3 745.34652 2233.0177 0.81462 -0.69838 0.10806 75.359 75.359 5.23E-29 65.13 467270
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23116 IMEIDEHIGCAMSGLIADAR Oxidation (M) _IM(ox)EIDEHIGCAMSGLIADAR_ B6TJB6_MAIZE 3 740.01488 2217.0228 0.79968 -0.15135 0.63795 98.336 98.336 3.70E-04 43.73 415950

23117 IMEMDVSK 2 Oxidation (M) _IM(ox)EM(ox)DVSK_ B4FJT7_MAIZE 2 492.72246 983.43037 0.096186 1.6523 1.7348 27.03 27.03 1.00E+00 2.43 10753

23118 IMEMDVSK 2 Oxidation (M) _IM(ox)EM(ox)DVSK_ B4FJT7_MAIZE 2 492.72246 983.43037 0.062684 0.080883 0.1323 27.457 27.457 3.66E-01 5.04 51979

23119 IMEMDVSK Oxidation (M) _IMEM(ox)DVSK_ B4FJT7_MAIZE 2 484.725 967.43545 0.0091044 -0.33541 -0.34085 35.498 35.498 1.65E-01 30.43 96660

23120 IMEMDVSK Unmodified _IMEMDVSK_ B4FJT7_MAIZE 2 476.72755 951.44054 -0.10289 1.3322 1.2073 52.544 52.544 1.65E-01 28.84 1185800

23121 IMEVASLEK Unmodified _IMEVASLEK_ B4FCK9_MAIZE 2 510.27572 1018.5369 -0.050704 0.18422 0.09986 59.827 59.827 3.32E-02 32.25 3614500

23122 IMEVASLEK Unmodified _IMEVASLEK_ B4FCK9_MAIZE 2 510.27572 1018.5369 -0.18919 0.15605 -0.065014 61.195 61.195 1.01E-02 30.31 102520

23123 IMEVASLEK Unmodified _IMEVASLEK_ B4FCK9_MAIZE 2 510.27572 1018.5369 0.0058577 0.19621 0.16938 61.677 61.677 1.12E-01 16.35 792860

23124 IMEVASLEK Unmodified _IMEVASLEK_ B4FCK9_MAIZE 2 510.27572 1018.5369 -0.093666 -0.1191 -0.24449 60.478 60.478 1.01E-02 23.05 637800

23125 IMEVASLEK Unmodified _IMEVASLEK_ B4FCK9_MAIZE 2 510.27572 1018.5369 -0.18723 -0.042949 -0.26298 63.012 63.012 9.73E-03 45.25 7999300

23126 IMEVASLEK Oxidation (M) _IM(ox)EVASLEK_ B4FCK9_MAIZE 2 518.27318 1034.5318 0.10438 0.48549 0.55991 49.082 49.082 1.00E+00 2.5 322970

23127 IMEVASLEK Oxidation (M) _IM(ox)EVASLEK_ B4FCK9_MAIZE 2 518.27318 1034.5318 0.064009 -0.53538 -0.49897 49.875 49.875 7.18E-01 10.38 348240

23128 IMEVASLEK Oxidation (M) _IM(ox)EVASLEK_ B4FCK9_MAIZE 2 518.27318 1034.5318 -0.063994 -0.044716 -0.13772 48.334 48.334 1.06E-02 26.55 622480

23129 IMEVASLEK Oxidation (M) _IM(ox)EVASLEK_ B4FCK9_MAIZE 2 518.27318 1034.5318 -0.1717 -0.43574 -0.63362 51.352 51.352 2.13E-03 52.72 8977000

23130 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.044129 0.32268 0.24792 75.431 75.431 4.46E-01 15.9 5067000

23131 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.13188 0.51575 0.35302 75.967 75.967 1.86E-01 16.93 931040

23132 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.029813 -0.078669 -0.13792 76.634 76.634 1.86E-01 13.59 1298500

23133 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.071624 0.23418 0.13295 76.264 76.264 1.86E-01 14.85 3057800

23134 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.1864 0.45812 0.2427 76.166 76.166 7.83E-01 13.56 8927100

23135 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.040704 0.026249 -0.044283 76.573 76.573 8.04E-02 23.49 849920

23136 IMEYFIK Unmodified _IMEYFIK_ B4FW90_MAIZE 2 472.25151 942.48848 -0.0064235 -0.044638 -0.079827 75.983 75.983 7.83E-01 15.03 196610

23137 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.25619 0.38223 0.10229 64.435 64.435 2.71E-02 33.73 251880

23138 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.12311 63.497 63.497 2.89E-07 34.77

23139 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.075326 -0.58257 -0.68125 64.764 64.764 4.83E-03 38.54 3524900

23140 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.089396 -0.52023 -0.63218 64.176 64.176 1.45E-04 36.08 5506700

23141 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.19882 -0.33615 -0.55761 64.569 64.569 1.45E-04 35.32 16307000

23142 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.058047 0.61118 0.52663 76.053 76.053 7.83E-01 5.38 754730

23143 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 0.13354 64.592 64.592 2.89E-07 45.54

23144 IMEYFIK Oxidation (M) _IM(ox)EYFIK_ B4FW90_MAIZE 2 480.24897 958.48339 -0.66772 66.066 66.066 8.95E-02 22.85

23145 IMFAMTSIK Oxidation (M) _IM(ox)FAMTSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 0.029835 0.55548 0.56898 71.852 71.852 8.86E-01 3.29 600910

23146 IMFAMTSIK Oxidation (M) _IM(ox)FAMTSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 0.031846 -0.16194 -0.14435 73.135 73.135 9.18E-02 28.7 586920

23147 IMFAMTSIK Oxidation (M) _IMFAM(ox)TSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 -0.058723 -0.35748 -0.43064 65.16 65.16 1.12E-01 13.63 767120

23148 IMFAMTSIK Oxidation (M) _IMFAM(ox)TSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 -0.039996 -0.21432 -0.26745 63.888 63.888 9.18E-02 12.98 679150

23149 IMFAMTSIK Oxidation (M) _IM(ox)FAMTSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 -0.044821 -0.015558 -0.074568 72.282 72.282 9.18E-02 20.12 944040
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23150 IMFAMTSIK Oxidation (M) _IMFAM(ox)TSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 -0.13371 -0.000317 -0.14717 66.538 66.538 3.05E-02 31.77 2508300

23151 IMFAMTSIK Oxidation (M) _IM(ox)FAMTSIK_ B4FUS2_MAIZE 2 529.27466 1056.5348 -0.13239 0.045115 -0.10199 74.152 74.152 6.60E-03 38.87 4443800

23152 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 -0.24615 57.937 57.937 4.04E-02 22.22

23153 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 0.052699 0.19491 0.23555 59.526 59.526 1.00E+00 7.66 298450

23154 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 0.12517 0.43373 0.54607 58.849 58.849 7.18E-01 15.78 307080

23155 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 -0.021515 0.038883 0.0059967 59.743 59.743 6.90E-01 12.1 796460

23156 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 -0.012374 0.92642 0.90079 57.799 57.799 9.37E-03 25.95 2142600

23157 IMFAMTSIK 2 Oxidation (M) _IM(ox)FAM(ox)TSIK_ B4FUS2_MAIZE 2 537.27212 1072.5297 -0.083525 -0.7966 -0.89002 60.809 60.809 2.33E-03 40.22 9462000

23158 IMFAMTSIK Unmodified _IMFAMTSIK_ B4FUS2_MAIZE 2 521.27721 1040.5399 -0.0335 0.70339 0.65049 78.929 78.929 1.12E-01 18.99 350830

23159 IMFAMTSIK Unmodified _IMFAMTSIK_ B4FUS2_MAIZE 2 521.27721 1040.5399 -0.11185 0.4293 0.29947 80.437 80.437 1.01E-02 39.02 619180

23160 IMGDLGQIVPMK Oxidation (M) _IM(ox)GDLGQIVPMK_ B4FUI0_MAIZE 2 659.34889 1316.6832 0.43978 0.92584 1.3621 76.79 76.79 1.11E-04 33.42 714280

23161 IMGDLGQIVPMK Unmodified _IMGDLGQIVPMK_ B4FUI0_MAIZE 2 651.35143 1300.6883 0.022296 87.483 87.483 9.23E-10 52.34

23162 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.13984 -0.01388 0.13138 70.895 70.895 6.81E-02 9.69 1052300

23163 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.042701 -0.16159 -0.1135 71.746 71.746 6.40E-03 15.81 1299700

23164 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.11316 -0.15859 -0.040286 72.211 72.211 6.58E-05 34.39 1982700

23165 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.11071 -0.27242 -0.15495 71.899 71.899 5.39E-04 19.2 2313900

23166 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.10372 -0.053667 0.055702 71.905 71.905 6.40E-03 21.59 1096700

23167 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.063914 -0.41962 -0.35008 72.084 72.084 2.04E-03 19.8 13255000

23168 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 3 754.37216 2260.0947 0.84162 -0.58687 0.26173 72.056 72.056 1.01E-12 51.52 2003800

23169 IMGLDLPSGGHLTHGYYTAGGK Oxidation (M) _IM(ox)GLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 566.03094 2260.0947 0.078926 -0.037171 0.047591 72.155 72.155 2.04E-03 26.03 898170

23170 IMGLDLPSGGHLTHGYYTAGGK Unmodified _IMGLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 562.03221 2244.0997 0.084654 -0.19469 -0.10589 78.765 78.765 6.81E-02 12.69 3150400

23171 IMGLDLPSGGHLTHGYYTAGGK Unmodified _IMGLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 562.03221 2244.0997 0.030491 0.017736 0.051366 79.771 79.771 1.00E+00 6.02 489750

23172 IMGLDLPSGGHLTHGYYTAGGK Unmodified _IMGLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 4 562.03221 2244.0997 0.018916 0.11111 0.13264 79.939 79.939 6.81E-02 6.34 12366000

23173 IMGLDLPSGGHLTHGYYTAGGK Unmodified _IMGLDLPSGGHLTHGYYTAGGK_ B4FBF4_MAIZE 3 749.04052 2244.0997 0.82858 -0.11214 0.72006 79.932 79.932 2.04E-03 19.49 2335800

23174 IMLDWDPK Unmodified _IMLDWDPK_ B4FHH2_MAIZE 2 509.25733 1016.5001 -0.056096 0.30651 0.2384 79.12 79.12 2.92E-02 45.32 4667200

23175 IMLDWDPK Unmodified _IMLDWDPK_ B4FHH2_MAIZE 2 509.25733 1016.5001 -0.14778 0.25392 0.095138 80.516 80.516 1.65E-01 22.2 48111

23176 IMLDWDPK Unmodified _IMLDWDPK_ B4FHH2_MAIZE 2 509.25733 1016.5001 0.023502 0.015432 0.027381 80.095 80.095 2.92E-02 36.56 354550

23177 IMLDWDPK Unmodified _IMLDWDPK_ B4FHH2_MAIZE 2 509.25733 1016.5001 -0.093597 0.029267 -0.075024 81.067 81.067 3.77E-01 10.34 148030

23178 IMLDWDPK Oxidation (M) _IM(ox)LDWDPK_ B4FHH2_MAIZE 2 517.25479 1032.495 -0.21841 0.2079 -0.018418 75.153 75.153 2.39E-02 42.28 337090

23179 IMLDWDPK Oxidation (M) _IM(ox)LDWDPK_ B4FHH2_MAIZE 2 517.25479 1032.495 -0.11531 -0.23993 -0.36286 74.442 74.442 3.77E-01 17.77 453460

23180 IMLDWDPK Oxidation (M) _IM(ox)LDWDPK_ B4FHH2_MAIZE 2 517.25479 1032.495 -0.092299 0.50216 0.4001 74.314 74.314 2.93E-02 36.39 2405300

23181 IMLDWDPK Oxidation (M) _IM(ox)LDWDPK_ B4FHH2_MAIZE 2 517.25479 1032.495 -0.13545 0.29609 0.15129 75.913 75.913 2.93E-02 31.86 545830

23182 IMLLPEEDPNATHIMIATGTGVAPFR 2 Oxidation (M) _IM(ox)LLPEEDPNATHIM(ox)IATGTGVAPFR_ B4G043_MAIZE 3 942.81034 2825.4092 1.165 -0.39469 0.76837 97.77 97.77 4.23E-18 53.14 2127900

23183 IMLVDR Unmodified _IMLVDR_ B4F917_MAIZE 2 373.7151 745.41565 0.61434 0.46604 1.0624 53.827 53.827 5.26E-01 21.35 646220
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23184 IMNMFVGQR 2 Oxidation (M) _IM(ox)NM(ox)FVGQR_ B6TIS3_MAIZE 2 564.27044 1126.5263 0.080337 0.10133 0.18244 45.548 45.548 1.12E-01 12.24 12315

23185 IMQAQTLSDSSK Oxidation (M) _IM(ox)QAQTLSDSSK_ B6U0V6_MAIZE 2 662.82429 1323.634 0.57099 -0.23594 0.32451 35.23 35.23 2.16E-07 69.65 147680

23186 IMQAQTLSDSSK Oxidation (M) _IM(ox)QAQTLSDSSK_ B6U0V6_MAIZE 2 662.82429 1323.634 0.60013 -0.02732 0.56285 34.748 34.748 1.00E+00 8.7 2817.6

23187 IMQAQTLSDSSK Oxidation (M) _IM(ox)QAQTLSDSSK_ B6U0V6_MAIZE 2 662.82429 1323.634 0.50256 0.077397 0.56906 34.022 34.022 3.52E-11 69.53 380440

23188 IMQAQTLSDSSK Oxidation (M) _IM(ox)QAQTLSDSSK_ B6U0V6_MAIZE 2 662.82429 1323.634 0.52665 0.009817 0.52683 37.032 37.032 4.08E-13 70.28 530830

23189 IMQAQTLSDSSK Oxidation (M) _IM(ox)QAQTLSDSSK_ B6U0V6_MAIZE 2 662.82429 1323.634 0.51153 -0.20759 0.29342 36.169 36.169 4.08E-13 90.31 1318700

23190 IMQAQTLSDSSK Unmodified _IMQAQTLSDSSK_ B6U0V6_MAIZE 2 654.82683 1307.6391 0.071121 44.399 44.399 9.65E-29 77.81

23191 IMQAQTLSDSSK Unmodified _IMQAQTLSDSSK_ B6U0V6_MAIZE 2 654.82683 1307.6391 0.44029 0.29324 0.72028 44.058 44.058 1.11E-04 41.22 982620

23192 IMQAQTLSDSSK Unmodified _IMQAQTLSDSSK_ B6U0V6_MAIZE 2 654.82683 1307.6391 0.45919 0.1753 0.6215 46.68 46.68 2.62E-07 52.23 1381700

23193 IMQAQTLSDSSK Unmodified _IMQAQTLSDSSK_ B6U0V6_MAIZE 2 654.82683 1307.6391 0.43652 -0.071453 0.35146 45.933 45.933 1.68E-09 68.61 4153500

23194 IMSAEEPPEVTK Oxidation (M) _IM(ox)SAEEPPEVTK_ O23813_MAIZE 2 673.82904 1345.6435 0.52821 -0.00576 0.50391 47.218 47.218 4.08E-13 44.19 858340

23195 IMSAEEPPEVTK Unmodified _IMSAEEPPEVTK_ O23813_MAIZE 2 665.83159 1329.6486 0.56836 0.87558 1.4217 54.452 54.452 1.11E-04 39.44 973360

23196 IMSEVLGYSFFDSDK Oxidation (M) _IM(ox)SEVLGYSFFDSDK_ B4FPS0_MAIZE 2 877.4031 1752.7917 1.118 -0.042847 1.0767 98.592 98.592 2.37E-16 94.56 255780

23197 IMSIQYK Oxidation (M) _IM(ox)SIQYK_ B6TL80_MAIZE 2 449.73877 897.46299 0.0024805 0.061739 0.038289 44.485 44.485 3.29E-01 15.42 419050

23198 IMTQLQGK Unmodified _IMTQLQGK_ B6UCD0_MAIZE 2 459.7575 917.50044 -0.0017665 0.073348 0.059687 40.649 40.649 3.77E-01 21.08 1114200

23199 IMTQLQGK Unmodified _IMTQLQGK_ B6UCD0_MAIZE 2 459.7575 917.50044 0.017 0.002906 0.0082427 42.819 42.819 3.77E-01 16.74 348720

23200 IMTQLQGK Oxidation (M) _IM(ox)TQLQGK_ B6UCD0_MAIZE 2 467.75495 933.49535 -0.45421 33.528 33.528 2.05E-01 12.98

23201 IMTQLQGK Oxidation (M) _IM(ox)TQLQGK_ B6UCD0_MAIZE 2 467.75495 933.49535 -0.45421 33.979 33.979 4.41E-01 20.75

23202 IMTQLQGK Oxidation (M) _IM(ox)TQLQGK_ B6UCD0_MAIZE 2 467.75495 933.49535 0.085627 -0.23806 -0.15903 28.295 28.295 1.00E+00 2.35 11777

23203 IMTQPINLIFR Unmodified _IMTQPINLIFR_ B6SK95_MAIZE 2 673.38667 1344.7588 0.57742 0.1111 0.67411 98.767 98.767 1.00E+00 8.08 1357200

23204 IMTQPINLIFR Oxidation (M) _IM(ox)TQPINLIFR_ B6SK95_MAIZE 2 681.38412 1360.7537 0.40335 -0.17341 0.21887 94.035 94.035 3.57E-04 45.87 1882300

23205 IMVAWQPIGISMGVYDICHR Oxidation (M) _IM(ox)VAWQPIGISMGVYDICHR_ B4G0E0_MAIZE 3 788.05501 2361.1432 1.0184 -0.04406 0.97832 106.86 106.86 1.89E-21 41.51 321520

23206 IMVNQADDVAGIISSK Unmodified _IMVNQADDVAGIISSK_ B6TWL4_MAIZE 2 830.93236 1659.8502 1.0609 0.078206 1.1313 81.856 81.856 1.82E-38 84.09 454060

23207 IMVNQADDVAGIISSK Unmodified _IMVNQADDVAGIISSK_ B6TWL4_MAIZE 2 830.93236 1659.8502 1.0748 0.13519 1.2018 82.72 82.72 2.01E-03 76.13 396970

23208 IMVNQADDVAGIISSK Oxidation (M) _IM(ox)VNQADDVAGIISSK_ B6TWL4_MAIZE 2 838.92982 1675.8451 1.0531 -0.51039 0.53852 78.843 78.843 1.34E-51 93.78 790710

23209 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.0475 0.064405 1.0932 103.38 103.38 1.04E-33 84.01 888700

23210 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.0116 0.06992 1.0628 104.06 104.06 1.04E-33 74.96 293730

23211 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.025 -0.12622 0.88059 104.06 104.06 1.04E-33 83.46 330720

23212 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.0415 0.12419 1.1469 104.06 104.06 8.98E-47 84.15 289090

23213 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.1209 0.059323 1.162 103.62 103.62 2.37E-16 57.61 151980

23214 INAGIYLLNPSVLDR Unmodified _INAGIYLLNPSVLDR_ B4FEP8_MAIZE 2 829.46723 1656.9199 1.0206 0.12479 1.1268 103.78 103.78 1.02E-23 67.78 767150

23215 INAINAATEASCLILSVDETVK Unmodified _INAINAATEASCLILSVDETVK_ B4FBP0_MAIZE 3 778.07367 2331.1992 0.87733 0.40006 1.2637 124.1 124.1 6.81E-02 16.98 426840

23216 INAINAATEASCLILSVDETVK Unmodified _INAINAATEASCLILSVDETVK_ B4FBP0_MAIZE 3 778.07367 2331.1992 0.96573 0.036975 0.98898 125.76 125.76 5.39E-04 30.58 560180

23217 INAINAATEASCLILSVDETVK Unmodified _INAINAATEASCLILSVDETVK_ B4FBP0_MAIZE 2 1166.6069 2331.1992 1.3142 0.15108 1.4523 125.65 125.65 2.21E-30 104.13 311580
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23218 INALYSTPSIYTDAK Unmodified _INALYSTPSIYTDAK_ B6SSJ4_MAIZE 2 828.9276 1655.8407 1.0363 0.11757 1.1349 75.454 75.454 1.60E-05 37.44 1176400

23219 INALYSTPSIYTDAK Unmodified _INALYSTPSIYTDAK_ B6SSJ4_MAIZE 2 828.9276 1655.8407 1.0087 0.11941 1.1099 75.928 75.928 7.01E-11 56.83 416210

23220 INALYSTPSIYTDAK Unmodified _INALYSTPSIYTDAK_ B6SSJ4_MAIZE 2 828.9276 1655.8407 1.0438 0.1261 1.1509 76.526 76.526 2.37E-16 69.02 411670

23221 INALYSTPSIYTDAK Unmodified _INALYSTPSIYTDAK_ B6SSJ4_MAIZE 2 828.9276 1655.8407 1.0877 0.10634 1.1757 75.943 75.943 1.12E-07 52.78 406940

23222 INATGTADEIFEAVR Unmodified _INATGTADEIFEAVR_ B6TE58_MAIZE 2 803.9072 1605.7999 0.95432 -0.0554 0.88865 93.711 93.711 2.37E-16 116.4 394870

23223 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.1721 0.12975 1.3005 86.572 86.572 1.51E-07 44.31 1688700

23224 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.1464 0.16388 1.3094 86.993 86.993 1.51E-07 29.11 657440

23225 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.1334 0.14009 1.2722 87.306 87.306 1.24E-09 45.52 1320800

23226 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.0965 -0.035339 1.06 86.98 86.98 1.24E-09 41.01 2526000

23227 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.1119 -0.19352 0.91744 86.678 86.678 3.42E-29 69.44 9432300

23228 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 3 631.65489 1891.9428 0.37655 0.37309 0.74854 86.665 86.665 2.01E-02 21.93 1352500

23229 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.2598 -0.7722 0.48755 87.248 87.248 5.92E-01 1.17 397840

23230 INDAVVTVPAYFNDAQR Unmodified _INDAVVTVPAYFNDAQR_ B4FW90_MAIZE 2 946.97869 1891.9428 1.1578 0.21024 1.367 86.784 86.784 1.22E-02 38.5 287590

23231 INDDEVEQWIVK Unmodified _INDDEVEQWIVK_ B6T6B3_MAIZE 2 744.37246 1486.7304 0.81625 -0.39745 0.41042 88.957 88.957 7.61E-14 91.08 619480

23232 INDDEVEQWIVK Unmodified _INDDEVEQWIVK_ B6T6B3_MAIZE 2 744.37246 1486.7304 0.77189 -0.84564 -0.080788 89.776 89.776 1.68E-09 90.82 270750

23233 INDDEVEQWIVK Unmodified _INDDEVEQWIVK_ B6T6B3_MAIZE 2 744.37246 1486.7304 0.80666 -0.95368 -0.15435 89.481 89.481 7.61E-14 69.48 249470

23234 INDDEVEQWIVK Unmodified _INDDEVEQWIVK_ B6T6B3_MAIZE 2 744.37246 1486.7304 0.79505 -0.25998 0.52668 89.678 89.678 9.64E-17 97.16 1292000

23235 INDLCGIK Unmodified _INDLCGIK_ B4FQJ6_MAIZE 2 466.74713 931.4797 -0.034829 0.45493 0.41093 48.478 48.478 3.77E-01 38.61 706420

23236 INDLCGIK Unmodified _INDLCGIK_ B4FQJ6_MAIZE 2 466.74713 931.4797 -0.021307 0.064257 0.0343 50.691 50.691 1.65E-01 41.08 1055000

23237 INELKEQEK Unmodified _INELKEQEK_ B4FLB0_MAIZE 2 565.80623 1129.5979 0.25547 0.021919 0.23415 27.899 27.899 3.39E-01 19.89 11037

23238 INELKEQEK Unmodified _INELKEQEK_ B4FLB0_MAIZE 2 565.80623 1129.5979 0.22567 -0.32643 -0.14293 27.587 27.587 1.12E-01 35.01 57169

23239 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.66542 -0.018688 0.64664 58.4 58.4 7.61E-14 83.44 5399300

23240 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.49989 -0.33228 0.16887 59.307 59.307 2.05E-12 50.4 1415300

23241 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.66037 0.1972 0.85741 58.655 58.655 9.64E-17 90.62 901550

23242 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.66255 0.068134 0.73104 60.249 60.249 7.61E-14 87.09 1079300

23243 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.70288 -0.038705 0.66504 59.599 59.599 7.61E-14 74.08 905900

23244 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.67456 -0.17795 0.49705 60.037 60.037 7.61E-14 79.4 1250300

23245 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.68991 0.10232 0.79231 60.21 60.21 2.05E-12 87.05 1273300

23246 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.67567 0.10649 0.7825 60.574 60.574 2.05E-12 80.04 1445900

23247 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.63402 0.35285 0.98679 58.831 58.831 9.64E-17 80.12 1218400

23248 INENVQQVVVDR Unmodified _INENVQQVVVDR_ B6T304_MAIZE 2 706.87825 1411.7419 0.56323 -0.71356 -0.14864 61.442 61.442 7.61E-14 82.5 16656000

23249 INEPILYVK Unmodified _INEPILYVK_ B4FQ29_MAIZE 2 544.82115 1087.6277 0.081871 0.22228 0.27528 69.562 69.562 1.01E-02 45.19 439450

23250 INEPILYVK Unmodified _INEPILYVK_ B4FQ29_MAIZE 2 544.82115 1087.6277 0.083406 0.1239 0.1783 69.003 69.003 1.01E-02 47.75 470580

23251 INEPILYVK Unmodified _INEPILYVK_ B4FQ29_MAIZE 2 544.82115 1087.6277 0.076013 0.006806 0.053816 69.332 69.332 1.00E+00 3.52 457080
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23252 INEPILYVK Unmodified _INEPILYVK_ B4FQ29_MAIZE 2 544.82115 1087.6277 -0.087213 -0.56911 -0.68403 69.286 69.286 1.01E-02 45.81 2798200

23253 INEQTQQVVVDR Unmodified _INEQTQQVVVDR_ B6U422_MAIZE 2 714.8757 1427.7369 0.60802 -0.020695 0.59184 46.42 46.42 1.11E-04 57.02 153130

23254 INEQTQQVVVDR Unmodified _INEQTQQVVVDR_ B6U422_MAIZE 2 714.8757 1427.7369 0.61711 -0.21741 0.40431 49.719 49.719 1.68E-09 65.67 4218100

23255 INFAVFPSLQGGPHNHQIAALAVALQQTMSPGFK Oxidation (M) _INFAVFPSLQGGPHNHQIAALAVALQQTM(ox)SPGFK_ B4FBF4_MAIZE 4 902.2226 3604.8613 1.158 -0.26491 0.89429 114.58 114.58 1.07E-01 23.31 982960

23256 INFAVFPSLQGGPHNHQIAALAVALQQTMSPGFK Oxidation (M) _INFAVFPSLQGGPHNHQIAALAVALQQTM(ox)SPGFK_ B4FBF4_MAIZE 4 902.2226 3604.8613 1.1892 -0.55653 0.63496 127.8 127.8 9.74E-01 4.67 501920

23257 INFAVFPSLQGGPHNHQIAALAVALQQTMSPGFK Oxidation (M) _INFAVFPSLQGGPHNHQIAALAVALQQTM(ox)SPGFK_ B4FBF4_MAIZE 4 902.2226 3604.8613 1.1459 0.10089 1.2476 125.49 125.49 6.48E-01 14.28 1969000

23258 INFAVFPSLQGGPHNHQIAALAVALQQTMSPGFK Unmodified _INFAVFPSLQGGPHNHQIAALAVALQQTMSPGFK_ B4FBF4_MAIZE 4 898.22387 3588.8664 0.97349 0.10909 1.0826 122.1 122.1 1.00E+00 10.8 1687400

23259 INFLSTQK Unmodified _INFLSTQK_ B4FGH7_MAIZE 2 475.76892 949.52328 -0.17703 0.15239 -0.036053 60.346 60.346 1.65E-01 26.83 62985

23260 INFLSTQK Unmodified _INFLSTQK_ B4FGH7_MAIZE 2 475.76892 949.52328 -0.24066 -0.038796 -0.2924 62.181 62.181 1.65E-01 31.35 4477100

23261 INFYELR Unmodified _INFYELR_ Q9ST01_MAIZE 2 477.75581 953.49707 -0.16817 0.081958 -0.11545 76.314 76.314 8.04E-02 23.81 313490

23262 INGVPIR Unmodified _INGVPIR_ B4F9G6_MAIZE 2 384.73996 767.46537 0.56984 0.35486 0.9094 44.705 44.705 4.46E-01 18.07 3156500

23263 INGVPIR Unmodified _INGVPIR_ B4F9G6_MAIZE 2 384.73996 767.46537 0.47547 0.26472 0.7267 45.336 45.336 1.00E+00 29.66 18467

23264 INGVPIR Unmodified _INGVPIR_ B4F9G6_MAIZE 2 384.73996 767.46537 0.43025 0.38874 0.80519 44.533 44.533 1.00E+00 29.96 294310

23265 INGVPIR Unmodified _INGVPIR_ B4F9G6_MAIZE 2 384.73996 767.46537 0.60532 0.069743 0.6604 46.963 46.963 7.83E-01 25.95 300130

23266 INGVPIR Unmodified _INGVPIR_ B4F9G6_MAIZE 2 384.73996 767.46537 0.56201 0.45939 1.0056 46.259 46.259 7.83E-01 29.5 273660

23267 INIIKDELFR Unmodified _INIIKDELFR_ B4FA33_MAIZE 3 420.9152 1259.7238 0.25573 0.077475 0.30635 78.658 78.658 2.94E-01 19.27 449980

23268 INIIKDELFR Unmodified _INIIKDELFR_ B4FA33_MAIZE 3 420.9152 1259.7238 -0.037806 0.096837 0.032936 81.796 81.796 1.26E-02 34.53 828500

23269 INIIKDELFR Unmodified _INIIKDELFR_ B4FA33_MAIZE 2 630.86916 1259.7238 0.36156 0.11589 0.45153 81.782 81.782 2.81E-03 46.67 131090

23270 INILCLMEIIFSRPSEDR Unmodified _INILCLMEIIFSRPSEDR_ B4FQ29_MAIZE 3 736.05014 2205.1286 1.0308 0.27972 1.2943 128.84 128.84 1.06E-02 34.06 1452900

23271 INKIEEIYLHSLPVK Unmodified _INKIEEIYLHSLPVK_ B6TNR8_MAIZE 4 449.76337 1795.0244 0.053441 -0.10681 -0.079999 81.443 81.443 7.48E-04 21.21 2043200

23272 INKIEEIYLHSLPVK Unmodified _INKIEEIYLHSLPVK_ B6TNR8_MAIZE 4 449.76337 1795.0244 0.028046 0.10163 0.10086 82.819 82.819 1.00E+00 1.64 367190

23273 INKIEEIYLHSLPVK Unmodified _INKIEEIYLHSLPVK_ B6TNR8_MAIZE 4 449.76337 1795.0244 0.049899 0.25799 0.28084 82.725 82.725 6.35E-02 18.3 437430

23274 INKIEEIYLHSLPVK Unmodified _INKIEEIYLHSLPVK_ B6TNR8_MAIZE 4 449.76337 1795.0244 0.074052 0.027571 0.075516 82.78 82.78 1.00E+00 6.97 270120

23275 INKIEEIYLHSLPVK Unmodified _INKIEEIYLHSLPVK_ B6TNR8_MAIZE 4 449.76337 1795.0244 -0.017707 -0.2299 -0.27437 83.173 83.173 1.98E-01 5.08 2827100

23276 INKPDQGSEAPAAQR Unmodified _INKPDQGSEAPAAQR_ B4FB55_MAIZE 3 527.9375 1580.7907 0.059122 -0.46104 -0.4233 31.9 31.9 7.60E-01 17.83 758310

23277 INKPDQGSEAPAAQR Unmodified _INKPDQGSEAPAAQR_ B4FB55_MAIZE 2 791.40262 1580.7907 1.0027 0.04251 1.0234 31.902 31.902 2.05E-04 52.36 91213

23278 INKPDQGSEAPAAQR Unmodified _INKPDQGSEAPAAQR_ B4FB55_MAIZE 3 527.9375 1580.7907 0.029396 -0.27465 -0.26591 31.242 31.242 2.19E-02 29.55 258110

23279 INLTCVNHETGVVDPK Unmodified _INLTCVNHETGVVDPK_ B6U4L3_MAIZE 3 599.30509 1794.8934 0.17653 -0.27549 -0.087357 63.757 63.757 3.78E-02 8.5 1418900

23280 INLTNSMK Oxidation (M) _INLTNSM(ox)K_ B6U7D0_MAIZE 2 468.74458 935.47462 0.024172 -0.46268 -0.46227 36.173 36.173 7.88E-01 17.32 77614

23281 INLTNSMK Unmodified _INLTNSMK_ B6U7D0_MAIZE 2 460.74713 919.4797 -0.038269 0.25546 0.18583 49.305 49.305 2.92E-02 47.63 1961200

23282 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.2037 0.33014 1.5278 97.668 97.668 3.76E-20 75.03 559500

23283 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.149 0.59325 1.7357 98.194 98.194 1.14E-36 76.86 739580

23284 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.09 0.35223 1.4353 98.315 98.315 1.27E-09 86.26 390750

23285 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.0964 0.03226 1.1231 98.852 98.852 1.42E-33 71.71 457160
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23286 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.1269 0.12285 1.2433 98.258 98.258 7.01E-14 81.47 495210

23287 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.1388 0.18305 1.3153 98.802 98.802 1.27E-09 59.2 596790

23288 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 1.1488 0.43312 1.5749 98.705 98.705 3.09E-14 89.68 331360

23289 INLTPVALMEATCFAK Oxidation (M) _INLTPVALM(ox)EATCFAK_ B4FWU6_MAIZE 2 897.96006 1793.9056 -0.14215 98.206 98.206 6.86E-10 59.53

23290 INLTPVALMEATCFAK Unmodified _INLTPVALMEATCFAK_ B4FWU6_MAIZE 2 889.96261 1777.9107 1.109 0.034708 1.1353 113.33 113.33 7.73E-25 100.15 2357400

23291 INLTPVALMEATCFAK Unmodified _INLTPVALMEATCFAK_ B4FWU6_MAIZE 2 889.96261 1777.9107 1.0747 0.21929 1.2863 113.9 113.9 4.21E-20 77.02 358970

23292 INLTPVALMEATCFAK Unmodified _INLTPVALMEATCFAK_ B4FWU6_MAIZE 2 889.96261 1777.9107 1.0882 0.13702 1.2168 113.95 113.95 1.27E-09 99.51 359450

23293 INLTPVALMEATCFAK Unmodified _INLTPVALMEATCFAK_ B4FWU6_MAIZE 2 889.96261 1777.9107 1.1298 0.010866 1.1331 113.97 113.97 7.42E-06 52.14 160100

23294 INLTPVALMEATCFAK Unmodified _INLTPVALMEATCFAK_ B4FWU6_MAIZE 2 889.96261 1777.9107 1.1493 0.022428 1.1639 114.35 114.35 1.27E-09 66.36 511770

23295 INMTCVNHETGMVDPR 2 Oxidation (M) _INM(ox)TCVNHETGM(ox)VDPR_ B6SK03_MAIZE 3 635.94658 1904.8179 0.34543 -0.60071 -0.24365 46.452 46.452 1.05E-01 17.27 593290

23296 INMTCVNHETGMVDPR Oxidation (M) _INMTCVNHETGM(ox)VDPR_ B6SK03_MAIZE 3 630.61494 1888.823 0.33566 -0.40671 -0.062352 57.15 57.15 4.93E-01 13.81 642480

23297 INMTCVNHETGMVDPR Unmodified _INMTCVNHETGMVDPR_ B6SK03_MAIZE 3 625.2833 1872.8281 0.31383 -0.78447 -0.46366 63.609 63.609 2.60E-01 13.12 237880

23298 INNAVAQALLAK Unmodified _INNAVAQALLAK_ TRPB2_MAIZE 2 613.36679 1224.719 0.31037 0.43718 0.71231 74.425 74.425 2.62E-07 48.66 1357700

23299 INNFDVTMVYPEPWCMPR Unmodified _INNFDVTMVYPEPWCMPR_ B6TAT5_MAIZE 2 1135.0156 2268.0166 1.2581 0.50921 1.7687 109.95 109.95 3.87E-04 49.69 258720

23300 INNPHYLYR Unmodified _INNPHYLYR_ B6TLT1_MAIZE 3 397.20861 1188.604 0.26267 -0.19228 0.043452 46.776 46.776 2.88E-01 16.57 6119600

23301 INNSYQSINK Unmodified _INNSYQSINK_ B4FLR0_MAIZE 2 590.80148 1179.5884 0.18421 0.053456 0.20651 40.871 40.871 2.81E-03 48.85 625960

23302 INNSYQSIYK Unmodified _INNSYQSIYK_ B6TXQ6_MAIZE 2 615.31168 1228.6088 0.2579 0.29329 0.52045 54.572 54.572 2.81E-03 65.47 1488700

23303 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.2038 0.087423 1.3015 123.33 123.33 8.95E-08 55.46 1615200

23304 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.63599 0.45524 1.1005 123.31 123.31 2.97E-04 50.34 3626700

23305 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.61741 0.1796 0.80699 123.72 123.72 1.74E-01 14.57 2309500

23306 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1799 -0.062078 1.1284 123.73 123.73 6.01E-71 114.55 1056000

23307 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.60571 0.11596 0.73211 123.96 123.96 1.74E-01 28.35 4400200

23308 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1725 -0.014513 1.1689 123.96 123.96 1.06E-48 101.74 2203300

23309 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1581 0.21777 1.3862 124.03 124.03 1.08E-14 100.17 1450700

23310 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.60387 0.075267 0.68915 124.03 124.03 9.62E-03 34.35 3434500

23311 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.58413 0.26094 0.85595 123.48 123.48 3.16E-03 26.45 3421500

23312 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.2293 0.26431 1.5048 123.47 123.47 6.98E-04 33.41 1460900

23313 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.56123 0.17472 0.74641 124.43 124.43 2.72E-06 77.11 26892000

23314 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1548 -0.03374 1.1317 124.42 124.42 6.01E-71 132.1 13975000

23315 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.60091 0.22217 0.8332 123.67 123.67 7.83E-01 19.25 3483500

23316 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.62976 -0.095078 0.54511 125.33 125.33 1.74E-01 19.08 534240

23317 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1954 0.071018 1.2776 125.33 125.33 1.29E-11 64.34 224930

23318 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 2 1039.5657 2077.1168 1.1714 -0.993 0.19088 127.13 127.13 7.17E-26 77.1 198690

23319 INPADIGDIVVGTVLGPGSQR Unmodified _INPADIGDIVVGTVLGPGSQR_ B4FBK8_MAIZE 3 693.37953 2077.1168 0.58843 -0.06527 0.53444 127.09 127.09 3.16E-03 39.83 398270



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

23320 INPEAPLDK Unmodified _INPEAPLDK_ B6SUD1_MAIZE 2 498.77166 995.52876 -0.040173 0.70603 0.63563 51.512 51.512 1.00E+00 8.77 1629000

23321 INPEAPLDK Unmodified _INPEAPLDK_ B6SUD1_MAIZE 2 498.77166 995.52876 -0.16463 -0.24742 -0.44054 51.51 51.51 3.39E-01 18.39 403490

23322 INPEAPLDK Unmodified _INPEAPLDK_ B6SUD1_MAIZE 2 498.77166 995.52876 -0.015133 -0.74395 -0.78712 53.736 53.736 1.00E+00 0.47 216420

23323 INPLIPVDAVIDHAVR Unmodified _INPLIPVDAVIDHAVR_ B6SRL2_MAIZE 3 581.33683 1740.9887 0.19406 0.2174 0.4062 101.83 101.83 8.21E-03 36.93 1456700

23324 INPLIPVDAVIDHAVR Unmodified _INPLIPVDAVIDHAVR_ B6SRL2_MAIZE 3 581.33683 1740.9887 0.12043 0.14836 0.26372 102.7 102.7 1.21E-01 22.16 891920

23325 INPLIPVDAVIDHAVR Unmodified _INPLIPVDAVIDHAVR_ B6SRL2_MAIZE 3 581.33683 1740.9887 0.18926 0.11135 0.29518 102.66 102.66 2.89E-01 15.36 978660

23326 INPLIPVDAVIDHAVR Unmodified _INPLIPVDAVIDHAVR_ B6SRL2_MAIZE 3 581.33683 1740.9887 0.17251 0.18121 0.34877 102.88 102.88 1.21E-01 25.88 2413100

23327 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.8645 -0.078851 0.79469 112.13 112.13 4.34E-05 30.38 3339700

23328 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 2 1149.6444 2297.2743 1.2395 -0.19116 1.0581 112.06 112.06 2.97E-04 58.52 214610

23329 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.83467 -0.36504 0.4795 112.93 112.93 2.92E-02 14.24 1043100

23330 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.85028 -0.19226 0.66693 113.19 113.19 2.72E-06 38.44 1961100

23331 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.85164 0.068848 0.9297 114.17 114.17 4.34E-05 25.88 1836200

23332 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.96157 -0.033187 0.93712 114.39 114.39 7.80E-02 11.03 129920

23333 INPLVPVDLVIDHSVQVDVAR Unmodified _INPLVPVDLVIDHSVQVDVAR_ B6SZD6_MAIZE 3 766.76539 2297.2743 0.98235 0.22314 1.215 114.84 114.84 7.83E-01 3.34 150610

23334 INPNEELTSDEEAK Unmodified _INPNEELTSDEEAK_ B4F8B3_MAIZE 2 794.87048 1587.7264 0.88405 0.28955 1.1437 52.464 52.464 2.00E-19 60.32 1840300

23335 INPQAPLDK Unmodified _INPQAPLDK_ Q5GA23_MAIZE 2 498.27965 994.54475 -0.072214 0.063186 -0.03137 46.779 46.779 3.39E-01 21.54 5589800

23336 INPQAPLDK Unmodified _INPQAPLDK_ Q5GA23_MAIZE 2 498.27965 994.54475 -0.051186 -0.044912 -0.11893 48.982 48.982 1.01E-02 25.14 1133400

23337 INPQAPLDK Unmodified _INPQAPLDK_ Q5GA23_MAIZE 2 498.27965 994.54475 -0.040277 -0.008943 -0.071025 48.213 48.213 3.39E-01 21.19 855040

23338 INPQAPLDK Unmodified _INPQAPLDK_ Q5GA23_MAIZE 2 498.27965 994.54475 -0.037261 -0.036275 -0.096037 48.875 48.875 1.00E+00 8.67 551450

23339 INPQAPLDK Unmodified _INPQAPLDK_ Q5GA23_MAIZE 2 498.27965 994.54475 -0.1265 0.008939 -0.14002 49.673 49.673 3.39E-01 36.25 1833000

23340 INPYMSSPCHIELILSEK Oxidation (M) _INPYM(ox)SSPCHIELILSEK_ B4FNT0_MAIZE 3 716.35523 2146.0439 0.68992 -0.54409 0.13024 83.15 83.15 2.47E-02 15.87 804570

23341 INPYMSSPCHIELILSEK Oxidation (M) _INPYM(ox)SSPCHIELILSEK_ B4FNT0_MAIZE 3 716.35523 2146.0439 0.64214 -0.47087 0.15558 85.053 85.053 3.47E-07 30.15 1736600

23342 INPYMSSPCHIELILSEKEEPVK Oxidation (M) _INPYM(ox)SSPCHIELILSEKEEPVK_ B4FNT0_MAIZE 4 683.09357 2728.3452 0.54304 -0.84421 -0.31655 83.267 83.267 6.92E-02 12.24 344660

23343 INPYMSSPCHIELILSEKEEPVKK Oxidation (M) _INPYM(ox)SSPCHIELILSEKEEPVKK_ B4FNT0_MAIZE 5 572.29531 2856.4401 0.1316 -0.11115 0.0021784 74.967 74.967 1.00E+00 0.85 913870

23344 INPYMSSPCHIELILSEKEEPVKK Oxidation (M) _INPYM(ox)SSPCHIELILSEKEEPVKK_ B4FNT0_MAIZE 4 715.11731 2856.4401 0.66119 -0.34538 0.29678 78.263 78.263 2.84E-01 2.85 1016500

23345 INPYMSSPCHIELILSEKEEPVKK Oxidation (M) _INPYM(ox)SSPCHIELILSEKEEPVKK_ B4FNT0_MAIZE 5 572.29531 2856.4401 0.05259 -0.084568 -0.050899 78.278 78.278 1.00E+00 9.53 2750300

23346 INSDPHDIMAEVYK Oxidation (M) _INSDPHDIM(ox)AEVYK_ B6TLR9_MAIZE 3 549.92762 1646.761 -0.018507 0.075478 0.043537 58.611 58.611 6.14E-02 19.78 2413800

23347 INSDPHDIMAEVYK Oxidation (M) _INSDPHDIM(ox)AEVYK_ B6TLR9_MAIZE 3 549.92762 1646.761 0.0039491 0.52363 0.51369 59.574 59.574 1.00E+00 13.17 1976400

23348 INSDPHDIMAEVYK Unmodified _INSDPHDIMAEVYK_ B6TLR9_MAIZE 3 544.59598 1630.7661 -0.033484 0.32821 0.27902 75.956 75.956 1.00E+00 11.73 2138400

23349 INSDPHDIMAEVYK Unmodified _INSDPHDIMAEVYK_ B6TLR9_MAIZE 2 816.39033 1630.7661 1.0083 -0.063625 0.92953 75.949 75.949 7.64E-09 63.34 360210

23350 INSFDTAPK Unmodified _INSFDTAPK_ B6U9K5_MAIZE 2 496.75601 991.49746 -0.027795 0.26499 0.22627 42.687 42.687 1.01E-02 54.28 2037300

23351 INSFDTAPK Unmodified _INSFDTAPK_ B6U9K5_MAIZE 2 496.75601 991.49746 -0.026592 -1.193 -1.2261 44.901 44.901 1.01E-02 63.59 721320

23352 INSFDTAPK Unmodified _INSFDTAPK_ B6U9K5_MAIZE 2 496.75601 991.49746 -0.033721 -0.16259 -0.20577 44.147 44.147 1.01E-02 61.27 469420

23353 INSFSTAPK Unmodified _INSFSTAPK_ B4FPC4_MAIZE 2 482.75855 963.50255 0.015731 -0.03692 -0.034751 41.571 41.571 1.12E-01 43.49 707850
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23354 INSGIQGYSLLK Unmodified _INSGIQGYSLLK_ B4FTA4_MAIZE 2 646.86408 1291.7136 0.43368 -1.674 -1.2576 73.304 73.304 2.62E-07 58.05 983800

23355 INSGIQGYSLLK Unmodified _INSGIQGYSLLK_ B4FTA4_MAIZE 2 646.86408 1291.7136 0.39947 -0.16888 0.211 74.192 74.192 1.98E-03 36.8 709110

23356 INSLAWSPDSR Unmodified _INSLAWSPDSR_ B6UDC2_MAIZE 2 623.31475 1244.6149 0.34299 0.25397 0.57863 65.753 65.753 3.60E-06 76.67 1425900

23357 INSLAWSPDSR Unmodified _INSLAWSPDSR_ B6UDC2_MAIZE 2 623.31475 1244.6149 0.29391 -0.18509 0.092526 66.216 66.216 3.57E-04 54.51 520450

23358 INSLAWSPDSR Unmodified _INSLAWSPDSR_ B6UDC2_MAIZE 2 623.31475 1244.6149 0.36658 0.27015 0.61894 67.357 67.357 4.43E-05 60.26 483990

23359 INSLAWSPDSR Unmodified _INSLAWSPDSR_ B6UDC2_MAIZE 2 623.31475 1244.6149 0.42545 0.32623 0.73444 66.749 66.749 3.83E-01 27.78 245550

23360 INSLAWSPDSR Unmodified _INSLAWSPDSR_ B6UDC2_MAIZE 2 623.31475 1244.6149 0.30193 0.14228 0.42612 67.086 67.086 4.96E-02 50.23 1149600

23361 INTDRGVMIADGKSR Unmodified _INTDRGVMIADGKSR_ Q5GA23_MAIZE 2 816.92795 1631.8413 0.9881 -0.69447 0.2852 83.267 83.267 3.88E-01 6.78 304610

23362 INTDRGVMIADGKSR Unmodified _INTDRGVMIADGKSR_ Q5GA23_MAIZE 2 816.92795 1631.8413 0.98495 -0.45313 0.52384 88.24 88.24 1.00E+00 1.48 2750300

23363 INTINVVGK Unmodified _INTINVVGK_ B6TXE2_MAIZE 2 479.29002 956.56548 -0.1298 0.35813 0.22114 52.669 52.669 3.32E-02 51.56 9438600

23364 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.43612 -0.39885 0.024356 76.098 76.098 2.05E-12 67.31 25516000

23365 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.42572 0.091453 0.50366 78.143 78.143 1.68E-09 60.73 239850

23366 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.50182 -0.66302 -0.17419 76.854 76.854 2.05E-12 61.92 16999000

23367 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.47529 -0.61071 -0.14832 77.325 77.325 7.61E-14 73.19 20832000

23368 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.42849 -0.39268 0.023508 76.958 76.958 7.61E-14 77.73 28427000

23369 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.36464 -1.1449 -0.79176 76.717 76.717 7.61E-14 69.17 32490000

23370 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.48792 -0.32452 0.15041 77.193 77.193 1.68E-09 67.33 5020900

23371 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.47385 0.054376 0.51392 77.099 77.099 2.05E-12 62.95 6825800

23372 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.39151 0.1448 0.52232 76.851 76.851 2.05E-12 74.07 9531200

23373 INTLLQGYSGIR Unmodified _INTLLQGYSGIR_ B6U4D6_MAIZE 2 667.87498 1333.7354 0.41619 -0.080737 0.32274 78.38 78.38 2.62E-07 55.29 11120000

23374 INVHGGAVSLGHPLGCSGAR Unmodified _INVHGGAVSLGHPLGCSGAR_ B4F9B2_MAIZE 4 490.50489 1957.9905 -0.046616 -0.33588 -0.37175 57.809 57.809 3.70E-04 40.51 1650900

23375 INVHGGAVSLGHPLGCSGAR Unmodified _INVHGGAVSLGHPLGCSGAR_ B4F9B2_MAIZE 4 490.50489 1957.9905 -0.16103 -0.35135 -0.50182 58.174 58.174 1.99E-03 58.5 5669200

23376 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.51702 0.034617 0.54144 50.981 50.981 1.11E-04 57.26 206500

23377 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.45207 -0.49317 -0.050824 53.183 53.183 1.98E-03 49.47 314590

23378 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.54665 -0.13177 0.40437 52.493 52.493 7.72E-03 37.47 394740

23379 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.54137 0.12741 0.65917 53.23 53.23 7.72E-03 48.43 458810

23380 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.52186 0.20889 0.71983 53.88 53.88 1.00E+00 1.01 595040

23381 INVSPEVSESTR Unmodified _INVSPEVSESTR_ B6T2R0_MAIZE 2 659.33588 1316.6572 0.34613 -0.002325 0.33419 51.481 51.481 1.68E-09 65.88 12318000

23382 INVVDIESTLSR Unmodified _INVVDIESTLSR_ B4FBV4_MAIZE 2 673.36972 1344.7249 0.45565 0.095538 0.54381 92.958 92.958 7.61E-14 71.35 149920

23383 INVVDIESTLSR Unmodified _INVVDIESTLSR_ B4FBV4_MAIZE 2 673.36972 1344.7249 0.5899 -3.568 -2.9809 92.031 92.031 4.56E-01 10.8 361550

23384 INVVDIESTLSR Unmodified _INVVDIESTLSR_ B4FBV4_MAIZE 2 673.36972 1344.7249 0.57644 0.17109 0.7389 92.002 92.002 7.61E-14 66.68 536930

23385 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.46969 -0.057706 0.39602 53.372 53.372 7.61E-14 76 2849500

23386 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.45108 0.21802 0.65268 53.52 53.52 7.61E-14 82.24 1336600

23387 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.46456 0.33621 0.78432 54.895 54.895 1.68E-09 68.7 2357900
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23388 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.45293 0.35208 0.78775 55.586 55.586 7.61E-14 62.7 1638400

23389 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.39649 0.12534 0.50566 55.465 55.465 7.61E-14 77.1 27140000

23390 INVYYNEAGGGR Unmodified _INVYYNEAGGGR_ B4F946_MAIZE 2 656.81766 1311.6208 0.49991 -0.39658 0.0884 56.919 56.919 1.98E-03 35.47 166640

23391 INVYYNEASGGR Unmodified _INVYYNEASGGR_ TBB7_MAIZE 2 671.82294 1341.6313 0.55745 -0.76004 -0.222 53.911 53.911 1.11E-04 48.68 1536000

23392 INVYYNEASGGR Unmodified _INVYYNEASGGR_ TBB7_MAIZE 2 671.82294 1341.6313 0.50851 -0.39155 0.097792 53.977 53.977 7.61E-14 78.77 570260

23393 INVYYNEASGGR Unmodified _INVYYNEASGGR_ TBB7_MAIZE 2 671.82294 1341.6313 0.49418 -0.56957 -0.094578 56.057 56.057 1.11E-04 55 993820

23394 INVYYNEASGGR Unmodified _INVYYNEASGGR_ TBB7_MAIZE 2 671.82294 1341.6313 0.46085 -0.81804 -0.37558 56.006 56.006 1.11E-04 48.18 1046400

23395 INYIDITGTSASER Unmodified _INYIDITGTSASER_ B6TZR7_MAIZE 2 770.3861 1538.7577 0.86072 -0.044906 0.80126 73.564 73.564 1.95E-13 94.54 59906

23396 IPAAAPSFESPK Unmodified _IPAAAPSFESPK_ B6TL91_MAIZE 2 607.82442 1213.6343 0.2241 0.17321 0.37418 59.465 59.465 1.60E-02 44.52 730380

23397 IPAAAPSFESPK Unmodified _IPAAAPSFESPK_ B6TL91_MAIZE 2 607.82442 1213.6343 0.24635 -0.87709 -0.65111 59.571 59.571 7.72E-03 34.84 7975700

23398 IPAAYDDAFAALK Unmodified _IPAAYDDAFAALK_ B6TLN8_MAIZE 2 683.35608 1364.6976 0.58886 0.16504 0.73097 87.282 87.282 1.15E-02 43.02 763390

23399 IPADLIISSEK Unmodified _IPADLIISSEK_ B4FYE0_MAIZE 2 593.3399 1184.6653 0.15592 0.11073 0.23835 70.805 70.805 4.43E-05 45.77 252780

23400 IPAEALDR Unmodified _IPAEALDR_ B4FFP7_MAIZE 2 442.74544 883.47633 -0.065586 0.5736 0.47502 43.793 43.793 3.77E-01 48.48 319740

23401 IPAEALDR Unmodified _IPAEALDR_ B4FFP7_MAIZE 2 442.74544 883.47633 0.062722 0.21624 0.24636 46.394 46.394 1.90E-02 50.89 771090

23402 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 589.98775 1766.9414 0.37541 0.85195 1.1944 124.9 124.9 1.00E+00 10.98 772040

23403 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 589.98775 1766.9414 0.18204 0.56794 0.71898 125.38 125.38 6.49E-01 28.23 484710

23404 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 884.47799 1766.9414 0.98597 0.69358 1.6481 125.37 125.37 1.02E-03 46.32 170190

23405 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 589.98775 1766.9414 0.26899 0.26548 0.50294 125.72 125.72 2.56E-01 37.28 1117200

23406 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 884.47799 1766.9414 1.18 0.5694 1.7178 125.72 125.72 3.33E-51 112.51 546050

23407 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 589.98775 1766.9414 0.24434 0.27742 0.49057 126.72 126.72 4.33E-01 35.08 744750

23408 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 884.47799 1766.9414 1.0784 0.82243 1.8699 126.67 126.67 3.33E-51 124.4 355250

23409 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 3 589.98775 1766.9414 0.16408 0.16988 0.30412 126.74 126.74 1.19E-01 30.76 3162600

23410 IPAEVASEIEAAIADLR Unmodified _IPAEVASEIEAAIADLR_ B4F8Q2_MAIZE 2 884.47799 1766.9414 1.1244 0.27911 1.3732 126.73 126.73 4.22E-59 96.02 1447500

23411 IPAGDVEACR Unmodified _IPAGDVEACR_ B6TES9_MAIZE 2 544.26367 1086.5128 0.06804 -0.087347 -0.020461 43.21 43.21 2.81E-03 50.61 344090

23412 IPAGDVEACR Unmodified _IPAGDVEACR_ B6TES9_MAIZE 2 544.26367 1086.5128 0.095947 0.075759 0.16899 43 43 1.25E-02 50.77 586880

23413 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0146 -0.33103 0.67721 110.92 110.92 1.20E-09 79.1 12446000

23414 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.1372 -0.03403 1.0962 110.91 110.91 2.78E-53 73.14 4839300

23415 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0256 -0.21733 0.80201 111.47 111.47 1.20E-09 85.1 4414500

23416 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.3123 -0.13292 1.1723 111.46 111.46 9.67E-28 92.8 728770

23417 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0052 -0.1082 0.88988 111.51 111.51 2.25E-09 80.8 4535000

23418 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.1073 0.19037 1.2908 111.5 111.5 2.17E-36 69.83 1176000

23419 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.1478 0.13759 1.2786 111.61 111.61 5.97E-42 86.68 741050

23420 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 0.9956 0.15495 1.1433 111.61 111.61 9.27E-08 52.84 3129500

23421 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0217 -0.48556 0.53049 111.38 111.38 2.25E-09 69.7 2319000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

23422 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.2423 -0.017779 1.2176 111.34 111.34 2.17E-36 86.96 536460

23423 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0425 -0.032837 1.0027 112.15 112.15 1.51E-11 87.08 3442900

23424 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.1898 0.070106 1.2531 112.13 112.13 9.67E-28 74.65 814900

23425 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 3 846.13297 2535.3771 1.0219 -0.41394 0.60137 111.38 111.38 1.20E-09 80.03 23745000

23426 IPAGLAPEQAAPLLCAGVTVYSPLK Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLK_ B6U7D8_MAIZE 2 1268.6958 2535.3771 1.1463 -0.033326 1.1059 111.36 111.36 1.90E-60 81.72 9513600

23427 IPAGLAPEQAAPLLCAGVTVYSPLKHFGLTTPGLR Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLKHFGLTTPGLR_ B6U7D8_MAIZE 4 904.74845 3614.9647 1.1916 0.10301 1.2949 115.77 115.77 3.72E-07 34.46 437850

23428 IPAGLAPEQAAPLLCAGVTVYSPLKHFGLTTPGLR Unmodified _IPAGLAPEQAAPLLCAGVTVYSPLKHFGLTTPGLR_ B6U7D8_MAIZE 4 904.74845 3614.9647 1.1746 -0.094931 1.0796 124.36 124.36 3.38E-16 44.51 461920

23429 IPALEDLR Unmodified _IPALEDLR_ Q9LKL4_MAIZE 2 463.76892 925.52328 0.010693 -0.068543 -0.088597 69.796 69.796 1.90E-02 37.25 603710

23430 IPALEDLR Unmodified _IPALEDLR_ Q9LKL4_MAIZE 2 463.76892 925.52328 -0.14414 0.23877 0.063832 70.308 70.308 5.06E-02 24.77 249750

23431 IPALEDLR Unmodified _IPALEDLR_ Q9LKL4_MAIZE 2 463.76892 925.52328 -0.01203 -0.11448 -0.15769 71.156 71.156 5.06E-02 36.86 183180

23432 IPALEDLR Unmodified _IPALEDLR_ Q9LKL4_MAIZE 2 463.76892 925.52328 -0.0093496 -0.25937 -0.29758 70.661 70.661 2.92E-02 30.79 317360

23433 IPALEDLRK Unmodified _IPALEDLRK_ Q9LKL4_MAIZE 3 352.21336 1053.6182 1.0774 0.19532 1.2371 58.648 58.648 1.00E+00 10.7 971640

23434 IPALEDLRK Unmodified _IPALEDLRK_ Q9LKL4_MAIZE 3 352.21336 1053.6182 0.93323 -0.14341 0.75778 59.46 59.46 9.53E-03 36.22 598120

23435 IPALEDLRK Unmodified _IPALEDLRK_ Q9LKL4_MAIZE 2 527.8164 1053.6182 -0.086546 0.13373 0.014104 59.484 59.484 1.01E-02 52.84 183430

23436 IPALEDLRK Unmodified _IPALEDLRK_ Q9LKL4_MAIZE 3 352.21336 1053.6182 1.0831 -0.2286 0.82256 60.888 60.888 5.45E-01 25.17 379260

23437 IPALEDLRK Unmodified _IPALEDLRK_ Q9LKL4_MAIZE 3 352.21336 1053.6182 1.0139 -0.081405 0.90036 60.233 60.233 1.00E+00 20.36 407940

23438 IPALFVINISSGEVRPVK Unmodified _IPALFVINISSGEVRPVK_ B6U4F7_MAIZE 3 647.05069 1938.1302 0.43507 0.37912 0.80525 100.62 100.62 6.09E-01 6.76 120450

23439 IPALFVINISSGEVRPVK Unmodified _IPALFVINISSGEVRPVK_ B6U4F7_MAIZE 3 647.05069 1938.1302 0.53257 0.23937 0.76374 100.66 100.66 1.31E-01 30.43 209630

23440 IPALVETLVSK Unmodified _IPALVETLVSK_ B6U4I4_MAIZE 2 585.36064 1168.7067 0.22583 0.56531 0.777 89.794 89.794 3.57E-04 48.12 350470

23441 IPATAECVPSIR Unmodified _IPATAECVPSIR_ B6TS84_MAIZE 2 657.34773 1312.6809 0.57257 -0.044882 0.52167 61.626 61.626 1.60E-02 31 124660

23442 IPATAECVPSIR Unmodified _IPATAECVPSIR_ B6TS84_MAIZE 2 657.34773 1312.6809 0.56459 1.4917 2.0466 62.264 62.264 7.72E-03 41.46 204650

23443 IPATAECVPSIR Unmodified _IPATAECVPSIR_ B6TS84_MAIZE 2 657.34773 1312.6809 0.45065 -0.23868 0.20596 63.142 63.142 2.62E-07 53.63 1123700

23444 IPATWQGIEASR Unmodified _IPATWQGIEASR_ B4FD03_MAIZE 2 664.8515 1327.6884 0.52341 -0.59578 -0.086388 70.886 70.886 2.62E-07 69.93 865260

23445 IPAVISR Unmodified _IPAVISR_ B6TBZ8_MAIZE 2 378.24234 754.47012 0.63613 0.30038 0.91342 48.923 48.923 1.86E-01 34.48 1948400

23446 IPAVQELVR Unmodified _IPAVQELVR_ B6UFB3_MAIZE 2 512.81112 1023.6077 -0.010336 0.16873 0.14331 69.903 69.903 1.01E-02 50.52 442920

23447 IPAVQELVR Unmodified _IPAVQELVR_ B6UFB3_MAIZE 2 512.81112 1023.6077 -0.03011 0.033332 -0.010962 69.363 69.363 3.21E-03 55.53 2358500

23448 IPAVQELVR Unmodified _IPAVQELVR_ B6UFB3_MAIZE 2 512.81112 1023.6077 -0.089613 0.027514 -0.076365 69.415 69.415 3.89E-04 56.89 2411800

23449 IPCGEVWGGNPAK Unmodified _IPCGEVWGGNPAK_ B6TDS2_MAIZE 2 692.83753 1383.6605 0.59214 0.12975 0.72642 61.231 61.231 1.00E-11 70 805790

23450 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 3 335.51638 1003.5273 1.1604 -0.020252 1.1517 35.959 35.959 4.68E-01 2 370800

23451 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 2 502.77093 1003.5273 -0.11806 0.2498 0.14162 35.967 35.967 1.12E-01 29.27 109120

23452 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 3 335.51638 1003.5273 1.3719 -0.096898 1.2857 38.581 38.581 1.96E-01 33.7 522660

23453 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 2 502.77093 1003.5273 0.020752 0.26283 0.29482 38.576 38.576 7.18E-01 31.28 149340

23454 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 3 335.51638 1003.5273 1.2786 0.012992 1.3016 37.762 37.762 1.96E-01 14.56 275190

23455 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 3 335.51638 1003.5273 1.151 -0.047478 1.1153 38.373 38.373 6.12E-02 15.07 1798400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

23456 IPCVGPHPK Unmodified _IPCVGPHPK_ PEPCK_MAIZE 2 502.77093 1003.5273 -0.040182 0.11794 0.088381 38.372 38.372 7.18E-01 18.31 397280

23457 IPCVNCLK Unmodified _IPCVNCLK_ B6UGG5_MAIZE 2 502.2568 1002.499 -0.0055108 -2.3063 -2.3024 55.581 55.581 7.88E-01 18.14 597110

23458 IPCVNCLK Unmodified _IPCVNCLK_ B6UGG5_MAIZE 2 502.2568 1002.499 -0.11945 -0.92553 -1.0371 56.244 56.244 5.06E-02 23.16 2041700

23459 IPDFLDNSFYHNNLAK Unmodified _IPDFLDNSFYHNNLAK_ B6UBA1_MAIZE 3 636.64773 1906.9214 0.44865 0.10868 0.54548 95.233 95.233 1.03E-03 26.98 477260

23460 IPDFLDNSFYHNNLAK Unmodified _IPDFLDNSFYHNNLAK_ B6UBA1_MAIZE 3 636.64773 1906.9214 0.3728 0.4964 0.85739 94.802 94.802 1.03E-03 29.88 1340400

23461 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.68864 -0.17633 0.50078 58.709 58.709 2.50E-15 69.31 36744000

23462 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.69142 -0.088706 0.59226 59.157 59.157 4.68E-05 56.21 131290

23463 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.71474 -0.29996 0.40423 60.428 60.428 4.68E-05 60.36 11869000

23464 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.70866 -0.044105 0.65386 59.782 59.782 6.20E-03 59.95 6598300

23465 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.72724 0.087063 0.8029 60.22 60.22 1.00E-11 56.06 3660200

23466 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.70713 -0.18099 0.51488 60.494 60.494 1.00E-11 61.48 16683000

23467 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.7089 0.25556 0.95314 59.017 59.017 1.47E-03 53.12 1876900

23468 IPDPESTDNAEFK Unmodified _IPDPESTDNAEFK_ B6T440_MAIZE 2 731.83845 1461.6624 0.71899 -0.45291 0.25534 61.483 61.483 1.00E-11 59.16 247280

23469 IPDTIDR Unmodified _IPDTIDR_ B1P123_MAIZE 2 415.22434 828.43413 0.2824 -3.0185 -2.7355 42.322 42.322 1.86E-01 26.15 1276600

23470 IPDTIDR Unmodified _IPDTIDR_ B1P123_MAIZE 2 415.22434 828.43413 0.19461 0.20107 0.39045 44.358 44.358 4.46E-01 23.63 1183500

23471 IPDTIDR Unmodified _IPDTIDR_ B1P123_MAIZE 2 415.22434 828.43413 0.18774 0.18876 0.37109 45.3 45.3 7.83E-01 21.15 3549700

23472 IPEAYER Unmodified _IPEAYER_ B6TSB3_MAIZE 2 439.22434 876.43413 0.090475 0.53708 0.58477 40.871 40.871 7.83E-01 31.7 328840

23473 IPEAYER Unmodified _IPEAYER_ B6TSB3_MAIZE 2 439.22434 876.43413 -0.0026118 0.30721 0.26407 40.922 40.922 1.86E-01 36.81 1233100

23474 IPENLTNVHAYTK Unmodified _IPENLTNVHAYTK_ B4F817_MAIZE 3 500.59994 1498.778 -0.10724 -0.22665 -0.34927 58.83 58.83 2.26E-05 32.52 1946100

23475 IPEQDPEDAK Unmodified _IPEQDPEDAK_ B6TAH4_MAIZE 2 571.27222 1140.5299 0.10455 0.40389 0.4877 38.193 38.193 1.25E-02 28.96 395460

23476 IPEVIIPEDLVVNIALSTR Unmodified _IPEVIIPEDLVVNIALSTR_ B6TQ43_MAIZE 2 1046.1066 2090.1987 1.1365 -0.24016 0.88549 125.25 125.25 1.84E-40 88.12 1406000

23477 IPEYVHVSQDCK Unmodified _IPEYVHVSQDCK_ B6TL80_MAIZE 3 492.23801 1473.6922 -0.13633 -0.1006 -0.23355 54.167 54.167 6.16E-04 28.33 2237300

23478 IPFAFLEDIHGR Unmodified _IPFAFLEDIHGR_ B6U726_MAIZE 3 472.2541 1413.7405 -0.147 -0.19018 -0.34065 96.877 96.877 9.20E-10 51.37 121710

23479 IPFLAYLASFLK Unmodified _IPFLAYLASFLK_ MMT1_MAIZE 2 691.90776 1381.801 0.64555 0.36592 0.99216 129.32 129.32 2.62E-07 51.3 794130

23480 IPFPLTQR Unmodified _IPFPLTQR_ B4FPC9_MAIZE 2 486.28728 970.56 -0.051253 0.19013 0.13488 71.11 71.11 3.77E-01 31.6 368180

23481 IPFVIMTSDDTNALTIK Oxidation (M) _IPFVIM(ox)TSDDTNALTIK_ B6UC67_MAIZE 2 947.99516 1893.9758 1.2785 -0.27547 1.0044 95.318 95.318 6.64E-13 50.96 176310

23482 IPGATDLGLMPR Unmodified _IPGATDLGLMPR_ B6UC41_MAIZE 2 620.83955 1239.6645 0.36608 0.61382 0.97297 79.869 79.869 1.98E-03 75.71 1137200

23483 IPGATDLGLMPR Oxidation (M) _IPGATDLGLM(ox)PR_ B6UC41_MAIZE 2 628.83701 1255.6595 0.29513 -0.10989 0.18217 70.002 70.002 9.49E-04 44.26 47878

23484 IPGATDLGLMPR Oxidation (M) _IPGATDLGLM(ox)PR_ B6UC41_MAIZE 2 628.83701 1255.6595 0.34281 -0.21184 0.12755 69.258 69.258 4.08E-13 52.08 172340

23485 IPGATDLGLMPR Oxidation (M) _IPGATDLGLM(ox)PR_ B6UC41_MAIZE 2 628.83701 1255.6595 0.39786 0.025625 0.42027 69.662 69.662 4.08E-13 53.36 573260

23486 IPGGATLIFDTELIAVNGK Unmodified _IPGGATLIFDTELIAVNGK_ B4FUK2_MAIZE 2 965.03822 1928.0619 1.2751 0.33674 1.6089 125.52 125.52 1.26E-01 27.11 10518

23487 IPGGATLIFDTELIAVNGK Unmodified _IPGGATLIFDTELIAVNGK_ B4FUK2_MAIZE 2 965.03822 1928.0619 1.2048 2.065 3.2648 122.71 122.71 4.44E-10 46.13 95505

23488 IPGGEYLLKPLGFDWIK Unmodified _IPGGEYLLKPLGFDWIK_ B4FTY5_MAIZE 3 649.36438 1945.0713 0.52551 0.077235 0.59377 116.18 116.18 6.96E-03 25.8 296120

23489 IPGIQSLITK Unmodified _IPGIQSLITK_ B6U4J8_MAIZE 2 535.33442 1068.6543 -0.032922 0.088624 0.041816 79.752 79.752 1.84E-04 54.25 1810700
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23490 IPGTSDLQISLCK Unmodified _IPGTSDLQISLCK_ B6TWL4_MAIZE 2 716.37923 1430.7439 0.70913 -0.25044 0.46023 78.515 78.515 1.15E-02 23.64 19169

23491 IPGTSDLQISLCK Unmodified _IPGTSDLQISLCK_ B6TWL4_MAIZE 2 716.37923 1430.7439 0.74038 -0.63737 0.10499 78.345 78.345 3.13E-02 27.92 242040

23492 IPGTSDLQISLCK Unmodified _IPGTSDLQISLCK_ B6TWL4_MAIZE 2 716.37923 1430.7439 0.7745 -0.70989 0.066171 77.948 77.948 4.68E-05 64.57 225130

23493 IPGTSDLQISLCK Unmodified _IPGTSDLQISLCK_ B6TWL4_MAIZE 2 716.37923 1430.7439 0.72395 -0.736 -0.011046 78.311 78.311 1.15E-02 81.74 679620

23494 IPGVGLLYTELVQGIPPVFPR Unmodified _IPGVGLLYTELVQGIPPVFPR_ B6ST28_MAIZE 3 755.7717 2264.2933 0.87378 0.095734 0.9745 127.06 127.06 8.27E-01 12.53 544300

23495 IPGVGLLYTELVQGIPPVFPR Unmodified _IPGVGLLYTELVQGIPPVFPR_ B6ST28_MAIZE 2 1133.1539 2264.2933 1.2727 0.67914 1.9564 127.07 127.07 3.25E-02 10.26 484860

23496 IPGWWEDKFEK Unmodified _IPGWWEDKFEK_ B6TJQ7_MAIZE 3 478.90659 1433.698 -0.095796 -0.030511 -0.13693 80.018 80.018 6.15E-03 28.02 964960

23497 IPHADSYVR Unmodified _IPHADSYVR_ B6SRY1_MAIZE 3 353.18569 1056.5352 1.01 0.32872 1.3268 44.445 44.445 5.45E-01 27.67 974930

23498 IPHAIELDK Unmodified _IPHAIELDK_ B4FK58_MAIZE 3 345.86596 1034.576 0.87371 0.18967 1.0361 54.357 54.357 1.96E-01 28.05 2327900

23499 IPHAIELDK Unmodified _IPHAIELDK_ B4FK58_MAIZE 2 518.2953 1034.576 -0.15716 -0.60583 -0.78764 54.345 54.345 7.18E-01 14.07 625910

23500 IPIDVNR Unmodified _IPIDVNR_ B4FLP7_MAIZE 2 413.7427 825.47085 0.28387 0.3068 0.5733 47.898 47.898 4.46E-01 17.37 651780

23501 IPIDVNR Unmodified _IPIDVNR_ B4FLP7_MAIZE 2 413.7427 825.47085 0.25766 0.030632 0.27374 50.041 50.041 4.46E-01 19.79 344000

23502 IPIDVNR Unmodified _IPIDVNR_ B4FLP7_MAIZE 2 413.7427 825.47085 0.22837 -0.050474 0.16242 50.008 50.008 8.04E-02 34.35 1895400

23503 IPIIGDLTGSNK Unmodified _IPIIGDLTGSNK_ Q9LKL4_MAIZE 2 614.3508 1226.6871 0.32638 -0.053391 0.26331 86.79 86.79 1.98E-03 69.32 1578200

23504 IPIIGDLTGSNK Unmodified _IPIIGDLTGSNK_ Q9LKL4_MAIZE 2 614.3508 1226.6871 0.30623 -0.068353 0.22942 88.436 88.436 1.00E+00 3.74 11224

23505 IPIIGDLTGSNK Unmodified _IPIIGDLTGSNK_ Q9LKL4_MAIZE 2 614.3508 1226.6871 0.27721 0.044348 0.31185 87.315 87.315 2.62E-07 55.11 617520

23506 IPIIGDLTGSNK Unmodified _IPIIGDLTGSNK_ Q9LKL4_MAIZE 2 614.3508 1226.6871 0.34175 0.13074 0.46346 87.646 87.646 1.98E-03 39.28 430140

23507 IPIIGDLTGSNK Unmodified _IPIIGDLTGSNK_ Q9LKL4_MAIZE 2 614.3508 1226.6871 0.34263 0.049868 0.38339 87.393 87.393 1.11E-04 68.83 579500

23508 IPIPVFDMYGIGAR Oxidation (M) _IPIPVFDM(ox)YGIGAR_ B4FNZ5_MAIZE 2 782.91324 1563.8119 0.8765 -0.098701 0.77719 102 102 2.44E-16 55.39 771560

23509 IPIPVFDMYGIGAR Unmodified _IPIPVFDMYGIGAR_ B4FNZ5_MAIZE 2 774.91579 1547.817 0.94903 1.1601 2.1051 113.31 113.31 1.49E-02 32.05 234720

23510 IPLAAELLR Unmodified _IPLAAELLR_ B6TJK1_MAIZE 2 498.31603 994.61752 0.071818 -0.022277 0.0096451 99.971 99.971 3.39E-01 6.72 71638

23511 IPLAAELLR Unmodified _IPLAAELLR_ B6TJK1_MAIZE 2 498.31603 994.61752 -0.080258 0.16076 0.039616 100.33 100.33 1.01E-02 18.79 190960

23512 IPLAEALTGYTAHVTTLDGR Unmodified _IPLAEALTGYTAHVTTLDGR_ B4FT54_MAIZE 3 700.3759 2098.1059 0.66378 0.30375 0.96493 99.069 99.069 1.85E-01 18.72 401630

23513 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.73156 0.1134 0.8311 93.31 93.31 8.21E-12 50.15 4728500

23514 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 2 1089.578 2177.1415 1.2098 -0.022097 1.1743 93.311 93.311 6.57E-12 78.48 437950

23515 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.74585 -0.054437 0.67765 94.167 94.167 1.31E-21 65.62 2162500

23516 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.737 -0.16278 0.56104 94.178 94.178 8.21E-12 66.89 2771100

23517 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 2 1089.578 2177.1415 1.2323 0.25796 1.4769 94.165 94.165 6.57E-12 73.05 186000

23518 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.71803 0.01732 0.72259 94.174 94.174 6.66E-26 50.14 2323000

23519 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.72449 -0.24529 0.46632 94.087 94.087 8.21E-12 61.34 3354200

23520 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.68507 -0.069377 0.60214 94.246 94.246 1.31E-21 60.35 19983000

23521 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 2 1089.578 2177.1415 1.2338 0.050046 1.2707 94.227 94.227 3.12E-37 94.55 1456300

23522 IPLFSAAGLPHNEIAAQICR Unmodified _IPLFSAAGLPHNEIAAQICR_ B6T9C0_MAIZE 3 726.72112 2177.1415 0.7823 0.59038 1.3582 95.079 95.079 6.15E-07 56.05 265370

23523 IPLGLVGSPMQMVLQNIKPLTR 2 Oxidation (M) _IPLGLVGSPM(ox)QM(ox)VLQNIKPLTR_ B6TVJ7_MAIZE 3 813.12716 2436.3597 1.0302 -0.52841 0.49847 98.805 98.805 6.92E-04 19.63 248550
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23524 IPLGLVGSPMQMVLQNIKPLTR 2 Oxidation (M) _IPLGLVGSPM(ox)QM(ox)VLQNIKPLTR_ B6TVJ7_MAIZE 3 813.12716 2436.3597 0.86926 1.7631 2.6262 100.17 100.17 6.44E-05 14.21 392990

23525 IPLGLVGSPMQMVLQNIKPLTR Oxidation (M) _IPLGLVGSPMQM(ox)VLQNIKPLTR_ B6TVJ7_MAIZE 3 807.79552 2420.3647 1.0009 -0.31005 0.6857 129.23 129.23 8.27E-10 28.96 278230

23526 IPLSNNNVIEEGLGK Unmodified _IPLSNNNVIEEGLGK_ B4FSG3_MAIZE 2 798.93322 1595.8519 0.91736 -0.16996 0.72567 77.186 77.186 7.01E-11 98.28 721550

23527 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.94475 -0.24899 0.67822 74.316 74.316 1.02E-23 82.72 4435900

23528 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.92994 0.42799 1.3407 75.731 75.731 6.37E-03 53.82 52298

23529 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.96029 -0.16895 0.77384 74.833 74.833 6.53E-30 102.27 510060

23530 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.95222 -0.15367 0.78121 75.378 75.378 6.53E-30 107.31 881850

23531 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.95586 -0.071498 0.86719 74.975 74.975 1.02E-23 88.81 931160

23532 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.98623 -0.14575 0.82271 74.839 74.839 2.37E-16 67.31 912760

23533 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.9855 0.21826 1.1854 75.367 75.367 6.53E-30 77.54 1127500

23534 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.96919 0.16688 1.1179 75.266 75.266 1.02E-23 96.25 1198300

23535 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.82914 -0.28415 0.52801 74.747 74.747 6.53E-30 115.61 14724000

23536 IPLSNNQVIEEGLGK Unmodified _IPLSNNQVIEEGLGK_ B4F8K1_MAIZE 2 805.94104 1609.8675 0.91998 0.019073 0.92136 76.083 76.083 1.12E-07 64.91 360320

23537 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.92358 -0.18625 0.71847 75.601 75.601 7.01E-11 92.39 1783200

23538 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.92286 -0.087826 0.81647 77.136 77.136 3.88E-01 13.97 18273

23539 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.92288 -0.13838 0.76578 76.136 76.136 1.26E-03 86.19 208050

23540 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.93623 -0.18315 0.7346 76.683 76.683 1.02E-23 80.11 325450

23541 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.9305 -0.25328 0.65891 76.278 76.278 1.12E-07 73.51 399250

23542 IPLSNNSVIEEGLGK Unmodified _IPLSNNSVIEEGLGK_ B4FTW5_MAIZE 2 785.42777 1568.841 0.82184 -0.31023 0.49353 76.099 76.099 2.37E-16 80.28 4408600

23543 IPLTEADMQVELDR Oxidation (M) _IPLTEADM(ox)QVELDR_ B4FLA2_MAIZE 2 823.40872 1644.8029 1.0474 -0.31778 0.72102 71.084 71.084 1.50E-01 18.66 15943

23544 IPLTEADMQVELDR Unmodified _IPLTEADMQVELDR_ B4FLA2_MAIZE 2 815.41126 1628.808 1.0126 -0.20144 0.79973 84.521 84.521 7.68E-22 116.29 933520

23545 IPLTEADMQVELDRR Oxidation (M) _IPLTEADM(ox)QVELDRR_ B4FLA2_MAIZE 3 601.30861 1800.904 0.18316 4.3926 4.5557 65.037 65.037 4.82E-01 9.6 1282000

23546 IPLTTADEFK Unmodified _IPLTTADEFK_ B4G066_MAIZE 2 567.8057 1133.5968 0.1632 -0.18928 -0.033415 65.023 65.023 2.81E-03 46.56 505410

23547 IPLTTADEFK Unmodified _IPLTTADEFK_ B4G066_MAIZE 2 567.8057 1133.5968 0.045225 -0.16158 -0.12381 65.614 65.614 4.40E-05 46.5 246560

23548 IPLTTADEFK Unmodified _IPLTTADEFK_ B4G066_MAIZE 2 567.8057 1133.5968 0.14396 -0.37584 -0.23989 66.717 66.717 1.62E-03 51.89 590990

23549 IPLTTADEFK Unmodified _IPLTTADEFK_ B4G066_MAIZE 2 567.8057 1133.5968 0.081334 0.01861 0.092682 66.611 66.611 1.62E-03 55.57 4025200

23550 IPLVIR Unmodified _IPLVIR_ B6T565_MAIZE 2 355.7498 709.48505 0.94681 -0.11137 0.81357 61.321 61.321 2.64E-01 34.38 2638800

23551 IPLVSFTGSTR Unmodified _IPLVSFTGSTR_ B6TB11_MAIZE 2 589.33241 1176.6503 0.1928 0.51745 0.71875 75.251 75.251 4.48E-03 40.73 1039300

23552 IPLVSFTGSTR Unmodified _IPLVSFTGSTR_ B6TB11_MAIZE 2 589.33241 1176.6503 0.246 0.33192 0.58565 76.375 76.375 1.67E-02 52.88 453710

23553 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.042819 0.000136 -0.069259 74.052 74.052 3.24E-03 18.9 5325000

23554 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.90894 -0.15978 0.72401 74.067 74.067 7.68E-22 88.01 1396000

23555 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.10671 0.19001 0.058462 75.103 75.103 8.22E-04 41.25 1649100

23556 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.88755 -0.1872 0.67565 75.103 75.103 7.68E-22 75.39 340670

23557 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.039707 -0.087817 -0.15266 75.456 75.456 8.22E-04 32.77 3157600
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23558 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.88575 -0.16713 0.69386 75.467 75.467 3.40E-25 69.46 640430

23559 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.023589 -0.041409 -0.091347 75.155 75.155 8.22E-04 33.37 2412200

23560 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.91599 -0.069781 0.82165 75.186 75.186 2.00E-19 65.4 461770

23561 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.064672 -0.034706 -0.12449 75.014 75.014 4.53E-07 41.86 1470800

23562 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.96328 -0.026324 0.91143 75.045 75.045 2.09E-30 85.17 297300

23563 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 3 517.95958 1550.8569 -0.1016 -0.010557 -0.13737 75.127 75.127 3.47E-16 37.78 26503000

23564 IPLYQHIANLAGNK Unmodified _IPLYQHIANLAGNK_ B6T3P9_MAIZE 2 776.43573 1550.8569 0.87723 -0.22463 0.62784 75.17 75.17 2.09E-30 84.44 5489300

23565 IPNAVLGQGYGMTEAGPVLAMCLAFAK 2 Oxidation (M) _IPNAVLGQGYGM(ox)TEAGPVLAM(ox)CLAFAK_ B4FQP4_MAIZE 3 937.80078 2810.3805 1.2778 -0.73047 0.5477 104.75 104.75 1.54E-08 26.45 262030

23566 IPNSSLGSIVGAGGVNLAEIR Unmodified _IPNSSLGSIVGAGGVNLAEIR_ B4FG12_MAIZE 2 1012.5604 2023.1062 1.198 0.084889 1.274 100.47 100.47 4.46E-39 106.58 296340

23567 IPPELAGHIR Unmodified _IPPELAGHIR_ B6TRK5_MAIZE 3 368.2171 1101.6295 0.83381 0.33453 1.1471 54.796 54.796 2.47E-03 29.43 699040

23568 IPPVLAELNDPLDDEEIIAK Unmodified _IPPVLAELNDPLDDEEIIAK_ B6SVL6_MAIZE 2 1102.5885 2203.1624 1.3857 0.8206 2.186 116.12 116.12 6.57E-12 46.99 127930

23569 IPQSCLPQVLLHLDK Unmodified _IPQSCLPQVLLHLDK_ B6T8U9_MAIZE 3 587.66243 1759.9655 0.24329 0.63246 0.8725 91.518 91.518 8.03E-01 4.18 516040

23570 IPQSCLPQVLLHLDK Unmodified _IPQSCLPQVLLHLDK_ B6T8U9_MAIZE 3 587.66243 1759.9655 0.22768 0.21957 0.44469 92.246 92.246 1.65E-10 53.22 822020

23571 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 0.00055653 -0.44627 -0.47583 55.509 55.509 4.40E-05 75.02 15254000

23572 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 -0.057422 0.088316 -0.00011807 56.297 56.297 1.25E-02 55.97 110430

23573 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 -0.026798 0.026925 -0.030942 55.599 55.599 4.40E-05 86.97 7875400

23574 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 0.030497 -0.06791 -0.069107 57.544 57.544 4.40E-05 77.07 11740000

23575 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 0.00081899 -0.34287 -0.3732 56.839 56.839 1.84E-04 84.38 13193000

23576 IPSAEEIADR Unmodified _IPSAEEIADR_ B4G1T4_MAIZE 2 550.78275 1099.551 0.038271 0.38751 0.39455 55.964 55.964 1.62E-03 66.36 1018100

23577 IPSAEEIADRIDK Unmodified _IPSAEEIADRIDK_ B4G1T4_MAIZE 3 486.25958 1455.7569 -0.066423 -0.34822 -0.44287 73.621 73.621 8.46E-03 18.18 6018600

23578 IPSAEEIADRIDK Unmodified _IPSAEEIADRIDK_ B4G1T4_MAIZE 2 728.88574 1455.7569 -0.13876 73.669 73.669 3.40E-02 20.56

23579 IPSAEEIADRIDK Unmodified _IPSAEEIADRIDK_ B4G1T4_MAIZE 3 486.25958 1455.7569 -0.1907 -0.189 -0.4075 74.208 74.208 8.46E-03 22.95 3501300

23580 IPSAEEIADRIDK Unmodified _IPSAEEIADRIDK_ B4G1T4_MAIZE 3 486.25958 1455.7569 -0.075511 -0.30274 -0.40654 74.808 74.808 1.28E-01 21.77 2848800

23581 IPSAEEIADRIDK Unmodified _IPSAEEIADRIDK_ B4G1T4_MAIZE 3 486.25958 1455.7569 -0.067568 -0.12095 -0.21616 74.401 74.401 8.46E-03 27.6 3196600

23582 IPSAPGGHVK Unmodified _IPSAPGGHVK_ B6T8F8_MAIZE 3 321.51878 961.53451 1.3332 0.31576 1.6496 31.774 31.774 8.69E-01 8.42 9152.2

23583 IPSAPGGHVK Unmodified _IPSAPGGHVK_ B6T8F8_MAIZE 3 321.51878 961.53451 1.5287 -0.50608 1.0225 33.018 33.018 8.69E-01 26.08 17453

23584 IPSAPGGHVK Unmodified _IPSAPGGHVK_ B6T8F8_MAIZE 3 321.51878 961.53451 1.4103 -0.027692 1.3809 31.173 31.173 6.66E-03 36.46 324420

23585 IPSAPGGHVK Unmodified _IPSAPGGHVK_ B6T8F8_MAIZE 2 481.77453 961.53451 0.050594 -0.043292 0.0064778 31.157 31.157 4.40E-02 24.18 48382

23586 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.1548 0.055903 1.2087 92.434 92.434 4.46E-39 101.21 6633500

23587 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.73729 -0.15507 0.5805 92.425 92.425 1.38E-25 74.89 5827300

23588 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.2134 0.064745 1.276 93.004 93.004 6.01E-71 115.58 3321000

23589 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.75951 0.29448 1.0513 93.003 93.003 3.35E-08 83.62 2414600

23590 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.1239 0.060406 1.1824 93.078 93.078 6.01E-71 139.74 6251800

23591 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.69622 0.007778 0.70225 93.11 93.11 4.34E-05 62.98 3141600
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23592 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.093 0.084451 1.1758 92.909 92.909 2.39E-60 98.99 5421500

23593 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.71348 0.20252 0.91376 92.913 92.913 1.19E-11 69.43 5412300

23594 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.68923 -0.056065 0.63173 92.532 92.532 1.19E-11 75.55 7511800

23595 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.1582 -0.13432 1.0227 92.53 92.53 1.06E-48 122.1 8496900

23596 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.0972 -0.23266 0.8627 93.044 93.044 2.39E-60 100.41 49622000

23597 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.67884 -0.10498 0.57267 93.051 93.051 1.19E-11 78.63 30225000

23598 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.204 0.13679 1.3387 92.713 92.713 8.95E-08 104.94 2127700

23599 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.75077 0.28095 1.0294 92.71 92.71 3.16E-03 38.43 1493900

23600 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 2 1093.5762 2185.1379 1.1333 -0.039186 1.0925 92.957 92.957 2.39E-60 115.56 724240

23601 IPSAVGYQPTLATDLGGLQER Unmodified _IPSAVGYQPTLATDLGGLQER_ ATPBM_MAIZE 3 729.38658 2185.1379 0.74101 0.17087 0.91049 92.949 92.949 7.80E-02 29.97 716940

23602 IPSEITAALDPIK Unmodified _IPSEITAALDPIK_ MTHR1_MAIZE 2 684.39267 1366.7708 0.64931 0.036039 0.663 90.032 90.032 4.68E-05 52.45 344930

23603 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 3 727.7181 2180.1325 0.76612 0.098613 0.84261 88.36 88.36 6.66E-26 62.55 1907700

23604 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 3 727.7181 2180.1325 0.74518 -0.12116 0.60273 88.986 88.986 1.31E-21 62.75 952590

23605 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 3 727.7181 2180.1325 0.742 -0.03543 0.68429 89.146 89.146 5.80E-33 57.58 1496400

23606 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 3 727.7181 2180.1325 0.76407 0.009641 0.75156 88.891 88.891 9.97E-16 67.38 765500

23607 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 3 727.7181 2180.1325 0.68824 -0.29102 0.3756 88.738 88.738 1.31E-21 65.8 6094000

23608 IPSEITAALDPIKDNEEAVR Unmodified _IPSEITAALDPIKDNEEAVR_ MTHR1_MAIZE 2 1091.0735 2180.1325 1.2861 -0.13736 1.1274 88.737 88.737 6.57E-12 79.18 462930

23609 IPSGEVWVGNPAK Unmodified _IPSGEVWVGNPAK_ B6T3C8_MAIZE 2 677.3617 1352.7089 0.49539 0.36265 0.85443 65.845 65.845 1.47E-03 65.32 2368500

23610 IPSIIALINK Unmodified _IPSIIALINK_ B6U1C4_MAIZE 2 541.35262 1080.6907 -0.041874 0.18994 0.11247 97.549 97.549 2.81E-03 58.88 112490

23611 IPSIIALINK Unmodified _IPSIIALINK_ B6U1C4_MAIZE 2 541.35262 1080.6907 0.038628 0.3109 0.31345 96.99 96.99 2.81E-03 70.12 421060

23612 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.061015 -0.1945 -0.15489 50.683 50.683 4.40E-05 78.29 16578000

23613 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.022546 0.58553 0.5855 51.069 51.069 1.25E-02 69.94 114990

23614 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.046509 -0.096202 -0.072236 50.501 50.501 4.40E-05 73.85 7763200

23615 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.079616 0.000671 0.057423 52.827 52.827 5.76E-06 52.66 9244800

23616 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.060175 -0.008761 0.030129 52.1 52.1 5.76E-06 80.59 12730000

23617 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.072884 0.52559 0.5749 53.481 53.481 7.11E-01 25.53 432150

23618 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.1192 0.34698 0.44308 51.024 51.024 1.62E-03 82.35 706210

23619 IPSTEEIADR Unmodified _IPSTEEIADR_ B6UF55_MAIZE 2 565.78804 1129.5615 0.042792 0.3601 0.38008 54.111 54.111 2.81E-03 62.4 448100

23620 IPSVGLGTWQSDPGVVGNAVYAAVK Unmodified _IPSVGLGTWQSDPGVVGNAVYAAVK_ A2T1W7_MAIZE 3 829.1077 2484.3013 1.092 0.33395 1.4359 109.66 109.66 5.30E-02 21.99 127730

23621 IPSVGLGTWQSDPGVVGNAVYAAVK Unmodified _IPSVGLGTWQSDPGVVGNAVYAAVK_ A2T1W7_MAIZE 3 829.1077 2484.3013 1.0482 -0.13033 0.92789 109.72 109.72 2.09E-09 47.61 202680

23622 IPSVGLGTWQSDPGVVGNAVYAAVK Unmodified _IPSVGLGTWQSDPGVVGNAVYAAVK_ A2T1W7_MAIZE 3 829.1077 2484.3013 1.0575 0.091194 1.1589 109.82 109.82 1.88E-03 33.64 210790

23623 IPSVGLGTWQSDPGVVGNAVYAAVK Unmodified _IPSVGLGTWQSDPGVVGNAVYAAVK_ A2T1W7_MAIZE 3 829.1077 2484.3013 1.005 -0.047078 0.96818 109.5 109.5 1.74E-10 56.65 4377700

23624 IPSVGLGTWQSDPGVVGNAVYAAVK Unmodified _IPSVGLGTWQSDPGVVGNAVYAAVK_ A2T1W7_MAIZE 2 1243.1579 2484.3013 1.1702 0.080926 1.261 109.5 109.5 8.12E-10 28.89 2134500

23625 IPSVGLGVWQIQPDAANDAIYAAVK Unmodified _IPSVGLGVWQIQPDAANDAIYAAVK_ B4FID4_MAIZE 3 866.13051 2595.3697 1.0836 -0.006262 1.0716 118.23 118.23 1.74E-10 56.58 1030700
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23626 IPSVGLGVWQIQPDAANDAIYAAVK Unmodified _IPSVGLGVWQIQPDAANDAIYAAVK_ B4FID4_MAIZE 2 1298.6921 2595.3697 1.1928 0.30429 1.4913 118.21 118.21 6.90E-13 61.85 366030

23627 IPTDMADYLK Unmodified _IPTDMADYLK_ B6TEV5_MAIZE 2 583.79173 1165.5689 0.11363 0.22378 0.32033 81.176 81.176 1.62E-03 39.32 688700

23628 IPTGELWAGSPAR Unmodified _IPTGELWAGSPAR_ B6TMG9_MAIZE 2 677.85933 1353.7041 0.50786 0.18741 0.68416 72.063 72.063 4.68E-05 74.48 850390

23629 IPTLAIHLDR Unmodified _IPTLAIHLDR_ B6SP25_MAIZE 3 383.56439 1147.6713 0.63417 -0.67711 -0.057551 72.574 72.574 1.26E-02 21.73 766040

23630 IPTPELFAR Unmodified _IPTPELFAR_ B4F932_MAIZE 2 522.29784 1042.5811 -0.091357 0.59806 0.4902 77.332 77.332 3.39E-01 15.28 187800

23631 IPTPELFAR Unmodified _IPTPELFAR_ B4F932_MAIZE 2 522.29784 1042.5811 -0.056138 0.71916 0.64731 77.494 77.494 3.32E-02 27.7 3094600

23632 IPTQQLSHR Unmodified _IPTQQLSHR_ B4F8T1_MAIZE 3 360.53672 1078.5883 1.0305 -0.30657 0.71456 34.873 34.873 5.45E-01 4.61 118250

23633 IPTQQLSHR Unmodified _IPTQQLSHR_ B4F8T1_MAIZE 3 360.53672 1078.5883 0.89382 -0.23381 0.65209 33.995 33.995 9.53E-03 28.74 210640

23634 IPTTLVER Unmodified _IPTTLVER_ B4FTG1_MAIZE 2 464.77674 927.53893 -0.10246 0.48304 0.37169 55.118 55.118 1.90E-02 44.89 1691700

23635 IPTVDTIPK Unmodified _IPTVDTIPK_ O23888_MAIZE 2 492.29223 982.5699 -0.002465 0.1521 0.15212 58.914 58.914 3.39E-01 42.39 1164200

23636 IPTVDTIPK Unmodified _IPTVDTIPK_ O23888_MAIZE 2 492.29223 982.5699 -0.12318 0.50589 0.38452 59.24 59.24 1.01E-02 38.52 435900

23637 IPTVDTIPK Unmodified _IPTVDTIPK_ O23888_MAIZE 2 492.29223 982.5699 -0.034496 -0.07759 -0.1093 60.772 60.772 3.32E-02 42.64 606240

23638 IPVETPK Unmodified _IPVETPK_ B4FVG0_MAIZE 2 392.23418 782.4538 0.45754 -0.17075 0.27566 37.882 37.882 4.46E-01 25.04 2612300

23639 IPVISNVDAQPHSDPNTIK Unmodified _IPVISNVDAQPHSDPNTIK_ B6TNM0_MAIZE 3 682.36025 2044.0589 0.5644 -0.077502 0.48414 65.904 65.904 2.77E-04 35.67 2149200

23640 IPVIVEK Unmodified _IPVIVEK_ B6SUL0_MAIZE 2 399.2602 796.50584 0.11551 1.4567 1.5529 54.116 54.116 8.04E-02 22.86 2720900

23641 IPVLLHDGR Unmodified _IPVLLHDGR_ B6TJ22_MAIZE 3 340.53806 1018.5924 1.1697 -0.28697 0.88044 53.777 53.777 9.53E-03 34.96 2253400

23642 IPVLLHDGR Unmodified _IPVLLHDGR_ B6TJ22_MAIZE 2 510.30346 1018.5924 -0.10764 -0.14953 -0.26077 53.829 53.829 3.13E-03 50.71 1656200

23643 IPVLLHHGK Unmodified _IPVLLHHGK_ B4FS52_MAIZE 3 338.54667 1012.6182 1.2746 0.003395 1.2711 38.194 38.194 1.00E+00 1.18 523340

23644 IPVLLHHGK Unmodified _IPVLLHHGK_ B4FS52_MAIZE 2 507.31637 1012.6182 -0.052708 -0.13931 -0.19802 38.574 38.574 3.89E-04 44.01 441930

23645 IPVSELPEFLR Unmodified _IPVSELPEFLR_ B6U0X3_MAIZE 2 650.369 1298.7234 0.48055 0.35103 0.81576 95.509 95.509 1.00E+00 9 256120

23646 IPVSELPEFLR Unmodified _IPVSELPEFLR_ B6U0X3_MAIZE 2 650.369 1298.7234 0.45978 -0.58765 -0.14258 96.367 96.367 1.47E-01 42.67 279420

23647 IPVSELPEFLR Unmodified _IPVSELPEFLR_ B6U0X3_MAIZE 2 650.369 1298.7234 0.49962 0.37548 0.8598 96.116 96.116 1.47E-01 43.6 198710

23648 IPVSELPEFLR Unmodified _IPVSELPEFLR_ B6U0X3_MAIZE 2 650.369 1298.7234 0.44941 0.38297 0.81722 96.083 96.083 4.96E-02 40.48 2068200

23649 IPVSLVFDDIK Unmodified _IPVSLVFDDIK_ B4F9K0_MAIZE 2 623.3581 1244.7016 0.31326 0.082029 0.3986 94.851 94.851 3.60E-06 53.75 5386300

23650 IPVSLVFDDIK Unmodified _IPVSLVFDDIK_ B4F9K0_MAIZE 2 623.3581 1244.7016 0.3041 0.21181 0.5198 95.602 95.602 4.43E-05 31.3 1482500

23651 IPVSLVFDDIK Unmodified _IPVSLVFDDIK_ B4F9K0_MAIZE 2 623.3581 1244.7016 0.3164 0.28202 0.6016 95.52 95.52 3.60E-06 76.29 4811900

23652 IPVSLVFDDIK Unmodified _IPVSLVFDDIK_ B4F9K0_MAIZE 2 623.3581 1244.7016 0.24882 0.21832 0.47061 95.179 95.179 6.35E-09 67.84 32082000

23653 IPVSLVFDDIK Unmodified _IPVSLVFDDIK_ B4F9K0_MAIZE 2 623.3581 1244.7016 0.31366 0.25489 0.57279 96.807 96.807 3.60E-06 67.66 167510

23654 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.1012 0.10348 1.1966 50.764 50.764 1.00E+00 22.6 1223500

23655 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 0.98135 0.20907 1.1819 50.96 50.96 1.00E+00 22.65 371130

23656 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.0863 0.26471 1.3431 52.957 52.957 1.00E+00 0.22 715560

23657 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.0204 0.2604 1.2728 52.243 52.243 1.00E+00 22.39 794620

23658 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.1035 -0.053362 1.0426 52.778 52.778 1.00E+00 2.93 881930

23659 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.044 0.18658 1.2222 53.286 53.286 2.64E-01 30.74 12203000
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23660 IPVVIR Unmodified _IPVVIR_ B6TQ36_MAIZE 2 348.74197 695.4694 1.1817 -0.12332 1.0518 51.202 51.202 1.00E+00 17.43 130670

23661 IQAITLPMILTPPYK Oxidation (M) _IQAITLPM(ox)ILTPPYK_ B6SLS0_MAIZE 2 857.99423 1713.9739 1.1293 0.091365 1.206 105.49 105.49 4.63E-02 28.08 251190

23662 IQAITLPMILTPPYK Oxidation (M) _IQAITLPM(ox)ILTPPYK_ B6SLS0_MAIZE 2 857.99423 1713.9739 1.0613 0.12307 1.1698 106.16 106.16 1.26E-03 37.15 186230

23663 IQAITLPMILTPPYK Oxidation (M) _IQAITLPM(ox)ILTPPYK_ B6SLS0_MAIZE 2 857.99423 1713.9739 1.0778 -0.011919 1.0513 106.08 106.08 1.12E-07 34.58 262130

23664 IQAITLPMILTPPYK Oxidation (M) _IQAITLPM(ox)ILTPPYK_ B6SLS0_MAIZE 2 857.99423 1713.9739 1.1279 -0.009851 1.1038 105.73 105.73 1.12E-07 47.06 471870

23665 IQALTPNIGVVYSGMGPDFR Oxidation (M) _IQALTPNIGVVYSGM(ox)GPDFR_ B4FFX7_MAIZE 2 1076.0488 2150.083 1.2556 -0.38596 0.87614 98.049 98.049 5.73E-03 38.52 18549

23666 IQALTPNIGVVYSGMGPDFR Oxidation (M) _IQALTPNIGVVYSGM(ox)GPDFR_ B4FFX7_MAIZE 2 1076.0488 2150.083 1.078 -0.15168 0.9324 94.979 94.979 3.94E-53 101.59 3421700

23667 IQALTPNIGVVYSGMGPDFR Oxidation (M) _IQALTPNIGVVYSGM(ox)GPDFR_ B4FFX7_MAIZE 3 717.70162 2150.083 0.63441 0.77433 1.4136 94.95 94.95 1.68E-53 64.84 2401300

23668 IQALTPNIGVVYSGMGPDFR Unmodified _IQALTPNIGVVYSGMGPDFR_ B4FFX7_MAIZE 2 1068.0513 2134.0881 1.1454 -0.11442 1.0353 104 104 4.56E-22 84.76 429850

23669 IQANLQSR Unmodified _IQANLQSR_ B6UC41_MAIZE 2 465.26179 928.50903 0.0077755 0.33738 0.31604 36.08 36.08 5.06E-02 47.13 406880

23670 IQDGVFDVSNESYGIK Unmodified _IQDGVFDVSNESYGIK_ B6U232_MAIZE 2 885.93087 1769.8472 1.1558 0.18219 1.3399 82.941 82.941 1.48E-07 100.75 405560

23671 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.0075222 -0.17121 -0.18907 35.51 35.51 4.29E-02 19.86 1457500

23672 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 2 762.39426 1522.774 0.92495 0.055349 0.97111 35.67 35.67 2.50E-15 64.89 269590

23673 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.21953 -0.09827 -0.32592 36.07 36.07 4.23E-03 35.85 383320

23674 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 2 762.39426 1522.774 0.85824 0.20315 1.0518 36.55 36.55 1.15E-02 50.74 42213

23675 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.19099 -0.092359 -0.2919 40.335 40.335 4.23E-03 35.61 180720

23676 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.17155 0.12829 -0.052742 42.781 42.781 9.36E-01 11.05 121070

23677 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.16856 0.14405 -0.033779 44.932 44.932 1.28E-01 13.64 89114

23678 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.13792 -0.12334 -0.27132 35.368 35.368 3.08E-01 10.44 360640

23679 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 2 762.39426 1522.774 0.84471 1.0476 1.882 35.15 35.15 3.13E-02 38.27 71530

23680 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.0019584 0.016727 0.0058557 37.127 37.127 3.08E-01 24.65 300760

23681 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 2 762.39426 1522.774 0.7645 1.8693 2.6215 37.194 37.194 5.66E-01 12.22 76204

23682 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 0.053232 -0.24438 -0.20062 36.621 36.621 5.88E-01 10.71 165930

23683 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 0.029758 -0.20762 -0.18685 36.953 36.953 1.00E+00 2.79 149670

23684 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.035249 -0.17049 -0.21509 36.111 36.111 1.28E-01 26.28 589360

23685 IQDKEGIPPDQQR Unmodified _IQDKEGIPPDQQR_ B4FPT7_MAIZE 3 508.5986 1522.774 -0.12258 -0.26784 -0.40004 39.489 39.489 4.29E-02 21.33 266840

23686 IQDNLALVYLSSITR Unmodified _IQDNLALVYLSSITR_ B4FRD9_MAIZE 2 853.47779 1704.941 1.1678 0.98816 2.1398 116 116 1.65E-02 28.78 75933

23687 IQDNLALVYLSSITR Unmodified _IQDNLALVYLSSITR_ B4FRD9_MAIZE 2 853.47779 1704.941 1.0726 0.19998 1.2572 115.71 115.71 6.53E-30 68.53 1208600

23696 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.5231 0.14106 0.65448 92.362 92.362 1.34E-38 64.89 2685900

23697 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.55949 1.8868 2.4346 128.82 128.82 9.61E-01 4.58 290270

23698 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.18945 99.176 99.176 9.75E-01 1.29

23699 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.52395 0.17975 0.6937 93.33 93.33 6.44E-22 83.15 1333600

23700 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.51609 0.13483 0.64174 93.056 93.056 4.21E-43 60.58 2730700

23701 IQEELDIDVLVHGEPER Unmodified _IQEELDIDVLVHGEPER_ B6UF55_MAIZE 3 664.34085 1990.0007 0.68637 0.56749 1.2431 137.45 137.45 4.56E-01 10.66 51909
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23702 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 0.10612 0.40917 0.49491 32.793 32.793 2.74E-01 14.63 217200

23703 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 -0.14243 0.69813 0.53443 31.375 31.375 3.77E-01 13.56 32030

23704 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 0.063812 0.63438 0.67799 34.175 34.175 5.51E-01 11.86 90158

23705 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 0.10086 0.41104 0.49208 33.362 33.362 1.33E-01 12.25 89485

23706 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 0.065704 -0.23279 -0.18502 32.305 32.305 9.57E-01 16.05 95747

23707 IQEVPAMK Oxidation (M) _IQEVPAM(ox)K_ B6SJC8_MAIZE 2 466.2495 930.48445 -0.16567 0.32074 0.13575 35.52 35.52 2.39E-02 22.39 408410

23708 IQEVPAMK Unmodified _IQEVPAMK_ B6SJC8_MAIZE 2 458.25205 914.48954 -0.0086257 0.41903 0.3851 46.071 46.071 2.92E-02 45.5 2994300

23709 IQEVPAMK Unmodified _IQEVPAMK_ B6SJC8_MAIZE 2 458.25205 914.48954 0.0269 0.002722 0.0053534 48.145 48.145 1.00E+00 7.15 173810

23710 IQFENNCEIGVFSK Unmodified _IQFENNCEIGVFSK_ B4FKD5_MAIZE 2 842.9036 1683.7927 1.0536 -0.085494 0.96582 82.073 82.073 1.95E-13 64.6 536450

23711 IQGFGNTNYEPSR Unmodified _IQGFGNTNYEPSR_ B6U0U2_MAIZE 2 741.85223 1481.6899 0.82087 0.11582 0.9293 59.883 59.883 6.20E-03 85.19 383840

23712 IQGIGAGFIPGVLDVDLLDETLQVSSDEAIETAK Unmodified _IQGIGAGFIPGVLDVDLLDETLQVSSDEAIETAK_ CYSK_MAIZE 4 879.21072 3512.8138 1.1261 0.12013 1.2474 129.2 129.2 7.39E-06 32.85 1662500

23713 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.06629 0.094083 0.1666 70.85 70.85 4.43E-05 57.11 1556300

23714 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.015339 0.16734 0.18931 71.465 71.465 4.48E-03 31.67 405510

23715 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.12684 0.22359 0.35623 72.154 72.154 1.67E-02 36.72 620220

23716 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.12014 0.26351 0.39057 71.728 71.728 4.48E-03 40.71 620220

23717 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.098317 0.25254 0.35808 71.798 71.798 3.57E-04 61.16 449450

23718 IQGIGAGFVPR Unmodified _IQGIGAGFVPR_ B4FR08_MAIZE 2 557.82202 1113.6295 0.0045179 0.067611 0.078398 71.96 71.96 3.60E-06 73.81 10649000

23719 IQGIPHLRPAEYK Unmodified _IQGIPHLRPAEYK_ B4FGQ6_MAIZE 4 381.21886 1520.8463 0.37702 0.055008 0.4086 61.61 61.61 5.88E-01 6.57 731080

23720 IQGLVMVHPYFLGTDK Oxidation (M) _IQGLVM(ox)VHPYFLGTDK_ B6TRC0_MAIZE 3 611.99044 1832.9495 0.25904 -0.028294 0.24036 85.31 85.31 2.60E-01 16.86 1489300

23721 IQGLVMVHPYFLGTDKVPSDDISLEVR Oxidation (M) _IQGLVM(ox)VHPYFLGTDKVPSDDISLEVR_ B6TRC0_MAIZE 4 761.89949 3043.5689 0.84977 0.5559 1.4104 99.654 99.654 4.78E-05 18.59 1100300

23722 IQGMGWKPK Unmodified _IQGMGWKPK_ B6TMJ8_MAIZE 3 348.86015 1043.5586 1.0747 -0.026391 1.0365 46.139 46.139 8.40E-02 21.3 1303200

23723 IQGMGWKPK Unmodified _IQGMGWKPK_ B6TMJ8_MAIZE 3 348.86015 1043.5586 1.0431 -0.18478 0.84559 48.962 48.962 8.40E-02 22.44 2268900

23724 IQGMGWKPK Oxidation (M) _IQGM(ox)GWKPK_ B6TMJ8_MAIZE 3 354.19179 1059.5535 0.91729 -0.65534 0.25507 33.966 33.966 1.00E+00 7.97 48177

23725 IQGMGWKPK Oxidation (M) _IQGM(ox)GWKPK_ B6TMJ8_MAIZE 3 354.19179 1059.5535 0.99711 0.004312 0.99212 36.91 36.91 2.35E-02 24.59 774760

23726 IQHIICTGNLCIK Unmodified _IQHIICTGNLCIK_ B6SUM0_MAIZE 3 523.94617 1568.8167 -0.1049 -0.61413 -0.71667 67.744 67.744 1.28E-01 11.18 316990

23727 IQHSTVLYLNHAIADFAEALASK Unmodified _IQHSTVLYLNHAIADFAEALASK_ B6TW99_MAIZE 4 628.83532 2511.3122 0.44762 -0.1052 0.32704 131.61 131.61 4.17E-01 44.55 3240600

23728 IQHSTVLYLNHAIADFAEALASK Unmodified _IQHSTVLYLNHAIADFAEALASK_ B6TW99_MAIZE 3 838.11133 2511.3122 0.77348 0.14527 0.90215 131.58 131.58 3.54E-06 42.36 593790

23729 IQIDDDSDLIDEDSLLTEEDLK Unmodified _IQIDDDSDLIDEDSLLTEEDLK_ B6TB21_MAIZE 2 1267.5976 2533.1807 1.1175 0.25108 1.3602 108.49 108.49 3.03E-22 85.24 308930

23730 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 4 658.13516 2628.5115 0.4863 0.082479 0.57806 84.986 84.986 4.42E-09 29.94 3064900

23731 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 3 877.17779 2628.5115 1.119 0.095794 1.2241 84.986 84.986 1.87E-13 38.44 651810

23732 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 4 658.13516 2628.5115 0.4823 -0.037831 0.45336 86.02 86.02 9.49E-04 31.99 1824800

23733 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 3 877.17779 2628.5115 1.1001 0.039779 1.1487 86.023 86.023 4.23E-18 51.71 329510

23734 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 4 658.13516 2628.5115 0.4613 0.11835 0.5883 86.078 86.078 9.49E-04 18.6 3946100

23735 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 3 877.17779 2628.5115 1.0653 -0.036866 1.0376 86.07 86.07 4.23E-18 54.34 763170
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23736 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 4 658.13516 2628.5115 0.50674 0.007039 0.52203 86.042 86.042 2.66E-02 9.42 1576200

23737 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 3 877.17779 2628.5115 1.0988 -0.033288 1.0742 86.031 86.031 7.49E-12 39.21 227730

23738 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 4 658.13516 2628.5115 0.37256 0.032182 0.41315 86.495 86.495 4.68E-10 27.26 17249000

23739 IQILTSHTLQPVPVAIGGPGLHPGVK Unmodified _IQILTSHTLQPVPVAIGGPGLHPGVK_ B6TGG2_MAIZE 3 877.17779 2628.5115 1.0795 -0.085375 1.0032 86.489 86.489 2.94E-21 44.1 3355500

23740 IQIWLFEQK Unmodified _IQIWLFEQK_ B6SK95_MAIZE 2 602.83987 1203.6652 0.31357 0.60461 0.90023 100.12 100.12 1.01E-02 29.5 645690

23741 IQIWLFEQK Unmodified _IQIWLFEQK_ B6SK95_MAIZE 2 602.83987 1203.6652 0.072648 -0.71056 -0.65131 104.06 104.06 3.13E-03 43.42 386380

23742 IQIWLFEQK Unmodified _IQIWLFEQK_ B6SK95_MAIZE 2 602.83987 1203.6652 0.26642 -0.47295 -0.22053 107.52 107.52 1.00E+00 10.69 8221.4

23743 IQIWLFEQK Unmodified _IQIWLFEQK_ B6SK95_MAIZE 2 602.83987 1203.6652 0.21941 0.2339 0.43746 100.83 100.83 1.00E+00 7.43 103020

23744 IQLGEGSAGQVTR Unmodified _IQLGEGSAGQVTR_ B4FBF6_MAIZE 2 658.35187 1314.6892 0.46335 0.18515 0.64849 51.234 51.234 2.61E-08 76.68 2584200

23745 IQLGEGSAGQVTR Unmodified _IQLGEGSAGQVTR_ B4FBF6_MAIZE 2 658.35187 1314.6892 0.42797 0.25875 0.68691 52.079 52.079 2.61E-08 75.75 69472

23746 IQLGEGSAGQVTR Unmodified _IQLGEGSAGQVTR_ B4FBF6_MAIZE 2 658.35187 1314.6892 0.46258 -0.07541 0.3867 54.095 54.095 2.61E-08 79.45 598930

23747 IQLKPEGTDK Unmodified _IQLKPEGTDK_ A1JUJ0_MAIZE 3 376.88016 1127.6186 0.71759 -0.09257 0.60998 37.233 37.233 5.31E-01 20.73 158250

23748 IQLLDLPGIIEGAK Unmodified _IQLLDLPGIIEGAK_ B6TI04_MAIZE 2 740.44269 1478.8708 0.83004 0.30079 1.1117 116.87 116.87 1.95E-13 58.42 529520

23749 IQLLDLPGIIEGAK Unmodified _IQLLDLPGIIEGAK_ B6TI04_MAIZE 2 740.44269 1478.8708 0.81147 0.16931 0.96172 117.41 117.41 3.56E-04 54.09 257710

23750 IQLLDLPGIIEGAK Unmodified _IQLLDLPGIIEGAK_ B6TI04_MAIZE 2 740.44269 1478.8708 0.82669 0.12801 0.93618 117.41 117.41 2.00E-19 61.88 199680

23751 IQLLDLPGIIEGAK Unmodified _IQLLDLPGIIEGAK_ B6TI04_MAIZE 2 740.44269 1478.8708 0.87476 0.20884 1.0649 117.83 117.83 7.64E-09 49.54 159110

23752 IQLLDLPGIIEGAK Unmodified _IQLLDLPGIIEGAK_ B6TI04_MAIZE 2 740.44269 1478.8708 0.79425 0.33215 1.1074 117.22 117.22 2.96E-06 57.92 458750

23753 IQLLDLPGIIEGASEGK Unmodified _IQLLDLPGIIEGASEGK_ B6TJC5_MAIZE 2 876.99073 1751.9669 1.1137 0.39947 1.4968 121.88 121.88 1.43E-21 68.46 596420

23754 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.55172 -0.16686 0.34985 53.707 53.707 2.64E-01 33.53 8322300

23755 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.31946 1.0531 1.3363 54.762 54.762 2.64E-01 28.65 365060

23756 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.42776 -0.43906 -0.045883 54.117 54.117 9.46E-01 32.9 5162800

23757 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.51931 -0.57281 -0.086304 56.016 56.016 5.26E-01 31.53 6549800

23758 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.46218 0.27016 0.69625 56.007 56.007 9.46E-01 30.46 2408000

23759 IQLLER Unmodified _IQLLER_ B4FBC9_MAIZE 2 386.2398 770.46504 0.27924 0.13085 0.37402 57.324 57.324 5.26E-01 32.65 1597200

23760 IQLVLTNPGPAVIQK Unmodified _IQLVLTNPGPAVIQK_ A7YF68_MAIZE 2 795.98252 1589.9505 0.97818 0.022958 0.99611 83.188 83.188 7.01E-11 39.31 378790

23761 IQLVLTNPGPAVIQK Unmodified _IQLVLTNPGPAVIQK_ A7YF68_MAIZE 2 795.98252 1589.9505 1.048 0.23702 1.2801 85.376 85.376 7.29E-01 10.12 10043

23762 IQLVLTNPGPAVIQK Unmodified _IQLVLTNPGPAVIQK_ A7YF68_MAIZE 2 795.98252 1589.9505 0.91786 0.63384 1.5462 85.026 85.026 2.05E-04 54.15 166050

23763 IQNAGTEVVDAK Unmodified _IQNAGTEVVDAK_ B4FFV3_MAIZE 2 622.82769 1243.6408 0.38201 -0.15433 0.22158 42.193 42.193 1.68E-09 60.18 568670

23764 IQNAGTEVVDAK Unmodified _IQNAGTEVVDAK_ B4FFV3_MAIZE 2 622.82769 1243.6408 0.33325 -0.24611 0.081096 43.568 43.568 6.74E-02 11.51 313230

23765 IQNAGTEVVDAK Unmodified _IQNAGTEVVDAK_ B4FFV3_MAIZE 2 622.82769 1243.6408 0.40441 -0.070004 0.32799 44.245 44.245 2.62E-07 55.52 327030

23766 IQNAGTEVVDAK Unmodified _IQNAGTEVVDAK_ B4FFV3_MAIZE 2 622.82769 1243.6408 0.28899 -0.075864 0.20673 45.202 45.202 2.62E-07 92.83 10194000

23767 IQNAGTEVVEAK Unmodified _IQNAGTEVVEAK_ B4FG53_MAIZE 2 629.83552 1257.6565 0.49942 -1.3251 -0.83734 42.333 42.333 1.11E-04 45.38 555060

23768 IQNAGTEVVEAK Unmodified _IQNAGTEVVEAK_ B4FG53_MAIZE 2 629.83552 1257.6565 0.38541 -1.0942 -0.72102 44.511 44.511 2.00E-01 15.18 179630

23769 IQNAGTEVVEAK Unmodified _IQNAGTEVVEAK_ B4FG53_MAIZE 2 629.83552 1257.6565 0.30731 -0.21955 0.074686 45.346 45.346 2.05E-12 62.17 7268800
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23770 IQNCASNMVNNR Oxidation (M) _IQNCASNM(ox)VNNR_ B4FJF0_MAIZE 2 718.82209 1435.6296 0.85642 -0.26726 0.57604 30.665 30.665 7.72E-03 36.33 25423

23771 IQNCASNMVNNR Oxidation (M) _IQNCASNM(ox)VNNR_ B4FJF0_MAIZE 2 718.82209 1435.6296 0.79743 -0.26931 0.51552 30.854 30.854 3.52E-11 69.08 177760

23772 IQNCASNMVNNR Oxidation (M) _IQNCASNM(ox)VNNR_ B4FJF0_MAIZE 2 718.82209 1435.6296 0.73902 -0.13414 0.59152 31.462 31.462 3.52E-11 71.57 242230

23773 IQNCASNMVNNR Oxidation (M) _IQNCASNM(ox)VNNR_ B4FJF0_MAIZE 2 718.82209 1435.6296 0.7653 0.072584 0.82473 28.888 28.888 9.49E-04 54.07 72018

23774 IQNCASNMVNNR Unmodified _IQNCASNMVNNR_ B4FJF0_MAIZE 2 710.82463 1419.6347 0.70631 -0.14294 0.54683 44.387 44.387 2.05E-12 74.41 1907600

23775 IQNCASNMVNNR Unmodified _IQNCASNMVNNR_ B4FJF0_MAIZE 2 710.82463 1419.6347 0.68711 -0.17397 0.49661 45.31 45.31 2.05E-12 83.24 1240200

23776 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.35784 -0.30228 0.04957 37.253 37.253 1.11E-04 63.47 392860

23777 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.36483 -0.45336 -0.094184 39.293 39.293 8.05E-01 10.98 160070

23778 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.39568 -0.304 0.085135 38.435 38.435 1.60E-02 28.06 181360

23779 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.39357 -0.44796 -0.060433 39.254 39.254 7.72E-03 46.99 317890

23780 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.33993 -1.8084 -1.4726 39.187 39.187 2.00E-01 37.11 161640

23781 IQNGGTEVVEAK Unmodified _IQNGGTEVVEAK_ B4FZW5_MAIZE 2 622.82769 1243.6408 0.19189 -1.0633 -0.87692 40.058 40.058 1.11E-04 57.11 6189000

23782 IQPLPAANAQASQETAGASAEEERPK Unmodified _IQPLPAANAQASQETAGASAEEERPK_ B4FJ69_MAIZE 3 888.77897 2663.3151 1.0916 0.14554 1.2113 60.576 60.576 3.27E-02 20.85 221300

23783 IQPVYVIDVAAAIVNSLK Unmodified _IQPVYVIDVAAAIVNSLK_ B4FUI0_MAIZE 3 638.37506 1912.1033 0.43217 -0.069736 0.35349 132.23 132.23 2.20E-01 13.75 596660

23784 IQPVYVIDVAAAIVNSLK Unmodified _IQPVYVIDVAAAIVNSLK_ B4FUI0_MAIZE 3 638.37506 1912.1033 0.42095 0.26675 0.67754 131.45 131.45 2.03E-05 49.04 4733400

23785 IQPVYVIDVAAAIVNSLK Unmodified _IQPVYVIDVAAAIVNSLK_ B4FUI0_MAIZE 2 957.05895 1912.1033 1.1071 0.11299 1.2115 131.46 131.46 8.00E-45 104.04 1337700

23786 IQPVYVIDVAAAIVNSLKDDGTSMGK Oxidation (M) _IQPVYVIDVAAAIVNSLKDDGTSM(ox)GK_ B4FUI0_MAIZE 3 907.47735 2719.4102 1.1188 0.073103 1.1921 128.75 128.75 5.76E-05 19.28 1079400

23787 IQPVYVIDVAAAIVNSLKDDGTSMGK Oxidation (M) _IQPVYVIDVAAAIVNSLKDDGTSM(ox)GK_ B4FUI0_MAIZE 3 907.47735 2719.4102 1.432 0.037705 1.4698 132 132 1.00E+00 3.24 775670

23788 IQPVYVIDVAAAIVNSLKDDGTSMGK Oxidation (M) _IQPVYVIDVAAAIVNSLKDDGTSM(ox)GK_ B4FUI0_MAIZE 3 907.47735 2719.4102 1.1395 0.53342 1.6723 131.22 131.22 4.68E-10 39.42 4753100

23789 IQPVYVIDVAAAIVNSLKDDGTSMGK Oxidation (M) _IQPVYVIDVAAAIVNSLKDDGTSM(ox)GK_ B4FUI0_MAIZE 4 680.85983 2719.4102 0.55814 0.61064 1.1682 131.22 131.22 7.02E-03 18.17 2650500

23790 IQPVYVIDVAAAIVNSLKDDGTSMGK Unmodified _IQPVYVIDVAAAIVNSLKDDGTSMGK_ B4FUI0_MAIZE 3 902.14572 2703.4153 1.0471 -0.18448 0.86119 129.33 129.33 2.08E-01 21.86 719150

23791 IQRPEASEPSQSTPPPPK Unmodified _IQRPEASEPSQSTPPPPK_ B6TJM0_MAIZE 3 649.33744 1944.9905 0.46144 -0.085894 0.3617 44.751 44.751 5.15E-04 46.68 892980

23792 IQSDSQVTSR Unmodified _IQSDSQVTSR_ B4FET7_MAIZE 2 560.78328 1119.552 0.11638 -0.13195 -0.014627 30.257 30.257 3.43E-01 22.54 15666

23793 IQSIPDGSSTATK Unmodified _IQSIPDGSSTATK_ B6TK42_MAIZE 2 652.83826 1303.662 0.43433 -0.10977 0.32145 46.253 46.253 1.00E+00 19.42 1230800

23794 IQSIPDGSSTATK Unmodified _IQSIPDGSSTATK_ B6TK42_MAIZE 2 652.83826 1303.662 0.44977 0.15178 0.5984 46.684 46.684 5.66E-01 18.23 185250

23795 IQSQYTSGASSISQK Unmodified _IQSQYTSGASSISQK_ B4G195_MAIZE 2 792.89683 1583.7791 0.95723 0.16625 1.1128 46.278 46.278 2.37E-16 83.5 1249900

23796 IQSQYTSGASSISQK Unmodified _IQSQYTSGASSISQK_ B4G195_MAIZE 2 792.89683 1583.7791 0.9316 0.04405 0.96562 45.921 45.921 2.37E-16 64.06 329080

23797 IQSQYTSGASSISQK Unmodified _IQSQYTSGASSISQK_ B4G195_MAIZE 2 792.89683 1583.7791 0.94836 -0.1028 0.83523 47.711 47.711 2.05E-04 49.9 381040

23798 IQSQYTSGASSISQK Unmodified _IQSQYTSGASSISQK_ B4G195_MAIZE 2 792.89683 1583.7791 0.92947 -0.71893 0.20093 49.195 49.195 6.37E-03 39.93 893750

23799 IQSSLPAGYLDATTLADYLVK Unmodified _IQSSLPAGYLDATTLADYLVK_ B4FAV4_MAIZE 2 1120.0965 2238.1784 1.2027 0.1818 1.3749 120.47 120.47 7.17E-26 96.98 763920

23800 IQSSLPAGYLDATTLADYLVK Unmodified _IQSSLPAGYLDATTLADYLVK_ B4FAV4_MAIZE 2 1120.0965 2238.1784 1.1977 0.25157 1.44 120.89 120.89 1.06E-48 113.41 354420

23801 IQSSLPAGYLDATTLADYLVK Unmodified _IQSSLPAGYLDATTLADYLVK_ B4FAV4_MAIZE 2 1120.0965 2238.1784 1.1766 0.13204 1.2992 121.1 121.1 1.23E-19 82.69 405420

23802 IQSSLPAGYLDATTLADYLVK Unmodified _IQSSLPAGYLDATTLADYLVK_ B4FAV4_MAIZE 2 1120.0965 2238.1784 1.2119 0.14344 1.3462 121.27 121.27 8.95E-08 88.7 211410

23803 IQSSLPAGYLDATTLADYLVK Unmodified _IQSSLPAGYLDATTLADYLVK_ B4FAV4_MAIZE 2 1120.0965 2238.1784 1.2363 0.1791 1.4061 121.67 121.67 7.17E-26 113.55 764020



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

23804 IQTDKDNGIITITDSGIGMTK Oxidation (M) _IQTDKDNGIITITDSGIGM(ox)TK_ B6UCZ5_MAIZE 3 746.3825 2236.1257 0.83608 -0.22905 0.61131 73.714 73.714 2.92E-02 50.82 364770

23805 IQTPTDEVVVPYDTVASPPEDLEETKK Unmodified _IQTPTDEVVVPYDTVASPPEDLEETKK_ B4FAD9_MAIZE 3 1000.836 2999.4863 1.2125 0.078029 1.291 85.102 85.102 8.01E-14 62.34 962980

23806 IQTPTDEVVVPYDTVASPPEDLEETKK Unmodified _IQTPTDEVVVPYDTVASPPEDLEETKK_ B4FAD9_MAIZE 3 1000.836 2999.4863 1.1791 0.088232 1.2681 85.534 85.534 6.21E-12 37.84 501660

23807 IQTPTDEVVVPYDTVASPPEDLEETKK Unmodified _IQTPTDEVVVPYDTVASPPEDLEETKK_ B4FAD9_MAIZE 3 1000.836 2999.4863 1.1619 0.098601 1.2613 85.807 85.807 2.30E-17 68.14 855770

23808 IQTPTDEVVVPYDTVASPPEDLEETKK Unmodified _IQTPTDEVVVPYDTVASPPEDLEETKK_ B4FAD9_MAIZE 3 1000.836 2999.4863 1.2901 -0.049355 1.2424 85.288 85.288 8.82E-13 37.39 403600

23809 IQTPTDEVVVPYDTVASPPEDLEETKK Unmodified _IQTPTDEVVVPYDTVASPPEDLEETKK_ B4FAD9_MAIZE 3 1000.836 2999.4863 1.1848 0.23339 1.4196 85.785 85.785 2.30E-17 58.39 3443800

23810 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.2294 0.9327 2.1591 97.707 97.707 5.89E-20 90.35 1633000

23811 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.1961 0.11556 1.3095 98.239 98.239 2.59E-64 90.24 2576500

23812 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.1604 0.096771 1.2554 98.24 98.24 2.86E-31 78.82 2559800

23813 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.1423 0.39006 1.5305 98.129 98.129 2.43E-32 77.98 2330900

23814 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.2942 0.25526 1.5479 97.673 97.673 1.27E-23 97.98 820880

23815 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.1903 -0.1395 1.0492 98.346 98.346 6.11E-47 77.65 3302100

23816 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.1851 0.18906 1.3724 98.362 98.362 3.50E-18 85.28 294180

23817 IQVGVFSATMPPEALEITR Oxidation (M) _IQVGVFSATM(ox)PPEALEITR_ B4FBK3_MAIZE 2 1038.0457 2074.0769 1.2175 -0.056086 1.16 99.611 99.611 5.63E-03 38.11 70446

23818 IQVGVFSATMPPEALEITR Unmodified _IQVGVFSATMPPEALEITR_ B4FBK3_MAIZE 2 1030.0483 2058.082 1.2155 0.047112 1.2591 108.72 108.72 5.89E-20 91.89 1547600

23819 IQVGVFSATMPPEALEITR Unmodified _IQVGVFSATMPPEALEITR_ B4FBK3_MAIZE 2 1030.0483 2058.082 1.2 0.12375 1.3197 109.14 109.14 1.30E-03 26.51 247220

23820 IQVGVFSATMPPEALEITR Unmodified _IQVGVFSATMPPEALEITR_ B4FBK3_MAIZE 2 1030.0483 2058.082 1.1948 0.23369 1.4245 109.22 109.22 5.63E-03 62.49 287780

23821 IQVGVFSATMPPEALEITR Unmodified _IQVGVFSATMPPEALEITR_ B4FBK3_MAIZE 2 1030.0483 2058.082 1.2292 0.070145 1.2958 109.15 109.15 5.63E-03 38.2 176860

23822 IQVGVFSATMPPEALEITR Unmodified _IQVGVFSATMPPEALEITR_ B4FBK3_MAIZE 2 1030.0483 2058.082 1.2431 0.067242 1.3069 109.65 109.65 1.30E-03 63.51 612640

23823 IQVIPLHLPAGDTSTER Unmodified _IQVIPLHLPAGDTSTER_ B6U6T8_MAIZE 3 616.3389 1845.9949 0.31617 -0.24547 0.068822 81.108 81.108 5.28E-02 25.55 1040300

23824 IQVIPLHLPAGDTSTER Unmodified _IQVIPLHLPAGDTSTER_ B6U6T8_MAIZE 3 616.3389 1845.9949 0.33072 -0.2804 0.048929 80.854 80.854 1.27E-10 44.61 1315700

23825 IQVNNLICIEK Unmodified _IQVNNLICIEK_ B6SR99_MAIZE 2 672.37121 1342.7279 0.57215 -0.11593 0.4385 79.099 79.099 4.96E-02 24.05 983880

23826 IQVNNLICIEK Unmodified _IQVNNLICIEK_ B6SR99_MAIZE 2 672.37121 1342.7279 0.51605 -0.21239 0.2867 79.734 79.734 1.67E-02 21.09 196420

23827 IQVQTGTCGEVR Unmodified _IQVQTGTCGEVR_ A5H8G4_MAIZE 2 674.3379 1346.6612 0.54625 -0.22006 0.34618 47.671 47.671 2.62E-07 57.3 661950

23828 IRDPSFQVSPQPPLSK Unmodified _IRDPSFQVSPQPPLSK_ Q9SAZ6_MAIZE 3 599.32822 1794.9628 0.26944 -0.25715 0.011018 66.311 66.311 1.67E-02 36.19 626250

23829 IRDVLAAGAAR Unmodified _IRDVLAAGAAR_ B6SVU1_MAIZE 3 371.55601 1111.6462 0.62693 0.28594 0.88727 46.368 46.368 3.47E-02 32.75 1462900

23830 IRDVLAAGAAR Unmodified _IRDVLAAGAAR_ B6SVU1_MAIZE 2 556.83037 1111.6462 0.064182 0.20228 0.24157 46.392 46.392 3.60E-06 47.82 444130

23831 IREEGNTETIR Unmodified _IREEGNTETIR_ B6SXZ1_MAIZE 3 439.89676 1316.6684 0.11115 -0.048863 0.037408 33.647 33.647 5.15E-02 31.52 122410

23832 IREEGNTETIR Unmodified _IREEGNTETIR_ B6SXZ1_MAIZE 3 439.89676 1316.6684 0.18109 -0.14772 0.0084387 32.759 32.759 1.00E+00 12.82 52435

23833 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 1.0052 -0.53547 0.43955 32.271 32.271 2.47E-01 14.61 895180

23834 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.10603 0.57179 0.64551 32.253 32.253 3.77E-01 27.55 378190

23835 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.82879 -0.13772 0.66044 30.964 30.964 5.41E-01 12.04 762030

23836 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.03623 1.3597 1.3621 30.817 30.817 3.77E-01 15.05 310120

23837 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.93505 -0.60172 0.30492 33.688 33.688 9.92E-01 12.5 1201100
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23838 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.12373 0.81673 0.90857 33.666 33.666 3.77E-01 7.9 572670

23839 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.8832 -0.47876 0.37482 32.807 32.807 5.41E-01 16.02 1814900

23840 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.12636 0.39349 0.4891 32.804 32.804 7.88E-01 14.65 596190

23841 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.82424 -0.30635 0.48882 33.558 33.558 5.41E-01 29.77 1275500

23842 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.057677 0.7396 0.76556 33.533 33.533 1.65E-01 17.8 471590

23843 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.88151 -0.48814 0.36338 33.582 33.582 5.41E-01 16.5 5629200

23844 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.020867 0.045062 0.035987 33.571 33.571 5.06E-02 33.98 2734200

23845 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.94142 -0.36409 0.54704 34.282 34.282 9.92E-01 17.57 561340

23846 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.052393 0.4868 0.50693 34.289 34.289 5.06E-02 32.5 172060

23847 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 1.0085 -0.044469 0.93345 31.649 31.649 1.00E+00 3.54 253240

23848 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 2 539.26981 1076.5251 0.12348 1.2895 1.3805 31.639 31.639 3.77E-01 9.02 90698

23849 IREEYPDR Unmodified _IREEYPDR_ TBB5_MAIZE B4 3 359.84897 1076.5251 0.70756 -0.18428 0.49395 34.92 34.92 5.41E-01 17.65 115000

23850 IREVELKR Unmodified _IREVELKR_ B4FEY3_MAIZE 3 348.2171 1041.6295 1.1993 -0.49374 0.66991 34.301 34.301 2.47E-01 27.38 109150

23851 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 3 370.20475 1107.5924 0.80917 0.12782 0.92062 55.215 55.215 6.12E-02 25.2 1353000

23852 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 2 554.80349 1107.5924 0.066228 -0.10599 -0.055749 55.826 55.826 1.01E-02 38.26 605600

23853 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 3 370.20475 1107.5924 0.74297 -0.14201 0.58492 57.516 57.516 4.68E-01 16.26 721730

23854 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 2 554.80349 1107.5924 0.10588 0.062941 0.15364 57.529 57.529 1.01E-02 39.68 626580

23855 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 3 370.20475 1107.5924 0.70802 0.063043 0.75391 56.791 56.791 1.96E-01 19.51 1159000

23856 IRFESLTDK Unmodified _IRFESLTDK_ B6TB25_MAIZE 2 554.80349 1107.5924 0.12679 -0.19698 -0.085941 56.805 56.805 3.39E-01 20.51 820430

23857 IRITLSSK Unmodified _IRITLSSK_ B4FDT0_MAIZE 3 306.5308 916.57057 1.4615 -0.23893 1.1956 48.671 48.671 7.37E-02 25.12 912510

23861 IRPFVSDK Unmodified _IRPFVSDK_ Q5YLM2_MAIZE 2 481.27691 960.53927 -0.031584 -0.084625 -0.12165 41.544 41.544 2.92E-02 29.53 204700

23862 IRPFVSDK Unmodified _IRPFVSDK_ Q5YLM2_MAIZE 3 321.18703 960.53927 1.5598 -0.24808 1.3061 41.534 41.534 4.46E-01 24.36 209020

23863 IRPFVSDK Unmodified _IRPFVSDK_ Q5YLM2_MAIZE 3 321.18703 960.53927 1.492 0.10014 1.5852 41.084 41.084 1.00E+00 13.33 249880

23864 IRPSLVAELYSYR Unmodified _IRPSLVAELYSYR_ B6TF54_MAIZE 3 522.95947 1565.8566 -0.075286 -0.06782 -0.16858 84.382 84.382 1.00E+00 7.89 758150

23865 IRPSLVAELYSYR Unmodified _IRPSLVAELYSYR_ B6TF54_MAIZE 2 783.93557 1565.8566 0.93817 -0.54289 0.37027 85.105 85.105 6.20E-03 31.09 244780

23866 IRPSLVAELYSYR Unmodified _IRPSLVAELYSYR_ B6TF54_MAIZE 3 522.95947 1565.8566 -0.062884 -0.009635 -0.099271 85.108 85.108 1.00E+00 27.72 1588000

23867 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.050183 0.089825 0.027765 43.504 43.504 1.01E-02 43.97 9998400

23868 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 3 347.2256 1038.655 0.98147 -0.001887 0.96769 43.689 43.689 1.00E+00 8 7615500

23869 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.12049 -0.26569 -0.39804 43.69 43.69 9.73E-03 45.31 3244000

23870 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.033419 0.32199 0.27636 45.823 45.823 3.32E-02 34.77 1830100

23871 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 3 347.2256 1038.655 1.1183 -0.62154 0.48558 45.817 45.817 8.82E-01 11.95 4824600

23872 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 3 347.2256 1038.655 0.98384 -0.68677 0.28683 45.144 45.144 1.00E+00 2.95 8549600

23873 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.032845 0.17588 0.13132 45.164 45.164 1.01E-02 35.42 2378500

23874 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.017001 0.60508 0.5759 45.293 45.293 1.12E-01 33.3 1171400
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23875 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 2 520.33476 1038.655 -0.036209 -0.063285 -0.11055 44.127 44.127 1.01E-02 50.79 659610

23876 IRPVLTVNK Unmodified _IRPVLTVNK_ B6U0S1_MAIZE 3 347.2256 1038.655 0.89241 0.092655 0.97482 48.007 48.007 8.82E-01 15.54 332570

23877 IRQDLSLDGNR Unmodified _IRQDLSLDGNR_ B4F8G4_MAIZE 2 643.84421 1285.6739 0.39303 -0.45943 -0.080692 49.525 49.525 4.43E-05 43.03 962190

23878 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 2 497.25925 992.50394 0.10455 -0.33373 -0.26607 23.433 23.433 1.00E+00 5.01 5750.9

23879 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 3 331.84192 992.50394 1.4429 0.30518 1.7084 23.486 23.486 1.00E+00 13.6 14392

23880 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 2 497.25925 992.50394 0.14497 -0.31345 -0.20635 23.543 23.543 1.00E+00 2.28 4540.7

23881 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 3 331.84192 992.50394 1.6393 1.697 3.2933 23.644 23.644 1.00E+00 10.94 6995.7

23882 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 3 331.84192 992.50394 1.3657 0.4249 1.7521 24.116 24.116 1.00E+00 19.49 82964

23883 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 2 497.25925 992.50394 -0.026098 -0.35999 -0.42361 24.114 24.114 7.83E-01 16.26 20187

23884 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 3 331.84192 992.50394 1.3291 0.084984 1.3755 23.311 23.311 3.22E-01 22.96 492670

23885 IRQEYER Unmodified _IRQEYER_ B4FVD5_MAIZE 2 497.25925 992.50394 0.008576 -0.20418 -0.23375 23.308 23.308 1.86E-01 25.19 118140

23886 IRVEHIIR Unmodified _IRVEHIIR_ B4FSB7_MAIZE 3 345.88558 1034.6349 0.67657 41.359 41.359 7.77E-02 23.06

23887 IRVEHIIR Unmodified _IRVEHIIR_ B4FSB7_MAIZE 3 345.88558 1034.6349 0.96652 43.261 43.261 3.43E-01 32.56

23888 IRVEHIIR Unmodified _IRVEHIIR_ B4FSB7_MAIZE 3 345.88558 1034.6349 1.0401 0.62849 1.6428 43.899 43.899 3.42E-02 35.19 824150

23889 ISAADIAAICQEAGMHAVR Oxidation (M) _ISAADIAAICQEAGM(ox)HAVR_ B6TDT1_MAIZE 3 667.32778 1998.9615 0.52225 -0.54346 -0.032035 85.11 85.11 5.94E-09 53.53 2672100

23890 ISAADIAAICQEAGMHAVR Unmodified _ISAADIAAICQEAGMHAVR_ B6TDT1_MAIZE 3 661.99615 1982.9666 0.49264 -0.19952 0.27903 90.594 90.594 2.77E-04 36.83 2341700

23891 ISAADIAAICQEAGMHAVR Unmodified _ISAADIAAICQEAGMHAVR_ B6TDT1_MAIZE 2 992.49058 1982.9666 1.2515 0.23014 1.4672 90.585 90.585 5.89E-20 82.57 273440

23892 ISADFDNFR Unmodified _ISADFDNFR_ B4FLR0_MAIZE 2 542.75654 1083.4985 -0.03985 0.37532 0.33142 70.623 70.623 1.01E-02 43.31 2628000

23893 ISAFQK Unmodified _ISAFQK_ B4FBK8_MAIZE 2 347.20014 692.38573 1.1629 -0.25162 0.89093 35.039 35.039 9.46E-01 15.53 78073

23894 ISAFQK Unmodified _ISAFQK_ B4FBK8_MAIZE 2 347.20014 692.38573 1.1655 -0.12762 1.0192 35.721 35.721 1.00E+00 11.69 583030

23895 ISAFQK Unmodified _ISAFQK_ B4FBK8_MAIZE 2 347.20014 692.38573 1.1442 -0.28526 0.8405 36.412 36.412 2.64E-01 25.86 129510

23896 ISAHAADLAK Unmodified _ISAHAADLAK_ B6U4S7_MAIZE 3 332.85394 995.53999 1.2032 -0.84192 0.33078 36.275 36.275 9.29E-03 26.44 95147

23897 ISAHIAASVAAK Unmodified _ISAHIAASVAAK_ B6UDG4_MAIZE 3 380.22415 1137.6506 0.57301 0.27671 0.81804 44.829 44.829 1.55E-01 25.91 433730

23898 ISALALLK Unmodified _ISALALLK_ B4FUK9_MAIZE 2 414.7813 827.54804 0.24751 -0.064646 0.13912 78.128 78.128 5.06E-02 18.91 917050

23899 ISALSEAGVIYVMTHDSIGLGEDGPTHQPIEHLVSFR Oxidation (M) _ISALSEAGVIYVM(ox)THDSIGLGEDGPTHQPIEHLVSFR_ TKTC_MAIZE B4 5 799.20299 3990.9786 0.98034 -0.12683 0.8556 137.49 137.49 4.14E-02 8.74 451200

23900 ISALSEAGVIYVMTHDSIGLGEDGPTHQPIEHLVSFR Oxidation (M) _ISALSEAGVIYVM(ox)THDSIGLGEDGPTHQPIEHLVSFR_ TKTC_MAIZE B4 5 799.20299 3990.9786 1.0385 -0.19375 0.84697 137.58 137.58 2.52E-01 9.76 541020

23901 ISASLDARD Unmodified _ISASLDARD_ B4F891_MAIZE 2 474.24326 946.47197 -0.052487 0.13423 0.05946 44.537 44.537 7.18E-01 11.96 861330

23902 ISASLDARD Unmodified _ISASLDARD_ B4F891_MAIZE 2 474.24326 946.47197 -0.021661 0.099446 0.054862 43.788 43.788 7.18E-01 17.62 594740

23903 ISASLDARD Unmodified _ISASLDARD_ B4F891_MAIZE 2 474.24326 946.47197 -0.067887 0.37353 0.28363 44.643 44.643 1.00E+00 7.47 562590

23904 ISASLDARD Unmodified _ISASLDARD_ B4F891_MAIZE 2 474.24326 946.47197 -0.10431 0.30224 0.17433 44.454 44.454 3.39E-01 15.54 5269100

23905 ISATSIFFETMPYR Oxidation (M) _ISATSIFFETM(ox)PYR_ B6T7Q7_MAIZE 2 839.9109 1677.8072 1.1088 0.63942 1.7426 95.549 95.549 4.31E-03 41.49 575070

23906 ISATSIFFETMPYR Unmodified _ISATSIFFETMPYR_ B6T7Q7_MAIZE 2 831.91344 1661.8123 1.109 1.1774 2.2775 107.17 107.17 6.31E-03 70.66 385250

23907 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.95901 -0.056605 0.88343 92.728 92.728 1.95E-13 88.48 4207600

23908 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.99421 0.45572 1.431 96.5 96.5 3.51E-02 9.1 22823



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

23909 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.96261 0.06799 1.0122 93.403 93.403 7.68E-22 84.99 2406100

23910 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.93772 -0.061814 0.85712 93.429 93.429 1.95E-13 79.46 2824700

23911 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.91548 -0.078671 0.8174 93.261 93.261 7.68E-22 84.32 2883600

23912 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.94542 -0.34375 0.58288 92.952 92.952 7.68E-22 80.95 1435300

23913 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.92757 -0.3109 0.59814 93.323 93.323 1.95E-13 77.64 13186000

23914 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 1.0217 -0.75388 0.25031 92.988 92.988 2.96E-06 72.93 607860

23915 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.9378 0.78042 1.6983 93.313 93.313 3.40E-25 73.79 750420

23916 ISATSIYFESLPYK Unmodified _ISATSIYFESLPYK_ B4FBF4_MAIZE 2 809.92179 1617.829 0.82858 -1.0905 -0.27985 94.638 94.638 2.96E-06 62.3 134460

23917 ISCNLNNAACK Unmodified _ISCNLNNAACK_ B6TI78_MAIZE 2 632.79227 1263.57 0.39753 -0.071445 0.31073 38.928 38.928 6.35E-09 84.84 1828800

23918 ISCNLNNAACK Unmodified _ISCNLNNAACK_ B6TI78_MAIZE 2 632.79227 1263.57 0.35335 0.10208 0.44014 38.251 38.251 4.43E-05 69.84 324150

23919 ISCNLNNAACK Unmodified _ISCNLNNAACK_ B6TI78_MAIZE 2 632.79227 1263.57 0.42058 -0.085364 0.31964 41.072 41.072 6.35E-09 69.63 582000

23920 ISCNLNNAACK Unmodified _ISCNLNNAACK_ B6TI78_MAIZE 2 632.79227 1263.57 0.45666 -0.019788 0.42131 40.286 40.286 3.60E-06 72.4 254020

23921 ISCNLNNAACK Unmodified _ISCNLNNAACK_ B6TI78_MAIZE 2 632.79227 1263.57 0.34413 -0.45769 -0.12753 41.095 41.095 3.60E-06 76.56 4215500

23922 ISDEKGTNAVTLK Unmodified _ISDEKGTNAVTLK_ B4FZA1_MAIZE 3 459.25243 1374.7355 -0.065388 -0.61511 -0.69127 39.701 39.701 3.27E-03 34.54 1335800

23923 ISDEKGTNAVTLK Unmodified _ISDEKGTNAVTLK_ B4FZA1_MAIZE 2 688.37501 1374.7355 0.61788 -0.53582 0.071232 39.704 39.704 1.47E-03 74.26 158140

23924 ISDFHLLLK Unmodified _ISDFHLLLK_ B4FHK5_MAIZE 3 362.54997 1084.6281 0.95228 -0.17996 0.7601 75.717 75.717 5.45E-01 20.72 348240

23925 ISDFHLLLK Unmodified _ISDFHLLLK_ B4FHK5_MAIZE 3 362.54997 1084.6281 0.83913 0.20468 1.0303 79.19 79.19 1.00E+00 9.81 15103

23926 ISDFHLLLK Unmodified _ISDFHLLLK_ B4FHK5_MAIZE 3 362.54997 1084.6281 0.89534 -0.23495 0.64748 76.734 76.734 9.39E-03 24.49 1194900

23927 ISDISEVR Unmodified _ISDISEVR_ B6SWP6_MAIZE 2 459.74818 917.48181 -0.1574 -0.015274 -0.1898 43.846 43.846 2.92E-02 32.03 395610

23928 ISDISEVR Unmodified _ISDISEVR_ B6SWP6_MAIZE 2 459.74818 917.48181 -0.012016 0.065031 0.036954 46.548 46.548 2.92E-02 33.48 672520

23929 ISDISEVR Unmodified _ISDISEVR_ B6SWP6_MAIZE 2 459.74818 917.48181 0.0034193 0.23228 0.21873 45.802 45.802 2.92E-02 40.8 670120

23930 ISDLELAAQQHR Unmodified _ISDLELAAQQHR_ B4FSU2_MAIZE 3 460.91252 1379.7157 0.0043783 0.79874 0.77988 52.337 52.337 2.11E-01 14.07 292550

23931 ISDWDEQR Unmodified _ISDWDEQR_ B6TKT5_MAIZE 2 524.73835 1047.4621 -0.017126 -0.011289 -0.03884 46.902 46.902 3.48E-02 64.76 1152000

23932 ISDWTNIVLAYEPVWAIGTGK Unmodified _ISDWTNIVLAYEPVWAIGTGK_ B6SMQ5_MAIZE 2 1167.1124 2332.2103 1.165 0.064322 1.2263 125.63 125.63 3.89E-34 88.99 1465200

23933 ISDWTNIVLAYEPVWAIGTGK Unmodified _ISDWTNIVLAYEPVWAIGTGK_ B6SMQ5_MAIZE 2 1167.1124 2332.2103 1.1526 0.062706 1.2119 128.93 128.93 1.23E-19 111.03 268720

23934 ISEEEYISAIK Unmodified _ISEEEYISAIK_ B6UF55_MAIZE 2 641.33228 1280.65 0.37839 -0.36301 -0.023017 71.812 71.812 1.67E-02 31.53 289760

23935 ISEEEYISAIK Unmodified _ISEEEYISAIK_ B6UF55_MAIZE 2 641.33228 1280.65 0.45296 0.29434 0.70753 72.578 72.578 3.57E-04 74.28 302030

23936 ISEEEYISAIK Unmodified _ISEEEYISAIK_ B6UF55_MAIZE 2 641.33228 1280.65 0.44065 -1.5455 -1.1414 70.293 70.293 1.47E-01 8.21 1917500

23937 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 3 623.32269 1866.9462 0.34312 0.43153 0.73516 94.671 94.671 1.00E+00 5.17 2739900

23938 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 3 623.32269 1866.9462 0.35855 -0.060179 0.25883 95.65 95.65 4.32E-02 33.59 623970

23939 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 4 467.74384 1866.9462 -0.13724 -0.46871 -0.64339 82.753 82.753 1.00E+00 1.67 136600

23940 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 3 623.32269 1866.9462 0.29532 0.25922 0.51402 95.426 95.426 5.29E-01 5 2420000

23941 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 3 623.32269 1866.9462 0.33514 0.1162 0.41248 96.324 96.324 8.21E-03 48.73 614530

23942 ISEEEYISAIKEEISK Unmodified _ISEEEYISAIKEEISK_ B6UF55_MAIZE 3 623.32269 1866.9462 0.37724 0.19044 0.52746 96.372 96.372 1.80E-11 34.94 911120
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23943 ISEEEYVTAIK Unmodified _ISEEEYVTAIK_ Q8W529_MAIZE 2 641.33228 1280.65 0.41437 0.51168 0.89774 65.424 65.424 3.60E-06 78.76 3515700

23944 ISEEEYVTAIK Unmodified _ISEEEYVTAIK_ Q8W529_MAIZE 2 641.33228 1280.65 0.40783 0.095346 0.47581 65.962 65.962 5.66E-08 71.75 2450300

23945 ISEEEYVTAIK Unmodified _ISEEEYVTAIK_ Q8W529_MAIZE 2 641.33228 1280.65 0.40349 0.18268 0.55837 67.047 67.047 5.66E-08 71.6 3099700

23946 ISEEEYVTAIK Unmodified _ISEEEYVTAIK_ Q8W529_MAIZE 2 641.33228 1280.65 0.39721 0.16224 0.5306 66.458 66.458 3.60E-06 60.29 4580400

23947 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 2 947.98585 1893.9571 1.1806 0.17928 1.3269 88.408 88.408 1.48E-07 63.47 942490

23948 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 632.32632 1893.9571 0.38791 -0.45656 -0.10028 93.765 93.765 1.00E+00 3.13 9760.9

23949 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 2 947.98585 1893.9571 1.1607 0.052959 1.181 89.058 89.058 1.48E-07 51.36 441280

23950 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 632.32632 1893.9571 0.34401 0.65698 0.96768 89.059 89.059 1.13E-04 25.21 2822800

23951 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 2 947.98585 1893.9571 1.1772 0.23186 1.3757 89.285 89.285 2.01E-03 66.46 409310

23952 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 2 947.98585 1893.9571 1.1448 0.12954 1.2411 89.002 89.002 1.27E-09 59.73 521410

23953 ISEEEYVTAIKEEINK Unmodified _ISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 632.32632 1893.9571 0.35991 0.86134 1.1864 89 89 1.87E-02 16.37 4229100

23954 ISEGLGLK Unmodified _ISEGLGLK_ B6TK66_MAIZE 2 408.74491 815.47527 0.31575 0.51097 0.802 51.765 51.765 1.00E+00 2.22 367350

23955 ISEGLGLK Unmodified _ISEGLGLK_ B6TK66_MAIZE 2 408.74491 815.47527 0.30166 0.053383 0.33099 51.473 51.473 7.88E-01 18.41 670020

23956 ISEGLGLK Unmodified _ISEGLGLK_ B6TK66_MAIZE 2 408.74491 815.47527 0.2487 0.48713 0.71111 52.201 52.201 1.65E-01 31.78 2631500

23957 ISEGPVKPASATPEETLPLAWVDR Unmodified _ISEGPVKPASATPEETLPLAWVDR_ B6TJ78_MAIZE 3 855.11827 2562.333 1.0494 0.052534 1.0931 92.028 92.028 3.04E-08 41.74 3075800

23958 ISEGPVKPASATPEETLPLAWVDR Unmodified _ISEGPVKPASATPEETLPLAWVDR_ B6TJ78_MAIZE 3 855.11827 2562.333 1.0501 -0.026016 1.0153 92.845 92.845 4.52E-05 21.36 730050

23959 ISEGPVKPASATPEETLPLAWVDR Unmodified _ISEGPVKPASATPEETLPLAWVDR_ B6TJ78_MAIZE 3 855.11827 2562.333 1.0551 0.18653 1.2322 92.829 92.829 4.78E-06 30.46 1000300

23960 ISEGPVKPASATPEETLPLAWVDR Unmodified _ISEGPVKPASATPEETLPLAWVDR_ B6TJ78_MAIZE 3 855.11827 2562.333 1.0396 -0.098097 0.93334 92.759 92.759 4.64E-07 28.28 1206700

23961 ISEGPVKPASATPEETLPLAWVDR Unmodified _ISEGPVKPASATPEETLPLAWVDR_ B6TJ78_MAIZE 3 855.11827 2562.333 1.0465 0.16193 1.1993 92.772 92.772 1.84E-07 27.92 5172400

23962 ISEIVGADAK Unmodified _ISEIVGADAK_ B6TFF1_MAIZE 2 501.77694 1001.5393 -0.33194 0.12479 -0.22538 44.502 44.502 5.76E-06 68.56 2603800

23963 ISEIVGADAK Unmodified _ISEIVGADAK_ B6TFF1_MAIZE 2 501.77694 1001.5393 -0.18057 0.59213 0.392 47.814 47.814 4.40E-05 46.63 335780

23964 ISELSESQSELLGR Unmodified _ISELSESQSELLGR_ B4FFQ3_MAIZE 2 774.39921 1546.7839 0.90479 0.30222 1.182 71.229 71.229 1.95E-13 104.75 763240

23965 ISELSWNPSEK Unmodified _ISELSWNPSEK_ B4FZY9_MAIZE 2 645.32224 1288.6299 0.50012 0.16883 0.64177 69.001 69.001 3.57E-04 42.38 602440

23966 ISEVAGADR Unmodified _ISEVAGADR_ B4FYX0_MAIZE 2 459.23798 916.46141 0.028195 0.16266 0.17336 32.859 32.859 1.12E-01 37.65 29972

23967 ISEYGVR Unmodified _ISEYGVR_ B4FUW7_MAIZE 2 412.21906 822.42357 0.29711 0.090615 0.36874 38.801 38.801 8.04E-02 32.35 971690

23968 ISEYGVR Unmodified _ISEYGVR_ B4FUW7_MAIZE 2 412.21906 822.42357 0.093907 0.23186 0.30685 52.686 52.686 1.00E+00 0.11 67960

23969 ISFAGFDGKPEDVLNPK Unmodified _ISFAGFDGKPEDVLNPK_ B6T3D4_MAIZE 2 917.47271 1832.9309 1.1849 -0.021749 1.162 90.685 90.685 2.72E-05 31.05 289730

23970 ISFQASQDLSSLK Unmodified _ISFQASQDLSSLK_ B4F9F9_MAIZE 2 712.37501 1422.7355 0.72989 -0.53746 0.18201 77.45 77.45 2.50E-15 101.42 1044300

23971 ISGAGLQR Unmodified _ISGAGLQR_ B4F8R3_MAIZE 2 401.2325 800.45045 0.37905 0.082434 0.44524 34.033 34.033 1.65E-01 26.68 202640

23972 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 3 413.55908 1237.6554 0.30577 0.11867 0.4058 62.702 62.702 1.40E-01 17.39 1931500

23973 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 2 619.83499 1237.6554 0.36304 -0.51802 -0.17284 62.761 62.761 5.66E-08 60.87 748190

23974 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 3 413.55908 1237.6554 0.1367 -0.15371 -0.035867 63.241 63.241 1.00E+00 10.88 917460

23975 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 2 619.83499 1237.6554 0.26183 -0.325 -0.080792 63.222 63.222 3.60E-06 61.27 330920

23976 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 3 413.55908 1237.6554 0.24143 -0.27883 -0.055269 64.469 64.469 1.00E+00 7.12 1502600
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23977 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 2 619.83499 1237.6554 0.37043 -0.26752 0.084564 64.487 64.487 3.60E-06 67.2 559250

23978 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 3 413.55908 1237.6554 0.2126 -0.24942 -0.054012 63.835 63.835 5.15E-02 16.82 882080

23979 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 2 619.83499 1237.6554 0.38772 -0.5217 -0.15144 63.847 63.847 4.48E-03 58.98 186700

23980 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 3 413.55908 1237.6554 0.18465 -0.20728 -0.04018 64.352 64.352 7.13E-05 36.82 12969000

23981 ISGDSLKDLYK Unmodified _ISGDSLKDLYK_ ENO1_MAIZE 2 619.83499 1237.6554 0.30961 -0.074771 0.21629 64.347 64.347 3.60E-06 57.81 3518800

23982 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1714 0.25569 1.4226 125.49 125.49 1.00E+00 14.17 1593200

23983 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2055 -0.2601 0.94124 131.47 131.47 1.00E+00 0.57 166620

23984 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2186 -0.03451 1.1796 134.03 134.03 1.00E+00 10.23 84983

23985 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2311 0.091426 1.3176 135.95 135.95 1.00E+00 19.11 59584

23986 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2091 -0.13745 1.0678 137.06 137.06 2.25E-01 24.14 337960

23987 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1305 0.056005 1.183 131.37 131.37 7.26E-01 38.07 127680

23988 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1215 -0.07361 1.0433 131.36 131.36 1.00E+00 26.9 200210

23989 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1302 0.039185 1.1651 137.46 137.46 7.26E-01 30.23 279560

23990 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1475 -0.26962 0.87377 131.75 131.75 1.00E+00 28.13 258650

23991 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.1581 -0.33533 0.81855 137.57 137.57 1.00E+00 27.59 158250

23992 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.158 0.13579 1.2898 137.51 137.51 1.00E+00 19.97 148330

23993 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2887 -0.077153 1.2077 136.95 136.95 2.25E-01 26.78 105770

23994 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2042 0.031447 1.2309 132.18 132.18 1.00E+00 8.16 781730

23995 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2059 0.17709 1.3778 138.1 138.1 4.21E-01 38.74 432820

23996 ISGSLHMTIQTAVLIETLTALGAEVR Oxidation (M) _ISGSLHM(ox)TIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 914.16863 2739.4841 1.2121 -0.055302 1.1529 137.27 137.27 1.00E+00 21.25 55398

23997 ISGSLHMTIQTAVLIETLTALGAEVR Unmodified _ISGSLHMTIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 908.83699 2723.4892 1.1905 0.13326 1.3174 132.38 132.38 1.00E+00 26.95 321880

23998 ISGSLHMTIQTAVLIETLTALGAEVR Unmodified _ISGSLHMTIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 908.83699 2723.4892 1.1944 0.21477 1.4034 136.98 136.98 7.26E-01 25.58 560000

23999 ISGSLHMTIQTAVLIETLTALGAEVR Unmodified _ISGSLHMTIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 908.83699 2723.4892 1.1133 0.22227 1.3292 137.54 137.54 4.21E-01 26.02 307390

24000 ISGSLHMTIQTAVLIETLTALGAEVR Unmodified _ISGSLHMTIQTAVLIETLTALGAEVR_ B6T440_MAIZE 3 908.83699 2723.4892 1.1448 0.00243 1.141 137.78 137.78 7.26E-01 15 149010

24001 ISGTQHTYILR Unmodified _ISGTQHTYILR_ B4F8R3_MAIZE 3 430.23845 1287.6935 -0.0049683 0.015516 0.0032162 46.583 46.583 1.91E-02 19.33 716920

24002 ISIAMFLLAPK Oxidation (M) _ISIAM(ox)FLLAPK_ B4FN73_MAIZE 2 610.35958 1218.7046 0.2577 0.63385 0.86859 109.22 109.22 5.87E-01 2.87 1199300

24003 ISIEAGSTLGWQK Unmodified _ISIEAGSTLGWQK_ TKTC_MAIZE B4 2 695.37227 1388.73 0.65736 -1.2062 -0.55857 76.195 76.195 2.65E-01 18.54 538470

24004 ISIEAGSTLGWQK Unmodified _ISIEAGSTLGWQK_ TKTC_MAIZE B4 2 695.37227 1388.73 0.62462 -0.74058 -0.12585 76.679 76.679 1.47E-03 54.36 291400

24005 ISIEAGSTLGWQK Unmodified _ISIEAGSTLGWQK_ TKTC_MAIZE B4 2 695.37227 1388.73 0.66729 -0.19508 0.46149 77.196 77.196 1.15E-02 58.15 398390

24006 ISIEAGSTLGWQK Unmodified _ISIEAGSTLGWQK_ TKTC_MAIZE B4 2 695.37227 1388.73 0.68395 -0.42127 0.2517 76.744 76.744 2.65E-01 16.32 310680

24007 ISIEAGSTLGWQK Unmodified _ISIEAGSTLGWQK_ TKTC_MAIZE B4 2 695.37227 1388.73 0.64596 -0.58152 0.054999 76.63 76.63 6.20E-03 51.03 716140

24008 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.031649 0.088269 0.036025 86.183 86.183 1.01E-02 49.39 2603100

24009 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.085288 -0.17864 -0.28319 87.557 87.557 1.00E+00 10.22 8713.5

24010 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.14189 0.090695 -0.072389 86.657 86.657 1.01E-02 51.31 798270
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24011 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.047428 -0.015548 -0.08436 87.008 87.008 3.21E-03 72.54 1772800

24012 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.044791 0.042504 -0.023643 86.669 86.669 1.01E-02 63.08 1887500

24013 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.14124 0.061431 -0.10009 86.352 86.352 3.21E-03 54.81 4134100

24014 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.13243 0.15139 -0.0021079 86.943 86.943 3.13E-03 56.52 17626000

24015 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.11003 0.22943 0.098823 86.634 86.634 3.89E-04 56.46 1566000

24016 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.10088 0.04741 -0.074564 86.352 86.352 9.73E-03 44.61 1490600

24017 ISINDLVIK Unmodified _ISINDLVIK_ B6TUA2_MAIZE 2 507.81332 1013.6121 -0.12363 -0.12131 -0.26432 87.729 87.729 1.12E-01 28.41 199880

24018 ISIPNSAPSAVCDDQTK Unmodified _ISIPNSAPSAVCDDQTK_ B4FP93_MAIZE 2 901.93309 1801.8516 1.1531 -0.000321 1.1533 65.08 65.08 1.37E-17 84.98 808990

24022 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 -0.028452 -0.21572 -0.24352 78.529 78.529 6.54E-03 27.45 5327400

24023 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 2 778.93081 1555.8471 0.90952 -0.2125 0.69668 78.552 78.552 4.21E-20 87.27 1698700

24024 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 -0.11356 0.004689 -0.10862 79.626 79.626 6.54E-03 24.5 2114400

24025 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 2 778.93081 1555.8471 0.88058 -0.2614 0.6197 79.595 79.595 1.02E-04 48.05 645820

24026 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 0.004523 0.11701 0.12036 79.883 79.883 4.93E-01 4.06 2277000

24027 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 2 778.93081 1555.8471 0.94331 -0.06553 0.87838 79.853 79.853 1.02E-04 54.88 597910

24028 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 0.0099457 0.37362 0.38251 79.635 79.635 1.05E-01 22.67 2237300

24029 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 -0.041791 0.93976 0.89684 79.453 79.453 1.05E-01 15.53 1121800

24030 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 3 519.62297 1555.8471 -0.0072858 0.31753 0.30938 79.754 79.754 7.63E-01 13.31 5467300

24031 ISITGAGGFIGSHIAR Unmodified _ISITGAGGFIGSHIAR_ B4FBC2_MAIZE 2 778.93081 1555.8471 0.98063 -0.091893 0.88847 79.727 79.727 7.01E-14 90.78 1124400

24032 ISLADIAK Unmodified _ISLADIAK_ B4FQZ2_MAIZE 2 415.75274 829.49092 0.24254 0.48752 0.69541 56.979 56.979 7.88E-01 9.77 2360500

24033 ISLADIAK Unmodified _ISLADIAK_ B4FQZ2_MAIZE 2 415.75274 829.49092 0.23019 0.22229 0.41769 70.903 70.903 3.77E-01 20.86 2782900

24034 ISLADIAK Unmodified _ISLADIAK_ B4FQZ2_MAIZE 2 415.75274 829.49092 0.096005 0.21948 0.281 71.296 71.296 7.88E-01 16.63 675420

24035 ISLADIAK Unmodified _ISLADIAK_ B4FQZ2_MAIZE 2 415.75274 829.49092 0.22481 -0.012467 0.17753 72.215 72.215 3.77E-01 16.08 987680

24036 ISLADIAK Unmodified _ISLADIAK_ B4FQZ2_MAIZE 2 415.75274 829.49092 -0.0075597 0.26334 0.22032 73.142 73.142 7.88E-01 31.28 291540

24037 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.020356 0.48691 0.43346 80.541 80.541 1.62E-03 58.82 657300

24038 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.1539 -0.083644 -0.26954 82.422 82.422 3.43E-01 32.37 32366

24039 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.20303 0.026461 -0.20963 81.28 81.28 1.62E-03 58.59 285340

24040 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.0074374 0.397 0.35698 81.283 81.283 4.40E-05 53.17 386380

24041 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.028875 -0.052183 -0.11222 80.95 80.95 1.25E-02 53.29 215520

24042 ISLAGLSLAK Unmodified _ISLAGLSLAK_ B6T9J4_MAIZE 2 486.80804 971.60153 -0.058822 0.30782 0.21548 81.426 81.426 2.81E-03 49.66 2598200

24043 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.18274 0.72866 0.90276 88.755 88.755 1.00E+00 2.02 1162100

24044 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.16328 -0.2345 -0.077978 90.723 90.723 1.45E-01 16.87 9760.1

24045 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.13001 0.86994 0.99146 89.237 89.237 1.25E-02 52.03 359810

24046 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.19457 0.49294 0.6793 89.492 89.492 7.11E-01 9.28 583880

24047 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.23204 0.43337 0.65728 89.175 89.175 3.43E-01 37.27 333440
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24048 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.1603 0.013618 0.16555 88.898 88.898 2.81E-03 74.08 1179700

24049 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.18408 0.79326 0.96865 89.439 89.439 2.81E-03 49.74 487580

24050 ISLCDALIVR Unmodified _ISLCDALIVR_ B6SL40_MAIZE 2 580.32881 1158.6431 0.11937 0.51867 0.6306 90.405 90.405 1.45E-01 48.87 214130

24051 ISLFEECGMLDR Unmodified _ISLFEECGMLDR_ B6SHC8_MAIZE 2 735.34179 1468.669 0.86799 0.25363 1.1142 91.121 91.121 2.62E-07 81.7 448610

24052 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 3 734.41447 2200.2216 0.73623 -2.8659 -2.124 117.86 117.86 1.39E-03 18.85 317300

24053 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 2 1101.1181 2200.2216 1.2836 -3.7486 -2.459 117.68 117.68 1.12E-03 16.94 639360

24054 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 2 1101.1181 2200.2216 1.3008 -4.1533 -2.846 118.46 118.46 1.12E-03 14.36 437110

24055 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 2 1101.1181 2200.2216 1.0761 -0.2821 0.79636 120.58 120.58 5.36E-22 66.8 3081900

24056 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 3 734.41447 2200.2216 0.70995 -0.41573 0.29679 120.59 120.59 8.12E-10 49.21 2491900

24057 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 2 1101.1181 2200.2216 1.0896 -0.46272 0.63014 123.34 123.34 2.10E-35 81.12 2594600

24058 ISLGSAVVTTFPGLNGLGISAAR Unmodified _ISLGSAVVTTFPGLNGLGISAAR_ B6U6C5_MAIZE 3 734.41447 2200.2216 0.72218 0.28311 1.0072 123.28 123.28 1.76E-15 64.24 1324700

24059 ISLIEAADHILTMFDKR Oxidation (M) _ISLIEAADHILTM(ox)FDKR_ B6SVE6_MAIZE 4 498.0173 1988.0401 -0.012753 -0.30198 -0.32853 123.27 123.27 1.00E+00 3.76 483930

24060 ISLIEAADHILTMFDKR Oxidation (M) _ISLIEAADHILTM(ox)FDKR_ B6SVE6_MAIZE 4 498.0173 1988.0401 -0.012456 -0.46246 -0.48795 124.71 124.71 1.55E-01 19.65 121980

24061 ISLIEAADHILTMFDKR Oxidation (M) _ISLIEAADHILTM(ox)FDKR_ B6SVE6_MAIZE 4 498.0173 1988.0401 -0.42279 -0.26 -0.6967 130.4 130.4 1.55E-01 16.18 557820

24062 ISLIGTSGISGSYVELR Unmodified _ISLIGTSGISGSYVELR_ B6UHS0_MAIZE 2 876.48053 1750.9465 1.0645 -0.46681 0.59126 96.357 96.357 8.28E-39 123.99 1209400

24063 ISMAGLSMR 2 Oxidation (M) _ISM(ox)AGLSM(ox)R_ B4FUH2_MAIZE 2 499.2439 996.47324 0.024588 -0.16668 -0.15968 36.751 36.751 3.29E-02 57.08 182840

24064 ISMAGLSMR 2 Oxidation (M) _ISM(ox)AGLSM(ox)R_ B4FUH2_MAIZE 2 499.2439 996.47324 -0.1536 0.29183 0.12113 35.908 35.908 9.28E-03 40.94 376660

24065 ISMAGLSMR 2 Oxidation (M) _ISM(ox)AGLSM(ox)R_ B4FUH2_MAIZE 2 499.2439 996.47324 -0.016809 -0.075843 -0.10872 38.765 38.765 2.89E-03 53.1 352150

24066 ISMAGLSMR 2 Oxidation (M) _ISM(ox)AGLSM(ox)R_ B4FUH2_MAIZE 2 499.2439 996.47324 0.0083746 0.000307 -0.008058 37.984 37.984 2.89E-03 48.74 227260

24067 ISMAGLSMR 2 Oxidation (M) _ISM(ox)AGLSM(ox)R_ B4FUH2_MAIZE 2 499.2439 996.47324 -0.10277 0.44162 0.32045 39.439 39.439 2.36E-03 56.85 422840

24068 ISMAGLSMR Oxidation (M) _ISM(ox)AGLSMR_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.03468 -0.75843 -0.81202 48.326 48.326 1.01E-02 62.85 836830

24069 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.033977 0.73472 0.67876 55.242 55.242 3.13E-03 58.02 1561500

24070 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.12672 0.14622 -0.0012453 56.648 56.648 1.01E-02 46.94 57356

24071 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.16327 0.48121 0.29625 55.667 55.667 3.13E-03 50.56 758870

24072 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.037121 0.12715 0.069025 57.53 57.53 3.21E-03 72.12 811180

24073 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.030872 -0.073793 -0.12601 56.811 56.811 3.38E-03 63.17 573720

24074 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.015469 0.83101 0.79271 57.095 57.095 1.01E-02 55.15 713860

24075 ISMAGLSMR Oxidation (M) _ISMAGLSM(ox)R_ B4FUH2_MAIZE 2 491.24644 980.47832 -0.10031 0.87474 0.75096 57.957 57.957 6.55E-04 56.15 1431600

24076 ISMAGLSMR Unmodified _ISMAGLSMR_ B4FUH2_MAIZE 2 483.24898 964.48341 -0.066614 -0.11732 -0.20924 67.789 67.789 3.13E-03 68.03 5083600

24077 ISMAGLSMR Unmodified _ISMAGLSMR_ B4FUH2_MAIZE 2 483.24898 964.48341 -0.16661 0.031961 -0.16036 68.506 68.506 3.21E-03 61.87 398130

24078 ISMAGLSMR Unmodified _ISMAGLSMR_ B4FUH2_MAIZE 2 483.24898 964.48341 -0.0010262 0.60229 0.57345 69.455 69.455 9.73E-03 45.73 382910

24079 ISMAGLSMR Unmodified _ISMAGLSMR_ B4FUH2_MAIZE 2 483.24898 964.48341 -0.025181 0.10628 0.055261 69.317 69.317 9.73E-03 50.13 1092400

24080 ISMAGLSMR Unmodified _ISMAGLSMR_ B4FUH2_MAIZE 2 483.24898 964.48341 -0.11209 -0.25168 -0.38912 69.26 69.26 3.13E-03 57.72 1553500

24081 ISMAGVTTGNVGYLANAIHEVTKPN Unmodified _ISMAGVTTGNVGYLANAIHEVTKPN_ B4F9G1_MAIZE 3 853.10748 2556.3006 1.0984 0.26734 1.3615 106.22 106.22 1.78E-06 24.8 266310
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24082 ISMAGVTTGNVGYLANAIHEVTKPN Unmodified _ISMAGVTTGNVGYLANAIHEVTKPN_ B4F9G1_MAIZE 3 853.10748 2556.3006 1.0914 0.27944 1.3666 106.84 106.84 5.30E-02 22.87 1791800

24083 ISMAGVTTGNVGYLANAIHEVTKPN Oxidation (M) _ISM(ox)AGVTTGNVGYLANAIHEVTKPN_ B4F9G1_MAIZE 3 858.43912 2572.2955 1.056 -0.28118 0.77328 95.353 95.353 1.78E-06 22.22 1897400

24084 ISNMDSLLPALEISIK Unmodified _ISNMDSLLPALEISIK_ B4FMM3_MAIZE 2 872.48169 1742.9488 1.1391 -0.14713 0.96512 116.1 116.1 2.16E-02 20.7 128900

24085 ISNMDSLLPALEISIK Unmodified _ISNMDSLLPALEISIK_ B4FMM3_MAIZE 2 872.48169 1742.9488 1.1068 -1.0863 -0.0053542 116.28 116.28 1.81E-01 14.79 169120

24086 ISNMDSLLPALEISIK Unmodified _ISNMDSLLPALEISIK_ B4FMM3_MAIZE 2 872.48169 1742.9488 1.1786 0.65754 1.808 117.12 117.12 1.02E-04 38.73 183560

24087 ISNMDSLLPALEISIK Oxidation (M) _ISNM(ox)DSLLPALEISIK_ B4FMM3_MAIZE 2 880.47915 1758.9437 1.133 0.44308 1.5515 105.47 105.47 1.81E-01 27.97 177990

24088 ISNMDSLLPALEISIK Oxidation (M) _ISNM(ox)DSLLPALEISIK_ B4FMM3_MAIZE 2 880.47915 1758.9437 1.1325 -0.20544 0.9031 105 105 4.21E-20 53 927040

24089 ISNMDSLLPALEISIK Oxidation (M) _ISNM(ox)DSLLPALEISIK_ B4FMM3_MAIZE 3 587.32186 1758.9437 0.27582 0.2545 0.50585 104.98 104.98 1.00E+00 8.28 120380

24090 ISNMDSLLPALEISIK Oxidation (M) _ISNM(ox)DSLLPALEISIK_ B4FMM3_MAIZE 2 880.47915 1758.9437 1.1375 -0.072572 1.04 105.7 105.7 7.42E-06 40.1 587070

24091 ISNVLPGISSIVEGVK Unmodified _ISNVLPGISSIVEGVK_ B6TEL7_MAIZE 2 806.46944 1610.9243 0.99393 -1.1576 -0.16638 103.05 103.05 1.81E-01 12.23 221880

24092 ISNVLPGISSIVEGVK Unmodified _ISNVLPGISSIVEGVK_ B6TEL7_MAIZE 2 806.46944 1610.9243 0.93669 -1.0213 -0.088125 103.32 103.32 9.46E-03 19.08 720320

24093 ISNVLPGISSIVEGVK Unmodified _ISNVLPGISSIVEGVK_ B6TEL7_MAIZE 2 806.46944 1610.9243 1.0119 -0.26029 0.74698 104.2 104.2 5.51E-02 40.7 117800

24094 ISPAFVLFFDCSEEDMEK Oxidation (M) _ISPAFVLFFDCSEEDM(ox)EK_ B6T904_MAIZE 2 1090.4818 2178.949 1.199 0.15539 1.3566 118.87 118.87 1.18E-19 70.11 281760

24095 ISPAFVLFFDCSEEDMEKR Oxidation (M) _ISPAFVLFFDCSEEDM(ox)EKR_ B6T904_MAIZE 3 779.3573 2335.0501 0.87364 -0.24213 0.63141 109.84 109.84 2.84E-03 37.79 1666400

24096 ISPAFVLFFDCSEEDMEKR Oxidation (M) _ISPAFVLFFDCSEEDM(ox)EKR_ B6T904_MAIZE 2 1168.5323 2335.0501 1.1713 -0.085819 1.0848 109.74 109.74 2.00E-27 33.1 153250

24097 ISPAFVLFFDCSEK Unmodified _ISPAFVLFFDCSEK_ B4FM96_MAIZE 2 830.40799 1658.8014 1.0218 0.26998 1.2982 116.85 116.85 1.95E-13 63.78 332710

24098 ISPAFVLFFDCSEKEMEK Oxidation (M) _ISPAFVLFFDCSEKEM(ox)EK_ B4FM96_MAIZE 3 731.6796 2192.017 0.8205 0.004222 0.82131 105.93 105.93 6.30E-02 30.77 188470

24099 ISPWFR Unmodified _ISPWFR_ Q71RX2_MAIZE 2 403.22141 804.42826 0.29391 -0.071833 0.21513 69.07 69.07 5.26E-01 27.28 7938000

24100 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.93127 -0.095107 0.8273 70.902 70.902 6.53E-30 96.73 4218400

24101 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.89542 0.11951 1.0063 71.788 71.788 7.01E-11 83.59 173750

24102 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.93237 -0.3012 0.6231 71.237 71.237 6.53E-30 90.86 629900

24103 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.89672 -0.19498 0.69346 72.091 72.091 6.53E-30 80.64 1227900

24104 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.9171 -0.22473 0.68375 71.638 71.638 6.53E-30 94.22 1249300

24105 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.92367 -0.30541 0.60991 71.688 71.688 1.02E-23 74.14 1182600

24106 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.95278 -0.70333 0.2421 72.135 72.135 1.02E-23 67.62 844050

24107 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.85172 -0.37176 0.47197 71.212 71.212 2.37E-16 63.27 9604200

24108 ISQEVSGDALGEEFK Unmodified _ISQEVSGDALGEEFK_ B6T4E7_MAIZE 2 804.89122 1607.7679 0.95382 0.44048 1.3855 72.916 72.916 7.01E-11 80.29 128280

24109 ISQGGLQR Unmodified _ISQGGLQR_ B6U1D7_MAIZE 2 429.74323 857.47191 0.19933 -0.003132 0.18827 30.132 30.132 5.06E-02 36.8 185690

24110 ISQGGLQR Unmodified _ISQGGLQR_ B6U1D7_MAIZE 2 429.74323 857.47191 -0.00089274 0.46361 0.45443 28.24 28.24 1.65E-01 43.68 53196

24111 ISQGGLQR Unmodified _ISQGGLQR_ B6U1D7_MAIZE 2 429.74323 857.47191 0.18208 0.041761 0.21541 31.276 31.276 5.06E-02 49 191020

24112 ISQGGLQR Unmodified _ISQGGLQR_ B6U1D7_MAIZE 2 429.74323 857.47191 0.14024 -0.11908 0.015265 30.483 30.483 3.77E-01 40.25 620580

24113 ISQIPQR Unmodified _ISQIPQR_ B4FQR3_MAIZE 2 421.24815 840.48175 0.15143 0.095695 0.22682 38.155 38.155 4.49E-02 35.29 1121700

24114 ISQLESQLEQLSR Unmodified _ISQLESQLEQLSR_ B6TZD9_MAIZE 2 765.90974 1529.8049 0.86502 0.28866 1.1305 85.937 85.937 2.50E-15 77.78 233670

24115 ISQLESQLEQLSR Unmodified _ISQLESQLEQLSR_ B6TZD9_MAIZE 2 765.90974 1529.8049 0.8215 -0.073747 0.7249 85.66 85.66 1.56E-17 86.24 735870
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24116 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.055788 -0.39459 -0.47083 53.77 53.77 1.84E-04 62.35 3901300

24117 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.15575 -0.066362 -0.2433 54.082 54.082 1.25E-02 26.86 1100200

24118 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.04031 -0.25559 -0.31528 55.985 55.985 1.25E-02 28.7 1360300

24119 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.057851 -0.22914 -0.30725 55.224 55.224 1.62E-03 43.15 1410700

24120 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.069128 -0.1609 -0.24964 55.922 55.922 4.40E-02 34.28 878820

24121 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.077557 -0.054936 -0.1534 55.803 55.803 4.40E-02 24.71 1418800

24122 ISQLPLASGK Unmodified _ISQLPLASGK_ B4FFH8_MAIZE 2 507.30312 1012.5917 -0.1508 -0.2889 -0.45953 56.385 56.385 5.76E-06 63.03 20834000

24123 ISQYEPVR Unmodified _ISQYEPVR_ B6TC50_MAIZE 2 496.264 990.51345 -0.12252 0.22467 0.083907 44.364 44.364 5.06E-02 38.06 609950

24124 ISSASSASTVSPLPHMFVIK Oxidation (M) _ISSASSASTVSPLPHM(ox)FVIK_ B4FJ16_MAIZE 3 692.36624 2074.0769 0.55494 -0.061173 0.49199 73.61 73.61 5.05E-05 30.54 2488800

24125 ISSASSASTVSPLPHMFVIK Unmodified _ISSASSASTVSPLPHMFVIK_ B4FJ16_MAIZE 3 687.0346 2058.082 0.5808 -0.45379 0.12401 84.962 84.962 2.38E-03 26.95 678680

24127 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 3 362.19262 1083.556 0.94385 1.433 2.3635 36.852 36.852 3.83E-02 22.34 215300

24128 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 3 362.19262 1083.556 0.80892 -0.28096 0.52002 37.242 37.242 1.00E+00 15.31 10078

24129 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 3 362.19262 1083.556 0.82698 0.46663 1.2845 36.233 36.233 1.26E-02 31.59 445830

24130 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 2 542.7853 1083.556 -0.037725 0.6429 0.59535 36.232 36.232 4.40E-02 59.16 152240

24131 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 3 362.19262 1083.556 0.98867 0.47304 1.4513 38.975 38.975 2.99E-03 34.75 286140

24132 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 2 542.7853 1083.556 -0.060146 -1.3644 -1.4297 39.002 39.002 1.45E-01 32.4 117330

24133 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 3 362.19262 1083.556 0.85166 0.4516 1.2946 38.133 38.133 3.83E-02 26.14 240630

24134 ISSGEVDHIK Unmodified _ISSGEVDHIK_ B4FY73_MAIZE 2 542.7853 1083.556 0.040686 0.065553 0.098533 36.732 36.732 2.81E-03 52.13 321510

24135 ISSLPAAIGDLPLLK Unmodified _ISSLPAAIGDLPLLK_ B6TRI3_MAIZE 2 754.45834 1506.9021 0.86996 0.36488 1.2142 110.99 110.99 1.12E-07 58.79 504260

24136 ISSPADAMFIGLGTHYVPSANLGSLK Unmodified _ISSPADAMFIGLGTHYVPSANLGSLK_ B4FQL1_MAIZE 3 882.79138 2645.3523 1.1065 -1.8193 -0.71611 107.71 107.71 2.66E-02 18.33 259000

24137 ISSQASPQPPK Unmodified _ISSQASPQPPK_ B6TIN9_MAIZE 2 570.3064 1138.5982 0.24689 -0.58934 -0.35617 34.911 34.911 1.47E-01 31.94 47923

24138 ISSTLPNR Unmodified _ISSTLPNR_ B6UE89_MAIZE 2 444.25089 886.48723 0.082491 0.58116 0.64133 39.968 39.968 1.65E-01 24.98 955590

24139 ISSVLAEHK Unmodified _ISSVLAEHK_ B6U4F7_MAIZE 3 328.52219 982.54475 1.3855 -0.18944 1.1747 36.094 36.094 1.96E-01 9.95 91263

24140 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 2 1341.1762 2680.3378 1.2107 -0.24194 0.96049 115.95 115.95 1.21E-13 76.68 254500

24141 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 3 894.45321 2680.3378 1.1388 -0.058758 1.0719 115.95 115.95 6.80E-13 37.79 1069200

24142 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 3 894.45321 2680.3378 1.0902 -0.031339 1.0508 116.49 116.49 5.81E-12 35.34 1312100

24143 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 2 1341.1762 2680.3378 1.4116 -0.25668 1.1471 116.47 116.47 1.14E-20 90.67 286580

24144 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 3 894.45321 2680.3378 1.1211 0.017372 1.1296 116.72 116.72 3.43E-05 32.88 954760

24145 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 2 1341.1762 2680.3378 1.1269 -0.1341 0.98434 116.66 116.66 5.05E-12 65.55 157890

24146 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 3 894.45321 2680.3378 1.1368 0.12382 1.2517 117.14 117.14 1.02E-06 33.1 496210

24147 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 2 1341.1762 2680.3378 1.202 0.072706 1.2667 117.1 117.1 9.57E-04 35.82 107310

24148 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 3 894.45321 2680.3378 1.1212 -0.14461 0.96835 117.66 117.66 9.70E-11 43.79 2088400

24149 ISSVNAISALCEATGANVSEVAYAVGK Unmodified _ISSVNAISALCEATGANVSEVAYAVGK_ B6TBY8_MAIZE 2 1341.1762 2680.3378 1.189 -0.048354 1.132 117.56 117.56 2.45E-17 86.15 710640

24150 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 3 899.12509 2694.3534 1.1466 0.55522 1.6949 117.14 117.14 1.21E-08 38.48 1859200
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24151 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 2 1348.184 2694.3534 1.1723 0.096858 1.2625 117.11 117.11 1.55E-12 59.53 550640

24152 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 2 1348.184 2694.3534 1.3973 -0.24097 1.15 117.63 117.63 5.05E-12 65.82 526210

24153 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 2 1348.184 2694.3534 1.1332 -0.01476 1.1122 117.84 117.84 5.05E-12 96.83 329820

24154 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 3 899.12509 2694.3534 1.1316 -0.10454 1.0201 118.57 118.57 2.92E-12 47.46 623080

24155 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 2 1348.184 2694.3534 1.2042 -0.25857 0.93934 118.38 118.38 5.05E-12 62.97 143260

24156 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 3 899.12509 2694.3534 1.2348 -0.41603 0.81261 118.46 118.46 9.70E-11 36.16 321050

24157 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 3 899.12509 2694.3534 1.1247 0.003534 1.1213 118.94 118.94 1.46E-15 65.59 2792500

24158 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 2 1348.184 2694.3534 1.1735 -0.18241 0.98448 118.89 118.89 1.14E-20 119.64 634560

24159 ISSVNAISALCEATGANVTEVAYAVGK Unmodified _ISSVNAISALCEATGANVTEVAYAVGK_ B6T9P0_MAIZE 3 899.12509 2694.3534 1.1623 0.40333 1.5582 121.73 121.73 4.81E-02 19.13 170070

24160 ISSVVSLFPSAGWWER Unmodified _ISSVVSLFPSAGWWER_ Q5K097_MAIZE 2 910.97014 1819.9257 1.1565 0.66821 1.8241 119.22 119.22 5.51E-02 27.59 981840

24161 ISSVVSLFPSAGWWER Unmodified _ISSVVSLFPSAGWWER_ Q5K097_MAIZE 2 910.97014 1819.9257 1.2894 0.83367 2.1227 119.65 119.65 4.18E-01 16.77 166850

24162 ISSVVSLFPSAGWWER Unmodified _ISSVVSLFPSAGWWER_ Q5K097_MAIZE 2 910.97014 1819.9257 1.2665 1.5343 2.7986 120.45 120.45 4.18E-01 13.98 137000

24163 ISSVVSLFPSAGWWER Unmodified _ISSVVSLFPSAGWWER_ Q5K097_MAIZE 2 910.97014 1819.9257 1.1222 0.25798 1.3802 121.6 121.6 1.02E-04 46.99 584400

24164 ISTMTADDYFEK Oxidation (M) _ISTM(ox)TADDYFEK_ B4FS99_MAIZE 2 718.81613 1435.6177 0.67456 0.37026 1.0402 65.511 65.511 6.74E-02 28.9 419590

24165 ISTMTADDYFEKYPELR Oxidation (M) _ISTM(ox)TADDYFEKYPELR_ B4FS99_MAIZE 3 698.99447 2093.9616 0.57048 -0.18453 0.37465 81.531 81.531 5.98E-03 25.93 3649800

24166 ISTMTADDYFEKYPELR Unmodified _ISTMTADDYFEKYPELR_ B4FS99_MAIZE 3 693.66283 2077.9667 0.61372 0.19569 0.79459 86.042 86.042 5.98E-03 35.5 690440

24167 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 3 889.15683 2664.4487 1.1065 0.65641 1.7625 124.56 124.56 5.76E-05 22.25 4366800

24168 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 2 1333.2316 2664.4487 1.1897 0.17601 1.3659 124.55 124.55 3.50E-07 38.16 1992200

24169 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 2 1333.2316 2664.4487 1.3366 -0.13886 1.1986 124.99 124.99 1.36E-05 40.53 271120

24170 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 3 889.15683 2664.4487 1.0674 0.51118 1.5786 124.98 124.98 5.76E-05 18.29 1273500

24171 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 3 889.15683 2664.4487 1.1573 0.60267 1.7594 125.3 125.3 1.00E+00 3.53 255920

24172 ISTPEAQLGLPELTLGIIPGFGGTQR Unmodified _ISTPEAQLGLPELTLGIIPGFGGTQR_ B6SXV4_MAIZE 3 889.15683 2664.4487 1.107 0.055874 1.1638 128.16 128.16 5.76E-05 25.14 408420

24173 ISTVAPNLVHVDER Unmodified _ISTVAPNLVHVDER_ B4F8V5_MAIZE 2 775.42028 1548.826 0.87374 -0.097771 0.77482 63.603 63.603 3.56E-04 64.31 816070

24174 ISTVAPNLVHVDEREPSTISVEVKPPVK Unmodified _ISTVAPNLVHVDEREPSTISVEVKPPVK_ B4F8V5_MAIZE 4 760.92239 3039.6605 0.86466 -0.098324 0.76453 77.411 77.411 3.13E-01 4.31 902440

24175 ISTYTIGPFQTSK Unmodified _ISTYTIGPFQTSK_ B4FLU9_MAIZE 2 721.87992 1441.7453 0.74644 -0.91305 -0.16239 75.858 75.858 2.65E-01 19.67 1672000

24176 ISTYTIGPFQTSK Unmodified _ISTYTIGPFQTSK_ B4FLU9_MAIZE 2 721.87992 1441.7453 0.70046 -0.22737 0.47677 77.046 77.046 1.00E+00 8.8 26334

24177 ISTYTIGPFQTSK Unmodified _ISTYTIGPFQTSK_ B4FLU9_MAIZE 2 721.87992 1441.7453 0.72746 -0.22118 0.50874 76.447 76.447 3.13E-02 27.17 675960

24178 ISTYTIGPFQTSK Unmodified _ISTYTIGPFQTSK_ B4FLU9_MAIZE 2 721.87992 1441.7453 0.73739 -1.144 -0.40308 77.021 77.021 2.65E-01 42.43 834440

24179 ISTYTIGPFQTSNGEK Unmodified _ISTYTIGPFQTSNGEK_ B6SV64_MAIZE 2 871.93342 1741.8523 1.0499 -0.2762 0.77356 105.28 105.28 4.18E-01 11.18 372810

24180 ISVCSTNNPVDASFFESFEASHSK Unmodified _ISVCSTNNPVDASFFESFEASHSK_ B6T613_MAIZE 3 887.40262 2659.186 1.1368 0.046752 1.1865 97.342 97.342 1.00E-07 65.84 794840

24181 ISVGIEDVEDLIADLDR Unmodified _ISVGIEDVEDLIADLDR_ B4FU01_MAIZE 2 936.48347 1870.9524 1.2017 0.61401 1.8093 128.01 128.01 1.54E-12 76.43 343970

24182 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.10765 0.031231 0.15018 50.562 50.562 3.57E-04 54.37 1793500

24183 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.020696 0.031181 0.06315 50.554 50.554 1.67E-02 56.1 464780

24184 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.10176 0.11738 0.23053 52.79 52.79 4.96E-02 69.25 647230
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24185 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.10545 0.14841 0.26457 52.066 52.066 1.67E-02 39.32 664910

24186 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.075678 -0.94847 -0.86017 52.822 52.822 3.83E-01 16.48 304950

24187 ISVGTSVVNDK Unmodified _ISVGTSVVNDK_ Q7FS90_MAIZE 2 559.80623 1117.5979 0.031984 0.29316 0.33588 53.331 53.331 1.67E-02 52.17 2672700

24188 ISVGVR Unmodified _ISVGVR_ B4G1A6_MAIZE 2 315.70031 629.38606 1.6763 1.0197 2.6959 37.423 37.423 1.00E+00 15.4 890830

24189 ISVGVR Unmodified _ISVGVR_ B4G1A6_MAIZE 2 315.70031 629.38606 1.1799 0.43001 1.6151 37.618 37.618 9.46E-01 26.37 126550

24190 ISVGVR Unmodified _ISVGVR_ B4G1A6_MAIZE 2 315.70031 629.38606 1.3845 0.064166 1.4538 39.145 39.145 5.26E-01 34.27 523490

24191 ISVGVR Unmodified _ISVGVR_ B4G1A6_MAIZE 2 315.70031 629.38606 1.2229 -0.29274 0.93502 37.248 37.248 5.26E-01 31.95 7262900

24192 ISVGVR Unmodified _ISVGVR_ B4G1A6_MAIZE 2 315.70031 629.38606 1.3693 -0.32591 1.0501 40.658 40.658 5.26E-01 32.07 416250

24193 ISVLER Unmodified _ISVLER_ B4FTL0_MAIZE 2 358.7187 715.42284 0.82923 -0.55651 0.24985 45.991 45.991 9.46E-01 9.11 16413

24194 ISVLER Unmodified _ISVLER_ B4FTL0_MAIZE 2 358.7187 715.42284 0.92963 -1.0728 -0.16514 47.214 47.214 5.26E-01 37.13 1350500

24195 ISVQGIDAVLFAPDDTK Unmodified _ISVQGIDAVLFAPDDTK_ B6TRG3_MAIZE 2 894.97254 1787.9305 1.1135 0.3323 1.4517 108.4 108.4 1.24E-09 74.97 349290

24196 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 -0.0011167 0.07506 0.075905 67.301 67.301 2.92E-02 44.18 531740

24197 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 -0.16326 0.85781 0.69496 67.626 67.626 5.06E-02 41.39 234770

24198 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 0.0083573 0.36919 0.37892 68.781 68.781 5.06E-02 40.92 264500

24199 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 0.069749 0.25291 0.32254 68.251 68.251 3.77E-01 27.5 145250

24200 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 -0.052617 0.39778 0.3452 68.487 68.487 2.92E-02 46.45 571690

24201 ISVTDYVR Unmodified _ISVTDYVR_ B4FQJ2_MAIZE 2 476.75855 951.50255 -0.01156 0.341 0.32951 68.83 68.83 1.90E-02 47.72 369810

24202 ISYAAAMSTLQTAMGK Unmodified _ISYAAAMSTLQTAMGK_ B4G195_MAIZE 2 822.41021 1642.8059 1.0606 -2.6356 -1.5914 101.27 101.27 4.21E-20 67.27 489860

24203 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.1969 0.19675 1.3826 121.7 121.7 2.18E-06 27.5 5813500

24204 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 2 1405.7342 2809.4538 1.1533 0.24338 1.3857 121.68 121.68 2.07E-09 73.98 2161100

24205 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.1461 0.29224 1.4273 122.15 122.15 3.15E-13 48.29 1929900

24206 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 2 1405.7342 2809.4538 1.4934 -0.28047 1.2022 122.13 122.13 8.12E-10 65.04 546350

24207 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.1294 0.3085 1.4259 122.43 122.43 1.51E-11 50.16 2789600

24208 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 2 1405.7342 2809.4538 1.0835 -0.051004 1.0214 122.41 122.41 2.07E-09 73.98 715910

24209 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.146 0.30585 1.4403 122.87 122.87 3.05E-05 19.51 688610

24210 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 2 1405.7342 2809.4538 1.2213 0.13606 1.3461 122.84 122.84 1.02E-07 50.23 205300

24211 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.103 0.037343 1.129 122.4 122.4 1.20E-09 39.36 8330400

24212 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 2 1405.7342 2809.4538 1.1058 -0.072643 1.0221 122.4 122.4 8.12E-10 78.65 2990000

24213 ISYIAPAGQYNLQDTVLELEFQGIK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIK_ VATA_MAIZE B6 3 937.49188 2809.4538 1.2306 0.59114 1.8103 123.08 123.08 1.20E-09 28.05 539970

24214 ISYIAPAGQYNLQDTVLELEFQGIKK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIKK_ VATA_MAIZE B6 3 980.1902 2937.5488 1.171 0.13003 1.2876 114.43 114.43 8.38E-02 1.46 343470

24215 ISYIAPAGQYNLQDTVLELEFQGIKK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIKK_ VATA_MAIZE B6 3 980.1902 2937.5488 1.1816 -0.008918 1.1592 114.71 114.71 2.42E-01 2.39 319590

24216 ISYIAPAGQYNLQDTVLELEFQGIKK Unmodified _ISYIAPAGQYNLQDTVLELEFQGIKK_ VATA_MAIZE B6 3 980.1902 2937.5488 1.2813 0.17198 1.4398 116.68 116.68 8.27E-03 11.5 394320

24217 ITAANALR Unmodified _ITAANALR_ B6TPA4_MAIZE 2 415.24815 828.48175 0.27151 0.10061 0.3347 39.687 39.687 5.06E-02 43.9 1057200

24218 ITAANALR Unmodified _ITAANALR_ B6TPA4_MAIZE 2 415.24815 828.48175 0.19947 -0.2352 -0.071356 40.297 40.297 7.88E-01 15.15 11816



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

24219 ITAANALR Unmodified _ITAANALR_ B6TPA4_MAIZE 2 415.24815 828.48175 0.19834 -0.25844 -0.096596 41.12 41.12 3.77E-01 13.67 419240

24220 ITAANALR Unmodified _ITAANALR_ B6TPA4_MAIZE 2 415.24815 828.48175 0.13188 0.32004 0.41274 41.829 41.829 2.92E-02 47.06 650350

24221 ITAANALR Unmodified _ITAANALR_ B6TPA4_MAIZE 2 415.24815 828.48175 0.15461 -0.59591 -0.47819 39.722 39.722 2.92E-02 51.66 7459100

24222 ITAEEKSPER Unmodified _ITAEEKSPER_ B6TAI2_MAIZE 2 580.30131 1158.5881 0.17504 0.36606 0.50585 64.738 64.738 1.25E-02 23.47 957260

24223 ITALCPIALLEK Unmodified _ITALCPIALLEK_ B6SSZ0_MAIZE 2 671.39415 1340.7738 0.56542 0.45104 0.99523 100.77 100.77 4.56E-01 15.2 1081800

24224 ITAPAGTTAAR Unmodified _ITAPAGTTAAR_ B6TL22_MAIZE 2 515.28801 1028.5615 0.0065701 -1.4602 -1.462 38.187 38.187 1.00E+00 15.58 70751

24225 ITAPAGTTAAR Unmodified _ITAPAGTTAAR_ B6TL22_MAIZE 2 515.28801 1028.5615 0.043468 -0.81506 -0.78166 38.116 38.116 1.00E+00 7.73 131920

24226 ITAPAGTTAAR Unmodified _ITAPAGTTAAR_ B6TL22_MAIZE 2 515.28801 1028.5615 -0.076758 -0.20528 -0.29298 39.066 39.066 1.00E+00 12.98 770910

24227 ITAPAGTTAAR Unmodified _ITAPAGTTAAR_ B6TL22_MAIZE 2 515.28801 1028.5615 -0.11136 -0.32378 -0.44488 36.112 36.112 4.43E-05 61.5 2675600

24228 ITAPAGTTAAR Unmodified _ITAPAGTTAAR_ B6TL22_MAIZE 2 515.28801 1028.5615 -0.14442 -0.52915 -0.68424 39.598 39.598 1.67E-02 46.84 1382300

24229 ITAQGLIR Unmodified _ITAQGLIR_ B4FSE0_MAIZE 2 436.27163 870.5287 -0.09624 -0.43979 -0.55087 54.609 54.609 1.65E-01 38.67 338040

24230 ITAQGLIR Unmodified _ITAQGLIR_ B4FSE0_MAIZE 2 436.27163 870.5287 0.0286 -0.13215 -0.12045 56.136 56.136 1.65E-01 35.38 2361400

24231 ITAQGLIR Unmodified _ITAQGLIR_ B4FSE0_MAIZE 2 436.27163 870.5287 -0.10606 0.55208 0.42813 57.901 57.901 1.65E-01 23.79 213800

24232 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.084 0.31193 1.415 125.27 125.27 1.74E-10 56.52 2593200

24233 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 2 1288.1629 2574.3112 1.2031 0.26532 1.4885 125.23 125.23 7.22E-03 34.14 746040

24234 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.0669 0.10831 1.1952 126.27 126.27 4.19E-09 27.25 288890

24235 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.0845 0.029335 1.1331 127.43 127.43 2.09E-09 43.16 367660

24236 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.1056 -0.22238 0.90292 137.68 137.68 3.35E-01 2.22 120860

24237 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.1162 0.043462 1.1792 127.66 127.66 7.59E-08 34.56 351320

24238 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.1118 0.12481 1.256 127.47 127.47 9.95E-10 41.45 940380

24239 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 2 1288.1629 2574.3112 1.2814 -0.11175 1.1895 127.21 127.21 4.48E-09 44.96 194530

24240 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.0671 0.043458 1.1299 128.78 128.78 2.28E-36 64.37 3722100

24241 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 2 1288.1629 2574.3112 1.1692 0.018985 1.2084 128.21 128.21 6.61E-18 68.16 1360700

24242 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.15 0.449 1.6182 134.84 134.84 5.30E-02 32.77 114810

24243 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.1303 0.30566 1.4558 138.12 138.12 9.91E-12 47.28 1462700

24244 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 2 1288.1629 2574.3112 1.2551 0.45949 1.7343 138.11 138.11 6.30E-04 40.73 327990

24245 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.0944 -0.15697 0.95688 126.95 126.95 2.09E-09 48.73 229670

24246 ITDEFTGAGAIGQVCQVIGAVVDVR Unmodified _ITDEFTGAGAIGQVCQVIGAVVDVR_ ATPBM_MAIZE 3 859.111 2574.3112 1.1158 -0.25952 0.87669 128.03 128.03 1.78E-06 30.16 327980

24247 ITDEQANALK Unmodified _ITDEQANALK_ B6TQ47_MAIZE 2 551.79058 1101.5666 0.10045 -0.30468 -0.23099 39.541 39.541 2.81E-03 37.08 717690

24248 ITDEQANALK Unmodified _ITDEQANALK_ B6TQ47_MAIZE 2 551.79058 1101.5666 0.11684 -0.21204 -0.12246 41.571 41.571 3.43E-01 8.82 241260

24249 ITDEQANALK Unmodified _ITDEQANALK_ B6TQ47_MAIZE 2 551.79058 1101.5666 0.0043667 -0.27394 -0.29651 42.397 42.397 1.84E-04 58.61 1971500

24250 ITDFGLSR Unmodified _ITDFGLSR_ B6TXE2_MAIZE 2 454.74544 907.47633 0.045277 -0.31961 -0.27202 61.656 61.656 3.77E-01 13.06 469290

24251 ITDFGLSR Unmodified _ITDFGLSR_ B6TXE2_MAIZE 2 454.74544 907.47633 -0.14511 0.35124 0.20781 61.98 61.98 1.00E+00 4.96 182200

24252 ITDFGLSR Unmodified _ITDFGLSR_ B6TXE2_MAIZE 2 454.74544 907.47633 0.026817 -0.23793 -0.20912 62.923 62.923 1.65E-01 20.67 287000
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24253 ITDFGLSR Unmodified _ITDFGLSR_ B6TXE2_MAIZE 2 454.74544 907.47633 -0.0048675 0.064063 0.061291 63.377 63.377 1.65E-01 17.02 256210

24254 ITDSSDGESSQPQR Unmodified _ITDSSDGESSQPQR_ B6U2B4_MAIZE 2 753.83697 1505.6594 1.0063 -0.075315 0.93037 29.213 29.213 1.49E-02 55.78 18268

24255 ITEIAGVVVTFDPK Unmodified _ITEIAGVVVTFDPK_ B4G1P1_MAIZE 2 744.91905 1487.8235 0.91252 -0.20619 0.71778 96.686 96.686 3.56E-04 24.24 120750

24256 ITEIAGVVVTFDPK Unmodified _ITEIAGVVVTFDPK_ B4G1P1_MAIZE 2 744.91905 1487.8235 0.80634 0.25876 1.0754 98.388 98.388 8.77E-41 72.59 1143200

24257 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.93552 0.1672 1.0691 48.566 48.566 1.00E+00 5.9 2307700

24258 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.74958 0.31431 1.0321 49.324 49.324 1.00E+00 18.14 92140

24259 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.83529 -0.051876 0.74927 48.544 48.544 1.00E+00 9.93 312340

24260 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.98598 -0.3857 0.56763 50.854 50.854 1.00E+00 10.71 577690

24261 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.81415 -0.2492 0.53172 50.931 50.931 9.46E-01 14.27 1106600

24262 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.92003 0.57657 1.463 51.463 51.463 1.00E+00 6 1078200

24263 ITELLK Unmodified _ITELLK_ B4FW07_MAIZE 2 358.73127 715.44799 0.63848 -0.29186 0.31392 52.156 52.156 2.64E-01 31 8152300

24264 ITEMAGIVLSLDPK Oxidation (M) _ITEM(ox)AGIVLSLDPK_ B4FR61_MAIZE 2 751.91037 1501.8062 0.84112 0.25783 1.0888 84.663 84.663 7.64E-09 76.22 385290

24265 ITEMAGIVLSLDPKPIK Oxidation (M) _ITEM(ox)AGIVLSLDPKPIK_ B4FR61_MAIZE 3 614.35327 1840.038 0.27393 6.0982 6.349 82.629 82.629 5.64E-05 36.3 1537500

24266 ITEMAGIVLSLDPKPIK Oxidation (M) _ITEM(ox)AGIVLSLDPKPIK_ B4FR61_MAIZE 3 614.35327 1840.038 0.26829 -0.087087 0.16827 82.457 82.457 5.13E-09 50.75 5601800

24267 ITEMAGIVLSLDPKPIK Unmodified _ITEMAGIVLSLDPKPIK_ B4FR61_MAIZE 3 609.02163 1824.0431 0.2502 0.07366 0.30867 98.629 98.629 1.01E-03 57.54 1086000

24268 ITEQLGSTVITDYDYVFSENGLVAHK Unmodified _ITEQLGSTVITDYDYVFSENGLVAHK_ B4FR89_MAIZE 3 967.15018 2898.4287 1.2425 -0.8427 0.40288 126.61 126.61 2.25E-01 14.91 19689

24269 ITEQLGSTVITDYDYVFSENGLVAHK Unmodified _ITEQLGSTVITDYDYVFSENGLVAHK_ B4FR89_MAIZE 3 967.15018 2898.4287 1.2586 -1.3461 -0.084 114.57 114.57 5.76E-05 27.58 54107

24270 ITFAIDSSSLLDGLER Unmodified _ITFAIDSSSLLDGLER_ B4F891_MAIZE 2 868.95689 1735.8992 1.1343 2.3696 3.4928 113.86 113.86 7.73E-25 81.25 116160

24271 ITFAIDSSSLLDGLER Unmodified _ITFAIDSSSLLDGLER_ B4F891_MAIZE 2 868.95689 1735.8992 1.1462 0.88811 2.0253 114.31 114.31 1.27E-09 79.76 97111

24272 ITFAIDSSSLLDGLER Unmodified _ITFAIDSSSLLDGLER_ B4F891_MAIZE 2 868.95689 1735.8992 1.178 0.73081 1.8999 114.41 114.41 7.01E-14 69.1 77698

24273 ITFHASQTAEEEK Unmodified _ITFHASQTAEEEK_ B6ST28_MAIZE 3 497.57557 1489.7049 -0.21083 -0.24581 -0.47167 42.855 42.855 4.23E-03 36.15 195320

24274 ITFPGEADEAPDTVTGDIVFVLQQK Unmodified _ITFPGEADEAPDTVTGDIVFVLQQK_ O65160_MAIZE 3 897.45684 2689.3487 1.1343 -0.20261 0.94285 124.04 124.04 3.05E-05 15.96 1272000

24275 ITFPGEADEAPDTVTGDIVFVLQQK Unmodified _ITFPGEADEAPDTVTGDIVFVLQQK_ O65160_MAIZE 2 1345.6816 2689.3487 1.2016 0.19377 1.4065 124.02 124.02 6.61E-18 75.55 494720

24276 ITGEGLTSVFQGSQTSLDVIK Unmodified _ITGEGLTSVFQGSQTSLDVIK_ B6TZ40_MAIZE 2 1090.5759 2179.1372 1.2124 0.13708 1.3601 101.56 101.56 8.95E-08 73.95 188130

24277 ITGEGLTSVFQGSQTSLDVIK Unmodified _ITGEGLTSVFQGSQTSLDVIK_ B6TZ40_MAIZE 2 1090.5759 2179.1372 1.2487 -0.18351 1.0759 101.78 101.78 2.97E-04 57.76 225120

24278 ITGELVR Unmodified _ITGELVR_ B6TPE4_MAIZE 2 394.23725 786.45995 0.44174 0.12105 0.55273 42.451 42.451 4.46E-01 21.15 1677900

24279 ITGFDSLFAVEAGQFK Unmodified _ITGFDSLFAVEAGQFK_ B6TBL9_MAIZE 2 865.44342 1728.8723 1.1695 0.51724 1.6929 114.3 114.3 4.21E-20 69 68841

24280 ITGFDSLFAVEAGQFK Unmodified _ITGFDSLFAVEAGQFK_ B6TBL9_MAIZE 2 865.44342 1728.8723 1.1103 0.53795 1.6539 114.12 114.12 1.02E-04 52.95 320970

24281 ITGTGPYGR Unmodified _ITGTGPYGR_ B4FUZ2_MAIZE 2 461.24307 920.47158 -0.038345 -0.039143 -0.070013 37.65 37.65 1.01E-02 36.96 1029800

24282 ITGYADAAQAPELFTTAPALAIPK Unmodified _ITGYADAAQAPELFTTAPALAIPK_ B4FYM0_MAIZE 2 1215.6494 2429.2842 1.2033 0.25696 1.4467 108.04 108.04 7.49E-12 46.45 696850

24283 ITIDPDDPAAVSR Unmodified _ITIDPDDPAAVSR_ B6TCR9_MAIZE 2 685.35153 1368.6885 0.56356 -0.32638 0.23602 67.581 67.581 3.13E-02 38.89 46500

24284 ITIDPDDPAAVSR Unmodified _ITIDPDDPAAVSR_ B6TCR9_MAIZE 2 685.35153 1368.6885 0.64645 0.34266 0.98612 68.602 68.602 6.20E-03 34.07 490650

24285 ITIDPDDPAAVSR Unmodified _ITIDPDDPAAVSR_ B6TCR9_MAIZE 2 685.35153 1368.6885 0.58289 0.099787 0.68117 68.667 68.667 1.00E-11 77.95 2559300

24286 ITIDPDDPAAVSR Unmodified _ITIDPDDPAAVSR_ B6TCR9_MAIZE 2 685.35153 1368.6885 0.40859 -0.45838 -0.050481 67.426 67.426 1.56E-17 80.76 34114000
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24287 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.93585 0.19096 1.1086 47.228 47.228 9.46E-01 24.38 3195300

24288 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.8196 -0.13154 0.67266 47.182 47.182 5.26E-01 28.49 1344700

24289 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.92487 0.026627 0.93427 49.535 49.535 9.46E-01 27.34 2184500

24290 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.87656 -0.015133 0.84473 48.835 48.835 9.46E-01 24.97 1815800

24291 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.79604 -0.012981 0.76752 49.64 49.64 9.46E-01 20.19 1892700

24292 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.88989 0.12089 0.99459 49.092 49.092 2.64E-01 23.32 12421000

24293 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.92006 0.004902 0.9078 50.119 50.119 9.46E-01 22.9 1331700

24294 ITIITR Unmodified _ITIITR_ B6TAK0_MAIZE 2 358.73689 715.45922 0.93603 -1.3714 -0.44878 47.63 47.63 1.00E+00 15.83 860120

24295 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.75014 0.18519 0.92559 35.347 35.347 9.63E-01 11.8 95963

24296 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.81122 -1.4702 -0.66522 34.127 34.127 5.45E-01 16.69 12853000

24297 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 2 536.31148 1070.6084 -0.075998 -0.35399 -0.43929 34.113 34.113 7.18E-01 21.57 2203900

24298 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.8776 -1.7094 -0.83654 36.826 36.826 2.35E-01 13.55 13503000

24299 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.82959 -1.7598 -0.93556 35.983 35.983 5.45E-01 14.04 6148900

24300 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 2 536.31148 1070.6084 0.029686 -0.39324 -0.37201 35.982 35.982 7.18E-01 23.56 792880

24301 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.88434 -2.181 -1.302 36.526 36.526 5.45E-01 16.75 15893000

24302 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 2 536.31148 1070.6084 0.00067291 -0.73973 -0.74678 36.52 36.52 7.18E-01 21.67 2713900

24303 ITIKPQTDR Unmodified _ITIKPQTDR_ B6T440_MAIZE 3 357.87675 1070.6084 0.97326 -1.2016 -0.23568 37.462 37.462 5.45E-01 10.09 956100

24304 ITILGTR Unmodified _ITILGTR_ B4FEN4_MAIZE 2 387.24762 772.48069 0.57032 0.092062 0.65222 55.63 55.63 1.86E-01 23.7 642550

24305 ITILGTR Unmodified _ITILGTR_ B4FEN4_MAIZE 2 387.24762 772.48069 0.31143 0.50916 0.81148 58.521 58.521 4.46E-01 18.8 191360

24306 ITLEQFNDILFQENR Unmodified _ITLEQFNDILFQENR_ B6SH90_MAIZE 2 940.48107 1878.9476 1.1937 -0.037562 1.1444 114.89 114.89 1.26E-03 30.75 67397

24307 ITLEQFNDILFQENR Unmodified _ITLEQFNDILFQENR_ B6SH90_MAIZE 2 940.48107 1878.9476 1.273 0.2346 1.4957 114.83 114.83 2.05E-04 50.15 79676

24308 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.8152 -0.14013 0.66054 72.827 72.827 5.26E-01 24.73 2937400

24309 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.65565 0.21985 0.8594 75.099 75.099 1.00E+00 19.03 44827

24310 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.7038 -0.37612 0.31307 73.729 73.729 5.26E-01 25.31 2821500

24311 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.68664 -0.22615 0.44411 77.637 77.637 1.00E+00 7.79 142790

24312 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.78409 -0.47185 0.29862 74.3 74.3 2.64E-01 19.65 2774800

24313 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.70694 -0.30943 0.3836 73.888 73.888 5.26E-01 24.28 3940100

24314 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.75118 -0.016184 0.72048 73.965 73.965 2.64E-01 25.75 197480

24315 ITLFLK Unmodified _ITLFLK_ B6TB25_MAIZE 2 367.74418 733.47381 0.83683 0.11877 0.93877 73.501 73.501 1.00E+00 19.15 943620

24316 ITLFLKDDQLEYLEER Unmodified _ITLFLKDDQLEYLEER_ B6TB25_MAIZE 3 675.68948 2024.0466 0.63381 0.30426 0.91926 99.009 99.009 3.17E-01 4.36 448150

24317 ITLFLKDDQLEYLEER Unmodified _ITLFLKDDQLEYLEER_ B6TB25_MAIZE 3 675.68948 2024.0466 0.55453 0.29024 0.82549 99.811 99.811 3.17E-01 9 594760

24318 ITLSSK Unmodified _ITLSSK_ B4FDT0_MAIZE 2 324.69997 647.38539 1.551 -0.37377 1.1538 30.87 30.87 1.00E+00 6.85 15098

24319 ITLSSK Unmodified _ITLSSK_ B4FDT0_MAIZE 2 324.69997 647.38539 1.4038 0.15302 1.5335 29.588 29.588 1.00E+00 15.27 79258

24320 ITLSSK Unmodified _ITLSSK_ B4FDT0_MAIZE 2 324.69997 647.38539 1.2174 0.02832 1.2213 32.23 32.23 5.26E-01 31.04 1277400
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24321 ITNIEGIDKPEAAAVAT Unmodified _ITNIEGIDKPEAAAVAT_ B4FI28_MAIZE 2 856.95689 1711.8992 1.0049 0.090923 1.0773 68.962 68.962 1.02E-03 75.89 1267300

24322 ITPADIEAAAGIKPK Unmodified _ITPADIEAAAGIKPK_ B4FUZ2_MAIZE 3 498.95572 1493.8453 -0.010061 -0.60174 -0.63757 85.817 85.817 1.00E+00 1.18 269650

24323 ITPADIEAAAGIKPK Unmodified _ITPADIEAAAGIKPK_ B4FUZ2_MAIZE 3 498.95572 1493.8453 -0.056304 -0.028754 -0.11133 85.74 85.74 4.00E-01 14.6 2357300

24324 ITPAFELPASR Unmodified _ITPAFELPASR_ B6SKT6_MAIZE 2 601.33241 1200.6503 0.17916 0.15688 0.31973 75.675 75.675 3.57E-04 51.75 1228600

24325 ITPENPMAISYAK Oxidation (M) _ITPENPM(ox)AISYAK_ B4FK63_MAIZE 2 725.86596 1449.7174 0.70312 0.011734 0.69033 56.571 56.571 2.61E-08 45.5 1103300

24326 ITPHLR Unmodified _ITPHLR_ B6T3D4_MAIZE 2 368.72686 735.43916 0.79336 0.024819 0.80506 32.199 32.199 5.26E-01 24.25 70666

24327 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.81129 -0.055191 0.75863 86.416 86.416 1.00E-11 82.09 2477500

24328 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.82327 0.79744 1.6226 87.004 87.004 2.61E-08 55.33 2019000

24329 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.80256 0.058867 0.86395 87.336 87.336 4.68E-05 62.08 3683200

24330 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.77519 -0.18219 0.59659 87.013 87.013 4.93E-21 66.16 7463900

24331 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.6991 -0.27127 0.431 86.648 86.648 1.56E-17 74.47 24406000

24332 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.81438 -0.3156 0.50241 87.237 87.237 4.68E-05 67.05 903230

24333 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.82538 -0.17196 0.65665 86.825 86.825 2.61E-08 55.26 538740

24334 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.79508 1.7221 2.5183 86.681 86.681 2.50E-15 76.03 1002500

24335 ITPSWVAFTDSER Unmodified _ITPSWVAFTDSER_ B4FW90_MAIZE 2 754.87263 1507.7307 0.83847 -0.10585 0.73611 88.218 88.218 1.15E-02 54.06 116950

24336 ITPTDVDGFADALQK Unmodified _ITPTDVDGFADALQK_ B4FTG2_MAIZE 2 795.90413 1589.7937 0.93588 -0.19443 0.74945 89.565 89.565 1.60E-05 51.35 772600

24337 ITQAILEHALK Unmodified _ITQAILEHALK_ B6T8B9_MAIZE 3 412.9152 1235.7238 0.12202 0.74357 0.83906 66.087 66.087 1.40E-01 21.05 48863

24338 ITQAILEHALK Unmodified _ITQAILEHALK_ B6T8B9_MAIZE 2 618.86916 1235.7238 0.3411 0.061382 0.37626 66.084 66.084 1.47E-01 26.65 22451

24339 ITQAILEHALK Unmodified _ITQAILEHALK_ B6T8B9_MAIZE 2 618.86916 1235.7238 0.29893 -0.23464 0.038124 66.272 66.272 4.43E-05 46.78 247870

24340 ITQGSLLLFNK Unmodified _ITQGSLLLFNK_ B6TEL7_MAIZE 2 617.36371 1232.7129 0.29661 0.25934 0.5437 81.516 81.516 3.60E-06 67.83 861280

24341 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.83451 -0.50523 0.33768 65.794 65.794 2.62E-07 75.8 1193800

24342 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.71489 -0.31799 0.40539 66.804 66.804 7.61E-14 91.39 206330

24343 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.84408 -0.60951 0.24341 67.275 67.275 1.68E-09 72.97 308440

24344 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.83676 -0.49941 0.34626 66.768 66.768 2.05E-12 75.92 347270

24345 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.86156 -0.57007 0.30099 67.017 67.017 1.68E-09 71.1 328690

24346 ITQLTDNVYVCR Unmodified _ITQLTDNVYVCR_ B4FNK1_MAIZE 2 741.37448 1480.7344 0.69905 -0.67602 0.032347 66.241 66.241 7.61E-14 78.72 6589300

24347 ITSADVEAAAGIQPK Unmodified _ITSADVEAAAGIQPK_ B6TEB5_MAIZE 2 735.89356 1469.7726 0.82651 -3.2603 -2.4446 74.148 74.148 1.02E-23 86.26 615460

24348 ITSEAGTLSFEGLNNIR Unmodified _ITSEAGTLSFEGLNNIR_ B6U266_MAIZE 2 911.4707 1820.9268 1.1624 0.17012 1.3193 88.828 88.828 2.72E-05 64.89 206470

24349 ITSEGSTIYPPYSLK Unmodified _ITSEGSTIYPPYSLK_ B4FN21_MAIZE 2 828.42998 1654.8454 0.96724 0.17242 1.1268 74.057 74.057 1.60E-05 55.41 1237100

24350 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 4 373.7187 1490.8457 0.74884 0.34358 1.0754 44.748 44.748 9.36E-01 4.88 2268600

24351 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 3 497.95584 1490.8457 -0.0090214 -0.046129 -0.070001 44.75 44.75 4.23E-03 23.64 1084200

24352 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 3 497.95584 1490.8457 -0.14155 -0.095771 -0.25176 45.073 45.073 5.88E-01 10.96 287310

24353 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 4 373.7187 1490.8457 0.72786 0.12205 0.83511 47.317 47.317 9.36E-01 4.67 894010

24354 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 4 373.7187 1490.8457 0.68538 0.36594 1.0364 46.61 46.61 9.36E-01 9.53 897360
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24355 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 4 373.7187 1490.8457 0.69989 -0.078609 0.6056 46.774 46.774 5.88E-01 6.66 2973500

24356 ITSHPLQELKPTK Unmodified _ITSHPLQELKPTK_ B6TBW4_MAIZE 3 497.95584 1490.8457 -0.042454 0.041457 -0.016916 46.773 46.773 6.66E-04 30.43 1009600

24357 ITTEGSTIYPPYSLK Unmodified _ITTEGSTIYPPYSLK_ B4FCX3_MAIZE 2 835.4378 1668.8611 0.99858 0.056404 1.0447 75.712 75.712 7.01E-11 66.99 489680

24358 ITTGTSLVSGK Unmodified _ITTGTSLVSGK_ B6TI68_MAIZE 2 532.30332 1062.5921 -0.076939 0.036683 -0.027531 47.257 47.257 3.83E-01 25.45 64010

24359 ITVAGDVPR Unmodified _ITVAGDVPR_ B4FR59_MAIZE 2 464.26654 926.51853 -0.062134 0.61299 0.55719 51.707 51.707 3.21E-03 54.68 1809400

24360 ITVEEALEHPYLER Unmodified _ITVEEALEHPYLER_ B4FG60_MAIZE 3 566.96143 1697.8625 0.06555 0.31177 0.35292 86.397 86.397 1.83E-01 23.11 1084600

24361 ITVGQGPEEK Unmodified _ITVGQGPEEK_ Q8W525_MAIZE 2 529.27985 1056.5451 -0.029686 -0.13117 -0.1657 39.59 39.59 2.81E-03 53.47 890960

24362 ITVPVHELVYGALAAADLQK Unmodified _ITVPVHELVYGALAAADLQK_ B4FLU9_MAIZE 3 703.39652 2107.1677 0.70371 -0.10603 0.58916 111.29 111.29 1.00E+00 7.44 776360

24363 ITVPVHELVYGALAAADLQK Unmodified _ITVPVHELVYGALAAADLQK_ B4FLU9_MAIZE 3 703.39652 2107.1677 0.6663 -0.068912 0.59001 112.12 112.12 6.91E-01 18.47 591240

24364 ITVPVHELVYGALAAADLQK Unmodified _ITVPVHELVYGALAAADLQK_ B4FLU9_MAIZE 4 527.79921 2107.1677 -0.077083 -0.33372 -0.41891 112.16 112.16 1.00E+00 0.75 169860

24365 ITVPVHELVYGALAAADLQK Unmodified _ITVPVHELVYGALAAADLQK_ B4FLU9_MAIZE 3 703.39652 2107.1677 0.68433 0.02244 0.69824 112.44 112.44 6.91E-01 20.38 627670

24366 ITVPVHELVYGALAAADLQK Unmodified _ITVPVHELVYGALAAADLQK_ B4FLU9_MAIZE 3 703.39652 2107.1677 0.76701 -0.59774 0.1621 113.41 113.41 7.89E-02 14.59 163350

24367 ITYTFHDDSKR Unmodified _ITYTFHDDSKR_ B4FDT6_MAIZE 4 346.42293 1381.6626 1.1252 0.16553 1.29 43.841 43.841 1.00E+00 13.98 589950

24368 ITYTFHDDSKR Unmodified _ITYTFHDDSKR_ B4FDT6_MAIZE 4 346.42293 1381.6626 1.1197 -0.28279 0.83704 41.219 41.219 5.15E-02 20.76 1985700

24369 ITYTFHDDSKR Unmodified _ITYTFHDDSKR_ B4FDT6_MAIZE 3 461.56149 1381.6626 -0.015175 -0.096058 -0.11135 41.219 41.219 4.33E-07 29.76 1052700

24370 IVAALETLEGAFEDCSGGR Unmodified _IVAALETLEGAFEDCSGGR_ Q9FQA1_MAIZE 2 997.97803 1993.9415 1.2375 0.008947 1.2446 114.23 114.23 4.44E-10 63.51 202020

24371 IVAFEVKPYSVK Unmodified _IVAFEVKPYSVK_ B4F8Y4_MAIZE 3 460.60262 1378.786 0.01732 -0.34557 -0.33811 67.598 67.598 2.11E-01 17.09 633880

24372 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.36005 -0.000582 0.33987 55.192 55.192 7.83E-01 3.51 1495600

24373 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.29024 -0.07727 0.19479 56.778 56.778 1.00E+00 9.32 10244

24374 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.34208 -0.25484 0.066612 57.507 57.507 1.86E-01 16.81 693700

24375 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.3044 -0.42527 -0.13997 56.762 56.762 7.83E-01 13.17 954480

24376 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.3511 -0.27434 0.057589 57.143 57.143 1.00E+00 10.43 673900

24377 IVAFINK Unmodified _IVAFINK_ B6TMI7_MAIZE 2 402.75254 803.49052 0.30993 -1.2904 -0.99705 57.942 57.942 1.86E-01 22.74 16751000

24378 IVAISLDDPK Unmodified _IVAISLDDPK_ B4FRR1_MAIZE 2 535.80824 1069.6019 -0.059122 0.17786 0.1063 66.185 66.185 4.40E-05 43.5 1854000

24379 IVANVVGDPTMFGEWK Unmodified _IVANVVGDPTMFGEWK_ B6T9J4_MAIZE 2 881.94527 1761.876 1.1158 2.0462 3.1675 98.695 98.695 4.21E-20 63.01 481880

24380 IVANVVGDPTMFGEWK Unmodified _IVANVVGDPTMFGEWK_ B6T9J4_MAIZE 2 881.94527 1761.876 1.202 1.2615 2.4706 99.055 99.055 1.48E-07 37.38 354960

24381 IVANVVGDPTMFGEWK Oxidation (M) _IVANVVGDPTM(ox)FGEWK_ B6T9J4_MAIZE 2 889.94273 1777.8709 1.1173 0.001615 1.129 90.877 90.877 1.42E-33 89.77 840860

24382 IVANVVGDPTMFGEWK Oxidation (M) _IVANVVGDPTM(ox)FGEWK_ B6T9J4_MAIZE 2 889.94273 1777.8709 1.1259 -0.13087 1.0053 90.551 90.551 3.76E-20 78.33 540070

24383 IVAPDLYMAFGVSGAIQHLAGMR 2 Oxidation (M) _IVAPDLYM(ox)AFGVSGAIQHLAGM(ox)R_ B4F8E3_MAIZE 3 817.08373 2448.2294 1.0213 -0.02496 0.99523 113.92 113.92 1.96E-03 14.24 401190

24384 IVAQIRPDR Unmodified _IVAQIRPDR_ Q6S4Y1_MAIZE 3 356.54885 1066.6247 0.88509 0.11937 0.98796 40.354 40.354 2.35E-01 13.11 556810

24385 IVASNTGSGVYK Unmodified _IVASNTGSGVYK_ O23887_MAIZE 2 598.3195 1194.6245 0.26089 0.12594 0.38551 39.234 39.234 2.62E-07 57.64 1330400

24386 IVASNTGSGVYK Unmodified _IVASNTGSGVYK_ O23887_MAIZE 2 598.3195 1194.6245 0.22723 0.2205 0.4452 38.555 38.555 1.60E-02 45.53 546150

24387 IVASNTGSGVYK Unmodified _IVASNTGSGVYK_ O23887_MAIZE 2 598.3195 1194.6245 0.2776 0.20245 0.47794 41.332 41.332 2.62E-07 61.55 512560

24388 IVASNTGSGVYK Unmodified _IVASNTGSGVYK_ O23887_MAIZE 2 598.3195 1194.6245 0.21561 -0.43748 -0.22212 42.147 42.147 1.60E-02 34.81 213690
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24389 IVASPQALR Unmodified _IVASPQALR_ Q9XE93_MAIZE 2 477.79018 953.56581 -0.0019733 -0.029901 -0.051491 47.393 47.393 7.18E-01 4.21 727490

24390 IVASPQALR Unmodified _IVASPQALR_ Q9XE93_MAIZE 2 477.79018 953.56581 -0.16999 0.16619 -0.024899 47.321 47.321 3.32E-02 20.07 450360

24391 IVASPQALR Unmodified _IVASPQALR_ Q9XE93_MAIZE 2 477.79018 953.56581 -0.03424 0.093735 0.038682 49.699 49.699 3.32E-02 26.42 760960

24392 IVASPQALR Unmodified _IVASPQALR_ Q9XE93_MAIZE 2 477.79018 953.56581 -0.0226 -0.00749 -0.051042 48.932 48.932 1.12E-01 29.95 576930

24393 IVASPQALR Unmodified _IVASPQALR_ Q9XE93_MAIZE 2 477.79018 953.56581 -0.13295 0.22744 0.073447 49.772 49.772 3.32E-02 15.75 2334800

24394 IVAVDR Unmodified _IVAVDR_ B6SRM6_MAIZE 2 336.70559 671.39662 1.361 -0.31583 1.0406 31.738 31.738 2.64E-01 29.76 71445

24395 IVAVDR Unmodified _IVAVDR_ B6SRM6_MAIZE 2 336.70559 671.39662 1.2242 -0.28656 0.93434 30.977 30.977 5.26E-01 31.78 274980

24396 IVAVDR Unmodified _IVAVDR_ B6SRM6_MAIZE 2 336.70559 671.39662 1.2591 0.45003 1.7037 50.861 50.861 1.00E+00 9.21 873010

24397 IVAVGTDAK Unmodified _IVAVGTDAK_ Q8W523_MAIZE 2 437.25564 872.49673 -0.040544 0.2698 0.23151 33.642 33.642 3.32E-02 23.2 132500

24398 IVAVGTDAK Unmodified _IVAVGTDAK_ Q8W523_MAIZE 2 437.25564 872.49673 0.08886 -0.079629 0.010545 36.471 36.471 3.32E-02 26.42 1045200

24399 IVAVGTDAK Unmodified _IVAVGTDAK_ Q8W523_MAIZE 2 437.25564 872.49673 0.1883 0.033758 0.22396 35.583 35.583 1.12E-01 16.26 121490

24400 IVCENTLDAR Unmodified _IVCENTLDAR_ B4FB71_MAIZE 2 595.79533 1189.5761 0.15297 -0.22532 -0.077649 46.315 46.315 2.81E-03 33.15 54028

24401 IVCENTLDAR Unmodified _IVCENTLDAR_ B4FB71_MAIZE 2 595.79533 1189.5761 0.13477 3.142 3.2654 46.366 46.366 2.81E-03 48.47 4080600

24402 IVCQQVNVSSLEDVIK Unmodified _IVCQQVNVSSLEDVIK_ EIF3A_MAIZE 2 915.98512 1829.9557 1.1576 0.1128 1.2749 90.898 90.898 5.87E-44 72.38 495730

24403 IVCQQVNVSSLEDVIK Unmodified _IVCQQVNVSSLEDVIK_ EIF3A_MAIZE 2 915.98512 1829.9557 1.2001 0.26291 1.4681 93.88 93.88 1.00E+00 17.75 15304

24404 IVCTIGPSTNTR Unmodified _IVCTIGPSTNTR_ B4FYH2_MAIZE 2 659.84282 1317.6711 0.49504 1.1023 1.6072 47.227 47.227 2.00E-01 16.22 1437800

24405 IVCTIGPSTNTR Unmodified _IVCTIGPSTNTR_ B4FYH2_MAIZE 2 659.84282 1317.6711 0.4456 0.72758 1.1843 47.035 47.035 2.00E-01 21.48 476540

24406 IVCTIGPSTNTR Unmodified _IVCTIGPSTNTR_ B4FYH2_MAIZE 2 659.84282 1317.6711 0.50452 0.28754 0.80338 49.432 49.432 2.00E-01 21.56 1085300

24407 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.01805 0.31645 0.33842 48.956 48.956 1.25E-02 33.92 1750500

24408 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 -0.056491 0.44496 0.39374 48.835 48.835 4.40E-02 22.24 346890

24409 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.034518 -0.16498 -0.12519 49.368 49.368 2.81E-03 23.85 656960

24410 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.059507 -0.099718 -0.035007 51.143 51.143 1.45E-01 33.52 411020

24411 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.067756 -0.34572 -0.2709 48.601 48.601 1.25E-02 23.35 314130

24412 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.049996 -0.076272 -0.020087 49.203 49.203 4.40E-02 14.38 734340

24413 IVCTLGPASR Unmodified _IVCTLGPASR_ B6T574_MAIZE 2 537.29223 1072.5699 0.046626 -0.41937 -0.36688 51.025 51.025 1.45E-01 15.69 1095700

24414 IVDAYIPK Unmodified _IVDAYIPK_ B4FE67_MAIZE 2 459.76839 917.52222 -0.078315 0.1484 0.051309 59.841 59.841 1.65E-01 19.05 860430

24415 IVDCGELPEGADDGVVNFFK Unmodified _IVDCGELPEGADDGVVNFFK_ B6TK89_MAIZE 2 1091.0121 2180.0096 1.2433 0.1533 1.4112 104.42 104.42 4.56E-22 103.74 500020

24416 IVDESHDQDTTDLHK Unmodified _IVDESHDQDTTDLHK_ B6SN96_MAIZE 4 438.95633 1751.7962 0.14638 -0.16967 -0.017229 36.289 36.289 8.47E-02 17.96 717940

24417 IVDFDDHLDDISK Unmodified _IVDFDDHLDDISK_ B6T5Q6_MAIZE 3 511.24734 1530.7202 -0.10977 0.49154 0.38743 75.142 75.142 5.67E-13 39.69 6702200

24418 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.79534 0.28935 1.0798 61.532 61.532 2.64E-01 33.44 5192100

24419 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.69313 0.2524 0.94005 62.287 62.287 2.64E-01 22.84 562660

24420 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.826 0.18939 1.0096 63.633 63.633 2.64E-01 29.99 734730

24421 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.7602 0.030046 0.78556 63.029 63.029 2.64E-01 22.07 842220

24422 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.72902 0.10788 0.83236 63.448 63.448 1.00E+00 9.16 692470
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24423 IVDFIK Unmodified _IVDFIK_ B4FMI5_MAIZE 2 367.72599 733.43743 0.7875 -0.013489 0.76926 62.193 62.193 2.64E-01 34.55 3182900

24424 IVDGIVAR Unmodified _IVDGIVAR_ B4FAW1_MAIZE 2 421.75835 841.50215 0.035793 0.32269 0.35659 47.924 47.924 3.77E-01 10.27 310650

24425 IVDGIVAR Unmodified _IVDGIVAR_ B4FAW1_MAIZE 2 421.75835 841.50215 0.18869 -0.24118 -0.054591 50.334 50.334 1.65E-01 27.01 362700

24426 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 3 389.20486 1164.5928 0.55267 -0.021075 0.51865 63.515 63.515 2.88E-01 18.27 1026900

24427 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 3 389.20486 1164.5928 0.51988 -0.042568 0.46298 65.321 65.321 1.05E-01 23.25 596010

24428 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 3 389.20486 1164.5928 0.47888 0.070184 0.53525 64.745 64.745 6.19E-01 21.27 522300

24429 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 3 389.20486 1164.5928 1.1412 65.072 65.072 2.47E-02 33.89

24430 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 3 389.20486 1164.5928 0.45398 -0.31964 0.12109 65.344 65.344 1.06E-02 26.16 11666000

24431 IVDISHYYR Unmodified _IVDISHYYR_ B4F9P6_MAIZE 2 583.30366 1164.5928 0.097428 0.10196 0.18548 65.335 65.335 3.13E-03 48.81 1898000

24432 IVDLDLPNTTESYR Unmodified _IVDLDLPNTTESYR_ B4FNB4_MAIZE 2 818.41486 1634.8152 1.114 -0.14743 0.95959 79.985 79.985 7.64E-09 62.32 298420

24433 IVDNIQDR Unmodified _IVDNIQDR_ B6SVM3_MAIZE 2 486.75908 971.50361 -0.056799 -0.49503 -0.56043 39.574 39.574 1.65E-01 15.29 652850

24434 IVDNIQDR Unmodified _IVDNIQDR_ B6SVM3_MAIZE 2 486.75908 971.50361 -0.098776 -0.052207 -0.1588 41.606 41.606 7.88E-01 5.24 496810

24435 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.1401 -0.61499 -0.47035 55.077 55.077 7.61E-14 83.89 7770600

24436 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.16927 -0.033752 0.13894 54.95 54.95 7.61E-14 87.62 3363200

24437 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.18595 -0.085052 0.10386 56.958 56.958 2.05E-12 78.82 4005700

24438 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.20635 0.040307 0.24935 56.231 56.231 1.11E-04 61.34 2314700

24439 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.08931 -0.066309 0.026145 56.895 56.895 9.64E-17 79.92 8699300

24440 IVDPDTGAALGR Unmodified _IVDPDTGAALGR_ B4FQP4_MAIZE 2 592.81713 1183.6197 0.19824 -1.4902 -1.2867 57.039 57.039 1.11E-04 56.97 2018200

24441 IVDPDTSASLGR Unmodified _IVDPDTSASLGR_ B6T4K1_MAIZE 2 615.81987 1229.6252 0.31429 -0.21776 0.099515 54.45 54.45 2.00E-01 13.55 468400

24442 IVDQCSNGGLDLDYETVFK Unmodified _IVDQCSNGGLDLDYETVFK_ B6SH12_MAIZE 2 1087.0095 2172.0045 1.1709 -0.037696 1.1433 99.61 99.61 1.06E-14 101.26 233900

24443 IVDQCSNGGLDLDYETVFK Unmodified _IVDQCSNGGLDLDYETVFK_ B6SH12_MAIZE 2 1087.0095 2172.0045 1.1714 0.078695 1.2604 98.594 98.594 5.63E-03 53.38 138190

24444 IVDQCSNGGLDLDYETVFKK Unmodified _IVDQCSNGGLDLDYETVFKK_ B6SH12_MAIZE 3 767.7071 2300.0995 0.897 -0.52712 0.37643 89.414 89.414 4.20E-02 13.38 47858

24445 IVDSIQDR Unmodified _IVDSIQDR_ B6SXT5_MAIZE 2 473.25363 944.49271 -0.1527 -0.78435 -0.9405 41.258 41.258 3.77E-01 10.12 2645700

24446 IVDTLEGVNPASLANK Unmodified _IVDTLEGVNPASLANK_ B4FQ54_MAIZE 2 820.94633 1639.8781 1.0241 -0.11843 0.89447 80.157 80.157 5.87E-44 111.47 905350

24447 IVDWLASNFK Unmodified _IVDWLASNFK_ B6UFB3_MAIZE 2 596.82168 1191.6288 0.23369 0.51614 0.73951 92.04 92.04 1.45E-01 16.09 106060

24448 IVDWLASNFK Unmodified _IVDWLASNFK_ B6UFB3_MAIZE 2 596.82168 1191.6288 0.23185 0.62481 0.847 91.946 91.946 4.40E-05 39.56 3015500

24449 IVEALENR Unmodified _IVEALENR_ B6TCM6_MAIZE 2 472.264 942.51345 -0.026618 0.57266 0.50973 47.88 47.88 3.48E-02 55.55 315910

24450 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 -0.13646 -0.1086 -0.25298 26.694 26.694 1.12E-01 21.71 11817

24451 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 -0.35079 27.254 27.254 4.81E-01 26.16

24452 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 -0.0097036 -0.067303 -0.085184 30.681 30.681 9.73E-03 55.07 75491

24453 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 0.05701 -0.13324 -0.083715 29.86 29.86 1.01E-02 39.88 76741

24454 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 -0.0077218 -0.16265 -0.17777 30.815 30.815 9.73E-03 46.39 224810

24455 IVEGEQPGR Unmodified _IVEGEQPGR_ B6TJ78_MAIZE 2 492.75908 983.50361 0.033568 0.033749 0.058003 28.976 28.976 3.39E-01 11.77 23002

24456 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.10841 -0.047921 -0.17087 41.839 41.839 8.81E-01 6.11 17625000
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24457 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 2 711.39661 1420.7787 0.6819 0.099886 0.76617 41.84 41.84 2.65E-01 22.18 2336700

24458 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.16844 0.013799 -0.16797 42.816 42.816 1.02E-01 17.74 97651

24459 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.17201 -0.13196 -0.31874 41.399 41.399 8.81E-01 19.6 4951400

24460 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 2 711.39661 1420.7787 0.72195 -0.14815 0.55898 41.394 41.394 5.66E-01 14.42 519860

24461 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 2 711.39661 1420.7787 0.69701 -0.12626 0.5561 44.093 44.093 1.00E+00 12.64 543230

24462 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.073671 -0.21916 -0.30847 44.095 44.095 3.64E-02 19.11 5516600

24463 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.10638 -0.1552 -0.2761 44.198 44.198 5.38E-01 19.27 2403300

24464 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.13981 -0.12938 -0.28434 43.885 43.885 2.66E-01 17.27 15379000

24465 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 2 711.39661 1420.7787 0.68352 -0.027327 0.64106 43.882 43.882 9.49E-01 15.74 2050400

24466 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.075377 -0.25669 -0.34638 42.075 42.075 8.81E-01 21.07 1329100

24467 IVEGEQPGRPAIR Unmodified _IVEGEQPGRPAIR_ B6TJ78_MAIZE 3 474.60016 1420.7787 -0.17323 1.2183 1.0276 45.693 45.693 8.81E-01 13.95 193340

24468 IVEGMDMPQR 2 Oxidation (M) _IVEGM(ox)DM(ox)PQR_ B6SKY4_MAIZE 2 604.27592 1206.5373 0.32308 -0.38386 -0.062035 32.75 32.75 2.30E-02 25.55 26603

24469 IVEGNPCLEYIK Unmodified _IVEGNPCLEYIK_ B4FKK9_MAIZE 2 717.8685 1433.7224 0.71031 -0.055618 0.64079 68.792 68.792 7.61E-14 58.76 2678000

24470 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 2 611.86134 1221.7081 0.2952 0.1779 0.46641 54.318 54.318 4.43E-05 33.26 2514600

24471 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 3 408.24332 1221.7081 5.8582 54.255 54.255 5.96E-01 12.62

24472 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 2 611.86134 1221.7081 0.24984 0.13652 0.38015 55.028 55.028 5.66E-08 39.54 793350

24473 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 2 611.86134 1221.7081 0.30313 -0.18732 0.10968 56.699 56.699 4.48E-03 34.29 1250000

24474 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 3 408.24332 1221.7081 0.29605 -0.004794 0.28558 56.676 56.676 1.40E-01 18.22 933130

24475 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 2 611.86134 1221.7081 0.32403 -0.090319 0.2283 55.985 55.985 4.43E-05 40.11 808460

24476 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 3 408.24332 1221.7081 0.25771 0.078298 0.32899 55.988 55.988 1.73E-05 29.71 750520

24477 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 2 611.86134 1221.7081 0.27675 -0.049785 0.22066 56.335 56.335 3.57E-04 32.7 3320800

24478 IVEGVLSHQLK Unmodified _IVEGVLSHQLK_ B6TBW4_MAIZE 3 408.24332 1221.7081 0.29144 0.26862 0.55227 56.327 56.327 3.45E-01 10.88 3102900

24479 IVEIQGDTEK Unmodified _IVEIQGDTEK_ B6T6U2_MAIZE 2 566.29824 1130.5819 0.12002 0.026406 0.13691 44.289 44.289 1.84E-04 46.2 3335500

24480 IVELGGR Unmodified _IVELGGR_ B6T8I4_MAIZE 2 372.22415 742.43374 0.67946 0.60324 1.2707 43.935 43.935 4.46E-01 14.81 7922700

24481 IVENVPPVALNDDR Unmodified _IVENVPPVALNDDR_ B6T5L0_MAIZE 2 775.91229 1549.81 0.95391 0.20324 1.1517 68.416 68.416 1.49E-02 30.22 361970

24482 IVESIGR Unmodified _IVESIGR_ B4F8D4_MAIZE 2 387.22943 772.4443 0.46562 1.1515 1.5955 41.643 41.643 1.86E-01 49.16 2555200

24483 IVETSDEWIAAR Unmodified _IVETSDEWIAAR_ B6SM26_MAIZE 2 695.35407 1388.6936 0.64248 -0.091939 0.5354 69.855 69.855 1.60E-02 37.15 968100

24484 IVEVAPIR Unmodified _IVEVAPIR_ B4FPX5_MAIZE 2 448.78183 895.5491 -0.044744 0.2623 0.20148 53.984 53.984 2.92E-02 44.44 6406600

24485 IVFANGSQDPWR Unmodified _IVFANGSQDPWR_ B6THH6_MAIZE 2 695.34913 1388.6837 0.68493 0.039315 0.72508 75.637 75.637 1.60E-02 25.95 449810

24486 IVFCSPGK Unmodified _IVFCSPGK_ B4FBC9_MAIZE 2 454.23894 906.46332 -0.056605 0.21509 0.17376 50.734 50.734 3.77E-01 15.26 3676100

24487 IVFCSPGK Unmodified _IVFCSPGK_ B4FBC9_MAIZE 2 454.23894 906.46332 0.015534 0.90164 0.92966 49.559 49.559 7.88E-01 17.03 384090

24488 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.15961 -0.19314 -0.040056 68.71 68.71 1.84E-04 52.25 1652600

24489 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.010859 0.29105 0.2955 69.914 69.914 3.43E-01 23.98 262840

24490 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.036452 -0.50554 -0.47457 69.119 69.119 1.62E-03 53.01 590320
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24491 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.16194 -0.028548 0.1272 69.588 69.588 1.84E-04 48.28 1017500

24492 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.075952 0.075188 0.14502 70.155 70.155 1.84E-04 52.06 3768600

24493 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 -0.0052707 0.077857 0.067116 69.232 69.232 1.84E-04 52.75 22823000

24494 IVFESTLDAR Unmodified _IVFESTLDAR_ B4FVD5_MAIZE 2 575.80877 1149.603 0.10985 0.064992 0.16846 71.025 71.025 7.11E-01 9.28 485910

24495 IVGANPDEVK Unmodified _IVGANPDEVK_ B6STD1_MAIZE 2 521.28239 1040.5502 -0.1074 0.052575 -0.062985 43.975 43.975 1.45E-01 29.68 382310

24496 IVGANPDEVKK Unmodified _IVGANPDEVKK_ B6STD1_MAIZE 3 390.55567 1168.6452 0.2158 0.26392 0.46427 37.58 37.58 1.40E-01 27.41 1335600

24497 IVGANPDEVKK Unmodified _IVGANPDEVKK_ B6STD1_MAIZE 2 585.32987 1168.6452 0.13809 0.17579 0.29989 37.586 37.586 4.43E-05 37.77 189350

24498 IVGCPGGEGEDEHDVVWFWLK Unmodified _IVGCPGGEGEDEHDVVWFWLK_ B4FIN0_MAIZE 3 810.3792 2428.1158 0.9475 0.28226 1.2441 120.85 120.85 1.88E-26 57.57 425090

24499 IVGCPGGEGEDEHDVVWFWLK Unmodified _IVGCPGGEGEDEHDVVWFWLK_ B4FIN0_MAIZE 3 810.3792 2428.1158 0.98519 -0.27002 0.73021 122.25 122.25 2.80E-04 24.34 135610

24500 IVGEGLVIDEWK Unmodified _IVGEGLVIDEWK_ B4FUC2_MAIZE 2 679.37174 1356.7289 0.53932 0.19907 0.73356 91.491 91.491 7.61E-14 86.24 817230

24501 IVGIAHVEDLESIK Unmodified _IVGIAHVEDLESIK_ B6TDT6_MAIZE 3 508.28736 1521.8403 -0.12827 -0.15443 -0.29385 81.212 81.212 1.83E-01 10.96 38704

24502 IVGSLSGTLGYVMSELEDGKK Oxidation (M) _IVGSLSGTLGYVM(ox)SELEDGKK_ B4G038_MAIZE 3 733.71196 2198.1141 0.78681 -0.20652 0.57781 103.69 103.69 3.16E-03 18.76 316170

24503 IVGTLGPK Unmodified _IVGTLGPK_ B4F9G8_MAIZE 2 392.75 783.48544 0.45859 -0.52219 -0.058094 40.916 40.916 1.00E+00 9.25 6523500

24504 IVGTLGPK Unmodified _IVGTLGPK_ B4F9G8_MAIZE 2 392.75 783.48544 0.33191 -0.050622 0.28488 40.511 40.511 5.06E-02 23.88 1208400

24505 IVGTLGPK Unmodified _IVGTLGPK_ B4F9G8_MAIZE 2 392.75 783.48544 0.4753 -0.11195 0.36658 43.091 43.091 3.77E-01 19.63 770180

24506 IVGVFYK Unmodified _IVGVFYK_ B6TRR5_MAIZE 2 413.24709 824.47963 0.24688 0.48546 0.73569 61.976 61.976 1.00E+00 2.39 1449600

24507 IVGVFYK Unmodified _IVGVFYK_ B6TRR5_MAIZE 2 413.24709 824.47963 0.23271 0.30326 0.53849 62.37 62.37 1.86E-01 24.22 5904300

24508 IVGYGNAADLALTGR Unmodified _IVGYGNAADLALTGR_ B4FD65_MAIZE 2 745.90172 1489.7889 0.87288 0.086695 0.95065 78.116 78.116 2.05E-04 79.78 868320

24509 IVHVDIDPAEIGK Unmodified _IVHVDIDPAEIGK_ ILVB1_MAIZE 3 469.26104 1404.7613 0.0087036 -0.10546 -0.099486 73.523 73.523 8.81E-01 12.98 224390

24510 IVHVDIDPAEIGK Unmodified _IVHVDIDPAEIGK_ ILVB1_MAIZE 3 469.26104 1404.7613 -0.074925 0.11138 0.033829 73.077 73.077 3.64E-02 17.85 1020500

24511 IVIGLYGDDVPQTTENFR Unmodified _IVIGLYGDDVPQTTENFR_ B6TCE9_MAIZE 2 1019.018 2036.0215 1.2198 0.90366 2.1289 92.052 92.052 8.94E-06 52.62 326920

24512 IVIGLYGDDVPQTTENFR Unmodified _IVIGLYGDDVPQTTENFR_ B6TCE9_MAIZE 2 1019.018 2036.0215 1.1171 0.25306 1.3764 92.205 92.205 2.32E-57 93.78 2296300

24513 IVIGLYGDDVPQTTENFR Unmodified _IVIGLYGDDVPQTTENFR_ B6TCE9_MAIZE 2 1019.018 2036.0215 1.0948 -0.089268 1.012 93.374 93.374 8.29E-68 104.73 4662600

24514 IVIGLYGDDVPQTTENFR Unmodified _IVIGLYGDDVPQTTENFR_ B6TCE9_MAIZE 3 679.6811 2036.0215 0.54337 0.24914 0.79871 93.371 93.371 5.31E-03 31.34 868860

24515 IVISADDGIR Unmodified _IVISADDGIR_ B6TR05_MAIZE 2 529.79566 1057.5768 0.011646 0.37065 0.37448 61.429 61.429 1.45E-01 23.11 2411000

24516 IVKDPSSLQDEK Unmodified _IVKDPSSLQDEK_ B4FBJ5_MAIZE 3 453.57691 1357.7089 -0.053208 -0.043 -0.10922 42.626 42.626 2.46E-02 17.25 2714300

24517 IVKDPSSLQDEK Unmodified _IVKDPSSLQDEK_ B4FBJ5_MAIZE 2 679.86173 1357.7089 0.56286 -0.39506 0.15525 42.631 42.631 1.60E-02 51.01 537760

24518 IVKPGCSQDVLK Unmodified _IVKPGCSQDVLK_ B6SHF8_MAIZE 3 448.58323 1342.7279 0.061438 0.18644 0.25191 43.802 43.802 1.79E-02 18.02 1403900

24519 IVKPGCSQDVLK Unmodified _IVKPGCSQDVLK_ B6SHF8_MAIZE 3 448.58323 1342.7279 -0.0015781 0.43471 0.43745 46.175 46.175 1.00E+00 2.6 410100

24520 IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK Unmodified _IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK_ B4FSZ7_MAIZE 4 872.47271 3485.8617 1.077 0.043062 1.1182 119.41 119.41 1.00E+00 0.63 3206700

24521 IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK Unmodified _IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK_ B4FSZ7_MAIZE 3 1162.9612 3485.8617 1.1982 -0.3709 0.82648 119.37 119.37 7.39E-06 40.27 484930

24522 IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK Unmodified _IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK_ B4FSZ7_MAIZE 4 872.47271 3485.8617 1.0817 0.18477 1.2651 120.39 120.39 1.00E+00 11.62 890100

24523 IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK Unmodified _IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK_ B4FSZ7_MAIZE 4 872.47271 3485.8617 1.0923 0.2124 1.3031 124.74 124.74 1.00E+00 0.69 971060

24524 IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK Unmodified _IVLAASGVDHDELVSIAEPLLSDIPSVSGTTRPK_ B4FSZ7_MAIZE 5 698.17962 3485.8617 0.70256 0.025855 0.72677 124.61 124.61 1.00E+00 1.69 822640
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24525 IVLDFLGLVEK Unmodified _IVLDFLGLVEK_ B4FXY5_MAIZE 2 623.37629 1244.738 0.31505 0.46327 0.77425 118.55 118.55 5.66E-08 61.51 117330

24526 IVLDFLGLVEK Unmodified _IVLDFLGLVEK_ B4FXY5_MAIZE 2 623.37629 1244.738 0.41527 0.12793 0.53979 118.61 118.61 3.57E-04 54.58 83196

24527 IVLEADGYQPYLISPEK Unmodified _IVLEADGYQPYLISPEK_ B6UEQ3_MAIZE 2 968.00912 1934.0037 1.2372 -0.066255 1.1534 91.999 91.999 8.28E-39 65.54 1035600

24528 IVLEADGYQPYLISPEK Unmodified _IVLEADGYQPYLISPEK_ B6UEQ3_MAIZE 2 968.00912 1934.0037 1.1483 0.096317 1.2268 92.49 92.49 1.24E-09 41.91 375040

24529 IVLEADGYQPYLISPEK Unmodified _IVLEADGYQPYLISPEK_ B6UEQ3_MAIZE 2 968.00912 1934.0037 1.1911 0.28544 1.4593 92.622 92.622 1.43E-21 65.21 460530

24530 IVLEMAK Oxidation (M) _IVLEM(ox)AK_ B6UEQ3_MAIZE 2 410.23586 818.45718 0.10049 -0.31004 -0.23662 43.564 43.564 4.46E-01 11.11 8683200

24531 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 -0.0032873 -0.082442 -0.077551 63.657 63.657 3.83E-01 10.55 2571100

24532 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 0.033825 -0.12598 -0.082995 64.99 64.99 4.48E-03 26.43 1885600

24533 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 -0.087826 0.029596 -0.049519 64.084 64.084 1.67E-02 24.63 414000

24534 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 0.025358 -0.10194 -0.067998 65.351 65.351 4.48E-03 26.03 488700

24535 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 0.026013 0.06203 0.095858 64.715 64.715 4.96E-02 24.89 468200

24536 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 -0.045219 0.005275 -0.030475 65.521 65.521 4.48E-03 16.47 1056400

24537 IVLIGDSGVGK Unmodified _IVLIGDSGVGK_ B4F7V4_MAIZE 2 529.31623 1056.6179 -0.10076 3.2458 3.1468 69.447 69.447 1.47E-01 14.7 323390

24538 IVLNLHR Unmodified _IVLNLHR_ B6U262_MAIZE 2 432.77434 863.53412 0.15112 -0.020732 0.10786 51.999 51.999 4.46E-01 17.27 172060

24539 IVLNPPK Unmodified _IVLNPPK_ B6TZD9_MAIZE 2 390.75254 779.49052 0.39998 0.41676 0.79461 49.207 49.207 4.46E-01 18.94 824130

24540 IVLPAGSYLAAFSDR Unmodified _IVLPAGSYLAAFSDR_ B4FUP2_MAIZE 2 790.42757 1578.8406 0.90903 0.10959 1.0074 105.86 105.86 7.01E-11 77.97 153840

24541 IVLPDGSILR Unmodified _IVLPDGSILR_ Q575Z7_MAIZE 2 541.83205 1081.6495 0.074463 0.12401 0.1899 83.691 83.691 1.45E-01 12.51 579920

24542 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.17733 -0.26581 -0.10406 72.113 72.113 4.49E-02 44.52 32360000

24543 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.03598 0.25571 0.27547 74.491 74.491 1.86E-01 17.64 290390

24544 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.09305 -0.14555 -0.069403 73.066 73.066 4.49E-02 39.89 14801000

24545 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.17701 -0.24882 -0.087039 73.589 73.589 1.00E+00 3.02 16388000

24546 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.14865 -0.34759 -0.21489 73.188 73.188 8.04E-02 38.3 9302300

24547 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.092665 -0.05107 0.025693 73.258 73.258 1.00E+00 11.09 5658600

24548 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.15055 -0.24266 -0.10799 73.396 73.396 4.49E-02 34.67 23819000

24549 IVLTIIR Unmodified _IVLTIIR_ B6T440_MAIZE 2 414.28929 826.56402 0.041192 0.16902 0.19267 74.854 74.854 1.00E+00 2.53 297300

24550 IVLVQELFEGHYFCQAQR Unmodified _IVLVQELFEGHYFCQAQR_ B6TKZ3_MAIZE 3 746.37724 2236.1099 0.84798 -0.11477 0.73545 109.13 109.13 9.13E-03 35.8 408580

24551 IVMAAAAK Unmodified _IVMAAAAK_ B4FUA7_MAIZE 2 387.73075 773.44695 0.6419 -0.81642 -0.21152 34.493 34.493 1.00E+00 11.51 101360

24552 IVMAAAAK Oxidation (M) _IVM(ox)AAAAK_ B4FUA7_MAIZE 2 395.72821 789.44186 0.57253 -0.27052 0.26845 21.717 21.717 1.65E-01 30 20032

24553 IVMAAAAK Oxidation (M) _IVM(ox)AAAAK_ B4FUA7_MAIZE 2 395.72821 789.44186 0.56263 -0.067845 0.46065 22.474 22.474 3.77E-01 19.42 20216

24554 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.67017 -2.5326 -1.8836 78.891 78.891 6.74E-02 10.36 1673000

24555 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.56881 -0.20286 0.34252 80.728 80.728 1.68E-09 66.21 231470

24556 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.7268 1.1109 1.811 79.269 79.269 1.68E-09 37.51 539700

24557 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.68034 0.58864 1.2439 79.875 79.875 2.62E-07 40.88 2034500

24558 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.64116 -0.11054 0.5061 79.568 79.568 1.11E-04 35.31 11791000
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24559 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.45268 -1.556 -1.1261 79.316 79.316 9.64E-17 79.57 32457000

24560 IVMELYANEVPK Unmodified _IVMELYANEVPK_ B4FZZ2_MAIZE 2 703.37342 1404.7323 0.52728 -1.2003 -0.69494 80.822 80.822 7.02E-22 79.86 52096000

24561 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.55948 -0.25298 0.28654 67.051 67.051 2.05E-12 44.13 506660

24562 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.6918 0.037663 0.70819 66.289 66.289 1.11E-04 29.77 195800

24563 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.71314 0.18344 0.8745 67.278 67.278 4.56E-01 8.66 264370

24564 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.70206 0.018504 0.69906 66.731 66.731 1.98E-03 32.49 490060

24565 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.68926 0.24951 0.91699 66.931 66.931 3.91E-01 9.39 694420

24566 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 0.5245 -0.63116 -0.12717 66.231 66.231 7.61E-14 52.22 32930000

24567 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 68 68 1.98E-17 69.52

24568 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 68.394 68.394 2.13E-21 84.16

24569 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 68.704 68.704 1.98E-17 86.86

24570 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 69.029 69.029 5.82E-18 72.95

24571 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 69.377 69.377 2.56E-12 63.55

24572 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 69.782 69.782 9.23E-10 59.63

24573 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 70.183 70.183 9.23E-10 60.36

24574 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 71 71 9.23E-10 58.79

24575 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 71.388 71.388 1.19E-03 40.7

24576 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 72.907 72.907 9.23E-10 47.62

24577 IVMELYANEVPK Oxidation (M) _IVM(ox)ELYANEVPK_ B4FZZ2_MAIZE 2 711.37088 1420.7272 -0.47792 73.84 73.84 5.17E-01 10.73

24578 IVMGLFGK Unmodified _IVMGLFGK_ B6TIP7_MAIZE 2 432.75422 863.4939 0.12435 0.10482 0.22846 78.695 78.695 3.77E-01 18.45 1370600

24579 IVMGLFGK Unmodified _IVMGLFGK_ B6TIP7_MAIZE 2 432.75422 863.4939 -0.018379 0.37693 0.35846 80.662 80.662 7.88E-01 14.69 45937

24580 IVMGLFGK Unmodified _IVMGLFGK_ B6TIP7_MAIZE 2 432.75422 863.4939 0.085381 -0.39051 -0.30521 79.453 79.453 7.88E-01 31.28 951830

24581 IVMGLFGK Unmodified _IVMGLFGK_ B6TIP7_MAIZE 2 432.75422 863.4939 -0.13278 -0.011748 -0.1446 80.893 80.893 5.06E-02 25.81 4796800

24582 IVMGLFGK Oxidation (M) _IVM(ox)GLFGK_ B6TIP7_MAIZE 2 440.75168 879.48881 -0.13321 0.66974 0.53916 63.903 63.903 1.33E-01 22.93 171710

24583 IVMGLFGK Oxidation (M) _IVM(ox)GLFGK_ B6TIP7_MAIZE 2 440.75168 879.48881 0.070484 0.21339 0.28664 63.879 63.879 1.00E+00 5.87 402600

24584 IVMGLFGK Oxidation (M) _IVM(ox)GLFGK_ B6TIP7_MAIZE 2 440.75168 879.48881 -0.18645 0.43527 0.25141 65.388 65.388 3.42E-02 50.12 8325700

24585 IVNAASFTVER Unmodified _IVNAASFTVER_ B4FJS1_MAIZE 2 603.82749 1205.6404 0.18509 -0.005314 0.17112 66.34 66.34 5.66E-08 60.15 879000

24586 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.1591 -0.18607 0.97323 92.595 92.595 3.33E-51 101.38 3858100

24587 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.1909 0.1263 1.3183 95.31 95.31 1.51E-07 69.58 25939

24588 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.129 -0.50744 0.62227 93.103 93.103 1.43E-21 92.05 452510

24589 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.1543 -0.051024 1.1036 93.191 93.191 1.43E-21 101.43 504890

24590 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.1249 0.058362 1.1836 93.005 93.005 3.33E-51 113.08 754980

24591 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.2372 -0.044329 1.1934 92.637 92.637 8.28E-39 119.09 504030

24592 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.1265 0.001973 1.1287 93.002 93.002 4.07E-45 106.69 459830
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24593 IVNAGGECLTFDQLALR Unmodified _IVNAGGECLTFDQLALR_ B6SJC8_MAIZE 2 938.98292 1875.9513 1.0826 -0.075906 1.007 94.208 94.208 8.28E-39 126.64 2281300

24594 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.14348 -0.31491 -0.44902 40.017 40.017 2.81E-03 41.2 2305900

24595 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.15418 0.036516 -0.1087 39.363 39.363 1.62E-03 44.66 807150

24596 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.0053542 -0.18798 -0.18513 42.113 42.113 2.81E-03 38.22 1775700

24597 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.022503 -0.16541 -0.18028 41.316 41.316 4.40E-05 48.28 1325800

24598 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.1943 -0.37903 -0.5635 42.066 42.066 5.76E-06 62.87 18373000

24599 IVNDGVTVAK Unmodified _IVNDGVTVAK_ B6SH83_MAIZE 2 508.29276 1014.571 -0.020326 -0.29623 -0.30791 42.68 42.68 1.25E-02 24.49 285790

24600 IVNDGVTVAR Unmodified _IVNDGVTVAR_ B6U280_MAIZE 2 522.29583 1042.5771 0.026056 0.071387 0.10577 42.723 42.723 2.81E-03 50.52 1052200

24601 IVNDGVTVAR Unmodified _IVNDGVTVAR_ B6U280_MAIZE 2 522.29583 1042.5771 -0.066649 -0.088696 -0.147 42.199 42.199 4.40E-02 28.63 504320

24602 IVNDGVTVAR Unmodified _IVNDGVTVAR_ B6U280_MAIZE 2 522.29583 1042.5771 0.066553 -0.15914 -0.083708 44.102 44.102 1.62E-03 39.71 714560

24603 IVNDGVTVAR Unmodified _IVNDGVTVAR_ B6U280_MAIZE 2 522.29583 1042.5771 -0.1355 -0.29949 -0.42455 44.941 44.941 4.40E-05 68.98 7724800

24604 IVNDGVTVAR Unmodified _IVNDGVTVAR_ B6U280_MAIZE 2 522.29583 1042.5771 -0.008032 -0.27261 -0.2718 44.757 44.757 1.84E-04 59.48 714700

24605 IVNDNYLYAK Unmodified _IVNDNYLYAK_ B6TNS0_MAIZE 2 606.8166 1211.6186 -0.93016 58.401 58.401 6.08E-08 61

24606 IVNIGAANAPSQVLATLSGHYGPVWR Unmodified _IVNIGAANAPSQVLATLSGHYGPVWR_ B4FQL2_MAIZE 3 897.81703 2690.4293 1.1161 0.1029 1.2148 113.63 113.63 1.12E-08 29.5 2504800

24607 IVNIGAANAPSQVLATLSGHYGPVWR Unmodified _IVNIGAANAPSQVLATLSGHYGPVWR_ B4FQL2_MAIZE 3 897.81703 2690.4293 1.0993 0.12498 1.2211 114.43 114.43 1.83E-11 42.29 418380

24608 IVNIGAANAPSQVLATLSGHYGPVWR Unmodified _IVNIGAANAPSQVLATLSGHYGPVWR_ B4FQL2_MAIZE 3 897.81703 2690.4293 1.1488 0.38843 1.5337 114.91 114.91 3.21E-07 35.01 250150

24609 IVNIGAANAPSQVLATLSGHYGPVWR Unmodified _IVNIGAANAPSQVLATLSGHYGPVWR_ B4FQL2_MAIZE 3 897.81703 2690.4293 1.1753 -1.2031 -0.030263 114.95 114.95 6.55E-05 13.49 251150

24610 IVNIGAANAPSQVLATLSGHYGPVWR Unmodified _IVNIGAANAPSQVLATLSGHYGPVWR_ B4FQL2_MAIZE 3 897.81703 2690.4293 1.1489 -0.33593 0.81005 127.8 127.8 3.21E-07 33.99 259460

24611 IVNVSSDFGLLR Unmodified _IVNVSSDFGLLR_ B6T3T7_MAIZE 2 660.36953 1318.7245 0.461 0.13514 0.59759 89.683 89.683 2.05E-12 89.49 3608600

24612 IVNVSSDFGLLR Unmodified _IVNVSSDFGLLR_ B6T3T7_MAIZE 2 660.36953 1318.7245 0.50121 0.214 0.71622 89.625 89.625 2.00E-01 8.59 409600

24613 IVNVSSEGHR Unmodified _IVNVSSEGHR_ B4FKX6_MAIZE 2 549.28854 1096.5625 0.20661 3.9311 4.1254 30.301 30.301 1.00E+00 6.22 8901

24614 IVNVSSEGHR Unmodified _IVNVSSEGHR_ B4FKX6_MAIZE 3 366.52812 1096.5625 0.83268 0.029002 0.85507 31.513 31.513 9.29E-03 46.98 363320

24615 IVNVSSEGHR Unmodified _IVNVSSEGHR_ B4FKX6_MAIZE 2 549.28854 1096.5625 0.13829 0.30897 0.44026 31.476 31.476 1.62E-03 47.28 88851

24616 IVNVSSEGHR Unmodified _IVNVSSEGHR_ B4FKX6_MAIZE 3 366.52812 1096.5625 0.93817 0.96729 1.8962 29.102 29.102 3.11E-02 32.74 73950

24617 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.1928 0.11443 1.315 99.945 99.945 4.20E-18 79.08 2026400

24618 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 3 766.71559 2297.1249 0.98789 0.27593 1.2709 99.94 99.94 3.65E-01 1.09 744180

24619 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.2602 0.16646 1.4344 100.42 100.42 5.68E-10 67.91 2108500

24620 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 3 766.71559 2297.1249 0.80597 1.0972 1.9105 100.43 100.43 1.68E-01 7.82 691180

24621 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.1499 0.22564 1.3836 100.47 100.47 4.59E-36 70.94 2432300

24622 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.1356 0.22774 1.3711 100.38 100.38 4.59E-36 85.44 2605200

24623 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 3 766.71559 2297.1249 0.86591 0.77886 1.6519 100.4 100.4 3.65E-01 0.88 1491600

24624 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.2284 0.18141 1.4178 99.886 99.886 2.21E-30 66.54 1681700

24625 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.1438 0.041617 1.1934 100.65 100.65 2.21E-30 66.97 11323000

24626 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 3 766.71559 2297.1249 0.86019 0.75686 1.6242 100.62 100.62 3.65E-01 1.1 5233300
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24627 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.2242 -0.17601 1.057 100.23 100.23 2.21E-30 82.86 899550

24628 IVPATAIPDDWMGLDVGPDATK Oxidation (M) _IVPATAIPDDWM(ox)GLDVGPDATK_ B4G0K4_MAIZE 2 1149.5698 2297.1249 1.1637 0.12439 1.2959 100.47 100.47 5.68E-10 66.22 145130

24629 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.1516 0.12815 1.2868 110.18 110.18 9.69E-63 79.35 5324500

24630 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 3 761.38395 2281.13 0.86948 0.017678 0.8934 110.17 110.17 5.80E-05 38.18 1637400

24631 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.222 0.06681 1.2955 110.69 110.69 4.20E-18 63.85 702140

24632 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.1759 0.16026 1.343 110.74 110.74 2.21E-30 73.88 803700

24633 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 3 761.38395 2281.13 0.88554 0.32947 1.2216 110.72 110.72 6.16E-02 11.49 194010

24634 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.1777 0.36538 1.5495 110.71 110.71 3.03E-22 88.61 453380

24635 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.3093 0.031431 1.3478 110.27 110.27 5.68E-10 52.97 233200

24636 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.1467 0.072908 1.2261 111.01 111.01 4.59E-36 84.58 8099200

24637 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 3 761.38395 2281.13 0.87692 0.055812 0.9395 110.99 110.99 1.44E-03 16.84 1702200

24638 IVPATAIPDDWMGLDVGPDATK Unmodified _IVPATAIPDDWMGLDVGPDATK_ B4G0K4_MAIZE 2 1141.5723 2281.13 1.265 0.38941 1.661 110.54 110.54 2.21E-30 48.8 364390

24639 IVPDGVNAK Unmodified _IVPDGVNAK_ B4FPT8_MAIZE 2 456.76109 911.50763 0.070749 -0.81722 -0.74871 26.76 26.76 7.18E-01 7.18 12495

24640 IVPDGVNAK Unmodified _IVPDGVNAK_ B4FPT8_MAIZE 2 456.76109 911.50763 -0.019642 0.084584 0.060935 37.877 37.877 1.00E+00 7.55 6531600

24641 IVPDGVNAK Unmodified _IVPDGVNAK_ B4FPT8_MAIZE 2 456.76109 911.50763 -0.0086612 0.23422 0.22222 39.061 39.061 1.00E+00 3.4 1179300

24642 IVPEIQSDGQVK Unmodified _IVPEIQSDGQVK_ B4FVI8_MAIZE 2 656.85899 1311.7034 0.45352 0.16818 0.61971 57.906 57.906 1.98E-03 32.33 1268600

24643 IVPFLGQMISEGIELGR Oxidation (M) _IVPFLGQM(ox)ISEGIELGR_ B4FRC3_MAIZE 2 938.00586 1873.9972 1.2466 -1.3256 -0.082036 116.01 116.01 8.01E-01 0.16 247400

24644 IVPFLGQMISEGIELGR Oxidation (M) _IVPFLGQM(ox)ISEGIELGR_ B4FRC3_MAIZE 2 938.00586 1873.9972 1.0906 -0.099013 0.98732 108.34 108.34 4.22E-59 77.45 1896100

24645 IVPFLGQMISEGIELGR Unmodified _IVPFLGQMISEGIELGR_ B4FRC3_MAIZE 2 930.0084 1858.0023 1.1403 0.41302 1.546 129.67 129.67 4.07E-45 75.41 317840

24646 IVPGYPPVYTIGPLK Unmodified _IVPGYPPVYTIGPLK_ B6SWX3_MAIZE 2 807.46871 1612.9229 0.99317 0.31658 1.3091 91.876 91.876 3.88E-01 21.57 901120

24647 IVPPAPGSDDQR Unmodified _IVPPAPGSDDQR_ B6T1M3_MAIZE 2 626.32003 1250.6255 0.31258 -0.027613 0.28825 43.125 43.125 2.00E-01 28.07 793230

24648 IVPSEITVELIR Unmodified _IVPSEITVELIR_ B6TE58_MAIZE 2 684.90848 1367.8024 0.58388 0.11588 0.68713 92.373 92.373 2.00E-01 4.22 435940

24649 IVPSEVTIK Unmodified _IVPSEVTIK_ B4FM96_MAIZE 2 493.30005 984.58555 -0.021855 0.064506 0.035174 54.53 54.53 1.00E+00 4.19 849150

24650 IVPSEVTIK Unmodified _IVPSEVTIK_ B4FM96_MAIZE 2 493.30005 984.58555 -0.12516 1.1863 1.0524 55.94 55.94 1.00E+00 1.69 43870

24651 IVPSEVTIK Unmodified _IVPSEVTIK_ B4FM96_MAIZE 2 493.30005 984.58555 -0.21961 0.16386 -0.063045 55.127 55.127 1.01E-02 36.09 21894000

24652 IVPSLVAELYSYR Unmodified _IVPSLVAELYSYR_ B4FNK8_MAIZE 2 755.41922 1508.8239 0.83806 0.17949 0.99889 106.07 106.07 1.56E-17 66.98 997700

24653 IVPSLVAELYSYR Unmodified _IVPSLVAELYSYR_ B4FNK8_MAIZE 3 503.94857 1508.8239 -0.10541 -0.15786 -0.28155 106.05 106.05 3.48E-01 14.31 295660

24654 IVPSLVAELYSYR Unmodified _IVPSLVAELYSYR_ B4FNK8_MAIZE 2 755.41922 1508.8239 0.79756 -0.10035 0.67952 107.36 107.36 4.93E-21 56.48 1173700

24655 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.57189 0.019909 0.58941 84.996 84.996 2.05E-12 49.91 7163700

24656 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.53697 0.032008 0.56619 86.761 86.761 7.72E-03 30.18 130750

24657 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.60114 0.012053 0.60991 85.537 85.537 2.62E-07 55.47 2448600

24658 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.58584 0.11024 0.69331 85.889 85.889 9.64E-17 64.89 4723400

24659 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.5878 -0.040566 0.54413 85.547 85.547 2.62E-07 58.17 5048200

24660 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.55544 0.27856 0.83164 85.276 85.276 7.61E-14 55.79 3737400
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24661 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.57632 0.4242 0.99676 85.754 85.754 2.05E-12 48.52 7262200

24662 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.50748 -0.23462 0.27107 85.422 85.422 9.64E-17 60.96 80378000

24663 IVQGLPIDEFSR Unmodified _IVQGLPIDEFSR_ MDHC_MAIZE 2 687.37481 1372.7351 0.57698 0.43561 1.0094 86.591 86.591 1.60E-02 30.89 329880

24664 IVQHMAANDR Unmodified _IVQHMAANDR_ B4FQC6_MAIZE 3 385.52935 1153.5662 0.62282 0.61012 1.2142 26.169 26.169 3.11E-02 27.79 23106

24665 IVQTLETK Unmodified _IVQTLETK_ B4G1G6_MAIZE 2 466.27658 930.5386 0.038922 -0.14457 -0.11492 38.912 38.912 3.77E-01 10.24 161240

24666 IVQTLETK Unmodified _IVQTLETK_ B4G1G6_MAIZE 2 466.27658 930.5386 -0.11815 0.26038 0.13186 40.422 40.422 5.06E-02 23.15 1821600

24667 IVQYEAR Unmodified _IVQYEAR_ B6SPH6_MAIZE 2 439.74016 877.46577 -0.025968 0.60082 0.54827 34.515 34.515 4.49E-02 31.09 27441

24668 IVSAINEAATDWGLK Unmodified _IVSAINEAATDWGLK_ Q9M585_MAIZE 2 794.42249 1586.8304 0.99482 0.55741 1.537 92.612 92.612 7.01E-11 91.63 182270

24669 IVSAINEAATDWGLK Unmodified _IVSAINEAATDWGLK_ Q9M585_MAIZE 2 794.42249 1586.8304 0.96266 -0.009132 0.93824 92.43 92.43 7.01E-11 89.04 276340

24670 IVSAINEAATDWGLK Unmodified _IVSAINEAATDWGLK_ Q9M585_MAIZE 2 794.42249 1586.8304 0.96837 0.19316 1.1465 92.513 92.513 1.02E-23 85.9 1135900

24671 IVSAINEAATDWGLK Unmodified _IVSAINEAATDWGLK_ Q9M585_MAIZE 2 794.42249 1586.8304 0.93585 0.14471 1.065 92.049 92.049 6.53E-30 85.95 1882000

24672 IVSAINEAATDWGLK Unmodified _IVSAINEAATDWGLK_ Q9M585_MAIZE 3 529.95075 1586.8304 -0.015188 -0.005901 -0.037119 92.002 92.002 1.00E+00 9.31 515620

24673 IVSFIGGIDLCDGR Unmodified _IVSFIGGIDLCDGR_ PLDA1_MAIZE 2 761.39013 1520.7657 0.89121 0.492 1.3974 99.85 99.85 2.00E-19 74.29 403410

24674 IVSFIGGIDLCDGR Unmodified _IVSFIGGIDLCDGR_ PLDA1_MAIZE 2 761.39013 1520.7657 0.87777 -0.33821 0.55531 100.17 100.17 1.95E-13 79.42 166300

24675 IVSIQYQIPEYVHISQDCR Unmodified _IVSIQYQIPEYVHISQDCR_ B4FKL1_MAIZE 3 783.39496 2347.1631 0.99757 -0.66162 0.33435 90.979 90.979 7.51E-03 17.61 315750

24676 IVSLLSESYNPHVR Unmodified _IVSLLSESYNPHVR_ B4G120_MAIZE 3 538.62638 1612.8573 0.03636 -0.20879 -0.18623 70.545 70.545 1.83E-01 12.19 2205700

24677 IVSLLSESYNPHVR Unmodified _IVSLLSESYNPHVR_ B4G120_MAIZE 3 538.62638 1612.8573 -0.04101 0.046116 -0.0079644 71.371 71.371 4.14E-01 15.63 1207000

24678 IVSLLSESYNPHVR Unmodified _IVSLLSESYNPHVR_ B4G120_MAIZE 2 807.43593 1612.8573 0.95831 -0.4158 0.52987 71.374 71.374 3.56E-04 64.13 240600

24679 IVSLLSESYNPHVR Unmodified _IVSLLSESYNPHVR_ B4G120_MAIZE 3 538.62638 1612.8573 0.048264 -0.24258 -0.20784 71.888 71.888 2.65E-04 50.05 1010700

24680 IVSLLSESYNPHVR Unmodified _IVSLLSESYNPHVR_ B4G120_MAIZE 2 807.43593 1612.8573 0.97927 -0.75657 0.21102 71.897 71.897 6.31E-03 59.24 205740

24681 IVSMGIDR Oxidation (M) _IVSM(ox)GIDR_ B6TQ25_MAIZE 2 453.7393 905.46405 0.048141 -0.10617 -0.061787 35.852 35.852 1.33E-01 26.43 172890

24682 IVSMGIDR Oxidation (M) _IVSM(ox)GIDR_ B6TQ25_MAIZE 2 453.7393 905.46405 -0.10287 -0.34043 -0.44491 36.561 36.561 2.92E-02 40.28 882970

24683 IVSMGIDR Unmodified _IVSMGIDR_ B6TQ25_MAIZE 2 445.74185 889.46914 -0.068121 -0.30387 -0.37923 53.413 53.413 1.00E+00 6.77 1496700

24684 IVSQIRPDR Unmodified _IVSQIRPDR_ B4FWP6_MAIZE 3 361.88049 1082.6196 0.98934 0.050803 1.0274 37.055 37.055 2.35E-01 12.56 312940

24685 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.76765 -0.12813 0.63477 91.237 91.237 3.13E-02 33.93 470010

24686 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.72621 -0.092249 0.62907 91.288 91.288 1.56E-17 71.05 1147600

24687 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.74638 0.090347 0.83145 91.969 91.969 1.47E-03 45.01 954100

24688 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.73695 -0.25743 0.47443 91.352 91.352 4.68E-05 35.97 1485400

24689 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.74196 -0.1108 0.62563 91.998 91.998 4.68E-05 63.22 1977700

24690 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.6794 -0.45034 0.22361 91.13 91.13 4.93E-21 82.49 9111700

24691 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.68609 -0.14048 0.53968 91.802 91.802 2.03E-21 90.48 8283000

24692 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.78371 -0.33251 0.44678 90.926 90.926 1.47E-03 43.88 256040

24693 IVSQLLTLMDGLK Oxidation (M) _IVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 723.91545 1445.8164 0.75283 0.18069 0.92772 91.591 91.591 2.65E-01 21.49 396690

24694 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.72526 0.012039 0.72892 116.74 116.74 1.56E-17 94.15 4226800
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24695 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.71876 0.12004 0.83051 117.47 117.47 1.09E-26 97.81 1793800

24696 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.69691 0.10494 0.79269 117.64 117.64 1.09E-26 89.5 3128000

24697 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 3 477.61442 1429.8214 0.023643 -0.38043 -0.36394 117.58 117.58 1.00E+00 0.91 119650

24698 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.67216 -0.17888 0.48452 117.98 117.98 1.09E-26 97.55 5844100

24699 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.74962 0.32117 1.0628 118.02 118.02 2.50E-15 72.14 346430

24700 IVSQLLTLMDGLK Unmodified _IVSQLLTLMDGLK_ B6T8X9_MAIZE 2 715.918 1429.8214 0.78511 0.25521 1.0313 118.69 118.69 1.00E+00 4.27 165720

24701 IVSSAIIDK Unmodified _IVSSAIIDK_ B4FTV9_MAIZE 2 473.2844 944.55425 -0.0078307 0.38874 0.36019 49.36 49.36 1.12E-01 18.83 1004700

24702 IVSSAIIDK Unmodified _IVSSAIIDK_ B4FTV9_MAIZE 2 473.2844 944.55425 -0.19438 -0.8053 -1.0165 49.361 49.361 3.32E-02 38.77 307590

24703 IVSSAIIDK Unmodified _IVSSAIIDK_ B4FTV9_MAIZE 2 473.2844 944.55425 -0.0508 0.020066 -0.050255 51.545 51.545 3.32E-02 24.82 752880

24704 IVSSAIIDK Unmodified _IVSSAIIDK_ B4FTV9_MAIZE 2 473.2844 944.55425 -0.099195 0.31327 0.19436 51.365 51.365 3.13E-03 62.51 8540500

24705 IVSSAIIDK Unmodified _IVSSAIIDK_ B4FTV9_MAIZE 2 473.2844 944.55425 -0.097532 0.69718 0.5788 52.111 52.111 3.21E-03 53.59 2743000

24706 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 1.0811 -0.59568 0.46563 30.923 30.923 2.11E-01 22.73 431850

24707 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 0.86783 -0.013839 0.83303 29.705 29.705 8.04E-02 24.5 165850

24708 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 3 476.58781 1426.7416 -0.15831 -0.2199 -0.39861 29.7 29.7 4.52E-03 28.05 125800

24709 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 3 476.58781 1426.7416 0.0039387 -0.33019 -0.3481 32.328 32.328 4.52E-03 44.4 96507

24710 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 0.98349 -0.27833 0.68288 32.336 32.336 2.11E-01 25.35 96256

24711 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 1.046 -0.000762 1.0234 31.426 31.426 8.04E-02 30.97 64646

24712 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 3 476.58781 1426.7416 0.062168 -0.39186 -0.35106 31.426 31.426 2.11E-01 13.48 66932

24713 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 0.97108 -0.47266 0.47683 32.09 32.09 7.68E-01 15.45 92069

24714 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 3 476.58781 1426.7416 0.041977 -0.268 -0.24601 32.107 32.107 1.00E+00 7.33 52271

24715 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 1.037 -0.21052 0.80504 32.673 32.673 9.42E-03 38.87 74375

24716 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 3 476.58781 1426.7416 -0.018542 -0.1128 -0.15266 30.088 30.088 8.04E-02 22.59 249270

24717 IVSSIEHKEETR Unmodified _IVSSIEHKEETR_ B6TFS9_MAIZE 4 357.69268 1426.7416 1.0343 -0.51161 0.50087 30.089 30.089 2.46E-02 30.1 377130

24718 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.18897 -0.12028 -0.32983 33.975 33.975 1.65E-01 31.34 265110

24719 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.12629 -0.053046 -0.20113 33.107 33.107 1.90E-02 45.49 1317000

24720 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.021952 -0.34465 -0.38706 35.897 35.897 1.90E-02 34.27 2177500

24721 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.019855 -0.36391 -0.4046 35.036 35.036 1.65E-01 19.46 2236000

24722 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.0625 -0.24688 -0.33046 35.737 35.737 5.06E-02 26.57 2103900

24723 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 0.0054534 -0.03709 -0.054084 35.826 35.826 7.88E-01 11.41 1214500

24724 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.056116 -0.3359 -0.41212 36.55 36.55 2.92E-02 27.43 2676300

24725 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.11433 -0.15978 -0.29467 33.85 33.85 2.34E-03 60.83 20334000

24726 IVSSIEQK Unmodified _IVSSIEQK_ B6SRI4_MAIZE 2 452.26092 902.5073 -0.14019 0.24545 0.084007 37.22 37.22 5.06E-02 42.87 324520

24727 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.02642 -0.1351 -0.1883 36.775 36.775 7.68E-01 4.35 2638500

24728 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 2 702.87009 1403.7256 0.70007 -0.1465 0.5268 36.775 36.775 2.62E-07 73.36 784220
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24729 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.10315 -0.2204 -0.34942 37.27 37.27 1.00E+00 3.14 27425

24730 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 2 702.87009 1403.7256 0.65914 -0.16642 0.46694 36.113 36.113 1.68E-09 73.14 369580

24731 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.15843 -0.013966 -0.19838 36.111 36.111 9.42E-03 35.57 1327000

24732 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.045102 0.099597 0.027339 38.914 38.914 2.11E-01 10.34 745860

24733 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 2 702.87009 1403.7256 0.73503 -0.17895 0.53039 38.921 38.921 1.11E-04 73.75 200240

24734 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.032813 0.095836 0.035721 38.073 38.073 8.04E-02 20.35 640300

24735 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.084546 0.35282 0.24123 38.872 38.872 6.16E-04 38.56 994550

24736 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 2 702.87009 1403.7256 0.73844 -0.27907 0.43334 38.873 38.873 7.72E-03 78.22 184260

24737 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.011413 0.33753 0.29795 38.717 38.717 2.46E-02 30.58 517760

24738 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.098 0.15219 0.027369 39.581 39.581 8.04E-02 28.27 1585500

24739 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 3 468.91582 1403.7256 -0.13052 -0.1595 -0.31539 36.671 36.671 4.52E-03 39.85 9664900

24740 IVSSIEQKEESR Unmodified _IVSSIEQKEESR_ B6SRI4_MAIZE 2 702.87009 1403.7256 0.60703 0.077017 0.65701 36.673 36.673 1.11E-04 86.49 1509200

24741 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.19841 -0.73598 -0.53876 53.16 53.16 4.48E-03 38.59 620340

24742 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.16155 -0.25416 -0.09423 54.137 54.137 1.47E-01 25.47 19502

24743 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.17425 0.054484 0.22526 53.295 53.295 3.57E-04 40.23 270350

24744 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.22209 -0.08341 0.1351 55.323 55.323 1.67E-02 33.29 442060

24745 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.25232 0.042424 0.29172 54.564 54.564 4.48E-03 33.03 480560

24746 IVSWSAGEGDR Unmodified _IVSWSAGEGDR_ B4FUZ2_MAIZE 2 588.78583 1175.5571 0.13938 -0.03703 0.099084 55.205 55.205 4.48E-03 46.87 5067700

24747 IVSWTAAEGDR Unmodified _IVSWTAAEGDR_ B4G1C9_MAIZE 2 602.80148 1203.5884 0.33513 0.32302 0.65074 60.408 60.408 1.67E-02 34.71 386220

24748 IVSWTAAEGDR Unmodified _IVSWTAAEGDR_ B4G1C9_MAIZE 2 602.80148 1203.5884 0.25726 -0.082486 0.16863 60.895 60.895 5.66E-08 88.41 2464300

24749 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.52026 -0.34628 0.16955 90.659 90.659 2.05E-12 80.9 17091000

24750 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.55832 -0.14376 0.41145 92.557 92.557 1.00E+00 8.28 17757

24751 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.53416 -0.25359 0.27719 91.193 91.193 7.02E-22 86.12 7389400

24752 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.52263 -0.28016 0.2379 91.329 91.329 9.64E-17 71.52 9029100

24753 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.51144 -0.3537 0.15354 91.14 91.14 1.11E-04 30.99 7529300

24754 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.49663 -0.54609 -0.053361 90.766 90.766 2.05E-12 65.71 7267100

24755 IVTEDFLPLPSK Unmodified _IVTEDFLPLPSK_ B4FAD9_MAIZE 2 679.88194 1357.7493 0.49639 -0.34755 0.14527 91.247 91.247 7.02E-22 91.26 39260000

24756 IVTGQPSDR Unmodified _IVTGQPSDR_ B4FGH1_MAIZE 2 486.75908 971.50361 0.05769 -0.33527 -0.26898 29.041 29.041 3.39E-01 18.01 24374

24757 IVTGSLISLSEQELIDCDK Unmodified _IVTGSLISLSEQELIDCDK_ O22499_MAIZE 2 1060.5432 2119.0718 1.2272 -0.26751 0.95603 105.06 105.06 5.13E-03 34.09 154980

24758 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.97185 -0.061985 0.90235 115.71 115.71 7.64E-09 92.85 1384900

24759 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.93955 -0.092027 0.8401 116.14 116.14 2.96E-06 73.74 616860

24760 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.94637 -0.046164 0.89364 116.17 116.17 7.64E-09 82.84 1285400

24761 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.93917 -0.052589 0.87976 116.23 116.23 2.96E-06 77.06 1309100

24762 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.91899 -0.3941 0.51825 115.97 115.97 3.40E-25 97.25 4441900
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24763 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 0.94546 -0.23091 0.70825 116.71 116.71 7.68E-22 89.66 6811200

24764 IVTVCLEGLENILK Unmodified _IVTVCLEGLENILK_ B6T451_MAIZE 2 800.95256 1599.8906 1.0111 -0.27172 0.73306 117.83 117.83 2.25E-03 44.9 58881

24765 IVTVEGPR Unmodified _IVTVEGPR_ B6UFY5_MAIZE 2 435.75581 869.49707 0.060667 -0.2177 -0.15475 43.339 43.339 2.92E-02 47.01 10468000

24766 IVTVEGPR Unmodified _IVTVEGPR_ B6UFY5_MAIZE 2 435.75581 869.49707 -0.17699 0.11723 -0.055877 43.718 43.718 1.65E-01 34.7 761560

24767 IVTVEGPR Unmodified _IVTVEGPR_ B6UFY5_MAIZE 2 435.75581 869.49707 -0.046083 -0.19319 -0.23656 42.911 42.911 3.77E-01 16.84 1760300

24768 IVTVEGPR Unmodified _IVTVEGPR_ B6UFY5_MAIZE 2 435.75581 869.49707 0.056938 -0.24136 -0.18114 44.773 44.773 5.06E-02 51.07 1439100

24769 IVTVEGPR Unmodified _IVTVEGPR_ B6UFY5_MAIZE 2 435.75581 869.49707 0.009801 0.053975 0.06599 45.565 45.565 1.00E+00 14.7 1650700

24770 IVVADLK Unmodified _IVVADLK_ B6SIW6_MAIZE 2 379.24455 756.47454 0.65893 0.16389 0.81124 50.981 50.981 7.83E-01 32.75 2170100

24771 IVVADLK Unmodified _IVVADLK_ B6SIW6_MAIZE 2 379.24455 756.47454 0.52669 0.38201 0.89609 51.042 51.042 7.83E-01 32.57 771510

24772 IVVADLK Unmodified _IVVADLK_ B6SIW6_MAIZE 2 379.24455 756.47454 0.62466 0.31065 0.92346 53.132 53.132 4.46E-01 28.64 950470

24773 IVVADLK Unmodified _IVVADLK_ B6SIW6_MAIZE 2 379.24455 756.47454 0.60337 0.36938 0.96036 52.414 52.414 1.86E-01 28.61 620350

24774 IVVADLK Unmodified _IVVADLK_ B6SIW6_MAIZE 2 379.24455 756.47454 0.61516 0.28526 0.88864 53.014 53.014 7.83E-01 26.07 2019500

24775 IVVDAR Unmodified _IVVDAR_ B4FAM6_MAIZE 2 336.70559 671.39662 1.3247 0.64369 1.9607 33.029 33.029 5.26E-01 42.8 321880

24776 IVVDAR Unmodified _IVVDAR_ B4FAM6_MAIZE 2 336.70559 671.39662 1.2596 -0.36699 0.88907 33.459 33.459 9.46E-01 34.2 173450

24777 IVVDAR Unmodified _IVVDAR_ B4FAM6_MAIZE 2 336.70559 671.39662 1.2303 34.138 34.138 4.11E-01 32.85

24778 IVVDAR Unmodified _IVVDAR_ B4FAM6_MAIZE 2 336.70559 671.39662 1.2483 -0.36023 0.88465 32.646 32.646 5.26E-01 26.9 753380

24779 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 0.013902 0.047489 0.049344 52.767 52.767 7.88E-01 15.33 3401400

24780 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 -0.11854 0.34571 0.21397 53.023 53.023 7.88E-01 6.48 962920

24781 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 -0.0014913 0.17781 0.1633 55.042 55.042 1.65E-01 24.53 884820

24782 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 0.023542 0.01575 0.027539 54.342 54.342 5.06E-02 23.11 738210

24783 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 0.014744 0.068119 0.069652 54.819 54.819 1.65E-01 23.9 1062600

24784 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 -0.065964 -0.053977 -0.1324 55.449 55.449 3.77E-01 24.62 1079600

24785 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 0.0059293 0.61689 0.6094 53.281 53.281 7.88E-01 15.97 852270

24786 IVVELNGR Unmodified _IVVELNGR_ B4FM69_MAIZE 2 450.26908 898.52362 -0.20899 -0.027232 -0.24797 56.471 56.471 2.92E-02 39.19 6008000

24787 IVVFGSLLR Unmodified _IVVFGSLLR_ B4FYH6_MAIZE 2 502.31858 1002.6226 0.023098 0.10284 0.12784 90.832 90.832 3.39E-01 22.31 271980

24788 IVVFGSLLR Unmodified _IVVFGSLLR_ B4FYH6_MAIZE 2 502.31858 1002.6226 -0.13966 -0.35251 -0.4892 91.687 91.687 3.32E-02 28.15 74768

24789 IVVGHHTMR Unmodified _IVVGHHTMR_ B4FM74_MAIZE 3 350.52728 1048.56 5.5066 36.319 36.319 6.87E-01 0.2

24790 IVVGHHTMR Unmodified _IVVGHHTMR_ B4FM74_MAIZE 3 350.52728 1048.56 1.1692 0.15794 1.3357 28.979 28.979 8.40E-02 19.61 10671

24791 IVVLPTLAIVK Unmodified _IVVLPTLAIVK_ B6TV19_MAIZE 2 583.39957 1164.7846 0.28268 -0.41243 -0.13406 96.521 96.521 1.67E-02 22.5 169460

24792 IVVLPTLAIVK Unmodified _IVVLPTLAIVK_ B6TV19_MAIZE 2 583.39957 1164.7846 0.15694 -0.070603 0.080899 96.453 96.453 1.00E+00 10.79 237110

24793 IVVLPTLAIVK Unmodified _IVVLPTLAIVK_ B6TV19_MAIZE 2 583.39957 1164.7846 0.12128 0.37473 0.49117 98.174 98.174 4.96E-02 17.84 412240

24794 IVVPSDSNR Unmodified _IVVPSDSNR_ Q94IQ7_MAIZE 2 493.76691 985.51926 -0.034711 0.25682 0.21858 43.541 43.541 1.12E-01 24.04 605580

24795 IVVSQCKPK Unmodified _IVVSQCKPK_ B6TBW4_MAIZE 3 353.53908 1057.5954 1.1244 0.17107 1.2947 28.02 28.02 9.39E-03 30.4 108580

24796 IVVSQCKPK Unmodified _IVVSQCKPK_ B6TBW4_MAIZE 3 353.53908 1057.5954 1.1168 0.005663 1.1225 28.786 28.786 5.45E-01 20.29 61380
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24797 IVVSQCKPK Unmodified _IVVSQCKPK_ B6TBW4_MAIZE 2 529.80497 1057.5954 0.17746 -0.091728 0.088203 28.791 28.791 1.00E+00 10.16 14273

24798 IVVVDHEMPNQGSQQR Unmodified _IVVVDHEMPNQGSQQR_ PLDA1_MAIZE 3 612.97222 1835.8948 0.34114 0.045549 0.38928 50.387 50.387 1.87E-02 23.54 2005500

24799 IVVVEAIR Unmodified _IVVVEAIR_ B6SV32_MAIZE 2 449.78965 897.56475 0.023242 0.25473 0.2653 60.126 60.126 3.77E-01 15.58 2173000

24800 IVVVEAIR Unmodified _IVVVEAIR_ B6SV32_MAIZE 2 449.78965 897.56475 -0.12303 0.36155 0.22698 60.832 60.832 2.34E-03 40.73 1656600

24801 IVVVEAIR Unmodified _IVVVEAIR_ B6SV32_MAIZE 2 449.78965 897.56475 0.01428 0.4587 0.46005 62.198 62.198 5.06E-02 27.85 1472600

24802 IVVVEAIR Unmodified _IVVVEAIR_ B6SV32_MAIZE 2 449.78965 897.56475 -0.014313 0.43902 0.41373 61.567 61.567 5.06E-02 30.92 2168800

24803 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.8558 0.17051 1.0153 115.3 115.3 5.53E-03 21.61 515850

24804 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.80674 0.40368 1.1995 115.92 115.92 1.03E-01 19.14 151330

24805 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.84116 0.18374 1.0135 116.23 116.23 2.20E-02 24.02 296210

24806 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.87258 0.004125 0.86543 117.26 117.26 4.99E-02 26.82 196610

24807 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.91282 -0.09467 0.80777 118.27 118.27 2.26E-03 41.57 248540

24808 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.84236 0.093306 0.92539 118.08 118.08 1.07E-11 32.93 1234600

24809 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 3 747.72453 2240.1518 0.77816 -0.016198 0.7509 116.12 116.12 4.34E-15 35.45 6076300

24810 IVYADYYTPAIQFVLHAEK Unmodified _IVYADYYTPAIQFVLHAEK_ B6TZ91_MAIZE 2 1121.0832 2240.1518 1.2118 -0.7166 0.48525 116.11 116.11 1.30E-03 35.11 249910

24811 IVYGADLAAFLQTFAK Unmodified _IVYGADLAAFLQTFAK_ B4FUZ2_MAIZE 2 864.47198 1726.9294 1.1012 -0.035303 1.0594 126.92 126.92 1.81E-01 5.53 63843

24812 IVYGADLAAFLQTFAK Unmodified _IVYGADLAAFLQTFAK_ B4FUZ2_MAIZE 2 864.47198 1726.9294 1.1721 -0.19134 0.97445 126.52 126.52 1.27E-09 42.23 74690

24813 IWCFGPETTGPNMVVDMCK Oxidation (M) _IWCFGPETTGPNMVVDM(ox)CK_ B6U0S1_MAIZE 2 1129.4911 2256.9676 1.2226 -0.34714 0.89447 93.421 93.421 3.50E-18 52.46 670480

24814 IWCFGPETTGPNMVVDMCK Unmodified _IWCFGPETTGPNMVVDMCK_ B6U0S1_MAIZE 2 1121.4936 2240.9727 1.1798 -0.36368 0.83314 102.82 102.82 1.51E-46 100.94 1739600

24815 IWCFGPETTGPNMVVDMCK 2 Oxidation (M) _IWCFGPETTGPNM(ox)VVDM(ox)CK_ B6U0S1_MAIZE 2 1137.4885 2272.9625 1.2067 -0.22057 1.0062 85.857 85.857 1.09E-11 51.39 310360

24816 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 0.014063 -0.05917 -0.068048 63.894 63.894 8.04E-02 31.36 13091000

24817 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 -0.095493 0.18945 0.07079 64.334 64.334 1.86E-01 26.84 2470200

24818 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 0.028065 0.22298 0.22882 65.752 65.752 1.86E-01 22.28 2729500

24819 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 0.058872 0.47918 0.51415 65.161 65.161 1.86E-01 22.22 2109000

24820 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 0.028089 0.45362 0.45781 65.586 65.586 8.04E-02 16.46 1088900

24821 IWDLESK Unmodified _IWDLESK_ B4FKM1_MAIZE 2 445.73454 889.45453 -0.05167 0.33021 0.25457 65.86 65.86 8.04E-02 28.74 12192000

24822 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.48698 0.69572 1.1719 74.584 74.584 1.00E+00 15.83 1096400

24823 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.44927 0.45636 0.89583 75.009 75.009 4.43E-05 41.43 227790

24824 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.49244 0.26042 0.74332 75.254 75.254 4.48E-03 29.3 535820

24825 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.46343 0.18969 0.64466 75.145 75.145 1.47E-01 9.58 335880

24826 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.49597 0.36127 0.84845 75.703 75.703 5.66E-08 52.9 1341800

24827 IWDSETGQLLK Unmodified _IWDSETGQLLK_ B6SSB6_MAIZE 2 645.34043 1288.6663 0.36774 0.24877 0.60746 75.555 75.555 5.66E-08 70.01 10633000

24828 IWDSYSVK Unmodified _IWDSYSVK_ B6UCD0_MAIZE 2 499.2531 996.49165 -0.077627 0.35828 0.26976 61.283 61.283 3.77E-01 18.42 1188500

24829 IWEAVLDELMHK Unmodified _IWEAVLDELMHK_ B6U063_MAIZE 3 495.25864 1482.7541 0.012923 -0.38701 -0.39252 112.16 112.16 1.13E-05 36.98 243600

24830 IWEMNNLGK Oxidation (M) _IWEM(ox)NNLGK_ B6SPG4_MAIZE 2 560.77642 1119.5383 -0.045859 -0.11229 -0.18061 52.965 52.965 9.73E-03 43.96 278270
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24831 IWEMNNLGK Unmodified _IWEMNNLGK_ B6SPG4_MAIZE 2 552.77896 1103.5434 -0.085941 0.26709 0.153 71.75 71.75 3.32E-02 30.7 192340

24832 IWFQNIR Unmodified _IWFQNIR_ B6U7U8_MAIZE 2 488.77179 975.52904 -0.20402 -0.11768 -0.33502 77.749 77.749 8.04E-02 29.7 269530

24850 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 0.95979 0.37669 1.3205 124.17 124.17 1.56E-17 64.32 416720

24851 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 0.89706 0.24415 1.1257 124.58 124.58 4.93E-21 63.86 138120

24852 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 1.01 0.54703 1.5409 124.82 124.82 1.09E-26 70.16 202550

24853 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 1.1459 0.62978 1.76 124.36 124.36 4.93E-21 49.28 142670

24854 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 0.98206 0.28928 1.2553 125.29 125.29 4.77E-34 96.04 532720

24855 IWIADWFAQLNNK Unmodified _IWIADWFAQLNNK_ B4FKK9_MAIZE 2 809.92246 1617.8304 1.0057 0.35563 1.346 124.53 124.53 1.09E-26 75.03 1732600

24856 IWLVDSK Unmodified _IWLVDSK_ Q9ZRH5_MAIZE 2 430.74745 859.48035 0.15972 0.18311 0.33241 70.011 70.011 4.46E-01 16.12 1333000

24857 IWLVDSK Unmodified _IWLVDSK_ Q9ZRH5_MAIZE 2 430.74745 859.48035 0.092821 0.34428 0.42647 71.455 71.455 1.86E-01 21.14 1111400

24858 IWPHSFEFR Unmodified _IWPHSFEFR_ B4FQ84_MAIZE 3 406.87334 1217.5982 0.29366 0.15307 0.4423 77.83 77.83 5.45E-01 24.53 290600

24859 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0666 0.39071 1.4437 120.49 120.49 2.37E-16 43.94 4488700

24860 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0764 0.53253 1.5959 120.93 120.93 2.05E-04 39.97 649120

24861 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.119 0.55249 1.6582 121.14 121.14 6.53E-30 78.67 854280

24862 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0726 0.22673 1.287 121.28 121.28 7.01E-11 48.98 688500

24863 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 3 580.65746 1738.9505 0.22854 0.13818 0.35389 121.29 121.29 1.00E+00 5.31 322100

24864 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.1131 0.41166 1.5121 120.81 120.81 2.37E-16 51.2 1123700

24865 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0938 0.21838 1.2999 121.69 121.69 7.01E-11 42.11 1064800

24866 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 3 580.65746 1738.9505 0.23457 0.35984 0.58099 121.7 121.7 1.98E-01 16.42 445870

24867 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0929 0.27024 1.3506 120.86 120.86 1.60E-05 24.91 1147900

24868 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0038 0.089205 1.0808 122.86 122.86 8.98E-47 69.93 3910000

24869 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 3 580.65746 1738.9505 0.11703 0.23354 0.33785 122.86 122.86 1.34E-04 43.34 2135200

24870 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 2 870.48255 1738.9505 1.0146 0.1453 1.1472 126.19 126.19 8.98E-47 67.21 1898500

24871 IWQVPEILSEEVLGK Unmodified _IWQVPEILSEEVLGK_ B6TFN1_MAIZE 3 580.65746 1738.9505 0.098951 0.21834 0.30401 126.19 126.19 7.60E-01 3.57 1168400

24872 IWSYNDVYTDGR Unmodified _IWSYNDVYTDGR_ B6U7D8_MAIZE 2 744.84133 1487.6681 0.84688 0.062598 0.90816 76.706 76.706 2.05E-12 91.79 689690

24873 IWSYNDVYTDGR Unmodified _IWSYNDVYTDGR_ B6U7D8_MAIZE 2 744.84133 1487.6681 0.81696 -0.13388 0.68116 77.02 77.02 2.62E-07 78.01 214110

24874 IWSYNDVYTDGR Unmodified _IWSYNDVYTDGR_ B6U7D8_MAIZE 2 744.84133 1487.6681 0.83906 0.11481 0.95204 77.763 77.763 7.61E-14 83.15 309410

24875 IWSYNDVYTDGR Unmodified _IWSYNDVYTDGR_ B6U7D8_MAIZE 2 744.84133 1487.6681 0.78606 0.3428 1.1267 77.557 77.557 2.05E-12 84.57 2175500

24876 IWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _IWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 3 1012.4783 3034.4131 1.2229 -0.20689 1.0262 90.493 90.493 2.45E-15 54.63 1437900

24877 IWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _IWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 3 1012.4783 3034.4131 1.1967 -0.24025 0.96625 91.012 91.012 8.82E-13 53.47 255470

24878 IWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _IWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 3 1012.4783 3034.4131 1.1746 -0.52748 0.65738 91.179 91.179 1.33E-06 35.96 255980

24879 IWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _IWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 3 1012.4783 3034.4131 1.2097 -0.66122 0.55867 91.099 91.099 3.43E-12 37 299760

24880 IWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _IWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 3 1012.4783 3034.4131 1.2207 -0.28305 0.94805 90.817 90.817 2.30E-17 59.69 3764500

24881 IWSYNDVYTDGRPTQGGFASTMVVDQK Oxidation (M) _IWSYNDVYTDGRPTQGGFASTM(ox)VVDQK_ B6U7D8_MAIZE 3 1017.8099 3050.408 1.1844 -0.15343 1.0423 83.925 83.925 5.80E-04 35.66 364980
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24882 IWSYNDVYTDGRPTQGGFASTMVVDQK Oxidation (M) _IWSYNDVYTDGRPTQGGFASTM(ox)VVDQK_ B6U7D8_MAIZE 3 1017.8099 3050.408 1.1843 0.067917 1.2629 84.314 84.314 5.39E-02 19.33 343660

24883 IWSYNDVYTDGRPTQGGFASTMVVDQK Oxidation (M) _IWSYNDVYTDGRPTQGGFASTM(ox)VVDQK_ B6U7D8_MAIZE 3 1017.8099 3050.408 1.1955 -0.043194 1.163 84.022 84.022 1.54E-08 49.41 477850

24884 IWSYNDVYTDGRPTQGGFASTMVVDQK Oxidation (M) _IWSYNDVYTDGRPTQGGFASTM(ox)VVDQK_ B6U7D8_MAIZE 3 1017.8099 3050.408 1.1953 -0.15391 1.0525 83.95 83.95 8.82E-13 37.42 2676100

24885 IWSYNDVYTDGRPTQGGFASTMVVDQK Oxidation (M) _IWSYNDVYTDGRPTQGGFASTM(ox)VVDQK_ B6U7D8_MAIZE 4 763.60928 3050.408 0.84761 -0.58763 0.27111 83.918 83.918 5.31E-01 11.06 581440

24886 IWVFSGDADSVVPLTATR Unmodified _IWVFSGDADSVVPLTATR_ B4FCB4_MAIZE 2 967.50454 1932.9945 1.1676 0.3444 1.5251 110.08 110.08 1.05E-02 25.54 76731

24887 IWVFSGDTDAVIPVTSTR Unmodified _IWVFSGDTDAVIPVTSTR_ B6TQW0_MAIZE 2 982.50982 1963.0051 1.1733 -0.055109 1.1354 104.16 104.16 4.65E-12 65.04 380790

24888 IWVFSGDTDAVIPVTSTR Unmodified _IWVFSGDTDAVIPVTSTR_ B6TQW0_MAIZE 2 982.50982 1963.0051 1.1848 0.092144 1.2943 104.72 104.72 2.85E-09 58.07 122440

24889 IWVFSGDTDAVIPVTSTR Unmodified _IWVFSGDTDAVIPVTSTR_ B6TQW0_MAIZE 2 982.50982 1963.0051 1.1644 0.17889 1.361 106.47 106.47 5.25E-26 74.27 776800

24890 IWVFSGDTDAVVPVTATR Unmodified _IWVFSGDTDAVVPVTATR_ B6U5U4_MAIZE 2 967.50454 1932.9945 1.1961 0.41735 1.6339 102.39 102.39 2.67E-02 18.25 66865

24891 IYAENAIR Unmodified _IYAENAIR_ Q84LS4_MAIZE 2 475.25872 948.50288 -0.22096 0.11837 -0.14802 46.149 46.149 2.92E-02 30.77 155740

24892 IYATVDLEK Unmodified _IYATVDLEK_ PLDA1_MAIZE 2 526.28714 1050.5597 -0.0052981 0.22149 0.19679 58.824 58.824 1.01E-02 19.1 3270800

24893 IYATVDLEK Unmodified _IYATVDLEK_ PLDA1_MAIZE 2 526.28714 1050.5597 -0.071021 0.91956 0.82902 59.973 59.973 7.18E-01 4.89 85675

24894 IYATVDLEK Unmodified _IYATVDLEK_ PLDA1_MAIZE 2 526.28714 1050.5597 -0.10039 0.26131 0.14223 59.212 59.212 3.32E-02 22.11 2022000

24895 IYDANPGVLR Unmodified _IYDANPGVLR_ B6TIF7_MAIZE 2 559.30366 1116.5928 0.077821 -0.049473 0.014043 73.924 73.924 1.00E+00 1.46 4478800

24896 IYDANPGVLR Unmodified _IYDANPGVLR_ B6TIF7_MAIZE 2 559.30366 1116.5928 0.093629 -0.39155 -0.31141 58.838 58.838 2.81E-03 26.16 397850

24897 IYDDADCEAR Unmodified _IYDDADCEAR_ B4G1C2_MAIZE 2 614.25096 1226.4874 0.30266 0.26784 0.55957 38.705 38.705 5.76E-06 53.36 1619800

24898 IYDDADCEAR Unmodified _IYDDADCEAR_ B4G1C2_MAIZE 2 614.25096 1226.4874 0.33039 0.24164 0.56094 40.693 40.693 5.76E-06 51.12 411570

24899 IYDDADCEAR Unmodified _IYDDADCEAR_ B4G1C2_MAIZE 2 614.25096 1226.4874 0.33889 0.22271 0.55076 39.893 39.893 5.76E-06 50.88 715480

24900 IYDDADCEAR Unmodified _IYDDADCEAR_ B4G1C2_MAIZE 2 614.25096 1226.4874 0.31863 0.2206 0.52875 40.854 40.854 5.45E-09 51.35 1228700

24901 IYDDADCEAR Unmodified _IYDDADCEAR_ B4G1C2_MAIZE 2 614.25096 1226.4874 0.20487 -0.21268 -0.017476 41.624 41.624 5.70E-16 61.02 25153000

24902 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.44643 0.1059 0.54467 73.509 73.509 1.62E-12 72.24 8375800

24903 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.44143 0.013008 0.4467 73.91 73.91 1.62E-12 82.34 3338100

24904 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.44056 0.068304 0.50141 74.667 74.667 9.05E-18 72.42 6019000

24905 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.45027 -0.006024 0.43695 74.273 74.273 4.48E-03 25.7 2883100

24906 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.30438 0.056977 0.35511 74.165 74.165 1.62E-12 66.28 32775000

24907 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.47441 0.16437 0.63234 77.575 77.575 1.67E-02 42.63 651470

24908 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.48543 0.32046 0.79812 74.657 74.657 5.66E-08 55.66 1399600

24909 IYDGDGFNYIK Unmodified _IYDGDGFNYIK_ B6TGG2_MAIZE 2 652.81151 1303.6085 0.49738 0.75625 1.2463 75.338 75.338 1.67E-02 54.06 235170

24910 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.80377 -0.29992 0.49461 70.204 70.204 4.93E-21 62.02 1332600

24911 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.76664 -0.22494 0.53312 70.541 70.541 1.56E-17 63.77 413070

24912 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.80854 -0.24745 0.55196 71.367 71.367 1.56E-17 86.94 671190

24913 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.80413 -0.003247 0.79165 70.925 70.925 1.09E-26 77.27 640500

24914 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.77963 -0.22551 0.54593 71.38 71.38 4.93E-21 75.59 2641200

24915 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.78291 -0.54839 0.22626 70.54 70.54 6.20E-03 41.39 439060
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24916 IYDPGYLNTAPVR Unmodified _IYDPGYLNTAPVR_ B6TV27_MAIZE 2 739.88554 1477.7565 0.75577 -0.090687 0.65593 72.298 72.298 1.56E-17 73.38 381040

24917 IYDVGMK Unmodified _IYDVGMK_ B4FPT8_MAIZE 2 413.21239 824.41023 0.19071 0.1243 0.30447 49.036 49.036 1.00E+00 1.22 17579

24918 IYDVGMK Unmodified _IYDVGMK_ B4FPT8_MAIZE 2 413.21239 824.41023 0.17363 0.2123 0.37346 51.329 51.329 1.00E+00 8.68 719720

24919 IYDVGMK Oxidation (M) _IYDVGM(ox)K_ B4FPT8_MAIZE 2 421.20985 840.40514 0.18945 0.15875 0.34238 39.174 39.174 3.29E-01 16.36 155520

24920 IYDVGMK Oxidation (M) _IYDVGM(ox)K_ B4FPT8_MAIZE 2 421.20985 840.40514 0.1941 -0.10967 0.077854 37.251 37.251 2.71E-02 34.07 1205000

24921 IYDYCVDPK Unmodified _IYDYCVDPK_ B6TWP1_MAIZE 2 586.76825 1171.522 0.20117 0.39238 0.59224 55.432 55.432 3.21E-03 57.35 2220200

24922 IYDYCVDPK Unmodified _IYDYCVDPK_ B6TWP1_MAIZE 2 586.76825 1171.522 0.093302 0.33168 0.42463 56.246 56.246 9.73E-03 45.02 143600

24923 IYDYCVDPK Unmodified _IYDYCVDPK_ B6TWP1_MAIZE 2 586.76825 1171.522 0.29814 0.078918 0.37762 56.646 56.646 3.39E-01 5.92 460610

24924 IYDYCVDPK Unmodified _IYDYCVDPK_ B6TWP1_MAIZE 2 586.76825 1171.522 0.21824 0.3151 0.53219 57.49 57.49 3.13E-03 43.17 842860

24925 IYDYCVDPK Unmodified _IYDYCVDPK_ B6TWP1_MAIZE 2 586.76825 1171.522 0.11591 0.083098 0.1988 58.013 58.013 3.21E-03 49.41 11448000

24926 IYELDSR Unmodified _IYELDSR_ B4FDF2_MAIZE 2 448.22962 894.4447 -0.018105 0.90745 0.85954 51.483 51.483 4.46E-01 8.07 489170

24927 IYELGGPEIYTVHELAELMYETIR Unmodified _IYELGGPEIYTVHELAELMYETIR_ B4FUI0_MAIZE 3 947.1456 2838.415 1.1928 -0.29322 0.88115 128.72 128.72 3.04E-08 46.82 488130

24928 IYFLLVR Unmodified _IYFLLVR_ B4FF26_MAIZE 2 462.28929 922.56402 0.019769 0.149 0.15371 91.278 91.278 9.32E-03 39.34 932080

24929 IYGAMKPTAVFVPLEEILK Oxidation (M) _IYGAM(ox)KPTAVFVPLEEILK_ Q8W0Q2_MAIZE 3 712.39888 2134.1748 0.70101 -0.03648 0.65202 108.49 108.49 1.00E+00 0.94 259360

24930 IYGAMKPTAVFVPLEEILK Oxidation (M) _IYGAM(ox)KPTAVFVPLEEILK_ Q8W0Q2_MAIZE 3 712.39888 2134.1748 0.71345 -0.006293 0.69484 108.59 108.59 9.90E-01 5.72 420270

24931 IYGAMKPTAVFVPLEEILK Oxidation (M) _IYGAM(ox)KPTAVFVPLEEILK_ Q8W0Q2_MAIZE 3 712.39888 2134.1748 0.767 0.013239 0.76808 109.09 109.09 2.20E-01 12.3 252450

24932 IYGAMKPTAVFVPLEEILK Oxidation (M) _IYGAM(ox)KPTAVFVPLEEILK_ Q8W0Q2_MAIZE 3 712.39888 2134.1748 0.71734 0.10238 0.8075 109.64 109.64 9.90E-01 4.07 1145300

24933 IYGDTDINASFAALR Unmodified _IYGDTDINASFAALR_ B6SMR2_MAIZE 2 813.90974 1625.8049 0.94262 -0.71927 0.21215 90.22 90.22 2.37E-16 72.09 172780

24934 IYGFEGEVR Unmodified _IYGFEGEVR_ B6TKH0_MAIZE 2 535.26928 1068.524 0.078853 0.10789 0.17824 65.48 65.48 3.21E-03 41.96 552130

24935 IYGFEGEVR Unmodified _IYGFEGEVR_ B6TKH0_MAIZE 2 535.26928 1068.524 -0.58773 66.952 66.952 2.19E-04 43.79

24936 IYGVFDHK Unmodified _IYGVFDHK_ B6SWL9_MAIZE 3 326.83963 977.49707 1.2344 -0.36579 0.87275 55.296 55.296 2.47E-01 8.18 498340

24937 IYGVFDNQLPAALK Unmodified _IYGVFDNQLPAALK_ B6SKP8_MAIZE 2 774.92467 1547.8348 0.90102 0.060802 0.95055 95.3 95.3 3.40E-25 71.69 1209700

24938 IYGVFDNQLPAALK Unmodified _IYGVFDNQLPAALK_ B6SKP8_MAIZE 2 774.92467 1547.8348 0.87701 -0.20332 0.66277 95.91 95.91 8.77E-41 65.74 685090

24939 IYGVFDNQLPAALK Unmodified _IYGVFDNQLPAALK_ B6SKP8_MAIZE 2 774.92467 1547.8348 0.86266 -0.14558 0.70662 96.01 96.01 3.40E-25 52.41 1071200

24940 IYGVFDNQLPAALK Unmodified _IYGVFDNQLPAALK_ B6SKP8_MAIZE 2 774.92467 1547.8348 0.85748 -0.19085 0.65645 95.402 95.402 3.40E-25 68.51 3042800

24941 IYHPNIDK Unmodified _IYHPNIDK_ B4FPA1_MAIZE 3 333.84679 998.51853 1.037 0.42137 1.4352 39.832 39.832 1.00E+00 5.41 299070

24942 IYHPNIDK Unmodified _IYHPNIDK_ B4FPA1_MAIZE 3 333.84679 998.51853 1.2901 -0.14209 1.126 39.052 39.052 2.47E-01 20.16 987820

24943 IYHPNIDK Unmodified _IYHPNIDK_ B4FPA1_MAIZE 3 333.84679 998.51853 1.0364 -0.16996 0.84525 42.683 42.683 1.05E-01 26.06 8818200

24944 IYHPNIDK Unmodified _IYHPNIDK_ B4FPA1_MAIZE 2 500.26654 998.51853 -0.17623 -0.11587 -0.3142 42.681 42.681 5.06E-02 22.78 1248800

24945 IYIPLEGVEQGK Unmodified _IYIPLEGVEQGK_ B4FGY0_MAIZE 2 673.37174 1344.7289 0.56335 -0.40345 0.1453 83.13 83.13 1.00E+00 10.31 20883

24946 IYIPLEGVEQGK Unmodified _IYIPLEGVEQGK_ B4FGY0_MAIZE 2 673.37174 1344.7289 0.4901 -0.14391 0.33131 82.199 82.199 8.05E-01 9.86 880690

24947 IYIPLEGVEQGK Unmodified _IYIPLEGVEQGK_ B4FGY0_MAIZE 2 673.37174 1344.7289 0.37796 -2.0171 -1.6513 81.828 81.828 1.68E-09 43.01 7710600

24948 IYIPLEGVEQGK Unmodified _IYIPLEGVEQGK_ B4FGY0_MAIZE 2 673.37174 1344.7289 0.52295 -0.24537 0.26253 83.324 83.324 7.72E-03 15.17 338950

24949 IYIPLPDLK Unmodified _IYIPLPDLK_ B4FNM6_MAIZE 2 536.32607 1070.6376 0.012216 0.28398 0.27262 94.821 94.821 1.01E-02 27.63 1210600
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24950 IYIVGIFK Unmodified _IYIVGIFK_ Q5EUE0_MAIZE 2 476.79695 951.57934 -0.064126 -0.2506 -0.32404 93.33 93.33 1.00E+00 13.01 11712

24951 IYIVGIFK Unmodified _IYIVGIFK_ Q5EUE0_MAIZE 2 476.79695 951.57934 -0.037721 -0.02597 -0.074715 90.892 90.892 3.77E-01 14.54 544730

24952 IYIVGIFK Unmodified _IYIVGIFK_ Q5EUE0_MAIZE 2 476.79695 951.57934 -0.038569 -0.060266 -0.10939 90.595 90.595 5.06E-02 14.45 624620

24953 IYIVGIFK Unmodified _IYIVGIFK_ Q5EUE0_MAIZE 2 476.79695 951.57934 -0.17435 -0.23908 -0.42367 90.286 90.286 5.06E-02 25.25 7814800

24954 IYIVGIFK Unmodified _IYIVGIFK_ Q5EUE0_MAIZE 2 476.79695 951.57934 -0.056708 0.14552 0.076796 90.701 90.701 1.65E-01 14.59 822960

24955 IYLQQPAPESQLR Unmodified _IYLQQPAPESQLR_ B4FK47_MAIZE 2 771.91737 1541.8202 0.83972 0.089394 0.90847 64.448 64.448 2.50E-15 53.77 1080900

24956 IYMGVPFIAEWVR Oxidation (M) _IYM(ox)GVPFIAEWVR_ B4FBV4_MAIZE 2 798.91579 1595.817 0.98971 0.22711 1.2136 113.76 113.76 3.13E-02 16.67 418240

24957 IYMGVPFIAEWVR Unmodified _IYMGVPFIAEWVR_ B4FBV4_MAIZE 2 790.91833 1579.8221 0.91743 -0.49245 0.41975 122.55 122.55 3.13E-02 11.61 208000

24958 IYNVSCER Unmodified _IYNVSCER_ B6TMC1_MAIZE 2 520.74511 1039.4757 0.00024537 0.46117 0.44816 40.803 40.803 5.06E-02 21.31 537080

24959 IYNVSCER Unmodified _IYNVSCER_ B6TMC1_MAIZE 2 520.74511 1039.4757 -0.15233 0.43814 0.27257 44.213 44.213 2.34E-03 42.49 1255700

24960 IYQSVIEK Unmodified _IYQSVIEK_ B6SHC1_MAIZE 2 490.27658 978.5386 -0.085601 0.005738 -0.10391 47.975 47.975 5.06E-02 16.75 580710

24961 IYSEMIGNVMTDAR Unmodified _IYSEMIGNVMTDAR_ B4FQM2_MAIZE 2 800.37891 1598.7433 1.0615 0.31574 1.3616 84.175 84.175 2.09E-30 84.16 509210

24962 IYSEMIGNVMTDAR Unmodified _IYSEMIGNVMTDAR_ B4FQM2_MAIZE 2 800.37891 1598.7433 1.0354 0.10712 1.1277 84.551 84.551 2.96E-06 50.58 243570

24963 IYSEMIGNVMTDAR 2 Oxidation (M) _IYSEM(ox)IGNVM(ox)TDAR_ B4FQM2_MAIZE 2 816.37382 1630.7331 0.9473 -0.82213 0.11646 59.539 59.539 1.69E-45 68.92 1107600

24964 IYSEMIGNVMTDAR Oxidation (M) _IYSEMIGNVM(ox)TDAR_ B4FQM2_MAIZE 2 808.37637 1614.7382 1.0195 -0.28284 0.72482 70.074 70.074 3.40E-25 99.34 618250

24965 IYSEMIGNVMTDAR Oxidation (M) _IYSEM(ox)IGNVMTDAR_ B4FQM2_MAIZE 2 808.37637 1614.7382 0.98593 -0.48349 0.49098 71.816 71.816 3.40E-25 77.67 468360

24966 IYSEMIGNVMTDAR Oxidation (M) _IYSEM(ox)IGNVMTDAR_ B4FQM2_MAIZE 2 808.37637 1614.7382 1.0273 0.067684 1.0821 72.291 72.291 6.25E-22 80.9 313500

24967 IYSISGDTLTEEALLEK Unmodified _IYSISGDTLTEEALLEK_ B6UDC2_MAIZE 2 941.48822 1880.9619 1.16 0.26641 1.4066 93.808 93.808 1.43E-21 105.6 1336000

24968 IYSISGDTLTEEALLEK Unmodified _IYSISGDTLTEEALLEK_ B6UDC2_MAIZE 2 941.48822 1880.9619 1.0885 -0.14637 0.92222 94.364 94.364 1.43E-21 96.65 859100

24969 IYSISGDTLTEEALLEK Unmodified _IYSISGDTLTEEALLEK_ B6UDC2_MAIZE 2 941.48822 1880.9619 1.1463 0.23952 1.3662 94.475 94.475 1.37E-17 112.04 683250

24970 IYSISGDTLTEEALLEK Unmodified _IYSISGDTLTEEALLEK_ B6UDC2_MAIZE 2 941.48822 1880.9619 1.166 -0.075492 1.0708 94.314 94.314 1.43E-21 98.37 296290

24971 IYSISGDTLTEEALLEK Unmodified _IYSISGDTLTEEALLEK_ B6UDC2_MAIZE 2 941.48822 1880.9619 1.1788 -0.65828 0.50142 94.111 94.111 1.37E-17 98.4 712950

24972 IYSSYLELNLDEVEPSMSGPK Oxidation (M) _IYSSYLELNLDEVEPSM(ox)SGPK_ B4FIT6_MAIZE 2 1194.0698 2386.125 1.221 0.071158 1.275 98.633 98.633 6.16E-30 58.17 434040

24973 IYSSYLELNLDEVEPSMSGPK Oxidation (M) _IYSSYLELNLDEVEPSM(ox)SGPK_ B4FIT6_MAIZE 2 1194.0698 2386.125 1.2565 0.10203 1.3413 99.131 99.131 1.23E-19 75.21 529030

24974 IYSSYLELNLDEVEPSMSGPK Oxidation (M) _IYSSYLELNLDEVEPSM(ox)SGPK_ B4FIT6_MAIZE 2 1194.0698 2386.125 1.1466 0.17039 1.2994 99.22 99.22 6.16E-30 57.36 626090

24975 IYSSYLELNLDEVEPSMSGPK Oxidation (M) _IYSSYLELNLDEVEPSM(ox)SGPK_ B4FIT6_MAIZE 2 1194.0698 2386.125 1.1322 0.18791 1.3028 99.143 99.143 3.40E-39 75.77 2366600

24976 IYSSYLELNLDEVEPSMSGPK Unmodified _IYSSYLELNLDEVEPSMSGPK_ B4FIT6_MAIZE 2 1186.0723 2370.1301 1.2344 0.16339 1.3796 105.3 105.3 3.89E-34 94.4 472630

24977 IYSSYLELNLDEVEPSMSGPK Unmodified _IYSSYLELNLDEVEPSMSGPK_ B4FIT6_MAIZE 2 1186.0723 2370.1301 1.2135 0.21379 1.4089 105.84 105.84 5.37E-06 57.08 220870

24978 IYSVSTR Unmodified _IYSVSTR_ B6TDH1_MAIZE 2 413.22689 824.43922 0.17555 0.24427 0.40929 39.916 39.916 7.83E-01 23.74 1178600

24979 IYSVSTR Unmodified _IYSVSTR_ B6TDH1_MAIZE 2 413.22689 824.43922 0.25764 0.13737 0.38296 39.852 39.852 4.46E-01 25.04 793880

24980 IYSVSTR Unmodified _IYSVSTR_ B6TDH1_MAIZE 2 413.22689 824.43922 0.23044 0.42335 0.64185 40.754 40.754 4.46E-01 27.47 905550

24981 IYVEIER Unmodified _IYVEIER_ B6TBF5_MAIZE 2 461.25564 920.49673 -0.047832 0.20684 0.12718 56.398 56.398 8.04E-02 20.12 8406500

24982 IYVEIER Unmodified _IYVEIER_ B6TBF5_MAIZE 2 461.25564 920.49673 -0.041549 0.17361 0.10001 58.36 58.36 4.46E-01 21.27 4736800

24983 IYVGNLPWQVDDSR Unmodified _IYVGNLPWQVDDSR_ Q41834_MAIZE 2 831.41774 1660.8209 1.0332 -0.20105 0.83367 93.614 93.614 7.68E-22 64.52 723320
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24984 IYVSLEGVEQEK Unmodified _IYVSLEGVEQEK_ B4G1K3_MAIZE 2 697.36411 1392.7137 0.62543 0.17713 0.78543 74.763 74.763 2.62E-07 52.9 1114400

24985 IYVTAAK Unmodified _IYVTAAK_ Q5EUD6_MAIZE 2 383.2289 764.44324 0.56413 -0.31816 0.22134 36.262 36.262 4.46E-01 27.59 1542400

24986 IYVTNSLFSR Unmodified _IYVTNSLFSR_ B4FAL8_MAIZE 2 600.32459 1198.6346 0.18811 -0.2058 -0.025985 77.404 77.404 5.76E-06 63.68 13631000

24987 IYVTNSLFSR Unmodified _IYVTNSLFSR_ B4FAL8_MAIZE 2 600.32459 1198.6346 0.21497 0.24171 0.44747 77.343 77.343 2.81E-03 45.57 551300

24988 IYVVYYSMYGHVGK Oxidation (M) _IYVVYYSM(ox)YGHVGK_ B6TFN1_MAIZE 3 565.61308 1693.8174 0.070903 0.001967 0.071782 70.79 70.79 1.32E-03 36.04 1558700

24989 IYVVYYSMYGHVGK Oxidation (M) _IYVVYYSM(ox)YGHVGK_ B6TFN1_MAIZE 3 565.61308 1693.8174 0.035717 0.045162 0.078899 72.847 72.847 3.82E-03 31.87 1666900

24990 IYVVYYSMYGHVGK Oxidation (M) _IYVVYYSM(ox)YGHVGK_ B6TFN1_MAIZE 2 847.91598 1693.8174 1.0489 -0.022141 1.0255 72.604 72.604 3.87E-29 58.21 255540

24991 IYVVYYSMYGHVGK Unmodified _IYVVYYSMYGHVGK_ B6TFN1_MAIZE 3 560.28144 1677.8225 0.10301 0.14083 0.23969 79.491 79.491 3.76E-01 18.59 483940

24992 IYVVYYSMYGHVGK Unmodified _IYVVYYSMYGHVGK_ B6TFN1_MAIZE 3 560.28144 1677.8225 0.02477 -0.06703 -0.04541 81.493 81.493 1.32E-03 30.94 595800

24993 IYYEVPAGR Unmodified _IYYEVPAGR_ B4FYH1_MAIZE 2 534.27965 1066.5447 0.0048698 0.21031 0.19486 58.436 58.436 3.32E-02 21 609000

24994 IYYEVPAGR Unmodified _IYYEVPAGR_ B4FYH1_MAIZE 2 534.27965 1066.5447 -0.022044 0.2135 0.17019 58.53 58.53 1.01E-02 28.53 5891900

24995 IYYEVPAGR Unmodified _IYYEVPAGR_ B4FYH1_MAIZE 2 534.27965 1066.5447 -0.046874 0.66868 0.60076 59 59 1.00E+00 5.54 748170

24996 IYYIGLR Unmodified _IYYIGLR_ B4FPP1_MAIZE 2 449.26327 896.51199 -0.024968 0.17627 0.12272 70.408 70.408 4.46E-01 22.5 2273300

24997 KAAAAAELVK Unmodified _KAAAAAELVK_ B6TK17_MAIZE 2 486.29784 970.58113 -0.082086 -0.082635 -0.21284 32.187 32.187 2.81E-03 32.92 167140

24998 KAAAAGFFK Unmodified _KAAAAGFFK_ B4FUC4_MAIZE 2 455.7609 909.50724 -0.0034115 0.076633 0.04967 40.849 40.849 3.39E-01 28.95 274620

24999 KAAAAGFLK Unmodified _KAAAAGFLK_ B4FAQ9_MAIZE 2 438.76872 875.52289 0.036142 0.23356 0.23395 38.541 38.541 1.01E-02 47.44 351970

25000 KAAAVAAAPAAVPK Unmodified _KAAAVAAAPAAVPK_ B6SSM0_MAIZE 2 618.37715 1234.7398 0.35597 -0.20833 0.11374 40.227 40.227 7.64E-09 61.79 121020

25001 KAAAVAAAPAAVPK Unmodified _KAAAVAAAPAAVPK_ B6SSM0_MAIZE 2 618.37715 1234.7398 0.38372 -0.34177 0.0096434 39.403 39.403 3.40E-25 65.6 342890

25002 KAAVDAQAEAVR Unmodified _KAAVDAQAEAVR_ B6SML1_MAIZE 3 410.22633 1227.6571 0.054108 -0.29852 -0.26855 31.31 31.31 4.08E-01 15.49 72420

25003 KAAVDAQAEAVR Unmodified _KAAVDAQAEAVR_ B6SML1_MAIZE 3 410.22633 1227.6571 0.33011 -0.074592 0.22994 34.037 34.037 1.84E-01 29.3 66120

25004 KAAVDAQAEAVR Unmodified _KAAVDAQAEAVR_ B6SML1_MAIZE 3 410.22633 1227.6571 0.4384 0.12322 0.53644 33.151 33.151 1.79E-02 39.24 151870

25005 KAAVDAQAEAVR Unmodified _KAAVDAQAEAVR_ B6SML1_MAIZE 3 410.22633 1227.6571 -3.949 33.845 33.845 8.13E-02 29.94

25006 KAAYALSQNVK Unmodified _KAAYALSQNVK_ B4FDF4_MAIZE 2 596.83786 1191.6612 0.24365 -0.17799 0.032468 37.096 37.096 3.57E-04 40.3 178460

25007 KACELGLEVKPWVK Unmodified _KACELGLEVKPWVK_ B4FIT6_MAIZE 3 552.97624 1655.9069 -0.0040183 0.21543 0.19953 68.66 68.66 1.79E-03 21.61 371100

25008 KACELGLEVKPWVK Unmodified _KACELGLEVKPWVK_ B4FIT6_MAIZE 3 552.97624 1655.9069 0.064285 -0.45554 -0.40243 68.798 68.798 4.40E-03 17.61 1936200

25009 KADIDMNKR Unmodified _KADIDMNKR_ B4FUS2_MAIZE 3 364.19397 1089.5601 0.97111 0.5782 1.5141 23.514 23.514 2.35E-01 44.1 35012

25010 KADIDMNKR Unmodified _KADIDMNKR_ B4FUS2_MAIZE 3 364.19397 1089.5601 1.7704 23.934 23.934 2.67E-01 24.5

25011 KADIDMNKR Unmodified _KADIDMNKR_ B4FUS2_MAIZE 3 364.19397 1089.5601 0.67448 0.72676 1.3664 26.016 26.016 9.63E-01 22.59 40591

25012 KADLLVMGCR Oxidation (M) _KADLLVM(ox)GCR_ B6T8B9_MAIZE 2 589.80465 1177.5947 0.20305 -0.44663 -0.24535 42.286 42.286 2.75E-01 7.89 21471

25013 KAEEEEGASGEVDYEK Unmodified _KAEEEEGASGEVDYEK_ A8IK79_MAIZE 3 590.59525 1768.7639 0.1395 -0.01297 0.099775 41.351 41.351 4.32E-02 36.56 1197100

25014 KAEEEEGASGEVDYEK Unmodified _KAEEEEGASGEVDYEK_ A8IK79_MAIZE 2 885.38924 1768.7639 1.0899 0.19678 1.2594 41.336 41.336 5.87E-44 96.18 192100

25015 KAEEEEGASGEVDYEKK Unmodified _KAEEEEGASGEVDYEKK_ A8IK79_MAIZE 3 633.29357 1896.8589 0.32407 0.013065 0.3072 37.047 37.047 6.44E-22 58.34 1994100

25016 KAEEIQAK Unmodified _KAEEIQAK_ CYSK_MAIZE 2 458.75855 915.50255 0.083722 -0.27573 -0.24084 13.723 13.723 1.00E+00 12.45 16316

25017 KAEEIQAK Unmodified _KAEEIQAK_ CYSK_MAIZE 2 458.75855 915.50255 0.14554 -0.26989 -0.17261 13.899 13.899 1.00E+00 12.39 10265
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25018 KAEEIQAK Unmodified _KAEEIQAK_ CYSK_MAIZE 2 458.75855 915.50255 0.15512 -0.3936 -0.28664 11.998 11.998 1.00E+00 12.57 5903

25019 KAEEIQAK Unmodified _KAEEIQAK_ CYSK_MAIZE 2 458.75855 915.50255 0.16319 -0.66459 -0.54908 14.315 14.315 1.00E+00 17.35 5636.2

25020 KAEEIQAK Unmodified _KAEEIQAK_ CYSK_MAIZE 2 458.75855 915.50255 -0.039619 0.076443 -0.012172 12.766 12.766 3.77E-01 17.67 181460

25021 KAEETAPVAEEK Unmodified _KAEETAPVAEEK_ B4FBC9_MAIZE 2 651.33281 1300.6511 0.54629 0.090648 0.60206 27.174 27.174 2.00E-01 24.99 25729

25022 KAEETAPVAEEK Unmodified _KAEETAPVAEEK_ B4FBC9_MAIZE 2 651.33281 1300.6511 0.53778 0.29435 0.79652 26.43 26.43 6.74E-02 28.21 138730

25023 KAEETAPVAEEK Unmodified _KAEETAPVAEEK_ B4FBC9_MAIZE 3 434.55763 1300.6511 0.18664 0.29358 0.44471 26.435 26.435 1.00E+00 9.15 109340

25024 KAEETAPVAEEK Unmodified _KAEETAPVAEEK_ B4FBC9_MAIZE 2 651.33281 1300.6511 0.60525 0.16816 0.73871 26.856 26.856 6.74E-02 50.44 24279

25025 KAEETAPVAEEK Unmodified _KAEETAPVAEEK_ B4FBC9_MAIZE 2 651.33281 1300.6511 0.51093 0.38568 0.86059 27.572 27.572 2.00E-01 33.36 21167

25026 KAEEYLLSVPQDTPYSEFNHR Unmodified _KAEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 841.7432 2522.2078 1.0684 0.049673 1.1039 82.531 82.531 2.78E-79 93.32 1216600

25027 KAEEYLLSVPQDTPYSEFNHR Unmodified _KAEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 841.7432 2522.2078 1.0585 0.062387 1.1067 83.27 83.27 1.27E-54 80.19 600790

25028 KAEEYLLSVPQDTPYSEFNHR Unmodified _KAEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 841.7432 2522.2078 1.0379 -0.038047 0.9859 83.498 83.498 1.66E-48 75.73 562220

25029 KAEEYLLSVPQDTPYSEFNHR Unmodified _KAEEYLLSVPQDTPYSEFNHR_ SUS1_MAIZE B6 3 841.7432 2522.2078 1.0332 0.070368 1.0894 83.296 83.296 5.75E-39 72.49 820790

25030 KAEHAFYLDWAVHSFR Unmodified _KAEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 494.99961 1975.9693 -0.0398 -0.20939 -0.25798 86.448 86.448 1.90E-03 34.34 2653600

25031 KAEHAFYLDWAVHSFR Unmodified _KAEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 494.99961 1975.9693 -0.15483 -0.081737 -0.24453 88.67 88.67 1.90E-03 39.75 933130

25032 KAEHAFYLDWAVHSFR Unmodified _KAEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 494.99961 1975.9693 -0.028386 -0.27174 -0.30815 88.608 88.608 1.08E-05 44.97 1022200

25033 KAEHAFYLDWAVHSFR Unmodified _KAEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 494.99961 1975.9693 -0.062862 -0.20554 -0.27779 88.487 88.487 1.13E-04 40.88 2531500

25034 KAEHAFYLDWAVHSFR Unmodified _KAEHAFYLDWAVHSFR_ B4G1T4_MAIZE 4 494.99961 1975.9693 0.013294 -0.33712 -0.33151 89.658 89.658 1.21E-01 21.69 337920

25035 KAELEPK Unmodified _KAELEPK_ B4FUC4_MAIZE 2 407.73709 813.45962 0.3415 0.24595 0.53738 16.948 16.948 4.46E-01 29.47 16148

25036 KAENLMLEK Unmodified _KAENLMLEK_ B6T9J4_MAIZE 2 538.29444 1074.5743 0.05467 -0.52906 -0.52093 39.26 39.26 3.32E-02 25.2 240580

25037 KAENLMLEK Unmodified _KAENLMLEK_ B6T9J4_MAIZE 2 538.29444 1074.5743 0.072883 0.32232 0.34665 41.224 41.224 3.39E-01 15.16 259630

25038 KAENLMLEK Unmodified _KAENLMLEK_ B6T9J4_MAIZE 2 538.29444 1074.5743 0.0013598 1.0366 0.98894 41.805 41.805 1.12E-01 22.89 286860

25039 KAESEVLSK Unmodified _KAESEVLSK_ B4FTR5_MAIZE 2 495.77694 989.53933 0.12039 -0.37395 -0.28748 23.652 23.652 3.39E-01 18.79 8908.6

25040 KAFDEGPWPK Unmodified _KAFDEGPWPK_ Q43274_MAIZE 3 392.20123 1173.5819 0.47133 0.45319 0.91404 58.357 58.357 1.00E+00 5.68 211390

25041 KAFDEGPWPK Unmodified _KAFDEGPWPK_ Q43274_MAIZE 2 587.79821 1173.5819 0.17555 1.0586 1.2223 58.137 58.137 4.40E-02 32.12 6741800

25042 KAFDEGPWPK Unmodified _KAFDEGPWPK_ Q43274_MAIZE 3 392.20123 1173.5819 0.45257 0.45017 0.89195 58.201 58.201 1.00E+00 7.34 2323200

25043 KAGAAAAAAAVAK Unmodified _KAGAAAAAAAVAK_ B4FFV2_MAIZE 3 357.54874 1069.6244 0.77378 0.24949 0.97726 30.795 30.795 1.00E-02 46.17 177300

25044 KAGAAAAAAAVAK Unmodified _KAGAAAAAAAVAK_ B4FFV2_MAIZE 3 357.54874 1069.6244 0.77095 0.48046 1.2036 32.533 32.533 1.00E-02 57.77 74738

25045 KAGALYDTIDASGGYYVCPVDK Unmodified _KAGALYDTIDASGGYYVCPVDK_ B4FRI1_MAIZE 3 788.37898 2362.1151 0.94031 -0.049799 0.89129 81.108 81.108 8.27E-10 54.95 978810

25046 KAHFTAPSSVR Unmodified _KAHFTAPSSVR_ B6TPG2_MAIZE 3 400.88764 1199.6411 0.40141 0.69322 1.0854 32.729 32.729 6.17E-01 11.11 264600

25047 KAHFTAPSSVR Unmodified _KAHFTAPSSVR_ B6TPG2_MAIZE 3 400.88764 1199.6411 0.37182 0.014633 0.37977 34.094 34.094 6.17E-01 24.54 65424

25048 KAHFTAPSSVR Unmodified _KAHFTAPSSVR_ B6TPG2_MAIZE 3 400.88764 1199.6411 0.17705 0.18765 0.35857 36.337 36.337 1.52E-02 27.18 325320

25049 KAINETHELK Unmodified _KAINETHELK_ B6U4J8_MAIZE 3 394.88742 1181.6404 0.58841 0.31186 0.86324 24.605 24.605 1.00E+00 4.05 7589.5

25050 KAINETHELK Unmodified _KAINETHELK_ B6U4J8_MAIZE 3 394.88742 1181.6404 0.50658 0.04751 0.52011 24.812 24.812 3.83E-02 31.57 48348

25051 KAITGSFIGSIDETAEVLQFCVDK Unmodified _KAITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 876.77903 2627.3153 1.1625 0.66446 1.8308 115.76 115.76 2.54E-04 30.83 732690
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25052 KAITGSFIGSIDETAEVLQFCVDK Unmodified _KAITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 876.77903 2627.3153 1.1393 0.22096 1.3641 117.5 117.5 1.17E-03 26.33 248030

25053 KAITGSFIGSIDETAEVLQFCVDK Unmodified _KAITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 876.77903 2627.3153 1.1008 0.41051 1.5149 118.38 118.38 1.17E-03 27.51 370860

25054 KAITGSFIGSIDETAEVLQFCVDK Unmodified _KAITGSFIGSIDETAEVLQFCVDK_ B6U7D8_MAIZE 3 876.77903 2627.3153 1.1585 0.41394 1.5763 137.04 137.04 5.75E-01 5.64 168920

25055 KALESENVDSVK Unmodified _KALESENVDSVK_ B6U0V6_MAIZE 2 659.84608 1317.6776 0.50259 0.37164 0.85184 35.897 35.897 1.98E-03 36.03 90384

25056 KALESENVDSVK Unmodified _KALESENVDSVK_ B6U0V6_MAIZE 2 659.84608 1317.6776 0.68912 1.3483 2.0145 37.814 37.814 2.62E-07 57.04 326140

25057 KALIDIR Unmodified _KALIDIR_ B4F8Q2_MAIZE 2 414.76872 827.52289 0.1936 0.17376 0.33026 50.75 50.75 7.83E-01 31.8 1015500

25058 KALIDIR Unmodified _KALIDIR_ B4F8Q2_MAIZE 2 414.76872 827.52289 0.11636 -0.16317 -0.081595 51.555 51.555 4.46E-01 31.3 4503100

25059 KAMEDAGLEK Oxidation (M) _KAM(ox)EDAGLEK_ B4FW90_MAIZE 2 554.27116 1106.5278 0.28767 -0.35 -0.093917 20.983 20.983 4.20E-02 18.46 6574

25060 KAMEDAGLEK Oxidation (M) _KAM(ox)EDAGLEK_ B4FW90_MAIZE 2 554.27116 1106.5278 0.26161 -0.26579 -0.036204 20.557 20.557 5.33E-01 22.83 9025.5

25061 KAMVELDAAPFKK Oxidation (M) _KAM(ox)VELDAAPFKK_ B4FQM2_MAIZE 3 488.60241 1462.7854 -0.098213 -0.33397 -0.4529 53.148 53.148 3.27E-03 32.57 1379300

25062 KANALLGFEK Unmodified _KANALLGFEK_ P93627_MAIZE 2 545.8164 1089.6182 -0.068985 0.1322 0.032341 57.442 57.442 3.43E-01 23.33 79189

25063 KANIEAELK Unmodified _KANIEAELK_ B4G1B0_MAIZE 2 508.29276 1014.571 -0.11296 -0.1413 -0.30628 39.409 39.409 9.73E-03 56.72 2625600

25064 KANIEAELK Unmodified _KANIEAELK_ B4G1B0_MAIZE 2 508.29276 1014.571 -0.12042 -0.015594 -0.18824 36.775 36.775 3.21E-03 56.31 2259000

25065 KANIEAELKK Unmodified _KANIEAELKK_ B4G1B0_MAIZE 3 381.89592 1142.6659 0.61361 -0.52017 0.040409 31.996 31.996 3.83E-02 40.42 123620

25066 KANLLDPHSIK Unmodified _KANLLDPHSIK_ B4FTE1_MAIZE 3 412.57507 1234.7034 0.035482 0.20717 0.21466 50.293 50.293 2.92E-01 26.1 400640

25067 KANLQDLAILTGGEVITEELGMNLENFEPHMLGTCK 2 Oxidation (M) _KANLQDLAILTGGEVITEELGM(ox)NLENFEPHM(ox)LGTCK_ CH61_MAIZE 4 1005.2456 4016.9533 1.2432 -0.38986 0.84717 130.74 130.74 2.18E-07 76.51 2259000

25068 KANLQDLAILTGGEVITEELGMNLENFEPHMLGTCK 2 Oxidation (M) _KANLQDLAILTGGEVITEELGM(ox)NLENFEPHM(ox)LGTCK_ CH61_MAIZE 5 804.39794 4016.9533 0.97274 -0.32264 0.64316 130.73 130.73 4.30E-02 26.41 1436800

25069 KANLQDLAILTGGEVITEELGMNLENVEPHMLGSCK 2 Oxidation (M) _KANLQDLAILTGGEVITEELGM(ox)NLENVEPHM(ox)LGSCK_ CH62_MAIZE 4 989.7417 3954.9377 1.1764 -0.25052 0.91783 130 130 7.88E-32 120.3 4179000

25070 KANLQDLAILTGGEVITEELGMNLENVEPHMLGSCK 2 Oxidation (M) _KANLQDLAILTGGEVITEELGM(ox)NLENVEPHM(ox)LGSCK_ CH62_MAIZE 5 791.99481 3954.9377 0.92342 0.080202 0.99487 129.97 129.97 1.85E-02 40.39 2094900

25071 KANLQDLAILTGGEVITEELGMNLENVEPHMLGSCK 2 Oxidation (M) _KANLQDLAILTGGEVITEELGM(ox)NLENVEPHM(ox)LGSCK_ CH62_MAIZE 3 1319.3198 3954.9377 1.125 -0.29275 0.82429 129.98 129.98 5.72E-02 18.72 239890

25072 KAPAAAAAAAP Unmodified _KAPAAAAAAAP_ B6SXW8_MAIZE 2 455.26126 908.50797 -0.13185 0.30585 0.12048 30.074 30.074 1.00E+00 9.28 62263

25073 KAPAAAAAAAP Unmodified _KAPAAAAAAAP_ B6SXW8_MAIZE 2 455.26126 908.50797 0.047049 0.077311 0.072525 32.839 32.839 3.83E-01 14.24 179740

25074 KAPAAAAAAAP Unmodified _KAPAAAAAAAP_ B6SXW8_MAIZE 2 455.26126 908.50797 0.084494 -0.027312 0.0054633 31.938 31.938 7.60E-01 14.55 134640

25075 KAPAAAAAAAP Unmodified _KAPAAAAAAAP_ B6SXW8_MAIZE 2 455.26126 908.50797 -0.023943 -0.005139 -0.08053 32.593 32.593 7.60E-01 22.79 517130

25076 KAPAAAAAAAP Unmodified _KAPAAAAAAAP_ B6SXW8_MAIZE 2 455.26126 908.50797 0.028221 0.26858 0.24419 32.726 32.726 7.60E-01 21.16 381830

25077 KAQCPIVER Unmodified _KAQCPIVER_ B6SHZ1_MAIZE 2 550.79768 1099.5808 0.20532 -0.022455 0.17018 29.752 29.752 1.00E+00 7.69 17202

25078 KAQCPIVER Unmodified _KAQCPIVER_ B6SHZ1_MAIZE 2 550.79768 1099.5808 0.059232 -0.72107 -0.67279 29.664 29.664 1.00E+00 5.93 4561

25079 KAQCPIVER Unmodified _KAQCPIVER_ B6SHZ1_MAIZE 2 550.79768 1099.5808 0.08299 -0.65201 -0.58116 31.191 31.191 1.00E+00 4.65 10785

25080 KAQCPIVER Unmodified _KAQCPIVER_ B6SHZ1_MAIZE 3 367.53421 1099.5808 0.6101 0.2895 0.88707 32.272 32.272 8.40E-02 29.36 49405

25081 KAQCPIVER Unmodified _KAQCPIVER_ B6SHZ1_MAIZE 2 550.79768 1099.5808 0.047611 0.20128 0.23634 32.273 32.273 7.18E-01 22.17 28413

25082 KAQEETYGSSGYGYGR Unmodified _KAQEETYGSSGYGYGR_ B4F957_MAIZE 3 584.93231 1751.7751 0.14535 -0.2219 -0.089231 45.495 45.495 4.93E-01 9.3 1897000

25083 KAQEETYGSSGYGYGR Unmodified _KAQEETYGSSGYGYGR_ B4F957_MAIZE 3 584.93231 1751.7751 0.16942 0.042114 0.19777 45.196 45.196 1.05E-01 18.04 2879300

25084 KASEEDEGAFGSGGYR Unmodified _KASEEDEGAFGSGGYR_ B4F957_MAIZE 3 553.91302 1658.7172 0.048172 -0.038804 -0.0022785 47.217 47.217 4.93E-01 13.53 1607300

25085 KASEEDEGAFGSGGYR Unmodified _KASEEDEGAFGSGGYR_ B4F957_MAIZE 3 553.91302 1658.7172 0.061284 -0.13728 -0.088341 46.955 46.955 7.63E-01 25.04 2510600
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25086 KASEEDEGAFGSGGYR Unmodified _KASEEDEGAFGSGGYR_ B4F957_MAIZE 2 830.3659 1658.7172 1.0596 0.22746 1.2753 46.957 46.957 7.73E-25 99.86 518600

25087 KASLIER Unmodified _KASLIER_ B6THG9_MAIZE 2 408.75053 815.4865 0.38614 0.04651 0.38671 27.204 27.204 1.86E-01 37.55 164520

25088 KASLIER Unmodified _KASLIER_ B6THG9_MAIZE 2 408.75053 815.4865 0.40596 -0.074136 0.28572 27.248 27.248 1.00E+00 11.05 16784

25089 KASLIER Unmodified _KASLIER_ B6THG9_MAIZE 2 408.75053 815.4865 0.46248 -0.51051 -0.092199 27.497 27.497 1.00E+00 8.75 9432.3

25090 KASLIER Unmodified _KASLIER_ B6THG9_MAIZE 2 408.75053 815.4865 0.29557 0.33139 0.58049 28.083 28.083 7.83E-01 34.27 83840

25091 KASLIER Unmodified _KASLIER_ B6THG9_MAIZE 2 408.75053 815.4865 0.53796 0.7255 1.2165 27.018 27.018 1.00E+00 17.47 5471.5

25092 KATASYGIQDDEDTRK Unmodified _KATASYGIQDDEDTRK_ Q41759_MAIZE 3 599.95863 1796.8541 0.29793 -0.47982 -0.19332 37.33 37.33 1.13E-04 46.87 247720

25093 KATTPFDGQKPGTSGLR Unmodified _KATTPFDGQKPGTSGLR_ B4FAE5_MAIZE 3 587.64784 1759.9217 0.16049 0.005587 0.1708 48.585 48.585 6.10E-04 33.16 2228000

25094 KATTPFEGQKPGTSGLR Unmodified _KATTPFEGQKPGTSGLR_ PGMC2_MAIZE 3 592.31973 1773.9373 0.21295 -0.084281 0.12816 46.601 46.601 6.47E-21 54.12 852080

25095 KAVEAEGKPVTQEANEEK Unmodified _KAVEAEGKPVTQEANEEK_ B6U8Y6_MAIZE 3 653.00061 1955.98 0.51407 -0.19433 0.2941 33.761 33.761 5.31E-03 44.13 132690

25096 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 2 631.34298 1260.6714 0.3603 0.25116 0.58566 45.347 45.347 4.43E-05 68.28 4861200

25097 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 3 421.23108 1260.6714 0.20182 0.41536 0.5916 45.381 45.381 1.00E+00 3.08 2557300

25098 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 2 631.34298 1260.6714 0.36308 0.00922 0.34663 45.535 45.535 3.57E-04 47.08 2242800

25099 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 2 631.34298 1260.6714 0.37426 0.021416 0.37037 47.904 47.904 3.60E-06 61.56 2396000

25100 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 2 631.34298 1260.6714 0.3549 -0.066872 0.26298 47.202 47.202 5.66E-08 75.03 4319300

25101 KAVENSPFLEK Unmodified _KAVENSPFLEK_ B6TB25_MAIZE 2 631.34298 1260.6714 0.30328 -0.13553 0.14236 48.268 48.268 3.57E-04 65.01 838690

25102 KAVESFTGHR Unmodified _KAVESFTGHR_ B6TZR1_MAIZE 2 566.2989 1130.5833 0.18203 0.35203 0.53045 30.074 30.074 7.11E-01 21.48 3861.4

25103 KAVEVESVAAAGK Unmodified _KAVEVESVAAAGK_ B4G027_MAIZE 2 629.85371 1257.6929 0.43381 0.12886 0.54166 40.902 40.902 4.68E-05 50.14 232860

25104 KAVEVESVATAGK Unmodified _KAVEVESVATAGK_ B6SLG3_MAIZE 3 430.24175 1287.7034 0.12873 -0.15184 -0.035314 41.473 41.473 8.26E-01 13.48 1672800

25105 KAVEVESVATAGK Unmodified _KAVEVESVATAGK_ B6SLG3_MAIZE 2 644.85899 1287.7034 0.45959 -0.035349 0.4115 41.466 41.466 1.56E-17 69.67 745130

25106 KAVGIWGCK Unmodified _KAVGIWGCK_ B4FMW5_MAIZE 2 509.77876 1017.543 -0.23208 0.4123 0.18223 46.747 46.747 1.01E-02 36.15 317190

25107 KAVGIWGCK Unmodified _KAVGIWGCK_ B4FMW5_MAIZE 3 340.18827 1017.543 1.0666 -0.079075 0.98993 46.756 46.756 1.00E+00 1.2 25789

25108 KAVHEAQQCLK Unmodified _KAVHEAQQCLK_ Q9FQA3_MAIZE 3 437.89944 1310.6765 0.19057 0.59295 0.76771 22.486 22.486 6.15E-03 33.98 61207

25109 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.45145 -0.28035 0.1634 47.334 47.334 1.26E-02 36.4 2888100

25110 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.25431 0.37294 0.62012 53.079 53.079 1.25E-01 28.38 83851

25111 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.30861 0.016675 0.31803 48.072 48.072 3.83E-02 34.06 440400

25112 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.42911 -0.49954 -0.078147 50.062 50.062 1.25E-01 45.96 608330

25113 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.40915 -0.095361 0.30577 49.375 49.375 3.83E-02 32.09 714830

25114 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.36446 0.097368 0.45345 50.079 50.079 1.26E-02 48.05 973720

25115 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.46288 0.000748 0.45441 49.44 49.44 1.25E-01 29.87 1010600

25116 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.40941 -0.50267 -0.10068 48.217 48.217 2.99E-03 43.39 10089000

25117 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 2 591.36131 1180.7081 0.18893 -0.1478 0.033639 48.223 48.223 1.62E-03 51.93 351570

25118 KAVVIHVPYR Unmodified _KAVVIHVPYR_ B6SHM7_MAIZE 3 394.57663 1180.7081 0.20978 -0.25373 -0.051768 52.967 52.967 1.67E-03 46.9 1882400

25119 KAYSDEEIIR Unmodified _KAYSDEEIIR_ B4FHT1_MAIZE 2 612.31696 1222.6194 0.31189 0.073917 0.35054 44.962 44.962 5.76E-06 76.63 949820
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25120 KAYSDEEIIR Unmodified _KAYSDEEIIR_ B4FHT1_MAIZE 2 612.31696 1222.6194 0.35694 0.039874 0.36064 46.638 46.638 2.81E-03 58.24 462630

25121 KAYSDEEIIR Unmodified _KAYSDEEIIR_ B4FHT1_MAIZE 2 612.31696 1222.6194 0.3211 -0.10967 0.17564 47.455 47.455 2.81E-03 58.8 470190

25122 KAYSDEEIIR Unmodified _KAYSDEEIIR_ B4FHT1_MAIZE 2 612.31696 1222.6194 0.22316 -0.21036 -0.02247 47.902 47.902 4.40E-05 68.18 9036400

25123 KCLVDLGHPLLNR Unmodified _KCLVDLGHPLLNR_ B6TTP4_MAIZE 3 512.28893 1533.845 -0.14772 -0.14286 -0.29466 71.713 71.713 1.53E-11 58.39 381440

25124 KCLVDLGHPLLNR Unmodified _KCLVDLGHPLLNR_ B6TTP4_MAIZE 4 384.46852 1533.845 0.32936 -0.09331 0.23064 71.716 71.716 5.88E-01 14.17 210320

25125 KCVELFFEIAENKEDYNK Unmodified _KCVELFFEIAENKEDYNK_ B6TB25_MAIZE 3 759.3683 2275.0831 0.88536 -0.81234 0.055343 85.093 85.093 1.41E-30 51.51 408980

25126 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 2 670.82938 1339.6442 0.55512 0.11289 0.63972 41.097 41.097 7.02E-22 85.76 1310800

25127 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 2 670.82938 1339.6442 0.54236 -0.038252 0.47587 43.349 43.349 1.68E-09 59.65 205380

25128 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 2 670.82938 1339.6442 0.53447 -0.39778 0.10984 43.462 43.462 1.68E-09 55.55 288680

25129 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 2 670.82938 1339.6442 0.52196 -0.18211 0.31257 43.985 43.985 9.64E-17 95.46 1040000

25130 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 3 447.55534 1339.6442 -0.040233 -0.06204 -0.12882 41.253 41.253 8.04E-02 38.35 6940500

25131 KDAAENTMVAYK Unmodified _KDAAENTMVAYK_ 14331_MAIZE 1 2 670.82938 1339.6442 0.46022 -0.093392 0.33908 41.264 41.264 2.62E-07 82.07 2472200

25132 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 2 678.82683 1355.6391 0.59389 0.054898 0.62525 30.641 30.641 2.29E-02 14.7 21244

25133 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 3 452.88698 1355.6391 0.054927 -0.42967 -0.39768 33.414 33.414 1.00E+00 4.39 76089

25134 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 3 452.88698 1355.6391 0.051843 -0.29614 -0.26717 32.533 32.533 4.50E-01 14.77 78208

25135 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 2 678.82683 1355.6391 0.69838 -0.51006 0.16504 32.526 32.526 2.07E-09 33.72 32212

25136 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 3 452.88698 1355.6391 0.0053093 -0.8873 -0.90372 33.383 33.383 1.00E+00 4.48 62405

25137 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 3 452.88698 1355.6391 -0.02966 -0.069018 -0.12366 34.072 34.072 8.04E-02 35.68 238190

25138 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 2 678.82683 1355.6391 0.54998 0.26588 0.79121 34.066 34.066 2.29E-02 5.79 113710

25139 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 2 678.82683 1355.6391 0.55007 -0.32461 0.20129 31.44 31.44 1.22E-27 68.33 541630

25140 KDAAENTMVAYK Oxidation (M) _KDAAENTM(ox)VAYK_ 14331_MAIZE 1 3 452.88698 1355.6391 -0.016739 0.033888 -0.0078608 31.398 31.398 2.11E-01 31.35 1121200

25141 KDAAESTMNAYK Unmodified _KDAAESTMNAYK_ B4FRG1_MAIZE 2 664.81118 1327.6078 0.48579 5.8089 6.2537 40.837 40.837 4.56E-01 9.77 228440

25142 KDAAESTMNAYK Unmodified _KDAAESTMNAYK_ B4FRG1_MAIZE 2 664.81118 1327.6078 0.52583 0.10948 0.6028 38.26 38.26 2.05E-12 70.37 408610

25143 KDAAESTMNAYK Oxidation (M) _KDAAESTM(ox)NAYK_ B4FRG1_MAIZE 2 672.80864 1343.6027 0.63839 -0.12921 0.48032 24.57 24.57 9.49E-04 25.77 34818

25144 KDAAPSERPILGR Unmodified _KDAAPSERPILGR_ B4FUE0_MAIZE 3 470.60016 1408.7787 0.0096021 -0.16928 -0.18675 38.737 38.737 9.36E-01 17.28 729970

25145 KDAAPSERPILGR Unmodified _KDAAPSERPILGR_ B4FUE0_MAIZE 3 470.60016 1408.7787 -0.038617 -0.11981 -0.18508 40.74 40.74 1.28E-01 17.59 1312600

25146 KDADPSAHAEVTAIR Unmodified _KDADPSAHAEVTAIR_ B6UC30_MAIZE 3 527.60575 1579.7954 -0.12723 -0.32203 -0.46301 44.547 44.547 6.35E-02 23.79 888570

25147 KDAPAGEKPEPVK Unmodified _KDAPAGEKPEPVK_ B6SII7_MAIZE 3 455.91727 1364.73 0.13695 -0.29026 -0.17549 23.009 23.009 8.81E-01 11.92 13815

25148 KDAPAGEKPEPVK Unmodified _KDAPAGEKPEPVK_ B6SII7_MAIZE 3 455.91727 1364.73 0.13149 -1.4262 -1.3144 23.648 23.648 8.81E-01 8.94 19445

25149 KDAPAGEKPEPVK Unmodified _KDAPAGEKPEPVK_ B6SII7_MAIZE 3 455.91727 1364.73 -0.011816 -0.28926 -0.32373 23.565 23.565 5.38E-01 20.69 99696

25150 KDAPAGEKPEPVK Unmodified _KDAPAGEKPEPVK_ B6SII7_MAIZE 3 455.91727 1364.73 0.086249 -0.36703 -0.30171 22.554 22.554 8.81E-01 13.84 140000

25151 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 3 465.26104 1392.7613 0.12085 -0.16658 -0.059501 28.729 28.729 1.41E-02 30.66 57878

25152 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 3 465.26104 1392.7613 0.080147 -0.32225 -0.25465 29.468 29.468 8.81E-01 17.76 21935

25153 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 3 465.26104 1392.7613 0.093063 -0.27002 -0.19101 29.597 29.597 1.00E+00 3.9 26211
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25154 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 3 465.26104 1392.7613 -0.025581 -0.44611 -0.48539 30.229 30.229 3.64E-02 30.06 99490

25155 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 3 465.26104 1392.7613 0.034798 -0.23284 -0.21085 27.835 27.835 1.41E-02 32.47 176140

25156 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 2 697.38792 1392.7613 0.63465 -0.053178 0.56853 31.215 31.215 1.00E+00 11.66 15587

25157 KDAPVGEKPEPVK Unmodified _KDAPVGEKPEPVK_ B6SII4_MAIZE 4 349.1976 1392.7613 0.89097 0.19525 1.0724 31.217 31.217 8.81E-01 12.87 44454

25158 KDDDLDEEEYYSPFLGIEK Unmodified _KDDDLDEEEYYSPFLGIEK_ B6SV32_MAIZE 3 769.01799 2304.0322 0.85318 -0.14486 0.69361 96.938 96.938 2.45E-02 32.11 389640

25159 KDDDLDEEEYYSPFLGIEK Unmodified _KDDDLDEEEYYSPFLGIEK_ B6SV32_MAIZE 3 769.01799 2304.0322 0.87649 -0.14728 0.71373 97.129 97.129 9.90E-15 43.39 367150

25160 KDDDLDEEEYYSPFLGIEK Unmodified _KDDDLDEEEYYSPFLGIEK_ B6SV32_MAIZE 3 769.01799 2304.0322 0.87901 -0.25657 0.60701 97.004 97.004 2.84E-03 24.67 518590

25161 KDDEVQVVR Unmodified _KDDEVQVVR_ B6TPG2_MAIZE 3 363.19626 1086.5669 0.94372 0.18764 1.1323 32.722 32.722 1.00E+00 5.67 212370

25162 KDDEVQVVR Unmodified _KDDEVQVVR_ B6TPG2_MAIZE 2 544.29075 1086.5669 0.015333 -0.80916 -0.79012 32.358 32.358 1.00E+00 6.97 2551.5

25163 KDDEVQVVR Unmodified _KDDEVQVVR_ B6TPG2_MAIZE 3 363.19626 1086.5669 0.71357 0.60659 1.3202 35.38 35.38 9.63E-01 28.27 130320

25164 KDDEVQVVR Unmodified _KDDEVQVVR_ B6TPG2_MAIZE 2 544.29075 1086.5669 -0.023394 0.21269 0.19074 35.448 35.448 3.32E-02 53.29 96874

25165 KDDGSPVNPAIK Unmodified _KDDGSPVNPAIK_ B4FK58_MAIZE 3 414.22258 1239.6459 0.32256 -4.4457 -4.1225 65.142 65.142 1.00E+00 0.14 606200

25166 KDDGSPVNPAIK Unmodified _KDDGSPVNPAIK_ B4FK58_MAIZE 2 620.83023 1239.6459 0.27961 0.077454 0.34774 41.044 41.044 1.68E-09 72.56 316120

25167 KDDHHHVESVLHSAK Unmodified _KDDHHHVESVLHSAK_ B4FVD5_MAIZE 4 435.47095 1737.8547 0.14092 0.039118 0.17654 30.042 30.042 2.19E-02 33.75 458910

25168 KDDHHHVESVLHSAK Unmodified _KDDHHHVESVLHSAK_ B4FVD5_MAIZE 3 580.29217 1737.8547 0.25017 0.013224 0.26058 30.033 30.033 1.98E-01 17.84 57012

25169 KDDVIPTFR Unmodified _KDDVIPTFR_ Q6RW10_MAIZE 2 545.79821 1089.5819 0.045968 0.05413 0.10276 58.536 58.536 3.32E-02 34.98 1324100

25170 KDDVIPTFR Unmodified _KDDVIPTFR_ Q6RW10_MAIZE 2 545.79821 1089.5819 0.029338 1.0907 1.1215 59.259 59.259 3.32E-02 37.21 263120

25171 KDDVIPTFR Unmodified _KDDVIPTFR_ Q6RW10_MAIZE 2 545.79821 1089.5819 0.080148 -0.52446 -0.44067 60.459 60.459 1.01E-02 45.91 534870

25172 KDEEQLAAGGYGESAEYTEATVTEVVSTGENEYDEYKK Unmodified _KDEEQLAAGGYGESAEYTEATVTEVVSTGENEYDEYKK_ B4FKG5_MAIZE 4 1048.2237 4188.8659 1.1531 0.29804 1.4381 127.41 127.41 1.16E-07 78.16 640360

25173 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.20714 0.19074 0.36064 60.369 60.369 1.62E-03 49.33 3554500

25174 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 -0.033198 0.48105 0.41097 62.772 62.772 1.84E-04 59.52 3520700

25175 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 3 396.22744 1185.6605 0.18334 0.8707 1.0153 62.75 62.75 1.25E-01 35.31 984170

25176 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 3 396.22744 1185.6605 0.3979 0.36972 0.73062 72.265 72.265 1.00E+00 9.47 26048

25177 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.20115 0.11496 0.27906 61.145 61.145 1.84E-04 59.85 694130

25178 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.25362 0.1294 0.34738 62.49 62.49 1.62E-03 45.01 433970

25179 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.2774 0.33055 0.57174 61.878 61.878 2.81E-03 51.58 527100

25180 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.22068 0.050523 0.23454 62.346 62.346 2.81E-03 48.9 520600

25181 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.28269 0.45399 0.70028 62.012 62.012 2.81E-03 42.66 912470

25182 KDELLAQIEK Unmodified _KDELLAQIEK_ B4FH44_MAIZE 2 593.83753 1185.6605 0.11114 -0.15464 -0.079443 63.943 63.943 1.62E-03 55.99 5435700

25183 KDEPHECPVCSQYFVLK Unmodified _KDEPHECPVCSQYFVLK_ B4FIN0_MAIZE 3 712.66781 2134.9816 0.68083 -0.44321 0.24388 70.339 70.339 2.02E-06 36.19 483190

25184 KDEYQGVWK Unmodified _KDEYQGVWK_ B4FAK8_MAIZE 2 576.78784 1151.5611 0.13902 0.51324 0.63958 46.586 46.586 1.01E-02 31.59 694700

25185 KDEYQGVWK Unmodified _KDEYQGVWK_ B4FAK8_MAIZE 2 576.78784 1151.5611 0.23191 0.52831 0.74859 48.219 48.219 1.12E-01 32.15 385780

25186 KDEYQGVWK Unmodified _KDEYQGVWK_ B4FAK8_MAIZE 2 576.78784 1151.5611 0.10917 -0.031753 0.066742 48.998 48.998 1.01E-02 40.59 1822000

25187 KDEYQGVWK Unmodified _KDEYQGVWK_ B4FAK8_MAIZE 3 384.86098 1151.5611 0.47505 0.25308 0.71686 48.999 48.999 1.00E+00 9.6 1285800
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25188 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 2 590.79091 1179.5673 0.26229 0.12373 0.377 47.931 47.931 1.12E-01 46.52 818340

25189 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 3 394.19637 1179.5673 0.47562 0.24851 0.71401 50.321 50.321 5.45E-01 14.22 453640

25190 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 2 590.79091 1179.5673 0.22848 0.19595 0.41378 50.399 50.399 1.01E-02 46.88 547570

25191 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 3 394.19637 1179.5673 0.47111 0.15708 0.61687 49.59 49.59 5.45E-01 27.97 409780

25192 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 3 394.19637 1179.5673 0.34869 0.2431 0.58161 50.445 50.445 2.35E-01 33.1 2822900

25193 KDEYQGVWR Unmodified _KDEYQGVWR_ B6TNF1_MAIZE 2 590.79091 1179.5673 0.16362 0.12271 0.27603 50.449 50.449 1.01E-02 47.82 2425800

25194 KDFSTAILER Unmodified _KDFSTAILER_ B6SLG1_MAIZE 3 393.88379 1178.6295 0.31951 0.35926 0.65998 62.082 62.082 5.86E-01 18.79 173370

25195 KDFSTAILER Unmodified _KDFSTAILER_ B6SLG1_MAIZE 3 393.88379 1178.6295 0.48112 0.056077 0.51862 63.441 63.441 2.94E-01 19.81 368230

25196 KDFSTAILER Unmodified _KDFSTAILER_ B6SLG1_MAIZE 2 590.32205 1178.6295 0.27813 -0.097492 0.16236 63.425 63.425 2.81E-03 43.57 290870

25197 KDFSTAILER Unmodified _KDFSTAILER_ B6SLG1_MAIZE 3 393.88379 1178.6295 0.41613 -0.020201 0.3778 62.793 62.793 1.00E+00 19.03 1307300

25198 KDFSTAILER Unmodified _KDFSTAILER_ B6SLG1_MAIZE 2 590.32205 1178.6295 0.22839 -0.11438 0.096405 62.785 62.785 1.84E-04 60.93 965930

25199 KDGDEVFIK Unmodified _KDGDEVFIK_ B6T4Q3_MAIZE 2 525.77694 1049.5393 0.021943 -0.16094 -0.14309 46.479 46.479 3.32E-02 40.86 426940

25200 KDGDEVFIK Unmodified _KDGDEVFIK_ B6T4Q3_MAIZE 2 525.77694 1049.5393 -0.095009 -0.38651 -0.48429 46.196 46.196 3.39E-01 23.35 1949300

25201 KDGLVCTAR Unmodified _KDGLVCTAR_ Q5YFA2_MAIZE 2 510.26876 1018.523 0.093271 -0.027851 0.07003 28.693 28.693 7.18E-01 44.64 23934

25202 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 3 501.91727 1502.73 -0.049829 -0.21526 -0.26295 49.721 49.721 5.38E-01 8.16 902340

25203 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 3 501.91727 1502.73 -0.029547 -0.22706 -0.2532 48.978 48.978 8.81E-01 2.85 1146000

25204 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 3 501.91727 1502.73 -0.068758 -0.013278 -0.07944 49.84 49.84 2.66E-01 4.2 1152500

25205 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 3 501.91727 1502.73 -0.12269 0.021135 -0.099182 49.331 49.331 1.41E-02 23.5 17172000

25206 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 2 752.37227 1502.73 0.84992 0.057735 0.9097 49.326 49.326 1.47E-03 44.75 547100

25207 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 3 501.91727 1502.73 -0.0014323 0.021135 0.021659 50.179 50.179 8.81E-01 0.11 582520

25208 KDGTCAWLRPDGK Unmodified _KDGTCAWLRPDGK_ B4FUE7_MAIZE 4 376.68977 1502.73 0.69064 0.043095 0.73544 51.456 51.456 1.00E+00 6.08 1592700

25209 KDGVYMYFEDNAGVIVNPK Oxidation (M) _KDGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 3 725.68575 2174.0354 0.71148 -0.04166 0.66721 89.03 89.03 6.35E-03 25.07 295290

25210 KDGVYMYFEDNAGVIVNPK Oxidation (M) _KDGVYM(ox)YFEDNAGVIVNPK_ B4FGL4_MAIZE 3 725.68575 2174.0354 0.71044 -0.22933 0.47898 89.777 89.777 1.03E-01 21.51 375060

25211 KDLIGAAQPITPVMLDFK Oxidation (M) _KDLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 3 658.36405 1972.0703 0.46844 -0.32277 0.14258 90.804 90.804 3.92E-01 15.38 1024000

25212 KDLIGAAQPITPVMLDFK Oxidation (M) _KDLIGAAQPITPVM(ox)LDFK_ B4FRI1_MAIZE 3 658.36405 1972.0703 0.44436 -0.20623 0.2337 90.493 90.493 1.06E-02 19.73 2674100

25213 KDLIGAAQPITPVMLDFK Unmodified _KDLIGAAQPITPVMLDFK_ B4FRI1_MAIZE 3 653.03242 1956.0754 0.49427 1.165 1.6513 97.941 97.941 1.00E+00 2.93 1023000

25214 KDLYGNIVLSGGSTMFPGIADR Oxidation (M) _KDLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 776.39485 2326.1627 0.94298 0.7829 1.7255 91.526 91.526 6.58E-05 31.09 163280

25215 KDLYGNIVLSGGSTMFPGIADR Oxidation (M) _KDLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 776.39485 2326.1627 0.98513 0.60354 1.5891 91.674 91.674 6.58E-05 39.04 501560

25216 KDLYGNIVLSGGSTMFPGIADR Oxidation (M) _KDLYGNIVLSGGSTM(ox)FPGIADR_ B4F989_MAIZE 3 776.39485 2326.1627 0.88735 0.009556 0.89737 91.277 91.277 5.99E-10 58.48 1819000

25217 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.94179 -0.23063 0.71468 91.968 91.968 6.58E-05 41.41 1064500

25218 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.92641 0.12338 1.0529 92.598 92.598 5.99E-10 49.69 370630

25219 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.90691 0.054429 0.96518 92.691 92.691 5.99E-10 56.38 603840

25220 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.90614 -0.15357 0.75581 92.572 92.572 7.50E-16 63.92 1196100

25221 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.97855 -0.30472 0.67745 92.268 92.268 2.19E-05 51.37 521570
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25222 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.93355 -0.062791 0.87443 92.758 92.758 5.93E-08 63.95 2157100

25223 KDLYGNIVLSGGTTMFPGIADR Oxidation (M) _KDLYGNIVLSGGTTM(ox)FPGIADR_ B4FRH8_MAIZE 3 781.06674 2340.1784 0.88652 -0.20962 0.68011 92.379 92.379 5.93E-08 71.06 6071300

25224 KDLYGNIVLSGGTTMFPGIADR Unmodified _KDLYGNIVLSGGTTMFPGIADR_ B4FRH8_MAIZE 3 775.7351 2324.1835 0.94913 -0.021192 0.92928 101.03 101.03 2.19E-05 48.33 845680

25225 KDLYGNIVLSGGTTMFPGIADR Unmodified _KDLYGNIVLSGGTTMFPGIADR_ B4FRH8_MAIZE 3 775.7351 2324.1835 0.96155 0.1733 1.1362 102.06 102.06 5.39E-04 33.02 409260

25226 KDLYGNIVLSGGTTMFPGIADR Unmodified _KDLYGNIVLSGGTTMFPGIADR_ B4FRH8_MAIZE 3 775.7351 2324.1835 0.91094 0.20354 1.1159 101.49 101.49 5.39E-04 21.98 1203800

25227 KDNAEGQEVEAAAEETKK Unmodified _KDNAEGQEVEAAAEETKK_ B4FE90_MAIZE 3 649.64824 1945.9229 0.43016 0.023257 0.42313 44.101 44.101 1.51E-39 72.92 5701900

25228 KDNAEGQEVEAAAEETKK Unmodified _KDNAEGQEVEAAAEETKK_ B4FE90_MAIZE 3 649.64824 1945.9229 0.4817 0.059412 0.51137 46.549 46.549 9.25E-50 73.61 609480

25229 KDNAEGQEVEAAAEETKK Unmodified _KDNAEGQEVEAAAEETKK_ B4FE90_MAIZE 3 649.64824 1945.9229 0.48923 -0.038677 0.41992 45.763 45.763 3.47E-07 46.29 567280

25230 KDNAEGQEVEAAAEETKK Unmodified _KDNAEGQEVEAAAEETKK_ B4FE90_MAIZE 3 649.64824 1945.9229 0.40486 0.16634 0.54051 44.395 44.395 1.22E-09 49.87 1709600

25231 KDPENEHGHR Unmodified _KDPENEHGHR_ A8IK79_MAIZE 3 406.85853 1217.5537 0.15104 0.122 0.25598 9.5486 9.5486 3.83E-02 26.73 9787.2

25232 KDPVYAYHVEEAR Unmodified _KDPVYAYHVEEAR_ B6SZW3_MAIZE 3 526.26333 1575.7682 0.028827 0.1159 0.12529 48.757 48.757 6.66E-04 45.73 764630

25233 KDVEGSLFVVK Unmodified _KDVEGSLFVVK_ B4FT08_MAIZE 2 610.8479 1219.6812 0.31607 -0.081977 0.23753 64.51 64.51 1.47E-01 27.32 464880

25234 KDVFQVNVE Unmodified _KDVFQVNVE_ B4FQS7_MAIZE 2 539.28239 1076.5502 -0.15401 -0.075591 -0.22309 68.423 68.423 9.73E-03 56.06 1080700

25235 KDVNLDLIK Unmodified _KDVNLDLIK_ B4FS49_MAIZE 2 529.31623 1056.6179 0.0070885 -0.3446 -0.35831 58.379 58.379 1.01E-02 37.76 2083300

25236 KDVNLDLIK Unmodified _KDVNLDLIK_ B4FS49_MAIZE 2 529.31623 1056.6179 -0.081027 -0.20228 -0.30385 59.002 59.002 9.73E-03 59.09 395100

25237 KDVNLDLIK Unmodified _KDVNLDLIK_ B4FS49_MAIZE 2 529.31623 1056.6179 0.016776 -0.29217 -0.2948 60.51 60.51 1.01E-02 42.59 736210

25238 KDVNLDLIK Unmodified _KDVNLDLIK_ B4FS49_MAIZE 2 529.31623 1056.6179 -0.024809 0.19063 0.14468 60.369 60.369 9.73E-03 54.31 1029500

25239 KDVNLDLIK Unmodified _KDVNLDLIK_ B4FS49_MAIZE 2 529.31623 1056.6179 0.0015801 -0.1799 -0.19825 60.276 60.276 1.01E-02 34.76 921130

25240 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 -0.044405 0.35584 0.29189 58.292 58.292 8.04E-02 29.87 4606300

25241 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 -0.10744 0.024455 -0.10269 59.968 59.968 1.00E+00 6.88 38163

25242 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 -0.12488 0.36842 0.22281 58.759 58.759 7.83E-01 12.49 443980

25243 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 -0.034645 0.2775 0.22304 59.787 59.787 7.83E-01 11.34 613160

25244 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 0.010603 0.98846 0.97828 60.222 60.222 4.46E-01 17.8 553330

25245 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 3 323.16764 966.48108 1.373 -0.15623 1.1972 58.879 58.879 6.12E-01 25.79 704410

25246 KDWYDIK Unmodified _KDWYDIK_ B4FAV3_MAIZE 2 484.24782 966.48108 -0.12452 0.28765 0.14396 58.88 58.88 4.46E-01 20.62 2901000

25247 KDYPDEDWLHLTGLIHDLGK Unmodified _KDYPDEDWLHLTGLIHDLGK_ B4FA10_MAIZE 4 592.05103 2364.175 0.17582 0.06241 0.23467 110.56 110.56 1.62E-02 16.38 1288800

25248 KDYSTAILER Unmodified _KDYSTAILER_ B6T8X9_MAIZE 2 598.3195 1194.6245 0.28144 0.42595 0.67874 55.492 55.492 1.84E-04 54.86 428860

25249 KDYSTAILER Unmodified _KDYSTAILER_ B6T8X9_MAIZE 2 598.3195 1194.6245 0.24416 0.26272 0.47878 54.759 54.759 2.81E-03 60.56 1544000

25250 KDYSTAILER Unmodified _KDYSTAILER_ B6T8X9_MAIZE 3 399.21543 1194.6245 0.37434 0.52556 0.8721 54.76 54.76 1.00E+00 16.23 791760

25251 KECVDLLLK Unmodified _KECVDLLLK_ B4G137_MAIZE 2 559.31791 1116.6213 0.06139 0.74292 0.78919 60.541 60.541 1.01E-02 54.78 894460

25252 KEDAPAPPESK Unmodified _KEDAPAPPESK_ B4FJ52_MAIZE 2 584.79586 1167.5772 0.36863 0.000709 0.33884 27.369 27.369 4.96E-02 34.98 6056.7

25253 KEDEAAVAELK Unmodified _KEDEAAVAELK_ B6TEF3_MAIZE 2 601.81679 1201.619 0.25172 -0.4093 -0.19501 41.552 41.552 5.66E-08 80.8 348010

25254 KEDGTIEPFEMIGAAR Unmodified _KEDGTIEPFEMIGAAR_ B6TAJ3_MAIZE 3 588.62594 1762.856 0.26842 0.172 0.42441 84.624 84.624 1.03E-03 27.43 565990

25255 KEDGTIEPFEMIGAAR Unmodified _KEDGTIEPFEMIGAAR_ B6TAJ3_MAIZE 3 588.62594 1762.856 0.1269 -0.15646 -0.046009 85.051 85.051 1.05E-01 10.07 2588500
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25256 KEDGTIEPFEMIGAAR Unmodified _KEDGTIEPFEMIGAAR_ B6TAJ3_MAIZE 2 882.43527 1762.856 1.0731 -0.48944 0.5681 85.074 85.074 9.46E-03 47.97 300850

25257 KEDGTIEPFEMIGAAR Oxidation (M) _KEDGTIEPFEM(ox)IGAAR_ B6TAJ3_MAIZE 3 593.95758 1778.8509 0.14294 0.006882 0.13555 71.5 71.5 7.42E-06 50.33 2932900

25258 KEDGTIEPFEMIGAAR Oxidation (M) _KEDGTIEPFEM(ox)IGAAR_ B6TAJ3_MAIZE 3 593.95758 1778.8509 0.14443 0.15361 0.28321 72.021 72.021 2.58E-07 45.88 2951600

25259 KEDHHHVESVLHSAK Unmodified _KEDHHHVESVLHSAK_ B6T2T0_MAIZE 4 438.97486 1751.8703 0.1567 -0.015537 0.13227 31.012 31.012 4.35E-01 20.89 172490

25260 KEDHHHVESVLHSAK Unmodified _KEDHHHVESVLHSAK_ B6T2T0_MAIZE 5 351.38134 1751.8703 1.1883 -0.3546 0.826 31.022 31.022 1.00E+00 11.9 147030

25261 KEDIDGFLVGGASLK Unmodified _KEDIDGFLVGGASLK_ B4FDF4_MAIZE 2 774.91704 1547.8195 0.91415 -0.058405 0.85223 81.535 81.535 1.04E-33 83.09 487610

25262 KEDLQLVDLVLESAR Unmodified _KEDLQLVDLVLESAR_ B4FB71_MAIZE 3 576.65611 1726.9465 0.16464 0.11962 0.26816 112.25 112.25 1.98E-01 23.21 410750

25263 KEDLQLVDLVLESAR Unmodified _KEDLQLVDLVLESAR_ B4FB71_MAIZE 2 864.48053 1726.9465 1.1459 -0.077256 1.0522 112.21 112.21 1.60E-05 60.39 63989

25264 KEDPVPELPPYLVK Unmodified _KEDPVPELPPYLVK_ B4G072_MAIZE 2 812.45326 1622.892 1.0041 -0.33926 0.65143 80.415 80.415 7.64E-09 50.41 1572300

25265 KEDPVPELPPYLVK Unmodified _KEDPVPELPPYLVK_ B4G072_MAIZE 3 541.97126 1622.892 0.013929 0.15245 0.15088 80.404 80.404 6.14E-02 26.13 5340700

25266 KEDVTADSR Unmodified _KEDVTADSR_ B6UCZ5_MAIZE 2 510.75145 1019.4884 0.14379 -0.26318 -0.13014 16.721 16.721 3.39E-01 22.79 4966.3

25267 KEEAEPAAATEAAPAPAETPSEAAVVEEK Unmodified _KEEAEPAAATEAAPAPAETPSEAAVVEEK_ B4FAQ9_MAIZE 3 965.13649 2892.3876 1.1847 0.16516 1.3204 63.585 63.585 4.14E-40 67.51 2578000

25268 KEEAPAPAAAVEK Unmodified _KEEAPAPAAAVEK_ B6TK17_MAIZE 2 655.85117 1309.6878 0.43193 0.065224 0.45789 37.228 37.228 2.50E-15 61.84 2165100

25269 KEEAPAPAAAVEK Unmodified _KEEAPAPAAAVEK_ B6TK17_MAIZE 3 437.56987 1309.6878 0.02504 0.21946 0.20407 37.218 37.218 4.86E-01 26.13 1559200

25270 KEELLPVEEK Unmodified _KEELLPVEEK_ B4FFQ3_MAIZE 2 607.33736 1212.6602 0.13983 -0.85795 -0.75207 50.394 50.394 2.81E-03 36.9 468800

25271 KEELTLEK Unmodified _KEELTLEK_ B6SLS0_MAIZE 2 495.27931 988.54408 -0.036443 -0.20989 -0.28619 38.316 38.316 1.65E-01 19 205680

25272 KEIADETDRETGR Unmodified _KEIADETDRETGR_ B6U4J8_MAIZE 3 507.24975 1518.7274 0.011576 -0.85588 -0.86118 28.942 28.942 1.28E-01 34.45 53498

25273 KEIADETDRETGR Unmodified _KEIADETDRETGR_ B6U4J8_MAIZE 3 507.24975 1518.7274 0.053058 -0.26254 -0.22766 30.05 30.05 3.08E-01 30.63 47099

25274 KEIADETDRETGR Unmodified _KEIADETDRETGR_ B6U4J8_MAIZE 3 507.24975 1518.7274 -0.021978 -0.66869 -0.7079 29.127 29.127 9.36E-01 25.57 32697

25275 KEIADETDRETGR Unmodified _KEIADETDRETGR_ B6U4J8_MAIZE 3 507.24975 1518.7274 0.0062339 -0.40884 -0.42022 29.86 29.86 1.28E-01 31.59 326910

25276 KELDALLSDDSLANVPFLILGNK Unmodified _KELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 3 829.12313 2484.3476 1.0556 0.36978 1.4101 124.65 124.65 4.10E-06 44.46 154350

25277 KELDALLSDDSLANVPFLILGNK Unmodified _KELDALLSDDSLANVPFLILGNK_ B6TG58_MAIZE 3 829.12313 2484.3476 1.042 0.29415 1.3204 129.87 129.87 4.10E-06 32.25 439760

25278 KENDEVFIK Unmodified _KENDEVFIK_ B4FR90_MAIZE 2 561.2955 1120.5764 0.10856 0.11784 0.20446 44.171 44.171 9.73E-03 49.77 1495900

25279 KENLLAQIEK Unmodified _KENLLAQIEK_ B6SMC1_MAIZE 2 593.34552 1184.6765 0.20606 -0.48104 -0.31759 58.406 58.406 1.62E-03 28.08 1337000

25280 KENLLAQIEK Unmodified _KENLLAQIEK_ B6SMC1_MAIZE 3 395.89944 1184.6765 0.14141 -0.5293 -0.42838 62.141 62.141 1.25E-01 27.49 1335400

25281 KENLLAQIEK Unmodified _KENLLAQIEK_ B6SMC1_MAIZE 2 593.34552 1184.6765 0.0099996 0.067491 0.034134 62.128 62.128 1.62E-03 43.38 1251800

25282 KEPLTVYGDGK Unmodified _KEPLTVYGDGK_ B4FP94_MAIZE 2 603.82188 1205.6292 0.27333 -0.31534 -0.04798 42.344 42.344 4.43E-05 56.3 587260

25283 KEPLTVYGDGK Unmodified _KEPLTVYGDGK_ B4FP94_MAIZE 2 603.82188 1205.6292 0.40097 -3.1296 -2.7294 44.384 44.384 4.43E-05 68.19 774670

25284 KEPLTVYGDGK Unmodified _KEPLTVYGDGK_ B4FP94_MAIZE 2 603.82188 1205.6292 0.19572 0.050871 0.24005 45.267 45.267 5.66E-08 62.56 5150900

25285 KEPYVVELDQR Unmodified _KEPYVVELDQR_ B6T828_MAIZE 3 459.24539 1374.7143 -0.27193 -0.056195 -0.34318 59.056 59.056 6.15E-03 38.74 1642800

25286 KEPYVVELDQR Unmodified _KEPYVVELDQR_ B6T828_MAIZE 2 688.36444 1374.7143 0.54204 -0.14203 0.38627 59.047 59.047 3.57E-04 55.08 260730

25287 KEQVFSTYSDNQPGVLIQVYEGER Unmodified _KEQVFSTYSDNQPGVLIQVYEGER_ HSP70_MAIZE 3 929.45924 2785.3559 1.2217 -0.10794 1.1106 91.69 91.69 3.04E-08 45.83 691680

25288 KESAESTMMAYK 2 Oxidation (M) _KESAESTM(ox)M(ox)AYK_ B6SRI4_MAIZE 3 469.87587 1406.6058 0.098248 -0.3665 -0.29564 22.796 22.796 4.50E-01 9.8 30086

25289 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 0.11519 -0.16939 -0.079349 30.486 30.486 7.68E-01 19.01 61386



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

25290 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 -0.11976 0.18901 0.042964 28.982 28.982 1.00E+00 7.69 39914

25291 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 2 680.32667 1358.6388 0.61335 0.5791 1.1658 28.986 28.986 2.29E-02 30.18 21201

25292 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 0.090332 0.20952 0.27449 31.721 31.721 4.50E-01 13.48 45857

25293 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 2 680.32667 1358.6388 0.69264 0.084535 0.7515 30.844 30.844 2.29E-02 13.08 32827

25294 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 0.09825 -0.25772 -0.18499 30.872 30.872 4.50E-01 19.5 69461

25295 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 0.077066 -0.067925 -0.015232 31.564 31.564 1.00E+00 6.96 55474

25296 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 2 680.32667 1358.6388 0.72961 0.074865 0.77985 31.53 31.53 4.91E-03 16.2 29750

25297 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 -0.0043167 -0.039967 -0.069938 32.232 32.232 2.11E-01 22.54 76096

25298 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 2 680.32667 1358.6388 0.61384 0.013763 0.60217 32.235 32.235 9.49E-04 44.67 51468

25299 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 3 453.88687 1358.6388 0.034607 -0.20879 -0.19934 29.815 29.815 4.52E-03 56.02 568250

25300 KESAESTMVAYK Oxidation (M) _KESAESTM(ox)VAYK_ B4FT23_MAIZE 2 680.32667 1358.6388 0.57985 0.067954 0.62299 29.813 29.813 2.98E-17 53.01 345390

25301 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 3 448.55523 1342.6439 0.029084 0.35254 0.35108 40.148 40.148 2.46E-02 24.53 4902800

25302 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.54243 -0.5159 -0.00072237 40.149 40.149 2.05E-12 86.56 3438200

25303 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.55593 0.06242 0.58901 39.902 39.902 1.68E-09 71.33 251900

25304 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.56811 0.28369 0.82324 42.565 42.565 1.68E-09 63.44 263590

25305 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.50325 -0.25011 0.22465 41.848 41.848 2.05E-12 72.56 371910

25306 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.56371 -0.053864 0.4812 42.635 42.635 2.05E-12 78.01 492090

25307 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.5277 0.049382 0.54861 43.001 43.001 7.61E-14 68.41 616320

25308 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 3 448.55523 1342.6439 -0.0401 -0.019161 -0.08862 40.448 40.448 8.04E-02 29.16 7029700

25309 KESAESTMVAYK Unmodified _KESAESTMVAYK_ B4FT23_MAIZE 2 672.32921 1342.6439 0.45051 -0.13461 0.28745 40.439 40.439 7.61E-14 86.4 4089300

25310 KESPLGVPTQSAHPAR Unmodified _KESPLGVPTQSAHPAR_ B6SN85_MAIZE 3 558.96892 1673.8849 -0.023148 -0.073353 -0.1054 42.361 42.361 6.54E-03 34.18 81562

25311 KESPLGVPTQSAHPAR Unmodified _KESPLGVPTQSAHPAR_ B6SN85_MAIZE 4 419.47851 1673.8849 0.04478 -0.10382 -0.066097 42.374 42.374 1.00E+00 1.2 112400

25312 KETALDLAK Unmodified _KETALDLAK_ B6T6E9_MAIZE 2 494.78731 987.56006 -0.21655 0.13393 -0.11516 40.664 40.664 3.32E-02 29.85 127000

25313 KETPETEEAKDAETGK Unmodified _KETPETEEAKDAETGK_ B6TRL2_MAIZE 3 588.28289 1761.8269 0.38102 0.19846 0.55619 30.416 30.416 3.78E-02 21.16 24402

25314 KEVEDLEAAGIQVIQIDEAALR Unmodified _KEVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 804.09898 2409.2751 1.0086 -0.32186 0.66691 114.01 114.01 6.40E-03 45.92 207540

25315 KEVEDLEAAGIQVIQIDEAALR Unmodified _KEVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 804.09898 2409.2751 0.93887 0.16159 1.0796 114.65 114.65 1.93E-06 62.84 259800

25316 KEVEDLEAAGIQVIQIDEAALR Unmodified _KEVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 804.09898 2409.2751 0.98475 -0.75057 0.21473 114.93 114.93 1.22E-04 48.36 241910

25317 KEVEDLEAAGIQVIQIDEAALR Unmodified _KEVEDLEAAGIQVIQIDEAALR_ B6UF55_MAIZE 3 804.09898 2409.2751 1.0007 -0.048241 0.93164 115.59 115.59 6.58E-05 34.85 195920

25318 KEVEDLEAGGIQVIQIDEAALR Unmodified _KEVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 799.4271 2395.2595 0.92115 -0.27906 0.62647 101.57 101.57 5.93E-08 70.14 298640

25319 KEVEDLEAGGIQVIQIDEAALR Unmodified _KEVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 799.4271 2395.2595 0.98732 0.027553 0.99782 101.68 101.68 2.19E-05 63.2 296870

25320 KEVEDLEAGGIQVIQIDEAALR Unmodified _KEVEDLEAGGIQVIQIDEAALR_ B4G1T4_MAIZE 3 799.4271 2395.2595 0.97344 -0.070422 0.88676 101.81 101.81 5.99E-10 64.86 529320

25321 KFALAGALVGAAHLGGVALK Unmodified _KFALAGALVGAAHLGGVALK_ B4FL77_MAIZE 3 622.04376 1863.1094 0.36511 0.1854 0.54035 130.1 130.1 2.11E-03 48.14 105530

25322 KFATGASVVK Unmodified _KFATGASVVK_ B4FB35_MAIZE 2 504.29784 1006.5811 -0.013736 -0.001835 -0.016761 34.003 34.003 4.40E-02 25.21 148550

25323 KFDDEIR Unmodified _KFDDEIR_ B4FS99_MAIZE 2 461.73507 921.4556 -0.16762 0.1717 -0.011987 42.015 42.015 8.04E-02 41.74 205500
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25324 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 3 449.26612 1344.7765 0.034117 -0.11198 -0.079959 112.34 112.34 2.46E-02 36.08 2711100

25325 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 2 673.39554 1344.7765 0.56751 0.20926 0.77499 112.34 112.34 1.11E-04 87.78 969430

25326 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 2 673.39554 1344.7765 0.55333 0.089288 0.64186 113.11 113.11 2.62E-07 87.82 528660

25327 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 3 449.26612 1344.7765 -0.11002 -0.081001 -0.19274 113.12 113.12 9.42E-03 40.38 2260900

25328 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 2 673.39554 1344.7765 0.57268 0.10039 0.67124 113.2 113.2 2.62E-07 93.51 581540

25329 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 3 449.26612 1344.7765 0.016432 -0.18442 -0.16982 113.21 113.21 1.00E+00 13.21 2514000

25330 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 3 449.26612 1344.7765 0.031008 -0.092643 -0.06369 113.39 113.39 7.68E-01 22.85 959720

25331 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 2 673.39554 1344.7765 0.59734 0.17134 0.76763 113.39 113.39 2.05E-12 54 253710

25332 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 3 449.26612 1344.7765 -0.077726 0.051373 -0.027764 113.44 113.44 2.46E-02 40.09 3664400

25333 KFDLGALVDLVR Unmodified _KFDLGALVDLVR_ B4FQP4_MAIZE 2 673.39554 1344.7765 0.55374 0.038731 0.5911 113.42 113.42 7.61E-14 93.14 910570

25334 KFENEIDQK Unmodified _KFENEIDQK_ B6U1U5_MAIZE 2 575.79058 1149.5666 0.21647 -0.22863 -0.0374 36.661 36.661 1.12E-01 33.19 203040

25335 KFENEIDQK Unmodified _KFENEIDQK_ B6U1U5_MAIZE 2 575.79058 1149.5666 0.14054 -0.031267 0.083197 37.302 37.302 3.21E-03 47.33 794080

25336 KFEPPAAPSR Unmodified _KFEPPAAPSR_ B6T9J2_MAIZE 2 550.29837 1098.5822 0.095464 -0.16814 -0.09446 44.06 44.06 2.81E-03 52.91 495190

25337 KFETALGVLK Unmodified _KFETALGVLK_ B6TCR9_MAIZE 2 553.33442 1104.6543 0.0025161 0.02943 0.019442 65.559 65.559 2.81E-03 47.56 1922000

25338 KFETALGVLK Unmodified _KFETALGVLK_ B6TCR9_MAIZE 2 553.33442 1104.6543 -0.085321 -0.31346 -0.41082 64.903 64.903 1.84E-04 63.23 17472000

25339 KFETALGVLK Unmodified _KFETALGVLK_ B6TCR9_MAIZE 3 369.22537 1104.6543 0.83787 -0.24104 0.58311 64.945 64.945 5.31E-01 17.38 960790

25340 KFETALGVLKK Unmodified _KFETALGVLKK_ B6TCR9_MAIZE 3 411.9237 1232.7493 0.27784 0.042322 0.30093 55.993 55.993 5.04E-04 33.36 1390100

25341 KFFVGGNWK Unmodified _KFFVGGNWK_ B4FNW1_MAIZE 2 541.79273 1081.5709 -0.015735 -0.12725 -0.13573 62.08 62.08 7.18E-01 19.58 154640

25342 KFFVGGNWK Unmodified _KFFVGGNWK_ B4FNW1_MAIZE 2 541.79273 1081.5709 0.1538 0.492 0.65137 62.499 62.499 1.12E-01 37.38 223320

25343 KFFVGGNWK Unmodified _KFFVGGNWK_ B4FNW1_MAIZE 2 541.79273 1081.5709 0.074008 -0.27076 -0.18959 63.006 63.006 1.00E+00 7.15 214690

25344 KFFVGGNWK Unmodified _KFFVGGNWK_ B4FNW1_MAIZE 2 541.79273 1081.5709 -0.099659 -0.20454 -0.29754 61.761 61.761 3.32E-02 34.63 9186300

25345 KFFVGGNWK Unmodified _KFFVGGNWK_ B4FNW1_MAIZE 3 361.53091 1081.5709 0.90525 -0.090817 0.81986 61.756 61.756 8.75E-03 52.76 2837000

25346 KFGAALVSPEHR Unmodified _KFGAALVSPEHR_ B6THH6_MAIZE 3 437.91045 1310.7095 0.06235 -1.263 -1.2109 46.522 46.522 4.52E-03 36.06 1022300

25347 KFGCTEFVNPK Unmodified _KFGCTEFVNPK_ Q5GA23_MAIZE 2 663.82918 1325.6438 0.52112 0.011899 0.54104 50.476 50.476 3.57E-04 64.5 1306600

25348 KFGGDTSYSIMFGPDICGYSTK Oxidation (M) _KFGGDTSYSIM(ox)FGPDICGYSTK_ Q43712_MAIZE 3 816.36797 2446.0821 1.0393 -0.098292 0.95294 87.225 87.225 3.16E-15 45.37 689770

25349 KFGLLANWQR Unmodified _KFGLLANWQR_ B6SK03_MAIZE 3 411.56814 1231.6826 -0.00023797 -0.093333 -0.11113 78.52 78.52 1.25E-01 49.43 3862700

25350 KFGVSFQK Unmodified _KFGVSFQK_ B4FFZ9_MAIZE 2 470.76618 939.5178 -0.039485 -0.25593 -0.29083 47.588 47.588 1.65E-01 15.36 312520

25351 KFLDGIYVSDK Unmodified _KFLDGIYVSDK_ B6SI39_MAIZE 2 642.84535 1283.6762 0.2942 0.098531 0.38795 69.701 69.701 3.60E-06 45.15 348070

25352 KFLDGIYVSDK Unmodified _KFLDGIYVSDK_ B6SI39_MAIZE 2 642.84535 1283.6762 0.39748 -0.31868 0.073489 70.238 70.238 4.96E-02 33.94 195800

25353 KFLSAYES Unmodified _KFLSAYES_ B6U6D8_MAIZE 2 472.73983 943.4651 -0.17123 0.039444 -0.15759 55.368 55.368 3.77E-01 11.47 81215

25354 KFSAASVAWSGK Unmodified _KFSAASVAWSGK_ B4FRI1_MAIZE 2 619.83004 1237.6455 0.31442 0.25812 0.56072 56.193 56.193 1.68E-09 74.92 2164900

25355 KFSAASVAWSGK Unmodified _KFSAASVAWSGK_ B4FRI1_MAIZE 2 619.83004 1237.6455 0.24644 -0.066151 0.16809 56.965 56.965 1.68E-09 71.42 4875200

25356 KFSDPELQR Unmodified _KFSDPELQR_ B6SV64_MAIZE 2 560.29329 1118.572 0.11054 0.088449 0.18303 41.506 41.506 1.01E-02 32.08 863620

25357 KFSDPELQR Unmodified _KFSDPELQR_ B6SV64_MAIZE 2 560.29329 1118.572 0.035583 0.20291 0.22323 41.33 41.33 1.01E-02 41.65 362530
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25358 KFSDPELQR Unmodified _KFSDPELQR_ B6SV64_MAIZE 2 560.29329 1118.572 0.11188 0.05832 0.15519 43.896 43.896 3.39E-01 40.63 210660

25359 KFSDYNIR Unmodified _KFSDYNIR_ B6SQD4_MAIZE 2 521.76945 1041.5243 -0.24606 -0.28482 -0.54981 47.698 47.698 1.65E-01 35.15 572180

25360 KFSDYNIR Unmodified _KFSDYNIR_ B6SQD4_MAIZE 3 348.18206 1041.5243 0.86397 -0.032304 0.81039 47.695 47.695 5.41E-01 23.55 474890

25361 KFSSALSAASSACDHIR Unmodified _KFSSALSAASSACDHIR_ MDHC_MAIZE 3 603.2967 1806.8683 0.29045 -0.58739 -0.30852 56.534 56.534 1.12E-12 59.84 768570

25362 KFSSALSAASSACDHIR Unmodified _KFSSALSAASSACDHIR_ MDHC_MAIZE 3 603.2967 1806.8683 6.1405 24.506 24.506 9.75E-01 1.32

25363 KFSSALSAASSACDHIR Unmodified _KFSSALSAASSACDHIR_ MDHC_MAIZE 3 603.2967 1806.8683 0.2905 -0.35243 -0.072955 58.727 58.727 7.66E-29 70.93 860460

25364 KFSSALSAASSACDHIR Unmodified _KFSSALSAASSACDHIR_ MDHC_MAIZE 3 603.2967 1806.8683 0.17988 -0.42512 -0.25579 58.837 58.837 7.66E-29 72.7 18072000

25365 KFSVLGNWQR Unmodified _KFSVLGNWQR_ B6U4L3_MAIZE 3 412.22789 1233.6618 0.02763 0.12932 0.1525 72.046 72.046 3.83E-02 31.75 876150

25366 KFTPAPADSGR Unmodified _KFTPAPADSGR_ B6U1U5_MAIZE 2 573.79874 1145.5829 0.27471 0.51394 0.78298 31.444 31.444 1.47E-01 31.39 37541

25367 KFTPAPADSGR Unmodified _KFTPAPADSGR_ B6U1U5_MAIZE 2 573.79874 1145.5829 0.242 0.56329 0.79946 32.058 32.058 1.47E-01 32.79 93121

25368 KFTPAPTDSGR Unmodified _KFTPAPTDSGR_ B6TZD9_MAIZE 2 588.80402 1175.5935 0.29453 -0.14291 0.1555 33.155 33.155 1.47E-01 35.73 81514

25369 KFTQAVFLK Unmodified _KFTQAVFLK_ B6SMC1_MAIZE 2 541.32386 1080.6332 -0.2052 -0.007991 -0.21558 60.741 60.741 3.21E-03 53.59 1511300

25370 KFTQAVFLK Unmodified _KFTQAVFLK_ B6SMC1_MAIZE 3 361.21833 1080.6332 0.68497 0.003113 0.68463 60.696 60.696 5.45E-01 37.54 386160

25371 KFTQAVFLK Unmodified _KFTQAVFLK_ B6SMC1_MAIZE 2 541.32386 1080.6332 -0.01977 0.35778 0.33359 61.019 61.019 3.32E-02 36.77 171940

25372 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 2 555.33951 1108.6645 -0.14283 0.057582 -0.078611 69.241 69.241 9.73E-03 52.88 1317200

25373 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 3 370.5621 1108.6645 0.54183 0.063896 0.61183 69.23 69.23 2.35E-01 36.79 352850

25374 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 2 555.33951 1108.6645 0.11361 -0.035391 0.083979 66.362 66.362 3.39E-01 11.64 238690

25375 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 2 555.33951 1108.6645 0.10867 -0.22342 -0.10852 66.137 66.137 3.32E-02 18.09 293740

25376 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 2 555.33951 1108.6645 -0.048751 0.19535 0.15229 68.494 68.494 1.01E-02 56.8 3538200

25377 KFTQVVFLK Unmodified _KFTQVVFLK_ B4FH44_MAIZE 3 370.5621 1108.6645 0.50674 0.042913 0.55726 68.493 68.493 9.63E-01 30.18 614440

25378 KFVDCLK Unmodified _KFVDCLK_ B6UE86_MAIZE 2 455.24676 908.47897 -0.004639 0.33063 0.32899 45.717 45.717 1.86E-01 33.09 1837900

25379 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.4464 0.272 0.72047 40.896 40.896 5.66E-08 65.79 1031500

25380 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 3 429.22269 1284.6463 0.14525 -0.061168 0.087255 40.899 40.899 4.33E-02 33.89 2957600

25381 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 3 429.22269 1284.6463 0.010825 0.19352 0.20704 40.59 40.59 1.15E-01 31.65 747290

25382 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.3908 -0.086715 0.30814 40.594 40.594 3.60E-06 56.49 294720

25383 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 3 429.22269 1284.6463 0.14827 -0.23342 -0.081931 43.188 43.188 1.15E-01 29.48 1754100

25384 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.47766 0.06861 0.54893 43.206 43.206 4.43E-05 45.2 609200

25385 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.47923 -0.21782 0.26523 42.481 42.481 3.60E-06 53.91 363340

25386 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 3 429.22269 1284.6463 0.034696 -0.1824 -0.14339 43.276 43.276 4.45E-03 47 2812700

25387 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.42679 0.055018 0.48556 43.28 43.28 1.67E-02 28.12 752620

25388 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 3 429.22269 1284.6463 0.046006 -0.20999 -0.15987 42.808 42.808 1.52E-02 44.14 17346000

25389 KFVTQGAYDTR Unmodified _KFVTQGAYDTR_ B6T9C0_MAIZE 2 643.3304 1284.6463 0.39827 -0.1882 0.21418 42.801 42.801 3.60E-06 45.82 8490500

25390 KGAAVHVATPHPAK Unmodified _KGAAVHVATPHPAK_ B6SK06_MAIZE 4 346.70184 1382.7783 1.2428 1.7376 2.9677 27.52 27.52 6.81E-01 23.36 49299

25391 KGAAVHVATPHPAK Unmodified _KGAAVHVATPHPAK_ B6SK06_MAIZE 4 346.70184 1382.7783 1.1642 -0.062332 1.0938 28.209 28.209 1.00E+00 5.67 137330
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25392 KGAIPALPTVATAQDLIAK Unmodified _KGAIPALPTVATAQDLIAK_ SCRK2_MAIZE 2 939.55658 1877.0986 1.1727 0.019176 1.1777 89.459 89.459 1.30E-03 48.11 1205100

25393 KGAIPSLPTEAEVLQLIEK Unmodified _KGAIPSLPTEAEVLQLIEK_ B4FBJ5_MAIZE 3 679.39278 2035.1565 0.55667 0.24067 0.77517 114.71 114.71 2.45E-02 43.59 1220000

25394 KGAIQFFMK Oxidation (M) _KGAIQFFM(ox)K_ B4FA63_MAIZE 2 543.29425 1084.5739 0.11331 -0.54266 -0.43717 56.479 56.479 6.60E-03 21.21 369870

25395 KGAIQFFMK Unmodified _KGAIQFFMK_ B4FA63_MAIZE 2 535.29679 1068.579 -0.047676 -0.062986 -0.12247 66.687 66.687 9.73E-03 47.57 779280

25396 KGALSVEGVEAK Unmodified _KGALSVEGVEAK_ B6TFN1_MAIZE 2 594.33515 1186.6558 0.22857 0.10219 0.31278 44.083 44.083 2.05E-12 61.19 334820

25397 KGALSVEGVEAK Unmodified _KGALSVEGVEAK_ B6TFN1_MAIZE 2 594.33515 1186.6558 0.16774 0.19963 0.34906 47.607 47.607 1.68E-09 61.85 262550

25398 KGALSVEGVEAK Unmodified _KGALSVEGVEAK_ B6TFN1_MAIZE 3 396.55919 1186.6558 0.18211 0.00665 0.16987 47.617 47.617 8.36E-03 45.62 329870

25399 KGAYFNTIK Unmodified _KGAYFNTIK_ B4FYM2_MAIZE 2 521.29002 1040.5655 -0.75344 42.502 42.502 1.88E-01 20.91

25400 KGAYFNTIK Unmodified _KGAYFNTIK_ B4FYM2_MAIZE 2 521.29002 1040.5655 -0.75344 42.57 42.57 1.88E-01 21.55

25401 KGDEAELTADDAGVGTGSFK Unmodified _KGDEAELTADDAGVGTGSFK_ B6TVE3_MAIZE 3 656.6446 1966.912 0.49738 -0.2273 0.27364 62.72 62.72 3.07E-02 38.29 898740

25402 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 2 474.28728 946.56 -0.1592 -0.43568 -0.59766 59.094 59.094 3.77E-01 23.42 2579000

25403 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 2 474.28728 946.56 -0.0856 -0.10876 -0.19945 60.436 60.436 1.65E-01 31.5 4228900

25404 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 2 474.28728 946.56 -0.13857 -0.16256 -0.30532 59.708 59.708 2.92E-02 54.97 11161000

25405 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 3 316.52728 946.56 1.4183 0.074091 1.4888 59.689 59.689 1.00E+00 19.27 414360

25406 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 2 474.28728 946.56 -0.086022 0.15854 0.068038 60.056 60.056 5.06E-02 32.13 3268800

25407 KGDLFLVR Unmodified _KGDLFLVR_ B6T8X9_MAIZE 2 474.28728 946.56 -0.10512 0.41487 0.30391 60.489 60.489 1.90E-02 48.49 817670

25408 KGDVFVFPK Unmodified _KGDVFVFPK_ B4FUT3_MAIZE 2 518.79493 1035.5753 -0.034928 -0.68533 -0.70368 63.768 63.768 9.73E-03 55.36 445340

25409 KGDVFVFPK Unmodified _KGDVFVFPK_ B4FUT3_MAIZE 2 518.79493 1035.5753 -0.038021 -0.29321 -0.31586 63.154 63.154 9.73E-03 45.68 2098800

25410 KGDVFVFPK Unmodified _KGDVFVFPK_ B4FUT3_MAIZE 2 518.79493 1035.5753 -0.08451 -0.40226 -0.47121 63.563 63.563 3.13E-03 54.62 1200900

25411 KGDVFVFPK Unmodified _KGDVFVFPK_ B4FUT3_MAIZE 2 518.79493 1035.5753 -0.16521 -1.2168 -1.3658 62.324 62.324 9.73E-03 59.14 4271500

25412 KGEEEKPAAEEAAPPAAAATEEK Unmodified _KGEEEKPAAEEAAPPAAAATEEK_ B4FUC4_MAIZE 3 775.37993 2323.1179 0.84312 -0.08821 0.71548 40.966 40.966 1.28E-07 40.18 1686400

25413 KGELASMLSDLDINIDNS Oxidation (M) _KGELASM(ox)LSDLDINIDNS_ B4FIR4_MAIZE 2 975.96987 1949.9252 1.2512 0.22576 1.4607 101.34 101.34 1.59E-01 21.79 16344

25414 KGENDLPGLTDTEKPR Unmodified _KGENDLPGLTDTEKPR_ B6T4E7_MAIZE 3 590.63912 1768.8955 0.20092 0.051677 0.24114 49.572 49.572 2.00E-43 87.06 3540900

25415 KGENDLPGLTDTEKPR Unmodified _KGENDLPGLTDTEKPR_ B6T4E7_MAIZE 3 590.63912 1768.8955 0.15049 -0.47953 -0.33925 49.9 49.9 2.80E-28 92.58 359470

25416 KGENDLPGLTDTEKPR Unmodified _KGENDLPGLTDTEKPR_ B6T4E7_MAIZE 3 590.63912 1768.8955 0.21254 -0.12068 0.080733 52.091 52.091 2.13E-20 59.54 811410

25417 KGENDLPGLTDTEKPR Unmodified _KGENDLPGLTDTEKPR_ B6T4E7_MAIZE 3 590.63912 1768.8955 0.099487 -0.3737 -0.285 50.214 50.214 2.80E-28 66.97 6411800

25418 KGENDLPGLTDTEKPR Unmodified _KGENDLPGLTDTEKPR_ B6T4E7_MAIZE 4 443.23116 1768.8955 0.048965 0.104 0.14048 50.226 50.226 1.00E+00 5.21 1662800

25419 KGETVFVSAASGAVGQLVGQFAR Unmodified _KGETVFVSAASGAVGQLVGQFAR_ B6TDE0_MAIZE 3 760.4096 2278.207 0.88772 0.44835 1.344 117.16 117.16 4.55E-01 18.58 132100

25420 KGETVFVSAASGAVGQLVGQFAR Unmodified _KGETVFVSAASGAVGQLVGQFAR_ B6TDE0_MAIZE 3 760.4096 2278.207 0.86766 0.27611 1.1521 117.19 117.19 2.20E-01 22.88 1793000

25421 KGETVFVSAASGAVGQLVGQFAR Unmodified _KGETVFVSAASGAVGQLVGQFAR_ B6TDE0_MAIZE 3 760.4096 2278.207 0.86976 0.11031 0.9886 128.46 128.46 4.55E-01 16.48 173570

25422 KGEVALVTIPPEYAFGSTESK Unmodified _KGEVALVTIPPEYAFGSTESK_ B6TI78_MAIZE 3 741.72296 2222.1471 0.84929 -0.53529 0.30741 88.612 88.612 9.62E-03 33.69 569620

25423 KGFVLPR Unmodified _KGFVLPR_ B4F9G0_MAIZE 2 408.75816 815.50176 0.31196 0.32104 0.62645 48.976 48.976 1.00E+00 16.24 396610

25424 KGFVLPR Unmodified _KGFVLPR_ B4F9G0_MAIZE 2 408.75816 815.50176 0.28149 0.021514 0.2977 48.417 48.417 1.86E-01 39.87 506290

25425 KGFVLPR Unmodified _KGFVLPR_ B4F9G0_MAIZE 2 408.75816 815.50176 0.23872 -0.098481 0.13582 49.116 49.116 7.83E-01 27.26 396720
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25426 KGFVLPR Unmodified _KGFVLPR_ B4F9G0_MAIZE 2 408.75816 815.50176 0.28497 0.096302 0.37748 48.107 48.107 4.46E-01 31.38 1201000

25427 KGFVLPR Unmodified _KGFVLPR_ B4F9G0_MAIZE 2 408.75816 815.50176 0.23721 0.27498 0.50577 49.293 49.293 1.86E-01 47.69 1153800

25428 KGGLPDAVVWNPWDKK Unmodified _KGGLPDAVVWNPWDKK_ B6TBG6_MAIZE 3 603.99306 1808.9574 0.22331 0.64791 0.86833 82.897 82.897 1.90E-03 27.36 660480

25429 KGGMIVLPAGMYHR 2 Oxidation (M) _KGGM(ox)IVLPAGM(ox)YHR_ B6SKN3_MAIZE 3 521.27077 1560.7905 -0.01411 0.19366 0.1744 48.369 48.369 1.50E-03 26.95 540310

25430 KGGPSFGSTVSEK Unmodified _KGGPSFGSTVSEK_ B4FUI0_MAIZE 3 427.55422 1279.6408 0.087368 -0.072835 0.020622 39.732 39.732 1.00E+00 0.72 680710

25431 KGGPSFGSTVSEK Unmodified _KGGPSFGSTVSEK_ B4FUI0_MAIZE 2 640.82769 1279.6408 0.39736 0.06783 0.47201 39.735 39.735 4.68E-05 72.4 341870

25432 KGGYVIVDEK Unmodified _KGGYVIVDEK_ B6TVY0_MAIZE 2 554.30586 1106.5972 -0.086487 0.17259 0.080009 42.044 42.044 1.45E-01 24.87 230200

25433 KGGYVIVDEK Unmodified _KGGYVIVDEK_ B6TVY0_MAIZE 2 554.30586 1106.5972 0.0021012 0.2314 0.22599 44.686 44.686 3.43E-01 18.36 99723

25434 KGHAVGDIPGVR Unmodified _KGHAVGDIPGVR_ B6TI93_MAIZE 3 402.56316 1204.6677 0.35685 -0.6817 -0.315 39.004 39.004 4.08E-01 24.9 4702000

25435 KGHAVGDIPGVR Unmodified _KGHAVGDIPGVR_ B6TI93_MAIZE 3 402.56316 1204.6677 0.21683 -0.13353 0.092144 42.593 42.593 4.08E-01 28.18 50435

25436 KGHAVGDIPGVR Unmodified _KGHAVGDIPGVR_ B6TI93_MAIZE 3 402.56316 1204.6677 0.11134 -0.21802 -0.097297 43.667 43.667 6.54E-02 30.36 1653700

25437 KGIEADDMEALYK Unmodified _KGIEADDMEALYK_ B6THG9_MAIZE 3 494.90967 1481.7072 -0.0062646 0.53244 0.49578 67.022 67.022 1.00E+00 7.06 336510

25438 KGIEADDMEALYK Unmodified _KGIEADDMEALYK_ B6THG9_MAIZE 2 741.86087 1481.7072 0.80353 -1.1649 -0.3883 67.039 67.039 1.00E-11 54.78 321960

25439 KGLENLK Unmodified _KGLENLK_ B4FZU8_MAIZE 2 401.24508 800.4756 0.5959 29.35 29.35 4.50E-01 17.97

25440 KGLENLK Unmodified _KGLENLK_ B4FZU8_MAIZE 2 401.24508 800.4756 0.46018 -0.41727 0.004483 28.728 28.728 1.00E+00 17.18 14589

25441 KGLENLK Unmodified _KGLENLK_ B4FZU8_MAIZE 2 401.24508 800.4756 0.46349 -0.01833 0.40394 29.365 29.365 1.00E+00 13.62 35688

25442 KGLENLK Unmodified _KGLENLK_ B4FZU8_MAIZE 2 401.24508 800.4756 0.36559 0.10611 0.43009 29.665 29.665 1.86E-01 42.35 638570

25443 KGLENLKGELK Unmodified _KGLENLKGELK_ B4FZU8_MAIZE 3 410.24684 1227.7187 0.22753 -0.57402 -0.3807 47.624 47.624 6.17E-01 22.63 3758800

25444 KGLPILGVFR Unmodified _KGLPILGVFR_ B4FBK8_MAIZE 2 550.35295 1098.6913 0.056396 0.12132 0.17326 85.302 85.302 1.62E-03 55.65 1665500

25445 KGLQSDKEWTGDGFVK Unmodified _KGLQSDKEWTGDGFVK_ B4FZU9_MAIZE 3 598.97221 1793.8948 0.28885 -0.16938 0.12341 59.322 59.322 1.67E-02 29.87 762600

25446 KGLQSDKEWTGDGFVK Unmodified _KGLQSDKEWTGDGFVK_ B4FZU9_MAIZE 3 598.97221 1793.8948 0.20042 -0.34465 -0.14036 59.64 59.64 1.67E-02 27.24 2758400

25447 KGPAFGMPGVHVDGMDVLK Unmodified _KGPAFGMPGVHVDGMDVLK_ B4F8B8_MAIZE 3 652.3341 1953.9805 0.42438 1.0255 1.4608 84.304 84.304 2.05E-01 16.17 1128800

25448 KGPAPFNLEVPTYSFLEENK Unmodified _KGPAPFNLEVPTYSFLEENK_ B4FC14_MAIZE 3 760.72308 2279.1474 0.88647 0.51442 1.3872 104.28 104.28 5.91E-04 36.58 297820

25449 KGPAPFNLEVPTYSFLEENK Unmodified _KGPAPFNLEVPTYSFLEENK_ B4FC14_MAIZE 3 760.72308 2279.1474 0.8609 0.26258 1.1104 109.38 109.38 1.97E-01 23.77 99384

25450 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 3 445.582 1333.7242 0.052036 -0.014965 0.037751 45.492 45.492 1.00E+00 2.77 2360800

25451 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.54375 0.11925 0.66219 45.425 45.425 4.68E-05 51.03 1087100

25452 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.5635 0.073834 0.63787 47.908 47.908 1.00E-11 58.16 348910

25453 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 3 445.582 1333.7242 0.026767 -0.023041 0.0031846 47.178 47.178 5.38E-01 17.27 1620600

25454 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.58222 0.080429 0.66266 47.199 47.199 1.00E-11 57.81 444380

25455 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 3 445.582 1333.7242 -0.028825 0.051726 0.024023 47.982 47.982 8.81E-01 1.37 1562300

25456 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.54453 0.047977 0.59332 47.976 47.976 1.47E-03 44.77 393620

25457 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 3 445.582 1333.7242 -0.0026811 -0.14307 -0.14455 47.246 47.246 8.81E-01 11.67 2850500

25458 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.53706 0.045121 0.58277 47.236 47.236 1.56E-17 65.7 1490300

25459 KGPLVVYGTEGSK Unmodified _KGPLVVYGTEGSK_ B4F9G0_MAIZE 2 667.86936 1333.7242 0.50864 0.052127 0.56134 48.29 48.29 2.61E-08 58.86 901840
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25460 KGPSSGEQPSSTTVSAASDVK Unmodified _KGPSSGEQPSSTTVSAASDVK_ B6T5U0_MAIZE 3 673.99916 2018.9756 0.53148 0.14613 0.68011 44.783 44.783 6.80E-02 22.14 184780

25461 KGQMPSQIGVLLR Unmodified _KGQMPSQIGVLLR_ B4FML8_MAIZE 3 476.27814 1425.8126 -0.01973 0.24343 0.21453 69.497 69.497 1.02E-01 26.59 1350800

25462 KGQMPSQIGVLLR Unmodified _KGQMPSQIGVLLR_ B4FML8_MAIZE 3 476.27814 1425.8126 -0.19681 -0.00272 -0.20798 72.857 72.857 3.98E-04 43.98 1456300

25463 KGQMPSQIGVLLR Oxidation (M) _KGQM(ox)PSQIGVLLR_ B4FML8_MAIZE 3 481.60978 1441.8075 -0.055882 0.037099 -0.025687 60.175 60.175 3.64E-02 32.36 507270

25464 KGQMPSQIGVLLR Oxidation (M) _KGQM(ox)PSQIGVLLR_ B4FML8_MAIZE 3 481.60978 1441.8075 -0.059798 0.021498 -0.046106 59.058 59.058 8.81E-01 15.02 663140

25465 KGQMPSQIGVLLR Oxidation (M) _KGQM(ox)PSQIGVLLR_ B4FML8_MAIZE 2 721.91104 1441.8075 0.67569 -0.23368 0.43578 62.358 62.358 1.62E-14 56.87 697740

25466 KGQMPSQIGVLLR Oxidation (M) _KGQM(ox)PSQIGVLLR_ B4FML8_MAIZE 3 481.60978 1441.8075 -0.22632 -0.34395 -0.57703 62.363 62.363 3.98E-04 52.63 5002600

25467 KGSDLVEVR Unmodified _KGSDLVEVR_ B6T574_MAIZE 2 501.78256 1001.5506 -0.029873 -0.33641 -0.37316 37.051 37.051 3.32E-02 34.13 785350

25468 KGSDLVEVR Unmodified _KGSDLVEVR_ B6T574_MAIZE 2 501.78256 1001.5506 -0.1906 -0.65655 -0.85361 36.438 36.438 9.73E-03 50.16 486780

25469 KGSDLVEVR Unmodified _KGSDLVEVR_ B6T574_MAIZE 2 501.78256 1001.5506 -0.083982 -0.82905 -0.9181 39.124 39.124 3.39E-01 35.12 458290

25470 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 -0.003386 -0.17755 -0.17625 35.473 35.473 1.01E-02 50.98 330060

25471 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 -0.18485 0.23004 0.049296 34.693 34.693 1.12E-01 41.71 189670

25472 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 -0.017346 0.042456 0.028468 37.252 37.252 1.01E-02 48.44 204020

25473 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 0.0086642 -0.33698 -0.32423 36.461 36.461 3.39E-01 18.86 102880

25474 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 0.018541 -0.2699 -0.24636 36.844 36.844 7.18E-01 18.03 116430

25475 KGSDLVTVR Unmodified _KGSDLVTVR_ B6TII5_MAIZE 2 487.7851 973.55564 -0.019841 -0.1254 -0.14037 35.046 35.046 3.32E-02 38.62 161870

25476 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.1861 0.054885 1.2451 107.02 107.02 3.00E-09 42.58 2294600

25477 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.164 0.3641 1.5314 108.64 108.64 2.22E-05 49.01 945010

25478 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.1981 0.067232 1.269 110.2 110.2 8.13E-02 21.36 258220

25479 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.1757 0.015811 1.1955 111.48 111.48 6.28E-15 57.37 2476200

25480 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.2064 -0.018547 1.1924 114.76 114.76 6.28E-15 49.28 1054600

25481 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR Unmodified _KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR_ ATPBM_MAIZE 4 961.50073 3841.9738 1.2247 0.29588 1.5241 120.33 120.33 1.38E-01 15.5 408530

25482 KGSVSFTIDCTKPVEDK Unmodified _KGSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 3 637.65578 1909.9455 0.36447 -1.142 -0.76637 57.628 57.628 1.40E-03 26.72 60900

25483 KGSVSFTIDCTKPVEDK Unmodified _KGSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 3 637.65578 1909.9455 0.33158 -0.19947 0.14203 58.764 58.764 1.27E-10 41.4 1468100

25484 KGSVSFTIDCTKPVEDK Unmodified _KGSVSFTIDCTKPVEDK_ B4FCK9_MAIZE 4 478.49366 1909.9455 -0.18815 -0.24711 -0.42625 58.759 58.759 4.56E-01 11.74 656880

25485 KGSVTFTIDCTKPVEDK Unmodified _KGSVTFTIDCTKPVEDK_ B6TXN7_MAIZE 3 642.32767 1923.9612 0.40828 -0.087582 0.33265 59.436 59.436 1.40E-03 31 233190

25486 KGTGGITIK Unmodified _KGTGGITIK_ B4FTX3_MAIZE 2 437.77146 873.52837 0.18724 0.48407 0.66794 28.222 28.222 3.39E-01 39.77 69408

25487 KGTGGITIK Unmodified _KGTGGITIK_ B4FTX3_MAIZE 2 437.77146 873.52837 -0.11265 0.4666 0.35288 28.805 28.805 9.73E-03 60.07 189260

25488 KGTNTSPENFVTPDFPATWGAMEK Oxidation (M) _KGTNTSPENFVTPDFPATWGAM(ox)EK_ A2T1W7_MAIZE 3 881.07948 2640.2166 1.1548 0.11729 1.2754 88.158 88.158 1.84E-07 34.08 445570

25489 KGTVDEWVR Unmodified _KGTVDEWVR_ B4FRC3_MAIZE 2 545.28801 1088.5615 0.040592 0.16322 0.20589 47.664 47.664 3.39E-01 24.78 385190

25490 KGTVDEWVR Unmodified _KGTVDEWVR_ B4FRC3_MAIZE 3 363.8611 1088.5615 0.60495 0.49386 1.1 51.12 51.12 1.05E-01 25.28 365190

25491 KGTVDEWVR Unmodified _KGTVDEWVR_ B4FRC3_MAIZE 2 545.28801 1088.5615 -0.072239 -0.38988 -0.45745 51.143 51.143 9.73E-03 62.12 308430

25492 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 3 368.88899 1103.6451 0.54275 0.059607 0.5997 58.649 58.649 2.94E-01 29.38 631900

25493 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 2 552.82984 1103.6451 -0.066156 0.11035 0.042405 58.642 58.642 1.25E-02 50.36 142730
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25494 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 3 368.88899 1103.6451 0.67138 0.15776 0.82479 56.066 56.066 5.86E-01 10.49 1457600

25495 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 3 368.88899 1103.6451 0.77583 0.11374 0.88657 57.543 57.543 1.25E-01 24.11 2145600

25496 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 3 368.88899 1103.6451 0.72595 0.14263 0.86512 56.783 56.783 2.94E-01 16.22 1758100

25497 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 3 368.88899 1103.6451 0.69067 0.44611 1.132 57.551 57.551 2.94E-01 28.36 534140

25498 KGVAINFVTR Unmodified _KGVAINFVTR_ B4FBK3_MAIZE 2 552.82984 1103.6451 0.051718 0.16372 0.21187 56.674 56.674 1.84E-04 66.75 3338200

25499 KGVDEFPYCVHLVSWEK Unmodified _KGVDEFPYCVHLVSWEK_ B4FPT8_MAIZE 3 698.34354 2092.0088 0.61112 -0.071021 0.54549 88.998 88.998 1.27E-10 44.25 689500

25500 KGVEQGPQIDDEQFNK Unmodified _KGVEQGPQIDDEQFNK_ Q43274_MAIZE 3 611.29888 1830.8748 0.30485 -0.11572 0.18579 54.429 54.429 1.90E-03 43.34 2121500

25501 KGVIVVNNAR Unmodified _KGVIVVNNAR_ B6TRR5_MAIZE 3 357.22074 1068.6404 0.9681 -0.098852 0.85849 34.66 34.66 9.79E-02 38.48 713500

25502 KGVTPEMLEFMK Unmodified _KGVTPEMLEFMK_ B4FR89_MAIZE 3 470.57709 1408.7094 0.0058911 -0.41846 -0.42547 78.437 78.437 1.00E+00 2.77 493210

25503 KGVTPEMLEFMK Unmodified _KGVTPEMLEFMK_ B4FR89_MAIZE 3 470.57709 1408.7094 -0.072652 -0.24437 -0.32887 79.324 79.324 1.00E+00 14.05 3320800

25504 KGVTPEMLEFMK 2 Oxidation (M) _KGVTPEM(ox)LEFM(ox)K_ B4FR89_MAIZE 2 721.35691 1440.6993 0.71467 -0.15003 0.55785 56.192 56.192 4.72E-13 29.43 478940

25505 KGVTPEMLEFMK 2 Oxidation (M) _KGVTPEM(ox)LEFM(ox)K_ B4FR89_MAIZE 3 481.24037 1440.6993 -0.093225 0.13594 0.034825 56.183 56.183 4.52E-03 40.85 2538500

25506 KGVTPEMLEFMK 2 Oxidation (M) _KGVTPEM(ox)LEFM(ox)K_ B4FR89_MAIZE 3 481.24037 1440.6993 -0.10393 -0.73655 -0.84632 56.816 56.816 2.46E-02 28.55 2684300

25507 KGVTPEMLEFMK Oxidation (M) _KGVTPEM(ox)LEFMK_ B4FR89_MAIZE 3 475.90873 1424.7044 -0.050074 0.28694 0.22658 66.351 66.351 4.78E-08 49.53 621750

25508 KGVTPEMLEFMK Oxidation (M) _KGVTPEM(ox)LEFMK_ B4FR89_MAIZE 3 475.90873 1424.7044 -0.098762 0.90391 0.79425 66.976 66.976 4.52E-03 24.81 1673300

25509 KGVVTLEEGK Unmodified _KGVVTLEEGK_ Q6B7Q9_MAIZE 2 530.30586 1058.5972 0.021908 -0.38655 -0.37124 37.8 37.8 1.25E-02 29.16 222110

25510 KGVVTLEEGK Unmodified _KGVVTLEEGK_ Q6B7Q9_MAIZE 3 353.873 1058.5972 0.96597 0.020594 0.97984 37.793 37.793 9.39E-01 28.71 242100

25511 KGYIPLTTYLR Unmodified _KGYIPLTTYLR_ B6SYW9_MAIZE 2 662.88481 1323.7551 0.4966 -0.89983 -0.41827 77.606 77.606 4.96E-02 20.28 320280

25512 KGYWQFNMGDVLVDGK Unmodified _KGYWQFNMGDVLVDGK_ B6T706_MAIZE 3 619.63818 1855.8927 0.26976 0.26356 0.53785 95.849 95.849 6.54E-03 46.18 951260

25513 KHFPSVNWLISYSK Unmodified _KHFPSVNWLISYSK_ VATA_MAIZE B6 3 569.30687 1704.8988 0.18073 -0.033788 0.13615 83.589 83.589 4.14E-01 11.68 487080

25514 KHFSIDAYR Unmodified _KHFSIDAYR_ B6TLR9_MAIZE 3 379.53309 1135.5774 0.63212 -0.076873 0.5366 45.166 45.166 2.35E-01 35.55 3020900

25515 KHKPELLGGGR Unmodified _KHKPELLGGGR_ GSTF4_MAIZE 3 397.90341 1190.6884 0.56233 -0.24749 0.2983 28.92 28.92 1.15E-01 36.93 22080

25516 KHKPELLGGGR Unmodified _KHKPELLGGGR_ GSTF4_MAIZE 3 397.90341 1190.6884 0.53848 0.7246 1.2438 27.551 27.551 1.15E-01 34.5 111520

25517 KHKPELLGGGR Unmodified _KHKPELLGGGR_ GSTF4_MAIZE 3 397.90341 1190.6884 0.57212 -0.28826 0.26651 28.663 28.663 1.00E+00 15.13 43128

25518 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 3 368.88899 1103.6451 0.88428 0.066546 0.94791 28.459 28.459 1.00E+00 14.01 173590

25519 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 2 552.82984 1103.6451 0.22347 0.000402 0.22188 28.47 28.47 1.45E-01 14.19 17902

25520 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 3 368.88899 1103.6451 0.86188 0.38828 1.2462 29.687 29.687 1.00E+00 12.92 50614

25521 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 3 368.88899 1103.6451 0.83666 0.23234 1.0648 28.687 28.687 1.00E+00 12.61 54178

25522 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 2 552.82984 1103.6451 0.20108 -0.10811 0.091195 28.773 28.773 1.45E-01 48.75 34601

25523 KHNVPVPVSK Unmodified _KHNVPVPVSK_ B4FZ29_MAIZE 3 368.88899 1103.6451 0.88161 -0.11717 0.76279 28.779 28.779 1.00E+00 10.14 315120

25524 KHSEFISYPISLWTEK Unmodified _KHSEFISYPISLWTEK_ B6TB25_MAIZE 3 655.6754 1964.0044 0.51183 -0.12431 0.37143 88.863 88.863 2.89E-01 13.22 764300

25525 KHSEFISYPISLWTEK Unmodified _KHSEFISYPISLWTEK_ B6TB25_MAIZE 4 492.00837 1964.0044 -0.15344 0.034116 -0.1351 90.277 90.277 1.00E+00 10.59 217060

25526 KHSEFISYPISLWTEK Unmodified _KHSEFISYPISLWTEK_ B6TB25_MAIZE 3 655.6754 1964.0044 0.53595 0.00024 0.51953 90.198 90.198 1.00E+00 0.06 347560

25527 KHSEFISYPISLWTEK Unmodified _KHSEFISYPISLWTEK_ B6TB25_MAIZE 3 655.6754 1964.0044 0.51195 -0.05366 0.44169 90.244 90.244 1.00E+00 5.67 686000
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25528 KIACLDTHIALACAGLK Unmodified _KIACLDTHIALACAGLK_ A3FMB9_MAIZE 3 619.00246 1853.9855 0.29157 0.35107 0.63309 74.445 74.445 5.01E-03 22.64 610350

25529 KIASLDTHIALACAGLK Unmodified _KIASLDTHIALACAGLK_ B4FFJ8_MAIZE 3 594.66959 1780.9869 0.20396 -0.054736 0.13341 73.725 73.725 1.75E-02 40.65 522860

25530 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.91542 -0.43098 0.47433 84.422 84.422 9.79E-02 37.01 244790

25531 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 -0.63972 91.944 91.944 8.99E-01 8.06

25532 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 2 547.34205 1092.6696 -0.017227 0.058344 0.029353 85.483 85.483 1.25E-02 35.06 265340

25533 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.74011 -0.18876 0.54153 85.487 85.487 9.39E-01 20.67 346070

25534 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.86744 -0.25167 0.60592 85.6 85.6 3.11E-02 35.94 497070

25535 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 2 547.34205 1092.6696 0.079942 0.14094 0.20851 85.605 85.605 2.81E-03 52.99 336350

25536 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.84403 -0.26149 0.5705 85.36 85.36 3.11E-02 30.7 344300

25537 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.80793 -0.43905 0.35792 85.177 85.177 3.11E-02 38.85 135420

25538 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 3 365.23046 1092.6696 0.8265 -0.28205 0.53263 85.286 85.286 3.11E-02 34.94 2794100

25539 KIAVLGFAFK Unmodified _KIAVLGFAFK_ B6T9P0_MAIZE 2 547.34205 1092.6696 0.032146 0.26523 0.28558 85.295 85.295 1.84E-04 59.76 2242200

25540 KIDAAKPIPEVFEDVK Unmodified _KIDAAKPIPEVFEDVK_ B4FM96_MAIZE 3 600.33649 1797.9877 0.16248 -0.00573 0.14118 73.371 73.371 4.32E-02 15.33 3173200

25541 KIDDAVEGAINWLDNNQLAEVDEFEDK Unmodified _KIDDAVEGAINWLDNNQLAEVDEFEDK_ B6SZ69_MAIZE 3 1030.8228 3089.4466 1.1961 -0.3265 0.85813 125.44 125.44 5.80E-04 24.3 166070

25542 KIDDAVEGAINWLDNNQLAEVDEFEDK Unmodified _KIDDAVEGAINWLDNNQLAEVDEFEDK_ B6SZ69_MAIZE 3 1030.8228 3089.4466 1.2772 -0.049192 1.2167 125.46 125.46 8.07E-01 8.22 600680

25543 KIDDVVEEAVEFADASPHPPR Unmodified _KIDDVVEEAVEFADASPHPPR_ B4F8B8_MAIZE 4 581.04066 2320.1335 0.16438 0.15268 0.31227 105.03 105.03 1.00E+00 7.43 149990

25544 KIDDVVEEAVEFADASPHPPR Unmodified _KIDDVVEEAVEFADASPHPPR_ B4F8B8_MAIZE 4 581.04066 2320.1335 0.13261 0.18822 0.31569 104.85 104.85 1.00E+00 15.26 1271500

25545 KIDDVVEEAVEFADASPHPPR Unmodified _KIDDVVEEAVEFADASPHPPR_ B4F8B8_MAIZE 3 774.38512 2320.1335 0.88779 -0.26865 0.61521 104.9 104.9 2.01E-43 60.77 1416600

25546 KIDIELEHR Unmodified _KIDIELEHR_ B6TZD9_MAIZE 3 384.8839 1151.6299 0.56156 1.3845 1.9106 48.981 48.981 3.30E-03 54.59 607320

25547 KIDYHTGVFASK Unmodified _KIDYHTGVFASK_ B6SQ61_MAIZE 3 455.91023 1364.7089 0.01743 -0.011761 0.0020479 51.695 51.695 1.79E-02 17.38 728030

25548 KIDYHTGVFASK Unmodified _KIDYHTGVFASK_ B6SQ61_MAIZE 3 455.91023 1364.7089 -0.054082 0.078163 0.019979 51.262 51.262 6.54E-02 20.88 8353600

25549 KIDYSMQLNASR Oxidation (M) _KIDYSM(ox)QLNASR_ B4FB71_MAIZE 3 481.24165 1440.7031 -0.072668 0.10402 0.0068097 47.628 47.628 1.84E-01 19.91 632370

25550 KIEATMESLHK Oxidation (M) _KIEATM(ox)ESLHK_ B6TFF1_MAIZE 3 434.89559 1301.6649 -0.12771 -0.007033 -0.16147 30.58 30.58 4.65E-02 23.89 616840

25551 KIEATMESLHK Oxidation (M) _KIEATM(ox)ESLHK_ B6TFF1_MAIZE 2 651.83974 1301.6649 0.39139 -0.010106 0.3543 30.574 30.574 1.36E-04 23.09 116370

25552 KIEATMESLHK Unmodified _KIEATMESLHK_ B6TFF1_MAIZE 3 429.56395 1285.67 -0.046428 -0.139 -0.21418 43.998 43.998 9.88E-04 47.42 391340

25553 KIEATMESLHK Unmodified _KIEATMESLHK_ B6TFF1_MAIZE 2 643.84229 1285.67 0.42387 -1.399 -1.0028 43.958 43.958 1.47E-01 23.15 26133

25554 KIEDAIDAAISWLDANQLAEADEFDDK Unmodified _KIEDAIDAAISWLDANQLAEADEFDDK_ Q5EBY7_MAIZE 3 1002.812 3005.4142 1.2142 0.27858 1.4753 128.45 128.45 2.58E-38 101.85 1357000

25555 KIEDAIDAAISWLDANQLAEADEFDDK Unmodified _KIEDAIDAAISWLDANQLAEADEFDDK_ Q5EBY7_MAIZE 3 1002.812 3005.4142 1.2691 0.20466 1.4561 130.38 130.38 2.94E-25 71.21 440940

25556 KIEDAIDAAISWLDANQLAEADEFDDKMK Unmodified _KIEDAIDAAISWLDANQLAEADEFDDKMK_ Q5EBY7_MAIZE 4 817.14469 3264.5496 1.0013 0.20088 1.1819 126.5 126.5 4.21E-05 27.8 1183100

25557 KIEDAIDAAISWLDANQLAEADEFDDKMK Oxidation (M) _KIEDAIDAAISWLDANQLAEADEFDDKM(ox)K_ Q5EBY7_MAIZE 4 821.14341 3280.5446 1.0162 0.10586 1.1038 130.33 130.33 1.90E-13 54.19 1850600

25558 KIEDAIDAAISWLDANQLAEADEFEDK Unmodified _KIEDAIDAAISWLDANQLAEADEFEDK_ B6T2Q6_MAIZE 3 1007.4839 3019.4298 1.2497 0.17808 1.4064 128.41 128.41 1.54E-08 59.11 4294700

25559 KIEDAIDAAISWLDANQLAEADEFEDK Unmodified _KIEDAIDAAISWLDANQLAEADEFEDK_ B6T2Q6_MAIZE 3 1007.4839 3019.4298 1.1879 0.29996 1.4667 131.28 131.28 1.33E-06 42.55 371520

25560 KIEDAIDAAISWLDANQLAEADEFEDK Unmodified _KIEDAIDAAISWLDANQLAEADEFEDK_ B6T2Q6_MAIZE 3 1007.4839 3019.4298 1.1844 0.39081 1.5544 131.32 131.32 2.30E-17 75.42 454110

25561 KIEDAIDAAISWLDANQLAEADEFEDK Unmodified _KIEDAIDAAISWLDANQLAEADEFEDK_ B6T2Q6_MAIZE 3 1007.4839 3019.4298 1.1994 0.14696 1.3255 130.43 130.43 5.14E-29 89.43 2090600
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25562 KIEDAIDAAISWLDANQLAEADEFEDKMK Oxidation (M) _KIEDAIDAAISWLDANQLAEADEFEDKM(ox)K_ B6T2Q6_MAIZE 4 824.64733 3294.5602 1.0494 0.31986 1.3476 125.79 125.79 4.21E-05 35.94 1679600

25563 KIEDAIDAAISWLDANQLAEADEFEDKMK Oxidation (M) _KIEDAIDAAISWLDANQLAEADEFEDKM(ox)K_ B6T2Q6_MAIZE 4 824.64733 3294.5602 1.0066 -1.0677 -0.081201 131.08 131.08 2.45E-04 21.35 330540

25564 KIEDAIDAAISWLDANQLAEADEFEDKMK Oxidation (M) _KIEDAIDAAISWLDANQLAEADEFEDKM(ox)K_ B6T2Q6_MAIZE 4 824.64733 3294.5602 1.045 0.12803 1.1512 131.52 131.52 3.90E-02 27.06 456630

25565 KIEDAIDAAISWLDANQLAEADEFEDKMK Oxidation (M) _KIEDAIDAAISWLDANQLAEADEFEDKM(ox)K_ B6T2Q6_MAIZE 4 824.64733 3294.5602 0.99293 0.10621 1.0783 130.43 130.43 1.75E-06 45.34 2490900

25566 KIEDAIDAAISWLDANQLAEADEFEDKMK Unmodified _KIEDAIDAAISWLDANQLAEADEFEDKMK_ B6T2Q6_MAIZE 4 820.6486 3278.5653 1.0602 0.27215 1.3091 126.91 126.91 2.34E-08 48.51 2067600

25567 KIEDNNTLVFIVDLK Unmodified _KIEDNNTLVFIVDLK_ B4FZQ0_MAIZE 3 587.66461 1759.972 0.19167 0.15846 0.33999 100.32 100.32 4.82E-01 34.32 84991

25568 KIEDNNTLVFIVDLK Unmodified _KIEDNNTLVFIVDLK_ B4FZQ0_MAIZE 3 587.66461 1759.972 0.18283 0.6596 0.83172 101.8 101.8 1.00E+00 2.16 98272

25569 KIEDTIEDAIK Unmodified _KIEDTIEDAIK_ B4FRL9_MAIZE 2 637.84555 1273.6765 0.26679 -0.71007 -0.46827 71.381 71.381 6.35E-09 60.22 1346800

25570 KIEEQLEK Unmodified _KIEEQLEK_ B4G1B0_MAIZE 2 508.78476 1015.555 0.014914 1.8567 1.8245 32.913 32.913 3.77E-01 20.53 95447

25571 KIEEQLEK Unmodified _KIEEQLEK_ B4G1B0_MAIZE 2 508.78476 1015.555 -0.16636 -0.70038 -0.90919 33.546 33.546 3.77E-01 18.48 1133600

25572 KIEEQLEK Unmodified _KIEEQLEK_ B4G1B0_MAIZE 2 508.78476 1015.555 -0.04879 -0.13559 -0.22758 31.128 31.128 2.92E-02 37.26 651410

25573 KIEEQLEK Unmodified _KIEEQLEK_ B4G1B0_MAIZE 2 508.78476 1015.555 -0.11417 0.23191 0.074258 34.483 34.483 3.77E-01 25.28 127440

25574 KIEFPHPSEEAR Unmodified _KIEFPHPSEEAR_ B4FBJ7_MAIZE 3 480.58077 1438.7205 -0.069757 0.1735 0.078539 51.87 51.87 2.42E-04 42.81 2866800

25575 KIEFPLPDRR Unmodified _KIEFPLPDRR_ B6TDT1_MAIZE 3 424.24706 1269.7194 0.15824 0.19692 0.33368 60.262 60.262 1.25E-01 24.49 1278800

25576 KIENVATGANNKPK Unmodified _KIENVATGANNKPK_ B6TBT3_MAIZE 3 495.27909 1482.8154 -0.033607 -0.52855 -0.59029 25.343 25.343 1.32E-03 48.28 310670

25577 KIEYSMQLNASR Oxidation (M) _KIEYSM(ox)QLNASR_ B4FVD5_MAIZE 3 485.91353 1454.7188 -0.1278 0.005261 -0.15408 44.507 44.507 4.69E-06 54.29 2489800

25578 KIFDSLPAEEQR Unmodified _KIFDSLPAEEQR_ B4FFK9_MAIZE 3 478.25254 1431.7358 -0.096504 0.2075 0.090298 62.052 62.052 8.04E-02 15.68 535010

25579 KIFDSLPAEEQR Unmodified _KIFDSLPAEEQR_ B4FFK9_MAIZE 3 478.25254 1431.7358 -0.06149 0.55856 0.47576 60.431 60.431 8.04E-02 39.5 1132200

25580 KIFDVLYK Unmodified _KIFDVLYK_ B4FAK8_MAIZE 2 513.30514 1024.5957 -0.091384 0.33706 0.22969 70.512 70.512 5.06E-02 45.44 2666400

25581 KIGSIIGR Unmodified _KIGSIIGR_ B6SJQ4_MAIZE 2 422.27417 842.53379 0.096478 0.42706 0.49914 43.335 43.335 5.06E-02 39.69 560040

25582 KIGVDEEIFVVDLK Unmodified _KIGVDEEIFVVDLK_ B6TQ98_MAIZE 3 535.3029 1602.8869 -0.11815 0.10417 -0.017409 93.931 93.931 1.10E-02 28.49 7347700

25583 KIGVDEEIFVVDLK Unmodified _KIGVDEEIFVVDLK_ B6TQ98_MAIZE 2 802.45071 1602.8869 0.91619 -0.18842 0.72627 93.874 93.874 3.40E-25 101.63 1253700

25584 KIGVDEEIFVVDLKK Unmodified _KIGVDEEIFVVDLKK_ B6TQ98_MAIZE 3 578.00122 1730.9818 0.077446 0.16736 0.23812 83.978 83.978 1.74E-13 44.01 612040

25585 KIHLFDIDIPGK Unmodified _KIHLFDIDIPGK_ B6SKS2_MAIZE 3 465.93801 1394.7922 -0.064529 0.078763 0.0050977 85.739 85.739 1.37E-08 57.06 319680

25586 KIIGATNPLASEPGTIR Unmodified _KIIGATNPLASEPGTIR_ B4FK49_MAIZE 3 580.0001 1736.9785 0.13931 -0.046199 0.076181 65.368 65.368 1.75E-02 27.35 954020

25587 KIIGATNPLASEPGTIR Unmodified _KIIGATNPLASEPGTIR_ B4FK49_MAIZE 3 580.0001 1736.9785 0.033943 -0.25551 -0.23719 67.447 67.447 1.19E-01 31.7 10842000

25588 KIIGATNPLASEPGTIR Unmodified _KIIGATNPLASEPGTIR_ B4FK49_MAIZE 2 869.49652 1736.9785 1.0028 0.004137 0.99032 67.451 67.451 1.43E-21 77.24 1146800

25589 KIIIDTYGGWGAHGGGAFSGK Unmodified _KIIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 698.0252 2091.0538 0.63284 -0.25249 0.38607 75.017 75.017 3.75E-34 63.89 4529000

25590 KIIIDTYGGWGAHGGGAFSGK Unmodified _KIIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 698.0252 2091.0538 0.72868 -0.42034 0.31537 137.95 137.95 1.28E-04 27.66 72917

25591 KIIIDTYGGWGAHGGGAFSGK Unmodified _KIIIDTYGGWGAHGGGAFSGK_ B4FAD1_MAIZE 3 698.0252 2091.0538 0.66001 -4.5158 -3.8431 75.004 75.004 5.78E-02 7.97 374840

25592 KILATGIK Unmodified _KILATGIK_ MTHR1_MAIZE 2 422.28675 842.55894 0.13816 -0.31117 -0.20228 37.029 37.029 3.77E-01 27.28 472090

25593 KILQLLR Unmodified _KILQLLR_ B4F8K1_MAIZE 2 442.30801 882.60147 0.078579 0.41412 0.45433 58.877 58.877 1.00E+00 33.15 331610

25594 KILQLLR Unmodified _KILQLLR_ B4F8K1_MAIZE 2 442.30801 882.60147 0.038784 0.57491 0.57597 59.534 59.534 7.83E-01 26.67 397470

25595 KILQLLR Unmodified _KILQLLR_ B4F8K1_MAIZE 2 442.30801 882.60147 -0.02449 0.080722 0.018783 58.384 58.384 1.86E-01 44.9 5006100



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

25596 KINDAVVTVPAYFNDAQR Unmodified _KINDAVVTVPAYFNDAQR_ B4FW90_MAIZE 3 674.35321 2020.0378 0.56714 -0.34793 0.21587 79.288 79.288 5.31E-03 37.14 1159700

25597 KINDLCGIK Unmodified _KINDLCGIK_ B4FQJ6_MAIZE 2 530.79461 1059.5747 0.016126 -1.0314 -1.027 45.197 45.197 1.01E-02 39.26 2556900

25598 KIPDFLDNSFYHNNLAK Unmodified _KIPDFLDNSFYHNNLAK_ B6UBA1_MAIZE 3 679.34605 2035.0163 0.55112 0.035278 0.57199 88.126 88.126 1.09E-02 23.48 1366300

25599 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.11472 -0.23739 -0.15043 66.88 66.88 9.83E-03 30.49 1516000

25600 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.1123 -0.13622 -0.050771 82.432 82.432 1.00E+00 1.18 14770

25601 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.022142 0.33627 0.32991 69.055 69.055 4.44E-04 32.63 755510

25602 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.09944 -0.079868 -0.0089759 69.307 69.307 1.81E-08 64.42 1751100

25603 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.10632 0.0727 0.15004 69.058 69.058 2.14E-16 64.74 1884500

25604 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.081619 0.20875 0.26259 69.181 69.181 2.90E-03 30.58 1331700

25605 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.03388 -0.29904 -0.29335 68.222 68.222 3.15E-11 64.64 22947000

25606 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 2 840.48321 1678.9519 1.0734 0.066066 1.1112 68.238 68.238 1.60E-05 59.66 1026500

25607 KIPLYQHIANLAGNK Unmodified _KIPLYQHIANLAGNK_ ENO1_MAIZE 3 560.6579 1678.9519 0.065688 -0.21699 -0.17914 68.531 68.531 4.44E-04 38.09 1165000

25608 KIPVLLHDGR Unmodified _KIPVLLHDGR_ B6TJ22_MAIZE 3 383.23639 1146.6873 0.59048 -0.28157 0.30003 47.171 47.171 2.99E-03 57.68 3419600

25609 KIPVLLHHGK Unmodified _KIPVLLHHGK_ B4FS52_MAIZE 3 381.24499 1140.7131 0.71066 -0.33894 0.36051 34.738 34.738 2.94E-01 20.12 255220

25610 KISAHIAASVAAK Unmodified _KISAHIAASVAAK_ B6UDG4_MAIZE 3 422.92247 1265.7456 0.14746 0.039576 0.15374 39.845 39.845 4.86E-01 16.94 324930

25611 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 2 705.37976 1408.745 0.71336 -0.003891 0.66896 61.033 61.033 2.62E-07 31.84 911190

25612 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 2 705.37976 1408.745 0.67822 -0.24347 0.39366 61.808 61.808 1.98E-03 35.21 442940

25613 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 2 705.37976 1408.745 0.68718 -0.29598 0.35113 63.024 63.024 1.11E-04 42.94 486750

25614 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 3 470.58893 1408.745 -0.033082 0.56152 0.48665 62.983 62.983 1.00E+00 8.46 389590

25615 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 3 470.58893 1408.745 -0.042641 0.15123 0.067318 62.368 62.368 1.00E+00 14.55 436090

25616 KISEEEYISAIK Unmodified _KISEEEYISAIK_ B6UF55_MAIZE 2 705.37976 1408.745 0.67536 -0.11922 0.51565 62.427 62.427 1.98E-03 26.62 598630

25617 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.51318 0.019979 0.49197 86.361 86.361 4.21E-43 52.47 1169700

25618 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.61325 0.56132 1.1325 87.021 87.021 4.34E-29 57.59 230440

25619 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.53079 0.10874 0.59789 86.547 86.547 1.27E-10 46.07 1181200

25620 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.62366 0.66512 1.2466 87.172 87.172 5.98E-03 19.66 242350

25621 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.5382 0.046029 0.54357 86.304 86.304 4.21E-43 56.07 1404200

25622 KISEEEYISAIKEEISK Unmodified _KISEEEYISAIKEEISK_ B6UF55_MAIZE 3 666.02101 1995.0412 0.58004 0.21294 0.75177 86.966 86.966 7.64E-09 30.63 400600

25623 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 2 705.37976 1408.745 0.69817 -0.27293 0.3946 57.057 57.057 1.68E-09 64.56 1164700

25624 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 2 705.37976 1408.745 0.71604 0.06674 0.75242 57.712 57.712 2.62E-07 64.74 762540

25625 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 3 470.58893 1408.745 -0.16774 -0.085878 -0.28372 57.702 57.702 4.08E-01 27.83 614980

25626 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 2 705.37976 1408.745 0.65378 -0.19021 0.433 59.187 59.187 2.05E-12 85.91 884840

25627 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 2 705.37976 1408.745 0.64477 -0.35134 0.2636 58.503 58.503 7.61E-14 68.82 1177100

25628 KISEEEYVTAIK Unmodified _KISEEEYVTAIK_ Q8W529_MAIZE 3 470.58893 1408.745 -0.074452 0.053272 -0.052277 58.518 58.518 1.84E-01 15.16 1304200

25629 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 675.02464 2022.0521 0.51077 -0.69841 -0.2212 79.303 79.303 9.12E-18 52.5 1945600
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25630 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 675.02464 2022.0521 0.54391 -0.14282 0.36639 80.274 80.274 9.12E-18 45.44 1528400

25631 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 4 506.5203 2022.0521 -0.14111 -0.20414 -0.37926 83.959 83.959 1.00E+00 0.17 240270

25632 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 675.02464 2022.0521 0.5137 -0.57554 -0.095528 80.565 80.565 1.27E-10 45.79 1606000

25633 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 3 675.02464 2022.0521 0.53964 -0.18267 0.32261 80.332 80.332 7.64E-09 53.72 2257800

25634 KISEEEYVTAIKEEINK Unmodified _KISEEEYVTAIKEEINK_ Q8W529_MAIZE 4 506.5203 2022.0521 0.01157 -0.14756 -0.17029 83.993 83.993 1.00E+00 1.62 307030

25635 KISINDLVIK Unmodified _KISINDLVIK_ B6TUA2_MAIZE 2 571.86081 1141.7071 0.19738 -0.27558 -0.10323 71.783 71.783 2.81E-03 41.38 226720

25636 KISINDLVIK Unmodified _KISINDLVIK_ B6TUA2_MAIZE 2 571.86081 1141.7071 0.15442 -0.035416 0.093339 71.879 71.879 1.25E-02 52.7 615220

25637 KISINDLVIK Unmodified _KISINDLVIK_ B6TUA2_MAIZE 2 571.86081 1141.7071 0.10445 0.082988 0.16229 71.815 71.815 2.81E-03 41.4 2696400

25638 KISINDLVIK Unmodified _KISINDLVIK_ B6TUA2_MAIZE 3 381.5763 1141.7071 0.62033 0.013794 0.60896 71.818 71.818 1.26E-02 39.69 1221300

25639 KITILGTR Unmodified _KITILGTR_ B4FEN4_MAIZE 2 451.2951 900.57565 -0.02894 -0.08933 -0.13299 46.164 46.164 3.77E-01 16.21 828960

25640 KITILGTR Unmodified _KITILGTR_ B4FEN4_MAIZE 2 451.2951 900.57565 -0.091335 0.21879 0.1115 50.099 50.099 3.77E-01 19.7 176320

25641 KIVDNIQDR Unmodified _KIVDNIQDR_ B6SVM3_MAIZE 2 550.80656 1099.5986 0.085521 -0.098845 -0.027748 37.365 37.365 3.32E-02 38.92 423060

25642 KIVDNIQDR Unmodified _KIVDNIQDR_ B6SVM3_MAIZE 2 550.80656 1099.5986 0.12371 -0.13338 -0.023886 39.445 39.445 1.12E-01 41.56 99158

25643 KIVDNIQDR Unmodified _KIVDNIQDR_ B6SVM3_MAIZE 2 550.80656 1099.5986 0.082778 -0.42781 -0.35812 39.366 39.366 1.12E-01 34.14 257940

25644 KIVGVFYK Unmodified _KIVGVFYK_ B6TRR5_MAIZE 2 477.29457 952.57459 -0.02402 -0.078157 -0.10584 52.821 52.821 1.00E+00 26.78 758810

25645 KIVGVFYK Unmodified _KIVGVFYK_ B6TRR5_MAIZE 2 477.29457 952.57459 -0.14087 0.62171 0.47569 53.467 53.467 2.92E-02 32.42 3741600

25646 KIVGVFYK Unmodified _KIVGVFYK_ B6TRR5_MAIZE 3 318.53214 952.57459 1.428 0.29942 1.7202 53.439 53.439 1.00E+00 6.68 805000

25647 KIVITLNGV Unmodified _KIVITLNGV_ B6TGW1_MAIZE 2 478.81059 955.60662 -0.18012 0.022676 -0.16232 76.42 76.42 1.01E-02 38.92 235350

25648 KIWCFGPETTGPNMVVDMCK Unmodified _KIWCFGPETTGPNMVVDMCK_ B6U0S1_MAIZE 3 790.69649 2369.0676 0.9491 -0.50179 0.46056 92.194 92.194 1.31E-21 49.37 782170

25649 KIWDSYSVK Unmodified _KIWDSYSVK_ B6UCD0_MAIZE 2 563.30058 1124.5866 0.13816 -0.034216 0.08985 58.207 58.207 7.18E-01 36.89 542570

25650 KIWDSYSVK Unmodified _KIWDSYSVK_ B6UCD0_MAIZE 2 563.30058 1124.5866 0.021487 -0.027283 -0.02008 58.136 58.136 3.32E-02 27.37 2789400

25651 KIWSYNDVYTDGRPTQGGFASTMVVDQK Unmodified _KIWSYNDVYTDGRPTQGGFASTMVVDQK_ B6U7D8_MAIZE 4 791.63429 3162.508 0.98532 -0.023938 0.96834 84.322 84.322 2.17E-02 33.72 925160

25652 KKEEGNALFK Unmodified _KKEEGNALFK_ B6TI78_MAIZE 3 388.55215 1162.6346 0.55444 0.07099 0.59138 30.444 30.444 2.55E-01 24.41 97391

25653 KKFETALGVLK Unmodified _KKFETALGVLK_ B6TCR9_MAIZE 3 411.9237 1232.7493 0.22808 -0.5174 -0.30719 54.625 54.625 1.15E-01 20.73 5796500

25654 KKFETALGVLK Unmodified _KKFETALGVLK_ B6TCR9_MAIZE 2 617.38191 1232.7493 0.30013 0.19402 0.47542 54.603 54.603 3.60E-06 48.12 634800

25655 KKLPEIR Unmodified _KKLPEIR_ B4FVD5_MAIZE 2 442.28982 882.56509 0.20615 0.21216 0.37423 28.009 28.009 4.46E-01 24.48 22820

25656 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.1458 -0.57793 -0.45772 32.418 32.418 1.83E-01 42.03 205940

25657 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 -0.024082 -0.086123 -0.13581 33.289 33.289 1.00E+00 20.27 15693

25658 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 -0.030823 -0.44089 -0.49746 31.436 31.436 4.14E-01 52.25 121890

25659 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.096688 -0.32692 -0.25667 34.128 34.128 6.14E-02 27.1 319340

25660 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.12286 -0.34599 -0.24834 33.23 33.23 4.14E-01 48.39 216440

25661 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.095628 -0.50557 -0.43526 33.889 33.889 6.14E-02 36.9 402480

25662 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.1197 -0.6204 -0.52518 33.869 33.869 1.79E-03 75.35 257210

25663 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 -0.016217 -0.60606 -0.64809 34.502 34.502 4.40E-03 56.55 6510500
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25664 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 2 819.40618 1636.7978 1.0709 0.050709 1.0961 34.463 34.463 2.44E-16 55.93 144860

25665 KKMDATAQELTEEK Oxidation (M) _KKM(ox)DATAQELTEEK_ MDHC_MAIZE 3 546.60654 1636.7978 0.089025 -0.23154 -0.16841 31.743 31.743 6.14E-02 56 140160

25666 KKPIIFSMAR Oxidation (M) _KKPIIFSM(ox)AR_ SUS1_MAIZE B6 3 402.90576 1205.6954 0.23235 0.24118 0.44737 37.417 37.417 9.15E-02 25.13 264020

25667 KKPIIFSMAR Oxidation (M) _KKPIIFSM(ox)AR_ SUS1_MAIZE B6 3 402.90576 1205.6954 0.3606 0.046443 0.38221 38.928 38.928 3.38E-02 18.25 380520

25668 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 3 505.27887 1512.8148 -0.0041411 -0.074064 -0.097668 49.738 49.738 1.00E+00 6.47 1056100

25669 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 3 505.27887 1512.8148 -0.019973 -0.085273 -0.12524 52.144 52.144 1.00E+00 11.31 892920

25670 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 3 505.27887 1512.8148 -0.021423 -0.31475 -0.35463 51.441 51.441 1.00E+00 8.28 830850

25671 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 3 505.27887 1512.8148 -0.10183 -0.056214 -0.17665 52.203 52.203 1.00E+00 2.2 1850000

25672 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 2 757.41466 1512.8148 0.90159 0.17845 1.0602 52.211 52.211 2.00E-19 72.45 466640

25673 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 3 505.27887 1512.8148 -0.099751 -0.27461 -0.39383 51.894 51.894 1.00E+00 12.83 9084600

25674 KLAEDNNVPLSSVK Unmodified _KLAEDNNVPLSSVK_ B6TUA2_MAIZE 2 757.41466 1512.8148 0.83128 0.12729 0.93839 51.887 51.887 2.09E-30 90.84 2710600

25675 KLAEEDPDEYSNK Unmodified _KLAEEDPDEYSNK_ B6U0V6_MAIZE 3 513.23874 1536.6944 -0.0082122 -0.059015 -0.097715 41.584 41.584 1.28E-01 15.41 683890

25676 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.0051053 -0.22306 -0.24991 34.148 34.148 1.12E-01 28.19 763490

25677 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.14424 -0.1159 -0.28145 33.178 33.178 1.01E-02 52.54 370670

25678 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.025856 -0.1507 -0.19915 35.682 35.682 9.73E-03 35.36 479280

25679 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 3 335.53773 1003.5914 1.3757 -0.007211 1.3469 35.674 35.674 1.00E+00 2.41 61499

25680 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.0088573 -0.27596 -0.3071 34.818 34.818 1.01E-02 49.2 672850

25681 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.036801 -0.34739 -0.40576 35.341 35.341 3.32E-02 36.44 263000

25682 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.053075 -0.36504 -0.44089 35.284 35.284 9.73E-03 48.34 2583300

25683 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 3 335.53773 1003.5914 1.3516 -0.2076 1.1215 35.274 35.274 1.00E+00 8.51 290220

25684 KLAELTTTK Unmodified _KLAELTTTK_ B4G0K4_MAIZE 2 502.80296 1003.5914 -0.074641 -0.25042 -0.34701 35.984 35.984 3.39E-01 29.54 192660

25685 KLAENAPVAPEK Unmodified _KLAENAPVAPEK_ B6TXE2_MAIZE 2 633.85625 1265.698 0.33553 0.10475 0.40339 39.28 39.28 7.72E-03 58.09 954560

25686 KLAENAPVAPEK Unmodified _KLAENAPVAPEK_ B6TXE2_MAIZE 3 422.90659 1265.698 0.14045 0.27698 0.38087 39.279 39.279 1.00E+00 13.15 710210

25687 KLAPEYEK Unmodified _KLAPEYEK_ Q5EUD6_MAIZE 2 489.26875 976.52295 -0.097295 -0.18196 -0.32419 32.069 32.069 5.06E-02 30.31 303330

25688 KLAPEYENAAK Unmodified _KLAPEYENAAK_ Q5EUE1_MAIZE 2 617.32733 1232.6401 0.35368 -0.19011 0.11664 37.614 37.614 1.67E-02 29.67 187990

25689 KLAPEYENAAK Unmodified _KLAPEYENAAK_ Q5EUE1_MAIZE 2 617.32733 1232.6401 0.36967 -0.54291 -0.21911 36.778 36.778 4.96E-02 36.78 150970

25690 KLAPEYENAAK Unmodified _KLAPEYENAAK_ Q5EUE1_MAIZE 3 411.88731 1232.6401 0.15035 -0.14131 -0.037837 37.361 37.361 1.15E-01 33.77 3175300

25691 KLAPEYENAAK Unmodified _KLAPEYENAAK_ Q5EUE1_MAIZE 2 617.32733 1232.6401 0.25899 -0.095069 0.1173 37.366 37.366 4.43E-05 53.93 2236100

25692 KLAPEYER Unmodified _KLAPEYER_ B6TMB2_MAIZE 2 503.27182 1004.5291 0.040763 -0.083895 -0.084706 34.464 34.464 3.77E-01 24.18 96984

25693 KLAPEYER Unmodified _KLAPEYER_ B6TMB2_MAIZE 3 335.85031 1004.5291 1.2797 -0.18042 1.0566 35.128 35.128 1.00E+00 5.43 164440

25694 KLAPILDEAATTLQSDEEVVIAK Unmodified _KLAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 3 818.78277 2453.3265 1.0999 -0.089527 0.99479 117.7 117.7 2.00E-02 13.29 224750

25695 KLAPILEEAATTLLSDEEVVIAK Unmodified _KLAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 818.46315 2452.3676 0.97585 -0.081073 0.87263 130.84 130.84 6.43E-02 36.96 1827400

25696 KLASVADLYVNDAFGTAHR Unmodified _KLASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 683.35684 2047.0487 0.63872 0.087734 0.72026 81.38 81.38 1.48E-20 46.4 1124600

25697 KLASVADLYVNDAFGTAHR Unmodified _KLASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 683.35684 2047.0487 0.67747 0.22981 0.89981 82.683 82.683 1.07E-11 62.24 766110
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25698 KLASVADLYVNDAFGTAHR Unmodified _KLASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 683.35684 2047.0487 0.61024 -0.22705 0.37712 82.495 82.495 6.86E-46 77.7 867430

25699 KLASVADLYVNDAFGTAHR Unmodified _KLASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 683.35684 2047.0487 0.57498 -0.12579 0.44261 82.555 82.555 2.66E-52 66.17 4471800

25700 KLASVADLYVNDAFGTAHR Unmodified _KLASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 4 512.76945 2047.0487 -0.029355 -0.44332 -0.47903 82.549 82.549 5.95E-01 17.38 3099400

25701 KLAVNLIPFPR Unmodified _KLAVNLIPFPR_ TBB5_MAIZE B4 2 634.39789 1266.7812 0.44792 0.09262 0.52129 84.517 84.517 1.67E-02 40.4 234660

25702 KLAVNLIPFPR Unmodified _KLAVNLIPFPR_ TBB5_MAIZE B4 3 423.26769 1266.7812 0.17496 -1.4625 -1.3037 84.456 84.456 1.00E+00 2.21 1580900

25703 KLAVNLIPFPR Unmodified _KLAVNLIPFPR_ TBB5_MAIZE B4 2 634.39789 1266.7812 0.3764 0.17825 0.5352 84.473 84.473 3.57E-04 49.49 2357100

25704 KLAVNLIPFPR Unmodified _KLAVNLIPFPR_ TBB5_MAIZE B4 3 423.26769 1266.7812 0.094123 -0.95297 -0.87571 84.459 84.459 1.00E+00 7.8 12099000

25705 KLCAELQDFMR Unmodified _KLCAELQDFMR_ B4FZU9_MAIZE 3 470.90046 1409.6795 -0.098512 0.058991 -0.052175 77.338 77.338 5.15E-02 23.29 1205400

25706 KLCSLLDEYTK Unmodified _KLCSLLDEYTK_ B4FNM4_MAIZE 3 457.23924 1368.6959 -0.10034 0.030164 -0.084647 74.425 74.425 6.79E-01 17.64 25221

25707 KLCSLLDEYTK Unmodified _KLCSLLDEYTK_ B4FNM4_MAIZE 2 685.35523 1368.6959 0.58409 0.054488 0.6226 71.909 71.909 5.66E-08 86.2 2435500

25708 KLDAELAR Unmodified _KLDAELAR_ B6T6R7_MAIZE 2 458.26654 914.51853 -0.058205 0.023945 -0.074004 39.657 39.657 1.65E-01 39.27 509270

25709 KLDDTEFR Unmodified _KLDDTEFR_ Q64HC3_MAIZE 2 512.25891 1022.5033 0.0017233 -0.82344 -0.82936 41.219 41.219 1.00E+00 18.64 82950

25710 KLDDTEFR Unmodified _KLDDTEFR_ Q64HC3_MAIZE 2 512.25891 1022.5033 -0.036859 0.68574 0.63872 43.511 43.511 5.06E-02 59.19 902760

25711 KLDDTEFR Unmodified _KLDDTEFR_ Q64HC3_MAIZE 2 512.25891 1022.5033 -0.11678 -0.015323 -0.14163 44.274 44.274 1.65E-01 37.43 3574600

25712 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 0.14833 0.16959 0.29015 62.17 62.17 3.21E-03 67.02 4649100

25713 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 0.064745 0.29715 0.33455 65.439 65.439 3.32E-02 39.6 100610

25714 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 0.078187 -0.41419 -0.36189 63.118 63.118 1.01E-02 56.86 579150

25715 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 -0.098292 64.22 64.22 2.52E-11 56.98

25716 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 0.086207 -0.25828 -0.19833 64.037 64.037 3.89E-04 64.1 1269700

25717 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 0.061612 0.39094 0.42367 64.078 64.078 3.21E-03 61.71 5379500

25718 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 2 575.82696 1149.6394 -0.061434 -0.15265 -0.24062 63.029 63.029 3.13E-03 57.27 39178000

25719 KLDEYLLTR Unmodified _KLDEYLLTR_ B4FNT1_MAIZE 3 384.2204 1149.6394 0.5388 -0.3762 0.1351 63.006 63.006 2.35E-01 30.42 7126500

25720 KLDGGGVASGGLR Unmodified _KLDGGGVASGGLR_ B4F7V1_MAIZE 2 593.83057 1185.6466 0.17388 -2.6175 -2.4338 43.497 43.497 4.68E-05 61.31 1293600

25721 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.11861 -0.16033 -0.043762 62.007 62.007 4.09E-04 45.5 1472400

25722 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.14396 -0.34988 -0.2083 63.306 63.306 2.45E-02 22.83 508240

25723 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.097966 -0.45946 -0.36253 63.633 63.633 5.40E-02 23.73 675450

25724 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.098776 -0.2063 -0.10997 63.627 63.627 5.40E-02 24.75 1373700

25725 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.023494 -0.31773 -0.29606 63.78 63.78 4.09E-04 33.13 2206900

25726 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 0.0095605 -0.030949 -0.023364 63.096 63.096 2.84E-03 43.76 3434600

25727 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 558.28129 2229.096 -0.050699 -0.50556 -0.55786 65.815 65.815 4.09E-04 30.47 12434000

25728 KLEDIVPSSHNCDIPHVNR Unmodified _KLEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 3 744.03929 2229.096 0.78227 -0.13321 0.64684 65.821 65.821 1.41E-07 37.16 390280

25729 KLEDIVPSSHNCDVPHVDR Unmodified _KLEDIVPSSHNCDVPHVDR_ B4FDE1_MAIZE 4 555.02338 2216.0644 0.029641 -0.51179 -0.47575 63.766 63.766 2.84E-03 40 364760

25730 KLEDLDK Unmodified _KLEDLDK_ B4FUE0_MAIZE 2 430.73983 859.4651 0.22778 0.028003 0.22544 33.072 33.072 1.86E-01 34.99 105410

25731 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.29065 0.27488 0.52638 24.658 24.658 1.00E+00 23.54 51208
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25732 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.13224 0.3809 0.47292 25.212 25.212 7.83E-01 17.25 6091.3

25733 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.25105 0.24914 0.45943 25.103 25.103 7.83E-01 18.05 21368

25734 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.30365 0.47831 0.74052 24.646 24.646 1.00E+00 21.03 25929

25735 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.27096 0.35804 0.58947 24.811 24.811 1.00E+00 17.75 27069

25736 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.16305 0.31499 0.43672 25.332 25.332 1.86E-01 43.97 190890

25737 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.16907 -0.20839 -0.078782 24.554 24.554 7.83E-01 48.97 1823300

25738 KLEEAVR Unmodified _KLEEAVR_ B6SLK4_MAIZE 2 422.74798 843.48142 0.011791 0.50849 0.47958 27.388 27.388 1.00E+00 20.93 66007

25739 KLEEHGGDLNR Unmodified _KLEEHGGDLNR_ B4FZ01_MAIZE 3 423.21783 1266.6317 0.24759 0.20154 0.42848 27.545 27.545 1.00E+00 9.55 11652

25740 KLEEHGGDLNR Unmodified _KLEEHGGDLNR_ B4FZ01_MAIZE 3 423.21783 1266.6317 0.23398 0.20315 0.41625 26.781 26.781 4.33E-02 25.88 73857

25741 KLEEHGGDLNR Unmodified _KLEEHGGDLNR_ B4FZ01_MAIZE 3 423.21783 1266.6317 0.2802 0.61364 0.87272 27.227 27.227 1.00E+00 12.62 23372

25742 KLEIDDDQK Unmodified _KLEIDDDQK_ B6T4E7_MAIZE 2 552.28259 1102.5506 0.075126 -0.98825 -0.93106 34.878 34.878 9.73E-03 33.68 285600

25743 KLEIDDDQK Unmodified _KLEIDDDQK_ B6T4E7_MAIZE 2 552.28259 1102.5506 0.075947 -0.38154 -0.3237 34.807 34.807 3.39E-01 28.34 13168

25744 KLEIDDDQK Unmodified _KLEIDDDQK_ B6T4E7_MAIZE 2 552.28259 1102.5506 0.096949 -0.19926 -0.12071 35.635 35.635 9.73E-03 54.34 165490

25745 KLEIDDDQK Unmodified _KLEIDDDQK_ B6T4E7_MAIZE 2 552.28259 1102.5506 0.063878 0.05575 0.10105 34.342 34.342 3.21E-03 61.42 469080

25746 KLEIDDDQKLR Unmodified _KLEIDDDQKLR_ B6T4E7_MAIZE 3 458.25254 1371.7358 -0.13835 0.17746 0.016993 45.132 45.132 4.33E-07 61.01 511990

25747 KLEIDDDQKLR Unmodified _KLEIDDDQKLR_ B6T4E7_MAIZE 3 458.25254 1371.7358 0.013729 0.74816 0.73701 47.526 47.526 1.73E-05 41.3 614500

25748 KLEIDDDQKLR Unmodified _KLEIDDDQKLR_ B6T4E7_MAIZE 3 458.25254 1371.7358 0.060042 1.047 1.0824 46.791 46.791 7.13E-05 45.67 616130

25749 KLEIDDDQKLR Unmodified _KLEIDDDQKLR_ B6T4E7_MAIZE 3 458.25254 1371.7358 0.014051 0.84433 0.83493 47.568 47.568 9.88E-04 34.24 652780

25750 KLEIDDDQKLR Unmodified _KLEIDDDQKLR_ B6T4E7_MAIZE 3 458.25254 1371.7358 -0.051521 0.14216 0.068762 45.528 45.528 4.21E-08 56.41 4337900

25751 KLESSAHYSADFGKE Unmodified _KLESSAHYSADFGKE_ B4FTV9_MAIZE 3 556.93365 1667.7791 0.063964 -0.33336 -0.28891 48.074 48.074 9.97E-11 48.27 1377200

25752 KLFEEGVVK Unmodified _KLFEEGVVK_ A2T1W7_MAIZE 2 524.8055 1047.5964 -0.093293 0.001455 -0.10249 52.513 52.513 1.12E-01 45.21 2515000

25753 KLFGVTTLDVVR Unmodified _KLFGVTTLDVVR_ B4FRJ1_MAIZE 3 449.93801 1346.7922 -0.015619 -0.18768 -0.18904 79.844 79.844 8.04E-02 22.76 3060800

25754 KLFGVTTLDVVR Unmodified _KLFGVTTLDVVR_ B4FRJ1_MAIZE 3 449.93801 1346.7922 -0.091933 -0.19404 -0.27096 79.39 79.39 6.16E-04 43.6 34083000

25755 KLFGVTTLDVVR Unmodified _KLFGVTTLDVVR_ B4FRJ1_MAIZE 2 674.40337 1346.7922 0.50909 -0.17103 0.35227 79.378 79.378 9.64E-17 68.54 6680100

25756 KLFIVHLSER Unmodified _KLFIVHLSER_ B4FXL2_MAIZE 3 414.58367 1240.7292 0.026747 0.79009 0.79899 65.789 65.789 1.26E-02 46.54 185420

25757 KLFNLAK Unmodified _KLFNLAK_ B6T4E7_MAIZE 2 417.26581 832.51707 0.24073 0.10029 0.30437 47.742 47.742 4.46E-01 21.16 1033400

25758 KLFNLAK Unmodified _KLFNLAK_ B6T4E7_MAIZE 2 417.26581 832.51707 0.21323 0.020203 0.1958 48.564 48.564 1.86E-01 19.99 1320200

25759 KLGDLLAVAR Unmodified _KLGDLLAVAR_ A2T1W7_MAIZE 3 352.55724 1054.6499 1.0527 -0.43137 0.60208 71.865 71.865 1.00E+00 13.74 161370

25760 KLGDLLAVAR Unmodified _KLGDLLAVAR_ A2T1W7_MAIZE 2 528.33222 1054.6499 -0.080199 0.035216 -0.066803 71.713 71.713 5.76E-06 58.68 2256200

25761 KLGDLLAVAR Unmodified _KLGDLLAVAR_ A2T1W7_MAIZE 3 352.55724 1054.6499 1.0016 -0.22079 0.76095 71.734 71.734 9.79E-02 47.79 3521000

25762 KLGTVIGIDLGTTYSCVGVYK Unmodified _KLGTVIGIDLGTTYSCVGVYK_ B4FW90_MAIZE 3 748.73633 2243.1872 0.86218 -0.39609 0.47948 95.571 95.571 2.85E-04 45.3 779170

25763 KLHDLLAVAR Unmodified _KLHDLLAVAR_ B4FID4_MAIZE 3 379.23639 1134.6873 0.61209 0.26539 0.85315 57.159 57.159 9.29E-03 46.93 2433800

25764 KLIGATDPQK Unmodified _KLIGATDPQK_ B6TKC5_MAIZE 3 357.545 1069.6132 0.70711 -0.45539 0.23839 34.803 34.803 9.39E-01 28.49 1896500

25765 KLIGATDPQK Unmodified _KLIGATDPQK_ B6TKC5_MAIZE 2 535.81386 1069.6132 -0.11592 -0.15996 -0.28979 34.807 34.807 2.81E-03 37.81 3276800
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25766 KLIGCFGA Unmodified _KLIGCFGA_ B4G1B0_MAIZE 2 433.23365 864.45275 0.020032 0.36384 0.38652 64.743 64.743 5.06E-02 38.73 3651100

25767 KLIGCFGA Unmodified _KLIGCFGA_ B4G1B0_MAIZE 2 433.23365 864.45275 0.0648 -0.66873 -0.59782 63.521 63.521 3.77E-01 20.81 3140800

25768 KLIGCFGA Unmodified _KLIGCFGA_ B4G1B0_MAIZE 2 433.23365 864.45275 -0.087109 0.015147 -0.068006 66.093 66.093 1.00E+00 18.83 274760

25769 KLILSFAHK Unmodified _KLILSFAHK_ B6TT08_MAIZE 3 352.89033 1055.6492 0.86097 0.019075 0.85569 58.315 58.315 2.35E-02 33.63 75008

25770 KLIYDF Unmodified _KLIYDF_ B6SXY1_MAIZE 2 399.72345 797.43234 0.43446 -0.061031 0.35449 74.01 74.01 5.26E-01 35.99 592390

25771 KLIYDF Unmodified _KLIYDF_ B6SXY1_MAIZE 2 399.72345 797.43234 0.42021 -0.24209 0.15882 75.379 75.379 1.00E+00 10.41 301750

25772 KLIYDF Unmodified _KLIYDF_ B6SXY1_MAIZE 2 399.72345 797.43234 0.37886 0.1694 0.52975 75.246 75.246 5.26E-01 28.53 1823900

25773 KLKPELLR Unmodified _KLKPELLR_ B6SZY7_MAIZE 3 332.89033 995.64915 1.3292 -0.33671 0.95149 38.814 38.814 2.47E-01 30.91 595250

25774 KLLDELGIPAEDAPVDQFTPLGR Unmodified _KLLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 3 832.11111 2493.3115 1.0543 -0.2585 0.79078 110.76 110.76 2.20E-01 5.08 135480

25777 KLLFGQTAA Unmodified _KLLFGQTAA_ B4FVD5_MAIZE 2 474.77928 947.54402 -0.16944 0.31743 0.13437 60.859 60.859 1.01E-02 40.63 2890700

25778 KLLFGQTAA Unmodified _KLLFGQTAA_ B4FVD5_MAIZE 2 474.77928 947.54402 -0.18402 0.11776 -0.078363 59.22 59.22 9.73E-03 55.95 15746000

25779 KLLGSS Unmodified _KLLGSS_ B6SU31_MAIZE 2 302.68686 603.35918 1.5081 0.39517 1.8767 29.707 29.707 5.26E-01 39.79 120590

25780 KLLLTHDLANAAELK Unmodified _KLLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 550.65768 1648.9512 0.00025156 0.46821 0.43702 69.589 69.589 1.98E-01 20.49 1308300

25781 KLLSIER Unmodified _KLLSIER_ B6T451_MAIZE 2 429.774 857.53345 -0.022069 0.12307 0.059316 44.355 44.355 1.00E+00 19.96 191690

25782 KLLSIER Unmodified _KLLSIER_ B6T451_MAIZE 2 429.774 857.53345 0.14689 0.1817 0.28725 46.633 46.633 1.00E+00 19.22 440560

25783 KLLSIER Unmodified _KLLSIER_ B6T451_MAIZE 2 429.774 857.53345 0.12992 0.28676 0.37388 45.928 45.928 7.83E-01 27.15 692000

25784 KLLSIER Unmodified _KLLSIER_ B6T451_MAIZE 2 429.774 857.53345 0.014316 0.26548 0.23661 46.611 46.611 1.86E-01 24.18 2791000

25785 KLLSIER Unmodified _KLLSIER_ B6T451_MAIZE 2 429.774 857.53345 0.085832 -0.032754 0.010825 45.814 45.814 4.46E-01 24.09 3400800

25786 KLLVPLVSAYR Unmodified _KLLVPLVSAYR_ B4FHT1_MAIZE 2 629.89772 1257.7809 0.31844 -0.30141 -0.0020841 74.811 74.811 3.57E-04 47.2 2101100

25787 KLMESTDEIK Oxidation (M) _KLM(ox)ESTDEIK_ B4FQC4_MAIZE 2 605.3052 1208.5959 -0.33179 32.12 32.12 6.12E-02 13.1

25788 KLMESTDEIK Oxidation (M) _KLM(ox)ESTDEIK_ B4FQC4_MAIZE 2 605.3052 1208.5959 0.33049 0.058021 0.36379 34.583 34.583 1.75E-03 32.77 270570

25789 KLMESTDEIK Unmodified _KLMESTDEIK_ B4FQC4_MAIZE 2 597.30775 1192.6009 0.22608 -0.64411 -0.44514 43.199 43.199 2.81E-03 47.69 344700

25790 KLNDLLDALDFNQVVIFVK Unmodified _KLNDLLDALDFNQVVIFVK_ B6TE13_MAIZE 3 735.41569 2203.2253 0.81873 0.42154 1.2371 124.93 124.93 4.09E-04 47.77 1580800

25791 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 813.47209 2437.3944 0.93855 -0.074471 0.86057 107.99 107.99 8.27E-10 38.63 11956000

25792 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1219.7045 2437.3944 1.1808 0.33991 1.5178 107.99 107.99 4.59E-36 70.66 787250

25793 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 813.47209 2437.3944 0.9672 -0.13218 0.83269 108.84 108.84 3.07E-12 41.72 7499000

25794 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1219.7045 2437.3944 1.2567 0.004438 1.2585 108.83 108.83 4.20E-18 60.1 296050

25795 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 813.47209 2437.3944 0.92652 0.084107 1.0074 108.99 108.99 3.07E-12 51.69 6995700

25796 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1219.7045 2437.3944 1.1534 0.33396 1.4838 108.98 108.98 8.70E-13 81.06 288200

25797 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 813.47209 2437.3944 0.91222 0.063875 0.97276 109.59 109.59 2.93E-05 47.67 7719400

25798 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1219.7045 2437.3944 1.1716 0.19147 1.3601 109.57 109.57 8.70E-13 72.75 337800

25799 KLNLPILPTTTIGSFPQTVELR Unmodified _KLNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 813.47209 2437.3944 1.066 0.066193 1.1298 110.28 110.28 2.33E-02 13.02 334040

25800 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 808.80021 2423.3788 0.9471 -0.015259 0.93207 105.43 105.43 2.93E-05 31.82 6937400

25801 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1212.6967 2423.3788 1.2034 0.2084 1.4129 105.43 105.43 4.20E-18 85.66 523040
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25802 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 808.80021 2423.3788 0.95292 0.10072 1.054 106.25 106.25 9.51E-08 46.38 5539500

25803 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1212.6967 2423.3788 1.274 0.071832 1.3471 106.26 106.26 3.03E-22 87.16 239280

25804 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 808.80021 2423.3788 0.93344 0.19615 1.1305 106.33 106.33 8.27E-10 43.54 4524700

25805 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1212.6967 2423.3788 1.1472 0.21884 1.3671 106.34 106.34 6.76E-08 98.44 181230

25806 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 808.80021 2423.3788 0.91278 0.18042 1.0936 106.73 106.73 4.64E-06 31.8 5808600

25807 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1212.6967 2423.3788 1.1748 0.18992 1.3658 106.73 106.73 4.20E-18 82.48 272380

25808 KLNLPVLPTTTIGSFPQTVELR Unmodified _KLNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 808.80021 2423.3788 1.0603 0.013898 1.0753 107.03 107.03 2.33E-02 11.96 192690

25809 KLNTALFPVR Unmodified _KLNTALFPVR_ B6T7X0_MAIZE 3 386.90464 1157.6921 0.33267 0.55085 0.86839 66.763 66.763 2.94E-01 21.66 175920

25810 KLNTALFPVR Unmodified _KLNTALFPVR_ B6T7X0_MAIZE 2 579.85332 1157.6921 0.22009 0.48434 0.6899 66.838 66.838 1.25E-02 51.23 115620

25811 KLPDGSLMEIAK Oxidation (M) _KLPDGSLM(ox)EIAK_ B6TYG2_MAIZE 2 659.35777 1316.701 0.45292 -0.084275 0.34585 58.937 58.937 2.07E-09 46.69 980440

25812 KLPDGSLMEIAK Unmodified _KLPDGSLMEIAK_ B6TYG2_MAIZE 2 651.36031 1300.7061 0.47517 -2.6427 -2.1896 69.413 69.413 1.98E-03 35.94 1299200

25813 KLPDGSLMEIAK Unmodified _KLPDGSLMEIAK_ B6TYG2_MAIZE 3 434.57597 1300.7061 0.061821 0.26342 0.29741 69.333 69.333 1.00E+00 2.66 547080

25814 KLPSILVDETSVQK Unmodified _KLPSILVDETSVQK_ B4FFX7_MAIZE 2 778.94834 1555.8821 0.88574 -0.27643 0.6014 72.649 72.649 2.25E-03 61.59 54165

25815 KLPSILVDETSVQK Unmodified _KLPSILVDETSVQK_ B4FFX7_MAIZE 2 778.94834 1555.8821 0.83999 -0.23611 0.59564 70.371 70.371 2.00E-19 74.87 1962300

25816 KLPSILVDETSVQK Unmodified _KLPSILVDETSVQK_ B4FFX7_MAIZE 3 519.63465 1555.8821 -0.14666 0.025473 -0.12891 70.356 70.356 5.17E-02 21.22 5832100

25817 KLQDAFGR Unmodified _KLQDAFGR_ B4F899_MAIZE 2 467.75888 933.50321 -0.10234 0.18806 0.072594 43.792 43.792 5.06E-02 29.6 484120

25818 KLQDLLPSIINQLGPDNLDNLR Unmodified _KLQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 3 830.46226 2488.3649 1.0524 0.064058 1.1004 124.44 124.44 6.10E-05 26.45 446990

25819 KLQDLLPSIINQLGPDNLDNLR Unmodified _KLQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 3 830.46226 2488.3649 0.95624 0.13996 1.0799 129.44 129.44 3.07E-12 47.77 1723300

25820 KLQDLLPSIINQLGPDNLDNLR Unmodified _KLQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 3 830.46226 2488.3649 0.94818 0.057981 0.99043 130.16 130.16 3.16E-15 53.48 2967600

25821 KLQDLLPSIINQLGPDNLDNLRR Unmodified _KLQDLLPSIINQLGPDNLDNLRR_ B4FL49_MAIZE 4 662.12379 2644.466 0.47007 -2.34E-05 0.45226 130.96 130.96 2.39E-01 23.86 244920

25822 KLQDVLPGIINQLGPDNMEHLK Oxidation (M) _KLQDVLPGIINQLGPDNM(ox)EHLK_ B4FFP6_MAIZE 4 622.83616 2487.3155 0.33846 -0.57486 -0.24565 101.11 101.11 1.00E+00 0.83 185560

25823 KLQDVLPGIINQLGPDNMEHLK Oxidation (M) _KLQDVLPGIINQLGPDNM(ox)EHLK_ B4FFP6_MAIZE 3 830.11246 2487.3155 1.002 -0.058289 0.93398 110.04 110.04 9.51E-08 30.37 216980

25824 KLQDVLPGIINQLGPDNMEHLK Oxidation (M) _KLQDVLPGIINQLGPDNM(ox)EHLK_ B4FFP6_MAIZE 4 622.83616 2487.3155 0.31515 0.033376 0.33914 110.11 110.11 2.13E-01 12.43 392520

25825 KLQDVLPGIINQLGPDNMEHLKR Oxidation (M) _KLQDVLPGIINQLGPDNM(ox)EHLKR_ B4FFP6_MAIZE 4 661.86144 2643.4167 0.49533 -0.054218 0.43007 102.16 102.16 5.15E-06 39.48 252450

25826 KLQDVLPGIINQLGPDNMEHLKR Unmodified _KLQDVLPGIINQLGPDNMEHLKR_ B4FFP6_MAIZE 4 657.86271 2627.4217 0.51121 0.47336 0.97103 129.86 129.86 8.41E-01 7.36 147330

25827 KLQEEWAVPLK Unmodified _KLQEEWAVPLK_ MTHR1_MAIZE 2 670.88227 1339.75 0.50121 -0.25792 0.21881 68.464 68.464 3.57E-04 30.1 240000

25828 KLQEEWAVPLK Unmodified _KLQEEWAVPLK_ MTHR1_MAIZE 2 670.88227 1339.75 0.50181 -0.52266 -0.045536 69.154 69.154 3.57E-04 49.84 341610

25829 KLQEEWAVPLK Unmodified _KLQEEWAVPLK_ MTHR1_MAIZE 3 447.59061 1339.75 -0.067352 0.29941 0.20693 68.737 68.737 1.91E-02 27.88 2400000

25830 KLQEEWAVPLK Unmodified _KLQEEWAVPLK_ MTHR1_MAIZE 2 670.88227 1339.75 0.52547 -0.11336 0.3871 68.735 68.735 5.66E-08 66.08 1702500

25831 KLQLGAPSA Unmodified _KLQLGAPSA_ B6TF74_MAIZE 2 442.76363 883.51272 0.021154 0.57066 0.56419 52.07 52.07 7.18E-01 10.9 865600

25832 KLQLGAPSA Unmodified _KLQLGAPSA_ B6TF74_MAIZE 2 442.76363 883.51272 -0.0002617 0.095485 0.069949 49.679 49.679 1.01E-02 42.25 2401200

25833 KLSGWGLFGSK Unmodified _KLSGWGLFGSK_ B6TBM1_MAIZE 2 590.32967 1178.6448 0.1724 -0.20704 -0.036956 75.92 75.92 4.96E-02 63.81 1255500

25834 KLSGWGLFGSK Unmodified _KLSGWGLFGSK_ B6TBM1_MAIZE 3 393.88887 1178.6448 0.42952 0.19172 0.61844 75.916 75.916 6.17E-01 15.89 1134100

25835 KLSVETTANQDPLVTK Unmodified _KLSVETTANQDPLVTK_ B4F925_MAIZE 3 581.98775 1742.9414 0.086878 0.24019 0.32205 57.549 57.549 1.05E-01 19.01 2089400
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25836 KLTDDEISFIAESAANYSNLSK Unmodified _KLTDDEISFIAESAANYSNLSK_ B6TDS2_MAIZE 3 806.06746 2415.1805 1.0016 0.10057 1.0792 109.95 109.95 2.13E-01 25.21 254180

25837 KLTEEEIAFIAQSATNYINLAQVHAAENAK Unmodified _KLTEEEIAFIAQSATNYINLAQVHAAENAK_ B6T3C8_MAIZE 4 822.67812 3286.6834 1.001 0.38444 1.3596 120.48 120.48 8.45E-05 44.71 984200

25838 KLTEEEIAFIAQSATNYINLAQVHAAENAK Unmodified _KLTEEEIAFIAQSATNYINLAQVHAAENAK_ B6T3C8_MAIZE 4 822.67812 3286.6834 1.0428 0.12722 1.1447 130.22 130.22 1.71E-02 51.79 446120

25839 KLTEEEIAFIAQSATNYINLAQVHAAENAK Unmodified _KLTEEEIAFIAQSATNYINLAQVHAAENAK_ B6T3C8_MAIZE 4 822.67812 3286.6834 0.94843 0.012387 0.93518 130.72 130.72 2.06E-16 52.09 2483100

25840 KLTEIAYSR Unmodified _KLTEIAYSR_ B6TEB8_MAIZE 2 540.80603 1079.5975 -0.035048 0.10682 0.038117 46.992 46.992 1.12E-01 48.8 1078700

25841 KLTNEEIMDIPK Oxidation (M) _KLTNEEIM(ox)DIPK_ B6TMG9_MAIZE 3 482.9218 1445.7436 -0.052353 0.028014 -0.049568 54.444 54.444 4.50E-01 15.32 590720

25842 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.06041 -0.064748 -0.025309 31.189 31.189 1.12E-01 21.56 46348

25843 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.0090475 -0.26226 -0.27375 44.191 44.191 3.39E-01 9.45 547550

25844 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 -0.12581 -0.15327 -0.29848 29.91 29.91 7.18E-01 14.43 23382

25845 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.02249 -0.32867 -0.32551 32.424 32.424 1.00E+00 8.47 44719

25846 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 -0.017557 -0.23979 -0.27807 46.43 46.43 7.18E-01 4.26 184380

25847 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.064575 -0.27852 -0.23454 31.495 31.495 3.39E-01 25.33 84425

25848 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.0028194 -0.40097 -0.41737 45.634 45.634 7.18E-01 5.8 238310

25849 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.032243 -0.12732 -0.115 32.096 32.096 1.12E-01 22.06 93613

25850 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 3 338.53784 1012.5917 1.3304 -0.13987 1.1705 32.163 32.163 1.00E+00 6.37 125830

25851 KLTQAPEVK Unmodified _KLTQAPEVK_ B6TUA2_MAIZE 2 507.30312 1012.5917 0.0041539 -0.25837 -0.27381 32.163 32.163 3.32E-02 42.69 360020

25852 KLTQAQLAQMINEKPQVIQEYESGK Oxidation (M) _KLTQAQLAQM(ox)INEKPQVIQEYESGK_ B4FGM4_MAIZE 4 723.37993 2889.4906 0.70407 -0.099456 0.58622 76.458 76.458 5.85E-02 16.96 266500

25853 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 0.048347 -0.070556 -0.051334 26.282 26.282 1.00E+00 22.65 148090

25854 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 -0.12952 0.086865 -0.073659 24.551 24.551 1.00E+00 9.25 9446

25855 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 0.052541 -0.094426 -0.072089 26.924 26.924 1.00E+00 10.76 14671

25856 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 0.096198 -0.33306 -0.26501 26.366 26.366 1.00E+00 23.44 17467

25857 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 0.097009 -0.51186 -0.44396 26.628 26.628 1.00E+00 18.69 9864.3

25858 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 0.069993 -0.00186 0.038023 27.115 27.115 1.00E+00 6.84 5346.4

25859 KLTYEQR Unmodified _KLTYEQR_ B6THG9_MAIZE 2 469.25872 936.50288 -0.055703 0.007281 -0.077835 27.239 27.239 1.86E-01 41.96 110850

25860 KLVAAQTGTRPEK Unmodified _KLVAAQTGTRPEK_ B4FFL1_MAIZE 3 466.9403 1397.7991 -0.16151 -0.21305 -0.38942 28.229 28.229 1.02E-01 22.63 76933

25861 KLVAAQTGTRPEK Unmodified _KLVAAQTGTRPEK_ B4FFL1_MAIZE 2 699.90681 1397.7991 0.67182 -0.32752 0.33017 28.235 28.235 9.49E-01 27.04 9588.7

25862 KLVDASAEPLETQIVVE Unmodified _KLVDASAEPLETQIVVE_ B6STD1_MAIZE 2 920.99876 1839.983 1.1447 0.21234 1.3467 86.134 86.134 5.62E-03 49.51 116890

25863 KLVDHLGR Unmodified _KLVDHLGR_ B4FYM2_MAIZE 3 313.19078 936.5505 1.3874 -0.25928 1.1177 33.382 33.382 2.09E-01 39.6 501940

25864 KLVGGEVLK Unmodified _KLVGGEVLK_ B5AMJ8_MAIZE 2 471.80276 941.59097 -0.028013 0.45146 0.41253 40.653 40.653 1.12E-01 26.35 1794400

25865 KLVGGEVLK Unmodified _KLVGGEVLK_ B5AMJ8_MAIZE 2 471.80276 941.59097 -0.15872 0.24106 0.07061 40.562 40.562 9.73E-03 41.45 786080

25866 KLVGGEVLK Unmodified _KLVGGEVLK_ B5AMJ8_MAIZE 2 471.80276 941.59097 -0.056451 0.027206 -0.038761 42.34 42.34 1.12E-01 20.9 723400

25867 KLVQPPEGTFF Unmodified _KLVQPPEGTFF_ B6SK03_MAIZE 2 631.84261 1261.6707 0.37362 0.46199 0.84373 81.563 81.563 4.96E-02 27.71 640870

25868 KLVQPPEGTFF Unmodified _KLVQPPEGTFF_ B6SK03_MAIZE 2 631.84261 1261.6707 0.284 -0.00042 0.29271 83.431 83.431 3.57E-04 38.95 4481200

25869 KLYDCGTR Unmodified _KLYDCGTR_ B6TJ22_MAIZE 2 506.74766 1011.4808 -0.026548 0.18664 0.15747 28.555 28.555 1.65E-01 28.12 170430
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25870 KLYDDLTTGFR Unmodified _KLYDDLTTGFR_ VATA_MAIZE B6 2 664.84588 1327.6772 0.56259 -0.17335 0.38853 72.521 72.521 4.43E-05 59.69 413900

25871 KLYDDLTTGFR Unmodified _KLYDDLTTGFR_ VATA_MAIZE B6 2 664.84588 1327.6772 0.50202 -0.14775 0.35406 73.402 73.402 1.62E-12 63.73 1425900

25872 KMAALAEAAR Oxidation (M) _KM(ox)AALAEAAR_ B4F9G0_MAIZE 3 349.8587 1046.5543 1.1263 -0.18113 0.89667 27.219 27.219 2.55E-01 33.62 15337

25873 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 3 359.86222 1076.5648 1.041 0.10919 1.1128 27.836 27.836 3.11E-02 37.86 147050

25874 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 539.28969 1076.5648 0.31732 0.48539 0.7636 27.764 27.764 1.43E-02 34.13 52336

25875 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 3 359.86222 1076.5648 0.92181 0.34109 1.2255 28.282 28.282 9.39E-01 18.62 36270

25876 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 539.28969 1076.5648 0.13135 -1.2677 -1.1713 28.283 28.283 9.04E-01 10.22 13248

25877 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 539.28969 1076.5648 0.17633 -0.32184 -0.18321 28.616 28.616 5.33E-01 21.5 42388

25878 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 3 359.86222 1076.5648 0.99935 0.19554 1.1567 28.605 28.605 2.55E-01 24.79 86456

25879 KMATLAEAAR Oxidation (M) _KM(ox)ATLAEAAR_ B4FVJ0_MAIZE 3 359.86222 1076.5648 0.94767 0.40319 1.3128 28.897 28.897 9.79E-02 43.41 105590

25880 KMATLAEAAR Unmodified _KMATLAEAAR_ B4FVJ0_MAIZE 3 354.53058 1060.5699 1.0584 -0.4422 0.57584 36.255 36.255 5.31E-01 21.5 405820

25881 KMATLAEAAR Unmodified _KMATLAEAAR_ B4FVJ0_MAIZE 2 531.29223 1060.5699 -0.29418 36.186 36.186 1.25E-01 42.03

25882 KMDATAQELTEEK Unmodified _KMDATAQELTEEK_ MDHC_MAIZE 2 747.36124 1492.7079 0.83923 0.16969 0.98253 46.786 46.786 2.50E-15 68.88 634570

25883 KMDATAQELTEEK Unmodified _KMDATAQELTEEK_ MDHC_MAIZE 3 498.57658 1492.7079 -0.14039 -0.24693 -0.413 49.636 49.636 1.60E-02 23.01 5511300

25884 KMDATAQELTEEK Unmodified _KMDATAQELTEEK_ MDHC_MAIZE 2 747.36124 1492.7079 0.7815 -0.38694 0.36946 49.635 49.635 2.50E-15 62.66 4161200

25885 KMDATAQELTEEK Oxidation (M) _KM(ox)DATAQELTEEK_ MDHC_MAIZE 3 503.90822 1508.7028 -0.0788 -0.075688 -0.17789 40.852 40.852 4.23E-03 53.42 2690900

25886 KMDATAQELTEEK Oxidation (M) _KM(ox)DATAQELTEEK_ MDHC_MAIZE 2 755.3587 1508.7028 0.83846 0.012468 0.82801 40.839 40.839 1.78E-24 74.45 919610

25887 KMEVPYCIVK Unmodified _KMEVPYCIVK_ B4F7Y1_MAIZE 2 633.83287 1265.6512 0.35218 -0.22771 0.1145 62.252 62.252 1.62E-03 35.81 1913100

25888 KMEVPYCIVK Oxidation (M) _KM(ox)EVPYCIVK_ B4F7Y1_MAIZE 2 641.83033 1281.6461 0.42796 0.44431 0.86495 52.355 52.355 1.22E-01 14.54 327500

25889 KMFPQGFETADLPSKK Oxidation (M) _KM(ox)FPQGFETADLPSKK_ B4FYU6_MAIZE 3 613.98183 1838.9237 0.30105 0.042933 0.33738 59.506 59.506 2.56E-09 43.94 649170

25890 KMGYGDGFK Oxidation (M) _KM(ox)GYGDGFK_ B6TG58_MAIZE 3 340.16027 1017.459 1.0857 -0.18773 0.90004 34.302 34.302 1.00E+00 12.37 18466

25891 KMGYGDGFK Oxidation (M) _KM(ox)GYGDGFK_ B6TG58_MAIZE 2 509.73676 1017.459 -0.030424 -3.9127 -3.9331 34.298 34.298 5.10E-01 10.35 26504

25892 KMLEAPGQYLLDIIVPHQEHVLPMIPSGGAFKDMILDGDGR 2 Oxidation (M) _KMLEAPGQYLLDIIVPHQEHVLPM(ox)IPSGGAFKDM(ox)ILDGDGR_ B4G0C6_MAIZE 5 907.4654 4532.2906 1.1001 0.53948 1.6368 129.79 129.79 4.03E-01 0.65 231440

25893 KMLEAPGQYLLDIIVPHQEHVLPMIPSGGAFKDMILDGDGR 2 Oxidation (M) _KMLEAPGQYLLDIIVPHQEHVLPM(ox)IPSGGAFKDM(ox)ILDGDGR_ B4G0C6_MAIZE 5 907.4654 4532.2906 1.098 0.39995 1.4942 131.37 131.37 2.37E-01 0.11 1963900

25894 KMLGQILVTK Oxidation (M) _KM(ox)LGQILVTK_ B6TS21_MAIZE 2 573.84938 1145.6842 0.087316 0.10482 0.18178 51.321 51.321 9.71E-04 51.94 1271600

25895 KMLGQILVTK Oxidation (M) _KM(ox)LGQILVTK_ B6TS21_MAIZE 3 382.90202 1145.6842 0.58231 -0.11077 0.46019 51.337 51.337 2.94E-01 23.61 459930

25896 KMLGQILVTK Unmodified _KMLGQILVTK_ B6TS21_MAIZE 2 565.85193 1129.6893 0.057416 0.003272 0.046123 60.009 60.009 2.81E-03 42.12 1251400

25897 KMNVNPDVNFEELAR Unmodified _KMNVNPDVNFEELAR_ B4FBJ7_MAIZE 3 592.62968 1774.8672 0.25343 0.2753 0.50978 76.439 76.439 8.47E-02 35.45 1007300

25898 KMVGVYELK Oxidation (M) _KM(ox)VGVYELK_ B4FMF7_MAIZE 2 541.79936 1081.5842 -0.01934 -0.3028 -0.33606 46.65 46.65 2.35E-01 13.7 790420

25899 KMVGVYELK Unmodified _KMVGVYELK_ B4FMF7_MAIZE 2 533.8019 1065.5893 -0.032688 0.25723 0.20586 54.214 54.214 3.39E-01 19.06 639240

25900 KMYDIQAK Oxidation (M) _KM(ox)YDIQAK_ B4FZQ0_MAIZE 2 506.76024 1011.5059 -0.020459 -0.14595 -0.19364 31.013 31.013 1.00E+00 14.22 26013

25901 KMYDIQAK Oxidation (M) _KM(ox)YDIQAK_ B4FZQ0_MAIZE 2 506.76024 1011.5059 0.033275 0.14413 0.14956 29.025 29.025 2.74E-01 12.79 59556

25902 KMYDIQAK Oxidation (M) _KM(ox)YDIQAK_ B4FZQ0_MAIZE 2 506.76024 1011.5059 -0.11993 0.018303 -0.12878 31.554 31.554 2.74E-01 15.27 133020

25903 KMYDIQAK Oxidation (M) _KM(ox)YDIQAK_ B4FZQ0_MAIZE 2 506.76024 1011.5059 -0.12411 -0.12406 -0.27597 32.074 32.074 4.49E-02 28.16 138980
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25904 KMYDIQAK Oxidation (M) _KM(ox)YDIQAK_ B4FZQ0_MAIZE 3 338.17592 1011.5059 1.0989 0.46417 1.5356 32.048 32.048 5.41E-01 25.32 37600

25905 KMYDIQAK Unmodified _KMYDIQAK_ B4FZQ0_MAIZE 2 498.76278 995.511 -0.1747 -0.006477 -0.21263 40.576 40.576 5.06E-02 31.47 197130

25906 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.27401 -0.15377 0.09322 34.901 34.901 1.26E-02 28.74 904910

25907 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 2 619.34859 1236.6826 0.38515 0.15916 0.51592 34.904 34.904 1.84E-04 44.91 135520

25908 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.13789 -0.1426 -0.032649 34.27 34.27 1.67E-03 40.84 152120

25909 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.28975 0.074276 0.3363 36.765 36.765 1.26E-02 32.92 252190

25910 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.29975 0.28561 0.55675 35.984 35.984 1.26E-02 48.37 175790

25911 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.23556 -0.14023 0.067682 36.5 36.5 1.25E-01 28.87 326940

25912 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.28027 0.45124 0.70147 37.19 37.19 1.25E-01 23.99 141590

25913 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 3 413.23482 1236.6826 0.27707 0.20108 0.45014 34.463 34.463 5.02E-04 45.19 962810

25914 KNEEHVIQIK Unmodified _KNEEHVIQIK_ Q5XPI0_MAIZE 2 619.34859 1236.6826 0.36512 -0.12236 0.21541 34.481 34.481 1.25E-02 37.82 84264

25915 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.29028 -0.54032 -0.28268 33.251 33.251 1.67E-03 44.28 6104900

25916 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.1158 0.16481 0.24725 35.314 35.314 1.25E-01 23.05 182800

25917 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.16032 -0.23563 -0.10791 32.487 32.487 1.25E-01 33.48 1940300

25918 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.26838 0.21748 0.45285 32.478 32.478 1.25E-02 29.17 177800

25919 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.35294 0.085215 0.40454 34.956 34.956 2.81E-03 44.4 183890

25920 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.25856 -0.34208 -0.11464 34.076 34.076 2.99E-03 34.24 2459400

25921 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.38524 0.20182 0.55386 34.073 34.073 4.40E-02 33.87 180420

25922 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.19282 -0.32231 -0.16266 34.621 34.621 3.83E-02 44.54 2922700

25923 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.33738 0.070275 0.37475 34.618 34.618 1.62E-03 48.19 226090

25924 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.29975 -0.43163 -0.16509 34.493 34.493 1.26E-02 38.97 1297500

25925 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.39792 -0.10612 0.25968 34.505 34.505 2.81E-03 44.97 96415

25926 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.28606 -0.30685 -0.053113 35.098 35.098 5.86E-01 25.13 3177200

25927 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.27695 -0.020594 0.22413 35.092 35.092 1.62E-03 63.35 246800

25928 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 2 612.34077 1222.667 0.23508 0.008898 0.21096 32.545 32.545 1.84E-04 60.84 1438100

25929 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.20731 -0.68303 -0.50641 32.552 32.552 1.26E-02 36.53 20102000

25930 KNEEHVNLIK Unmodified _KNEEHVNLIK_ B6SRI4_MAIZE 3 408.56294 1222.667 0.089624 0.010477 0.067201 36.621 36.621 5.86E-01 18.55 542830

25931 KNEEQSYGGSGYGYEK Unmodified _KNEEQSYGGSGYGYEK_ B4F957_MAIZE 3 599.26383 1794.7697 0.28057 -0.2323 0.028685 42.865 42.865 1.90E-03 41.46 599220

25932 KNEEQSYGGSGYGYEK Unmodified _KNEEQSYGGSGYGYEK_ B4F957_MAIZE 3 599.26383 1794.7697 0.2039 0.31839 0.5017 43.82 43.82 4.32E-02 28.21 2453600

25933 KNEEQSYGGSGYGYEK Unmodified _KNEEQSYGGSGYGYEK_ B4F957_MAIZE 3 599.26383 1794.7697 0.19724 0.093733 0.27049 43.53 43.53 2.89E-01 31.32 5783900

25934 KNEEQSYGGSGYGYEK Unmodified _KNEEQSYGGSGYGYEK_ B4F957_MAIZE 2 898.39211 1794.7697 1.1656 0.19402 1.3395 43.536 43.536 7.73E-25 103.69 1112200

25935 KNGFIVIK Unmodified _KNGFIVIK_ B6SIL7_MAIZE 2 459.7922 917.56984 -0.064824 0.33102 0.24916 48.514 48.514 1.65E-01 45.02 790950

25936 KNGTCAWLRPDGK Unmodified _KNGTCAWLRPDGK_ B4FIE9_MAIZE 3 501.58927 1501.746 -0.070242 0.50054 0.42529 44.476 44.476 5.38E-01 24.8 1169300

25937 KNILSIFSS Unmodified _KNILSIFSS_ Q5EUD6_MAIZE 2 504.78985 1007.5651 -0.011642 -0.19456 -0.227 94.794 94.794 1.00E+00 21.2 275950
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25938 KNILSIFSS Unmodified _KNILSIFSS_ Q5EUD6_MAIZE 2 504.78985 1007.5651 -0.10791 0.098284 -0.030776 94.384 94.384 3.21E-03 52.28 2321100

25939 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.3602 -0.036214 1.28 26.388 26.388 5.41E-01 29.31 343950

25940 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.4546 0.11382 1.5229 27.538 27.538 5.41E-01 21.2 36004

25941 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 2 499.31128 996.60801 0.15753 75.795 75.795 2.77E-01 7.42

25942 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.3509 -0.07092 1.2345 26.721 26.721 9.92E-01 22.4 38964

25943 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.3564 0.16259 1.4753 26.981 26.981 1.00E+00 14.84 46124

25944 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.4374 -0.094231 1.298 26.741 26.741 2.47E-01 27.71 42340

25945 KNKPELLR Unmodified _KNKPELLR_ B6SKA0_MAIZE 3 333.20995 996.60801 1.3155 0.10724 1.3787 25.975 25.975 2.47E-01 40.09 579670

25946 KNLQYYEISAK Unmodified _KNLQYYEISAK_ B4G1P4_MAIZE 2 678.86153 1355.7085 0.52652 0.13126 0.62009 51.341 51.341 5.66E-08 58.32 1258400

25947 KNNSFLVK Unmodified _KNNSFLVK_ B4FYR2_MAIZE 2 475.27691 948.53927 -0.0021785 -0.34556 -0.36763 36.109 36.109 5.06E-02 43.73 181950

25948 KNNSFLVK Unmodified _KNNSFLVK_ B4FYR2_MAIZE 2 475.27691 948.53927 -0.087829 -0.018059 -0.12662 36.79 36.79 1.65E-01 42.09 536400

25949 KNNSFLVK Unmodified _KNNSFLVK_ B4FYR2_MAIZE 2 475.27691 948.53927 -0.20266 -0.26259 -0.48656 38.096 38.096 1.90E-02 56.28 1441200

25950 KNTPFNEEHR Unmodified _KNTPFNEEHR_ B4F938_MAIZE 3 424.54243 1270.6054 0.19867 0.46042 0.63785 26.247 26.247 5.02E-04 34.17 15489

25951 KNVIVAITSDK Unmodified _KNVIVAITSDK_ B6T556_MAIZE 2 594.35335 1186.6921 0.17938 0.16574 0.33165 52.58 52.58 5.66E-08 91.62 1648800

25952 KNVLSTFSS Unmodified _KNVLSTFSS_ B6TMB2_MAIZE 2 491.76383 981.51311 -0.11736 0.074121 -0.047379 62.442 62.442 1.12E-01 28.99 4746600

25953 KPAAAAAVMTR Oxidation (M) _KPAAAAAVM(ox)TR_ B6T754_MAIZE 2 551.80551 1101.5965 0.22836 -0.26566 -0.062141 24.007 24.007 1.22E-01 9.69 9201.2

25954 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.11491 0.2278 0.29736 29.247 29.247 8.94E-02 41 319350

25955 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 -0.10701 0.16524 0.015151 27.461 27.461 1.00E+00 19.13 44860

25956 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.056773 -0.058582 -0.045761 30.348 30.348 2.30E-01 32.36 67021

25957 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.13473 0.60599 0.69527 29.498 29.498 4.86E-01 46.94 93196

25958 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.025846 -0.065865 -0.082936 30.176 30.176 8.94E-02 49.02 162820

25959 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.047535 -0.11588 -0.11251 30.332 30.332 4.86E-01 43.31 231730

25960 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 -0.040899 -0.051759 -0.1371 30.992 30.992 3.10E-02 46 541880

25961 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 2 683.84608 1365.6776 0.60663 0.19793 0.76051 30.982 30.982 1.47E-03 36.05 195100

25962 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 0.0084217 -0.26783 -0.30328 28.444 28.444 8.94E-02 42.41 690280

25963 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 2 683.84608 1365.6776 0.61243 0.079249 0.6486 28.445 28.445 4.68E-05 44.64 237320

25964 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 3 456.23315 1365.6776 -0.18503 -0.029854 -0.25762 31.632 31.632 8.94E-02 52.86 1649800

25965 KPAEEEPAAPAEK Unmodified _KPAEEEPAAPAEK_ B6T878_MAIZE 2 683.84608 1365.6776 0.56125 -0.007887 0.51042 31.631 31.631 1.00E-11 54.95 428960

25966 KPAEEEPATEKVEK Unmodified _KPAEEEPATEKVEK_ B4FSE9_MAIZE 3 528.94203 1583.8043 0.11369 -0.27762 -0.19785 27.183 27.183 4.14E-01 15.68 25400

25967 KPAEEEPATEKVEK Unmodified _KPAEEEPATEKVEK_ B4FSE9_MAIZE 3 528.94203 1583.8043 -0.063785 -0.188 -0.28446 29.535 29.535 2.26E-02 23.55 200430

25968 KPAEHLLK Unmodified _KPAEHLLK_ B4FSZ7_MAIZE 3 312.52728 934.56 1.4969 0.50811 1.9651 24.841 24.841 5.41E-01 32.79 129650

25969 KPAEHLLK Unmodified _KPAEHLLK_ B4FSZ7_MAIZE 2 468.28728 934.56 0.089351 -0.22485 -0.17236 24.842 24.842 1.65E-01 39.25 45409

25970 KPAEHLLK Unmodified _KPAEHLLK_ B4FSZ7_MAIZE 2 468.28728 934.56 0.064516 -0.006311 0.020172 25.045 25.045 1.65E-01 24.9 61275

25971 KPAEHLLK Unmodified _KPAEHLLK_ B4FSZ7_MAIZE 3 312.52728 934.56 1.5527 0.43026 1.9441 25.048 25.048 2.47E-01 45.06 151460
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25972 KPAVINVIIDPYAGAESGR Unmodified _KPAVINVIIDPYAGAESGR_ B4FAJ4_MAIZE 3 657.3617 1969.0633 0.5093 0.40146 0.89538 82.718 82.718 5.16E-03 36.48 841080

25973 KPCHLTAFLGYK Unmodified _KPCHLTAFLGYK_ B4FBM9_MAIZE 3 478.92359 1433.7489 -0.044976 -0.33873 -0.38695 59.252 59.252 8.36E-03 39.15 2369000

25974 KPDEPIDLFMVEIMHMR Unmodified _KPDEPIDLFMVEIMHMR_ B4FF57_MAIZE 3 701.01415 2100.0206 0.71333 0.24111 0.94112 120.59 120.59 6.76E-01 0.65 332930

25975 KPDLESYMATK Oxidation (M) _KPDLESYM(ox)ATK_ B6SJY2_MAIZE 2 649.81848 1297.6224 0.45059 0.25768 0.68535 45.49 45.49 2.94E-01 16.09 81517

25976 KPEDAPQSEVEK Unmodified _KPEDAPQSEVEK_ B6T4Q3_MAIZE 3 452.8929 1355.6569 0.13719 -0.061268 0.054227 30.632 30.632 2.11E-01 12.33 32564

25977 KPEDAPQSEVEK Unmodified _KPEDAPQSEVEK_ B6T4Q3_MAIZE 2 678.83571 1355.6569 0.65961 -0.092987 0.54461 30.626 30.626 1.60E-02 30.33 27992

25978 KPEDWDDEEDGEWTAPTIPNPEYK Unmodified _KPEDWDDEEDGEWTAPTIPNPEYK_ Q43712_MAIZE 3 954.419 2860.2352 1.2563 0.1292 1.3757 88.069 88.069 1.84E-07 21.76 462310

25979 KPEDWDDEEDGEWTAPTIPNPEYK Unmodified _KPEDWDDEEDGEWTAPTIPNPEYK_ Q43712_MAIZE 3 954.419 2860.2352 1.176 0.2328 1.3989 88.56 88.56 2.57E-16 45.99 2308100

25980 KPEEITKEEYAAFYK Unmodified _KPEEITKEEYAAFYK_ B6TB25_MAIZE 3 615.98049 1844.9196 0.28498 0.20663 0.45879 61.291 61.291 5.46E-07 48.64 2659600

25981 KPEEITKEEYAAFYK Unmodified _KPEEITKEEYAAFYK_ B6TB25_MAIZE 3 615.98049 1844.9196 0.31015 0.12348 0.40085 62.499 62.499 2.04E-04 50.59 3473300

25982 KPEEITKEEYAAFYK Unmodified _KPEEITKEEYAAFYK_ B6TB25_MAIZE 3 615.98049 1844.9196 0.30492 0.21858 0.48982 61.89 61.89 1.95E-05 50.62 4548600

25983 KPEGPILEFDCNFNDDELTIENMR Oxidation (M) _KPEGPILEFDCNFNDDELTIENM(ox)R_ B6TFV4_MAIZE 3 971.44075 2911.3004 1.1334 -0.21655 0.91035 100.97 100.97 1.69E-11 46.13 1119900

25984 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.21055 0.31995 0.51317 42.423 42.423 2.81E-03 48.62 973420

25985 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.0728 -5.2722 -5.2068 42.062 42.062 1.62E-03 43.84 241500

25986 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.19966 0.06224 0.24576 44.675 44.675 1.25E-02 43.11 725970

25987 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.197 -0.01782 0.16317 43.903 43.903 1.25E-02 39.27 821490

25988 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 3 387.86439 1160.5714 0.47411 2.3741 2.825 43.925 43.925 1.00E+00 14.61 312250

25989 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.19606 0.037175 0.21637 44.732 44.732 2.81E-03 35.73 2224100

25990 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 3 387.86439 1160.5714 0.43972 1.8061 2.2238 44.778 44.778 1.00E+00 9.97 819390

25991 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 2 581.29295 1160.5714 0.13944 0.1243 0.24714 44.464 44.464 2.81E-03 46.26 6440100

25992 KPEGYDDIPK Unmodified _KPEGYDDIPK_ Q43712_MAIZE 3 387.86439 1160.5714 0.55328 0.85929 1.3933 44.491 44.491 1.00E+00 7.48 1460400

25993 KPELFEPLK Unmodified _KPELFEPLK_ B6UDA6_MAIZE 2 550.82115 1099.6277 -0.019585 0.19492 0.14652 64.565 64.565 9.73E-03 55.69 308820

25994 KPESEAEKPVCDR Unmodified _KPESEAEKPVCDR_ B4F8U6_MAIZE 3 515.58396 1543.7301 0.11662 -0.40612 -0.30662 25.099 25.099 5.88E-01 20.26 17786

25995 KPETDFDFYK Unmodified _KPETDFDFYK_ B6TDT1_MAIZE 2 645.30606 1288.5976 0.44419 0.47113 0.91111 62.487 62.487 1.84E-04 52.66 213990

25996 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.018675 0.040472 0.01454 46.175 46.175 3.60E-06 62.32 13468000

25997 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 3 358.88172 1073.6233 0.96521 0.20161 1.1567 46.163 46.163 2.49E-01 28.46 3102300

25998 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.12762 0.092672 -0.041634 48.359 48.359 4.48E-03 42.28 270910

25999 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.065573 -0.38432 -0.4569 46.728 46.728 3.57E-04 47.93 4479900

26000 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 3 358.88172 1073.6233 0.82225 0.091638 0.90631 46.716 46.716 9.50E-01 25.02 1097700

26001 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.013725 -0.20389 -0.2259 48.858 48.858 4.43E-05 53.61 6797700

26002 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.023995 -0.2987 -0.32981 48.227 48.227 3.57E-04 49.61 6753800

26003 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 3 358.88172 1073.6233 0.85104 0.037541 0.88049 48.239 48.239 5.51E-01 31.37 2695200

26004 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.074535 -0.49899 -0.58058 48.002 48.002 3.60E-06 45.66 34358000

26005 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 3 358.88172 1073.6233 0.90133 -0.34903 0.54362 47.987 47.987 2.49E-01 31.44 8708300
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26006 KPFAAIVGGSK Unmodified _KPFAAIVGGSK_ B4G0K4_MAIZE 2 537.81894 1073.6233 -0.053394 0.005493 -0.055392 50.695 50.695 4.48E-03 36.06 381820

26007 KPGAPQNVR Unmodified _KPGAPQNVR_ B4G043_MAIZE 3 322.85416 965.54066 1.4521 0.11222 1.55 18.809 18.809 4.68E-01 24.48 78093

26008 KPGAPQNVR Unmodified _KPGAPQNVR_ B4G043_MAIZE 2 483.77761 965.54066 -0.050298 -0.25959 -0.32474 18.798 18.798 1.00E+00 13.18 41594

26009 KPGIVVIQGPK Unmodified _KPGIVVIQGPK_ B4FIZ5_MAIZE 3 379.24477 1134.7125 0.6601 0.15439 0.81327 49.755 49.755 1.00E+00 8.64 1351700

26010 KPGIVVIQGPK Unmodified _KPGIVVIQGPK_ B4FIZ5_MAIZE 2 568.36352 1134.7125 0.1459 0.13412 0.2782 49.703 49.703 3.57E-04 51.32 886030

26011 KPHVGIVGDAK Unmodified _KPHVGIVGDAK_ B4FAJ4_MAIZE 3 374.22062 1119.64 0.81769 -0.12596 0.69342 30.422 30.422 2.49E-01 22.29 125560

26012 KPHVGIVGDAK Unmodified _KPHVGIVGDAK_ B4FAJ4_MAIZE 3 374.22062 1119.64 0.63478 0.66995 1.3033 29.591 29.591 5.51E-01 17.68 35958

26013 KPHVGIVGDAK Unmodified _KPHVGIVGDAK_ B4FAJ4_MAIZE 3 374.22062 1119.64 0.78165 0.25034 1.0334 31.755 31.755 1.17E-02 30.35 87710

26014 KPHVGIVGDAK Unmodified _KPHVGIVGDAK_ B4FAJ4_MAIZE 3 374.22062 1119.64 0.67312 -0.025562 0.64837 31.261 31.261 3.00E-03 45.15 476020

26015 KPIASVCHGQLILAAAR Unmodified _KPIASVCHGQLILAAAR_ B4F871_MAIZE 3 602.34533 1804.0142 0.23439 0.071845 0.29372 63.058 63.058 1.01E-03 45.81 1013500

26016 KPIEVSAPK Unmodified _KPIEVSAPK_ B6TBL6_MAIZE 3 323.53069 967.57023 1.4445 -0.20035 1.2174 33.567 33.567 4.68E-01 24.23 156970

26017 KPIEVSAPK Unmodified _KPIEVSAPK_ B6TBL6_MAIZE 2 484.79239 967.57023 -0.05126 0.000153 -0.078764 33.583 33.583 3.32E-02 37.94 465220

26018 KPIIFSMAR Unmodified _KPIIFSMAR_ SUS1_MAIZE B6 2 531.81006 1061.6056 0.021719 0.38438 0.38044 59.814 59.814 1.01E-02 29.17 1388900

26019 KPIIFSMAR Oxidation (M) _KPIIFSM(ox)AR_ SUS1_MAIZE B6 2 539.80752 1077.6005 -0.059107 0.087118 0.0066739 45.135 45.135 9.18E-02 18.32 347410

26020 KPIIFSMAR Oxidation (M) _KPIIFSM(ox)AR_ SUS1_MAIZE B6 3 360.20744 1077.6005 0.90591 0.25493 1.1383 46.613 46.613 1.00E+00 11.82 270490

26021 KPIIFSMAR Oxidation (M) _KPIIFSM(ox)AR_ SUS1_MAIZE B6 2 539.80752 1077.6005 0.071554 -0.06151 -0.010289 46.613 46.613 6.60E-03 27.31 324240

26022 KPLFFYVNLAK Unmodified _KPLFFYVNLAK_ B4FAF8_MAIZE 3 447.26394 1338.77 -0.19334 0.24766 0.037578 88.581 88.581 1.40E-01 21.9 4320800

26023 KPLFFYVNLAK Unmodified _KPLFFYVNLAK_ B4FAF8_MAIZE 2 670.39227 1338.77 0.44749 0.029553 0.46261 88.57 88.57 6.35E-09 59.29 4242100

26024 KPLFPGR Unmodified _KPLFPGR_ B6TJE9_MAIZE 2 407.75033 813.48611 0.35158 0.13814 0.47678 40.059 40.059 4.46E-01 19.47 397560

26025 KPLLIVAEDVEGDALSMLVLNK Oxidation (M) _KPLLIVAEDVEGDALSM(ox)LVLNK_ B4FMM3_MAIZE 3 795.10994 2382.308 1.0262 0.14435 1.1567 127.73 127.73 2.33E-02 21.75 278400

26026 KPLLIVAEDVEGDALSMLVLNK Oxidation (M) _KPLLIVAEDVEGDALSM(ox)LVLNK_ B4FMM3_MAIZE 3 795.10994 2382.308 1.0575 -0.22588 0.81849 136.87 136.87 6.92E-04 29.21 77910

26027 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.79021 0.30122 1.087 119.04 119.04 9.86E-04 29.87 3084200

26028 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.77894 0.22504 0.99908 119.78 119.78 1.07E-02 19.77 946680

26029 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.78665 0.19294 0.97506 120.35 120.35 2.85E-04 36.24 1674200

26030 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.82653 0.10727 0.92952 121.72 121.72 3.48E-04 35.7 493730

26031 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.92603 0.17304 1.0947 116.61 116.61 3.27E-02 14.45 83609

26032 KPLSVELGPGILGNIFDGIQR Unmodified _KPLSVELGPGILGNIFDGIQR_ VATA_MAIZE B6 3 741.75471 2222.2423 0.75404 0.066387 0.81601 122.31 122.31 2.43E-04 40.46 3773800

26033 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 3 854.49864 2560.4741 1.0714 0.045519 1.1088 116.54 116.54 4.44E-53 75.48 1529000

26034 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 4 641.1258 2560.4741 0.39685 0.16056 0.54912 118.39 118.39 4.64E-07 39.88 1705200

26035 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 3 854.49864 2560.4741 1.0418 0.20938 1.244 118.34 118.34 1.93E-11 49.16 534820

26036 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 3 854.49864 2560.4741 1.0501 0.16905 1.2114 119.5 119.5 5.45E-31 63.62 910800

26037 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 4 641.1258 2560.4741 0.46624 0.015016 0.47353 124.59 124.59 6.81E-03 35.22 749210

26038 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 3 854.49864 2560.4741 1.0991 0.18647 1.2774 124.6 124.6 1.84E-07 46.92 247050

26039 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 4 641.1258 2560.4741 0.50924 -0.099025 0.40277 126.87 126.87 1.00E+00 0.94 230620
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26040 KPLSVELGPGILGNIFDGIQRPLK Unmodified _KPLSVELGPGILGNIFDGIQRPLK_ VATA_MAIZE B6 4 641.1258 2560.4741 0.43626 0.41426 0.84267 120.48 120.48 1.00E+00 4.56 517610

26041 KPLTGAYEDFQK Unmodified _KPLTGAYEDFQK_ B4G038_MAIZE 2 698.85899 1395.7034 0.66115 -0.11826 0.53138 54.93 54.93 9.64E-17 75.82 721770

26042 KPMALIK Oxidation (M) _KPM(ox)ALIK_ B6SII4_MAIZE B 2 408.75422 815.4939 0.41074 -0.087447 0.28704 25.35 25.35 5.90E-01 14.87 5463

26043 KPMALIK Oxidation (M) _KPM(ox)ALIK_ B6SII4_MAIZE B 2 408.75422 815.4939 0.30936 -0.21429 0.057247 25.826 25.826 1.00E+00 10.65 69968

26044 KPMALIK Oxidation (M) _KPM(ox)ALIK_ B6SII4_MAIZE B 2 408.75422 815.4939 0.46218 0.32451 0.74893 25.198 25.198 3.29E-01 27.4 73158

26045 KPMALIK Oxidation (M) _KPM(ox)ALIK_ B6SII4_MAIZE B 2 408.75422 815.4939 0.093521 -0.33113 -0.27477 28.332 28.332 5.90E-01 25.72 389170

26046 KPMALIK Unmodified _KPMALIK_ B6SII4_MAIZE B 2 400.75677 799.49898 0.15919 0.10382 0.21941 38.34 38.34 1.00E+00 6.58 362670

26047 KPPGFAFIDFDDKR Unmodified _KPPGFAFIDFDDKR_ B6SL90_MAIZE 3 551.61922 1651.8358 -0.011825 0.003599 -0.0067683 81.499 81.499 3.01E-06 40.93 1894200

26048 KPPGFAFIDFDDR Unmodified _KPPGFAFIDFDDR_ B6TJ91_MAIZE 3 508.9209 1523.7409 -0.15249 -0.003035 -0.14858 93.905 93.905 6.66E-04 45.81 679190

26049 KPPGFAFIDFDDRR Unmodified _KPPGFAFIDFDDRR_ B6TJ91_MAIZE 4 420.96777 1679.842 0.1526 -0.03586 0.11811 81.953 81.953 1.00E+00 1.89 819460

26050 KPPGFAFIDFDDRR Unmodified _KPPGFAFIDFDDRR_ B6TJ91_MAIZE 3 560.95461 1679.842 0.076992 0.22534 0.30412 82.461 82.461 1.27E-02 34.7 533450

26051 KPPGFAFIDFDDRR Unmodified _KPPGFAFIDFDDRR_ B6TJ91_MAIZE 4 420.96777 1679.842 -0.027685 0.11729 0.092513 84.926 84.926 1.00E+00 2.67 758910

26052 KPPGFAFIDFDDRR Unmodified _KPPGFAFIDFDDRR_ B6TJ91_MAIZE 3 560.95461 1679.842 0.0074379 0.041097 0.051208 84.926 84.926 1.27E-02 50.65 1746300

26053 KPPGGESSIALI Unmodified _KPPGGESSIALI_ B4FH20_MAIZE 2 584.83225 1167.6499 0.19878 -0.50714 -0.32591 67.922 67.922 1.00E+00 4.42 780680

26054 KPPGGESSIALI Unmodified _KPPGGESSIALI_ B4FH20_MAIZE 2 584.83225 1167.6499 0.15206 -1.7968 -1.6596 68.006 68.006 2.00E-01 16.12 1960600

26055 KPPGNVGEIR Unmodified _KPPGNVGEIR_ B4FG39_MAIZE 3 356.20497 1065.5931 1.0463 -0.11029 0.92372 34.435 34.435 9.39E-01 21.16 41590

26056 KPPGNVGEIR Unmodified _KPPGNVGEIR_ B4FG39_MAIZE 3 356.20497 1065.5931 1.0194 -0.12563 0.88016 35.023 35.023 9.39E-01 14.36 61614

26057 KPPGNVGEIR Unmodified _KPPGNVGEIR_ B4FG39_MAIZE 3 356.20497 1065.5931 -0.19426 34.686 34.686 3.27E-01 18.72

26058 KPPGNVGEIR Unmodified _KPPGNVGEIR_ B4FG39_MAIZE 3 356.20497 1065.5931 0.98889 -0.40532 0.57014 35.811 35.811 2.55E-01 24.27 829370

26059 KPPGNVGEIR Unmodified _KPPGNVGEIR_ B4FG39_MAIZE 2 533.80382 1065.5931 -0.040232 -0.09 -0.14344 35.774 35.774 1.25E-02 53.26 780380

26060 KPQAVTISALEGK Unmodified _KPQAVTISALEGK_ B4FB72_MAIZE 2 671.39046 1340.7664 0.47473 0.012569 0.47065 58.501 58.501 6.20E-03 36.46 70577

26061 KPQIEESYGSGYGR Unmodified _KPQIEESYGSGYGR_ B4F957_MAIZE 2 785.87844 1569.7423 0.97409 0.061002 1.0189 48.618 48.618 3.56E-04 51.4 429790

26062 KPQIEESYGSGYGR Unmodified _KPQIEESYGSGYGR_ B4F957_MAIZE 3 524.25472 1569.7423 -0.017158 -0.25154 -0.2841 48.415 48.415 3.82E-03 34.93 8312200

26063 KPQIEESYGSGYGR Unmodified _KPQIEESYGSGYGR_ B4F957_MAIZE 2 785.87844 1569.7423 0.94171 -0.086546 0.83911 48.408 48.408 3.40E-25 72.07 1623900

26064 KPQVEESYGSEYGSGFGR Unmodified _KPQVEESYGSEYGSGFGR_ B4F957_MAIZE 3 659.63767 1975.8912 0.49295 0.35923 0.84604 59.312 59.312 1.02E-02 32.44 977330

26065 KPQVEESYGSEYGSGFGR Unmodified _KPQVEESYGSEYGSGFGR_ B4F957_MAIZE 3 659.63767 1975.8912 0.47572 0.14362 0.61296 59.385 59.385 5.15E-04 58.54 3953800

26066 KPQVEESYGSEYGSGFGR Unmodified _KPQVEESYGSEYGSGFGR_ B4F957_MAIZE 2 988.95287 1975.8912 1.2002 0.36985 1.5644 59.389 59.389 5.25E-26 96.85 924120

26067 KPSGGIDSLR Unmodified _KPSGGIDSLR_ CAPP2_MAIZE 2 515.28801 1028.5615 -0.10959 -0.065347 -0.18522 34.732 34.732 1.45E-01 29.15 267330

26068 KPSGGIDSLR Unmodified _KPSGGIDSLR_ CAPP2_MAIZE 3 343.8611 1028.5615 1.3039 0.007731 1.3012 37.607 37.607 5.31E-01 20.25 55003

26069 KPSGGIESLR Unmodified _KPSGGIESLR_ Q9SAZ6_MAIZE 2 522.29583 1042.5771 -0.38462 36.387 36.387 6.21E-02 41.93

26070 KPSGGIESLR Unmodified _KPSGGIESLR_ Q9SAZ6_MAIZE 2 522.29583 1042.5771 -0.12965 -3.8361 -3.9785 35.895 35.895 3.43E-01 22.26 748560

26071 KPSGGIESLR Unmodified _KPSGGIESLR_ Q9SAZ6_MAIZE 3 348.53298 1042.5771 1.0023 -0.25751 0.72355 35.73 35.73 5.31E-01 22.28 491820

26072 KPSGGIESLR Unmodified _KPSGGIESLR_ Q9SAZ6_MAIZE 2 522.29583 1042.5771 0.043622 -0.14136 -0.11751 38.272 38.272 1.25E-02 56.97 388270

26073 KPSITVVQGPK Unmodified _KPSITVVQGPK_ B4FJF0_MAIZE 2 577.35061 1152.6867 0.17207 -0.23629 -0.062277 41.895 41.895 4.96E-02 27.35 556580
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26074 KPSITVVQGPK Unmodified _KPSITVVQGPK_ B4FJF0_MAIZE 2 577.35061 1152.6867 0.17769 -0.012466 0.16762 42.47 42.47 3.60E-06 70.04 995830

26075 KPSITVVQGPK Unmodified _KPSITVVQGPK_ B4FJF0_MAIZE 2 577.35061 1152.6867 0.11737 -0.47046 -0.35112 42.714 42.714 1.67E-02 32.82 719910

26076 KPSITVVQGPK Unmodified _KPSITVVQGPK_ B4FJF0_MAIZE 2 577.35061 1152.6867 0.10536 1.0807 1.186 43.28 43.28 1.67E-02 28.77 501200

26077 KPSSGAPPSLQLFTTIIDSFYK Unmodified _KPSSGAPPSLQLFTTIIDSFYK_ B4F8Z9_MAIZE 3 799.76153 2396.2628 0.87513 0.094878 0.96586 131.07 131.07 8.34E-03 13.22 3387900

26078 KPSSIPEVAK Unmodified _KPSSIPEVAK_ B4G1F8_MAIZE 2 528.30841 1054.6023 0.05578 -0.29703 -0.26587 36.633 36.633 1.25E-02 30.56 163570

26079 KPSSIPEVAK Unmodified _KPSSIPEVAK_ B4G1F8_MAIZE 2 528.30841 1054.6023 -0.049939 -0.21038 -0.28505 37.603 37.603 1.25E-02 52.61 896550

26080 KPTEIATMGLLYPADCK Oxidation (M) _KPTEIATM(ox)GLLYPADCK_ B6T8C0_MAIZE 3 641.99 1922.9482 0.38268 -0.45338 -0.077427 69.316 69.316 2.75E-01 21.96 75616

26081 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 0.17131 0.043751 0.1868 26.432 26.432 1.02E-01 23.65 324890

26082 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 2 653.39809 1304.7816 0.61963 0.12959 0.72138 26.433 26.433 3.13E-02 22.83 17502

26083 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 0.060856 0.80406 0.83705 27.812 27.812 1.00E+00 4.96 7850.8

26084 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 0.13944 0.26755 0.37764 27.329 27.329 1.02E-01 20.39 155310

26085 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 2 653.39809 1304.7816 0.57723 0.29744 0.84708 27.326 27.326 9.49E-01 3.04 8595.6

26086 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 0.14402 0.39261 0.50721 26.378 26.378 5.38E-01 22.06 165520

26087 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 0.052115 0.023374 0.047307 26.735 26.735 1.41E-02 21.14 887110

26088 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 2 653.39809 1304.7816 0.60972 0.031805 0.6141 26.731 26.731 2.65E-01 26.05 35599

26089 KPVAPVKPAAEAK Unmodified _KPVAPVKPAAEAK_ B4FAK8_MAIZE 3 435.93448 1304.7816 -0.030304 0.50211 0.44304 29.099 29.099 1.00E+00 9.5 17995

26090 KPVASDEVGAGQGGVK Unmodified _KPVASDEVGAGQGGVK_ B6TH40_MAIZE 3 500.26685 1497.7787 0.038477 -0.83293 -0.78668 33.944 33.944 1.99E-01 17.37 147340

26091 KPVIAGDTLIMR Unmodified _KPVIAGDTLIMR_ B6SKY1_MAIZE 2 657.38412 1312.7537 0.55918 -0.001258 0.54576 62.875 62.875 4.56E-01 43.1 421120

26092 KPVIAGDTLIMR Unmodified _KPVIAGDTLIMR_ B6SKY1_MAIZE 2 657.38412 1312.7537 0.43628 -0.14921 0.27507 66.61 66.61 1.98E-03 48.31 375510

26093 KPVIAGDTLIMR Oxidation (M) _KPVIAGDTLIM(ox)R_ B6SKY1_MAIZE 2 665.38158 1328.7486 0.48957 -0.008216 0.47266 59.273 59.273 2.07E-09 44.63 238670

26094 KPVILDLPLSR Unmodified _KPVILDLPLSR_ Q5YLM2_MAIZE 2 625.89518 1249.7758 0.37949 -0.24606 0.11681 78.072 78.072 3.57E-04 54.62 448090

26095 KPVILDLPLSR Unmodified _KPVILDLPLSR_ Q5YLM2_MAIZE 3 417.59921 1249.7758 0.23167 -0.12524 0.088442 78.092 78.092 1.00E+00 4.44 284240

26096 KPVIVYNYPK Unmodified _KPVIVYNYPK_ B6SVU1_MAIZE 2 610.85552 1219.6965 0.27791 0.21934 0.47721 50.606 50.606 1.62E-03 33.72 196600

26097 KPVIVYNYPK Unmodified _KPVIVYNYPK_ B6SVU1_MAIZE 2 610.85552 1219.6965 0.31764 0.095145 0.39313 52.457 52.457 1.45E-01 29.88 364360

26098 KPVIVYNYPK Unmodified _KPVIVYNYPK_ B6SVU1_MAIZE 2 610.85552 1219.6965 0.294 0.27167 0.54665 52.478 52.478 4.40E-05 44.09 667060

26099 KPVYEEALK Unmodified _KPVYEEALK_ B6TIH5_MAIZE 2 538.80296 1075.5914 0.010179 -0.15212 -0.17669 49.089 49.089 1.01E-02 33.69 250280

26100 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 3 432.56802 1294.6822 0.11618 0.12957 0.2391 88.511 88.511 5.15E-02 42.69 3498600

26101 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 2 648.3484 1294.6822 0.46804 -0.20796 0.25609 88.516 88.516 4.96E-02 43.25 2163200

26102 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 3 432.56802 1294.6822 0.049644 0.63613 0.67962 89.378 89.378 1.00E+00 7.32 1030400

26103 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 2 648.3484 1294.6822 0.4916 0.029028 0.51663 89.384 89.384 1.47E-01 27.54 437010

26104 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 2 648.3484 1294.6822 0.45652 0.026294 0.47818 89.391 89.391 4.48E-03 33.15 1080100

26105 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 3 432.56802 1294.6822 0.0070184 0.11672 0.11773 89.006 89.006 5.15E-02 41.06 12931000

26106 KPWALSFSFGR Unmodified _KPWALSFSFGR_ B4FWP0_MAIZE 2 648.3484 1294.6822 0.38789 0.14452 0.52709 89.004 89.004 4.43E-05 55.12 6349700

26107 KPWEITGPCASPEYR Unmodified _KPWEITGPCASPEYR_ B6TU01_MAIZE 3 597.62253 1789.8457 0.17169 -0.42144 -0.25742 67.502 67.502 2.04E-04 43.21 84889
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26108 KPWEITGPCASPEYR Unmodified _KPWEITGPCASPEYR_ B6TU01_MAIZE 3 597.62253 1789.8457 0.16996 -0.20098 -0.040489 67.788 67.788 1.65E-10 46.94 797820

26109 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.063663 -0.024201 0.036998 86.736 86.736 5.15E-02 39.95 8714700

26110 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.44845 -0.21189 0.23569 86.698 86.698 3.57E-04 39.37 4804800

26111 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 -0.060611 0.20893 0.14527 87.841 87.841 6.79E-01 13.61 2803100

26112 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.46528 0.10822 0.57228 87.829 87.829 1.47E-01 39.67 1059900

26113 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.47393 -0.11645 0.35565 87.904 87.904 1.67E-02 27.43 2100400

26114 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.055522 0.12541 0.17859 87.916 87.916 3.45E-01 19.9 3984000

26115 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.4906 -0.10767 0.38125 87.68 87.68 4.96E-02 35.95 1625400

26116 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.023653 0.12427 0.1451 87.678 87.678 5.15E-02 46.26 4253700

26117 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.45344 -0.20019 0.25214 87.613 87.613 3.60E-06 43.74 1072800

26118 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.00020605 0.084397 0.082046 87.618 87.618 3.45E-01 30.97 2428500

26119 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.019179 0.023138 0.040498 87.664 87.664 1.91E-02 47.75 6328300

26120 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.47984 0.068916 0.54656 87.667 87.667 1.67E-02 41.14 2707600

26121 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 -0.033541 0.21326 0.17689 87.265 87.265 6.15E-03 49.01 27220000

26122 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.40923 -0.084301 0.32391 87.243 87.243 4.48E-03 45.08 13131000

26123 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 3 437.89966 1310.6772 0.088906 -0.22418 -0.13674 87.597 87.597 1.00E+00 0.3 1079900

26124 KPWSLSFSFGR Unmodified _KPWSLSFSFGR_ B4FAL9_MAIZE 2 656.34585 1310.6772 0.49488 -0.13339 0.36065 87.569 87.569 1.67E-02 46.76 491840

26125 KQAQQYYR Unmodified _KQAQQYYR_ B4FFX7_MAIZE 2 542.78035 1083.5461 0.13565 -0.23347 -0.12592 23.336 23.336 3.77E-01 52.2 29681

26126 KQDITITGASTLPK Unmodified _KQDITITGASTLPK_ B6UFB3_MAIZE 3 491.61548 1471.8246 -0.06795 -0.30602 -0.38058 57.24 57.24 1.00E+00 14.01 1013400

26127 KQDITITGASTLPK Unmodified _KQDITITGASTLPK_ B6UFB3_MAIZE 2 736.91958 1471.8246 0.81535 -0.34203 0.4674 57.247 57.247 3.40E-25 93.88 363990

26128 KQDITITGASTLPK Unmodified _KQDITITGASTLPK_ B6UFB3_MAIZE 3 491.61548 1471.8246 -0.062465 -0.1181 -0.18622 57.771 57.771 1.69E-02 25.12 1393400

26129 KQDITITGASTLPK Unmodified _KQDITITGASTLPK_ B6UFB3_MAIZE 2 736.91958 1471.8246 0.80308 -0.13508 0.66192 57.771 57.771 2.00E-19 111.73 501740

26130 KQDITITGASTLPKDEVER Unmodified _KQDITITGASTLPKDEVER_ B6UFB3_MAIZE 3 701.0427 2100.1063 0.74321 -0.095842 0.63994 60.157 60.157 1.11E-35 58.58 416490

26131 KQDITITGASTLPKDEVER Unmodified _KQDITITGASTLPKDEVER_ B6UFB3_MAIZE 3 701.0427 2100.1063 0.68964 -0.24267 0.44033 60.544 60.544 1.97E-18 68.31 475980

26132 KQESVEDVPCGNTVAMVGLDQFITK Oxidation (M) _KQESVEDVPCGNTVAM(ox)VGLDQFITK_ B6U0S1_MAIZE 3 927.78597 2780.3361 1.1275 0.051225 1.1882 91.628 91.628 9.27E-08 38.29 583040

26133 KQESVEDVPCGNTVAMVGLDQFITK Oxidation (M) _KQESVEDVPCGNTVAM(ox)VGLDQFITK_ B6U0S1_MAIZE 3 927.78597 2780.3361 1.1374 -0.15166 0.99594 91.735 91.735 3.05E-05 41.71 398360

26134 KQESVEDVPCGNTVAMVGLDQFITK Oxidation (M) _KQESVEDVPCGNTVAM(ox)VGLDQFITK_ B6U0S1_MAIZE 3 927.78597 2780.3361 1.1219 -0.027607 1.1043 91.584 91.584 1.20E-09 46.06 665210

26135 KQFVLEVIHPGR Unmodified _KQFVLEVIHPGR_ B4FJ27_MAIZE 3 474.94538 1421.8143 -0.0081038 -0.31583 -0.32576 63.72 63.72 1.79E-02 39.9 847600

26136 KQFVLEVIHPGR Unmodified _KQFVLEVIHPGR_ B4FJ27_MAIZE 3 474.94538 1421.8143 -0.15302 0.092156 -0.062453 71.692 71.692 8.36E-03 40.39 69391

26137 KQFVLEVIHPGR Unmodified _KQFVLEVIHPGR_ B4FJ27_MAIZE 3 474.94538 1421.8143 -0.22248 -0.050547 -0.27535 68.496 68.496 8.76E-11 49.7 1743100

26138 KQFVLEVIHPGR Unmodified _KQFVLEVIHPGR_ B4FJ27_MAIZE 3 474.94538 1421.8143 -0.164 -0.36704 -0.53307 71.214 71.214 4.69E-06 66.61 261340

26139 KQGLQLLDFWVSPFGQR Unmodified _KQGLQLLDFWVSPFGQR_ O24595_MAIZE 3 673.69854 2018.0738 0.57206 0.088853 0.66612 120.61 120.61 1.00E+00 2.13 852270

26140 KQGLQLLDFWVSPFGQR Unmodified _KQGLQLLDFWVSPFGQR_ O24595_MAIZE 3 673.69854 2018.0738 0.48288 0.32751 0.81518 129.61 129.61 1.01E-03 34.22 4022900

26141 KQGLQLLDFWVSPFGQR Unmodified _KQGLQLLDFWVSPFGQR_ O24595_MAIZE 2 1010.0442 2018.0738 1.1744 0.080739 1.2607 129.62 129.62 3.42E-29 63.18 379290
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26142 KQGPYDEAVTR Unmodified _KQGPYDEAVTR_ B6T7B6_MAIZE 3 421.88245 1262.6255 0.16234 0.43189 0.58387 37.267 37.267 4.33E-02 23.92 288150

26143 KQLTGVYDLVAVLTHK Unmodified _KQLTGVYDLVAVLTHK_ B6T6V5_MAIZE 3 595.68048 1784.0196 0.26281 0.26253 0.52655 102.27 102.27 6.54E-03 34.81 612410

26144 KQPGIAIGR Unmodified _KQPGIAIGR_ B6T1J1_MAIZE 2 470.29035 938.56615 -0.16231 0.192 0.010068 37.602 37.602 1.00E+00 9.87 59019

26145 KQPGIAIGR Unmodified _KQPGIAIGR_ B6T1J1_MAIZE 3 313.86266 938.56615 1.2023 0.40509 1.5865 37.597 37.597 7.96E-01 23.2 101490

26146 KQPGIAIGR Unmodified _KQPGIAIGR_ B6T1J1_MAIZE 3 313.86266 938.56615 1.4435 -0.22007 1.2045 40.244 40.244 4.06E-01 25.89 67753

26147 KQSLPECLTK Unmodified _KQSLPECLTK_ B6TN48_MAIZE 2 602.32373 1202.6329 0.23826 0.16137 0.38672 46.095 46.095 4.40E-02 23.11 246340

26149 KQTVEEFYR Unmodified _KQTVEEFYR_ B4FA10_MAIZE 3 400.54002 1198.5982 0.33743 -0.12872 0.19518 48.661 48.661 1.00E+00 17.34 2821700

26150 KQTVEEFYR Unmodified _KQTVEEFYR_ B4FA10_MAIZE 2 600.3064 1198.5982 0.20808 0.30178 0.49455 48.663 48.663 3.39E-01 48.31 1005200

26151 KQVDDAIAK Unmodified _KQVDDAIAK_ Q9ZQY0_MAIZE 2 494.27711 986.53966 0.063328 -0.67045 -0.6256 25.553 25.553 1.00E+00 11.4 21778

26152 KQVDDAIAK Unmodified _KQVDDAIAK_ Q9ZQY0_MAIZE 2 494.27711 986.53966 0.040008 -0.28286 -0.26203 26.195 26.195 3.32E-02 40.19 21428

26153 KQVDDAIAK Unmodified _KQVDDAIAK_ Q9ZQY0_MAIZE 2 494.27711 986.53966 0.082324 -0.10311 -0.039385 25.658 25.658 1.01E-02 45.93 23941

26154 KQVDDAIAK Unmodified _KQVDDAIAK_ Q9ZQY0_MAIZE 2 494.27711 986.53966 0.079806 -0.081971 -0.019919 25.877 25.877 1.00E+00 4.71 12373

26155 KQVDDAIAK Unmodified _KQVDDAIAK_ Q9ZQY0_MAIZE 2 494.27711 986.53966 -0.070443 -0.42554 -0.51481 26.528 26.528 3.32E-02 23.11 169490

26156 KREEEYDAFTSTK Unmodified _KREEEYDAFTSTK_ B4FCK0_MAIZE 3 535.25813 1602.7526 -0.057198 -0.063 -0.14155 45.634 45.634 7.68E-03 30.63 2475200

26157 KREEMAGVLR Oxidation (M) _KREEM(ox)AGVLR_ B4FW07_MAIZE 3 402.22041 1203.6394 0.52653 0.35787 0.85688 24.313 24.313 1.00E+00 1.72 11895

26158 KREEMAGVLR Oxidation (M) _KREEM(ox)AGVLR_ B4FW07_MAIZE 3 402.22041 1203.6394 0.16866 0.093963 0.23513 27.467 27.467 6.83E-01 18.55 92499

26159 KREEMAGVLR Unmodified _KREEMAGVLR_ B4FW07_MAIZE 3 396.88877 1187.6445 0.54883 -1.0304 -0.50929 35.062 35.062 1.00E+00 8.5 73127

26160 KREEMAGVLR Unmodified _KREEMAGVLR_ B4FW07_MAIZE 3 396.88877 1187.6445 0.20077 0.20977 0.37902 39.487 39.487 9.79E-02 32.83 350800

26161 KSAVAPAGK Unmodified _KSAVAPAGK_ B4FR90_MAIZE 2 414.75053 827.4865 0.36839 0.21364 0.55636 10.884 10.884 1.12E-01 28.33 8360.5

26162 KSAVAPAGK Unmodified _KSAVAPAGK_ B4FR90_MAIZE 2 414.75053 827.4865 0.34872 0.22231 0.5442 9.9591 9.9591 1.00E+00 31.83 12245

26163 KSDNALMYVK Oxidation (M) _KSDNALM(ox)YVK_ B6SK06_MAIZE 2 592.80263 1183.5907 0.19894 -0.085835 0.089932 44.429 44.429 5.33E-01 1.42 393380

26164 KSDNALMYVK Unmodified _KSDNALMYVK_ B6SK06_MAIZE 2 584.80517 1167.5958 0.13844 0.15246 0.2638 49.479 49.479 1.62E-03 51.52 1708600

26165 KSEAYELVR Unmodified _KSEAYELVR_ B6SHC8_MAIZE 2 547.79566 1093.5768 0.092104 -0.16267 -0.10548 42.333 42.333 3.39E-01 37.1 663460

26166 KSEAYELVR Unmodified _KSEAYELVR_ B6SHC8_MAIZE 2 547.79566 1093.5768 0.057936 -0.049337 -0.025546 44.811 44.811 3.32E-02 60.18 375000

26167 KSEHAFYLDWAVHSFR Unmodified _KSEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 498.99833 1991.9642 0.003795 -0.32542 -0.32808 86.105 86.105 1.87E-02 33.81 1055900

26168 KSEHAFYLDWAVHSFR Unmodified _KSEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 498.99833 1991.9642 -0.16241 -0.31653 -0.48477 88.25 88.25 1.13E-04 45.92 428740

26169 KSEHAFYLDWAVHSFR Unmodified _KSEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 498.99833 1991.9642 -0.013485 -0.29077 -0.31096 88.21 88.21 1.87E-02 30.83 426230

26170 KSEHAFYLDWAVHSFR Unmodified _KSEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 498.99833 1991.9642 -0.033145 -0.34312 -0.3825 88.214 88.214 8.21E-03 47.9 1399700

26171 KSEIEYYAMLAK Unmodified _KSEIEYYAMLAK_ B6SJ19_MAIZE 2 723.37088 1444.7272 0.77021 0.33896 1.0668 72.608 72.608 7.61E-14 84.7 735930

26172 KSEIEYYAMLAK Unmodified _KSEIEYYAMLAK_ B6SJ19_MAIZE 3 482.58301 1444.7272 0.03538 0.13269 0.12539 72.676 72.676 4.08E-01 29.44 452970

26173 KSEIEYYAMLAK Oxidation (M) _KSEIEYYAM(ox)LAK_ B6SJ19_MAIZE 3 487.91465 1460.7221 -0.15873 -0.13626 -0.33377 70.236 70.236 8.04E-02 18.19 63870

26174 KSEIEYYAMLAK Oxidation (M) _KSEIEYYAM(ox)LAK_ B6SJ19_MAIZE 2 731.36834 1460.7221 0.75786 0.22383 0.94315 70.214 70.214 7.16E-02 7.55 54748

26175 KSEIEYYAMLAK Oxidation (M) _KSEIEYYAM(ox)LAK_ B6SJ19_MAIZE 2 731.36834 1460.7221 0.6847 -0.87165 -0.22406 70.412 70.412 3.52E-11 29.1 210510

26176 KSELLLR Unmodified _KSELLLR_ B4FS52_MAIZE 2 429.774 857.53345 0.14368 0.45166 0.55283 40.612 40.612 4.46E-01 40.56 1296300
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26177 KSELLLR Unmodified _KSELLLR_ B4FS52_MAIZE 2 429.774 857.53345 0.16135 0.08141 0.20078 42.96 42.96 1.00E+00 27.08 269930

26178 KSELLLR Unmodified _KSELLLR_ B4FS52_MAIZE 2 429.774 857.53345 0.093042 0.35878 0.40902 42.78 42.78 7.83E-01 29.28 385730

26179 KSELLLR Unmodified _KSELLLR_ B4FS52_MAIZE 2 429.774 857.53345 0.066269 0.057175 0.082699 40.85 40.85 7.83E-01 47.73 5034900

26180 KSEPIPEVNNEPVK Unmodified _KSEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 790.41994 1578.8253 0.95437 -0.076335 0.85549 50.699 50.699 3.56E-04 43.68 922270

26181 KSEPIPEVNNEPVK Unmodified _KSEPIPEVNNEPVK_ Q5EUE1_MAIZE 3 527.28239 1578.8253 -0.09507 0.042108 -0.075002 50.685 50.685 1.83E-01 23.14 5280000

26182 KSFVSYIK Unmodified _KSFVSYIK_ B4FL17_MAIZE 2 486.28166 970.54877 -0.2158 -0.38401 -0.61578 56.336 56.336 7.88E-01 15.42 86895

26183 KSFVSYIK Unmodified _KSFVSYIK_ B4FL17_MAIZE 2 486.28166 970.54877 -0.22356 0.14669 -0.093528 56.943 56.943 3.77E-01 23.95 1160300

26184 KSFVSYIK Unmodified _KSFVSYIK_ B4FL17_MAIZE 3 324.52353 970.54877 1.154 56.996 56.996 4.99E-01 21.77

26185 KSHPGGRALVEIACAR Unmodified _KSHPGGRALVEIACAR_ B4FHT1_MAIZE 2 861.46503 1720.9155 1.1573 -0.06925 1.0765 126.62 126.62 1.81E-01 14.2 3619900

26186 KSHPGGRALVEIACAR Unmodified _KSHPGGRALVEIACAR_ B4FHT1_MAIZE 2 861.46503 1720.9155 1.1195 0.10913 1.2171 127.25 127.25 4.18E-01 16.48 352860

26187 KSHPGGRALVEIACAR Unmodified _KSHPGGRALVEIACAR_ B4FHT1_MAIZE 2 861.46503 1720.9155 1.0707 -5.69E-05 1.0592 127.9 127.9 7.12E-01 16.99 242910

26188 KSHPGGRALVEIACAR Unmodified _KSHPGGRALVEIACAR_ B4FHT1_MAIZE 2 861.46503 1720.9155 1.1807 0.6348 1.8037 129.5 129.5 7.12E-01 4.93 447130

26189 KSHPGGRALVEIACAR Unmodified _KSHPGGRALVEIACAR_ B4FHT1_MAIZE 2 861.46503 1720.9155 1.0778 0.1036 1.1701 130.43 130.43 5.51E-02 15.2 2232500

26190 KSIIEVAQSK Unmodified _KSIIEVAQSK_ B4F9X9_MAIZE 3 368.2204 1101.6394 0.76566 -0.65153 0.087078 47.429 47.429 9.39E-01 4.6 194820

26191 KSIIEVAQSK Unmodified _KSIIEVAQSK_ B4F9X9_MAIZE 2 551.82696 1101.6394 0.013621 0.042887 0.028426 47.41 47.41 1.62E-03 56.71 872230

26192 KSLIETAVK Unmodified _KSLIETAVK_ B6TC19_MAIZE 2 494.8055 987.59645 0.0045082 0.20516 0.18107 43.805 43.805 7.18E-01 18.24 454340

26193 KSLIETAVK Unmodified _KSLIETAVK_ B6TC19_MAIZE 2 494.8055 987.59645 -0.053968 -0.23014 -0.31041 44.175 44.175 1.12E-01 39.69 366720

26194 KSLVLLK Unmodified _KSLVLLK_ B4F8M8_MAIZE 2 400.78384 799.55312 0.36802 -0.04621 0.29159 45.757 45.757 4.46E-01 42.5 477430

26195 KSLVLLK Unmodified _KSLVLLK_ B4F8M8_MAIZE 2 400.78384 799.55312 0.26032 -0.18177 0.049346 45.671 45.671 7.83E-01 38.58 2226800

26196 KSPCGEGTNTWDR Unmodified _KSPCGEGTNTWDR_ B4FDT0_MAIZE 3 503.22465 1506.6521 -0.18106 -0.08379 -0.25753 36.495 36.495 9.36E-01 18.62 106230

26197 KSPCGEGTNTWDR Unmodified _KSPCGEGTNTWDR_ B4FDT0_MAIZE 2 754.33334 1506.6521 0.83385 0.20427 1.0444 36.504 36.504 2.65E-01 29.61 13936

26198 KSPCGEGTNTWDR Unmodified _KSPCGEGTNTWDR_ B4FDT0_MAIZE 3 503.22465 1506.6521 -0.1871 -0.36296 -0.54382 39.508 39.508 1.28E-01 35.61 6889000

26199 KSPCGEGTNTWDR Unmodified _KSPCGEGTNTWDR_ B4FDT0_MAIZE 2 754.33334 1506.6521 0.80551 -0.23221 0.57966 39.503 39.503 6.20E-03 80.88 1173500

26200 KSPCGEGTNTWDRFEFR Unmodified _KSPCGEGTNTWDRFEFR_ B6SIQ7_MAIZE 4 522.49044 2085.9327 -0.1387 -0.16175 -0.29568 71.833 71.833 9.97E-01 6.41 886740

26201 KSPCGEGTNTWDRFEFR Unmodified _KSPCGEGTNTWDRFEFR_ B6SIQ7_MAIZE 3 696.31817 2085.9327 0.5868 -0.41487 0.17717 71.833 71.833 1.30E-02 16.64 462950

26202 KSPCGEGTNTWDRFEMR Oxidation (M) _KSPCGEGTNTWDRFEM(ox)R_ B4FDT0_MAIZE 3 696.30716 2085.8997 0.63967 -0.26435 0.3782 59.236 59.236 1.72E-01 8.26 262990

26203 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.24862 -0.39758 -0.15948 73.232 73.232 4.40E-02 33.61 902610

26204 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.19639 -0.39684 -0.2104 74.651 74.651 3.43E-01 19.96 202340

26205 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.29155 -0.42657 -0.14527 74.927 74.927 1.45E-01 30.82 243920

26206 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.28676 -0.26661 0.0096762 74.625 74.625 1.45E-01 33.69 282540

26207 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.2759 -0.071691 0.1926 74.501 74.501 3.43E-01 29.75 290670

26208 KSPLFSQFIK Unmodified _KSPLFSQFIK_ B6TBW2_MAIZE 2 597.8477 1193.6808 0.1978 0.42152 0.60765 74.699 74.699 1.45E-01 26.19 651120

26209 KSPMIVVK Oxidation (M) _KSPM(ox)IVVK_ B6SUK1_MAIZE 3 306.52113 916.54157 1.53 0.10037 1.6192 32.655 32.655 5.41E-01 17.93 26715

26210 KSPMIVVK Oxidation (M) _KSPM(ox)IVVK_ B6SUK1_MAIZE 2 459.27806 916.54157 -0.12786 0.36441 0.22418 32.721 32.721 5.51E-01 4.63 38129
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26211 KSPMIVVK Oxidation (M) _KSPM(ox)IVVK_ B6SUK1_MAIZE 3 306.52113 916.54157 1.5328 -0.020737 1.5018 33.23 33.23 1.00E+00 29.83 27768

26212 KSPNVVFLK Unmodified _KSPNVVFLK_ B6TVJ4_MAIZE 3 344.54645 1030.6175 0.95983 0.1681 1.1183 55.063 55.063 1.00E+00 1.18 333190

26213 KSPNVVFLK Unmodified _KSPNVVFLK_ B6TVJ4_MAIZE 2 516.31603 1030.6175 -0.12553 -0.22584 -0.35957 55.072 55.072 3.39E-01 19.28 655090

26214 KSPYSLYR Unmodified _KSPYSLYR_ B4FZ29_MAIZE 2 507.27437 1012.5342 -0.02771 0.085299 0.026425 44.752 44.752 3.77E-01 41.61 1364000

26215 KSQYLDDIATLTGGTVIR Unmodified _KSQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 976.02838 1950.0422 1.181 -3.8262 -2.6416 95.631 95.631 7.30E-02 14.91 45458

26216 KSQYLDDIATLTGGTVIR Unmodified _KSQYLDDIATLTGGTVIR_ B6SH83_MAIZE 3 651.02135 1950.0422 0.42008 0.3302 0.75003 95.53 95.53 1.19E-01 43.08 2501300

26217 KSQYLDDIATLTGGTVIR Unmodified _KSQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 976.02838 1950.0422 1.2652 0.054304 1.3196 95.503 95.503 8.00E-45 110.33 333640

26218 KSVETYK Unmodified _KSVETYK_ B4FSE9_MAIZE 2 427.73454 853.45453 -0.0033487 0.66011 0.63276 18.181 18.181 1.86E-01 23.22 43581

26219 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 0.085092 -0.28676 -0.20891 25.588 25.588 3.25E-03 33.59 152680

26220 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 -0.11508 -0.12107 -0.24299 24.174 24.174 1.00E+00 5.91 73416

26221 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 0.057622 -0.178 -0.12703 26.318 26.318 1.00E+00 8.96 75679

26222 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 0.098982 -0.13069 -0.039179 25.598 25.598 1.00E+00 0.32 38577

26223 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 0.081559 -0.21094 -0.13663 26.031 26.031 4.08E-01 14.67 136950

26224 KSVHEPMQTGLK Oxidation (M) _KSVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 457.57474 1369.7024 0.080211 -0.1978 -0.12294 33.338 33.338 7.21E-01 4.54 76926

26225 KSVHEPMQTGLK Unmodified _KSVHEPMQTGLK_ ATPAM_MAIZE 3 452.2431 1353.7075 0.064959 -0.46635 -0.41062 32.282 32.282 2.42E-04 39.45 1288000

26226 KSVHEPMQTGLK Unmodified _KSVHEPMQTGLK_ ATPAM_MAIZE 2 677.86101 1353.7075 0.67514 -0.11324 0.55178 32.274 32.274 2.00E-01 14.32 86114

26227 KSVHEPMQTGLK Unmodified _KSVHEPMQTGLK_ ATPAM_MAIZE 3 452.2431 1353.7075 0.035252 -0.18188 -0.15701 33.358 33.358 3.25E-03 29.56 352840

26228 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 3 367.88865 1100.6441 0.80469 0.21292 0.98367 54.87 54.87 5.31E-01 17.45 5223700

26229 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 0.028762 -0.26226 -0.26576 54.891 54.891 1.62E-03 63.84 15001000

26230 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 3 367.88865 1100.6441 0.68323 -0.19194 0.45932 55.739 55.739 9.79E-02 39.61 4254600

26231 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 0.0024709 -0.74344 -0.77216 55.742 55.742 2.81E-03 33.12 7663600

26232 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 0.020195 -0.57295 -0.58525 57.331 57.331 1.25E-02 41.8 12334000

26233 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 3 367.88865 1100.6441 0.77773 -0.15683 0.58884 57.295 57.295 9.29E-03 41.8 6122400

26234 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 -0.022986 -0.39876 -0.45453 56.557 56.557 1.84E-04 59.12 14893000

26235 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 3 367.88865 1100.6441 0.68519 -0.32426 0.32831 56.572 56.572 2.55E-01 34.48 8844600

26236 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 0.1017 0.14819 0.21673 57.554 57.554 1.00E+00 3.13 527960

26237 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 3 367.88865 1100.6441 0.58676 -0.18101 0.37318 57.205 57.205 9.29E-03 60.51 13391000

26238 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 -0.092236 0.041591 -0.084374 57.205 57.205 1.62E-03 61.53 20623000

26239 KTAEAIDILK Unmodified _KTAEAIDILK_ B6U4D6_MAIZE 2 551.32934 1100.6441 0.0083252 0.36656 0.34169 56.752 56.752 1.62E-03 69.03 5396700

26240 KTAEAIEILK Unmodified _KTAEAIEILK_ B6SWA0_MAIZE 2 558.33716 1114.6598 0.017509 -0.004052 -0.027783 52.922 52.922 2.81E-03 51.55 234550

26241 KTAEAIEILK Unmodified _KTAEAIEILK_ B6SWA0_MAIZE 2 558.33716 1114.6598 0.1155 -0.12017 -0.04684 54.712 54.712 1.45E-01 29.98 317510

26242 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 2 544.32151 1086.6285 0.079273 -0.21729 -0.16237 48.209 48.209 1.45E-01 24.78 489900

26243 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 2 544.32151 1086.6285 -0.039261 -0.039572 -0.10349 48.535 48.535 1.84E-04 63.48 509500

26244 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 2 544.32151 1086.6285 0.07862 -0.27266 -0.21852 50.702 50.702 2.81E-03 58.59 402760
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26245 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 3 363.21677 1086.6285 0.8951 0.39086 1.2602 50.686 50.686 3.11E-02 30.28 290520

26246 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 2 544.32151 1086.6285 0.049325 -0.25892 -0.23378 49.969 49.969 2.81E-03 45.72 605220

26247 KTAEAVDILK Unmodified _KTAEAVDILK_ B4FWE4_MAIZE 2 544.32151 1086.6285 0.010671 -0.4766 -0.4897 50.762 50.762 4.40E-02 35.32 768720

26248 KTAGGILLPETSK Unmodified _KTAGGILLPETSK_ B4FE30_MAIZE 2 657.88501 1313.7555 0.42414 -0.11205 0.29755 54.189 54.189 1.15E-02 42.23 69962

26249 KTAVAVAYTKPGR Unmodified _KTAVAVAYTKPGR_ B6TG61_MAIZE 3 454.6015 1360.7827 -0.158 -0.1668 -0.33649 37.774 37.774 2.15E-08 69.09 229520

26250 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.0020091 -0.045195 -0.053395 48.12 48.12 1.00E+00 10.71 1829700

26251 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.15348 0.26981 0.10818 48.709 48.709 5.06E-02 27.79 611520

26252 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.016268 0.10191 0.07733 50.754 50.754 5.06E-02 46.23 736110

26253 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.0042479 0.11888 0.10665 50.147 50.147 5.06E-02 21.68 799060

26254 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.084235 -0.038443 -0.12987 50.864 50.864 7.88E-01 20.89 668410

26255 KTDGLFLK Unmodified _KTDGLFLK_ B4FAD4_MAIZE 2 461.27384 920.53312 -0.109 -0.1777 -0.29304 51.03 51.03 2.92E-02 31.78 8506700

26256 KTDGSILLFRPEENAIR Unmodified _KTDGSILLFRPEENAIR_ B4F9X9_MAIZE 3 653.69345 1958.0585 0.45961 0.043956 0.48381 75.883 75.883 1.40E-03 20.57 781800

26257 KTEAATTKPR Unmodified _KTEAATTKPR_ B4FFV2_MAIZE 3 368.21202 1101.6142 0.60332 0.10515 0.68439 10.064 10.064 2.55E-01 23.53 21983

26258 KTEGELFETEK Unmodified _KTEGELFETEK_ B4F9G6_MAIZE 3 437.554 1309.6402 0.082663 0.29798 0.36118 44.649 44.649 6.79E-01 7 2724800

26259 KTEGELFETEK Unmodified _KTEGELFETEK_ B4F9G6_MAIZE 2 655.82736 1309.6402 0.47775 0.39266 0.85079 44.608 44.608 1.47E-01 14.71 4713800

26260 KTEGELFETEK Unmodified _KTEGELFETEK_ B4F9G6_MAIZE 3 437.554 1309.6402 -0.045181 0.24366 0.17821 46.014 46.014 1.00E+00 13.37 26964

26261 KTEGELFETEK Unmodified _KTEGELFETEK_ B4F9G6_MAIZE 2 655.82736 1309.6402 0.47151 0.27415 0.72567 45.15 45.15 3.60E-06 52.77 697020

26262 KTEGELFETEKEASK Unmodified _KTEGELFETEKEASK_ B4F9G6_MAIZE 3 575.95623 1724.8469 0.15698 -0.16526 -0.03381 43.741 43.741 9.97E-11 59.9 1926400

26263 KTEGIAGDVWQHLK Unmodified _KTEGIAGDVWQHLK_ B6SJ51_MAIZE 3 527.95097 1580.8311 -0.031694 -0.15256 -0.18823 71.979 71.979 2.24E-03 40.62 799570

26264 KTEINCDATLK Unmodified _KTEINCDATLK_ B4FFV2_MAIZE 3 431.55534 1291.6442 -0.049759 0.27 0.20598 37.286 37.286 6.79E-01 8.26 100960

26265 KTEINCDATLK Unmodified _KTEINCDATLK_ B4FFV2_MAIZE 2 646.82937 1291.6442 0.35127 0.26071 0.59891 37.28 37.28 4.96E-02 50.27 139650

26266 KTEINCDATLK Unmodified _KTEINCDATLK_ B4FFV2_MAIZE 2 646.82937 1291.6442 0.42697 -0.48319 -0.068964 40.404 40.404 3.57E-04 56.53 174360

26267 KTGMSLIIGIYDEPMTPGQCNMVVER 3 Oxidation (M) _KTGM(ox)SLIIGIYDEPM(ox)TPGQCNM(ox)VVER_ B4FV68_MAIZE 3 996.47089 2986.3908 1.2084 -0.42141 0.79057 84.28 84.28 6.55E-05 18.8 53792

26268 KTGMSLIIGVYDEPMTPGQCNMVVER 3 Oxidation (M) _KTGM(ox)SLIIGVYDEPM(ox)TPGQCNM(ox)VVER_ B4FTX3_MAIZE 3 991.799 2972.3752 1.179 -0.29984 0.88514 80.147 80.147 3.21E-07 33.26 140550

26269 KTNYLLVDNK Unmodified _KTNYLLVDNK_ B4FLC0_MAIZE 2 604.3377 1206.6608 0.20668 0.01488 0.20058 49.005 49.005 1.25E-02 34.12 80600

26270 KTPEQVVAIAR Unmodified _KTPEQVVAIAR_ B6SWM0_MAIZE 2 606.35896 1210.7034 0.29468 0.12361 0.40399 49.767 49.767 3.83E-01 49.5 384280

26271 KTSAVPNILK Unmodified _KTSAVPNILK_ B4FNZ5_MAIZE 2 535.83205 1069.6495 -0.015083 0.063802 0.026001 48.087 48.087 1.62E-03 52.96 832330

26272 KTSFWEAEAVTSESATPAGATA Unmodified _KTSFWEAEAVTSESATPAGATA_ B6SPL7_MAIZE 2 1106.5239 2211.0332 1.1252 -0.089053 1.0292 82.132 82.132 3.65E-05 27.78 422820

26273 KTVTIEDHPHLLAGK Unmodified _KTVTIEDHPHLLAGK_ B6U6K9_MAIZE 4 415.48607 1657.9152 0.19483 -0.18647 0.0019108 51.244 51.244 4.00E-03 34.53 1816400

26274 KTVTIQPAAGK Unmodified _KTVTIQPAAGK_ B4FM15_MAIZE 2 557.33496 1112.6554 0.080667 0.37349 0.44653 32.429 32.429 4.96E-02 24.1 22968

26275 KVADLGTVR Unmodified _KVADLGTVR_ B4F8Z9_MAIZE 2 479.78764 957.56073 -0.082077 -0.54549 -0.62622 39.037 39.037 1.12E-01 24.52 169910

26276 KVAEEEPSEK Unmodified _KVAEEEPSEK_ B4FE18_MAIZE 2 573.28787 1144.5612 0.16484 -0.092615 0.035924 20.631 20.631 1.00E+00 34.94 7105.2

26277 KVAEEEPSEK Unmodified _KVAEEEPSEK_ B4FE18_MAIZE 2 573.28787 1144.5612 0.31914 0.000749 0.28321 20.283 20.283 1.00E+00 31.52 6612.3

26278 KVAEEEPSEK Unmodified _KVAEEEPSEK_ B4FE18_MAIZE 2 573.28787 1144.5612 0.16982 0.19349 0.32707 22.319 22.319 7.11E-01 25.9 11537
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26279 KVAEEEPSEK Unmodified _KVAEEEPSEK_ B4FE18_MAIZE 3 382.52767 1144.5612 0.45543 0.71509 1.1316 22.316 22.316 1.00E+00 17.62 7293.6

26280 KVAILGAAGGIGQPLSLLMK Oxidation (M) _KVAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 3 651.72369 1952.1493 0.41729 0.07456 0.47993 97.097 97.097 1.69E-03 46.66 6150700

26281 KVAILGAAGGIGQPLSLLMK Oxidation (M) _KVAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 977.0819 1952.1493 1.2207 -0.1119 1.0964 97.083 97.083 8.02E-129 74.47 409220

26282 KVAILGAAGGIGQPLSLLMK Unmodified _KVAILGAAGGIGQPLSLLMK_ B4FRJ1_MAIZE 3 646.39206 1936.1543 0.40336 -0.014382 0.3741 106.05 106.05 4.20E-02 13.91 924500

26283 KVANFLAR Unmodified _KVANFLAR_ B4FAD9_MAIZE 2 459.77962 917.54469 0.025746 0.15727 0.15693 44.2 44.2 1.65E-01 32.98 1008300

26284 KVANFLAR Unmodified _KVANFLAR_ B4FAD9_MAIZE 3 306.8555 917.54469 0.99178 47.035 47.035 4.71E-01 14.26

26285 KVANFLAR Unmodified _KVANFLAR_ B4FAD9_MAIZE 2 459.77962 917.54469 -0.01958 -0.004721 -0.050971 46.738 46.738 1.00E+00 10.48 627410

26286 KVANFLAR Unmodified _KVANFLAR_ B4FAD9_MAIZE 2 459.77962 917.54469 -0.056247 0.23948 0.15678 45.948 45.948 1.65E-01 38.32 4346800

26287 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.070464 -0.31787 -0.412 37.084 37.084 3.21E-03 57.36 5247200

26288 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 3 326.84668 977.5182 1.356 0.15271 1.4842 37.078 37.078 8.82E-01 14.74 761710

26289 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.13805 -0.18705 -0.34893 38.148 38.148 3.39E-01 24.19 36413

26290 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.1795 -0.24916 -0.45297 36.505 36.505 3.21E-03 68.2 6074100

26291 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 3 326.84668 977.5182 1.2392 -0.34225 0.87321 36.503 36.503 1.82E-02 35.49 795060

26292 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.084415 -0.32785 -0.43686 39.09 39.09 9.73E-03 42.17 5921300

26293 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 3 326.84668 977.5182 1.4383 -0.36979 1.0449 39.095 39.095 6.12E-02 29.84 1202800

26294 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.11598 -0.3577 -0.49679 38.326 38.326 9.73E-03 50.85 9120600

26295 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 3 326.84668 977.5182 1.2865 -0.13571 1.1263 38.324 38.324 6.12E-02 35.53 1733600

26296 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 3 326.84668 977.5182 1.2541 -0.16018 1.0701 38.891 38.891 6.12E-02 28.97 1687000

26297 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.21822 -0.38422 -0.62516 38.887 38.887 3.13E-03 53.9 17468000

26298 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.10162 -0.29713 -0.42212 38.686 38.686 1.01E-02 38.27 1178600

26299 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.091451 -0.31672 -0.43113 39.661 39.661 1.01E-02 48.89 814280

26300 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.054721 -0.67475 -0.7516 36.972 36.972 1.01E-02 38.7 329610

26301 KVDAAEAFK Unmodified _KVDAAEAFK_ B6U4D6_MAIZE 2 489.76637 977.5182 -0.20451 0.097283 -0.13152 40.624 40.624 3.32E-02 47.43 119120

26302 KVDAGADLIVTQLFYDTDIFLK Unmodified _KVDAGADLIVTQLFYDTDIFLK_ MTHR1_MAIZE 3 829.11234 2484.3152 1.0435 0.32525 1.371 128.16 128.16 6.10E-05 45.03 2016600

26303 KVDAGADLIVTQLFYDTDIFLK Unmodified _KVDAGADLIVTQLFYDTDIFLK_ MTHR1_MAIZE 3 829.11234 2484.3152 1.0453 0.12568 1.1737 130.81 130.81 6.53E-05 45.63 1265000

26304 KVDMLDGVTILR Unmodified _KVDMLDGVTILR_ B6SI39_MAIZE 2 680.38686 1358.7592 0.61202 -0.36366 0.24821 82.802 82.802 1.11E-04 53.77 868690

26305 KVDMLDGVTILR Unmodified _KVDMLDGVTILR_ B6SI39_MAIZE 3 453.927 1358.7592 -0.1219 -0.20149 -0.32315 87.019 87.019 6.54E-02 25.99 98470

26306 KVDMLDGVTILR Oxidation (M) _KVDM(ox)LDGVTILR_ B6SI39_MAIZE 3 459.25864 1374.7541 -0.24781 0.040563 -0.20589 70.967 70.967 6.01E-02 27.24 818850

26307 KVDMLDGVTILR Oxidation (M) _KVDM(ox)LDGVTILR_ B6SI39_MAIZE 2 688.38432 1374.7541 0.52347 -0.20966 0.31614 70.969 70.969 1.63E-05 46.48 163840

26308 KVDMLDGVTILR Oxidation (M) _KVDM(ox)LDGVTILR_ B6SI39_MAIZE 3 459.25864 1374.7541 -0.14114 0.73744 0.59657 69.188 69.188 1.00E+00 8.05 207320

26309 KVDMLDGVTILR Oxidation (M) _KVDM(ox)LDGVTILR_ B6SI39_MAIZE 3 459.25864 1374.7541 -0.15925 1.378 1.2171 71.153 71.153 1.00E+00 1.76 174410

26310 KVDTIESLIAK Unmodified _KVDTIESLIAK_ B6TDM3_MAIZE 2 608.861 1215.7075 0.22621 -0.021212 0.18324 69.058 69.058 9.05E-18 77.45 3250200

26311 KVDTIESLIAK Unmodified _KVDTIESLIAK_ B6TDM3_MAIZE 2 608.861 1215.7075 0.23758 0.49517 0.71029 68.502 68.502 3.57E-04 32.16 1451000

26312 KVDWLTDK Unmodified _KVDWLTDK_ B4FBK3_MAIZE 2 502.7742 1003.5338 -0.069921 0.14263 0.069362 52.107 52.107 2.92E-02 39.58 5175500
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26313 KVDWLTDK Unmodified _KVDWLTDK_ B4FBK3_MAIZE 2 502.7742 1003.5338 -0.16489 -0.079044 -0.24631 52.647 52.647 5.06E-02 35.47 1469500

26314 KVDWLTDK Unmodified _KVDWLTDK_ B4FBK3_MAIZE 2 502.7742 1003.5338 -0.059297 0.019691 -0.041809 54.583 54.583 5.06E-02 35.9 2119700

26315 KVDWLTDK Unmodified _KVDWLTDK_ B4FBK3_MAIZE 2 502.7742 1003.5338 -0.051818 0.027939 -0.026658 53.912 53.912 5.06E-02 42.48 1503300

26316 KVDWLTDK Unmodified _KVDWLTDK_ B4FBK3_MAIZE 2 502.7742 1003.5338 -0.099085 -0.21061 -0.31278 54.086 54.086 2.92E-02 41.63 6975200

26317 KVEDPDMLER Oxidation (M) _KVEDPDM(ox)LER_ B6TWB2_MAIZE 2 624.30045 1246.5864 0.33793 0.049694 0.37183 37.134 37.134 4.53E-03 26.94 294680

26318 KVEDPDMLER Oxidation (M) _KVEDPDM(ox)LER_ B6TWB2_MAIZE 2 624.30045 1246.5864 0.31316 -0.041756 0.25684 37.721 37.721 4.53E-03 28.84 261890

26319 KVEDPDMLER Unmodified _KVEDPDMLER_ B6TWB2_MAIZE 2 616.303 1230.5914 0.25782 0.36641 0.60547 45.925 45.925 1.25E-02 32.99 778770

26320 KVEFGLPDLEGR Unmodified _KVEFGLPDLEGR_ B4FQJ6_MAIZE 3 453.91375 1358.7194 -0.066829 -0.060203 -0.13293 83.661 83.661 1.00E+00 13.04 18597

26321 KVEFGLPDLEGR Unmodified _KVEFGLPDLEGR_ B4FQJ6_MAIZE 3 453.91375 1358.7194 -0.0056797 -0.022677 -0.034672 81.09 81.09 1.84E-01 24.53 1786500

26322 KVEFGLPDLEGR Unmodified _KVEFGLPDLEGR_ B4FQJ6_MAIZE 2 680.36698 1358.7194 0.62642 -0.5732 0.047318 81.13 81.13 7.72E-03 62.39 654880

26323 KVESVKDELQEQLR Unmodified _KVESVKDELQEQLR_ B6SS66_MAIZE 3 567.6441 1699.9105 0.16462 -0.97911 -0.83281 63.575 63.575 2.65E-04 36.54 391420

26324 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 3 367.88027 1100.619 0.87844 0.077575 0.94168 33.348 33.348 5.45E-01 22.98 53531

26325 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 3 367.88027 1100.619 0.82834 -0.038067 0.77735 32.445 32.445 8.40E-02 34.18 146290

26326 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 3 367.88027 1100.619 0.76418 -0.077437 0.67263 33.088 33.088 2.35E-01 30.45 229910

26327 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 3 367.88027 1100.619 0.85197 -0.49477 0.34485 33.052 33.052 2.35E-01 41.29 619830

26328 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 2 551.31676 1100.619 0.10164 -0.46479 -0.37563 33.055 33.055 3.39E-01 24.03 62544

26329 KVEVDKDLR Unmodified _KVEVDKDLR_ B6T8U0_MAIZE 3 367.88027 1100.619 0.8582 0.00832 0.85191 33.757 33.757 8.40E-02 36.36 58354

26330 KVEVEVTK Unmodified _KVEVEVTK_ B4G1B0_MAIZE 2 466.27658 930.5386 -0.10449 -0.39515 -0.50921 30.793 30.793 7.88E-01 26.38 139030

26331 KVEVEVTK Unmodified _KVEVEVTK_ B4G1B0_MAIZE 2 466.27658 930.5386 0.03168 0.026217 0.047692 28.937 28.937 5.06E-02 34.22 107850

26332 KVEVEVTK Unmodified _KVEVEVTK_ B4G1B0_MAIZE 2 466.27658 930.5386 2.8575 131.38 131.38 5.99E-01 5.92

26333 KVEVEVTKEPEAAAK Unmodified _KVEVEVTKEPEAAAK_ B4G1B0_MAIZE 3 543.30156 1626.8829 0.049238 -0.93692 -0.91083 41.833 41.833 7.48E-04 34.95 1074400

26334 KVEVEVTKEPEAAAK Unmodified _KVEVEVTKEPEAAAK_ B4G1B0_MAIZE 3 543.30156 1626.8829 -0.10948 -0.26385 -0.39732 39.995 39.995 1.26E-05 45.89 8443100

26335 KVEVQDQNEVGGMPSR Oxidation (M) _KVEVQDQNEVGGM(ox)PSR_ B4FAY8_MAIZE 3 596.95635 1787.8472 0.20872 -0.36055 -0.15043 37.379 37.379 1.03E-03 39.83 603550

26336 KVFINVPWWYLAANK Unmodified _KVFINVPWWYLAANK_ B4FBC9_MAIZE 3 617.01016 1848.0087 0.26986 0.23517 0.48984 105.58 105.58 4.35E-01 12.32 227790

26337 KVFINVPWWYLAANK Unmodified _KVFINVPWWYLAANK_ B4FBC9_MAIZE 3 617.01016 1848.0087 0.34834 0.37281 0.70563 105.69 105.69 1.14E-02 30.92 376160

26338 KVFVVAK Unmodified _KVFVVAK_ B6U2I9_MAIZE 2 395.76291 789.51126 0.57221 0.37023 0.94073 32.401 32.401 4.46E-01 28.54 132550

26339 KVGDPIELR Unmodified _KVGDPIELR_ B4FLU9_MAIZE 2 513.80075 1025.5869 -0.13513 -0.009344 -0.16009 49.42 49.42 3.39E-01 22.94 1124800

26340 KVGLVYQLNIAPK Unmodified _KVGLVYQLNIAPK_ B6TQ98_MAIZE 3 481.62917 1441.8657 -0.21688 0.043068 -0.19051 75.713 75.713 3.27E-03 58.4 3166200

26341 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 3 313.87104 938.5913 1.4629 0.48263 1.9325 28.021 28.021 1.00E+00 9.96 181330

26342 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 0.049245 0.080965 0.1205 28.024 28.024 5.06E-02 44.88 109300

26343 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 -0.1399 0.001714 -0.14842 27.214 27.214 1.00E+00 17.64 20028

26344 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 0.032032 -0.12607 -0.10284 29.091 29.091 1.00E+00 18.06 41480

26345 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 3 313.87104 938.5913 1.6374 0.37894 2.0051 29.078 29.078 1.00E+00 12.37 81441

26346 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 0.070295 0.049335 0.11056 28.15 28.15 7.88E-01 7.58 32362
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26347 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 3 313.87104 938.5913 1.481 0.21128 1.6805 28.162 28.162 1.00E+00 6.18 75435

26348 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 0.039794 -0.10331 -0.072999 28.287 28.287 7.88E-01 10.5 50949

26349 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 2 470.30293 938.5913 0.011838 -0.25525 -0.25295 27.9 27.9 3.77E-01 25.85 421850

26350 KVHTILTK Unmodified _KVHTILTK_ Q43712_MAIZE 3 313.87104 938.5913 1.523 0.335 1.8479 27.913 27.913 1.00E+00 14.48 777330

26351 KVIDVQVQ Unmodified _KVIDVQVQ_ Q41815_MAIZE 2 464.77674 927.53893 -0.029504 0.17359 0.15294 49.213 49.213 5.06E-02 27.24 1414600

26352 KVIGEVK Unmodified _KVIGEVK_ B6T7G7_MAIZE 2 386.75 771.48544 0.67431 0.383 1.0404 22.91 22.91 1.00E+00 24.33 29901

26353 KVIGEVK Unmodified _KVIGEVK_ B6T7G7_MAIZE 2 386.75 771.48544 0.65621 0.25664 0.89601 23.582 23.582 4.46E-01 26.66 21232

26354 KVIGEVK Unmodified _KVIGEVK_ B6T7G7_MAIZE 2 386.75 771.48544 0.7557 0.2683 1.008 23.2 23.2 7.83E-01 16.56 10887

26355 KVILFGVPGAFTPTCSNQHVPGFITQAEQLK Unmodified _KVILFGVPGAFTPTCSNQHVPGFITQAEQLK_ B4FN24_MAIZE 4 846.94978 3383.77 0.93734 -0.47047 0.478 129.57 129.57 2.35E-03 13.02 1257100

26356 KVLDLVLDLLTPR Unmodified _KVLDLVLDLLTPR_ B6UCF6_MAIZE 3 498.97998 1493.9181 -0.0197 -0.21599 -0.24187 124.87 124.87 1.00E+00 4.97 1009300

26357 KVLDLVLDLLTPR Unmodified _KVLDLVLDLLTPR_ B6UCF6_MAIZE 2 747.96633 1493.9181 0.842 0.3637 1.199 124.87 124.87 2.50E-15 85.21 730880

26358 KVLDLVLDLLTPR Unmodified _KVLDLVLDLLTPR_ B6UCF6_MAIZE 2 747.96633 1493.9181 0.93322 0.04075 0.96796 130.26 130.26 1.15E-02 30.36 33541

26359 KVLEEVSILPSKR Unmodified _KVLEEVSILPSKR_ B4FID1_MAIZE 3 499.97149 1496.8926 -0.11273 -0.058304 -0.19385 63.296 63.296 2.26E-05 57.32 152970

26360 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 3 360.88524 1079.6339 0.80608 -0.09065 0.70342 34.623 34.623 5.45E-01 26.85 276120

26361 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 3 360.88524 1079.6339 0.92642 -0.39793 0.51503 37.111 37.111 2.35E-01 32.02 401860

26362 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 3 360.88524 1079.6339 0.94116 -0.32796 0.59958 36.289 36.289 5.45E-01 44.37 234700

26363 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 3 360.88524 1079.6339 0.85257 -0.23638 0.60434 36.737 36.737 2.35E-01 41.89 201240

26364 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 3 360.88524 1079.6339 0.94497 -0.36238 0.569 36.342 36.342 8.40E-02 62.76 1724700

26365 KVLEVHVEK Unmodified _KVLEVHVEK_ O65160_MAIZE 2 540.82422 1079.6339 0.070936 0.047942 0.10634 36.355 36.355 1.01E-02 44.56 319370

26366 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 0.060711 -0.004063 0.02896 44.49 44.49 1.01E-02 37.32 3517700

26367 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.8059 0.4328 1.208 44.484 44.484 8.40E-02 24.81 2840600

26368 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 -0.042091 0.29087 0.22158 46.18 46.18 1.12E-01 38.36 57958

26369 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 -0.007374 0.087154 0.051592 44.631 44.631 3.13E-03 48.67 615620

26370 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.76887 0.18688 0.92596 47.055 47.055 5.45E-01 24.17 752870

26371 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 0.090708 -0.17581 -0.11203 47.055 47.055 9.73E-03 53.92 771420

26372 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.73052 0.35421 1.0556 46.304 46.304 1.00E+00 5.79 952160

26373 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 0.087827 -0.14687 -0.086702 46.31 46.31 3.21E-03 48.22 994610

26374 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.77202 0.63912 1.3806 54.794 54.794 1.00E+00 5.88 283480

26375 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.65886 0.26385 0.89475 47.124 47.124 2.35E-01 33.14 1153100

26376 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 0.04391 -0.026484 -0.0097792 47.13 47.13 9.73E-03 36.73 1029000

26377 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 0.084321 -0.023654 0.033323 46.495 46.495 9.73E-03 37.81 897870

26378 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.78787 0.25922 1.0185 47.488 47.488 2.35E-01 29.41 619600

26379 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 3 369.545 1105.6132 0.7379 -0.22625 0.48564 44.959 44.959 5.45E-01 25.75 10821000

26380 KVLEVYEAR Unmodified _KVLEVYEAR_ B6SKA0_MAIZE 2 553.81386 1105.6132 -0.067694 -0.042637 -0.13801 44.96 44.96 3.21E-03 45.89 10191000
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26381 KVLEWGEPTVASGK Unmodified _KVLEWGEPTVASGK_ B4FHJ2_MAIZE 3 500.94007 1499.7984 -0.058617 -1.3285 -1.3893 62.401 62.401 3.36E-01 13.56 843950

26382 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 3 535.94701 1604.8192 -0.06449 -0.19667 -0.27589 45.888 45.888 1.14E-02 25.89 2079700

26383 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 803.41688 1604.8192 0.95823 0.05881 1.002 45.879 45.879 8.63E-17 79.94 286130

26384 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 3 535.94701 1604.8192 0.017579 -0.35744 -0.35452 48.251 48.251 4.35E-01 13.81 2919400

26385 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 3 535.94701 1604.8192 0.001294 -0.42661 -0.43965 47.5 47.5 1.14E-02 44.77 4506000

26386 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 803.41688 1604.8192 0.96375 -0.10258 0.84664 47.492 47.492 4.45E-09 81.56 636340

26387 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 3 535.94701 1604.8192 -0.080536 -0.46771 -0.56172 48.328 48.328 2.19E-02 33.73 6383700

26388 KVLTMNPSGELSSAR Oxidation (M) _KVLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 803.41688 1604.8192 0.97402 -0.12624 0.83304 48.328 48.328 3.13E-13 58.93 835510

26389 KVLTMNPSGELSSAR Unmodified _KVLTMNPSGELSSAR_ B6U4D6_MAIZE 3 530.61537 1588.8243 0.013376 -0.20983 -0.21321 58.267 58.267 7.60E-01 17.47 1261000

26390 KVLTMNPSGELSSAR Unmodified _KVLTMNPSGELSSAR_ B6U4D6_MAIZE 3 530.61537 1588.8243 0.0065228 -0.27837 -0.28895 57.606 57.606 1.98E-01 26.5 1478400

26391 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 2 514.81789 1027.6212 -0.073707 -0.054709 -0.13488 39.686 39.686 9.82E-03 41.43 447580

26392 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 2 514.81789 1027.6212 -0.058131 0.034889 -0.030256 36.508 36.508 5.10E-01 13.96 518940

26393 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 2 514.81789 1027.6212 -0.035867 -0.16947 -0.21065 37.012 37.012 1.06E-02 35.78 407760

26394 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 2 514.81789 1027.6212 -0.17308 0.076394 -0.10276 40.613 40.613 1.06E-02 42.36 2255100

26395 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 3 343.54768 1027.6212 0.94745 -0.030649 0.9097 40.615 40.615 4.68E-01 16.51 472640

26396 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 2 514.81789 1027.6212 -0.15677 -0.25057 -0.41321 41.097 41.097 9.18E-02 25.84 2225900

26397 KVMPAVIVR Oxidation (M) _KVM(ox)PAVIVR_ B4FGL4_MAIZE 3 343.54768 1027.6212 0.95572 -0.28755 0.66214 41.082 41.082 6.12E-02 39.43 604960

26398 KVMPAVIVR Unmodified _KVMPAVIVR_ B4FGL4_MAIZE 2 506.82043 1011.6263 -0.056059 0.13523 0.067941 46.879 46.879 1.00E+00 11.53 318450

26399 KVMPAVIVR Unmodified _KVMPAVIVR_ B4FGL4_MAIZE 2 506.82043 1011.6263 -0.18689 0.30005 0.10233 51.156 51.156 3.32E-02 25.61 1131200

26400 KVMPAVIVR Unmodified _KVMPAVIVR_ B4FGL4_MAIZE 3 338.21605 1011.6263 1.1357 0.43251 1.5559 51.214 51.214 1.00E+00 6.39 125340

26401 KVNEILSHYPSNYK Unmodified _KVNEILSHYPSNYK_ B4FPX5_MAIZE 3 564.6299 1690.8679 0.015856 -1.4176 -1.4253 54.065 54.065 1.79E-03 27.4 3359600

26402 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.28096 -0.29447 -0.026896 34.392 34.392 1.00E+00 2.86 2515000

26403 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.40306 0.036248 0.42581 34.389 34.389 4.43E-05 41.03 216330

26404 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.081352 0.17624 0.24438 36.594 36.594 1.00E+00 2.2 148530

26405 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.34847 0.067347 0.4031 36.608 36.608 1.00E+00 2.99 8949.1

26406 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.28712 0.030669 0.30387 33.69 33.69 4.96E-02 26.69 38867

26407 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.18651 -0.21766 -0.044998 35.85 35.85 1.00E+00 11.26 1286500

26408 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.24666 -0.24955 -0.01577 35.578 35.578 6.17E-01 18.47 2293800

26409 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.39994 0.044869 0.4313 35.579 35.579 1.67E-02 40.56 239280

26410 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.1973 -0.22802 -0.043751 36.493 36.493 1.00E+00 11.5 2870900

26411 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.32274 -0.14172 0.16749 36.498 36.498 4.43E-05 33.24 147090

26412 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 0.23497 -0.087867 0.13377 33.758 33.758 2.92E-01 15.9 3310000

26413 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 3 414.25058 1239.7299 -0.03965 -0.48637 -0.53937 38.117 38.117 4.33E-02 29.15 9990700

26414 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 4 310.93976 1239.7299 1.4242 -0.44926 0.96203 38.114 38.114 1.00E+00 1.1 358350
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26415 KVNTLIRPDGK Unmodified _KVNTLIRPDGK_ B4FZQ0_MAIZE 2 620.87224 1239.7299 0.26236 -0.17824 0.07118 38.104 38.104 4.96E-02 30.27 808350

26416 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.19922 0.15979 0.33599 27.004 27.004 1.40E-01 23.41 195120

26417 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.12976 -0.80026 -0.69222 32.974 32.974 6.79E-01 13.43 214970

26418 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.053227 0.74715 0.77626 28 28 1.00E+00 6.72 15880

26419 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.1539 0.35756 0.48777 27.91 27.91 1.00E+00 5.52 130860

26420 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 2 647.84483 1293.6751 0.54403 0.50134 1.0223 27.874 27.874 1.00E+00 7.63 6303.7

26421 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.19637 -0.94802 -0.77203 34.66 34.66 3.45E-01 17.06 71274

26422 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.15121 -0.129 -0.00056654 27.039 27.039 1.40E-01 21.73 489670

26423 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.2086 0.22117 0.40739 33.704 33.704 1.40E-01 17.97 123250

26424 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.21944 0.077602 0.2745 27.423 27.423 8.34E-01 12.98 15334

26425 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.12142 0.62923 0.72646 27.98 27.98 1.11E-01 13.4 72801

26426 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 0.28233 -0.009284 0.25037 26.079 26.079 8.34E-01 8.75 43294

26427 KVPAHEEPIMK Oxidation (M) _KVPAHEEPIM(ox)K_ B4FBC9_MAIZE 3 432.23231 1293.6751 -0.019216 -0.12646 -0.16749 29.58 29.58 3.45E-01 16.95 117640

26428 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 0.18982 -0.19708 -0.032167 33.018 33.018 7.13E-05 54.82 1321800

26429 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 0.014921 0.44357 0.43086 32.092 32.092 5.15E-02 43.45 185020

26430 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 0.18441 0.26126 0.42037 34.662 34.662 5.15E-02 27.09 375860

26431 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 0.14777 -0.067733 0.05361 33.731 33.731 9.88E-04 44.1 672850

26432 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 2 639.84737 1277.6802 0.55839 0.037145 0.56996 33.729 33.729 1.47E-01 29.04 27783

26433 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 -0.15732 34.957 34.957 1.69E-08 58.09

26434 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 -0.14088 32.067 32.067 1.61E-01 22.77

26435 KVPAHEEPIMK Unmodified _KVPAHEEPIMK_ B4FBC9_MAIZE 3 426.90067 1277.6802 -0.038472 0.003471 -0.059732 36.339 36.339 1.91E-02 37.07 144310

26436 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.47333 -0.072436 0.3722 31.873 31.873 3.10E-05 38.62 145170

26437 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 3 424.56032 1270.6591 0.10536 0.27163 0.34839 31.814 31.814 1.00E+00 9.09 16333

26438 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.40613 -0.043951 0.33468 31.762 31.762 5.87E-01 12.26 22506

26439 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.38599 0.075444 0.43334 30.598 30.598 1.36E-04 35.67 162920

26440 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 3 424.56032 1270.6591 0.027198 0.20609 0.20545 30.619 30.619 1.11E-01 25.22 144150

26441 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.44668 -0.046847 0.37161 33.291 33.291 1.30E-03 22.32 210630

26442 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 3 424.56032 1270.6591 0.20713 0.10819 0.28585 33.3 33.3 1.00E+00 19.62 157600

26443 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.4397 0.029695 0.44074 32.371 32.371 2.73E-06 35.47 486620

26444 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 3 424.56032 1270.6591 0.17785 -0.031691 0.11866 32.406 32.406 1.91E-02 36.7 481400

26445 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.41829 0.013389 0.40374 33.807 33.807 1.96E-02 29.8 100610

26446 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 2 636.33684 1270.6591 0.3813 0.025732 0.37833 34.518 34.518 1.30E-03 20.48 114070

26447 KVPANEEPIMK Oxidation (M) _KVPANEEPIM(ox)K_ B6TVE3_MAIZE 3 424.56032 1270.6591 -0.0026635 0.41687 0.3858 34.559 34.559 1.00E+00 1.57 126200

26448 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.37735 0.12787 0.47269 38.701 38.701 3.57E-04 54.28 1780600
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26449 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.36289 0.10431 0.43561 38.4 38.4 3.83E-01 12.12 140590

26450 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.41464 -0.042472 0.34106 41.007 41.007 1.67E-02 42.89 203120

26451 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.38673 0.14751 0.50258 40.203 40.203 3.57E-04 63.5 1069900

26452 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.36846 -0.088776 0.24863 41.415 41.415 3.57E-04 33.35 243150

26453 KVPANEEPIMK Unmodified _KVPANEEPIMK_ B6TVE3_MAIZE 2 628.33938 1254.6642 0.35183 0.24049 0.56038 42.55 42.55 1.67E-02 36.11 100480

26454 KVPAPQSTGVSGEGK Unmodified _KVPAPQSTGVSGEGK_ B6U0C2_MAIZE 3 481.2597 1440.7573 0.034588 -0.64995 -0.61153 32.862 32.862 2.00E-02 24.32 199560

26455 KVPEVKPGVR Unmodified _KVPEVKPGVR_ B6SKT6_MAIZE 3 370.23275 1107.6764 0.5277 -0.055674 0.46497 34.541 34.541 2.47E-03 50.39 338860

26456 KVPGGGDPAELVLDAGFVVPDANAFGNTFR Unmodified _KVPGGGDPAELVLDAGFVVPDANAFGNTFR_ B4FA10_MAIZE 3 1010.8488 3029.5247 1.2015 -0.17208 1.0409 123.13 123.13 1.09E-03 40.31 1369400

26457 KVPILTVDGEQLVDSSDIINILQSR Unmodified _KVPILTVDGEQLVDSSDIINILQSR_ B4F8B3_MAIZE 3 918.17455 2751.5018 1.0505 0.067251 1.1146 128.65 128.65 2.33E-10 65.83 1367100

26458 KVPVLLHGDGR Unmodified _KVPVLLHGDGR_ B4FSR6_MAIZE 3 397.57166 1189.6931 0.4473 -0.22167 0.23028 40.803 40.803 1.00E+00 22.49 715760

26459 KVPVLLHGDGR Unmodified _KVPVLLHGDGR_ B4FSR6_MAIZE 3 397.57166 1189.6931 0.36786 -0.70636 -0.33265 41.424 41.424 4.45E-03 52.32 9625500

26460 KVPVLLHGDR Unmodified _KVPVLLHGDR_ Q9ZP60_MAIZE 3 378.5645 1132.6717 0.62644 -0.31842 0.30776 39.954 39.954 2.99E-03 39.18 5280600

26461 KVPVLLHGDR Unmodified _KVPVLLHGDR_ Q9ZP60_MAIZE 2 567.34311 1132.6717 0.124 -0.093291 0.031022 39.953 39.953 2.81E-03 40.94 259740

26462 KVPVLVHGGR Unmodified _KVPVLVHGGR_ B6TLM5_MAIZE 3 354.55746 1060.6505 1.0634 -0.28182 0.79028 32.171 32.171 9.79E-02 29.39 686810

26463 KVSAILSWENTK Unmodified _KVSAILSWENTK_ B4G1B0_MAIZE 2 688.38263 1374.7507 0.57435 -0.1401 0.41322 65.261 65.261 1.60E-02 17.18 567140

26464 KVSGPVVVADGMGGAAMYELVR 2 Oxidation (M) _KVSGPVVVADGM(ox)GGAAM(ox)YELVR_ B6UH55_MAIZE 3 746.71342 2237.1184 0.82657 -0.30023 0.53258 71.212 71.212 7.58E-26 65.19 931570

26465 KVSGPVVVADGMGGAAMYELVR Oxidation (M) _KVSGPVVVADGM(ox)GGAAMYELVR_ B6UH55_MAIZE 3 741.38178 2221.1235 0.87009 -0.017867 0.8561 81.604 81.604 9.51E-08 48.21 288930

26466 KVTDYTLYTGSLGTALLLFK Unmodified _KVTDYTLYTGSLGTALLLFK_ B6TCV9_MAIZE 3 735.41195 2203.214 0.79314 0.49132 1.2829 121.42 121.42 2.38E-03 41.97 486550

26467 KVTNMHAVVK Oxidation (M) _KVTNM(ox)HAVVK_ CH61_MAIZE C 3 381.54986 1141.6278 0.80116 0.16879 0.96824 16.919 16.919 1.00E+00 2.5 7414.4

26468 KVTNMHAVVK Oxidation (M) _KVTNM(ox)HAVVK_ CH61_MAIZE C 3 381.54986 1141.6278 0.64993 0.36487 1.0112 16.763 16.763 1.00E+00 5.17 50323

26469 KVTNMHAVVK Unmodified _KVTNMHAVVK_ CH61_MAIZE C 3 376.21823 1125.6328 0.80753 -0.35787 0.44535 26.775 26.775 2.55E-01 22.2 53681

26470 KVTNMHAVVK Unmodified _KVTNMHAVVK_ CH61_MAIZE C 3 376.21823 1125.6328 0.80045 0.33898 1.133 27.831 27.831 5.31E-01 18.66 14006

26471 KVTNMHAVVK Unmodified _KVTNMHAVVK_ CH61_MAIZE C 3 376.21823 1125.6328 0.76874 0.2085 0.9711 26.872 26.872 9.39E-01 23.23 9163

26472 KVTNMHAVVK Unmodified _KVTNMHAVVK_ CH61_MAIZE C 3 376.21823 1125.6328 0.68972 -0.10259 0.58201 27.036 27.036 9.39E-01 16.63 64231

26473 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.82978 -0.25491 0.56599 67.758 67.758 1.15E-02 64.18 1763500

26474 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.050214 -0.28882 -0.34767 67.76 67.76 8.46E-03 34.32 4668700

26475 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.15172 0.021833 -0.13925 68.749 68.749 8.46E-03 36.11 2094000

26476 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.82699 0.017178 0.83551 68.75 68.75 3.13E-02 60.98 602030

26477 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.063236 -0.29221 -0.36433 69.372 69.372 8.46E-03 30.15 3231400

26478 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.81115 -0.20576 0.59678 69.408 69.408 1.15E-02 68.37 1058500

26479 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.08418 -0.034642 -0.12703 68.951 68.951 1.28E-01 17.43 3534100

26480 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.82617 -0.10978 0.70706 68.958 68.958 6.20E-03 68.36 933170

26481 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.10515 -0.11421 -0.22854 68.994 68.994 4.23E-03 33.11 2015000

26482 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.8764 -0.14745 0.72046 68.991 68.991 1.15E-02 97.54 507270
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26483 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.078782 -0.16368 -0.25212 69.116 69.116 1.28E-01 11.57 3549600

26484 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 2 752.92212 1503.8297 0.84999 -0.079897 0.76151 69.124 69.124 1.47E-03 60.93 997270

26485 KVTPEVIAEYTVR Unmodified _KVTPEVIAEYTVR_ B4FAL9_MAIZE 3 502.28384 1503.8297 -0.16233 -0.084861 -0.25678 68.988 68.988 2.15E-08 41.74 25712000

26486 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 2 752.43012 1502.8457 0.85466 -0.12734 0.72355 65.294 65.294 1.47E-03 67.9 624800

26487 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 3 501.95584 1502.8457 -0.1396 0.47424 0.32971 66.431 66.431 6.66E-04 33.18 1200400

26488 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 2 752.43012 1502.8457 0.83566 -0.065402 0.76711 66.474 66.474 1.47E-03 63.84 275730

26489 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 3 501.95584 1502.8457 -0.073685 -0.075508 -0.15306 67.133 67.133 5.97E-15 44.22 2061500

26490 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 2 752.43012 1502.8457 0.85838 -0.2392 0.61492 67.139 67.139 4.68E-05 56.46 421960

26491 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 3 501.95584 1502.8457 -0.06189 -3.0231 -3.0825 66.763 66.763 2.15E-08 43.8 1539700

26492 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 3 501.95584 1502.8457 -0.15708 -0.13954 -0.30116 66.798 66.798 4.96E-17 47.68 13014000

26493 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 2 752.43012 1502.8457 0.79516 -0.080981 0.71047 66.8 66.8 2.61E-08 61.63 2868200

26494 KVTPEVIAQYTVR Unmodified _KVTPEVIAQYTVR_ B4FWP0_MAIZE 3 501.95584 1502.8457 -0.052917 -0.02673 -0.08463 66.23 66.23 5.88E-01 7.51 502060

26495 KVTQTAPAAPR Unmodified _KVTQTAPAAPR_ B4FCI3_MAIZE 3 380.5559 1138.6459 0.69155 -0.18577 0.49483 28.641 28.641 1.00E+00 7.31 22223

26496 KVTQTAPAAPR Unmodified _KVTQTAPAAPR_ B4FCI3_MAIZE 2 570.3302 1138.6459 0.18864 0.29463 0.47115 28.639 28.639 1.47E-01 30.45 11246

26497 KVTTSYPYR Unmodified _KVTTSYPYR_ Q41759_MAIZE 2 557.79821 1113.5819 0.12663 0.11425 0.23066 37.409 37.409 1.12E-01 46.09 215730

26498 KVTVEVQK Unmodified _KVTVEVQK_ B6U0I0_MAIZE 2 465.78457 929.55458 0.058134 -0.092846 -0.035311 26.795 26.795 5.06E-02 40.45 116570

26499 KVVDAAVK Unmodified _KVVDAAVK_ B4FS99_MAIZE 2 415.26073 828.5069 0.27143 0.27686 0.53895 22.735 22.735 1.65E-01 26.34 17743

26500 KVVDAAVK Unmodified _KVVDAAVK_ B4FS99_MAIZE 2 415.26073 828.5069 0.37996 0.19228 0.56258 22.504 22.504 7.88E-01 26.46 35860

26501 KVVDAAVK Unmodified _KVVDAAVK_ B4FS99_MAIZE 2 415.26073 828.5069 0.048932 0.29956 0.33954 25.145 25.145 3.77E-01 28.14 108410

26502 KVVGCSCVVVK Unmodified _KVVGCSCVVVK_ B4FGC8_MAIZE 2 617.83595 1233.6573 0.24991 -0.39352 -0.11147 40.564 40.564 5.66E-08 50.39 1527300

26503 KVVGCSCVVVK Unmodified _KVVGCSCVVVK_ B4FGC8_MAIZE 3 412.22639 1233.6573 0.045995 -1.1077 -1.0274 40.56 40.56 1.52E-02 22.09 971910

26504 KVVGWAAR Unmodified _KVVGWAAR_ B6U7D8_MAIZE 2 443.76651 885.51847 0.083894 0.009306 0.082345 36.599 36.599 3.48E-02 47.51 1394300

26505 KVVISAPSADAPMFVVGVNENSYDPK Oxidation (M) _KVVISAPSADAPM(ox)FVVGVNENSYDPK_ B6TDF8_MAIZE 3 917.4617 2749.3633 1.1282 -0.67214 0.45565 83.696 83.696 9.49E-10 35.92 258340

26506 KVVISAPSADAPMFVVGVNENSYDPK Oxidation (M) _KVVISAPSADAPM(ox)FVVGVNENSYDPK_ B6TDF8_MAIZE 3 917.4617 2749.3633 1.162 -0.21379 0.94712 83.506 83.506 2.69E-13 60.66 2192700

26507 KVVISAPSADAPMFVVGVNENSYDPK Unmodified _KVVISAPSADAPMFVVGVNENSYDPK_ B6TDF8_MAIZE 3 912.13007 2733.3684 1.1712 -0.095192 1.0741 90.64 90.64 6.55E-05 36.47 487940

26508 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.4415 -0.2365 1.1888 33.298 33.298 4.68E-01 15.14 678540

26509 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.16876 0.10749 -0.078379 33.567 33.567 7.18E-01 28.58 68578

26510 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.15621 -0.30484 -0.47714 32.28 32.28 9.73E-03 45.54 2486600

26511 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.263 0.15874 1.4039 32.28 32.28 8.82E-01 13.71 297330

26512 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.03833 -0.25427 -0.30846 34.872 34.872 9.73E-03 60 2852800

26513 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.6249 -0.22193 1.3864 34.865 34.865 4.68E-01 20.34 360200

26514 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.064908 -0.17232 -0.25442 33.963 33.963 3.21E-03 59.76 3050400

26515 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.4372 0.073486 1.4941 33.968 33.968 8.82E-01 12.25 374170

26516 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.10328 -0.12727 -0.24747 34.59 34.59 3.21E-03 60.02 1905600
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26517 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.4794 0.020427 1.4836 34.582 34.582 1.00E+00 22.09 258990

26518 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.0090712 -0.27109 -0.297 34.595 34.595 1.01E-02 52.65 1139400

26519 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.6295 0.021066 1.6346 34.647 34.647 8.82E-01 15.96 167900

26520 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 3 310.19905 927.57532 1.4395 -0.14658 1.2776 35.191 35.191 1.00E+00 11.14 307240

26521 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.37733 34.74 34.74 4.47E-03 40.61

26522 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.37733 35.126 35.126 2.52E-11 61.89

26523 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.37733 35.533 35.533 4.47E-03 42.33

26524 KVVISAPSK Unmodified _KVVISAPSK_ B6SJZ8_MAIZE 2 464.79493 927.57532 -0.046066 -0.037715 -0.10095 32.625 32.625 3.21E-03 48.73 749160

26525 KVVISECGELPVV Unmodified _KVVISECGELPVV_ B6TCE9_MAIZE 2 714.89197 1427.7694 0.69341 -0.2167 0.48588 79.938 79.938 3.13E-02 30.01 115830

26526 KVVLFAVPGAFTPTCTQK Unmodified _KVVLFAVPGAFTPTCTQK_ B6T2Y1_MAIZE 3 655.36064 1963.0601 0.46073 -0.29689 0.18261 89.805 89.805 1.31E-01 10.78 269670

26527 KVYDQMPEPR Oxidation (M) _KVYDQM(ox)PEPR_ B4FBW1_MAIZE 3 426.87642 1277.6074 -0.03683 0.45978 0.40903 35.815 35.815 2.94E-01 32.73 210130

26528 KVYDQMPEPR Oxidation (M) _KVYDQM(ox)PEPR_ B4FBW1_MAIZE 2 639.81099 1277.6074 0.39217 -0.081859 0.29832 35.829 35.829 9.71E-04 32.37 64753

26529 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 0.14172 -0.20588 -0.082517 38.565 38.565 1.86E-01 35.72 9104800

26530 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 -0.070397 0.40226 0.31286 40.573 40.573 1.86E-01 30.13 321470

26531 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 0.024484 0.008335 0.013502 38.393 38.393 1.86E-01 35.02 4099300

26532 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 0.13612 -0.20314 -0.085337 40.857 40.857 8.04E-02 37.98 4038200

26533 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 0.06112 0.000457 0.042862 40.729 40.729 1.86E-01 29.13 1970900

26534 KVYVLPK Unmodified _KVYVLPK_ B6T440_MAIZE 2 423.77601 845.53747 0.1632 0.13949 0.28414 40.232 40.232 4.46E-01 31.18 3280600

26535 KWDGGVYASIR Unmodified _KWDGGVYASIR_ B6TPA4_MAIZE 3 417.88753 1250.6408 0.17649 -0.097176 0.070853 59.405 59.405 1.00E+00 20.63 4191800

26536 KWDGGVYASIR Unmodified _KWDGGVYASIR_ B6TPA4_MAIZE 2 626.32766 1250.6408 0.30959 0.053147 0.35565 59.396 59.396 4.43E-05 48.21 1402500

26537 KWPLYLSTK Unmodified _KWPLYLSTK_ B4G249_MAIZE 2 568.32914 1134.6437 0.07162 -0.29087 -0.24044 68.094 68.094 1.01E-02 27.33 344310

26538 KWPLYLSTK Unmodified _KWPLYLSTK_ B4G249_MAIZE 3 379.22185 1134.6437 0.52285 -0.23006 0.27135 68.071 68.071 9.63E-01 16.97 151570

26539 KWPLYLSTK Unmodified _KWPLYLSTK_ B4G249_MAIZE 2 568.32914 1134.6437 0.1665 -0.32345 -0.17736 68.873 68.873 3.32E-02 24.05 346080

26540 KWPLYLSTK Unmodified _KWPLYLSTK_ B4G249_MAIZE 2 568.32914 1134.6437 0.15789 -0.61814 -0.48109 68.361 68.361 1.00E+00 14.82 259560

26541 KWPLYLSTK Unmodified _KWPLYLSTK_ B4G249_MAIZE 2 568.32914 1134.6437 0.15612 -0.30126 -0.16689 68.541 68.541 1.00E+00 15.25 570770

26542 KWTDGLILK Unmodified _KWTDGLILK_ B4FLQ8_MAIZE 2 537.32132 1072.6281 -0.057939 0.047278 -0.025174 72.231 72.231 1.01E-02 44.4 2251200

26543 KYADDAATLK Unmodified _KYADDAATLK_ TKTC_MAIZE B4 2 548.28767 1094.5608 0.13832 -0.019968 0.09047 35.511 35.511 1.25E-02 42.54 526890

26544 KYADDAATLK Unmodified _KYADDAATLK_ TKTC_MAIZE B4 2 548.28767 1094.5608 -0.0016354 -0.020112 -0.049398 34.554 34.554 2.81E-03 44.66 295870

26545 KYADDAATLK Unmodified _KYADDAATLK_ TKTC_MAIZE B4 2 548.28767 1094.5608 0.049764 0.15905 0.18085 37.332 37.332 1.62E-03 65.16 377050

26546 KYADDAATLK Unmodified _KYADDAATLK_ TKTC_MAIZE B4 2 548.28767 1094.5608 0.12266 -0.009616 0.086173 36.485 36.485 2.81E-03 48.87 228150

26547 KYADDAATLK Unmodified _KYADDAATLK_ TKTC_MAIZE B4 2 548.28767 1094.5608 0.037547 0.18238 0.19185 37.167 37.167 1.62E-03 54.46 660790

26548 KYDLEAWFPASK Unmodified _KYDLEAWFPASK_ B4FQC4_MAIZE 2 727.86936 1453.7242 0.78942 0.080361 0.84827 89.397 89.397 9.64E-17 60.19 686030

26549 KYDLEAWFPASK Unmodified _KYDLEAWFPASK_ B4FQC4_MAIZE 3 485.582 1453.7242 -0.025056 -0.041395 -0.088127 89.386 89.386 4.50E-01 10.74 604840

26555 KYEPTIGVEVHPLDFSTNCGK Unmodified _KYEPTIGVEVHPLDFSTNCGK_ B6TBX3_MAIZE 3 797.72649 2390.1576 0.905 -0.26079 0.64973 79.042 79.042 2.96E-18 47.97 1570100
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26556 KYEPTIGVEVHPLDFTTNCGK Unmodified _KYEPTIGVEVHPLDFTTNCGK_ B4G1P4_MAIZE 3 802.39837 2404.1733 0.86737 -0.30094 0.57311 80.656 80.656 3.27E-30 57.33 5646500

26557 KYGGILPR Unmodified _KYGGILPR_ B4FAY8_MAIZE 2 452.27417 902.53379 0.02297 0.019726 0.021451 44.05 44.05 1.65E-01 51.85 353760

26558 KYGLMCCR Oxidation (M) _KYGLM(ox)CCR_ B6T147_MAIZE 3 368.498 1102.4722 0.5826 -0.59384 -0.0079285 33.952 33.952 3.02E-01 21.84 545840

26559 KYGLMCCR Oxidation (M) _KYGLM(ox)CCR_ B6T147_MAIZE 2 552.24337 1102.4722 -0.078728 -0.50042 -0.57601 33.942 33.942 4.49E-02 23.01 240300

26560 KYGLMCCR Unmodified _KYGLMCCR_ B6T147_MAIZE 2 544.24591 1086.4773 -0.11543 -0.08214 -0.20051 42.615 42.615 5.06E-02 46.32 225120

26561 KYGLMCCR Unmodified _KYGLMCCR_ B6T147_MAIZE 3 363.16637 1086.4773 0.65474 0.32376 0.97517 42.614 42.614 1.00E+00 4.38 168210

26562 KYGQDATNVGDEGGFAPNIQENK Unmodified _KYGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 3 818.05069 2451.1302 1.0557 -0.4337 0.61787 62.57 62.57 6.49E-11 45.21 879990

26563 KYGQDATNVGDEGGFAPNIQENK Unmodified _KYGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 3 818.05069 2451.1302 0.98762 -0.25513 0.72727 64.19 64.19 3.06E-22 58.66 786570

26564 KYGQDATNVGDEGGFAPNIQENK Unmodified _KYGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 3 818.05069 2451.1302 1.0282 -0.062851 0.96064 63.872 63.872 4.65E-06 37.27 392360

26565 KYGQDATNVGDEGGFAPNIQENK Unmodified _KYGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 3 818.05069 2451.1302 0.97287 -0.18197 0.78642 64.14 64.14 3.06E-22 48.6 6347200

26566 KYGQDATNVGDEGGFAPNIQENKEGLELLK Unmodified _KYGQDATNVGDEGGFAPNIQENKEGLELLK_ B6T3P9_MAIZE 4 809.40329 3233.5841 0.97508 -0.4698 0.4944 84.221 84.221 2.06E-16 42.48 798160

26567 KYIYTIDDDCFVAK Unmodified _KYIYTIDDDCFVAK_ B4FQX1_MAIZE 3 584.2834 1749.8284 0.12562 0.20052 0.32517 75.243 75.243 6.14E-02 13.67 2306300

26568 KYNNVQLDGKPMK Unmodified _KYNNVQLDGKPMK_ B6T346_MAIZE 3 512.27306 1533.7973 0.017889 -0.64168 -0.64242 39.582 39.582 2.66E-01 9.44 132640

26569 KYNQGLIDHVGR Unmodified _KYNQGLIDHVGR_ B4FNA7_MAIZE 3 467.25288 1398.7368 -0.11511 -0.50746 -0.63035 46.517 46.517 4.69E-06 39.2 3723200

26570 KYQAFAQTLQQSR Unmodified _KYQAFAQTLQQSR_ B4FZM3_MAIZE 3 523.61084 1567.8107 -0.042208 -0.069181 -0.12474 54.09 54.09 1.00E+00 7.28 4442100

26571 KYQAFAQTLQQSR Unmodified _KYQAFAQTLQQSR_ B4FZM3_MAIZE 2 784.91262 1567.8107 0.89546 0.077521 0.95925 54.094 54.094 1.09E-26 85.24 1012100

26572 KYSEFINFPIYLWSTK Unmodified _KYSEFINFPIYLWSTK_ B6U0V6_MAIZE 3 679.35578 2035.0455 0.68993 0.033895 0.70909 117.12 117.12 1.87E-02 12.24 171120

26573 KYTEVKPALTNMVSAAK Oxidation (M) _KYTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 623.00464 1865.9921 0.41038 0.33367 0.72346 46.406 46.406 8.64E-03 26.44 1301400

26574 KYTEVKPALTNMVSAAK Oxidation (M) _KYTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 623.00464 1865.9921 0.3169 -0.13782 0.15997 46.592 46.592 4.60E-05 34.52 1288000

26575 KYTEVKPALTNMVSAAK Oxidation (M) _KYTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 623.00464 1865.9921 0.36592 0.028299 0.37524 48.853 48.853 7.37E-09 44.05 1611100

26576 KYTEVKPALTNMVSAAK Oxidation (M) _KYTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 623.00464 1865.9921 0.33472 -0.21948 0.097018 48.077 48.077 4.60E-05 34.42 2856100

26577 KYTEVKPALTNMVSAAK Unmodified _KYTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 617.673 1849.9972 0.3001 0.088022 0.36724 59.804 59.804 1.09E-02 32.75 887670

26578 KYTEVKPALTNMVSAAK Unmodified _KYTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 617.673 1849.9972 0.35038 -0.19619 0.13256 60.804 60.804 5.01E-03 40.86 938400

26579 KYTEVKPALTNMVSAAK Unmodified _KYTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 617.673 1849.9972 0.3328 -0.27957 0.031994 60.374 60.374 5.64E-05 45.88 1107900

26580 KYTEVKPALTNMVSATK Unmodified _KYTEVKPALTNMVSATK_ B6UF55_MAIZE 3 627.67652 1880.0077 0.36977 0.038872 0.39208 57.349 57.349 2.15E-07 54.81 3670600

26581 KYTEVKPALTNMVSATK Unmodified _KYTEVKPALTNMVSATK_ B6UF55_MAIZE 3 627.67652 1880.0077 0.35514 0.24658 0.58603 58.645 58.645 1.01E-03 73.03 438400

26582 KYTEVKPALTNMVSATK Unmodified _KYTEVKPALTNMVSATK_ B6UF55_MAIZE 3 627.67652 1880.0077 0.34265 -0.8673 -0.53843 59.761 59.761 5.01E-03 35.49 538120

26583 KYTEVKPALTNMVSATK Unmodified _KYTEVKPALTNMVSATK_ B6UF55_MAIZE 3 627.67652 1880.0077 0.37617 -0.46494 -0.1044 59.211 59.211 2.15E-07 73.27 883630

26584 KYTEVKPALTNMVSATK Oxidation (M) _KYTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 633.00816 1896.0026 0.36816 -0.22228 0.13263 46.284 46.284 7.37E-09 36.98 929300

26585 KYTEVKPALTNMVSATK Oxidation (M) _KYTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 633.00816 1896.0026 0.39754 -0.012534 0.37088 48.558 48.558 9.77E-13 38.12 965040

26586 KYTEVKPALTNMVSATK Oxidation (M) _KYTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 633.00816 1896.0026 0.38903 -0.31721 0.059235 47.808 47.808 7.37E-09 34.75 1828000

26587 KYTEVKPALTNMVSATK Oxidation (M) _KYTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 4 475.00794 1896.0026 -0.0062783 -0.32723 -0.34715 47.819 47.819 1.00E+00 0.1 565230

26588 LAAAAAAGASNN Unmodified _LAAAAAAGASNN_ B6T033_MAIZE 2 501.25416 1000.4938 -0.092001 0.023361 -0.1123 33.644 33.644 7.72E-03 26.88 1023800

26589 LAAAGIVGILR Unmodified _LAAAGIVGILR_ B6TL75_MAIZE 2 527.34258 1052.6706 -0.091502 0.12709 0.014081 86.024 86.024 3.57E-04 60.07 78392



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

26590 LAAAGVYSILK Unmodified _LAAAGVYSILK_ Q8L5G8_MAIZE 2 553.33442 1104.6543 0.075926 -0.046376 0.001838 78.714 78.714 1.67E-02 35.28 539360

26591 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.041 -0.17055 0.85116 107.06 107.06 4.07E-45 93.56 9923400

26592 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.1412 0.058146 1.18 121.23 121.23 1.91E-01 13.3 10683

26593 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0555 -0.14969 0.88703 107.72 107.72 4.07E-45 92.47 4985100

26594 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0193 -0.090239 0.90959 107.7 107.7 3.33E-51 89.1 6551900

26595 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 0.99632 -0.090676 0.88624 107.75 107.75 4.07E-45 100.71 7052000

26596 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.13847 0.23631 0.35468 107.75 107.75 1.27E-10 48.86 4558900

26597 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0786 0.10491 1.1644 107.47 107.47 8.28E-39 89.34 3050300

26598 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.11985 0.18911 0.2886 107.46 107.46 5.98E-03 40.26 2072000

26599 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0249 -0.31699 0.68867 107.96 107.96 4.22E-59 111.25 22103000

26600 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.10983 0.28913 0.37971 107.97 107.97 1.92E-13 63.54 12647000

26601 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.11616 0.10755 0.20454 107.35 107.35 4.56E-01 18.29 1125800

26602 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0614 0.12773 1.1693 108.81 108.81 4.07E-45 81.02 703750

26603 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.15645 0.22808 0.36495 108.81 108.81 1.35E-01 13.27 527120

26604 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 2 868.00926 1734.004 1.0492 0.26208 1.2915 111.76 111.76 4.07E-45 76.4 392660

26605 LAAALPEGGVLLLENVR Unmodified _LAAALPEGGVLLLENVR_ B4G0K4_MAIZE 3 579.0086 1734.004 0.12548 0.21941 0.32499 111.76 111.76 1.35E-01 15.16 274840

26606 LAAANPAIAFR Unmodified _LAAANPAIAFR_ B4F9P0_MAIZE 2 557.82202 1113.6295 0.085094 0.21685 0.26779 66.481 66.481 3.60E-06 73.42 1845700

26607 LAAATAASGSAHR Unmodified _LAAATAASGSAHR_ B6SSJ8_MAIZE 3 395.21079 1182.6105 0.49488 -1.2235 -0.75135 27.476 27.476 2.30E-01 28.27 42773

26608 LAAATAASGSAHR Unmodified _LAAATAASGSAHR_ B6SSJ8_MAIZE 3 395.21079 1182.6105 0.3719 -2.5179 -2.1662 28.387 28.387 1.00E+00 4.59 23568

26609 LAAATAASGSAHR Unmodified _LAAATAASGSAHR_ B6SSJ8_MAIZE 3 395.21079 1182.6105 0.5066 0.041708 0.52247 28.055 28.055 2.30E-01 17.89 116650

26610 LAAAVGVTLGPR Unmodified _LAAAVGVTLGPR_ B6SXW8_MAIZE 2 562.84295 1123.6713 0.10611 0.030386 0.13493 66.513 66.513 2.62E-07 38.95 990130

26611 LAAAVGVTLGPR Unmodified _LAAAVGVTLGPR_ B6SXW8_MAIZE 2 562.84295 1123.6713 0.12825 0.11863 0.24379 66.775 66.775 7.02E-22 65.5 894560

26612 LAAAVLGGVDNIWIAPGTR Unmodified _LAAAVLGGVDNIWIAPGTR_ B6T4G7_MAIZE 2 947.53089 1893.0472 1.221 0.49682 1.7144 105.08 105.08 5.48E-24 56.38 831030

26613 LAAAVLGGVDNIWIAPGTR Unmodified _LAAAVLGGVDNIWIAPGTR_ B6T4G7_MAIZE 2 947.53089 1893.0472 1.1458 1.0386 2.1795 105.53 105.53 1.06E-14 35.89 206820

26614 LAAAVLGGVDNIWIAPGTR Unmodified _LAAAVLGGVDNIWIAPGTR_ B6T4G7_MAIZE 2 947.53089 1893.0472 1.2258 1.251 2.4725 105.55 105.55 4.44E-10 38.23 185010

26615 LAAAVLGGVDNIWIAPGTR Unmodified _LAAAVLGGVDNIWIAPGTR_ B6T4G7_MAIZE 2 947.53089 1893.0472 1.2369 0.25007 1.4837 105.32 105.32 1.30E-03 30.66 272190

26624 LAADEPVEGK Unmodified _LAADEPVEGK_ B6TWU1_MAIZE 2 514.76657 1027.5186 -0.098225 -0.089692 -0.20841 36.864 36.864 4.40E-05 48.28 925800

26625 LAADGLR Unmodified _LAADGLR_ B6SNY0_MAIZE 2 358.2085 714.40244 0.77172 0.26938 1.015 37.185 37.185 4.46E-01 19.63 100360

26626 LAADKEYLLFR Unmodified _LAADKEYLLFR_ B4FE30_MAIZE 2 669.87444 1337.7343 0.48554 -0.02795 0.42979 77.225 77.225 4.48E-03 66.01 85671

26627 LAADNAGDTEASPR Unmodified _LAADNAGDTEASPR_ B4FKV2_MAIZE 2 694.32604 1386.6375 0.64624 0.012828 0.64052 36.15 36.15 1.95E-13 90.46 870530

26628 LAADNAGDTEASPR Unmodified _LAADNAGDTEASPR_ B4FKV2_MAIZE 2 694.32604 1386.6375 0.64635 0.36202 0.99009 38.051 38.051 3.49E-01 14.75 81449

26629 LAADNAGDTEASPR Unmodified _LAADNAGDTEASPR_ B4FKV2_MAIZE 2 694.32604 1386.6375 0.61593 -0.31216 0.28645 39.104 39.104 2.00E-19 86.39 351630

26630 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.3297 0.16054 0.48287 63.162 63.162 1.68E-09 76.74 6097300

26631 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.34046 -0.18341 0.14952 63.563 63.563 1.68E-09 50.85 2403500
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26632 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.34371 -0.23136 0.10623 64.83 64.83 7.61E-14 82.35 4672800

26633 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.3534 -0.28208 0.064066 64.21 64.21 2.62E-07 64.4 2547600

26634 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.21723 -0.16737 0.043118 64.517 64.517 7.61E-14 95.59 19333000

26635 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.37739 -0.19381 0.17648 64.682 64.682 2.62E-07 66.42 1532700

26636 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.32694 -0.025809 0.29459 64.937 64.937 2.62E-07 56.87 1178100

26637 LAADTPLLTGQR Unmodified _LAADTPLLTGQR_ VATA_MAIZE B6 2 628.35388 1254.6932 0.35176 0.42958 0.77347 63.51 63.51 1.98E-03 44.59 341060

26638 LAAILNR Unmodified _LAAILNR_ B6T329_MAIZE 2 385.74779 769.48102 0.34541 0.8824 1.1814 50.856 50.856 1.86E-01 39.13 172910

26639 LAAILNR Unmodified _LAAILNR_ B6T329_MAIZE 2 385.74779 769.48102 0.45949 -0.21414 0.19947 52.505 52.505 8.04E-02 42.98 46014000

26640 LAAILNR Unmodified _LAAILNR_ B6T329_MAIZE 2 385.74779 769.48102 0.58507 0.55197 1.0906 50.331 50.331 4.49E-02 43.04 1223000

26641 LAALGWER Unmodified _LAALGWER_ B6TP05_MAIZE 2 458.25598 914.4974 -0.085711 -0.051006 -0.16459 67.33 67.33 1.90E-02 33.98 25851

26642 LAALLLENQEYTEALTLLTSLIK Unmodified _LAALLLENQEYTEALTLLTSLIK_ B6TWL4_MAIZE 3 854.15432 2559.4411 1.1672 0.32566 1.4658 130.69 130.69 5.17E-06 55.22 1113500

26643 LAALSATR Unmodified _LAALSATR_ B4F9F0_MAIZE 2 401.7427 801.47085 0.46716 -0.38995 0.043078 31.708 31.708 1.00E+00 2.14 47403

26644 LAALSATR Unmodified _LAALSATR_ B4F9F0_MAIZE 2 401.7427 801.47085 0.24492 0.01875 0.23007 42.143 42.143 1.90E-02 42.97 1191200

26645 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.018852 -0.34235 -0.39266 64.321 64.321 5.76E-06 86.23 14539000

26646 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.05728 -0.27535 -0.36228 65.12 65.12 5.45E-09 95.28 6351700

26647 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.0068743 -0.21228 -0.25 66.219 66.219 4.40E-05 61.31 5225600

26648 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.0067798 -0.21023 -0.24715 65.588 65.588 1.84E-04 85.49 3780200

26649 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.024685 -0.10745 -0.16271 65.9 65.9 1.84E-04 66.43 2674400

26650 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.066191 0.069669 -0.027624 66.165 66.165 5.76E-06 71.09 3121200

26651 LAANAFLAQR Unmodified _LAANAFLAQR_ B6T9P0_MAIZE 2 537.80637 1073.5982 -0.031095 -0.11852 -0.18081 64.687 64.687 5.76E-06 95.15 1689100

26652 LAAQDVAQR Unmodified _LAAQDVAQR_ B6SHK0_MAIZE 2 486.26707 970.51959 -0.13428 0.71126 0.55968 36.963 36.963 1.12E-01 23.17 19359

26653 LAAQDVAQR Unmodified _LAAQDVAQR_ B6SHK0_MAIZE 2 486.26707 970.51959 -0.17756 0.20336 0.0083848 40.595 40.595 3.21E-03 50.53 250130

26654 LACLLSCGAGTGVGAAWR Unmodified _LACLLSCGAGTGVGAAWR_ B4FTP4_MAIZE 2 910.45073 1818.8869 1.1548 -0.18808 0.97648 86.658 86.658 3.67E-78 112.83 335610

26655 LACSFPAVGDSAAAWPDKPR Unmodified _LACSFPAVGDSAAAWPDKPR_ B6T4W5_MAIZE 3 706.01419 2115.0208 0.63757 -0.33863 0.29823 79.17 79.17 4.16E-01 7.24 1017000

26656 LACTALER Unmodified _LACTALER_ B6T754_MAIZE 2 467.24475 932.47495 -0.03947 -0.092609 -0.15061 42.535 42.535 1.90E-02 44.92 457160

26657 LADDISSMIADR Oxidation (M) _LADDISSM(ox)IADR_ B4FEN4_MAIZE 2 661.81647 1321.6184 0.43061 0.047679 0.46434 63.496 63.496 7.61E-14 92.53 115880

26658 LADDISSMIADR Oxidation (M) _LADDISSM(ox)IADR_ B4FEN4_MAIZE 2 661.81647 1321.6184 0.50392 -0.3166 0.1732 63.443 63.443 4.56E-01 13.3 315390

26659 LADDISSMIADR Oxidation (M) _LADDISSM(ox)IADR_ B4FEN4_MAIZE 2 661.81647 1321.6184 0.51501 -0.32417 0.17609 64.134 64.134 2.05E-12 96.12 373500

26660 LADDISSMIADR Oxidation (M) _LADDISSM(ox)IADR_ B4FEN4_MAIZE 2 661.81647 1321.6184 0.52515 0.72284 1.2323 65.614 65.614 7.61E-14 92.03 143830

26661 LADDISSMIADR Oxidation (M) _LADDISSM(ox)IADR_ B4FEN4_MAIZE 2 661.81647 1321.6184 0.50758 -0.027756 0.46566 66.233 66.233 2.62E-07 68.46 172390

26662 LADDISSMIADR Unmodified _LADDISSMIADR_ B4FEN4_MAIZE 2 653.81901 1305.6235 0.44248 -0.49221 -0.065305 83.19 83.19 2.62E-07 62.76 81341

26663 LADEIVSLK Unmodified _LADEIVSLK_ B4FDW2_MAIZE 2 494.28968 986.56481 -0.12635 -0.12448 -0.27516 67.795 67.795 3.89E-04 53.04 1384000

26664 LADFGAAISGANK Unmodified _LADFGAAISGANK_ LONH2_MAIZE 2 617.82495 1233.6354 0.32632 -0.14209 0.16714 69.359 69.359 4.93E-21 100.37 548570

26665 LADFVR Unmodified _LADFVR_ B6T2Z1_MAIZE 2 360.70559 719.39662 0.98186 0.094261 1.0704 33.026 33.026 1.00E+00 11.51 80210
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26666 LADFVR Unmodified _LADFVR_ B6T2Z1_MAIZE 2 360.70559 719.39662 0.91867 0.49882 1.4114 52.853 52.853 5.26E-01 18.53 772980

26667 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.41783 0.29091 0.70413 79.506 79.506 3.57E-04 63.67 1360400

26668 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.41631 0.31805 0.72922 79.983 79.983 7.60E-01 41.68 441590

26669 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.4339 0.15075 0.57918 80.532 80.532 1.47E-01 28.66 625820

26670 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.42395 -0.051061 0.36797 80.172 80.172 7.60E-01 32.09 645250

26671 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.45007 -0.19785 0.24763 80.478 80.478 1.67E-02 53.32 557980

26672 LADGLFLESCR Unmodified _LADGLFLESCR_ B4FID6_MAIZE 2 640.81881 1279.6231 0.362 0.060796 0.41786 80.365 80.365 5.66E-08 81.96 8288100

26673 LADGSLVAVK Unmodified _LADGSLVAVK_ Q94IJ4_MAIZE 2 486.78985 971.56515 -0.0061305 -0.30392 -0.31588 55.684 55.684 2.81E-03 56.1 345310

26674 LADKAQVCTQR Unmodified _LADKAQVCTQR_ B6TAJ3_MAIZE 3 430.5592 1288.6558 0.31231 -0.12932 0.18108 29.389 29.389 5.15E-02 24.97 31736

26675 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.63719 -0.53923 0.056025 36.824 36.824 3.83E-02 25.98 3566200

26676 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.41505 0.34296 0.71265 37.306 37.306 1.67E-03 32.25 116680

26677 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 2 573.30606 1144.5976 0.07362 0.10095 0.13077 37.3 37.3 4.40E-02 37.55 43264

26678 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.48706 -0.22261 0.22075 36.099 36.099 1.26E-02 26.15 1548900

26679 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 2 573.30606 1144.5976 0.074349 -0.27153 -0.2402 36.101 36.101 1.25E-02 30.11 600040

26680 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.59266 -0.55087 -0.0010461 38.846 38.846 2.99E-03 25.89 2727200

26681 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.36699 -0.62632 -0.3013 38.706 38.706 1.26E-02 21.63 26254000

26682 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 2 573.30606 1144.5976 0.13503 -1.3156 -1.2224 38.691 38.691 1.62E-03 56.99 6901300

26683 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.63928 0.14501 0.73933 38.67 38.67 3.83E-02 15.72 253400

26684 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.58427 0.12057 0.65964 39.554 39.554 2.94E-01 20.23 544430

26685 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.63791 0.093362 0.68734 36.668 36.668 3.83E-02 27.8 1802100

26686 LADKLEAEEK Unmodified _LADKLEAEEK_ B4FW90_MAIZE 3 382.5398 1144.5976 0.36409 0.57704 0.89561 40.417 40.417 1.25E-01 28.26 239660

26687 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 1.13 -0.27945 0.80628 35.638 35.638 4.50E-01 12.54 646190

26688 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 3 468.25232 1401.7351 0.012629 -0.28516 -0.31756 35.625 35.625 4.52E-03 29.9 460800

26689 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 0.92327 0.19676 1.0742 36.478 36.478 7.68E-01 9.07 12861

26690 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 3 468.25232 1401.7351 -0.17428 -0.19822 -0.41643 34.906 34.906 4.78E-08 28.18 194720

26691 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 0.97665 -0.005601 0.92658 34.921 34.921 2.46E-02 22.13 192370

26692 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 1.1105 -0.26488 0.80029 37.636 37.636 9.42E-03 21.42 352730

26693 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 3 468.25232 1401.7351 -0.049726 -0.19782 -0.29321 37.655 37.655 1.13E-05 39.85 388930

26694 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 3 468.25232 1401.7351 -0.01835 -0.041149 -0.10397 36.798 36.798 6.16E-04 28.38 678760

26695 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 1.0206 -0.3315 0.64554 36.807 36.807 9.42E-03 21 437900

26696 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 3 468.25232 1401.7351 -0.09447 -0.44952 -0.58733 37.481 37.481 9.20E-10 43.63 2055500

26697 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 2 701.87484 1401.7351 0.71931 -0.25405 0.42084 37.48 37.48 2.05E-12 63.24 346450

26698 LADKLEAEEKEK Unmodified _LADKLEAEEKEK_ B4FW90_MAIZE 4 351.44106 1401.7351 1.17 -0.73205 0.39319 35.431 35.431 8.04E-02 26.34 198810

26699 LADLEAAPAALAR Unmodified _LADLEAAPAALAR_ CAPP2_MAIZE 2 641.3617 1280.7089 0.42194 0.1478 0.53031 72.285 72.285 1.47E-03 36.37 1303000
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26700 LADLEAAPAALAR Unmodified _LADLEAAPAALAR_ CAPP2_MAIZE 2 641.3617 1280.7089 0.37621 0.37644 0.71305 72.765 72.765 9.49E-01 7.17 663580

26701 LADLEAAPAALAR Unmodified _LADLEAAPAALAR_ CAPP2_MAIZE 2 641.3617 1280.7089 0.41336 0.34821 0.72233 73.438 73.438 1.47E-03 38.88 844640

26702 LADLEAAPAAVAR Unmodified _LADLEAAPAAVAR_ Q9SAZ6_MAIZE 2 634.35388 1266.6932 0.35676 0.14276 0.46737 63.197 63.197 2.61E-08 61.89 8194800

26703 LADLEAAPAAVAR Unmodified _LADLEAAPAAVAR_ Q9SAZ6_MAIZE 2 634.35388 1266.6932 0.36795 -0.33128 0.0056094 63.563 63.563 2.61E-08 52.98 3342800

26704 LADLEAAPAAVAR Unmodified _LADLEAAPAAVAR_ Q9SAZ6_MAIZE 2 634.35388 1266.6932 0.36673 -0.31477 0.021171 64.812 64.812 2.61E-08 57.63 3880400

26705 LADLEAAPAAVAR Unmodified _LADLEAAPAAVAR_ Q9SAZ6_MAIZE 2 634.35388 1266.6932 0.4347 -0.13553 0.26859 64.166 64.166 4.68E-05 43.52 490400

26706 LADLVGVTLGPK Unmodified _LADLVGVTLGPK_ B6SH83_MAIZE 2 591.85826 1181.702 0.22044 0.22173 0.44716 81.621 81.621 1.11E-04 58.91 2346100

26707 LADLVGVTLGPK Unmodified _LADLVGVTLGPK_ B6SH83_MAIZE 2 591.85826 1181.702 0.16387 0.29433 0.46308 82.151 82.151 1.98E-03 67.95 1213200

26708 LADLVGVTLGPK Unmodified _LADLVGVTLGPK_ B6SH83_MAIZE 2 591.85826 1181.702 0.20657 0.1466 0.35807 82.537 82.537 2.05E-12 88.94 2214500

26709 LADLVGVTLGPK Unmodified _LADLVGVTLGPK_ B6SH83_MAIZE 2 591.85826 1181.702 0.22182 0.21114 0.43783 82.217 82.217 7.61E-14 66.79 1713900

26710 LADLVGVTLGPK Unmodified _LADLVGVTLGPK_ B6SH83_MAIZE 2 591.85826 1181.702 0.083928 0.12453 0.21374 81.881 81.881 7.61E-14 68.91 13926000

26711 LADPLGYVPK Unmodified _LADPLGYVPK_ O23813_MAIZE 2 536.8055 1071.5964 -0.023866 -0.16866 -0.202 77.114 77.114 4.40E-05 56.17 1865000

26712 LADQYLDFVSLEDNLFSLAHPR Unmodified _LADQYLDFVSLEDNLFSLAHPR_ B6SSJ8_MAIZE 3 855.09909 2562.2755 1.1678 1.1968 2.3561 125.48 125.48 4.48E-26 53.81 668690

26713 LADTVIR Unmodified _LADTVIR_ B6SGQ1_MAIZE 2 394.23725 786.45995 0.33964 -0.35385 -0.023173 42.842 42.842 8.04E-02 21.26 173790

26714 LADTVIR Unmodified _LADTVIR_ B6SGQ1_MAIZE 2 394.23725 786.45995 0.45067 -0.43813 0.0044571 45.412 45.412 8.04E-02 33.92 291070

26715 LADTVIR Unmodified _LADTVIR_ B6SGQ1_MAIZE 2 394.23725 786.45995 0.47982 -0.10782 0.363 45.195 45.195 1.86E-01 31.23 403290

26716 LAEAIDAAPVPLTGER Unmodified _LAEAIDAAPVPLTGER_ B6TWK4_MAIZE 2 811.94104 1621.8675 0.98274 -0.23286 0.73318 77.024 77.024 2.16E-02 7.57 1878900

26717 LAEAQVQGDPEK Unmodified _LAEAQVQGDPEK_ B6TLX6_MAIZE 2 642.82515 1283.6357 0.39247 -0.03451 0.3436 39.892 39.892 2.05E-12 81.86 837800

26718 LAEAVR Unmodified _LAEAVR_ B4FWX5_MAIZE 2 329.69776 657.38097 1.3348 0.16078 1.4592 26.749 26.749 5.26E-01 41.56 74258

26719 LAEAVR Unmodified _LAEAVR_ B4FWX5_MAIZE 2 329.69776 657.38097 1.4364 0.033204 1.4319 27.402 27.402 5.26E-01 37.42 77459

26720 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.65657 0.2179 0.85778 56.462 56.462 2.61E-08 51.67 488060

26721 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.62832 -0.085287 0.52699 58.348 58.348 4.68E-05 87.94 558480

26722 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.64207 -0.37585 0.25108 57.652 57.652 1.00E-11 70.48 557660

26723 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.61438 0.085693 0.68384 58.207 58.207 2.50E-15 83.46 1319800

26724 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.60073 -0.20273 0.38328 58.365 58.365 2.61E-08 87.05 6879900

26725 LAEDNNVPLSSVK Unmodified _LAEDNNVPLSSVK_ B6TUA2_MAIZE 2 693.36718 1384.7198 0.64889 -1.0219 -0.38691 58.843 58.843 2.61E-08 69.35 404530

26726 LAEDVNLELISK Unmodified _LAEDVNLELISK_ B6T8X9_MAIZE 2 672.37447 1342.7344 0.56872 -0.038475 0.50245 80.825 80.825 7.61E-14 60.84 1283400

26727 LAEDVNLELISK Unmodified _LAEDVNLELISK_ B6T8X9_MAIZE 2 672.37447 1342.7344 0.5241 0.048274 0.54467 81.138 81.138 2.05E-12 54.47 1395400

26728 LAEDVNLELISK Unmodified _LAEDVNLELISK_ B6T8X9_MAIZE 2 672.37447 1342.7344 0.53085 0.11909 0.62135 81.742 81.742 7.61E-14 68.94 2405600

26729 LAEDVNLELISK Unmodified _LAEDVNLELISK_ B6T8X9_MAIZE 2 672.37447 1342.7344 0.5046 0.036644 0.51299 81.541 81.541 9.64E-17 78.56 6763600

26730 LAEEAGACAVMALER Oxidation (M) _LAEEAGACAVM(ox)ALER_ B4FQA2_MAIZE 2 803.88181 1605.7491 0.98548 -0.59954 0.36575 74.545 74.545 8.73E-24 61.54 1268900

26731 LAEEAGACAVMALER Oxidation (M) _LAEEAGACAVM(ox)ALER_ B4FQA2_MAIZE 2 803.88181 1605.7491 0.9742 0.13034 1.0831 75.158 75.158 1.28E-40 76.7 1226200

26732 LAEEAGACAVMALER Unmodified _LAEEAGACAVMALER_ B4FQA2_MAIZE 2 795.88436 1589.7542 0.97476 -0.19066 0.75972 80.434 80.434 7.01E-11 39.35 368410

26733 LAEEDPDEYSNK Unmodified _LAEEDPDEYSNK_ B6U0V6_MAIZE 2 705.30699 1408.5994 0.68558 0.5147 1.1716 43.614 43.614 1.11E-04 37.64 171780
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26734 LAEEDPDEYSNK Unmodified _LAEEDPDEYSNK_ B6U0V6_MAIZE 2 705.30699 1408.5994 0.73012 0.29607 0.99719 46.521 46.521 7.61E-14 66.03 346100

26735 LAEEDPDEYSNK Unmodified _LAEEDPDEYSNK_ B6U0V6_MAIZE 2 705.30699 1408.5994 0.67866 0.16757 0.81762 45.716 45.716 7.61E-14 61.39 1066000

26736 LAEEIK Unmodified _LAEEIK_ B6TFN1_MAIZE 2 351.70525 701.39596 0.83328 0.58044 1.3621 32.465 32.465 9.46E-01 14.77 121510

26737 LAEEIK Unmodified _LAEEIK_ B6TFN1_MAIZE 2 351.70525 701.39596 0.85319 0.11079 0.91211 35.921 35.921 5.26E-01 29.31 207990

26738 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.33945 0.2681 0.55378 26.553 26.553 4.46E-01 15.73 89801

26739 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.18666 0.16704 0.30112 26.318 26.318 1.00E+00 5.1 6882.3

26740 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.30951 0.57924 0.83283 27.214 27.214 7.83E-01 14.06 21650

26741 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.33186 0.41832 0.69682 26.57 26.57 7.83E-01 19.22 39115

26742 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.32822 0.2624 0.53576 27.417 27.417 1.00E+00 21.23 39041

26743 LAEEIKK Unmodified _LAEEIKK_ B6TFN1_MAIZE 2 415.75274 829.49092 0.029338 0.027046 0.0030064 28.966 28.966 8.04E-02 26.59 602510

26744 LAEEIQK Unmodified _LAEEIQK_ B4FWD0_MAIZE 2 415.73454 829.45453 0.18873 0.87231 1.0173 33.806 33.806 1.00E+00 0.82 15329

26745 LAEEIQK Unmodified _LAEEIQK_ B4FWD0_MAIZE 2 415.73454 829.45453 0.11742 1.2117 1.2838 33.044 33.044 1.86E-01 18.74 73247

26746 LAEEIQK Unmodified _LAEEIQK_ B4FWD0_MAIZE 2 415.73454 829.45453 0.22893 -0.10558 0.081592 33.914 33.914 4.49E-02 40.2 2787900

26747 LAEEIQK Unmodified _LAEEIQK_ B4FWD0_MAIZE 2 415.73454 829.45453 0.0066598 -0.24181 -0.27759 37.24 37.24 9.32E-03 34.82 1940000

26748 LAEFLGELQR Unmodified _LAEFLGELQR_ B4FJ69_MAIZE 2 588.32459 1174.6346 0.12491 0.067182 0.17047 84.77 84.77 1.62E-03 50.32 475120

26749 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.22545 0.31712 0.52675 61.876 61.876 5.66E-08 85.46 657010

26750 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.24037 0.24216 0.46807 63.649 63.649 4.48E-03 60.36 431240

26751 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.2795 0.26552 0.52923 63.086 63.086 4.43E-05 63.62 393850

26752 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.23223 0.20346 0.42065 63.375 63.375 4.43E-05 69.67 266280

26753 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.15016 0.10102 0.23562 63.47 63.47 4.43E-05 76.57 3503400

26754 LAEGFNGADLR Unmodified _LAEGFNGADLR_ B4FTV9_MAIZE 2 581.79619 1161.5778 0.094317 -0.13475 -0.054945 63.798 63.798 3.57E-04 56.92 1736100

26755 LAEGVDDLSLDIPSAK Unmodified _LAEGVDDLSLDIPSAK_ B6SW65_MAIZE 2 821.93034 1641.8461 0.97745 -0.29541 0.67218 89.005 89.005 1.02E-04 30.13 201110

26756 LAEGVDDLSLDIPSAK Unmodified _LAEGVDDLSLDIPSAK_ B6SW65_MAIZE 2 821.93034 1641.8461 0.97766 0.4575 1.4243 89.426 89.426 1.48E-07 67.52 286150

26757 LAEGVDDLSLDIPSAK Unmodified _LAEGVDDLSLDIPSAK_ B6SW65_MAIZE 2 821.93034 1641.8461 1.1039 0.42052 1.5133 88.72 88.72 1.27E-09 47.23 582020

26758 LAEHFQK Unmodified _LAEHFQK_ B6TL29_MAIZE 2 436.73488 871.4552 0.15493 0.23273 0.36798 28.989 28.989 1.86E-01 22.93 53034

26759 LAEIFQR Unmodified _LAEIFQR_ B6SJS7_MAIZE 2 438.75053 875.4865 0.089026 0.3579 0.42068 60.762 60.762 1.00E+00 15.04 707190

26760 LAEIFQR Unmodified _LAEIFQR_ B6SJS7_MAIZE 2 438.75053 875.4865 -0.097877 0.71026 0.58734 63.391 63.391 8.04E-02 43.62 1213500

26761 LAEILGPK Unmodified _LAEILGPK_ B6UC34_MAIZE 2 420.7631 839.51165 0.12845 -0.022964 0.072465 57.598 57.598 1.00E+00 3.72 34409000

26762 LAEILGPK Unmodified _LAEILGPK_ B6UC34_MAIZE 2 420.7631 839.51165 0.13635 -0.13942 -0.034784 59.595 59.595 1.00E+00 0.42 11319000

26763 LAEILGPK Unmodified _LAEILGPK_ B6UC34_MAIZE 2 420.7631 839.51165 0.21784 0.43124 0.61392 56.112 56.112 3.77E-01 20.09 453120

26764 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 3 381.22912 1140.6655 0.59846 -0.18878 0.38132 58.315 58.315 1.26E-02 25.16 11196000

26765 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 2 571.34004 1140.6655 0.15227 0.27586 0.39897 58.312 58.312 4.40E-02 31.85 1272900

26766 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 3 381.22912 1140.6655 0.49182 -0.099118 0.3658 61.381 61.381 2.99E-03 28.51 33055

26767 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 3 381.22912 1140.6655 0.49748 -0.46314 0.0060163 59.427 59.427 1.26E-02 29.09 3661800
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26768 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 3 381.22912 1140.6655 0.57939 0.002005 0.55255 60.725 60.725 1.26E-02 34.73 4272000

26769 LAEIPFKPAR Unmodified _LAEIPFKPAR_ B6SRL2_MAIZE 3 381.22912 1140.6655 0.50387 -0.033967 0.44086 60.004 60.004 2.99E-03 33.6 9647000

26770 LAEIVNHGK Unmodified _LAEIVNHGK_ B6THB3_MAIZE 2 490.77982 979.54508 -0.1178 -0.51587 -0.6548 32.198 32.198 3.32E-02 42.08 152410

26774 LAELFER Unmodified _LAELFER_ B6THW0_MAIZE 2 439.24254 876.47052 0.055414 2.0677 2.0865 66.42 66.42 8.04E-02 40.25 657830

26775 LAELFER Unmodified _LAELFER_ B6THW0_MAIZE 2 439.24254 876.47052 0.029552 0.41596 0.41302 41.396 41.396 7.83E-01 2.58 652700

26776 LAELFER Unmodified _LAELFER_ B6THW0_MAIZE 2 439.24254 876.47052 -0.14042 0.01263 -0.15965 43.497 43.497 1.00E+00 13.92 1261700

26777 LAELQR Unmodified _LAELQR_ B6SMT2_MAIZE 2 365.21632 728.41809 0.61894 0.11008 0.6894 34.993 34.993 2.64E-01 29.78 305560

26778 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 0.072169 0.026168 0.080841 38.668 38.668 1.65E-01 36.68 3300700

26779 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 0.0043492 0.68806 0.67477 38.935 38.935 7.88E-01 18.02 22334

26780 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 -0.078666 0.07855 -0.016936 38.028 38.028 3.77E-01 35.81 1184800

26781 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 0.056613 -0.032362 0.00812 40.703 40.703 5.06E-02 38.93 1824600

26782 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 0.028868 -0.031109 -0.01791 39.966 39.966 1.65E-01 20.36 1891300

26783 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 -0.0074628 0.013785 -0.0093053 40.525 40.525 1.65E-01 36.78 1391600

26784 LAELTTTK Unmodified _LAELTTTK_ B4G0K4_MAIZE 2 438.75548 875.4964 0.0306 -0.045282 -0.032278 40.47 40.47 2.92E-02 55.01 6389700

26785 LAEMPADSGYPAYLAAR Unmodified _LAEMPADSGYPAYLAAR_ VATA_MAIZE B6 2 898.43781 1794.8611 1.1047 -0.032165 1.0455 80.64 80.64 8.28E-39 82.55 3516500

26786 LAEMPADSGYPAYLAAR Unmodified _LAEMPADSGYPAYLAAR_ VATA_MAIZE B6 2 898.43781 1794.8611 1.1021 0.086909 1.1623 81.075 81.075 3.42E-29 69.21 539670

26787 LAEMPADSGYPAYLAAR Unmodified _LAEMPADSGYPAYLAAR_ VATA_MAIZE B6 2 898.43781 1794.8611 1.0983 -0.001994 1.0698 81.533 81.533 1.54E-12 81.21 963720

26788 LAEMPADSGYPAYLAAR Unmodified _LAEMPADSGYPAYLAAR_ VATA_MAIZE B6 2 898.43781 1794.8611 1.129 0.20452 1.3063 81.231 81.231 1.37E-17 58.38 501820

26789 LAEMPADSGYPAYLAAR Unmodified _LAEMPADSGYPAYLAAR_ VATA_MAIZE B6 2 898.43781 1794.8611 1.1045 -0.2109 0.86708 80.942 80.942 4.22E-59 103.7 3606400

26790 LAEMPADSGYPAYLAAR Oxidation (M) _LAEM(ox)PADSGYPAYLAAR_ VATA_MAIZE B6 2 906.43527 1810.856 1.1078 -0.001669 1.0822 71.897 71.897 1.43E-21 80.78 792320

26791 LAEMPADSGYPAYLAAR Oxidation (M) _LAEM(ox)PADSGYPAYLAAR_ VATA_MAIZE B6 2 906.43527 1810.856 1.092 0.10061 1.1678 72.627 72.627 1.33E-45 78.37 1597900

26792 LAEMPADSGYPAYLAAR Oxidation (M) _LAEM(ox)PADSGYPAYLAAR_ VATA_MAIZE B6 2 906.43527 1810.856 1.099 0.13349 1.2086 72.2 72.2 4.07E-45 70.02 1089700

26793 LAEMPADSGYPAYLAAR Oxidation (M) _LAEM(ox)PADSGYPAYLAAR_ VATA_MAIZE B6 2 906.43527 1810.856 1.1606 0.060481 1.1973 72.687 72.687 1.54E-12 61.95 435500

26794 LAENAPVAPEK Unmodified _LAENAPVAPEK_ B6TXE2_MAIZE 2 569.80877 1137.603 0.15773 -0.16125 -0.036628 41.517 41.517 4.48E-03 62.16 717480

26795 LAENAPVAPEK Unmodified _LAENAPVAPEK_ B6TXE2_MAIZE 2 569.80877 1137.603 0.064946 -0.13332 -0.10094 40.864 40.864 4.48E-03 46.32 142470

26796 LAENAPVAPEK Unmodified _LAENAPVAPEK_ B6TXE2_MAIZE 2 569.80877 1137.603 0.11073 -0.28399 -0.20589 42.852 42.852 1.67E-02 62 282690

26797 LAENDTATVFANDTILAALMCAPR Oxidation (M) _LAENDTATVFANDTILAALM(ox)CAPR_ B4FWK0_MAIZE 3 865.42448 2593.2516 1.2086 0.22593 1.4277 122.07 122.07 1.17E-03 24.47 373250

26798 LAENIK Unmodified _LAENIK_ B6TPH0_MAIZE 2 344.20542 686.39629 -1.1757 29.92 29.92 5.32E-01 10.52

26799 LAENIK Unmodified _LAENIK_ B6TPH0_MAIZE 2 344.20542 686.39629 1.2794 -0.29697 0.93272 30.711 30.711 9.46E-01 12.01 50318

26800 LAENIK Unmodified _LAENIK_ B6TPH0_MAIZE 2 344.20542 686.39629 1.1647 -0.086003 1.0268 31.176 31.176 2.64E-01 25.49 1677800

26801 LAENITTEQGK Unmodified _LAENITTEQGK_ B4G066_MAIZE 2 602.31442 1202.6143 0.21609 0.095966 0.29147 41.141 41.141 1.67E-02 70.85 254660

26802 LAENITTEQGK Unmodified _LAENITTEQGK_ B4G066_MAIZE 2 602.31442 1202.6143 0.2791 -0.050991 0.20788 43.239 43.239 5.66E-08 77.29 385370

26803 LAENITTEQGK Unmodified _LAENITTEQGK_ B4G066_MAIZE 2 602.31442 1202.6143 0.23341 -0.10966 0.10394 44.147 44.147 5.66E-08 66.92 746700

26804 LAENITTEQGK Unmodified _LAENITTEQGK_ B4G066_MAIZE 2 602.31442 1202.6143 0.25077 -0.14082 0.090073 43.995 43.995 6.35E-09 70.49 2197900
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26805 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.43868 0.25377 0.64698 19.726 19.726 8.04E-02 33.31 27937

26806 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.228 0.22235 0.40712 7.3384 7.3384 7.83E-01 29.88 4229.4

26807 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.19253 4.939 5.075 12.038 12.038 1.00E+00 10.79 3861.5

26808 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.073582 10.314 10.314 4.50E-01 11.01

26809 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 3.1297 13.785 13.785 4.50E-01 6.53

26810 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.05396 15.305 15.305 6.81E-01 5.73

26811 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.05396 18.445 18.445 3.20E-01 20.95

26812 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.34659 0.18985 0.49253 20.859 20.859 1.00E+00 13.4 67784

26813 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.34647 -0.082737 0.22085 20.732 20.732 8.04E-02 40.77 97566

26814 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.38281 0.19319 0.533 21.594 21.594 8.04E-02 36.93 71403

26815 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.29601 0.42094 0.67205 20.728 20.728 8.04E-02 48.71 110820

26816 LAEQAER Unmodified _LAEQAER_ 14331_MAIZE 1 2 408.71414 815.41373 0.14759 0.33596 0.43831 22.04 22.04 1.86E-01 33.85 12454

26817 LAEQAERYEEMVEYMEK 2 Oxidation (M) _LAEQAERYEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 3 727.32226 2178.9449 0.73594 -0.37652 0.32891 66.971 66.971 1.77E-03 38.27 518500

26818 LAEQFQK Unmodified _LAEQFQK_ B4FL49_MAIZE 2 432.23471 862.45487 0.061794 0.39491 0.43378 40.009 40.009 1.00E+00 4.46 137910

26819 LAEQFQK Unmodified _LAEQFQK_ B4FL49_MAIZE 2 432.23471 862.45487 0.091474 0.47115 0.53942 40.882 40.882 7.83E-01 14.84 525490

26820 LAEQFQK Unmodified _LAEQFQK_ B4FL49_MAIZE 2 432.23471 862.45487 0.086809 -0.086195 -0.022313 37.994 37.994 8.04E-02 28.25 1470000

26821 LAEQFQK Unmodified _LAEQFQK_ B4FL49_MAIZE 2 432.23471 862.45487 -0.13907 0.1723 0.010776 41.414 41.414 4.49E-02 32.75 6704300

26822 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 2 862.94633 1723.8781 1.1331 -0.21642 0.88887 103.21 103.21 6.53E-30 73.64 341440

26823 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 2 862.94633 1723.8781 -0.21927 103.86 103.86 9.88E-16 59.2

26824 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 2 862.94633 1723.8781 1.0799 0.004666 1.0555 103.92 103.92 6.53E-30 65.88 247040

26825 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 2 862.94633 1723.8781 1.1079 -0.1272 0.9522 103.92 103.92 1.02E-23 79.31 250400

26826 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 3 575.63331 1723.8781 0.18478 0.15809 0.31347 104.13 104.13 7.60E-01 17.55 748320

26827 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 2 862.94633 1723.8781 1.0721 0.22659 1.2697 103.66 103.66 1.04E-33 88.21 1763500

26828 LAEQYIEAFSNLAQK Unmodified _LAEQYIEAFSNLAQK_ Q9M585_MAIZE 3 575.63331 1723.8781 0.10464 0.31128 0.38637 103.67 103.67 2.19E-02 32.46 1823000

26829 LAETGMNVAR Oxidation (M) _LAETGM(ox)NVAR_ B4FYH2_MAIZE 2 539.2715 1076.5284 0.03623 -1.7865 -1.7636 30.817 30.817 4.40E-02 33.94 310120

26830 LAETGMNVAR Unmodified _LAETGMNVAR_ B4FYH2_MAIZE 2 531.27404 1060.5335 0.020821 -0.002616 -0.0021992 46.442 46.442 1.84E-04 69.96 903960

26831 LAFANSALENQLR Unmodified _LAFANSALENQLR_ B6TD25_MAIZE 2 723.88861 1445.7627 0.76165 -0.60609 0.12589 78.041 78.041 2.50E-15 65.54 644320

26832 LAFCSDNPLAYQVGDK Unmodified _LAFCSDNPLAYQVGDK_ B4FJD7_MAIZE 2 899.42744 1796.8403 1.1372 0.25186 1.3901 85.714 85.714 1.42E-33 69.04 430790

26833 LAFEDR Unmodified _LAFEDR_ B4F8G4_MAIZE 2 375.69268 749.3708 0.74216 0.16102 0.88308 47.039 47.039 2.64E-01 27.47 185070

26834 LAFEDR Unmodified _LAFEDR_ B4F8G4_MAIZE 2 375.69268 749.3708 0.71641 0.43595 1.1307 46.38 46.38 5.26E-01 22.61 199600

26835 LAFEDR Unmodified _LAFEDR_ B4F8G4_MAIZE 2 375.69268 749.3708 0.63811 0.37694 0.99454 47.66 47.66 2.64E-01 25.47 3075200

26836 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 0.9558 0.2222 1.1843 86.837 86.837 7.73E-25 104.29 4118900

26837 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 0.95739 0.95663 1.9184 87.313 87.313 7.01E-14 100.84 1218300

26838 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 0.99213 1.7653 2.7613 87.582 87.582 1.48E-07 78.85 569840
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26839 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 1.0218 3.0624 4.0867 87.282 87.282 1.02E-04 79.88 434220

26840 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 1.03 0.27166 1.307 87.008 87.008 1.02E-04 76.38 260730

26841 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 0.92897 -0.064654 0.87088 87.023 87.023 7.01E-14 97.38 877360

26842 LAFGSVGDSFSATSIK Unmodified _LAFGSVGDSFSATSIK_ B6TNY0_MAIZE 2 793.90667 1585.7988 0.8826 -0.14457 0.7443 88.466 88.466 4.21E-20 94.92 1631600

26843 LAFGSVGDSFSVTSIK Unmodified _LAFGSVGDSFSVTSIK_ TIP22_MAIZE 2 807.92232 1613.8301 0.9656 0.61239 1.5903 94.263 94.263 1.27E-09 91.66 1708100

26844 LAFGSVGDSFSVTSIK Unmodified _LAFGSVGDSFSVTSIK_ TIP22_MAIZE 2 807.92232 1613.8301 0.90394 -0.052008 0.86494 94.829 94.829 1.27E-09 100.61 534690

26845 LAFGSVGDSFSVTSIK Unmodified _LAFGSVGDSFSVTSIK_ TIP22_MAIZE 2 807.92232 1613.8301 0.93146 -0.38127 0.5638 95.948 95.948 7.42E-06 73.6 207810

26846 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.172 0.26957 1.4215 102.27 102.27 1.82E-38 71.05 494820

26847 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.1468 0.31293 1.4406 102.84 102.84 1.82E-38 81.57 325190

26848 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.1454 0.12535 1.251 102.98 102.98 1.42E-33 73.24 434840

26849 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.1456 0.063975 1.19 102.93 102.93 1.82E-38 90.92 410000

26850 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.2521 0.10866 1.3415 102.43 102.43 7.73E-25 90.01 195870

26851 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.188 0.16791 1.3365 103.37 103.37 1.82E-38 99.42 610060

26852 LAFVALDYEQELETAK Unmodified _LAFVALDYEQELETAK_ B4FVB1_MAIZE 2 920.47237 1838.9302 1.154 0.19232 1.3274 102.93 102.93 5.87E-44 66 2355900

26853 LAFVDGVLR Unmodified _LAFVDGVLR_ B4G0E8_MAIZE 2 495.29256 988.57057 -0.075753 0.16861 0.098018 84.02 84.02 3.39E-01 10.34 15055

26854 LAGADGEEDER Unmodified _LAGADGEEDER_ B4FAX1_MAIZE 2 581.25456 1160.4946 0.2414 0.1354 0.35691 32.493 32.493 3.60E-06 73.57 114590

26855 LAGATPVILPTSISDNYLLRPESLASVINENSR Unmodified _LAGATPVILPTSISDNYLLRPESLASVINENSR_ B4G195_MAIZE 3 1170.9649 3509.873 1.136 0.15382 1.2742 120.26 120.26 3.15E-07 47.87 1582600

26856 LAGATPVILPTSISDNYLLRPESLASVINENSR Unmodified _LAGATPVILPTSISDNYLLRPESLASVINENSR_ B4G195_MAIZE 3 1170.9649 3509.873 1.1884 -0.16694 1.007 120.91 120.91 2.68E-01 33.8 460050

26857 LAGATPVILPTSISDNYLLRPESLASVINENSR Unmodified _LAGATPVILPTSISDNYLLRPESLASVINENSR_ B4G195_MAIZE 3 1170.9649 3509.873 1.1065 -0.20085 0.89082 121.32 121.32 4.19E-03 50.97 447600

26858 LAGATPVILPTSISDNYLLRPESLASVINENSR Unmodified _LAGATPVILPTSISDNYLLRPESLASVINENSR_ B4G195_MAIZE 3 1170.9649 3509.873 1.2172 -0.13629 1.0662 122.19 122.19 9.21E-02 26.6 503000

26859 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 3 424.21554 1269.6248 0.031027 0.24396 0.288 31.667 31.667 1.21E-02 22.62 76670

26860 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 3 424.21554 1269.6248 0.31289 0.39116 0.71718 33.51 33.51 6.84E-03 29.95 186770

26861 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 3 424.21554 1269.6248 0.29208 0.70874 1.0133 34.044 34.044 2.36E-03 38.17 177760

26862 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 3 424.21554 1269.6248 0.25256 -0.84196 -0.57461 33.987 33.987 6.84E-03 22.83 257180

26863 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 3 424.21554 1269.6248 0.092508 -0.71208 -0.60491 34.686 34.686 2.36E-03 25.43 5602300

26864 LAGCHVVGSAGSR Unmodified _LAGCHVVGSAGSR_ B6TDE0_MAIZE 2 635.81968 1269.6248 0.31427 -0.52305 -0.19429 34.727 34.727 1.47E-03 55.95 522860

26865 LAGDVAGTR Unmodified _LAGDVAGTR_ B6TBF5_MAIZE 2 430.23524 858.45593 -0.0089204 -0.62944 -0.63462 30.351 30.351 3.32E-02 32.2 52698

26866 LAGDVAGTR Unmodified _LAGDVAGTR_ B6TBF5_MAIZE 2 430.23524 858.45593 -0.39722 33.306 33.306 4.47E-03 47.97

26867 LAGDVAGTR Unmodified _LAGDVAGTR_ B6TBF5_MAIZE 2 430.23524 858.45593 0.14293 -0.23299 -0.087585 33.471 33.471 9.73E-03 55.41 270300

26868 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 0.012318 -0.31132 -0.33091 37.31 37.31 1.25E-02 59.43 4141300

26869 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 -0.015744 -0.1289 -0.17673 36.507 36.507 4.40E-05 66.31 2684100

26870 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 -0.00019777 -0.39725 -0.42957 39.381 39.381 4.40E-05 63.77 5173600

26871 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 -0.045822 -0.4603 -0.53795 38.551 38.551 2.81E-03 48.36 13801000

26872 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 -0.00015938 -0.2868 -0.3172 39.377 39.377 1.84E-04 69.63 1723900



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

26873 LAGESESNLR Unmodified _LAGESESNLR_ B6T8X9_MAIZE 2 538.27255 1074.5306 -0.0093508 0.45032 0.40825 40.143 40.143 1.45E-01 16.31 356570

26874 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 3 401.88245 1202.6255 0.46205 -0.23556 0.19083 31.128 31.128 6.79E-01 12.25 198090

26875 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 2 602.32003 1202.6255 0.35999 -0.039321 0.28513 31.125 31.125 3.83E-01 24.34 60576

26876 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 3 401.88245 1202.6255 0.23603 -0.32644 -0.12429 29.747 29.747 3.45E-01 16.88 401390

26877 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 2 602.32003 1202.6255 0.22065 0.10678 0.29208 29.747 29.747 1.67E-02 32.21 123860

26878 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 3 401.88245 1202.6255 0.417 -0.38064 0.0021419 32.477 32.477 1.40E-01 21.45 398490

26879 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 2 602.32003 1202.6255 0.31831 -0.011445 0.27165 32.471 32.471 1.47E-01 29.57 130560

26880 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 3 401.88245 1202.6255 0.35098 -0.55156 -0.23368 31.574 31.574 5.15E-02 19.45 1151400

26881 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 2 602.32003 1202.6255 0.31796 0.001396 0.28382 31.571 31.571 4.48E-03 54.96 373300

26882 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 3 401.88245 1202.6255 0.38498 -0.20362 0.14606 32.311 32.311 6.79E-01 11.27 69458

26883 LAGESESNLRK Unmodified _LAGESESNLRK_ B6T8X9_MAIZE 2 602.32003 1202.6255 0.41439 -0.02734 0.3527 32.313 32.313 1.47E-01 35.4 18884

26884 LAGFDIPAESK Unmodified _LAGFDIPAESK_ B4FQS9_MAIZE 2 574.30332 1146.5921 0.003489 74.089 74.089 9.30E-01 9.92

26885 LAGFDIPAESK Unmodified _LAGFDIPAESK_ B4FQS9_MAIZE 2 574.30332 1146.5921 0.15681 -0.48045 -0.33784 73.499 73.499 1.47E-01 26.42 201290

26886 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.367 -0.045756 1.2999 57.491 57.491 1.00E+00 10.08 2081700

26887 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.149 -0.17915 0.95318 59.102 59.102 1.00E+00 14.51 244680

26888 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.242 -0.20786 1.0154 58.201 58.201 1.00E+00 10.17 834490

26889 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.3288 -0.21916 1.0911 59.116 59.116 1.00E+00 16 1008300

26890 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.3914 -0.65952 0.7147 55.724 55.724 1.00E+00 27.62 487370

26891 LAGFLK Unmodified _LAGFLK_ B6T3T7_MAIZE 2 324.7076 647.40065 1.2678 -0.57563 0.67601 61.276 61.276 5.26E-01 18.09 142480

26892 LAGIASSIR Unmodified _LAGIASSIR_ B4FS03_MAIZE 2 444.26908 886.52362 0.001253 0.13959 0.11021 53.813 53.813 9.73E-03 52.91 1624700

26893 LAGIASSIR Unmodified _LAGIASSIR_ B4FS03_MAIZE 2 444.26908 886.52362 -0.18276 -0.047873 -0.25993 56.903 56.903 3.13E-03 54.13 5819500

26894 LAGISGTCDFVK Unmodified _LAGISGTCDFVK_ P93852_MAIZE 2 634.32119 1266.6278 0.24702 -2.4875 -2.222 70.147 70.147 1.00E+00 4.85 221490

26895 LAGISGTCDFVK Unmodified _LAGISGTCDFVK_ P93852_MAIZE 2 634.32119 1266.6278 0.34813 -0.17475 0.18877 70.683 70.683 2.62E-07 69.61 4667200

26896 LAGLLEVFIK Unmodified _LAGLLEVFIK_ B6T7C2_MAIZE 2 551.84717 1101.6798 0.14142 0.21638 0.34054 110.65 110.65 1.00E+00 2.02 191240

26897 LAGLLEVFIK Unmodified _LAGLLEVFIK_ B6T7C2_MAIZE 2 551.84717 1101.6798 0.018131 0.11879 0.12043 111.25 111.25 3.43E-01 20.49 55784

26898 LAGLLEVFIK Unmodified _LAGLLEVFIK_ B6T7C2_MAIZE 2 551.84717 1101.6798 0.13427 0.18375 0.30037 111.25 111.25 7.11E-01 11.05 138350

26899 LAGLLEVFIK Unmodified _LAGLLEVFIK_ B6T7C2_MAIZE 2 551.84717 1101.6798 0.15828 0.044453 0.18626 111.14 111.14 4.40E-02 25.11 63290

26900 LAGLLSAR Unmodified _LAGLLSAR_ B4FGL6_MAIZE 2 400.75307 799.49159 0.33707 0.34382 0.64663 53.982 53.982 1.65E-01 24.83 927380

26901 LAGLLSAR Unmodified _LAGLLSAR_ B4FGL6_MAIZE 2 400.75307 799.49159 0.27066 0.82509 1.0612 54.715 54.715 5.06E-02 40.17 1049400

26902 LAGLYK Unmodified _LAGLYK_ B6SJW9_MAIZE 2 332.70506 663.39556 1.6732 55.374 55.374 6.22E-01 12.97

26903 LAGLYK Unmodified _LAGLYK_ B6SJW9_MAIZE 2 332.70506 663.39556 0.16581 46.398 46.398 2.50E-01 19

26904 LAGNPNVMVCER Oxidation (M) _LAGNPNVM(ox)VCER_ B4F7V1_MAIZE 2 688.32648 1374.6384 0.59147 -0.63937 -0.049971 49.906 49.906 2.16E-07 57.12 1971800

26905 LAGPQLVQMFIGDGAK Oxidation (M) _LAGPQLVQM(ox)FIGDGAK_ B4FBJ7_MAIZE 2 830.93999 1659.8654 1.0163 0.37232 1.3908 101.64 101.64 3.09E-14 53.39 222840

26906 LAGPQLVQMFIGDGAK Oxidation (M) _LAGPQLVQM(ox)FIGDGAK_ B4FBJ7_MAIZE 2 830.93999 1659.8654 1.0421 -0.006578 1.0381 101.61 101.61 3.09E-14 67.68 244850
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26907 LAGPQLVQMFIGDGAK Oxidation (M) _LAGPQLVQM(ox)FIGDGAK_ B4FBJ7_MAIZE 2 830.93999 1659.8654 1.0843 0.064977 1.1522 101.17 101.17 2.50E-11 51.45 263510

26908 LAGPQLVQMFIGDGAK Oxidation (M) _LAGPQLVQM(ox)FIGDGAK_ B4FBJ7_MAIZE 2 830.93999 1659.8654 1.029 0.20627 1.2375 101.67 101.67 1.09E-40 79.53 1979300

26909 LAGPQLVQMFIGDGAK Oxidation (M) _LAGPQLVQM(ox)FIGDGAK_ B4FBJ7_MAIZE 2 830.93999 1659.8654 1.0618 0.13373 1.1979 101.88 101.88 1.66E-08 37.59 138560

26910 LAGPQLVQMFIGDGAK Unmodified _LAGPQLVQMFIGDGAK_ B4FBJ7_MAIZE 2 822.94253 1643.8705 1.0011 -0.83212 0.17026 112.86 112.86 7.73E-25 82.04 616780

26911 LAGRPPVLPLNTLSYSENFLYMLDSLGDR Oxidation (M) _LAGRPPVLPLNTLSYSENFLYM(ox)LDSLGDR_ B6TV27_MAIZE 3 1089.8955 3266.6645 1.2264 -0.024224 1.1928 123.86 123.86 8.31E-11 65.13 1390800

26912 LAGRPPVLPLNTLSYSENFLYMLDSLGDR Oxidation (M) _LAGRPPVLPLNTLSYSENFLYM(ox)LDSLGDR_ B6TV27_MAIZE 3 1089.8955 3266.6645 1.2001 0.11863 1.309 130.9 130.9 1.08E-02 51.14 1145500

26913 LAGRPPVLPLNTLSYSENFLYMLDSLGDR Unmodified _LAGRPPVLPLNTLSYSENFLYMLDSLGDR_ B6TV27_MAIZE 3 1084.5638 3250.6696 1.2072 1.0725 2.2677 126.53 126.53 1.72E-04 73.48 1131900

26914 LAGSSPDESAR Unmodified _LAGSSPDESAR_ B4FN73_MAIZE 2 545.26218 1088.5098 0.21204 0.86434 1.0557 27.795 27.795 7.60E-01 24.09 9143.7

26915 LAGSSPDESAR Unmodified _LAGSSPDESAR_ B4FN73_MAIZE 2 545.26218 1088.5098 -0.012269 -0.41607 -0.44735 29.152 29.152 4.48E-03 41.71 371860

26916 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.1505 0.031933 1.164 80.02 80.02 3.09E-14 65.23 1649000

26917 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.1829 -1.9737 -0.80716 91.754 91.754 9.46E-03 31.68 302180

26918 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.1109 -0.12388 0.96976 80.591 80.591 2.02E-24 97.72 2522700

26919 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.1172 -1.0434 0.057365 92.329 92.329 1.51E-03 63.64 204200

26920 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.0865 -0.24405 0.82462 81.055 81.055 4.49E-33 67.51 5092300

26921 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.187 -0.50522 0.66409 92.482 92.482 2.01E-03 52.08 377420

26922 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.0766 -0.026914 1.0317 80.767 80.767 2.02E-24 66.95 3114400

26923 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.0885 -0.40992 0.66144 80.468 80.468 1.14E-36 83.16 10033000

26924 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.0791 -0.53122 0.53039 80.973 80.973 2.02E-24 80.86 22971000

26925 LAGSYNMLGLNYYTSR Oxidation (M) _LAGSYNM(ox)LGLNYYTSR_ BGLC_MAIZE 2 919.94072 1837.8669 1.1731 0.068867 1.2237 80.7 80.7 3.76E-20 97.36 662340

26926 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.1197 -0.46482 0.63545 91.727 91.727 4.21E-20 98.09 10025000

26927 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 3 608.29793 1821.872 0.35417 -0.89789 -0.56299 91.722 91.722 8.21E-03 34.82 692220

26928 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.1179 -0.10245 0.99549 92.355 92.355 1.27E-09 77.72 1659300

26929 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.1182 -0.17251 0.92534 92.492 92.492 1.48E-07 72.86 2254800

26930 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.0896 -0.17242 0.89755 92.318 92.318 7.01E-14 73.01 2093500

26931 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.1192 -0.3323 0.76717 92.011 92.011 4.21E-20 78 8229800

26932 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.0961 -0.52177 0.55506 92.393 92.393 4.21E-20 84.9 22817000

26933 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 3 608.29793 1821.872 0.32167 0.22636 0.52646 92.361 92.361 5.29E-01 16.51 928320

26934 LAGSYNMLGLNYYTSR Unmodified _LAGSYNMLGLNYYTSR_ BGLC_MAIZE 2 911.94326 1821.872 1.1773 -0.55318 0.6048 91.905 91.905 7.01E-14 80.85 458390

26935 LAHFAVIASR Unmodified _LAHFAVIASR_ B4FTW8_MAIZE 3 362.21358 1083.6189 0.87098 0.26547 1.1201 57.127 57.127 3.11E-02 33.63 1217500

26936 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.32227 -1.1204 -0.83466 55.537 55.537 1.90E-02 42.83 29525000

26937 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.2945 -1.0132 -0.75659 57.771 57.771 1.90E-02 57 25278000

26938 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.097614 -0.93368 -0.87346 57.631 57.631 1.90E-02 40.2 47095000

26939 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.32726 -0.96535 -0.67505 57.494 57.494 5.06E-02 34.77 10996000

26940 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.31936 -0.15684 0.12169 58.348 58.348 7.88E-01 30.8 2275300
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26941 LAIANIGK Unmodified _LAIANIGK_ B6U4D6_MAIZE 2 400.25545 798.49634 0.049947 -0.56261 -0.55205 59.249 59.249 3.77E-01 32.49 112270

26942 LAIANVGR Unmodified _LAIANVGR_ B4FLQ8_MAIZE 2 407.25069 812.48684 0.31102 -3.0883 -2.7953 50.104 50.104 3.77E-01 28 1971100

26943 LAIANVGR Unmodified _LAIANVGR_ B4FLQ8_MAIZE 2 407.25069 812.48684 0.21403 0.72444 0.91218 50.873 50.873 5.06E-02 31.4 25582

26944 LAIANVGR Unmodified _LAIANVGR_ B4FLQ8_MAIZE 2 407.25069 812.48684 0.24301 0.64122 0.85692 52.694 52.694 1.90E-02 50.73 17243000

26945 LAIANVGR Unmodified _LAIANVGR_ B4FLQ8_MAIZE 2 407.25069 812.48684 0.040507 1.4292 1.441 53.825 53.825 3.77E-01 19.39 135440

26946 LAIGDLGTQYFADR Unmodified _LAIGDLGTQYFADR_ B4FBP0_MAIZE 2 770.39373 1538.7729 0.88302 -0.30686 0.57321 94.859 94.859 2.00E-19 82.49 1603900

26947 LAIGDLGTQYFADR Unmodified _LAIGDLGTQYFADR_ B4FBP0_MAIZE 2 770.39373 1538.7729 0.88928 -0.045378 0.84106 95.367 95.367 3.40E-25 99.69 780010

26948 LAIGDLGTQYFADR Unmodified _LAIGDLGTQYFADR_ B4FBP0_MAIZE 2 770.39373 1538.7729 0.88403 0.075536 0.95652 95.6 95.6 7.68E-22 91.27 1025000

26949 LAIGDLGTQYFADR Unmodified _LAIGDLGTQYFADR_ B4FBP0_MAIZE 2 770.39373 1538.7729 0.83665 -0.23728 0.59617 94.99 94.99 7.68E-22 98.79 2985200

26950 LAIGDLGTQYFADR Unmodified _LAIGDLGTQYFADR_ B4FBP0_MAIZE 2 770.39373 1538.7729 0.92633 -0.15944 0.76422 95.57 95.57 7.68E-22 100.02 706110

26951 LAIGDLGTQYFADRDIFCAGR Unmodified _LAIGDLGTQYFADRDIFCAGR_ B4FBP0_MAIZE 3 787.05483 2358.1427 0.9378 0.2688 1.2095 107.9 107.9 4.33E-06 57.8 344320

26952 LAIGDLGTQYFADRDIFCAGR Unmodified _LAIGDLGTQYFADRDIFCAGR_ B4FBP0_MAIZE 3 787.05483 2358.1427 0.89319 0.15774 1.0549 108.55 108.55 2.85E-04 56.97 151090

26953 LAIGTLSVDK Unmodified _LAIGTLSVDK_ B6SK06_MAIZE 2 508.80296 1015.5914 -0.12211 0.10706 -0.021866 70.534 70.534 1.84E-04 54.52 1378900

26954 LAIIDVR Unmodified _LAIIDVR_ B6TQK1_MAIZE 2 400.25545 798.49634 0.16315 0.24279 0.38501 67.161 67.161 1.00E+00 31.49 198850

26955 LAIIDVR Unmodified _LAIIDVR_ B6TQK1_MAIZE 2 400.25545 798.49634 0.11418 0.041025 0.13571 68.678 68.678 4.49E-02 37.47 2568600

26956 LAIPAENFPFCTIEPNEAR Unmodified _LAIPAENFPFCTIEPNEAR_ B4FUE0_MAIZE 2 1095.0384 2188.0623 1.1912 -0.084031 1.0941 104.72 104.72 1.30E-03 37.35 160160

26957 LAIPAENFPFCTIEPNEAR Unmodified _LAIPAENFPFCTIEPNEAR_ B4FUE0_MAIZE 2 1095.0384 2188.0623 1.2082 0.0959 1.2905 104.92 104.92 1.06E-14 79.03 1072700

26958 LAISLLK Unmodified _LAISLLK_ B4FVQ0_MAIZE 2 379.26274 756.51093 0.60802 0.17329 0.73873 72.904 72.904 4.46E-01 28.73 1056900

26959 LAKIYEVK Unmodified _LAKIYEVK_ B6TRB9_MAIZE 2 482.29731 962.58007 -0.18967 0.002118 -0.22386 74.149 74.149 3.77E-01 9.5 96029

26960 LAKPGLNDK Unmodified _LAKPGLNDK_ Q94KS6_MAIZE 3 319.19055 954.54983 1.4091 -1.6862 -0.30063 32.379 32.379 8.82E-01 7 49302

26961 LAKPGLNDK Unmodified _LAKPGLNDK_ Q94KS6_MAIZE 3 319.19055 954.54983 1.4676 -0.12731 1.3123 29.996 29.996 4.68E-01 19.09 47633

26962 LALAAIGK Unmodified _LALAAIGK_ B4FW68_MAIZE 2 378.75254 755.49052 0.52576 0.33337 0.81591 56.369 56.369 5.06E-02 31.27 403820

26963 LALAAIGK Unmodified _LALAAIGK_ B4FW68_MAIZE 2 378.75254 755.49052 0.5198 0.13483 0.6131 58.13 58.13 5.06E-02 22.62 1253700

26964 LALAAIGK Unmodified _LALAAIGK_ B4FW68_MAIZE 2 378.75254 755.49052 0.64178 0.029061 0.63039 59.708 59.708 2.92E-02 30.37 1210700

26965 LALAAIGK Unmodified _LALAAIGK_ B4FW68_MAIZE 2 378.75254 755.49052 0.58132 -0.03134 0.50887 59.049 59.049 2.92E-02 40.05 1223700

26966 LALAAIGK Unmodified _LALAAIGK_ B4FW68_MAIZE 2 378.75254 755.49052 0.50553 0.1791 0.64339 59.589 59.589 1.65E-01 33.42 1364200

26967 LALALGDENAVAMPVSAAANEAFK Oxidation (M) _LALALGDENAVAM(ox)PVSAAANEAFK_ B6T4X5_MAIZE 2 1195.107 2388.1995 1.1447 0.24932 1.3729 100.38 100.38 2.38E-23 63.52 301790

26968 LALALGDENAVAMPVSAAANEAFKK Oxidation (M) _LALALGDENAVAM(ox)PVSAAANEAFKK_ B6T4X5_MAIZE 3 839.7721 2516.2945 1.0371 -0.12087 0.89316 93.443 93.443 1.20E-09 56.32 502400

26969 LALDFLVGALAR Unmodified _LALDFLVGALAR_ B6T2S6_MAIZE 2 629.87953 1257.7445 0.36977 0.48202 0.83812 121.66 121.66 7.61E-14 88.32 118290

26970 LALDFLVGALAR Unmodified _LALDFLVGALAR_ B6T2S6_MAIZE 2 629.87953 1257.7445 0.4026 0.12233 0.51207 121.84 121.84 9.64E-17 95.63 141440

26971 LALDFLVGALAR Unmodified _LALDFLVGALAR_ B6T2S6_MAIZE 2 629.87953 1257.7445 0.42685 0.19446 0.60835 121.35 121.35 1.98E-03 30.98 341400

26972 LALDPSDKYK Unmodified _LALDPSDKYK_ B6UC67_MAIZE 3 383.87652 1148.6077 0.52651 -0.15334 0.34947 51.343 51.343 1.25E-01 16.05 493670

26974 LALEDAAASYR Unmodified _LALEDAAASYR_ B4FDJ2_MAIZE 2 590.30385 1178.5932 0.22279 0.075592 0.26109 68.52 68.52 5.66E-08 80.84 275130

26975 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.88993 -0.31253 0.57936 75.708 75.708 1.02E-23 116.38 2976000
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26976 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.90667 -0.37389 0.53521 76.316 76.316 1.65E-02 73.32 41317

26977 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.86646 -0.35697 0.5125 75.84 75.84 2.37E-16 89.29 358370

26978 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.89986 -0.47969 0.42295 76.623 76.623 6.53E-30 100.01 382630

26979 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.919 -0.16765 0.75335 76.243 76.243 2.37E-16 100.02 474760

26980 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.95153 -0.52701 0.42673 76.098 76.098 1.02E-23 96.97 348500

26981 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.93882 -0.37781 0.5629 76.762 76.762 2.37E-16 97.97 835020

26982 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.88002 -0.80467 0.078773 76.633 76.633 1.02E-23 93.29 15866000

26983 LALGGMGTDEDDLTR Unmodified _LALGGMGTDEDDLTR_ B4FHT1_MAIZE 2 782.36959 1562.7246 0.8542 -0.66774 0.18932 75.93 75.93 1.60E-05 73.43 286560

26984 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.82063 0.010932 0.83631 64.524 64.524 8.73E-24 95.38 293920

26985 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.93959 -0.070223 0.87363 64.193 64.193 1.12E-07 89.47 706260

26986 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.91447 0.10143 1.0196 65.574 65.574 8.63E-17 123.82 1238300

26987 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.9116 -0.10979 0.8066 64.977 64.977 3.13E-13 116.41 1546600

26988 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.92928 0.000292 0.93412 65.307 65.307 8.73E-24 90.23 1368000

26989 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.97073 -0.40674 0.56829 65.696 65.696 1.12E-07 90.01 1175400

26990 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.90762 -0.78739 0.12563 65.883 65.883 7.75E-29 113.8 27340000

26991 LALGGMGTDEDDLTR Oxidation (M) _LALGGM(ox)GTDEDDLTR_ B4FHT1_MAIZE 2 790.36705 1578.7196 0.91206 -0.092756 0.82412 64.344 64.344 8.63E-17 101.89 757210

26992 LALGPTYLVAR Unmodified _LALGPTYLVAR_ B6TFE4_MAIZE 2 587.35315 1172.6917 0.12712 0.44978 0.56188 80.538 80.538 4.43E-05 67 3415300

26993 LALGTLALEHALSSGSPIR Unmodified _LALGTLALEHALSSGSPIR_ B6T8D6_MAIZE 2 953.54146 1905.0684 1.1673 0.13779 1.2882 99.326 99.326 1.51E-46 91.63 374460

26994 LALHALK Unmodified _LALHALK_ B6T5Q6_MAIZE 2 383.25271 764.49086 0.58766 -0.050895 0.49711 42.21 42.21 4.49E-02 41.43 1337800

26995 LALIAEEVGCPDVIPAVQQFLK Unmodified _LALIAEEVGCPDVIPAVQQFLK_ B4FJE0_MAIZE 3 804.10653 2409.2978 1.0383 0.54064 1.5762 123.39 123.39 2.33E-02 12.79 925670

26996 LALIAEEVGCPDVIPAVQQFLK Unmodified _LALIAEEVGCPDVIPAVQQFLK_ B4FJE0_MAIZE 2 1205.6562 2409.2978 1.1794 0.079508 1.2573 123.39 123.39 2.92E-04 22.41 792730

26997 LALIAEEVGCPDVIPAVQQFLK Unmodified _LALIAEEVGCPDVIPAVQQFLK_ B4FJE0_MAIZE 3 804.10653 2409.2978 0.97913 0.37659 1.3527 123.84 123.84 2.33E-02 18.92 274230

26998 LALIAEEVGCPDVIPAVQQFLK Unmodified _LALIAEEVGCPDVIPAVQQFLK_ B4FJE0_MAIZE 2 1205.6562 2409.2978 1.2744 0.06613 1.3383 123.83 123.83 6.35E-05 30.26 145030

26999 LALPAQVAR Unmodified _LALPAQVAR_ B4FZF3_MAIZE 2 469.79273 937.5709 0.038818 0.58231 0.59503 58.653 58.653 7.18E-01 15.44 542080

27000 LALPAQVAR Unmodified _LALPAQVAR_ B4FZF3_MAIZE 2 469.79273 937.5709 -0.076191 0.5044 0.40214 61.088 61.088 1.01E-02 23.64 1898500

27001 LALQGMNALLEGSTSK Unmodified _LALQGMNALLEGSTSK_ ILVB1_MAIZE 2 816.9349 1631.8553 1.0309 -0.45069 0.56168 92.488 92.488 7.01E-14 93.67 289440

27002 LALQWHPDK Unmodified _LALQWHPDK_ B4FW32_MAIZE 3 369.8697 1106.5873 0.80439 -0.16273 0.62746 60.905 60.905 5.45E-01 11.19 508460

27003 LALTFTPAAETR Unmodified _LALTFTPAAETR_ O24582_MAIZE 2 645.85625 1289.698 0.34185 0.64078 0.97074 76.894 76.894 7.72E-03 41.7 4547200

27004 LALVTGGEIASTFDNPESVK Unmodified _LALVTGGEIASTFDNPESVK_ B6T8X5_MAIZE 2 1024.531 2047.0474 1.1722 -0.57921 0.59175 96.808 96.808 4.56E-22 77.8 150920

27005 LALVTGGEIASTFDNPESVK Unmodified _LALVTGGEIASTFDNPESVK_ B6T8X5_MAIZE 2 1024.531 2047.0474 1.2101 -0.074535 1.1343 96.879 96.879 4.56E-22 76.75 274270

27006 LALVTGGEIASTFDNPESVK Unmodified _LALVTGGEIASTFDNPESVK_ B6T8X5_MAIZE 2 1024.531 2047.0474 1.2957 -0.42095 0.8733 96.444 96.444 4.84E-09 61.49 207260

27007 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.68106 0.044887 0.70431 65.169 65.169 2.64E-01 26.72 526770

27008 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.62873 0.163 0.76831 66.536 66.536 2.64E-01 28.16 200210

27009 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.59103 -0.11225 0.45742 66.831 66.831 5.26E-01 21.52 254970
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27010 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.65944 0.1898 0.8266 66.637 66.637 5.26E-01 20.15 633930

27011 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.59797 0.11505 0.69159 66.979 66.979 2.64E-01 27.94 1806200

27012 LALWTR Unmodified _LALWTR_ B4FDT6_MAIZE 2 380.22923 758.44391 0.61153 -0.33975 0.25014 65.749 65.749 2.64E-01 27.73 8684400

27013 LALYQGVIPIHMQFSDDAEETFSR Unmodified _LALYQGVIPIHMQFSDDAEETFSR_ B4FYH2_MAIZE 3 923.11805 2766.3323 1.1582 -0.15857 0.99567 109.87 109.87 3.04E-08 46.15 264980

27014 LALYSLEAGPEWIK Unmodified _LALYSLEAGPEWIK_ B6TMW7_MAIZE 2 795.43232 1588.8501 0.97695 0.19666 1.1454 102.67 102.67 1.95E-13 44.5 853330

27015 LALYSLEAGPEWIK Unmodified _LALYSLEAGPEWIK_ B6TMW7_MAIZE 2 795.43232 1588.8501 0.9462 0.36718 1.2853 103.33 103.33 2.96E-06 47.55 270100

27016 LALYSLEAGPEWIK Unmodified _LALYSLEAGPEWIK_ B6TMW7_MAIZE 2 795.43232 1588.8501 0.95518 0.27921 1.2069 103.33 103.33 3.56E-04 47.85 351000

27017 LALYSLEAGPEWIK Unmodified _LALYSLEAGPEWIK_ B6TMW7_MAIZE 2 795.43232 1588.8501 0.94267 0.42088 1.3356 103.33 103.33 3.56E-04 34.45 312150

27018 LALYSLEAGPEWIK Unmodified _LALYSLEAGPEWIK_ B6TMW7_MAIZE 2 795.43232 1588.8501 0.95398 0.37437 1.3002 103.04 103.04 2.25E-03 38.89 745510

27019 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 1.1874 0.18255 1.3612 91.981 91.981 6.62E-34 74.57 364680

27020 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 0.001061 92.829 92.829 2.95E-51 90.22

27021 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 1.1273 0.066681 1.1856 92.66 92.66 3.33E-51 78.55 1065600

27022 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 1.1028 0.040043 1.1339 92.477 92.477 3.33E-51 72 1291000

27023 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 3 629.65121 1885.9318 0.40475 -0.24947 0.14687 92.491 92.491 1.00E+00 5.54 406640

27024 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 -0.08802 92.051 92.051 5.99E-29 66.77

27025 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 943.97317 1885.9318 1.1247 -0.16461 0.95185 92.611 92.611 4.91E-74 86.12 6273900

27026 LAMQEFMILPTGAASFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 3 629.65121 1885.9318 0.40938 0.032639 0.43375 92.612 92.612 6.22E-01 5.32 1047200

27027 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.2382 1.0678 2.294 99.087 99.087 1.27E-17 47.85 681390

27028 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.2024 0.42822 1.6191 103.15 103.15 1.31E-42 69.77 697730

27029 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1672 1.3687 2.5239 99.969 99.969 1.24E-09 39.71 256420

27030 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1894 0.39216 1.5708 103.77 103.77 1.37E-17 51.36 223730

27031 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1722 1.4717 2.632 99.746 99.746 2.72E-05 27.73 360000

27032 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1622 0.1123 1.2641 103.84 103.84 1.27E-17 63.4 449120

27033 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.2586 1.8647 3.1108 99.667 99.667 1.51E-07 33.18 292490

27034 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1644 0.15127 1.3054 103.9 103.9 1.51E-07 53.34 283340

27035 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.3187 1.3507 2.6572 99.286 99.286 2.72E-05 41.13 175280

27036 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.2853 0.024439 1.2996 103.44 103.44 1.43E-21 62.29 178020

27037 LAMQEFMILPTGAASFK Oxidation (M) _LAM(ox)QEFMILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.2215 0.50658 1.7172 99.754 99.754 1.37E-17 50.74 3233800

27038 LAMQEFMILPTGAASFK Oxidation (M) _LAMQEFM(ox)ILPTGAASFK_ B6T3P9_MAIZE 2 935.97572 1869.9369 1.1823 0.18678 1.3582 104.19 104.19 1.43E-21 66.62 2263200

27039 LAMQEFMILPTGAASFK Unmodified _LAMQEFMILPTGAASFK_ B6T3P9_MAIZE 2 927.97826 1853.942 1.1659 0.010367 1.1635 112.61 112.61 1.54E-12 53.6 2615700

27040 LAMQEFMILPTGAASFK Unmodified _LAMQEFMILPTGAASFK_ B6T3P9_MAIZE 2 927.97826 1853.942 1.1725 0.16847 1.3276 113.2 113.2 1.54E-12 59.28 163360

27041 LAMQEFMILPTGAASFK Unmodified _LAMQEFMILPTGAASFK_ B6T3P9_MAIZE 3 618.98793 1853.942 0.32426 -0.071022 0.24079 113.17 113.17 1.00E+00 11.68 91024

27042 LAMQEFMILPTGAASFK Unmodified _LAMQEFMILPTGAASFK_ B6T3P9_MAIZE 2 927.97826 1853.942 1.1527 -0.16601 0.97436 113.24 113.24 2.72E-05 27.26 271460

27043 LAMQEFMILPTGAASFK Unmodified _LAMQEFMILPTGAASFK_ B6T3P9_MAIZE 2 927.97826 1853.942 1.1616 -0.065275 1.0837 113.72 113.72 1.54E-12 40.6 2700400
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27044 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.1843 0.51411 1.692 89.827 89.827 3.33E-51 68.3 1290500

27045 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.1719 0.26988 1.4353 90.454 90.454 3.33E-51 66.17 1714100

27046 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.127 -0.041265 1.0796 90.577 90.577 7.78E-69 79.56 2864700

27047 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.0968 -0.33431 0.75645 90.334 90.334 4.22E-59 81.99 3403500

27048 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.1605 -0.35976 0.79559 90.08 90.08 6.05E-56 80.7 2564200

27049 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 3 634.98285 1901.9267 0.40064 -0.35871 0.036489 90.061 90.061 1.00E+00 0.44 934980

27050 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.0935 -0.67729 0.41126 90.466 90.466 7.93E-64 67.82 20760000

27051 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 3 634.98285 1901.9267 0.38239 -0.17622 0.1995 90.472 90.472 8.84E-01 19.74 3575400

27052 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.1826 -0.22442 0.95204 90.162 90.162 1.35E-42 66.96 1408900

27053 LAMQEFMILPTGASSFK 2 Oxidation (M) _LAM(ox)QEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 951.97063 1901.9267 1.1659 -0.0289 1.1309 90.42 90.42 3.42E-29 57.06 273780

27054 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1821 -0.19286 0.98161 96.921 96.921 3.42E-29 80.29 1215600

27055 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1773 -0.27028 0.89896 101.39 101.39 7.09E-34 55.58 1194100

27056 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.174 0.034097 1.1997 97.598 97.598 1.37E-17 58.66 399050

27057 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.134 -0.1833 0.9425 101.98 101.98 1.27E-17 41.55 551910

27058 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1649 -0.30449 0.85223 97.573 97.573 1.27E-17 59.29 1008700

27059 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1205 -0.32252 0.7896 101.97 101.97 1.33E-45 75.78 1101200

27060 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1322 -0.051159 1.0731 97.423 97.423 1.37E-17 62.49 604880

27061 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.2281 -0.45085 0.76958 97.088 97.088 7.53E-29 80.7 424210

27062 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1355 -0.4976 0.63018 97.516 97.516 2.95E-21 59.79 11993000

27063 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 3 629.65121 1885.9318 0.3897 0.058091 0.43864 97.503 97.503 8.84E-01 20.96 2650900

27064 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 3 629.65121 1885.9318 0.38939 -0.018264 0.36221 102.13 102.13 1.00E+00 4.83 1791100

27065 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1302 -0.39368 0.72901 102.2 102.2 1.43E-21 64.45 8760900

27066 LAMQEFMILPTGASSFK Oxidation (M) _LAM(ox)QEFMILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.1831 -0.36758 0.80726 96.998 96.998 1.43E-21 66.37 460590

27067 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.2127 0.26235 1.467 101.46 101.46 6.64E-13 71.54 319560

27068 LAMQEFMILPTGASSFK Oxidation (M) _LAMQEFM(ox)ILPTGASSFK_ ENO1_MAIZE 2 943.97317 1885.9318 1.2098 0.17751 1.3788 101.82 101.82 1.54E-12 78.63 451550

27069 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 2 935.97572 1869.9369 1.1308 -0.24132 0.87913 110.69 110.69 1.43E-21 52.66 6035100

27070 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 3 624.31957 1869.9369 0.37827 0.01163 0.37948 110.69 110.69 8.84E-01 10.89 2544900

27071 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 2 935.97572 1869.9369 1.1743 0.62105 1.7845 111.3 111.3 1.37E-17 66.79 393210

27072 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 2 935.97572 1869.9369 1.2688 1.4385 2.6958 111.34 111.34 8.28E-39 55.7 713940

27073 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 2 935.97572 1869.9369 1.1407 -0.15227 0.97778 111.68 111.68 3.42E-29 69.67 9660100

27074 LAMQEFMILPTGASSFK Unmodified _LAMQEFMILPTGASSFK_ ENO1_MAIZE 3 624.31957 1869.9369 0.36654 -0.08542 0.2712 111.68 111.68 2.37E-01 14.05 3824000

27075 LAMSLSR Oxidation (M) _LAM(ox)SLSR_ B4FSU4_MAIZE 2 397.21546 792.41637 0.53661 0.25324 0.75879 32.508 32.508 8.87E-01 15.91 84545

27076 LAMSLSR Oxidation (M) _LAM(ox)SLSR_ B4FSU4_MAIZE 2 397.21546 792.41637 0.48977 0.42992 0.88934 33.191 33.191 4.46E-01 35.6 68020

27077 LANAIGGQALR Unmodified _LANAIGGQALR_ B6UCV5_MAIZE 2 542.3171 1082.6196 0.085635 1.2613 1.318 53.815 53.815 3.83E-01 15.52 557960
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27078 LANAIGGQALR Unmodified _LANAIGGQALR_ B6UCV5_MAIZE 2 542.3171 1082.6196 0.081162 1.0077 1.0609 53.538 53.538 4.96E-02 14.58 3496600

27079 LANDSLALK Unmodified _LANDSLALK_ B6TUR3_MAIZE 2 472.7742 943.53385 -0.30917 0.42949 0.083726 50.939 50.939 1.01E-02 29.08 1165900

27080 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.47799 -0.25559 0.21306 36.561 36.561 2.61E-08 76.49 3772200

27081 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.48063 -0.021586 0.44926 35.547 35.547 2.61E-08 80.01 910590

27082 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.46407 -0.10127 0.35199 38.547 38.547 2.50E-15 87.28 1663700

27083 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.46152 -0.12873 0.32232 37.671 37.671 2.61E-08 69.84 1439600

27084 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.45602 -0.051835 0.39496 38.542 38.542 4.68E-05 72.73 1284700

27085 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.49259 -0.11255 0.36974 38.543 38.543 1.00E-11 78.25 1399100

27086 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.39147 -1.0625 -0.67913 39.401 39.401 1.00E-11 82.33 9131600

27087 LANDTQGTVEAAK Unmodified _LANDTQGTVEAAK_ B4FRC9_MAIZE 2 659.33588 1316.6572 0.44882 -0.087389 0.35178 36.406 36.406 2.50E-15 93.02 738860

27088 LANILHANELAR Unmodified _LANILHANELAR_ B4FKX6_MAIZE 3 445.58949 1333.7466 -0.021805 0.41801 0.35547 63.836 63.836 2.42E-04 41.19 1932600

27089 LANPVLR Unmodified _LANPVLR_ B4F9P0_MAIZE 2 391.74779 781.48102 0.52748 -0.83328 -0.33053 47.901 47.901 4.46E-01 24.52 359190

27090 LANPVLR Unmodified _LANPVLR_ B4F9P0_MAIZE 2 391.74779 781.48102 0.46151 -0.023289 0.41186 50.025 50.025 7.83E-01 17.49 1401700

27091 LANSVDVASLR Unmodified _LANSVDVASLR_ B4FC14_MAIZE 2 572.81967 1143.6248 0.15607 -2.3865 -2.2405 61.028 61.028 1.67E-02 60.49 1709600

27092 LANSVDVASLR Unmodified _LANSVDVASLR_ B4FC14_MAIZE 2 572.81967 1143.6248 0.1535 0.3805 0.52025 62.053 62.053 7.60E-01 19.32 20951

27093 LANSVDVASLR Unmodified _LANSVDVASLR_ B4FC14_MAIZE 2 572.81967 1143.6248 0.072781 -0.007798 0.051859 61.396 61.396 1.67E-02 44.78 184540

27094 LANSVDVASLR Unmodified _LANSVDVASLR_ B4FC14_MAIZE 2 572.81967 1143.6248 0.046499 0.13093 0.16322 61.469 61.469 4.48E-03 66.59 1884100

27095 LANSVDVASLR Unmodified _LANSVDVASLR_ B4FC14_MAIZE 2 572.81967 1143.6248 0.060774 0.22755 0.27356 63.908 63.908 3.60E-06 84.06 1396100

27096 LANYHNLFPALR Unmodified _LANYHNLFPALR_ B6SNW4_MAIZE 3 476.92973 1427.7674 -0.011126 -0.17776 -0.21375 82.292 82.292 2.11E-01 14.95 308270

27097 LANYNSFEGVLYCR Unmodified _LANYNSFEGVLYCR_ B6T925_MAIZE 2 853.40377 1704.793 1.0531 -0.26763 0.7754 88.115 88.115 2.00E-19 66.58 468790

27098 LAPAVQGVDALIILTSAAPK Unmodified _LAPAVQGVDALIILTSAAPK_ B6T962_MAIZE 2 974.57751 1947.1405 1.1951 0.30512 1.4889 123.29 123.29 2.77E-53 98.1 636170

27099 LAPAVQGVDALIILTSAAPK Unmodified _LAPAVQGVDALIILTSAAPK_ B6T962_MAIZE 2 974.57751 1947.1405 1.1279 0.20329 1.3203 128.6 128.6 2.77E-53 105.7 993380

27100 LAPAVQGVDALIILTSAAPK Unmodified _LAPAVQGVDALIILTSAAPK_ B6T962_MAIZE 3 650.0541 1947.1405 0.40686 0.41488 0.81015 128.61 128.61 3.07E-02 26.98 1838200

27101 LAPDADVDAIISR Unmodified _LAPDADVDAIISR_ B4FWH2_MAIZE 2 678.3619 1354.7092 0.67503 0.23464 0.89741 80.12 80.12 3.13E-02 42.66 550580

27102 LAPEHPLPAAYEDSWEGLK Unmodified _LAPEHPLPAAYEDSWEGLK_ B6TIA5_MAIZE 3 708.35298 2122.0371 0.68033 0.40263 1.0618 82.226 82.226 1.41E-07 38.82 2438800

27103 LAPEHPLPAGYDDCLAALK Unmodified _LAPEHPLPAGYDDCLAALK_ B6T355_MAIZE 3 684.34706 2050.0194 0.58691 -0.98189 -0.40608 79.398 79.398 7.02E-03 33.07 599340

27104 LAPEYER Unmodified _LAPEYER_ B6TMB2_MAIZE 2 439.22434 876.43413 -0.061124 0.55426 0.45229 36.647 36.647 1.00E+00 3.03 23822

27105 LAPEYER Unmodified _LAPEYER_ B6TMB2_MAIZE 2 439.22434 876.43413 0.17563 1.0267 1.1589 37.971 37.971 1.00E+00 0.52 317750

27106 LAPEYER Unmodified _LAPEYER_ B6TMB2_MAIZE 2 439.22434 876.43413 0.15358 1.3548 1.465 38.728 38.728 7.83E-01 30.68 1157200

27107 LAPEYER Unmodified _LAPEYER_ B6TMB2_MAIZE 2 439.22434 876.43413 -0.012899 0.001792 -0.052697 39.476 39.476 1.86E-01 30.12 9822000

27108 LAPEYER Unmodified _LAPEYER_ B6TMB2_MAIZE 2 439.22434 876.43413 -0.053509 0.94937 0.85432 40.072 40.072 1.00E+00 20.86 224290

27109 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.2144 -0.14914 1.0609 98.01 98.01 5.48E-24 74.58 650950

27110 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.1962 -0.078687 1.1134 98.444 98.444 3.71E-05 56.08 277410

27111 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.1852 -0.051511 1.1287 98.585 98.585 4.53E-07 78.32 515690
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27112 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.2839 0.11512 1.3947 98.023 98.023 4.44E-10 73.41 501760

27113 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.2172 -0.17731 1.0358 98.67 98.67 2.86E-31 101.83 906260

27114 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 2 1060.5128 2119.011 1.1898 0.043006 1.2283 98.276 98.276 2.86E-31 65.99 7915500

27115 LAPFSPDQEDASVLWTESK Unmodified _LAPFSPDQEDASVLWTESK_ B4FUK7_MAIZE 3 707.34426 2119.011 0.68827 0.18317 0.86633 98.303 98.303 1.00E+00 0.89 1027100

27116 LAPFVQVLPFCTR Unmodified _LAPFVQVLPFCTR_ B4FZJ8_MAIZE 2 774.42378 1546.833 0.91438 0.15525 1.0833 105.64 105.64 4.68E-05 34.01 495690

27117 LAPGDLVWGITGWEDYSVVTPPATR Unmodified _LAPGDLVWGITGWEDYSVVTPPATR_ B6TDE0_MAIZE 3 900.79378 2699.3595 1.1672 0.31149 1.4872 124.84 124.84 1.00E+00 7.19 591070

27118 LAPGDLVWGITGWEDYSVVTPPATR Unmodified _LAPGDLVWGITGWEDYSVVTPPATR_ B6TDE0_MAIZE 2 1350.687 2699.3595 1.1692 0.36262 1.5405 124.85 124.85 2.78E-06 57.18 461450

27119 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 3 776.08445 2325.2315 0.89774 0.12209 1.0058 120.96 120.96 7.91E-01 9.96 217420

27120 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 2 1163.623 2325.2315 1.2702 0.42313 1.6794 120.94 120.94 3.03E-22 88.52 439140

27121 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 3 776.08445 2325.2315 0.89287 0.11382 0.99208 121.26 121.26 2.19E-05 39.9 768240

27122 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 2 1163.623 2325.2315 1.1595 0.33531 1.4809 121.27 121.27 4.20E-18 60.19 873940

27123 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 2 1163.623 2325.2315 1.1623 0.14367 1.2923 121.69 121.69 2.21E-30 100.07 784690

27124 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 3 776.08445 2325.2315 0.92158 0.043463 0.95068 121.63 121.63 2.15E-02 15.82 573040

27125 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 2 1163.623 2325.2315 1.1942 0.054215 1.2346 121.41 121.41 2.29E-75 93.7 5585300

27126 LAPILDEAATTLQSDEEVVIAK Unmodified _LAPILDEAATTLQSDEEVVIAK_ Q5EUE1_MAIZE 3 776.08445 2325.2315 0.88374 0.058516 0.9284 121.33 121.33 4.48E-26 62.35 3659500

27127 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.92339 0.33376 1.2367 128.5 128.5 2.15E-02 22.2 632060

27128 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.90596 0.19781 1.084 130.16 130.16 1.00E+00 6.41 80776

27129 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.914 0.30445 1.1984 130.98 130.98 1.91E-01 10.23 223880

27130 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.93305 0.29986 1.2129 131.12 131.12 1.22E-04 30.28 354990

27131 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.83198 0.23744 1.0494 130.47 130.47 7.50E-16 46.28 14850000

27132 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 2 1163.1436 2324.2727 1.2173 0.37727 1.5743 130.42 130.42 2.21E-30 73.24 4212900

27133 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 1.0548 -1.1785 -0.14191 136.88 136.88 2.04E-03 23.79 138660

27134 LAPILEEAATTLLSDEEVVIAK Unmodified _LAPILEEAATTLLSDEEVVIAK_ Q5EUE0_MAIZE 3 775.76483 2324.2727 0.83781 -0.45142 0.3667 131.65 131.65 6.58E-05 42.12 2034700

27135 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 2 1114.6067 2227.1988 1.2212 0.25572 1.4599 116.26 116.26 2.97E-04 26.16 928640

27136 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 3 743.40687 2227.1988 0.83835 0.74737 1.5681 116.28 116.28 8.74E-04 10.67 200780

27137 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 2 1114.6067 2227.1988 1.2333 0.31371 1.5307 116.73 116.73 7.17E-26 68.12 458050

27138 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 3 743.40687 2227.1988 0.80156 0.36445 1.1493 116.71 116.71 9.62E-03 20.2 173100

27139 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 2 1114.6067 2227.1988 1.1731 0.31519 1.4714 116.86 116.86 1.23E-19 60 300740

27140 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 2 1114.6067 2227.1988 1.1875 0.20604 1.3774 117.04 117.04 8.95E-08 47.94 317670

27141 LAPLAIELSEPYIDGDLTVAK Unmodified _LAPLAIELSEPYIDGDLTVAK_ Q8W0V2_MAIZE 3 743.40687 2227.1988 0.88453 0.24286 1.1112 117.03 117.03 2.97E-04 20.72 86911

27142 LAPPLTISPEELAEASK Unmodified _LAPPLTISPEELAEASK_ B4F8U6_MAIZE 2 883.48274 1764.9509 1.1384 0.16762 1.2778 94.977 94.977 5.62E-03 24.43 703100

27143 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 3 426.91034 1277.7092 0.17412 -0.004546 0.16757 59.672 59.672 7.68E-01 14.28 2363500

27144 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 2 639.86187 1277.7092 0.43694 0.16842 0.60258 59.689 59.689 4.56E-01 76.15 588360

27145 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 3 426.91034 1277.7092 0.048506 -0.10484 -0.058432 61.603 61.603 1.00E+00 0.94 38960
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27146 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 3 426.91034 1277.7092 0.13309 -0.16869 -0.037795 60.994 60.994 7.68E-01 5.15 769610

27147 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 2 639.86187 1277.7092 0.35526 -0.14171 0.21155 60.233 60.233 1.98E-03 64.3 2100100

27148 LAPTIGISVDHR Unmodified _LAPTIGISVDHR_ B6T5F2_MAIZE 3 426.91034 1277.7092 0.075166 -0.017264 0.055591 60.235 60.235 2.46E-02 24.24 9345300

27149 LAQEKPFTPK Unmodified _LAQEKPFTPK_ B6SS66_MAIZE 2 579.82951 1157.6445 0.24061 -0.20767 0.015704 39.436 39.436 7.11E-01 27.08 136100

27150 LAQEKPFTPK Unmodified _LAQEKPFTPK_ B6SS66_MAIZE 3 386.88876 1157.6445 0.56916 0.26436 0.81574 39.27 39.27 5.86E-01 14.91 786270

27151 LAQENSTYAR Unmodified _LAQENSTYAR_ B6SSQ5_MAIZE 2 576.78583 1151.5571 0.23233 0.44335 0.64559 34.046 34.046 2.81E-03 66.44 116700

27152 LAQFDR Unmodified _LAQFDR_ B6UHU1_MAIZE 2 375.20067 748.38679 0.60473 0.14562 0.73871 37.522 37.522 9.46E-01 17.88 159160

27153 LAQFDR Unmodified _LAQFDR_ B6UHU1_MAIZE 2 375.20067 748.38679 0.72809 -0.28111 0.43683 40.2 40.2 5.26E-01 23.77 339510

27154 LAQFDR Unmodified _LAQFDR_ B6UHU1_MAIZE 2 375.20067 748.38679 0.66681 -0.36935 0.28652 39.501 39.501 2.64E-01 31.62 512850

27155 LAQFDR Unmodified _LAQFDR_ B6UHU1_MAIZE 2 375.20067 748.38679 0.64962 0.73219 1.3677 40.06 40.06 5.26E-01 25.31 802160

27156 LAQFDR Unmodified _LAQFDR_ B6UHU1_MAIZE 2 375.20067 748.38679 0.71032 -0.023863 0.67484 40.012 40.012 2.64E-01 33.17 1658500

27157 LAQFQQQLEK Unmodified _LAQFQQQLEK_ B4FJ73_MAIZE 2 616.83532 1231.6561 0.26762 0.37444 0.62535 56.372 56.372 1.84E-04 47.75 80951

27158 LAQFQQQLEK Unmodified _LAQFQQQLEK_ B4FJ73_MAIZE 2 616.83532 1231.6561 0.24855 0.17911 0.41127 57.584 57.584 1.84E-04 55.47 2186900

27159 LAQGEYIAPEK Unmodified _LAQGEYIAPEK_ B6SWC4_MAIZE 2 609.82188 1217.6292 0.29677 0.15785 0.42307 47.66 47.66 1.67E-02 45.03 797750

27160 LAQGYVR Unmodified _LAQGYVR_ B6SQM6_MAIZE 2 403.7296 805.44464 0.10235 0.42893 0.51539 39.528 39.528 1.86E-01 32.46 193800

27161 LAQILLPGLAAVCVDGTTGDPFR Unmodified _LAQILLPGLAAVCVDGTTGDPFR_ B4FHD0_MAIZE 2 1192.6358 2383.257 1.1739 -0.025504 1.1597 121.32 121.32 5.36E-22 74.3 979130

27162 LAQTTTTQLSAPGFAGAIR Unmodified _LAQTTTTQLSAPGFAGAIR_ B4FJE0_MAIZE 2 952.51544 1903.0163 1.1819 0.10922 1.2912 77.283 77.283 5.89E-20 70.97 1295600

27163 LAQTTTTQLSAPGFAGAIR Unmodified _LAQTTTTQLSAPGFAGAIR_ B4FJE0_MAIZE 2 952.51544 1903.0163 1.1373 -0.088582 1.0494 77.895 77.895 1.84E-40 75.73 500950

27164 LAQTTTTQLSAPGFAGAIR Unmodified _LAQTTTTQLSAPGFAGAIR_ B4FJE0_MAIZE 2 952.51544 1903.0163 1.1651 0.016589 1.1826 78.322 78.322 1.06E-14 62.87 381080

27165 LAQTTTTQLSAPGFAGAIR Unmodified _LAQTTTTQLSAPGFAGAIR_ B4FJE0_MAIZE 2 952.51544 1903.0163 1.2495 -0.14294 1.1071 77.701 77.701 5.57E-58 91.6 493220

27166 LASDQFLSK Unmodified _LASDQFLSK_ B6U705_MAIZE 2 504.77166 1007.5288 -0.097847 0.22756 0.11674 56.614 56.614 3.32E-02 29.47 960180

27167 LASFYER Unmodified _LASFYER_ VATA_MAIZE B6 2 443.22689 884.43922 0.049333 0.31569 0.33634 51.518 51.518 1.86E-01 35.04 5540800

27168 LASFYER Unmodified _LASFYER_ VATA_MAIZE B6 2 443.22689 884.43922 -0.098082 0.75967 0.63283 51.596 51.596 1.86E-01 32.53 1733800

27169 LASFYER Unmodified _LASFYER_ VATA_MAIZE B6 2 443.22689 884.43922 0.010026 0.44332 0.42504 53.76 53.76 7.83E-01 35.95 3065100

27170 LASFYER Unmodified _LASFYER_ VATA_MAIZE B6 2 443.22689 884.43922 -0.14238 0.54245 0.37179 53.824 53.824 4.49E-02 36.6 17188000

27171 LASFYER Unmodified _LASFYER_ VATA_MAIZE B6 2 443.22689 884.43922 0.0064824 0.27483 0.2542 53.543 53.543 1.00E+00 1.55 1309600

27172 LASLADLYVNDAFGTAHR Unmodified _LASLADLYVNDAFGTAHR_ B6STH5_MAIZE 3 645.3304 1932.9694 0.4833 -0.1183 0.35618 97.324 97.324 1.19E-01 38.88 575430

27173 LASLADLYVNDAFGTAHR Unmodified _LASLADLYVNDAFGTAHR_ B6STH5_MAIZE 3 645.3304 1932.9694 0.44695 1.2995 1.7353 96.799 96.799 2.10E-02 17.75 1042100

27174 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.18019 0.19946 0.35041 74.919 74.919 2.81E-03 64.38 2654700

27175 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.16513 -0.16031 -0.022651 75.827 75.827 3.43E-01 53.47 20226

27176 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.12686 0.1311 0.22831 75.307 75.307 4.40E-02 57.85 1885900

27177 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.17506 0.15054 0.29621 76.028 76.028 1.62E-03 58 2699200

27178 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.11929 0.07965 0.17013 75.632 75.632 1.62E-03 59.07 7664200

27179 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.19101 -0.18388 -0.020541 76.049 76.049 4.40E-02 69.06 421070
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27180 LASLDEYISR Unmodified _LASLDEYISR_ B6U0V6_MAIZE 2 583.80623 1165.5979 0.10948 -0.008722 0.071789 75.919 75.919 2.81E-03 54.84 1097300

27181 LASLPGR Unmodified _LASLPGR_ B4FJB5_MAIZE 2 357.21886 712.42317 0.94176 2.2578 3.1686 42.078 42.078 7.83E-01 18.75 1489600

27182 LASLPGR Unmodified _LASLPGR_ B4FJB5_MAIZE 2 357.21886 712.42317 0.63358 -0.072099 0.53831 42.409 42.409 8.04E-02 36.22 2519600

27183 LASLPGR Unmodified _LASLPGR_ B4FJB5_MAIZE 2 357.21886 712.42317 0.92387 -0.14478 0.7564 43.509 43.509 1.00E+00 16.04 208430

27184 LASLPGR Unmodified _LASLPGR_ B4FJB5_MAIZE 2 357.21886 712.42317 0.71771 0.13116 0.82598 45.661 45.661 1.00E+00 10.1 325820

27185 LASQVSETEVAR Unmodified _LASQVSETEVAR_ B4FR35_MAIZE 2 645.33842 1288.6623 0.43895 0.036129 0.46143 47.288 47.288 2.62E-07 69.05 1262800

27186 LASSSPAAAAAVPNPISR Unmodified _LASSSPAAAAAVPNPISR_ B4FAW1_MAIZE 2 840.45739 1678.9002 1.03 0.25647 1.2616 66.101 66.101 2.67E-02 35.67 116620

27187 LASSYPNFK Unmodified _LASSYPNFK_ B6TCK3_MAIZE 2 513.76637 1025.5182 -0.14686 -0.018934 -0.18876 53.891 53.891 1.01E-02 34.89 6289000

27188 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.40879 -0.015443 0.39078 88.668 88.668 4.24E-03 38.73 7384700

27189 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 2 960.48414 1918.9537 1.179 -0.11498 1.0609 88.611 88.611 8.94E-06 85.61 1207500

27190 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.38842 0.23367 0.61891 89.331 89.331 2.12E-07 45.29 2613900

27191 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 2 960.48414 1918.9537 1.1117 -0.047731 1.061 89.295 89.295 2.85E-09 113.25 250460

27192 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.41086 0.15546 0.56312 89.544 89.544 5.85E-01 12.27 4338600

27193 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 2 960.48414 1918.9537 1.1202 -0.436 0.68119 89.475 89.475 8.94E-06 100.41 403430

27194 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.40049 0.22561 0.6233 89.279 89.279 2.73E-10 59.98 5558400

27195 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 2 960.48414 1918.9537 1.1441 -0.3226 0.81922 89.225 89.225 3.69E-03 63.86 548610

27196 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.37943 0.1554 0.5319 89.401 89.401 4.30E-22 57.04 20697000

27197 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 2 960.48414 1918.9537 1.1453 -0.10724 1.0348 89.322 89.322 2.85E-09 80.34 3041800

27198 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.37737 0.25777 0.63086 89.037 89.037 1.00E+00 12.73 2004800

27199 LASVADLYVNDAFGTAHR Unmodified _LASVADLYVNDAFGTAHR_ B4G0K4_MAIZE 3 640.65852 1918.9537 0.39295 -0.039993 0.35031 90.787 90.787 2.20E-01 10.44 460440

27200 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.3188 -0.072497 1.2347 45.977 45.977 9.46E-01 21.38 940330

27201 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.0555 -0.35339 0.69173 47.151 47.151 5.26E-01 26.63 248870

27202 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 3.1565 46.06 46.06 7.51E-02 28.43

27203 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.0461 48.23 48.23 7.51E-02 32.8

27204 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.2599 -0.44804 0.80047 47.692 47.692 5.26E-01 31.08 716580

27205 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.2134 -0.039439 1.1617 48.303 48.303 2.64E-01 38.12 717850

27206 LASVFK Unmodified _LASVFK_ Q5EUD6_MAIZE 2 332.70506 663.39556 1.2718 -0.46434 0.79488 48.731 48.731 2.64E-01 41.84 11619000

27207 LASVYSEVQTNR Unmodified _LASVYSEVQTNR_ B6U1H6_MAIZE 2 683.8517 1365.6888 0.58236 -0.016844 0.55333 57.932 57.932 1.68E-09 67 975200

27208 LASVYSEVQTNR Unmodified _LASVYSEVQTNR_ B6U1H6_MAIZE 2 683.8517 1365.6888 0.52405 -0.046093 0.46595 57.807 57.807 2.05E-12 92.72 4000300

27209 LASVYSEVQTSR Unmodified _LASVYSEVQTSR_ B4FQM2_MAIZE 2 670.34625 1338.6779 0.57575 0.21305 0.78014 56.293 56.293 1.11E-04 59.11 955920

27210 LASVYSEVQTSR Unmodified _LASVYSEVQTSR_ B4FQM2_MAIZE 2 670.34625 1338.6779 0.51743 -0.01097 0.49806 56.639 56.639 2.05E-12 97.11 777790

27211 LASVYSEVQTSR Unmodified _LASVYSEVQTSR_ B4FQM2_MAIZE 2 670.34625 1338.6779 0.53397 0.132 0.65685 58.418 58.418 7.72E-03 47.7 1445400

27212 LASVYSEVQTSR Unmodified _LASVYSEVQTSR_ B4FQM2_MAIZE 2 670.34625 1338.6779 0.45877 0.16354 0.61355 58.266 58.266 2.05E-12 91.84 7946000

27227 LATADILTGLSK Unmodified _LATADILTGLSK_ B4FJN0_MAIZE 2 601.85318 1201.6918 0.19148 0.14562 0.32402 85.087 85.087 6.74E-02 35.12 540600
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27228 LATADLVNAGFTNVR Unmodified _LATADLVNAGFTNVR_ B6U6J1_MAIZE 2 781.42028 1560.826 0.82201 -0.60933 0.21259 86.168 86.168 1.12E-07 71.02 261340

27229 LATASSDFTVK Unmodified _LATASSDFTVK_ B4FQL2_MAIZE 2 570.30078 1138.587 0.15444 0.35623 0.51189 53.402 53.402 4.96E-02 24.72 1722000

27230 LATASSDFTVK Unmodified _LATASSDFTVK_ B4FQL2_MAIZE 2 570.30078 1138.587 0.095805 0.58797 0.68414 53.648 53.648 3.83E-01 44.36 415750

27231 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.09274 -0.25166 -0.36592 42.224 42.224 1.90E-02 42.52 14264000

27232 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.17452 0.31749 0.1207 41.619 41.619 1.90E-02 47.74 2809000

27233 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.07487 -0.085398 -0.18072 44.366 44.366 5.06E-02 30.92 4239900

27234 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.13801 0.006824 -0.15182 44.44 44.44 3.77E-01 42.1 2484700

27235 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.081946 0.00971 -0.092566 44.239 44.239 5.06E-02 42.08 5050500

27236 LATEELCK Unmodified _LATEELCK_ B4FBC2_MAIZE 2 482.24442 962.47428 -0.11571 -3.6141 -3.7423 42.465 42.465 5.06E-02 31.93 1521300

27237 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 2 1337.7255 2673.4364 1.1094 0.24846 1.3639 124.4 124.4 1.02E-07 53.23 333910

27238 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 2 1337.7255 2673.4364 1.1688 0.18933 1.3643 125.11 125.11 4.52E-05 23.53 241750

27239 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 3 892.15275 2673.4364 1.2065 0.50015 1.712 124.6 124.6 2.18E-06 23.69 492730

27240 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 2 1337.7255 2673.4364 1.2643 0.27834 1.5489 124.59 124.59 6.30E-04 32.27 247820

27241 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 2 1337.7255 2673.4364 1.1583 0.30142 1.4658 125.25 125.25 4.63E-02 17.75 864530

27242 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 3 892.15275 2673.4364 1.1355 -0.33745 0.80456 125.23 125.23 9.27E-08 31.09 1318800

27243 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 3 892.15275 2673.4364 1.0983 0.16442 1.2688 124.5 124.5 2.18E-06 22.96 6760500

27244 LATIPSSVVVLTPETFDSIVLDETK Unmodified _LATIPSSVVVLTPETFDSIVLDETK_ B6TMB2_MAIZE 2 1337.7255 2673.4364 1.142 0.073526 1.2213 124.5 124.5 6.30E-04 32.28 4677400

27245 LATLLNAISSR Unmodified _LATLLNAISSR_ Q6R9J5_MAIZE 2 579.84569 1157.6768 0.033093 0.33161 0.33432 83.833 83.833 4.43E-05 62.85 209270

27246 LATLLNAISSR Unmodified _LATLLNAISSR_ Q6R9J5_MAIZE 2 579.84569 1157.6768 0.1096 0.22693 0.3064 83.501 83.501 1.47E-01 38.27 171310

27247 LATNLENLILK Unmodified _LATNLENLILK_ B4G0T5_MAIZE 2 621.37682 1240.7391 0.36096 0.37636 0.70117 91.51 91.51 4.96E-02 28.62 981690

27248 LATNLENLILK Unmodified _LATNLENLILK_ B4G0T5_MAIZE 2 621.37682 1240.7391 0.31377 0.40633 0.68434 92.267 92.267 1.47E-01 21.75 263750

27249 LATNLENLILK Unmodified _LATNLENLILK_ B4G0T5_MAIZE 2 621.37682 1240.7391 0.35815 0.41995 0.7422 92.272 92.272 7.60E-01 23.47 544910

27250 LATPETEYGR Unmodified _LATPETEYGR_ CAPP2_MAIZE 2 568.78275 1135.551 0.14314 0.19682 0.32236 47.273 47.273 3.43E-01 30.39 875710

27251 LATPETEYGR Unmodified _LATPETEYGR_ CAPP2_MAIZE 2 568.78275 1135.551 0.051133 0.1489 0.18226 46.916 46.916 4.40E-02 44.39 377080

27252 LATPETEYGR Unmodified _LATPETEYGR_ CAPP2_MAIZE 2 568.78275 1135.551 0.14528 0.22196 0.35005 49.448 49.448 4.40E-02 31.55 488730

27253 LATPTFGDLNHLISATMSGVTCCLR Unmodified _LATPTFGDLNHLISATMSGVTCCLR_ TBB7_MAIZE 3 912.44863 2734.3241 1.078 -0.17617 0.91238 125.08 125.08 1.40E-09 56.32 2018400

27254 LATPTFGDLNHLISATMSGVTCCLR Oxidation (M) _LATPTFGDLNHLISATM(ox)SGVTCCLR_ TBB7_MAIZE 3 917.78027 2750.319 1.1617 -0.4109 0.76348 117.38 117.38 2.57E-06 29.54 190230

27255 LATPTFGDLNHLISATMSGVTCCLR Oxidation (M) _LATPTFGDLNHLISATM(ox)SGVTCCLR_ TBB7_MAIZE 3 917.78027 2750.319 1.2541 -0.49335 0.77322 117.05 117.05 2.00E-01 16.12 61396

27256 LATPTFGDLNHLISATMSGVTCCLR Oxidation (M) _LATPTFGDLNHLISATM(ox)SGVTCCLR_ TBB7_MAIZE 3 917.78027 2750.319 1.161 -0.30396 0.86965 117.79 117.79 2.90E-10 37.5 708840

27257 LATPTFGDLNHLISATMSGVTCCLR Oxidation (M) _LATPTFGDLNHLISATM(ox)SGVTCCLR_ TBB7_MAIZE 3 917.78027 2750.319 1.1535 -0.49921 0.66707 119.48 119.48 7.46E-18 55.96 1340100

27258 LATPTFGDLNHLISATMSGVTCCLR Oxidation (M) _LATPTFGDLNHLISATM(ox)SGVTCCLR_ TBB7_MAIZE 4 688.58702 2750.319 0.70374 -0.63665 0.07916 119.47 119.47 1.00E+00 0.45 363270

27259 LATSGLPVVEATSFVSPK Unmodified _LATSGLPVVEATSFVSPK_ B4FFY3_MAIZE 2 901.99856 1801.9826 1.1371 0.3493 1.4897 94.321 94.321 5.25E-26 83.31 719660

27260 LATYSTGYPLALVSLGR Unmodified _LATYSTGYPLALVSLGR_ B6T7M6_MAIZE 2 891.49344 1780.9723 1.1452 -0.11196 1.0252 104.17 104.17 1.02E-03 61.57 579190

27261 LAVAAHSS Unmodified _LAVAAHSS_ B4FWN1_MAIZE 2 378.20595 754.39735 0.86075 0.36558 1.2058 26.28 26.28 3.77E-01 28.1 20589
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27262 LAVAAHSS Unmodified _LAVAAHSS_ B4FWN1_MAIZE 2 378.20595 754.39735 0.54709 0.35769 0.88636 28.766 28.766 1.00E+00 19.34 7981.8

27263 LAVAEEAEER Unmodified _LAVAEEAEER_ B4G0E8_MAIZE 2 558.78021 1115.5459 0.079726 -0.88149 -0.84077 45.701 45.701 2.81E-03 42.72 26838

27264 LAVETYNK Unmodified _LAVETYNK_ B6TV55_MAIZE 2 469.2531 936.49165 -0.14693 0.2231 0.050637 44.875 44.875 1.65E-01 22.07 213990

27265 LAVETYNKR Unmodified _LAVETYNKR_ B6TV55_MAIZE 3 365.20486 1092.5928 0.87285 0.2958 1.1386 36.123 36.123 2.35E-01 28 1349700

27266 LAVETYNKR Unmodified _LAVETYNKR_ B6TV55_MAIZE 2 547.30366 1092.5928 0.03193 -0.093183 -0.088286 36.119 36.119 3.32E-02 47.63 490150

27267 LAVETYNKR Unmodified _LAVETYNKR_ B6TV55_MAIZE 2 547.30366 1092.5928 -0.0031592 0.071935 0.041371 39.757 39.757 3.39E-01 45.85 63191

27268 LAVETYNKR Unmodified _LAVETYNKR_ B6TV55_MAIZE 3 365.20486 1092.5928 0.65312 0.34102 0.96402 39.765 39.765 9.63E-01 16.74 188850

27269 LAVEVVDAVVR Unmodified _LAVEVVDAVVR_ B4F872_MAIZE 2 585.34806 1168.6816 0.21156 0.28914 0.50626 81.114 81.114 4.48E-03 46.98 1054900

27270 LAVFVSGGGSNFR Unmodified _LAVFVSGGGSNFR_ B4FNP2_MAIZE 2 655.84622 1309.6779 0.45562 0.92851 1.396 71.687 71.687 2.61E-08 50.97 328060

27271 LAVLQFYK Unmodified _LAVLQFYK_ Q6LCT7_MAIZE 2 491.29203 980.5695 -0.067835 0.048318 -0.034349 80.13 80.13 3.48E-02 47.2 6054800

27272 LAVLQFYK Unmodified _LAVLQFYK_ Q6LCT7_MAIZE 2 491.29203 980.5695 -0.1878 -0.046501 -0.24864 82.459 82.459 5.06E-02 47.02 97820

27273 LAVLQFYK Unmodified _LAVLQFYK_ Q6LCT7_MAIZE 2 491.29203 980.5695 -0.16545 0.15993 -0.021951 80.983 80.983 2.92E-02 55.53 330210

27274 LAVLQFYK Unmodified _LAVLQFYK_ Q6LCT7_MAIZE 2 491.29203 980.5695 -0.069296 0.16196 0.077676 80.874 80.874 2.92E-02 47.96 591620

27275 LAVLQFYK Unmodified _LAVLQFYK_ Q6LCT7_MAIZE 2 491.29203 980.5695 -0.23212 -0.45091 -0.69675 82.39 82.39 1.90E-02 47.99 5026400

27276 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 3 380.56936 1138.6863 0.74177 -3.7529 -3.0161 95.961 95.961 1.00E+00 3.6 276200

27277 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.081798 -0.089049 -0.021771 95.9 95.9 1.84E-04 61.12 13518000

27278 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.082111 0.15029 0.21854 100.18 100.18 1.45E-01 19.73 28249

27279 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.06798 -0.031204 0.02225 96.725 96.725 2.81E-03 36.31 7099300

27280 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.086577 -0.032325 0.03952 96.62 96.62 5.76E-06 64.68 12221000

27281 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.054382 0.20467 0.24512 96.502 96.502 1.84E-04 62.48 13540000

27282 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.0023496 0.28892 0.27628 96.154 96.154 1.84E-04 56.07 11335000

27283 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.016876 -0.1629 -0.15971 96.414 96.414 5.45E-09 60.43 73328000

27284 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.057989 -0.46151 -0.41712 96.296 96.296 1.25E-02 38.26 3044600

27285 LAVNLIPFPR Unmodified _LAVNLIPFPR_ TBB5_MAIZE B4 2 570.35041 1138.6863 0.081184 0.41716 0.48373 97.894 97.894 1.62E-03 52.45 155860

27286 LAVQLVAGGGGIK Unmodified _LAVQLVAGGGGIK_ B6TZX0_MAIZE 2 591.86388 1181.7132 0.22554 0.10664 0.33362 68.988 68.988 9.49E-01 17.54 1059900

27287 LAVQLVAGGGGIK Unmodified _LAVQLVAGGGGIK_ B6TZX0_MAIZE 2 591.86388 1181.7132 0.22569 0.26846 0.49521 70.385 70.385 5.66E-01 14.6 668920

27288 LAVQLVAGGGGIK Unmodified _LAVQLVAGGGGIK_ B6TZX0_MAIZE 2 591.86388 1181.7132 0.26281 0.080824 0.3458 69.846 69.846 9.49E-01 14.87 354530

27289 LAVQLVAGGGGIK Unmodified _LAVQLVAGGGGIK_ B6TZX0_MAIZE 2 591.86388 1181.7132 0.18057 0.10252 0.28472 69.937 69.937 1.15E-02 48 1539500

27290 LAVVSPLSGDQPLFNEDR Unmodified _LAVVSPLSGDQPLFNEDR_ B6ETR5_MAIZE 2 979.0049 1955.9953 1.2007 0.10715 1.3068 95.353 95.353 2.32E-57 91.77 898970

27291 LAVVSPLSGDQPLFNEDR Unmodified _LAVVSPLSGDQPLFNEDR_ B6ETR5_MAIZE 2 979.0049 1955.9953 1.2158 0.33947 1.5541 95.878 95.878 8.00E-45 82.92 486240

27292 LAVVSPLSGDQPLFNEDR Unmodified _LAVVSPLSGDQPLFNEDR_ B6ETR5_MAIZE 2 979.0049 1955.9953 1.1634 0.051171 1.2141 95.974 95.974 8.00E-45 99.3 576850

27293 LAVVSPLSGDQPLFNEDR Unmodified _LAVVSPLSGDQPLFNEDR_ B6ETR5_MAIZE 2 979.0049 1955.9953 1.2264 0.15543 1.3812 95.401 95.401 8.00E-45 90.93 1164700

27294 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.3949 0.020271 1.4106 39.915 39.915 2.64E-01 25.63 4466500

27295 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 -0.80646 40.252 40.252 2.29E-03 26.82
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27296 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 -0.80646 40.913 40.913 2.29E-03 45.69

27297 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 -0.80646 41.434 41.434 6.22E-01 6.18

27298 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.2571 0.14655 1.4007 39.516 39.516 5.26E-01 25.91 561750

27299 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.5708 -0.31898 1.2489 41.998 41.998 9.46E-01 13.38 398940

27300 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.4027 -0.071646 1.3268 41.348 41.348 5.26E-01 27.22 656860

27301 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.4663 0.10586 1.5701 41.667 41.667 9.46E-01 25.05 938280

27302 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.3249 0.16337 1.4834 39.912 39.912 2.64E-01 28.52 1301600

27303 LAVVVK Unmodified _LAVVVK_ B4FW18_MAIZE 2 314.72325 627.43195 1.3627 0.38154 1.7394 43.572 43.572 2.64E-01 32.03 618860

27304 LAVVVKVMGR Oxidation (M) _LAVVVKVM(ox)GR_ B4FW18_MAIZE 2 544.33644 1086.6583 -0.050877 0.022851 -0.024039 50.724 50.724 1.22E-01 18 42346

27305 LAVVVKVMGR Oxidation (M) _LAVVVKVM(ox)GR_ B4FW18_MAIZE 3 363.22672 1086.6583 0.76979 0.37439 1.1474 50.79 50.79 2.94E-01 20.49 49585

27306 LAWHSAGTFDVATK Unmodified _LAWHSAGTFDVATK_ B4G031_MAIZE 3 501.92454 1502.7518 -0.047108 -0.14652 -0.18877 68.039 68.039 1.98E-02 25.98 1131400

27307 LAWHSAGTFDVSSR Unmodified _LAWHSAGTFDVSSR_ B6TM55_MAIZE 3 511.91967 1532.7372 -0.10306 -0.080616 -0.17856 68.989 68.989 1.00E+00 14.38 18039

27308 LAWHSAGTFDVSSR Unmodified _LAWHSAGTFDVSSR_ B6TM55_MAIZE 3 511.91967 1532.7372 -0.07886 -0.26364 -0.3383 67.963 67.963 1.83E-01 11.24 837920

27309 LAWHSAGTFDVSSR Unmodified _LAWHSAGTFDVSSR_ B6TM55_MAIZE 2 767.37587 1532.7372 0.84138 -0.25923 0.58649 67.766 67.766 3.40E-25 72.32 781640

27310 LAWHSAGTFDVSSR Unmodified _LAWHSAGTFDVSSR_ B6TM55_MAIZE 3 511.91967 1532.7372 -0.10602 -0.15223 -0.2536 68.495 68.495 2.65E-04 39.94 7162600

27311 LAWNPPMNLDFLR Oxidation (M) _LAWNPPM(ox)NLDFLR_ B4FQA9_MAIZE 2 801.90849 1601.8024 1.0028 0.45945 1.4495 106.48 106.48 7.84E-04 24.49 208390

27312 LAYDGFLSK Unmodified _LAYDGFLSK_ B6UAK0_MAIZE 2 507.26875 1012.5229 -0.084961 0.29028 0.19086 73.671 73.671 9.73E-03 29.6 1887400

27313 LAYGEDSDFIK Unmodified _LAYGEDSDFIK_ B4F9G1_MAIZE 2 629.30352 1256.5925 0.42226 0.1737 0.58347 69.472 69.472 3.83E-01 15.39 462670

27314 LAYGEDSDFIK Unmodified _LAYGEDSDFIK_ B4F9G1_MAIZE 2 629.30352 1256.5925 0.4418 0.27722 0.70545 69.551 69.551 7.60E-01 6.88 348510

27315 LAYGEDSDFIK Unmodified _LAYGEDSDFIK_ B4F9G1_MAIZE 2 629.30352 1256.5925 0.38384 0.21883 0.59043 69.972 69.972 5.66E-08 54.46 1763700

27316 LAYGEDSDFIK Unmodified _LAYGEDSDFIK_ B4F9G1_MAIZE 2 629.30352 1256.5925 0.29466 0.098508 0.38089 69.976 69.976 3.57E-04 44.07 7146100

27317 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.182 -0.062274 1.0967 80.642 80.642 1.48E-51 102.36 1181500

27318 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1424 -0.16694 0.95292 80.94 80.94 1.82E-38 82.16 1293700

27319 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1197 -0.20653 0.89087 81.551 81.551 1.09E-40 59.65 1782200

27320 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1202 -0.087976 1.0098 81.207 81.207 5.87E-44 95.43 1741300

27321 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1499 -0.072111 1.0556 81.605 81.605 1.48E-51 105.98 4796600

27322 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1585 -0.22075 0.91554 81.562 81.562 7.10E-60 95.79 15402000

27323 LAYIALDYDQEMETAK Oxidation (M) _LAYIALDYDQEM(ox)ETAK_ B6TQ08_MAIZE 2 945.4455 1888.8764 1.1586 -0.13005 1.0067 80.866 80.866 1.09E-40 106.43 554130

27324 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.1751 0.093356 1.2431 89.792 89.792 1.82E-38 81.35 1888100

27325 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.1399 -0.11764 0.99745 89.755 89.755 5.87E-44 94.47 329620

27326 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.1537 -0.023421 1.1059 90.007 90.007 1.42E-33 93.72 468600

27327 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.1411 -0.22577 0.89094 89.587 89.587 1.82E-38 90.85 512300

27328 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.2712 -0.87552 0.3724 89.522 89.522 1.42E-33 68.13 169500

27329 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.1477 -0.85136 0.27208 90.111 90.111 1.82E-38 108.01 1393600
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27330 LAYIALDYDQEMETAK Unmodified _LAYIALDYDQEMETAK_ B6TQ08_MAIZE 2 937.44804 1872.8815 1.156 -0.21538 0.91555 90.19 90.19 5.87E-44 78.28 3980200

27331 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.1928 0.23206 1.3937 97.853 97.853 5.87E-44 90.16 685040

27332 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.139 0.29546 1.4038 98.325 98.325 1.42E-33 87.89 421440

27333 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.1487 0.2445 1.3626 98.507 98.507 1.82E-38 87.22 479900

27334 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.1533 0.15932 1.2817 98.33 98.33 1.82E-38 85.05 489770

27335 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.2647 0.20574 1.4399 97.987 97.987 7.73E-25 77.75 282820

27336 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.1936 0.32221 1.4846 98.642 98.642 1.82E-38 87.36 642820

27337 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.164 0.15799 1.2909 98.619 98.619 5.87E-44 91.27 2709400

27338 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.2048 -0.32249 0.85252 104.9 104.9 1.42E-33 86.25 393730

27339 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 0.12199 101.51 101.51 4.07E-12 51.76

27340 LAYIALDYEQELETAK Unmodified _LAYIALDYEQELETAK_ B4F989_MAIZE 2 935.47766 1868.9408 1.1852 0.39905 1.5529 98.351 98.351 1.27E-09 43.48 161420

27341 LAYIILYVR Unmodified _LAYIILYVR_ B6SGF3_MAIZE 2 562.34733 1122.6801 0.19075 1.2266 1.3851 94.463 94.463 1.00E+00 9.72 227240

27342 LAYIILYVR Unmodified _LAYIILYVR_ B6SGF3_MAIZE 2 562.34733 1122.6801 -0.034244 -0.87821 -0.93977 96.56 96.56 3.32E-02 36.54 477830

27343 LAYVALDYDQELENAK Unmodified _LAYVALDYDQELENAK_ B4FRH8_MAIZE 2 927.95963 1853.9047 1.1332 -0.59606 0.51277 88.191 88.191 1.82E-38 95.93 1047900

27344 LAYVALDYEQELETAR Unmodified _LAYVALDYEQELETAR_ B4FPG2_MAIZE 2 942.47291 1882.9313 1.2128 0.21748 1.4052 95.079 95.079 1.82E-38 94.91 514810

27345 LAYVALEYDQELENAK Unmodified _LAYVALEYDQELENAK_ P93637_MAIZE 2 934.96746 1867.9204 1.1954 0.003316 1.1679 88.551 88.551 5.87E-44 71.21 1049900

27346 LCAALAGAGHAVR Unmodified _LCAALAGAGHAVR_ B4FED4_MAIZE 3 422.89603 1265.6663 0.10008 0.34931 0.44033 49.299 49.299 1.19E-10 49.45 36261

27347 LCAELQDFMR Oxidation (M) _LCAELQDFM(ox)R_ B4FZU9_MAIZE 2 649.79702 1297.5795 0.46453 -0.45063 0.010043 70.06 70.06 9.71E-04 43.12 808390

27348 LCAELQDFMR Oxidation (M) _LCAELQDFM(ox)R_ B4FZU9_MAIZE 2 649.79702 1297.5795 0.41439 0.35787 0.76794 70.048 70.048 6.54E-11 49.48 2615400

27349 LCAELQDFMR Unmodified _LCAELQDFMR_ B4FZU9_MAIZE 2 641.79956 1281.5846 0.43256 0.053831 0.47852 86.155 86.155 1.84E-04 35.95 1356200

27350 LCAELQDFMR Unmodified _LCAELQDFMR_ B4FZU9_MAIZE 2 641.79956 1281.5846 0.38687 0.25435 0.63286 85.759 85.759 1.62E-03 41.58 2902600

27351 LCAHPAVVDAIPDADKFVEFSVTYGSFSKPINAPAK Unmodified _LCAHPAVVDAIPDADKFVEFSVTYGSFSKPINAPAK_ B4FS52_MAIZE 5 773.19622 3860.9447 0.88162 0.13919 1.0221 129.7 129.7 2.35E-01 11.5 1631300

27352 LCAVMLDTVGPELQVVNK Unmodified _LCAVMLDTVGPELQVVNK_ B4F9G8_MAIZE 2 993.52356 1985.0326 1.224 -0.27428 0.95606 98.725 98.725 3.54E-16 55.27 379390

27353 LCDAVEDLR Unmodified _LCDAVEDLR_ B4G087_MAIZE 2 545.7635 1089.5125 -0.026123 -0.23772 -0.26526 58.703 58.703 1.01E-02 37.34 33740

27354 LCDAVEDLR Unmodified _LCDAVEDLR_ B4G087_MAIZE 2 545.7635 1089.5125 -0.073532 -0.15343 -0.22975 60.914 60.914 3.89E-04 49.26 2971000

27355 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 2 693.84704 1385.6795 0.6521 -0.58545 0.069908 63.572 63.572 3.60E-06 63.56 1140700

27356 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.027232 -0.50029 -0.52429 63.574 63.574 9.88E-04 25.21 4570800

27357 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.16463 -0.41557 -0.57783 64.278 64.278 7.13E-05 25.66 938310

27358 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.0028518 -0.26489 -0.2649 65.36 65.36 1.91E-02 26 2207400

27359 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 2 693.84704 1385.6795 0.63463 -0.23602 0.4012 65.357 65.357 3.60E-06 59.11 338080

27360 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.01187 0.10945 0.098808 64.763 64.763 7.13E-05 25.54 1398900

27361 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 2 693.84704 1385.6795 0.69746 0.28914 0.98833 64.772 64.772 5.66E-08 47.89 212550

27362 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.084243 0.10236 0.020181 65.117 65.117 9.88E-04 32.28 777320

27363 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.10229 -0.77554 -0.87354 65.145 65.145 4.33E-07 29.65 19620000
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27364 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 2 693.84704 1385.6795 0.6253 -0.38944 0.23822 65.144 65.144 1.62E-12 61.83 2860500

27365 LCDLCHITLNK Unmodified _LCDLCHITLNK_ B4FBF4_MAIZE 3 462.90045 1385.6795 -0.044832 0.010677 -0.031441 64.241 64.241 7.13E-05 25.42 1007600

27366 LCDQVSDAVLDACLAEDPDSK Unmodified _LCDQVSDAVLDACLAEDPDSK_ B4FAD1_MAIZE 2 1161.0172 2320.0199 1.212 -0.25283 0.96535 89.953 89.953 6.01E-71 98.32 1106200

27367 LCDQVSDAVLDACLAEDPDSK Unmodified _LCDQVSDAVLDACLAEDPDSK_ B4FAD1_MAIZE 3 774.34724 2320.0199 0.93125 -0.69894 0.23917 89.9 89.9 2.72E-06 53.69 490130

27368 LCDQVSDAVLDACLAQDPDSK Unmodified _LCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 2 1160.5252 2319.0359 1.1931 -0.012347 1.19 87.618 87.618 4.46E-39 89.69 255160

27369 LCDQVSDAVLDACLAQDPDSK Unmodified _LCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 2 1160.5252 2319.0359 1.1944 0.014411 1.2184 87.305 87.305 6.01E-71 98.21 260720

27370 LCDQVSDAVLDACLAQDPDSK Unmodified _LCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 2 1160.5252 2319.0359 1.3014 -0.24368 1.0676 86.983 86.983 2.39E-60 90.06 220630

27371 LCDQVSDAVLDACLAQDPDSK Unmodified _LCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 2 1160.5252 2319.0359 1.1683 -0.070133 1.1077 87.733 87.733 2.39E-60 101.47 3122700

27372 LCDQVSDAVLDACLAQDPDSK Unmodified _LCDQVSDAVLDACLAQDPDSK_ B6T681_MAIZE 3 774.01923 2319.0359 0.90791 -0.22882 0.6882 87.715 87.715 2.72E-06 60.39 2737900

27373 LCEAICPAQAITIEAEER Unmodified _LCEAICPAQAITIEAEER_ B4FUH1_MAIZE 2 1037.5008 2072.9871 1.1339 -0.37338 0.74354 85.876 85.876 3.67E-78 110.04 927950

27374 LCEAICPAQAITIEAEER Unmodified _LCEAICPAQAITIEAEER_ B4FUH1_MAIZE 3 692.00297 2072.9871 0.67183 -0.521 0.13433 85.907 85.907 9.13E-03 35.54 316860

27375 LCEAICPAQAITIEAEEREDGSR Unmodified _LCEAICPAQAITIEAEEREDGSR_ B4FUH1_MAIZE 3 873.41101 2617.2112 1.0703 -0.3749 0.68091 82.682 82.682 1.96E-03 19.51 903670

27376 LCEAVDDLKVDSFVLGCR Unmodified _LCEAVDDLKVDSFVLGCR_ B4FFW5_MAIZE 3 699.34321 2095.0078 0.60953 -0.32465 0.29837 96.847 96.847 1.51E-39 57.17 2045700

27377 LCEAVDDLKVDSFVLGCR Unmodified _LCEAVDDLKVDSFVLGCR_ B4FFW5_MAIZE 2 1048.5112 2095.0078 1.1561 -2.6564 -1.4848 96.724 96.724 5.25E-26 103.69 167090

27378 LCELLDEAFVR Unmodified _LCELLDEAFVR_ B4FL42_MAIZE 2 682.84757 1363.6806 0.64808 2.7849 3.422 93.782 93.782 1.62E-12 60.83 637710

27379 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.044294 0.025009 -0.0090039 77.57 77.57 3.48E-02 43.67 3082200

27380 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.16846 0.17231 0.013212 78.43 78.43 2.34E-03 59.01 931740

27381 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.051243 -0.048552 -0.090012 78.878 78.878 1.90E-02 44 1012200

27382 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.036834 0.10167 0.073933 78.544 78.544 3.48E-02 47.85 775320

27383 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.058418 -0.17686 -0.22429 78.352 78.352 1.90E-02 43.1 207760

27384 LCFFASVR Unmodified _LCFFASVR_ B6TJ78_MAIZE 2 500.25766 998.50077 -0.087659 -0.027801 -0.10545 78.665 78.665 3.48E-02 48.03 3268700

27385 LCGQEQECR Unmodified _LCGQEQECR_ B6TZ91_MAIZE 2 590.24769 1178.4808 0.42523 -0.028392 0.39954 25.204 25.204 1.00E+00 10.31 3471.5

27386 LCGQEQECR Unmodified _LCGQEQECR_ B6TZ91_MAIZE 2 590.24769 1178.4808 0.3494 0.19492 0.54659 25.911 25.911 1.00E+00 22.18 28509

27387 LCGQEQECR Unmodified _LCGQEQECR_ B6TZ91_MAIZE 2 590.24769 1178.4808 0.20151 0.12555 0.32909 25.937 25.937 3.39E-01 15.72 156300

27388 LCLEAER Unmodified _LCLEAER_ B4FCK0_MAIZE 2 445.72365 889.43275 -0.05315 0.028902 -0.050677 48.436 48.436 4.49E-02 29.16 10949000

27389 LCLEVER Unmodified _LCLEVER_ B6TWE1_MAIZE 2 459.7393 917.46405 -0.11002 0.47212 0.34659 58.424 58.424 8.04E-02 32.86 2943500

27390 LCMFVANDPTTK Unmodified _LCMFVANDPTTK_ B6SWZ4_MAIZE 2 698.8336 1395.6527 0.68245 0.081794 0.77201 69.996 69.996 1.60E-02 14.8 387720

27391 LCPDAYSYAK Unmodified _LCPDAYSYAK_ B6TGN8_MAIZE 2 594.2737 1186.5329 0.17488 0.21006 0.36884 53.274 53.274 3.43E-01 18.66 1674100

27392 LCPEHTPEVYHFDR Unmodified _LCPEHTPEVYHFDR_ B6TDT6_MAIZE 4 450.7097 1798.8097 0.027467 -0.35548 -0.32377 58.885 58.885 2.07E-01 7.55 937710

27393 LCPGVVSCADILAIAAR Unmodified _LCPGVVSCADILAIAAR_ B4FBC8_MAIZE 2 893.47113 1784.9277 1.117 -0.32946 0.78965 101.24 101.24 8.28E-39 99.66 475670

27394 LCQVIHDTPLSCLVIGSR Unmodified _LCQVIHDTPLSCLVIGSR_ B6TC12_MAIZE 3 690.02745 2067.0605 0.53519 -0.003901 0.54456 94.186 94.186 4.24E-03 35.01 1904200

27395 LCQVIHDTPLSCLVIGSR Unmodified _LCQVIHDTPLSCLVIGSR_ B6TC12_MAIZE 2 1034.5375 2067.0605 1.1814 -0.009707 1.1844 94.171 94.171 2.85E-09 42.39 139960

27396 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.29719 0.09267 0.37804 77.066 77.066 4.40E-05 53.53 6445500

27397 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.20854 0.33681 0.53432 78.164 78.164 1.25E-02 30.7 253400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

27398 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.2836 -0.025689 0.24763 77.473 77.473 1.84E-04 37.5 1185500

27399 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.3139 -0.099111 0.20488 78.147 78.147 1.62E-03 63.82 2197500

27400 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.27632 -0.17523 0.090169 77.76 77.76 4.40E-05 61.91 2662300

27401 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.3034 0.073613 0.36713 77.598 77.598 1.84E-04 57.04 1639500

27402 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.33755 -0.20821 0.11839 78.126 78.126 2.81E-03 33.06 1425300

27403 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.22552 -0.43335 -0.21823 77.992 77.992 5.76E-06 61.38 24687000

27404 LCSLLDEYTK Unmodified _LCSLLDEYTK_ B4FNM4_MAIZE 2 621.30774 1240.6009 0.29186 -0.30696 -0.024822 77.435 77.435 2.81E-03 35.65 288820

27405 LCSLSPALQEFVGASELAR Unmodified _LCSLSPALQEFVGASELAR_ B6SZA4_MAIZE 2 1024.5277 2047.0408 1.2398 -0.057233 1.1736 110.25 110.25 5.63E-03 29.33 220930

27406 LCVEEVHR Unmodified _LCVEEVHR_ B6UEQ3_MAIZE 2 521.26093 1040.5073 0.016235 -0.14478 -0.12871 40.417 40.417 5.06E-02 38.77 455420

27407 LCVEEVHR Unmodified _LCVEEVHR_ B6UEQ3_MAIZE 3 347.84305 1040.5073 1.1693 0.24172 1.4095 40.674 40.674 3.42E-02 32.52 287880

27408 LDAELK Unmodified _LDAELK_ B6SZS2_MAIZE 2 344.69743 687.38031 1.2018 0.36181 1.5253 37.356 37.356 9.46E-01 16.16 383060

27409 LDAELK Unmodified _LDAELK_ B6SZS2_MAIZE 2 344.69743 687.38031 1.0853 0.27842 1.3251 37.276 37.276 1.00E+00 9.36 15976

27410 LDAELK Unmodified _LDAELK_ B6SZS2_MAIZE 2 344.69743 687.38031 1.1531 0.15768 1.2718 39.118 39.118 5.26E-01 24.08 107110

27411 LDAELK Unmodified _LDAELK_ B6SZS2_MAIZE 2 344.69743 687.38031 1.1941 -0.3605 0.79727 37.285 37.285 5.26E-01 18.32 350490

27412 LDAENAPFFVAK Unmodified _LDAENAPFFVAK_ B4FSA2_MAIZE 2 661.34298 1320.6714 0.55501 -1.2657 -0.72004 80.799 80.799 7.61E-14 66.48 1214400

27413 LDAINDEFK Unmodified _LDAINDEFK_ B6TF74_MAIZE 2 532.76657 1063.5186 -0.1036 -0.0706 -0.19271 64.92 64.92 3.21E-03 39.95 3101000

27414 LDAINDEFK Unmodified _LDAINDEFK_ B6TF74_MAIZE 2 532.76657 1063.5186 -0.10723 0.20165 0.074566 63.354 63.354 9.73E-03 39.12 8833900

27415 LDALLDADDER Unmodified _LDALLDADDER_ B6TY52_MAIZE 2 623.30151 1244.5885 0.36724 -0.5576 -0.20704 68.027 68.027 1.47E-01 9.01 567930

27416 LDANEEEVER Unmodified _LDANEEEVER_ B6UED8_MAIZE 2 602.27803 1202.5415 0.24926 0.04294 0.26034 44.187 44.187 1.84E-04 83.19 921520

27417 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.14026 0.56303 0.69607 93.114 93.114 9.33E-20 38.82 6672600

27418 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0908 0.23891 1.3234 93.12 93.12 2.37E-16 56.7 1009200

27419 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.14537 0.26371 0.40248 96.634 96.634 5.46E-07 35.06 6609100

27420 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0784 0.25737 1.3295 96.626 96.626 6.37E-03 22.41 1101800

27421 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.10372 0.32897 0.42552 93.775 93.775 1.65E-10 37.05 4638100

27422 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0475 -0.007832 1.0335 93.767 93.767 7.01E-11 61.2 700780

27423 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.10362 0.003703 0.10021 97.337 97.337 1.95E-05 23.83 5735700

27424 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0543 0.11443 1.1626 97.347 97.347 2.05E-04 39.94 666710

27425 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.14794 0.27828 0.41876 93.805 93.805 5.46E-07 41.96 3324300

27426 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0715 0.10469 1.1699 93.795 93.795 7.01E-11 41.73 417810

27427 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.14766 0.023947 0.1645 97.319 97.319 1.95E-05 29 5541400

27428 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0762 0.39651 1.4657 97.32 97.32 1.12E-07 42.31 689960

27429 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.12554 0.33436 0.45246 93.662 93.662 1.65E-10 43.98 7780500

27430 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0556 0.073106 1.1224 93.658 93.658 7.01E-11 57.81 939010

27431 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.11921 -0.053197 0.059199 97.259 97.259 1.74E-13 44.75 8893400
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27432 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 2 867.97489 1733.9352 1.0597 -0.028398 1.0245 97.267 97.267 1.02E-23 41.5 1057800

27433 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.20406 0.15739 0.35535 97.014 97.014 5.05E-03 23.6 376660

27434 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.18107 0.5326 0.70695 93.467 93.467 1.00E+00 10.05 308760

27435 LDAQPELFIHLVPDK Unmodified _LDAQPELFIHLVPDK_ B6TB25_MAIZE 3 578.98568 1733.9352 0.13217 0.063139 0.18923 97.709 97.709 1.95E-05 28.98 1059000

27436 LDAVVAR Unmodified _LDAVVAR_ Q84LS4_MAIZE 2 372.22415 742.43374 0.7323 -0.3256 0.39802 38.103 38.103 9.32E-03 40.86 2925700

27437 LDAWVGK Unmodified _LDAWVGK_ B4FQ29_MAIZE 2 394.7187 787.42284 0.40209 0.32612 0.7232 54.147 54.147 4.46E-01 31.58 878650

27438 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.033124 0.16843 0.15281 40.147 40.147 1.01E-02 26.38 3897600

27439 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.15346 0.70825 0.57112 39.373 39.373 3.32E-02 23.15 441840

27440 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.031322 0.044491 0.03005 42.258 42.258 1.01E-02 26.76 1339200

27441 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.12387 -0.76438 -0.86932 42.286 42.286 9.73E-03 27.41 4728000

27442 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.13003 -0.013702 -0.12632 42.201 42.201 9.73E-03 34.9 15308000

27443 LDCGGGYVK Unmodified _LDCGGGYVK_ Q43712_MAIZE 2 484.72893 967.44331 -0.12958 0.19288 0.079296 43.548 43.548 1.00E+00 7.57 126000

27444 LDCLAGFAPR Unmodified _LDCLAGFAPR_ B4FAK2_MAIZE 2 560.28441 1118.5543 0.12275 0.6865 0.80735 73.799 73.799 2.81E-03 37.07 654200

27445 LDCPAIGK Unmodified _LDCPAIGK_ B6UFB3_MAIZE 2 437.22857 872.44258 0.092987 0.50828 0.59746 47.122 47.122 2.92E-02 31.85 1233600

27446 LDCPAIGK Unmodified _LDCPAIGK_ B6UFB3_MAIZE 2 437.22857 872.44258 -0.010744 0.35589 0.3405 48.002 48.002 2.92E-02 42.29 1557900

27447 LDCPNFYYDMEDILFHEVSR Oxidation (M) _LDCPNFYYDM(ox)EDILFHEVSR_ B4FN54_MAIZE 3 860.37876 2578.1145 1.116 0.3488 1.4641 103.55 103.55 6.15E-07 37.7 297440

27448 LDCPNFYYDMEDILFHEVSR Unmodified _LDCPNFYYDMEDILFHEVSR_ B4FN54_MAIZE 3 855.04712 2562.1195 1.1264 0.095953 1.2203 126.52 126.52 6.15E-07 42.55 279510

27449 LDDAVLYVDVVHANAAQGVK Unmodified _LDDAVLYVDVVHANAAQGVK_ B4F9K2_MAIZE 3 699.70402 2096.0902 0.65583 0.24814 0.90594 87.536 87.536 1.72E-01 15.09 511680

27450 LDDAVLYVDVVHANAAQGVK Unmodified _LDDAVLYVDVVHANAAQGVK_ B4F9K2_MAIZE 3 699.70402 2096.0902 0.63192 -0.21558 0.41921 89.27 89.27 1.77E-03 40.39 148230

27451 LDDAVLYVDVVHANAAQGVKPLVGSAR Unmodified _LDDAVLYVDVVHANAAQGVKPLVGSAR_ B4F9K2_MAIZE 4 695.12907 2776.4872 0.62581 -0.2636 0.36408 94.406 94.406 9.45E-02 15.96 763360

27452 LDDAVLYVDVVHANAAQGVKPLVGSAR Unmodified _LDDAVLYVDVVHANAAQGVKPLVGSAR_ B4F9K2_MAIZE 4 695.12907 2776.4872 0.61153 0.34993 0.96301 93.827 93.827 5.41E-12 41.01 3297400

27453 LDDAVLYVDVVHANAAQGVKPLVGSAR Unmodified _LDDAVLYVDVVHANAAQGVKPLVGSAR_ B4F9K2_MAIZE 3 926.503 2776.4872 1.1723 0.60421 1.7781 93.804 93.804 3.11E-14 38.65 532880

27454 LDDAVLYVDVVHANAAQGVKPLVGSAR Unmodified _LDDAVLYVDVVHANAAQGVKPLVGSAR_ B4F9K2_MAIZE 4 695.12907 2776.4872 0.63588 -0.053076 0.58409 100.06 100.06 9.45E-02 17.58 216370

27455 LDDCLR Unmodified _LDDCLR_ B6TGG7_MAIZE 2 396.18944 790.36433 0.45841 0.30557 0.7626 40.976 40.976 5.26E-01 28.8 406900

27456 LDDDTENLAHER Unmodified _LDDDTENLAHER_ B4FGM4_MAIZE 3 476.55143 1426.6325 -0.16353 -0.23552 -0.41307 44.792 44.792 2.46E-02 19.19 54772

27457 LDDDTENLAHER Unmodified _LDDDTENLAHER_ B4FGM4_MAIZE 3 476.55143 1426.6325 -0.20182 0.13691 -0.079895 48.183 48.183 4.78E-08 43.33 899230

27458 LDDDTENLAHER Unmodified _LDDDTENLAHER_ B4FGM4_MAIZE 2 714.3235 1426.6325 0.6713 -0.010987 0.64586 48.18 48.18 2.62E-07 60.98 139220

27459 LDDEIK Unmodified _LDDEIK_ B6UF55_MAIZE 2 366.69234 731.37013 0.70173 0.42368 1.099 33.375 33.375 9.46E-01 17.23 141830

27460 LDDEIK Unmodified _LDDEIK_ B6UF55_MAIZE 2 366.69234 731.37013 0.82478 0.42086 1.2196 36.364 36.364 5.26E-01 18.34 459050

27461 LDDEIK Unmodified _LDDEIK_ B6UF55_MAIZE 2 366.69234 731.37013 0.82139 0.26638 1.0619 35.54 35.54 2.64E-01 33.72 769860

27462 LDDESLVVMHR Oxidation (M) _LDDESLVVM(ox)HR_ B6UG11_MAIZE 3 443.88709 1328.6395 -0.018897 0.28938 0.2685 52.962 52.962 4.21E-08 50.14 5190200

27463 LDDESLVVMHR Oxidation (M) _LDDESLVVM(ox)HR_ B6UG11_MAIZE 2 665.327 1328.6395 0.43465 0.11627 0.55041 52.962 52.962 6.12E-08 49.04 2140900

27464 LDDESLVVMHR Unmodified _LDDESLVVMHR_ B6UG11_MAIZE 3 438.55545 1312.6445 0.014393 -0.14366 -0.1323 63.201 63.201 1.98E-09 60.15 4763100

27465 LDDFVASHPELFVIEGDFIHLR Unmodified _LDDFVASHPELFVIEGDFIHLR_ B6UE89_MAIZE 4 643.08259 2568.3013 0.45092 -0.09141 0.3634 121.61 121.61 7.44E-02 4.43 327140
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27466 LDDIEK Unmodified _LDDIEK_ O23813_MAIZE 2 366.69234 731.37013 0.85224 0.7243 1.5484 31.038 31.038 5.26E-01 25.62 49496

27467 LDDTEFR Unmodified _LDDTEFR_ Q64HC3_MAIZE 2 448.21143 894.40831 -0.024513 0.28414 0.25638 51.419 51.419 1.86E-01 40.2 908560

27468 LDEAIEILEYVVGMR Oxidation (M) _LDEAIEILEYVVGM(ox)R_ B4FAP9_MAIZE 3 589.30621 1764.8968 0.28734 -0.17793 0.093611 127.94 127.94 2.28E-01 22.78 83122

27469 LDEESEELHQK Unmodified _LDEESEELHQK_ B6TWB5_MAIZE 3 452.88077 1355.6205 0.018682 -0.15238 -0.15955 39.669 39.669 1.00E+00 0.16 242080

27470 LDEESEELHQK Unmodified _LDEESEELHQK_ B6TWB5_MAIZE 3 452.88077 1355.6205 -0.010784 0.17847 0.13931 36.688 36.688 7.13E-05 40.33 1414700

27471 LDEESEELHQK Unmodified _LDEESEELHQK_ B6TWB5_MAIZE 2 678.81752 1355.6205 0.56713 0.075934 0.61614 36.691 36.691 3.60E-06 69.79 406030

27472 LDEESFWK Unmodified _LDEESFWK_ B6SVC7_MAIZE 2 527.24801 1052.4815 -0.073305 0.34942 0.25976 80.81 80.81 2.92E-02 22.06 667870

27473 LDEESFWK Unmodified _LDEESFWK_ B6SVC7_MAIZE 2 527.24801 1052.4815 0.0086178 0.14546 0.1388 81.534 81.534 3.77E-01 17.49 1130900

27474 LDEETSLVAR Unmodified _LDEETSLVAR_ B4FWK0_MAIZE 2 566.79586 1131.5772 0.098009 0.087174 0.16696 55.825 55.825 4.40E-05 63.05 571960

27475 LDEGVVIANLDADK Unmodified _LDEGVVIANLDADK_ B6TMB2_MAIZE 2 736.38557 1470.7566 0.83859 1.3197 2.1485 83.207 83.207 7.64E-09 69.02 383470

27476 LDEGVVIANLDADK Unmodified _LDEGVVIANLDADK_ B6TMB2_MAIZE 2 736.38557 1470.7566 0.88244 1.1242 1.9964 82.846 82.846 2.00E-19 56.16 538740

27477 LDEGVVIANLDADK Unmodified _LDEGVVIANLDADK_ B6TMB2_MAIZE 2 736.38557 1470.7566 -0.308 82.416 82.416 2.47E-23 65.48

27478 LDEGVVIANLDADK Unmodified _LDEGVVIANLDADK_ B6TMB2_MAIZE 2 736.38557 1470.7566 0.86433 1.8964 2.7498 83.249 83.249 3.40E-25 79.65 1980400

27479 LDEGVVIANLDADK Unmodified _LDEGVVIANLDADK_ B6TMB2_MAIZE 2 736.38557 1470.7566 0.84551 0.58439 1.4204 82.905 82.905 2.09E-30 81.97 6920700

27480 LDEGVVIANLDADKHR Unmodified _LDEGVVIANLDADKHR_ B6TMB2_MAIZE 4 441.98643 1763.9166 -0.015897 -0.039057 -0.063905 69.131 69.131 2.89E-01 23.47 2921300

27481 LDEGVVIANLDADKHR Unmodified _LDEGVVIANLDADKHR_ B6TMB2_MAIZE 3 588.97948 1763.9166 0.12458 0.040879 0.15606 69.144 69.144 1.08E-05 40.82 4128300

27482 LDEMLAK Oxidation (M) _LDEM(ox)LAK_ B4FI76_MAIZE 2 418.21513 834.41571 0.20718 0.1353 0.31024 39.054 39.054 1.56E-01 24.62 1163500

27483 LDEMLAK Oxidation (M) _LDEM(ox)LAK_ B4FI76_MAIZE 2 418.21513 834.41571 0.20604 -0.31991 -0.14479 36.324 36.324 4.83E-03 39.13 3139500

27484 LDEMLAK Unmodified _LDEMLAK_ B4FI76_MAIZE 2 410.21767 818.42079 0.22808 -0.35373 -0.16148 48.862 48.862 4.49E-02 35.82 2077900

27485 LDEMLAK Unmodified _LDEMLAK_ B4FI76_MAIZE 2 410.21767 818.42079 0.26406 -0.39587 -0.16648 46.165 46.165 4.49E-02 38.89 5288600

27486 LDESTGLIDYDQLEK Unmodified _LDESTGLIDYDQLEK_ B6T7Q7_MAIZE 2 869.92271 1737.8309 1.0753 0.49122 1.5539 85.283 85.283 2.37E-16 75.21 1494000

27487 LDEVGYDDVGGVR Unmodified _LDEVGYDDVGGVR_ B6T8X9_MAIZE 2 697.33334 1392.6521 0.62276 -0.42795 0.21093 63.841 63.841 1.00E-11 54.62 485050

27488 LDEVGYDDVGGVR Unmodified _LDEVGYDDVGGVR_ B6T8X9_MAIZE 2 697.33334 1392.6521 0.63456 -0.50316 0.14772 65.256 65.256 4.77E-34 79.95 1232500

27489 LDEVGYDDVGGVR Unmodified _LDEVGYDDVGGVR_ B6T8X9_MAIZE 2 697.33334 1392.6521 0.59801 -0.29341 0.31951 64.647 64.647 1.00E-11 85.9 2605600

27490 LDEVLPK Unmodified _LDEVLPK_ B4FDR1_MAIZE 2 407.23946 812.46437 0.21461 -0.030047 0.16683 50.45 50.45 1.00E+00 14.92 15915

27491 LDEVLPK Unmodified _LDEVLPK_ B4FDR1_MAIZE 2 407.23946 812.46437 0.31796 0.20339 0.50167 50.31 50.31 4.49E-02 33.44 964600

27492 LDEYLLTR Unmodified _LDEYLLTR_ B4FNT1_MAIZE 2 511.77948 1021.5444 -0.059417 -0.15493 -0.23688 68.337 68.337 3.48E-02 44.66 677720

27493 LDEYLLTR Unmodified _LDEYLLTR_ B4FNT1_MAIZE 2 511.77948 1021.5444 -0.15099 -0.1819 -0.35472 69.25 69.25 3.77E-01 19.23 31586

27494 LDEYLLTR Unmodified _LDEYLLTR_ B4FNT1_MAIZE 2 511.77948 1021.5444 -0.10861 0.071704 -0.060264 69.775 69.775 3.48E-02 32.95 1998900

27495 LDEYLLTR Unmodified _LDEYLLTR_ B4FNT1_MAIZE 2 511.77948 1021.5444 -0.17718 0.051954 -0.14758 68.677 68.677 3.48E-02 41.61 14776000

27496 LDFAVAAQNCWVR Unmodified _LDFAVAAQNCWVR_ B6SMQ5_MAIZE 2 775.38264 1548.7507 0.84132 -0.39986 0.44425 91.039 91.039 1.56E-17 82.19 3413700

27497 LDFFFDTNPFFK Unmodified _LDFFFDTNPFFK_ Q84UX6_MAIZE 2 769.37174 1536.7289 0.77519 0.022214 0.81425 124.77 124.77 1.68E-09 55.03 239290

27498 LDFFFDTNPFFK Unmodified _LDFFFDTNPFFK_ Q84UX6_MAIZE 2 769.37174 1536.7289 0.8772 0.14076 1.0338 124.86 124.86 2.05E-12 56.05 280670

27499 LDFFFDTNPFFK Unmodified _LDFFFDTNPFFK_ Q84UX6_MAIZE 2 769.37174 1536.7289 0.86385 0.17992 1.0596 124.32 124.32 7.61E-14 71.47 734250
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27500 LDFFFDTNPFFK Unmodified _LDFFFDTNPFFK_ Q84UX6_MAIZE 2 769.37174 1536.7289 0.83316 0.22808 1.0779 125.25 125.25 2.05E-12 49.36 6492600

27501 LDFFFDTNPFFK Unmodified _LDFFFDTNPFFK_ Q84UX6_MAIZE 2 769.37174 1536.7289 0.90443 0.33399 1.2543 124.48 124.48 2.05E-12 54.54 511070

27502 LDFRDEVESK Unmodified _LDFRDEVESK_ B6TZ24_MAIZE 3 413.20682 1236.5986 0.060599 0.096442 0.14605 61.25 61.25 1.25E-01 17.14 177090

27503 LDFSPSGICSMVQVTDLK Unmodified _LDFSPSGICSMVQVTDLK_ B6TVE3_MAIZE 2 998.98955 1995.9645 1.194 -0.45146 0.75483 110.98 110.98 5.25E-26 79.42 990330

27504 LDFSPSGICSMVQVTDLK Unmodified _LDFSPSGICSMVQVTDLK_ B6TVE3_MAIZE 2 998.98955 1995.9645 1.2002 -0.63379 0.57897 111.49 111.49 3.54E-16 92.5 206260

27505 LDFSPSGICSMVQVTDLK Unmodified _LDFSPSGICSMVQVTDLK_ B6TVE3_MAIZE 2 998.98955 1995.9645 1.2362 -0.079164 1.1686 111.54 111.54 1.18E-19 90.04 197150

27506 LDFSPSGICSMVQVTDLK Unmodified _LDFSPSGICSMVQVTDLK_ B6TVE3_MAIZE 2 998.98955 1995.9645 1.1764 -0.16136 1.0276 111.53 111.53 2.32E-57 100.12 463550

27507 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.2065 -0.42764 0.79422 96.625 96.625 1.04E-01 16.27 27161

27508 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.2397 -0.50816 0.74653 97.41 97.41 1.04E-01 18.79 21150

27509 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1877 -0.14018 1.0619 94.986 94.986 2.58E-39 67.42 243960

27510 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1677 -0.098431 1.0832 95.797 95.797 8.00E-45 71.07 327640

27511 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1924 -0.14923 1.0571 95.128 95.128 1.10E-25 65.51 253370

27512 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.184 -0.34407 0.85377 95.921 95.921 5.25E-26 77.17 396880

27513 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1348 -0.34664 0.80258 94.994 94.994 1.50E-63 90.07 1859500

27514 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1332 -0.22735 0.91984 95.801 95.801 4.15E-45 81.22 2066800

27515 LDFSPSGICSMVQVTDLK Oxidation (M) _LDFSPSGICSM(ox)VQVTDLK_ B6TVE3_MAIZE 2 1006.987 2011.9595 1.1914 -0.1937 1.0118 95.859 95.859 9.01E-03 15.93 105320

27516 LDGAPLAPEDEAR Unmodified _LDGAPLAPEDEAR_ B6SQM6_MAIZE 2 677.33588 1352.6572 0.5138 -0.047311 0.44571 59.491 59.491 4.68E-05 42.35 413390

27517 LDGDAALNK Unmodified _LDGDAALNK_ B4FQV3_MAIZE 2 458.74036 915.46616 -0.15389 0.43555 0.25927 35.585 35.585 3.39E-01 19.53 88448

27518 LDGDAALNK Unmodified _LDGDAALNK_ B4FQV3_MAIZE 2 458.74036 915.46616 -0.0020298 0.044315 0.019461 38.445 38.445 9.73E-03 30.68 182690

27519 LDGDAALNK Unmodified _LDGDAALNK_ B4FQV3_MAIZE 2 458.74036 915.46616 0.030059 0.078548 0.085477 37.608 37.608 9.73E-03 37.7 135610

27520 LDGDAALNK Unmodified _LDGDAALNK_ B4FQV3_MAIZE 2 458.74036 915.46616 0.022259 0.15573 0.15599 38.396 38.396 3.32E-02 41.29 643450

27521 LDGDLPAGTGAGGR Unmodified _LDGDLPAGTGAGGR_ B4F8L5_MAIZE 2 628.81512 1255.6157 0.34956 0.025481 0.38623 48.382 48.382 1.29E-01 12.28 13823

27522 LDGDLPAGTGAGGR Unmodified _LDGDLPAGTGAGGR_ B4F8L5_MAIZE 2 628.81512 1255.6157 0.29452 0.54245 0.84582 48.694 48.694 1.95E-13 76.78 1375900

27523 LDGDVPVLVVSTVNAPK Unmodified _LDGDVPVLVVSTVNAPK_ B4FG35_MAIZE 2 861.98545 1721.9564 1.1058 0.079817 1.1986 91.347 91.347 2.72E-05 38.94 314490

27524 LDGSLGVADVVPIVLCPK Unmodified _LDGSLGVADVVPIVLCPK_ B6U4F7_MAIZE 2 926.51606 1851.0176 1.1921 0.004807 1.2106 112.31 112.31 9.02E-03 27.71 156910

27525 LDGSSENYDESR Unmodified _LDGSSENYDESR_ B4FFQ3_MAIZE 2 686.28658 1370.5586 0.58788 -0.33719 0.23361 37.465 37.465 1.11E-04 93.11 359530

27526 LDIDPESITWR Unmodified _LDIDPESITWR_ Q8W525_MAIZE 2 672.84334 1343.6721 0.57965 0.10521 0.67522 92.858 92.858 1.00E+00 12.67 730810

27527 LDIDPESITWR Unmodified _LDIDPESITWR_ Q8W525_MAIZE 2 672.84334 1343.6721 0.54134 -0.068517 0.46431 93.293 93.293 3.83E-01 9.37 279370

27528 LDIDPESITWR Unmodified _LDIDPESITWR_ Q8W525_MAIZE 2 672.84334 1343.6721 0.57007 1.2093 1.768 93.473 93.473 7.60E-01 8.23 397740

27529 LDIDPESITWR Unmodified _LDIDPESITWR_ Q8W525_MAIZE 2 672.84334 1343.6721 0.59116 0.11632 0.6976 93.288 93.288 1.67E-02 29.55 253160

27530 LDIDPESITWR Unmodified _LDIDPESITWR_ Q8W525_MAIZE 2 672.84334 1343.6721 0.51065 0.16215 0.66344 92.895 92.895 4.43E-05 50.88 2240700

27531 LDILFK Unmodified _LDILFK_ PURA_MAIZE 2 374.73381 747.45308 0.70865 -0.085536 0.60666 77.766 77.766 2.64E-01 27.68 821680

27532 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.080876 -0.23823 -0.34143 71.456 71.456 3.89E-04 55.56 10023000

27533 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.17812 0.055136 -0.14515 72.001 72.001 3.89E-04 48.31 3901900
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27534 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.084075 -0.22572 -0.33247 72.822 72.822 3.13E-03 72.07 6318300

27535 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.073863 -0.18821 -0.28391 72.357 72.357 3.21E-03 39.31 3425900

27536 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.15098 -0.12694 -0.29905 72.492 72.492 3.21E-03 52.87 3420900

27537 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.15521 -0.32084 -0.49654 72.761 72.761 3.89E-04 54.99 29468000

27538 LDILLAQGK Unmodified _LDILLAQGK_ B4FAD9_MAIZE 2 485.80022 969.58588 -0.11545 -0.4211 -0.55863 72.656 72.656 3.13E-03 42.73 976140

27539 LDILVNNAALLLLKPAAEWAAEDYAR Unmodified _LDILVNNAALLLLKPAAEWAAEDYAR_ B4FFM6_MAIZE 3 951.85515 2852.5436 1.1725 0.22899 1.3726 125.78 125.78 2.30E-42 80.99 1985500

27540 LDIYSLSR Unmodified _LDIYSLSR_ B4G1C9_MAIZE 2 483.76637 965.5182 -0.26172 -0.52308 -0.80913 74.564 74.564 7.88E-01 13.46 114040

27541 LDIYSLSR Unmodified _LDIYSLSR_ B4G1C9_MAIZE 2 483.76637 965.5182 -0.016125 -0.28694 -0.32619 75.438 75.438 2.92E-02 34.82 163590

27542 LDIYSLSR Unmodified _LDIYSLSR_ B4G1C9_MAIZE 2 483.76637 965.5182 -0.068897 0.004754 -0.088621 75.442 75.442 2.92E-02 32.71 1263500

27543 LDKEIHSLK Unmodified _LDKEIHSLK_ B6UC57_MAIZE 3 361.545 1081.6132 0.69012 0.13764 0.80005 36.64 36.64 2.35E-01 22.95 85830

27552 LDLDDDDDSGVLDELLAIDEEAER Unmodified _LDLDDDDDSGVLDELLAIDEEAER_ Q5EUD0_MAIZE 2 1338.1063 2674.1981 1.2834 0.15379 1.4297 126.13 126.13 1.57E-15 101.39 253530

27553 LDLDDPSAVK Unmodified _LDLDDPSAVK_ Q41743_MAIZE 2 536.77968 1071.5448 0.036361 0.74228 0.77191 59.434 59.434 1.45E-01 18.73 707980

27554 LDLDDPSAVKR Unmodified _LDLDDPSAVKR_ Q41743_MAIZE 2 614.83023 1227.6459 0.28995 0.90869 1.1892 73.274 73.274 3.83E-01 6.5 45156

27555 LDLEHAQALEK Unmodified _LDLEHAQALEK_ B6TF44_MAIZE 2 633.83806 1265.6616 0.3352 0.13779 0.44444 58.525 58.525 5.66E-08 67.33 941790

27556 LDLEHAQALEK Unmodified _LDLEHAQALEK_ B6TF44_MAIZE 3 422.89447 1265.6616 -0.18409 58.476 58.476 2.98E-05 34.82

27557 LDLLDDAAR Unmodified _LDLLDDAAR_ B6TSB9_MAIZE 2 501.26674 1000.5189 -0.099837 0.16029 0.040847 71.731 71.731 3.13E-03 39.24 1413400

27558 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 0.073638 0.015508 0.068046 89.163 89.163 9.32E-03 49.04 28653000

27559 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 -0.033114 0.10906 0.056479 89.692 89.692 9.32E-03 54.78 8462000

27560 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 0.087176 -0.021293 0.045458 90.023 90.023 9.32E-03 48.97 6872200

27561 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 0.068784 -0.0376 0.010281 89.718 89.718 9.32E-03 49.11 4468300

27562 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 0.024408 0.13014 0.13396 89.36 89.36 4.49E-02 39.83 1871700

27563 LDLLDLR Unmodified _LDLLDLR_ B4G029_MAIZE 2 429.25819 856.50182 0.05625 -0.12629 -0.090921 89.995 89.995 9.32E-03 49 12902000

27564 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.64965 0.15332 0.77774 59.413 59.413 2.78E-01 37.65 2406200

27565 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.5484 -0.44067 0.086654 60.609 60.609 1.00E+00 31.7 16327

27566 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.52039 -0.011925 0.48464 59.789 59.789 2.78E-01 32.96 571550

27567 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.58424 0.020388 0.58042 60.756 60.756 2.64E-01 36.11 1013300

27568 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.51292 0.36551 0.85505 61.303 61.303 2.78E-01 33.34 669110

27569 LDLLQR Unmodified _LDLLQR_ B6T5Z1_MAIZE 2 379.23197 756.44939 0.58521 -0.022357 0.53813 61.811 61.811 2.78E-01 33.41 7587100

27570 LDLNDK Unmodified _LDLNDK_ B4G1A6_MAIZE 2 359.19251 716.37047 0.96371 0.42006 1.3587 36.064 36.064 5.26E-01 24.15 216960

27571 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.2076 -0.30129 -0.52501 56.381 56.381 3.27E-03 45.03 252810

27572 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.13644 0.051511 -0.10296 55.461 55.461 3.27E-03 42.34 427080

27573 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.11676 -0.84175 -0.97475 57.313 57.313 1.41E-02 31.18 431330

27574 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.0060094 -0.56126 -0.58416 56.669 56.669 1.00E+00 9.35 303020

27575 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 0.0045771 0.15436 0.14101 57.277 57.277 7.68E-03 35.65 346110
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27576 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.16323 -0.044158 -0.22641 55.898 55.898 5.67E-13 57.38 8679100

27577 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 2 722.88574 1443.7569 0.68847 -0.02892 0.64081 55.876 55.876 2.61E-08 60.4 1283900

27578 LDLNDKVNVEASK Unmodified _LDLNDKVNVEASK_ B4G1A6_MAIZE 3 482.25958 1443.7569 -0.20382 -0.37363 -0.59582 58.689 58.689 2.26E-06 52.32 516860

27579 LDLPELQGEPEYISK Unmodified _LDLPELQGEPEYISK_ B6TNW8_MAIZE 2 865.94599 1729.8774 1.0682 0.37919 1.4257 90.817 90.817 7.01E-11 54.8 776210

27580 LDLSASPLADPEAAAFASPR Unmodified _LDLSASPLADPEAAAFASPR_ B6SUK9_MAIZE 2 1000.0102 1998.0058 1.128 -0.23255 0.87718 100.28 100.28 1.32E-42 82.78 405830

27581 LDLSVSGLR Unmodified _LDLSVSGLR_ B4FY50_MAIZE 2 480.27965 958.54475 -0.11312 0.18856 0.067232 75.256 75.256 3.13E-03 60.47 1061300

27582 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.96416 -1.0074 -0.045169 103.88 103.88 1.12E-07 51.53 635540

27583 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.87811 5.1815 6.0499 104.21 104.21 2.05E-04 34.4 189910

27584 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 1.0084 3.1763 4.1779 104.33 104.33 2.05E-04 33.26 284970

27585 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.94555 4.4321 5.3693 104.24 104.24 1.26E-03 36.95 457190

27586 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 1.0201 0.62208 1.6379 103.81 103.81 7.01E-11 65.88 371830

27587 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.98802 0.048261 1.0334 104.59 104.59 1.12E-07 63.17 317850

27588 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.94805 0.20003 1.1446 104.2 104.2 1.60E-05 57.7 649420

27589 LDLVFADAPFPAEGK Unmodified _LDLVFADAPFPAEGK_ B6UG11_MAIZE 2 795.41413 1588.8137 0.80902 -0.39472 0.41231 104.49 104.49 2.37E-16 77.7 12571000

27590 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.1964 -0.046477 1.1428 114.79 114.79 3.54E-16 75.38 1547600

27591 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.1929 -0.023265 1.1625 115.23 115.23 3.54E-16 87.1 512210

27592 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 3 697.037 2088.0892 0.71144 0.85266 1.5554 115.31 115.31 6.30E-02 16.21 85248

27593 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.1552 -0.081713 1.0668 115.27 115.27 3.54E-16 71.78 692910

27594 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.1788 0.059612 1.2312 115.33 115.33 5.25E-26 96.7 490090

27595 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.2881 -0.30263 0.9792 114.94 114.94 9.02E-03 40.73 391090

27596 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.2438 -0.0681 1.1689 115.74 115.74 3.69E-03 44.22 269830

27597 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.2088 0.084493 1.2859 115.15 115.15 5.25E-26 69.86 2520200

27598 LDLVGPIVEQPEYNLFSR Unmodified _LDLVGPIVEQPEYNLFSR_ B6SGM5_MAIZE 2 1045.0519 2088.0892 1.1638 -1.8831 -0.72457 116.16 116.16 3.54E-16 46.44 162960

27599 LDMEATPENK Oxidation (M) _LDM(ox)EATPENK_ B4FPM2_MAIZE 2 582.26608 1162.5176 0.18606 0.69811 0.85958 31.776 31.776 1.25E-02 41.4 70970

27600 LDNLSGLIR Unmodified _LDNLSGLIR_ B6T2A6_MAIZE 2 500.79292 999.57129 -0.17526 -0.058844 -0.25316 53.69 53.69 7.18E-01 3.37 40829

27601 LDNLSGLIR Unmodified _LDNLSGLIR_ B6T2A6_MAIZE 2 500.79292 999.57129 -0.10912 0.27037 0.13938 74.794 74.794 9.73E-03 39.93 1666600

27602 LDPDNATLYSNR Unmodified _LDPDNATLYSNR_ B4FAH3_MAIZE 2 689.83351 1377.6525 0.59785 -0.38227 0.19974 58.973 58.973 2.62E-07 58.94 665490

27603 LDPLSPEVISR Unmodified _LDPLSPEVISR_ B6TNU0_MAIZE 2 613.34298 1224.6714 0.30811 -0.21766 0.078469 74.133 74.133 4.48E-03 24.18 1771800

27604 LDPLSPEVISR Unmodified _LDPLSPEVISR_ B6TNU0_MAIZE 2 613.34298 1224.6714 0.25071 -0.075816 0.16166 74.458 74.458 1.00E+00 5.98 650620

27605 LDPYVIMQYR Unmodified _LDPYVIMQYR_ B6T411_MAIZE 2 649.3341 1296.6536 0.45324 1.1384 1.5753 90.377 90.377 3.43E-01 12.09 181010

27606 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 0.026158 -0.10565 -0.10868 35.347 35.347 9.73E-03 40.66 2492200

27607 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 -0.051832 0.30571 0.22284 34.072 34.072 1.01E-02 28.75 843810

27608 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 0.029739 0.070858 0.070817 37.075 37.075 3.21E-03 38.68 2386200

27609 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 0.023524 -0.17087 -0.17664 36.288 36.288 1.01E-02 33.81 1292700
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27610 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 -0.0093455 -0.038323 -0.076864 37.022 37.022 1.01E-02 23.85 1888500

27611 LDQISENEK Unmodified _LDQISENEK_ B4FAD9_MAIZE 2 538.26694 1074.5193 -0.043013 -0.20349 -0.27665 37.03 37.03 3.32E-02 30.86 9833500

27612 LDQLIEK Unmodified _LDQLIEK_ MTHR1_MAIZE 2 429.75019 857.48583 0.13995 0.36306 0.4721 46.668 46.668 1.86E-01 28.46 2412400

27613 LDQLIEK Unmodified _LDQLIEK_ MTHR1_MAIZE 2 429.75019 857.48583 -0.014625 0.21404 0.17082 46.336 46.336 4.49E-02 40.14 894430

27614 LDQLIEK Unmodified _LDQLIEK_ MTHR1_MAIZE 2 429.75019 857.48583 0.12512 0.17471 0.27083 48.849 48.849 4.49E-02 38.57 1304000

27615 LDQLIEK Unmodified _LDQLIEK_ MTHR1_MAIZE 2 429.75019 857.48583 0.10563 0.095508 0.17103 48.118 48.118 8.04E-02 20.35 1021900

27616 LDQLIEK Unmodified _LDQLIEK_ MTHR1_MAIZE 2 429.75019 857.48583 -0.0059216 0.048575 0.014095 48.83 48.83 9.32E-03 33.92 4843900

27617 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.1181 0.056924 1.1592 104.47 104.47 7.01E-11 65.03 2372000

27618 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.085 0.058088 1.1275 104.95 104.95 1.02E-23 72 2818400

27619 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.069 -0.14752 0.90626 104.99 104.99 1.02E-23 72.47 5430500

27620 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.0066 -0.38384 0.60759 104.96 104.96 1.02E-23 79.1 18341000

27621 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.169 0.074618 1.2279 104.43 104.43 7.01E-11 47.26 753900

27622 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.1881 0.12316 1.2955 105.23 105.23 2.37E-16 64.72 353480

27623 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.1664 0.024552 1.1758 104.82 104.82 1.12E-07 55.16 341420

27624 LDQLIYIPLPDEQSR Unmodified _LDQLIYIPLPDEQSR_ B4FZM3_MAIZE 2 900.48053 1798.9465 1.1706 0.24115 1.3963 105.11 105.11 4.63E-02 26.68 143540

27625 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 0.00060308 0.084745 0.061984 88.841 88.841 3.89E-04 76.34 11398000

27626 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 -0.048063 0.15195 0.080696 89.517 89.517 3.13E-03 59.5 6067700

27627 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 0.0050251 0.10486 0.086504 89.692 89.692 3.89E-04 69.81 7548500

27628 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 -0.0038903 0.22929 0.20257 89.415 89.415 3.89E-04 59.04 5657700

27629 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 -0.13739 0.008652 -0.15109 88.988 88.988 3.13E-03 53.2 35449000

27630 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 0.024773 0.41472 0.41684 89.607 89.607 3.21E-03 51.01 1880500

27631 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 -0.033438 0.19481 0.1386 89.206 89.206 3.13E-03 68.73 1577800

27632 LDQLQILLK Unmodified _LDQLQILLK_ B6TGG2_MAIZE 2 542.34225 1082.6699 -0.027475 0.04631 -0.003568 90.63 90.63 3.21E-03 47.06 165320

27633 LDQPIILTGFSALNK Unmodified _LDQPIILTGFSALNK_ Q41743_MAIZE 2 815.46416 1628.9138 1.0001 -0.056609 0.93321 103.94 103.94 2.40E-39 92 998120

27634 LDQSDGFFVQFEAPALR Unmodified _LDQSDGFFVQFEAPALR_ B4FAH3_MAIZE 2 970.48107 1938.9476 1.2289 0.44529 1.678 112.82 112.82 1.43E-21 72.23 254810

27635 LDQSDGFFVQFEAPALR Unmodified _LDQSDGFFVQFEAPALR_ B4FAH3_MAIZE 2 970.48107 1938.9476 1.2458 -0.97023 0.28068 113.34 113.34 1.91E-01 17.4 126630

27636 LDQVSEMSSR Oxidation (M) _LDQVSEM(ox)SSR_ B6TMY9_MAIZE 2 584.26915 1166.5238 0.25313 -0.32359 -0.077341 29.8 29.8 1.45E-01 27.99 3837.7

27637 LDQVSEMSSR Oxidation (M) _LDQVSEM(ox)SSR_ B6TMY9_MAIZE 2 584.26915 1166.5238 0.25636 -0.10401 0.14371 30.281 30.281 1.25E-02 52.11 44534

27638 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.06771 -0.11508 -0.20417 62.177 62.177 2.92E-02 30.55 4324200

27639 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.14669 0.11806 -0.049171 63.093 63.093 2.92E-02 37.42 55774

27640 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.14968 0.036946 -0.13332 62.688 62.688 2.92E-02 32.16 366770

27641 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.044488 -0.10443 -0.16951 64.077 64.077 1.90E-02 37.05 1221800

27642 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.12413 0.3064 0.16116 63.711 63.711 2.92E-02 21.22 1460600

27643 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.094887 -0.17759 -0.29308 63.803 63.803 1.90E-02 38 3783500
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27644 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.13393 -0.037197 -0.19271 64.091 64.091 1.90E-02 30.51 2343900

27645 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.11776 -0.38858 -0.52643 62.55 62.55 2.92E-02 35.62 2857800

27646 LDQYQILK Unmodified _LDQYQILK_ B4FZQ0_MAIZE 2 510.78985 1019.5651 -0.21516 -0.088754 -0.32411 64.946 64.946 3.48E-02 33.6 8817600

27647 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.1143 -0.09209 0.99014 29.53 29.53 5.26E-01 17.41 137210

27648 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 -0.21326 30.463 30.463 2.50E-01 17.13

27649 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.0786 -0.28793 0.75869 30.66 30.66 1.00E+00 10.43 356950

27650 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.0923 -0.10595 0.95458 32.228 32.228 1.00E+00 11.71 129160

27651 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.0055 -0.25176 0.7221 30.035 30.035 9.46E-01 18.48 591510

27652 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.0617 -0.20058 0.82979 31.526 31.526 2.64E-01 29.56 128650

27653 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 0.96277 -0.46715 0.46588 32.029 32.029 9.46E-01 18.1 324060

27654 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 1.0913 -0.25516 0.80523 32.439 32.439 9.46E-01 11.87 161680

27655 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 -2.2037 30.864 30.864 4.11E-01 9.64

27656 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 0.92412 32.932 32.932 4.11E-01 10.18

27657 LDSEIK Unmodified _LDSEIK_ Q8W529_MAIZE 2 352.69489 703.37522 -1.3506 33.547 33.547 2.50E-01 16.62

27658 LDSENPIADAESIVAK Unmodified _LDSENPIADAESIVAK_ B6TBG8_MAIZE 2 836.42542 1670.8363 1.0451 -0.023238 0.99932 98.472 98.472 2.01E-03 33.19 540130

27659 LDSENPVADAESIVAK Unmodified _LDSENPVADAESIVAK_ B4FQZ2_MAIZE 2 829.4176 1656.8206 1.0605 -1.2671 -0.22234 90.881 90.881 7.01E-14 66.38 409080

27660 LDSLESLFGR Unmodified _LDSLESLFGR_ B4FEN4_MAIZE 2 568.80095 1135.5873 0.1738 -0.032143 0.12986 97.599 97.599 1.00E+00 8.83 289800

27661 LDSLESLFGR Unmodified _LDSLESLFGR_ B4FEN4_MAIZE 2 568.80095 1135.5873 -0.0031623 0.28431 0.27032 99.354 99.354 2.81E-03 51.32 176730

27662 LDSLESLFGR Unmodified _LDSLESLFGR_ B4FEN4_MAIZE 2 568.80095 1135.5873 0.077435 0.11422 0.18102 98.033 98.033 1.62E-03 54.36 750470

27663 LDSLESLFGR Unmodified _LDSLESLFGR_ B4FEN4_MAIZE 2 568.80095 1135.5873 0.059006 0.29698 0.34381 99.047 99.047 1.62E-03 54.81 324350

27664 LDSLESLLGR Unmodified _LDSLESLLGR_ B4FLD1_MAIZE 2 551.80877 1101.603 -0.040869 0.27319 0.21136 94.887 94.887 2.81E-03 42.36 105620

27665 LDSLESLLGR Unmodified _LDSLESLLGR_ B4FLD1_MAIZE 2 551.80877 1101.603 -0.025712 0.1932 0.14621 94.565 94.565 3.43E-01 40.26 282650

27666 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 0.98368 -0.2214 0.76189 71.809 71.809 1.02E-23 103.14 5714300

27667 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 0.97163 -0.28863 0.68292 72.443 72.443 6.37E-03 53.73 44494

27668 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 1.0059 0.063202 1.0681 72.01 72.01 1.12E-07 92.26 1015100

27669 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 0.99801 0.069952 1.0667 72.891 72.891 1.60E-05 63.34 1031500

27670 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 0.99394 -0.025048 0.96775 72.482 72.482 1.12E-07 82.98 1059400

27671 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 1.0512 0.1081 1.158 72.477 72.477 7.01E-11 66.54 681240

27672 LDTGNYSWGSEAVTR Unmodified _LDTGNYSWGSEAVTR_ B4FE90_MAIZE 2 828.38663 1654.7587 0.94943 0.08782 1.0367 72.058 72.058 1.04E-33 94.42 2922700

27673 LDTLCDLYETLAITQSVIFVNTR Unmodified _LDTLCDLYETLAITQSVIFVNTR_ B4FBK3_MAIZE 3 895.79831 2684.3731 1.1303 -0.069796 1.0634 130.87 130.87 1.82E-07 63.57 4512400

27674 LDTLCDLYETLAITQSVIFVNTR Unmodified _LDTLCDLYETLAITQSVIFVNTR_ B4FBK3_MAIZE 4 672.10055 2684.3731 0.59666 0.006572 0.6061 130.37 130.37 1.00E+00 2.22 324030

27675 LDTLCDLYETLAITQSVIFVNTR Unmodified _LDTLCDLYETLAITQSVIFVNTR_ B4FBK3_MAIZE 3 895.79831 2684.3731 1.1077 -0.1898 0.92131 130.73 130.73 1.96E-03 24.37 188930

27676 LDTLCDLYETLAITQSVIFVNTR Unmodified _LDTLCDLYETLAITQSVIFVNTR_ B4FBK3_MAIZE 3 895.79831 2684.3731 1.0995 0.47181 1.5735 131.19 131.19 1.96E-03 31.63 338530

27677 LDTNAPTVSWADPK Unmodified _LDTNAPTVSWADPK_ B6U752_MAIZE 2 757.87791 1513.7413 0.89956 -0.245 0.65402 71.982 71.982 2.25E-03 50.2 373330
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27678 LDTVFSCPFCNHGSSVECR Unmodified _LDTVFSCPFCNHGSSVECR_ B6SX26_MAIZE 3 757.99084 2270.9507 0.84483 -0.027465 0.84056 78.882 78.882 1.10E-01 14.79 33551

27679 LDTYTTVYR Unmodified _LDTYTTVYR_ B4FZN6_MAIZE 2 566.28767 1130.5608 0.093441 0.094053 0.18864 56.002 56.002 3.21E-03 46.15 3325700

27680 LDTYTTVYR Unmodified _LDTYTTVYR_ B4FZN6_MAIZE 2 566.28767 1130.5608 -0.0089642 -0.00902 -0.016806 56.708 56.708 3.21E-03 55.91 76396

27681 LDTYTTVYR Unmodified _LDTYTTVYR_ B4FZN6_MAIZE 2 566.28767 1130.5608 0.15762 0.25815 0.41573 57.978 57.978 3.39E-01 17.44 614340

27682 LDTYTTVYR Unmodified _LDTYTTVYR_ B4FZN6_MAIZE 2 566.28767 1130.5608 0.013551 0.67406 0.68767 56.414 56.414 9.73E-03 29.93 5878300

27683 LDTYTTVYR Unmodified _LDTYTTVYR_ B4FZN6_MAIZE 2 566.28767 1130.5608 0.016819 0.055723 0.074421 59.11 59.11 1.01E-02 52.21 1334600

27685 LDVDLAEK Unmodified _LDVDLAEK_ B6T882_MAIZE 2 451.74511 901.47566 -0.03884 0.43457 0.37736 59.051 59.051 3.77E-01 43.03 2258300

27686 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.21028 0.1362 0.33129 94.689 94.689 4.96E-02 39.97 990350

27687 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.15912 0.33828 0.48242 95.27 95.27 1.67E-02 27.97 303230

27688 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.23147 0.26163 0.4774 95.38 95.38 4.43E-05 52.73 488580

27689 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.22527 0.28531 0.49478 95.204 95.204 4.96E-02 17.77 633460

27690 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.20944 0.14108 0.33494 94.796 94.796 4.48E-03 32.74 553790

27691 LDVLSGLSEIK Unmodified _LDVLSGLSEIK_ PURA_MAIZE 2 587.3399 1172.6653 0.16328 -0.016001 0.13202 95.399 95.399 1.62E-12 71.67 6602000

27692 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.2315 0.16247 1.3867 119.19 119.19 2.34E-08 24.86 856060

27693 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 2 1457.2351 2912.4556 1.1804 -0.18054 0.99284 119.21 119.21 4.54E-15 53.48 211280

27694 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.1487 0.27119 1.4119 119.6 119.6 5.90E-18 40.51 423040

27695 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.1586 0.37011 1.5214 119.88 119.88 1.90E-13 35.74 409280

27696 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.2355 0.021443 1.2502 119.38 119.38 4.21E-05 14.34 698880

27697 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.1969 0.015949 1.2051 119.62 119.62 8.90E-02 11.49 1792400

27698 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 2 1457.2351 2912.4556 1.1899 -0.20586 0.97682 119.63 119.63 4.54E-15 55.21 765250

27699 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.0657 0.13724 1.195 121.03 121.03 2.55E-25 65.97 5249300

27700 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 2 1457.2351 2912.4556 0.98767 0.21003 1.1904 121.04 121.04 3.15E-13 53.25 1411500

27701 LDVLYSNAGAPGASAPAPLPSLDLADFDR Unmodified _LDVLYSNAGAPGASAPAPLPSLDLADFDR_ B6U8U1_MAIZE 3 971.82581 2912.4556 1.1371 -0.064787 1.0648 122.41 122.41 2.30E-03 16.69 225740

27702 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.12675 -0.074122 0.039379 85.741 85.741 4.40E-05 58.82 2211500

27703 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.026901 0.26533 0.2794 87.422 87.422 1.00E+00 15.62 114360

27704 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.098345 -0.4993 -0.41375 86.26 86.26 7.11E-01 27.38 292480

27705 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.16263 0.22324 0.37104 86.525 86.525 1.45E-01 23.36 368020

27706 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.16715 0.15988 0.31345 86.203 86.203 1.45E-01 28.16 412990

27707 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.1527 -0.077295 0.061414 85.903 85.903 1.45E-01 22.8 381720

27708 LDVPNLEVIK Unmodified _LDVPNLEVIK_ B4FW06_MAIZE 2 570.33716 1138.6598 0.043273 0.13876 0.16875 87.261 87.261 1.62E-03 45.76 1812100

27709 LDVPSDINPALAAFLR Unmodified _LDVPSDINPALAAFLR_ B6TJQ7_MAIZE 2 856.47251 1710.9305 1.1504 0.14699 1.285 119.1 119.1 1.48E-07 46.73 209970

27710 LDVPSDINPALAAFLR Unmodified _LDVPSDINPALAAFLR_ B6TJQ7_MAIZE 2 856.47251 1710.9305 1.0881 0.1201 1.1959 118.47 118.47 4.21E-20 70.46 622780

27711 LDYDIGGSSAR Unmodified _LDYDIGGSSAR_ Q8LJR0_MAIZE 2 577.27783 1152.5411 -0.028632 57.323 57.323 2.33E-05 55.58

27712 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.29494 -0.30551 -0.032922 45.434 45.434 2.64E-01 29.32 21448000
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27713 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.13241 -0.085417 0.024347 45.609 45.609 2.64E-01 28.92 111040

27714 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.2054 -0.12997 0.053918 44.93 44.93 2.64E-01 32.31 7983100

27715 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.27105 -0.21654 0.031515 47.548 47.548 2.64E-01 29.15 14202000

27716 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.23289 -0.10589 0.10443 46.811 46.811 2.64E-01 29.25 8603700

27717 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.08876 -0.13644 -0.068671 47.645 47.645 2.64E-01 32.25 40204000

27718 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.20773 -0.31769 -0.13285 47.42 47.42 2.64E-01 32.02 50720000

27719 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.28762 0.37877 0.6436 48.413 48.413 5.26E-01 28.56 1396300

27720 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.35808 -0.12342 0.21322 45.667 45.667 1.00E+00 30.89 801600

27721 LDYIQR Unmodified _LDYIQR_ BGLC_MAIZE Q 2 404.2216 806.42865 0.11375 -0.29175 -0.19946 48.897 48.897 2.64E-01 31.92 889290

27722 LDYLGYR Unmodified _LDYLGYR_ B6SNX1_MAIZE 2 450.23471 898.45487 -0.013408 0.38644 0.35014 65.097 65.097 8.04E-02 27.66 2199300

27723 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 2 854.96706 1707.9196 1.0729 0.29767 1.3513 122.08 122.08 6.53E-30 84.76 2984700

27724 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 3 570.3138 1707.9196 0.15501 0.23092 0.36589 122.02 122.02 2.34E-01 20.86 1255800

27725 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 2 854.96706 1707.9196 1.0393 0.22143 1.2418 122.45 122.45 1.04E-33 86.84 370250

27726 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 3 570.3138 1707.9196 0.084844 0.0692 0.13546 122.44 122.44 1.00E+00 0.93 214190

27727 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 2 854.96706 1707.9196 1.0881 0.062686 1.1318 122.9 122.9 1.12E-07 46.06 155570

27728 LDYVLALTAENFLAR Unmodified _LDYVLALTAENFLAR_ B6T7B2_MAIZE 2 854.96706 1707.9196 1.1158 -0.28272 0.81487 125.45 125.45 2.37E-16 62.41 143600

27729 LDYVLALTVENFLQR Unmodified _LDYVLALTVENFLQR_ B6SZS2_MAIZE 2 897.49344 1792.9723 1.1595 0.36041 1.511 125.91 125.91 1.02E-23 69.03 1183500

27730 LDYVLALTVENFLQR Unmodified _LDYVLALTVENFLQR_ B6SZS2_MAIZE 3 598.66472 1792.9723 0.281 0.14289 0.41453 125.93 125.93 4.82E-01 26.51 810350

27731 LEAACVETVESGK Unmodified _LEAACVETVESGK_ B4G249_MAIZE 2 696.8374 1391.6602 0.6524 0.33841 0.98506 53.271 53.271 1.56E-17 86.7 1860700

27732 LEAACVETVESGK Unmodified _LEAACVETVESGK_ B4G249_MAIZE 2 696.8374 1391.6602 0.70508 0.57765 1.2761 53.178 53.178 1.09E-26 97.36 597080

27733 LEAACVETVESGK Unmodified _LEAACVETVESGK_ B4G249_MAIZE 2 696.8374 1391.6602 0.69178 0.40328 1.0891 55.27 55.27 4.77E-34 97.46 985520

27734 LEAACVETVESGK Unmodified _LEAACVETVESGK_ B4G249_MAIZE 2 696.8374 1391.6602 0.72198 0.41481 1.1297 54.543 54.543 1.56E-17 93.4 562900

27735 LEAACVGAVESGK Unmodified _LEAACVGAVESGK_ B4FN97_MAIZE 2 645.82155 1289.6285 0.37928 0.057552 0.43104 50.323 50.323 4.93E-21 79.04 1181600

27736 LEAACVGAVESGK Unmodified _LEAACVGAVESGK_ B4FN97_MAIZE 2 645.82155 1289.6285 0.43225 0.33915 0.76466 52.595 52.595 1.56E-17 64.93 1542600

27737 LEAACVGAVESGK Unmodified _LEAACVGAVESGK_ B4FN97_MAIZE 2 645.82155 1289.6285 0.45653 0.434 0.88402 51.869 51.869 4.93E-21 66.91 1204500

27738 LEAACVGAVESGK Unmodified _LEAACVGAVESGK_ B4FN97_MAIZE 2 645.82155 1289.6285 0.46984 0.41766 0.88142 52.641 52.641 5.66E-01 12.18 436860

27739 LEAACVGAVESGK Unmodified _LEAACVGAVESGK_ B4FN97_MAIZE 2 645.82155 1289.6285 0.45412 0.26646 0.71467 52.588 52.588 1.09E-26 79.47 2301700

27740 LEAELSLLK Unmodified _LEAELSLLK_ B4FEB1_MAIZE 2 508.30533 1014.5961 0.043147 0.21505 0.21498 78.316 78.316 1.01E-02 41.05 280180

27741 LEAELSLLK Unmodified _LEAELSLLK_ B4FEB1_MAIZE 2 508.30533 1014.5961 -0.012755 0.073462 0.017914 84.043 84.043 1.00E+00 0.83 508490

27742 LEAFHR Unmodified _LEAFHR_ B4FI76_MAIZE 2 386.70866 771.40277 0.55722 0.357 0.89071 36.087 36.087 9.46E-01 23.85 225200

27743 LEAFHR Unmodified _LEAFHR_ B4FI76_MAIZE 2 386.70866 771.40277 0.60354 0.066085 0.64842 33.63 33.63 2.64E-01 36.38 348240

27744 LEAHEFDEWIR Unmodified _LEAHEFDEWIR_ B6T4U8_MAIZE 3 482.23337 1443.6783 -0.21372 -0.083435 -0.31405 83.93 83.93 1.41E-04 30.98 1453400

27745 LEALFPGISDIDQISR Unmodified _LEALFPGISDIDQISR_ B6TPK0_MAIZE 2 887.47271 1772.9309 1.1895 -0.20796 0.97138 109.35 109.35 1.27E-09 39.28 247060

27746 LEALFPGISDIDQISR Unmodified _LEALFPGISDIDQISR_ B6TPK0_MAIZE 2 887.47271 1772.9309 1.16 -0.35902 0.79144 109.99 109.99 7.42E-06 41.83 174690
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27747 LEAPVVVVTGASR Unmodified _LEAPVVVVTGASR_ B4FTC8_MAIZE 2 649.37735 1296.7402 0.49529 0.082376 0.582 69.114 69.114 1.47E-03 52.41 715220

27748 LEAPVVVVTGASR Unmodified _LEAPVVVVTGASR_ B4FTC8_MAIZE 2 649.37735 1296.7402 0.42341 -0.11945 0.31008 69.613 69.613 3.13E-02 26.07 221470

27749 LEAPVVVVTGASR Unmodified _LEAPVVVVTGASR_ B4FTC8_MAIZE 2 649.37735 1296.7402 0.49261 -0.34206 0.15625 69.906 69.906 6.20E-03 37.95 387220

27750 LEAPVVVVTGASR Unmodified _LEAPVVVVTGASR_ B4FTC8_MAIZE 2 649.37735 1296.7402 0.35785 0.3211 0.68405 69.562 69.562 2.50E-15 66.14 2758200

27751 LEASLQGTR Unmodified _LEASLQGTR_ B6T0C0_MAIZE 2 487.76691 973.51926 -0.099598 0.13304 0.014135 41.692 41.692 7.18E-01 8.1 9317.4

27752 LEASLQGTR Unmodified _LEASLQGTR_ B6T0C0_MAIZE 2 487.76691 973.51926 -0.14228 -0.55683 -0.71743 41.686 41.686 3.13E-03 42.54 4937600

27753 LEASLQGTR Unmodified _LEASLQGTR_ B6T0C0_MAIZE 2 487.76691 973.51926 -0.087588 -0.62443 -0.72975 45.068 45.068 1.12E-01 31.28 52544

27754 LEAVDSR Unmodified _LEAVDSR_ B6T863_MAIZE 2 395.20869 788.40283 0.20138 -2.9829 -2.7928 31.282 31.282 4.46E-01 39.61 14439

27755 LEDAGYAVGAR Unmodified _LEDAGYAVGAR_ B4FGI9_MAIZE 2 561.28292 1120.5513 0.053161 0.18876 0.22643 52.435 52.435 1.62E-12 77.07 260380

27756 LEDAHENAINR Unmodified _LEDAHENAINR_ B4FGP9_MAIZE 3 427.87759 1280.6109 0.19712 -0.26059 -0.096169 33.83 33.83 6.15E-03 24.81 215310

27757 LEDAHENAINR Unmodified _LEDAHENAINR_ B4FGP9_MAIZE 3 427.87759 1280.6109 0.21652 -0.11015 0.073043 35.527 35.527 6.15E-03 31.82 72501

27758 LEDAHENAINR Unmodified _LEDAHENAINR_ B4FGP9_MAIZE 3 427.87759 1280.6109 0.26342 0.30447 0.53327 35.412 35.412 1.40E-01 20.48 87965

27759 LEDAHENAINR Unmodified _LEDAHENAINR_ B4FGP9_MAIZE 3 427.87759 1280.6109 0.076829 -0.046945 -0.0027237 36.315 36.315 5.15E-02 21.12 279400

27760 LEDGTVVSK Unmodified _LEDGTVVSK_ B6TI78_MAIZE 2 474.25584 946.49713 -0.16422 0.37886 0.2174 33.334 33.334 1.01E-02 44.89 183860

27761 LEDGTVVSK Unmodified _LEDGTVVSK_ B6TI78_MAIZE 2 474.25584 946.49713 -0.039266 -0.046439 -0.081313 36.323 36.323 3.21E-03 46.85 688960

27762 LEDGTVVSK Unmodified _LEDGTVVSK_ B6TI78_MAIZE 2 474.25584 946.49713 -0.0069079 -0.13616 -0.13796 35.444 35.444 9.73E-03 37.55 326310

27763 LEDGTVVSK Unmodified _LEDGTVVSK_ B6TI78_MAIZE 2 474.25584 946.49713 -0.12085 -0.24666 -0.3626 36.177 36.177 9.73E-03 54.92 2987400

27764 LEDGTVVSK Unmodified _LEDGTVVSK_ B6TI78_MAIZE 2 474.25584 946.49713 -0.012356 -0.32852 -0.33577 36.287 36.287 1.12E-01 20.59 172230

27765 LEDIVPSSHNCDIPHVNR Unmodified _LEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 526.25755 2101.0011 -0.049881 -0.57374 -0.62185 62.516 62.516 2.39E-01 10.15 1326800

27766 LEDIVPSSHNCDIPHVNR Unmodified _LEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 4 526.25755 2101.0011 -0.15012 -0.48675 -0.63454 65.036 65.036 2.47E-02 21.56 6695400

27767 LEDIVPSSHNCDIPHVNR Unmodified _LEDIVPSSHNCDIPHVNR_ B6SIL7_MAIZE 3 701.34097 2101.0011 0.63726 -0.39536 0.24337 65.048 65.048 9.13E-03 31.56 909600

27768 LEDLVDADK Unmodified _LEDLVDADK_ B6THV4_MAIZE 2 509.25858 1016.5026 -0.04078 -0.49964 -0.55033 54.368 54.368 1.12E-01 21.62 17536

27769 LEDPATGELFAACFVLPGQR Unmodified _LEDPATGELFAACFVLPGQR_ B4FAZ6_MAIZE 3 731.03325 2190.0779 0.7956 0.3111 1.1093 114.25 114.25 2.08E-03 29.72 317040

27770 LEDPATGELFAACFVLPGQR Unmodified _LEDPATGELFAACFVLPGQR_ B4FAZ6_MAIZE 2 1096.0462 2190.0779 1.2267 0.15951 1.3891 114.25 114.25 3.46E-29 73.9 879410

27771 LEDPATGELFAACFVLPGQR Unmodified _LEDPATGELFAACFVLPGQR_ B4FAZ6_MAIZE 2 1096.0462 2190.0779 1.1985 -0.056159 1.1454 115.18 115.18 1.78E-03 40.22 165570

27772 LEDPATGELFAACFVLPGQR Unmodified _LEDPATGELFAACFVLPGQR_ B4FAZ6_MAIZE 2 1096.0462 2190.0779 1.1925 -0.11031 1.086 117.48 117.48 4.84E-09 44.03 46288

27773 LEDQDAFER Unmodified _LEDQDAFER_ B4FCY9_MAIZE 2 561.75674 1121.4989 0.015778 0.043675 0.045174 51.797 51.797 1.63E-07 70.81 1199900

27774 LEDQDAFER Unmodified _LEDQDAFER_ B4FCY9_MAIZE 2 561.75674 1121.4989 0.031458 0.031118 0.047622 49.136 49.136 1.63E-07 70.5 1353400

27775 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.64368 0.091469 0.71664 117.71 117.71 1.68E-09 53.3 191610

27776 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.69098 0.2556 0.92802 117.8 117.8 7.61E-14 76.87 183540

27777 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.69054 0.14784 0.81996 117.89 117.89 1.98E-03 34.6 175600

27778 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.73863 0.21961 0.9398 117.51 117.51 9.64E-17 77.1 165810

27779 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.64311 0.027527 0.652 117.68 117.68 7.72E-03 27.46 1174500

27780 LEDSIIFGLLER Unmodified _LEDSIIFGLLER_ B4FNK8_MAIZE 2 702.89029 1403.766 0.59364 0.24514 0.82025 119.01 119.01 7.02E-22 91.41 2266800
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27781 LEDSINFYQTSIPDVAK Unmodified _LEDSINFYQTSIPDVAK_ Q5EUD8_MAIZE 2 970.48601 1938.9575 1.2223 -0.17133 1.0431 93.164 93.164 1.24E-09 51.06 545190

27782 LEDSINFYQTSTPDVAK Unmodified _LEDSINFYQTSTPDVAK_ Q5EUD9_MAIZE 2 964.46782 1926.9211 1.2494 0.84254 2.0879 79.578 79.578 1.37E-17 66.13 716960

27783 LEDVIAAK Unmodified _LEDVIAAK_ B4FSS8_MAIZE 2 429.75019 857.48583 0.06116 -0.33596 -0.30244 49.535 49.535 5.06E-02 35.8 12266000

27784 LEEADQSNILK Unmodified _LEEADQSNILK_ B6SXZ1_MAIZE 2 630.32752 1258.6405 0.39268 0.065866 0.42731 55.958 55.958 1.67E-02 29.09 276500

27785 LEEAVGGDLQR Unmodified _LEEAVGGDLQR_ B6TT08_MAIZE 2 593.80676 1185.599 0.078024 0.18753 0.25419 50.454 50.454 1.62E-12 57.41 330420

27786 LEEICELLR Unmodified _LEEICELLR_ B6U0U2_MAIZE 2 587.81045 1173.6064 0.18604 0.66072 0.81867 88.23 88.23 9.73E-03 28.61 24118

27787 LEEICELLR Unmodified _LEEICELLR_ B6U0U2_MAIZE 2 587.81045 1173.6064 0.2199 0.7504 0.942 86.794 86.794 3.32E-02 26.33 911860

27788 LEEICELLR Unmodified _LEEICELLR_ B6U0U2_MAIZE 2 587.81045 1173.6064 0.22053 1.3307 1.5214 87.86 87.86 9.73E-03 39.28 145760

27789 LEETVLSTK Unmodified _LEETVLSTK_ B4FEN4_MAIZE 2 510.2846 1018.5546 -0.060025 -0.66301 -0.73655 50.172 50.172 1.01E-02 46.73 506100

27790 LEEVAVTTGEEDEDALLDMK Oxidation (M) _LEEVAVTTGEEDEDALLDM(ox)K_ B4FFF1_MAIZE 2 1112.0147 2222.0148 1.1213 0.005447 1.1182 84.763 84.763 6.85E-70 100.09 1435400

27791 LEEVAVTTGEEDEDALLDMK Oxidation (M) _LEEVAVTTGEEDEDALLDM(ox)K_ B4FFF1_MAIZE 3 741.67887 2222.0148 0.81512 -0.91984 -0.11255 84.717 84.717 1.31E-21 52.66 526000

27792 LEEVAVTTGEEDEDVLLDMK Oxidation (M) _LEEVAVTTGEEDEDVLLDM(ox)K_ B6T5R1_MAIZE 2 1126.0303 2250.0461 1.1349 -0.072576 1.0584 87.167 87.167 9.13E-78 100.38 623040

27793 LEEVLVTTGEEDEDVLLDMK Oxidation (M) _LEEVLVTTGEEDEDVLLDM(ox)K_ B6T8F4_MAIZE 2 1147.0538 2292.093 1.1699 0.23345 1.3998 98.947 98.947 2.77E-53 105.64 189860

27794 LEEVLVTTGEEDEDVLLDMK Oxidation (M) _LEEVLVTTGEEDEDVLLDM(ox)K_ B6T8F4_MAIZE 3 765.03829 2292.093 0.91822 -0.33371 0.58192 98.784 98.784 5.05E-05 43.26 126020

27795 LEEVQPSK Unmodified _LEEVQPSK_ B6UCF6_MAIZE 2 465.25056 928.48656 0.09253 -0.12422 -0.052572 31.271 31.271 2.92E-02 23.7 52618

27796 LEEVQPSK Unmodified _LEEVQPSK_ B6UCF6_MAIZE 2 465.25056 928.48656 0.042638 -0.28413 -0.26265 32.457 32.457 5.06E-02 24.41 51146

27797 LEEVQPSK Unmodified _LEEVQPSK_ B6UCF6_MAIZE 2 465.25056 928.48656 0.014367 -0.1225 -0.1288 31.627 31.627 1.90E-02 29.07 119700

27798 LEFLDADK Unmodified _LEFLDADK_ Q29SB6_MAIZE 2 475.74511 949.47566 -0.19056 -0.42323 -0.62894 70.287 70.287 5.06E-02 39.51 2492300

27799 LEFLDADKCECK Unmodified _LEFLDADKCECK_ Q29SB6_MAIZE 3 509.89878 1526.6745 -0.10582 -1.5793 -1.6862 62.474 62.474 4.89E-01 18.25 50029

27800 LEFLDADKCECK Unmodified _LEFLDADKCECK_ Q29SB6_MAIZE 3 509.89878 1526.6745 -0.16788 -0.6877 -0.85769 64.022 64.022 9.47E-02 15.01 2947900

27801 LEFLDADKCECK Unmodified _LEFLDADKCECK_ Q29SB6_MAIZE 2 764.34453 1526.6745 0.81881 -0.057575 0.75696 64.012 64.012 2.62E-07 65.89 531790

27802 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 3 912.78474 2735.3324 1.1293 -0.20881 0.91667 106.2 106.2 2.80E-03 25.17 332000

27803 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 3 912.78474 2735.3324 1.1544 -0.13081 1.0202 106.43 106.43 2.18E-06 29.02 466900

27804 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 3 912.78474 2735.3324 1.1732 -0.27654 0.89284 106.37 106.37 3.46E-04 21.94 328280

27805 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 2 1368.6735 2735.3324 1.2229 -0.081214 1.1382 106.03 106.03 8.03E-11 58.8 561570

27806 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 3 912.78474 2735.3324 1.1725 -0.24427 0.92481 106.46 106.46 9.27E-08 28.97 2611900

27807 LEGDSATIQVYEETAGLMVNDPVLR Oxidation (M) _LEGDSATIQVYEETAGLM(ox)VNDPVLR_ B6UH55_MAIZE 3 912.78474 2735.3324 1.2513 0.054053 1.302 136.81 136.81 2.80E-03 33.84 246930

27808 LEGELEELEK Unmodified _LEGELEELEK_ B4FW57_MAIZE 2 594.80335 1187.5921 0.24755 -0.32569 -0.11742 66.416 66.416 1.00E+00 6.58 909310

27809 LEGELEELEK Unmodified _LEGELEELEK_ B4FW57_MAIZE 2 594.80335 1187.5921 0.16739 -0.04417 0.082918 66.839 66.839 4.40E-05 53.59 679280

27810 LEGELEELEK Unmodified _LEGELEELEK_ B4FW57_MAIZE 2 594.80335 1187.5921 0.22271 -0.095555 0.087218 67.994 67.994 2.81E-03 40.55 875860

27811 LEGELEELEK Unmodified _LEGELEELEK_ B4FW57_MAIZE 2 594.80335 1187.5921 0.22349 -0.12031 0.063302 67.436 67.436 1.84E-04 48.94 2559600

27812 LEGFSCNK Unmodified _LEGFSCNK_ B6TBZ8_MAIZE 2 477.72111 953.42766 -0.0088977 -0.028719 -0.042456 43.524 43.524 5.06E-02 19.64 985070

27813 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.36383 0.26861 0.61857 102.33 102.33 9.05E-18 65.89 4951700

27814 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.34305 0.2345 0.56409 102.9 102.9 5.66E-08 45.36 1678100
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27815 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.38952 0.39741 0.77373 102.93 102.93 5.66E-08 54.07 1285700

27816 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.41687 0.60454 1.0087 102.42 102.42 3.60E-06 52.83 416450

27817 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.42308 0.39686 0.80683 102.98 102.98 4.96E-02 15.73 445950

27818 LEGIDFAELVR Unmodified _LEGIDFAELVR_ P93644_MAIZE 2 631.34298 1260.6714 0.40008 0.26273 0.65062 103.97 103.97 1.47E-01 18.24 43668

27819 LEGIIPALETSHALAYLEK Unmodified _LEGIIPALETSHALAYLEK_ TRPB2_MAIZE 3 690.04901 2067.1252 0.69064 -0.059378 0.60461 107.44 107.44 9.90E-01 3.55 323250

27820 LEGIIPALETSHALAYLEK Unmodified _LEGIIPALETSHALAYLEK_ TRPB2_MAIZE 3 690.04901 2067.1252 0.60862 0.030388 0.6118 108.25 108.25 6.40E-03 29.35 182060

27821 LEGIIPALETSHALAYLEK Unmodified _LEGIIPALETSHALAYLEK_ TRPB2_MAIZE 3 690.04901 2067.1252 0.64449 -0.21025 0.40801 108.37 108.37 5.40E-02 6.68 251600

27822 LEGIIPALETSHALAYLEK Unmodified _LEGIIPALETSHALAYLEK_ TRPB2_MAIZE 3 690.04901 2067.1252 0.6774 -0.27899 0.37292 108.72 108.72 6.35E-01 17.89 203680

27823 LEGIIPALETSHALAYLEK Unmodified _LEGIIPALETSHALAYLEK_ TRPB2_MAIZE 3 690.04901 2067.1252 0.67085 0.12293 0.76699 109.44 109.44 1.10E-01 7.27 576390

27824 LEGLIK Unmodified _LEGLIK_ B4FUF3_MAIZE 2 336.71816 671.42178 1.2564 0.33504 1.5557 49.62 49.62 2.64E-01 23.16 1843100

27825 LEGLTVQQALHGNR Unmodified _LEGLTVQQALHGNR_ Q9LKL4_MAIZE 3 512.61447 1534.8216 -0.12194 -0.64197 -0.77035 64.533 64.533 1.59E-01 16.07 217140

27826 LEGMGFDR Oxidation (M) _LEGM(ox)GFDR_ B4FR10_MAIZE 2 470.71328 939.41202 -0.039828 -0.22408 -0.26399 42.149 42.149 2.15E-02 38.46 646170

27827 LEGMGFNR Oxidation (M) _LEGM(ox)GFNR_ B4FZM9_MAIZE 2 470.22128 938.428 -0.019902 -0.51638 -0.54425 39.57 39.57 4.49E-02 23.24 563010

27828 LEGMGFNR Unmodified _LEGMGFNR_ B4FZM9_MAIZE 2 462.22382 922.43309 -0.042709 0.23322 0.17792 55.646 55.646 3.48E-02 38.41 1943000

27829 LEGPIAWDVLYNFEQR Unmodified _LEGPIAWDVLYNFEQR_ PLDA1_MAIZE 2 975.49143 1948.9683 1.1815 0.25776 1.4282 121.73 121.73 7.73E-25 55.88 8103100

27830 LEGPIAWDVLYNFEQR Unmodified _LEGPIAWDVLYNFEQR_ PLDA1_MAIZE 2 975.49143 1948.9683 1.1865 0.11911 1.295 122.17 122.17 7.73E-25 54.55 2263300

27831 LEGPIAWDVLYNFEQR Unmodified _LEGPIAWDVLYNFEQR_ PLDA1_MAIZE 3 650.66338 1948.9683 0.46794 0.19761 0.65371 122.18 122.18 1.21E-01 15.94 520880

27832 LEGPIAWDVLYNFEQR Unmodified _LEGPIAWDVLYNFEQR_ PLDA1_MAIZE 2 975.49143 1948.9683 1.1697 0.37802 1.5368 122.41 122.41 7.73E-25 75.96 1244700

27833 LEGPIAWDVLYNFEQR Unmodified _LEGPIAWDVLYNFEQR_ PLDA1_MAIZE 2 975.49143 1948.9683 1.1731 0.26478 1.4264 122.54 122.54 1.42E-33 61.23 1026400

27834 LEGTNVDQGK Unmodified _LEGTNVDQGK_ B4FRH5_MAIZE 2 530.7671 1059.5197 0.12058 0.34301 0.46322 31.625 31.625 2.81E-03 36.57 111670

27835 LEGTNVDQGK Unmodified _LEGTNVDQGK_ B4FRH5_MAIZE 2 530.7671 1059.5197 0.075766 0.00457 0.080693 30.805 30.805 2.81E-03 31.75 185790

27836 LEGTNVDQGK Unmodified _LEGTNVDQGK_ B4FRH5_MAIZE 2 530.7671 1059.5197 0.13848 -0.09063 0.047989 31.512 31.512 1.62E-03 55.37 58235

27837 LEGTNVDQGK Unmodified _LEGTNVDQGK_ B4FRH5_MAIZE 2 530.7671 1059.5197 0.054144 -0.5605 -0.50588 31.73 31.73 1.84E-04 53.21 105970

27838 LEGTNVDQGK Unmodified _LEGTNVDQGK_ B4FRH5_MAIZE 2 530.7671 1059.5197 -0.046003 -0.15897 -0.20474 32.333 32.333 1.62E-03 67.32 1153400

27839 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.43668 -0.13562 0.29657 27.482 27.482 1.40E-01 33.12 95966

27840 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.21661 0.12835 0.33889 25.392 25.392 3.45E-01 23.98 15763

27841 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.36728 -0.086496 0.27496 28.384 28.384 1.91E-02 41.59 81461

27842 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.3726 -0.17355 0.19364 27.594 27.594 3.45E-01 26.42 117180

27843 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.35144 -0.26769 0.079494 28.124 28.124 1.40E-01 21.81 42226

27844 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 3 406.2142 1215.6208 0.40262 -0.16725 0.2292 28.467 28.467 1.00E+00 6.3 73631

27845 LEGTNVDQGKR Unmodified _LEGTNVDQGKR_ B4FRH5_MAIZE 2 608.81766 1215.6208 0.28236 -0.050835 0.22615 28.885 28.885 4.48E-03 43.59 146060

27846 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.1826 -0.43487 0.73174 91.254 91.254 7.78E-69 81.68 3492600

27847 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.2234 -0.44089 0.76645 104.59 104.59 1.67E-01 8.53 341990

27848 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.2292 -0.31657 0.89727 93.029 93.029 1.48E-02 20.81 20953
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27849 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.1771 -0.3306 0.83017 91.715 91.715 6.05E-56 68.24 2225200

27850 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.1524 -0.42632 0.7099 91.872 91.872 7.93E-64 79.97 3031900

27851 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.1372 -0.24473 0.87617 91.665 91.665 4.07E-45 69.14 2474700

27852 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.2567 -0.4509 0.78992 91.315 91.315 3.23E-86 84.98 1046500

27853 LEIELAEVEMPGLMACR 2 Oxidation (M) _LEIELAEVEM(ox)PGLM(ox)ACR_ B6T440_MAIZE 2 996.97558 1991.9366 1.178 -0.34837 0.81344 91.906 91.906 4.91E-74 68.21 2918800

27854 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEM(ox)PGLMACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.205 -0.31922 0.86795 99.374 99.374 3.33E-51 88.45 1545200

27855 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.155 -0.58744 0.54994 105.93 105.93 4.22E-59 74.49 5588900

27856 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 3 659.65451 1975.9417 0.53485 -0.089958 0.42665 105.84 105.84 9.61E-01 8.28 641160

27857 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.2259 -0.70182 0.50649 111.17 111.17 1.02E-03 34.62 287170

27858 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEM(ox)PGLMACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.1745 -0.29683 0.86006 99.816 99.816 3.33E-51 81.2 352010

27859 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.1527 -0.44865 0.68667 106.32 106.32 1.54E-12 44.22 1168600

27860 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEM(ox)PGLMACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.1671 -0.030345 1.1191 99.864 99.864 1.37E-17 74.57 263820

27861 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.1546 -0.57692 0.55995 106.37 106.37 1.43E-21 42.15 1091000

27862 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.1733 -0.46416 0.69141 106.37 106.37 1.43E-21 49.8 406100

27863 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.3529 -0.17976 1.1554 105.84 105.84 1.51E-07 44.35 244660

27864 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEM(ox)PGLMACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.2559 -0.024905 1.213 100.02 100.02 8.28E-39 89.25 441940

27865 LEIELAEVEMPGLMACR Oxidation (M) _LEIELAEVEMPGLM(ox)ACR_ B6T440_MAIZE 2 988.97813 1975.9417 1.2063 -0.49152 0.69712 106.63 106.63 8.28E-39 61.64 1521200

27866 LEIELAEVEMPGLMACR Unmodified _LEIELAEVEMPGLMACR_ B6T440_MAIZE 2 980.98067 1959.9468 1.164 -0.77669 0.36802 112.91 112.91 4.07E-45 80.51 5829900

27867 LEIELAEVEMPGLMACR Unmodified _LEIELAEVEMPGLMACR_ B6T440_MAIZE 3 654.32287 1959.9468 0.52381 -0.24454 0.2588 112.92 112.92 1.11E-04 37.89 586880

27868 LEIELAEVEMPGLMACR Unmodified _LEIELAEVEMPGLMACR_ B6T440_MAIZE 2 980.98067 1959.9468 1.175 -0.50078 0.65426 113.4 113.4 8.28E-39 61.42 200170

27869 LEIELAEVEMPGLMACR Unmodified _LEIELAEVEMPGLMACR_ B6T440_MAIZE 2 980.98067 1959.9468 1.1967 -0.12945 1.0468 113.46 113.46 3.42E-29 51.12 135810

27870 LEIELAEVEMPGLMACR Unmodified _LEIELAEVEMPGLMACR_ B6T440_MAIZE 2 980.98067 1959.9468 1.2403 -0.16812 1.0519 113.85 113.85 3.33E-51 72.4 479400

27871 LEIENELKDFLGVSK Unmodified _LEIENELKDFLGVSK_ B6TJ57_MAIZE 3 578.64885 1732.9247 0.282 -0.53859 -0.27571 113.24 113.24 6.35E-02 15.43 55255

27872 LEIENELKDFLGVSK Unmodified _LEIENELKDFLGVSK_ B6TJ57_MAIZE 3 578.64885 1732.9247 0.20193 0.14788 0.33056 113.83 113.83 1.98E-01 24.47 512650

27873 LEIENELKDFLGVSK Unmodified _LEIENELKDFLGVSK_ B6TJ57_MAIZE 3 578.64885 1732.9247 0.13644 0.056205 0.17336 112.89 112.89 6.35E-02 28.02 667810

27874 LEIENELKDFLGVSK Unmodified _LEIENELKDFLGVSK_ B6TJ57_MAIZE 2 867.46963 1732.9247 1.1496 -0.032085 1.098 112.81 112.81 1.60E-05 43.41 231730

27875 LEILAEK Unmodified _LEILAEK_ B4FLB0_MAIZE 2 408.24729 814.48002 0.32998 0.38361 0.66386 56.235 56.235 1.86E-01 19.89 428120

27876 LEILAEK Unmodified _LEILAEK_ B4FLB0_MAIZE 2 408.24729 814.48002 0.20311 -0.050959 0.10297 56.797 56.797 1.86E-01 35.44 4308800

27877 LEIMEPCCSVK Oxidation (M) _LEIM(ox)EPCCSVK_ B4FR08_MAIZE 2 691.31164 1380.6087 0.611 0.5321 1.1421 59.807 59.807 1.74E-08 38.56 1345800

27878 LEIMEPCCSVK Unmodified _LEIMEPCCSVK_ B4FR08_MAIZE 2 683.31419 1364.6138 0.57351 -0.19916 0.37009 67.03 67.03 4.48E-03 26.75 1075900

27879 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.52097 -0.30934 0.19815 79.903 79.903 2.05E-12 67.26 3605700

27880 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.4404 -0.38949 0.037892 80.569 80.569 1.98E-03 31.26 225540

27881 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.53553 0.12797 0.64998 80.172 80.172 1.98E-03 40.29 1561000

27882 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.532 0.19752 0.71608 80.725 80.725 1.98E-03 28.24 2807600
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27883 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.54416 -0.46041 0.070218 80.841 80.841 1.68E-09 56.21 12454000

27884 LEIPDGDVLENK Unmodified _LEIPDGDVLENK_ B4FAD9_MAIZE 2 671.34846 1340.6824 0.54926 0.67207 1.2066 81.428 81.428 4.56E-01 5.32 306970

27885 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.2095 0.077057 1.2808 97.298 97.298 4.56E-22 71.57 1452800

27886 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.2473 -0.13375 1.1086 99.49 99.49 2.55E-01 14.3 18039

27887 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.2035 0.038919 1.2368 97.712 97.712 4.56E-22 63.08 1017300

27888 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.1515 0.087958 1.2339 97.832 97.832 9.41E-18 55.28 1567400

27889 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.1644 0.13578 1.2947 97.696 97.696 3.46E-29 82.02 805450

27890 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.2683 -0.03875 1.2242 97.235 97.235 6.57E-12 70.87 733000

27891 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.1733 0.0877 1.2552 97.995 97.995 4.56E-22 73.75 3379000

27892 LEIPDGDVLENKDVNGPEDL Unmodified _LEIPDGDVLENKDVNGPEDL_ B4FAD9_MAIZE 2 1091.0315 2180.0485 1.173 0.18987 1.3577 98.575 98.575 2.16E-03 32.87 124690

27893 LEIQIK Unmodified _LEIQIK_ B6U0V6_MAIZE 2 372.23672 742.45889 0.73372 0.33472 1.0294 54.771 54.771 1.00E+00 9.41 2185100

27894 LEIQIK Unmodified _LEIQIK_ B6U0V6_MAIZE 2 372.23672 742.45889 0.62135 0.003019 0.58603 55.186 55.186 1.00E+00 25.4 1109000

27895 LEIQIK Unmodified _LEIQIK_ B6U0V6_MAIZE 2 372.23672 742.45889 0.71677 0.13649 0.8125 56.954 56.954 2.64E-01 27.69 2099200

27896 LEIQIK Unmodified _LEIQIK_ B6U0V6_MAIZE 2 372.23672 742.45889 0.64492 -0.19803 0.40781 56.268 56.268 2.64E-01 29.19 7218500

27897 LEIVVINK Unmodified _LEIVVINK_ B4FRQ7_MAIZE 2 464.29731 926.58007 -0.058007 1.0025 0.921 66.973 66.973 1.90E-02 32.2 895550

27898 LEKEDHILK Unmodified _LEKEDHILK_ B6UF43_MAIZE 3 375.54852 1123.6237 0.75567 -0.31763 0.40649 33.04 33.04 5.45E-01 14.57 98546

27899 LEKEDHILK Unmodified _LEKEDHILK_ B6UF43_MAIZE 3 375.54852 1123.6237 0.58134 -0.27714 0.27351 32.083 32.083 2.35E-01 15.62 51885

27900 LEKEELYNR Unmodified _LEKEELYNR_ B4FDS5_MAIZE 3 398.54354 1192.6088 0.44972 -0.35604 0.05009 39.933 39.933 5.45E-01 15.91 742800

27901 LELAEVFLQPDTGEVQYQVCSPEALGK Unmodified _LELAEVFLQPDTGEVQYQVCSPEALGK_ B4FAR8_MAIZE 3 1007.5022 3019.4848 1.2349 -0.33899 0.89573 118.25 118.25 5.03E-01 0.34 107420

27902 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 0.007184 -0.032039 -0.062875 54.146 54.146 4.49E-02 35.72 19647000

27903 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.11679 0.030013 -0.12447 54.471 54.471 4.49E-02 39.82 7043500

27904 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.016995 -0.11169 -0.16503 56.425 56.425 4.49E-02 37.58 9980200

27905 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.023579 -0.055614 -0.11649 55.716 55.716 1.86E-01 35.75 4537500

27906 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.06693 0.16725 0.061924 56.328 56.328 4.49E-02 33.29 2839400

27907 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.076888 -0.26289 -0.37541 56.179 56.179 4.49E-02 33.05 31863000

27908 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 0.018695 0.26965 0.25071 54.837 54.837 4.49E-02 35.66 1609600

27909 LELAQYR Unmodified _LELAQYR_ ATPAM_MAIZE 2 446.74798 891.48142 -0.14663 0.51912 0.33385 57.671 57.671 4.46E-01 24.89 982950

27910 LELDELR Unmodified _LELDELR_ B4FGY0_MAIZE 2 444.24527 886.476 -0.024875 0.1723 0.11269 67.307 67.307 9.32E-03 55.41 5845600

27911 LELDSGEIR Unmodified _LELDSGEIR_ Q41743_MAIZE 2 516.27202 1030.5295 -0.00072637 0.018465 -0.0055842 59.978 59.978 1.00E+00 9.53 586590

27912 LELDSGEIR Unmodified _LELDSGEIR_ Q41743_MAIZE 2 516.27202 1030.5295 -0.13576 0.047578 -0.11214 60.11 60.11 3.39E-01 52.48 299160

27913 LELELIHK Unmodified _LELELIHK_ B4FI21_MAIZE 3 332.20257 993.58588 1.3597 -0.33933 0.98444 67.372 67.372 3.42E-02 33.41 665120

27914 LELELIHK Unmodified _LELELIHK_ B4FI21_MAIZE 2 497.80022 993.58588 -0.018718 -0.24372 -0.29922 67.387 67.387 3.48E-02 41.56 534840

27915 LELELIYK Unmodified _LELELIYK_ B6TRV8_MAIZE 2 510.80243 1019.5903 0.017296 -0.048525 -0.072904 86.38 86.38 2.92E-02 35.89 103520

27916 LELFLPEEYPMAAPK Unmodified _LELFLPEEYPMAAPK_ B4FPA1_MAIZE 2 874.4524 1746.8902 1.1348 -0.018499 1.0892 104.76 104.76 1.12E-07 35.15 326920
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27917 LELFLPEEYPMAAPK Unmodified _LELFLPEEYPMAAPK_ B4FPA1_MAIZE 2 874.4524 1746.8902 1.045 0.074785 1.0924 107.08 107.08 7.01E-11 51.76 814540

27918 LELFLPEEYPMAAPK Oxidation (M) _LELFLPEEYPM(ox)AAPK_ B4FPA1_MAIZE 2 882.44986 1762.8852 1.0949 0.096801 1.1668 99.833 99.833 1.26E-03 36.59 79432

27919 LELFLPEEYPMAAPK Oxidation (M) _LELFLPEEYPM(ox)AAPK_ B4FPA1_MAIZE 2 882.44986 1762.8852 1.0738 0.11299 1.1616 96.964 96.964 2.05E-04 32.32 854570

27920 LELFLPEEYPMAAPK Oxidation (M) _LELFLPEEYPM(ox)AAPK_ B4FPA1_MAIZE 2 882.44986 1762.8852 1.0125 -0.46083 0.52753 98.095 98.095 8.73E-24 41.79 7837900

27921 LELFLPEEYPMAAPK Oxidation (M) _LELFLPEEYPM(ox)AAPK_ B4FPA1_MAIZE 3 588.63566 1762.8852 0.16512 0.10925 0.25019 98.029 98.029 7.60E-01 17.39 209010

27922 LELPFILR Unmodified _LELPFILR_ Q8L5G8_MAIZE 2 500.81313 999.6117 -0.029891 0.054029 -0.00058048 104.81 104.81 1.00E+00 11.36 1062000

27923 LELPFILR Unmodified _LELPFILR_ Q8L5G8_MAIZE 2 500.81313 999.6117 0.020246 -0.009372 -0.012771 105.45 105.45 3.77E-01 22.31 179210

27924 LELPFILR Unmodified _LELPFILR_ Q8L5G8_MAIZE 2 500.81313 999.6117 -0.028948 0.033343 -0.020477 105.51 105.51 1.65E-01 25.37 512800

27925 LELPLLLR Unmodified _LELPLLLR_ B4G210_MAIZE 2 483.82095 965.62735 -0.018849 0.063053 0.0079493 101.02 101.02 1.65E-01 25.93 1079100

27926 LELSAVPSSYYSGQLDPDR Unmodified _LELSAVPSSYYSGQLDPDR_ B6TBG6_MAIZE 2 1049.0104 2096.0062 1.2216 -0.15738 1.055 90.422 90.422 5.89E-20 72.12 633250

27927 LELVSSTPFVR Unmodified _LELVSSTPFVR_ B6SVU1_MAIZE 2 624.35335 1246.6921 0.36572 -0.028742 0.33804 82.073 82.073 1.67E-02 33.52 1321100

27928 LELVSSTPFVR Unmodified _LELVSSTPFVR_ B6SVU1_MAIZE 2 624.35335 1246.6921 0.32017 0.046432 0.36727 82.612 82.612 1.67E-02 28.53 692950

27929 LELVSSTPFVR Unmodified _LELVSSTPFVR_ B6SVU1_MAIZE 2 624.35335 1246.6921 0.35815 -0.087967 0.27052 82.971 82.971 1.67E-02 17.48 926250

27930 LELVSSTPFVR Unmodified _LELVSSTPFVR_ B6SVU1_MAIZE 2 624.35335 1246.6921 0.3947 -0.022261 0.37255 82.659 82.659 1.67E-02 35.55 354880

27931 LELVSSTPFVR Unmodified _LELVSSTPFVR_ B6SVU1_MAIZE 2 624.35335 1246.6921 0.30756 -0.096672 0.21209 82.351 82.351 3.57E-04 36.42 1834700

27940 LENELQFK Unmodified _LENELQFK_ B6U136_MAIZE 2 510.77166 1019.5288 -0.059279 0.23873 0.14977 60.407 60.407 2.92E-02 44.8 700360

27941 LENGVHVVSGTPGRVCDMIKR Unmodified _LENGVHVVSGTPGRVCDMIKR_ Q2MJJ9_MAIZE 3 775.40358 2323.1889 0.871 0.15667 1.0353 128.73 128.73 4.26E-01 2.28 4131100

27942 LENGVHVVSGTPGRVCDMIKR Unmodified _LENGVHVVSGTPGRVCDMIKR_ Q2MJJ9_MAIZE 2 1162.6017 2323.1889 1.1727 0.006874 1.1879 128.67 128.67 1.00E+00 1.06 3250600

27943 LENSLVQAIALLR Unmodified _LENSLVQAIALLR_ B4FYE0_MAIZE 2 720.43266 1438.8508 0.77088 0.14075 0.88215 113.6 113.6 6.20E-03 41.43 278300

27944 LENSLVQAIALLR Unmodified _LENSLVQAIALLR_ B4FYE0_MAIZE 2 720.43266 1438.8508 0.73965 0.16802 0.87946 114.18 114.18 1.56E-17 93.03 230210

27945 LENSLVQAIALLR Unmodified _LENSLVQAIALLR_ B4FYE0_MAIZE 3 480.6242 1438.8508 -0.1537 -0.36296 -0.54533 114.2 114.2 8.81E-01 13.89 29894

27946 LENSLVQAIALLR Unmodified _LENSLVQAIALLR_ B4FYE0_MAIZE 2 720.43266 1438.8508 0.74865 0.33046 1.0504 114.22 114.22 1.00E-11 96.53 358820

27947 LENTLLDGSPAPR Unmodified _LENTLLDGSPAPR_ B4FKL1_MAIZE 2 691.86735 1381.7201 0.6412 -0.57854 0.047755 64.477 64.477 1.47E-03 57.45 628470

27948 LENTLLDGSPAPR Unmodified _LENTLLDGSPAPR_ B4FKL1_MAIZE 2 691.86735 1381.7201 0.56747 -1.0767 -0.52354 65.427 65.427 3.13E-02 23.57 347740

27949 LENTLLDGSPAPR Unmodified _LENTLLDGSPAPR_ B4FKL1_MAIZE 2 691.86735 1381.7201 0.66347 -0.57751 0.071899 66.033 66.033 4.68E-05 61.01 642240

27950 LENTLLDGSPAPR Unmodified _LENTLLDGSPAPR_ B4FKL1_MAIZE 2 691.86735 1381.7201 0.58985 0.90881 1.4818 66.209 66.209 2.61E-08 67 3663200

27951 LENTLNYGLER Unmodified _LENTLNYGLER_ B4FIP7_MAIZE 2 661.34097 1320.6674 0.50124 -0.2797 0.19371 64.485 64.485 1.62E-12 56.3 4339700

27952 LENTLNYGLER Unmodified _LENTLNYGLER_ B4FIP7_MAIZE 2 661.34097 1320.6674 0.48514 0.12348 0.58077 64.942 64.942 5.66E-08 64.1 935770

27953 LENTLNYGLER Unmodified _LENTLNYGLER_ B4FIP7_MAIZE 2 661.34097 1320.6674 0.40973 -0.025856 0.35556 66.102 66.102 3.60E-06 44.47 590330

27954 LENTLNYGLER Unmodified _LENTLNYGLER_ B4FIP7_MAIZE 2 661.34097 1320.6674 0.37294 -0.87689 -0.53134 65.489 65.489 3.60E-06 56.93 643650

27955 LENVLICK Unmodified _LENVLICK_ B6U0I0_MAIZE 2 494.77843 987.5423 -0.15214 0.2093 0.03956 58.592 58.592 1.90E-02 54.67 384110

27956 LENVLICK Unmodified _LENVLICK_ B6U0I0_MAIZE 2 494.77843 987.5423 -0.034593 -0.23391 -0.28559 60.238 60.238 1.90E-02 36.55 401680

27957 LENVLICK Unmodified _LENVLICK_ B6U0I0_MAIZE 2 494.77843 987.5423 -0.068385 -0.11005 -0.1935 60.106 60.106 3.48E-02 32.16 288650

27958 LEPDLPLIIGGINIPHDR Unmodified _LEPDLPLIIGGINIPHDR_ B6TL41_MAIZE 3 661.37383 1981.0997 0.49503 0.055851 0.53966 116.17 116.17 2.39E-01 6.95 191940
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27959 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 1.0159 0.075918 1.0996 105.5 105.5 1.00E+00 6.74 1040900

27960 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 0.97093 0.34485 1.3238 106.03 106.03 3.49E-01 11.17 627520

27961 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 0.97608 0.10642 1.0904 106.07 106.07 1.29E-01 7.12 929360

27962 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 0.99292 0.301 1.3024 106.07 106.07 1.29E-01 11 622660

27963 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 1.0079 0.11125 1.1273 105.59 105.59 6.77E-01 9.63 906700

27964 LEPFPFDKDTDLPV Unmodified _LEPFPFDKDTDLPV_ AMYB_MAIZE 2 816.91142 1631.8083 0.97087 0.17964 1.1581 106.29 106.29 3.49E-01 8.04 3476500

27965 LEPNLPLIIGGIDIPHDR Unmodified _LEPNLPLIIGGIDIPHDR_ B6TSC0_MAIZE 3 661.37383 1981.0997 0.49503 0.055851 0.53966 116.17 116.17 1.31E-01 11.33 191940

27966 LEPVVVDDSLTIYK Unmodified _LEPVVVDDSLTIYK_ B6UG44_MAIZE 2 795.9349 1589.8552 0.96115 0.099946 1.0608 88.953 88.953 2.00E-19 64.18 321810

27967 LEQDQAAVESHR Unmodified _LEQDQAAVESHR_ B6TR05_MAIZE 3 461.56015 1381.6586 0.019959 0.061972 0.066583 33.163 33.163 2.42E-04 38.1 331170

27968 LEQDQAAVESHR Unmodified _LEQDQAAVESHR_ B6TR05_MAIZE 3 461.56015 1381.6586 0.0055491 0.065686 0.055417 34.828 34.828 8.36E-03 37.35 267260

27969 LEQDQAAVESHR Unmodified _LEQDQAAVESHR_ B6TR05_MAIZE 3 461.56015 1381.6586 -0.060815 -0.25547 -0.33168 34.751 34.751 1.37E-08 55.28 2006100

27970 LEQDQAAVESHR Unmodified _LEQDQAAVESHR_ B6TR05_MAIZE 2 691.83658 1381.6586 0.67033 -0.1346 0.5206 34.761 34.761 2.62E-07 51.1 550120

27972 LEQGLQMLTIFK Oxidation (M) _LEQGLQM(ox)LTIFK_ B6TVI9_MAIZE 2 718.89452 1435.7745 0.80936 0.022183 0.82215 90.416 90.416 1.60E-02 26.68 214430

27973 LEQGLQMLTIFK Oxidation (M) _LEQGLQM(ox)LTIFK_ B6TVI9_MAIZE 2 718.89452 1435.7745 0.75764 -0.10632 0.6429 90.138 90.138 1.11E-04 40.59 381080

27974 LEQGLQVLK Unmodified _LEQGLQVLK_ B4FAS3_MAIZE 2 514.31095 1026.6073 0.0036778 -0.20609 -0.21762 60.935 60.935 1.01E-02 30.16 452170

27975 LEQIPEK Unmodified _LEQIPEK_ B4FBN1_MAIZE 2 428.74237 855.47018 -0.069154 0.96578 0.86028 38.639 38.639 1.86E-01 30.33 288740

27976 LEQLVNSHPVFLFMK Unmodified _LEQLVNSHPVFLFMK_ B4FSW8_MAIZE 3 601.32716 1800.9597 0.26882 0.35133 0.61628 95.441 95.441 2.65E-02 22.05 658360

27977 LEQPFILR Unmodified _LEQPFILR_ B6U4K6_MAIZE 2 508.30038 1014.5862 -0.0072015 0.02415 -0.0021293 74.817 74.817 2.92E-02 28.81 444700

27978 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.21222 -0.10034 0.093712 92.053 92.053 2.81E-03 42.95 11476000

27979 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.23624 0.022155 0.23985 92.748 92.748 1.62E-03 33.42 2788300

27980 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.22778 -0.006742 0.20246 92.808 92.808 1.84E-04 33.79 4604900

27981 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.22005 -0.1927 0.0093063 92.604 92.604 5.76E-06 68.52 6571300

27982 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.22696 0.15182 0.35987 92.21 92.21 1.62E-03 50.36 3486900

27983 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.20263 0.11988 0.30392 92.68 92.68 1.84E-04 49.64 18075000

27984 LEQSLLIPFR Unmodified _LEQSLLIPFR_ B4FFP2_MAIZE 2 608.35843 1214.7023 0.16442 -0.18924 -0.043318 92.416 92.416 1.84E-04 51.38 17013000

27985 LERPVEGDEAGQEVAAAE Unmodified _LERPVEGDEAGQEVAAAE_ B4FAV3_MAIZE 2 935.44488 1868.8752 1.1558 0.32732 1.4657 58.22 58.22 2.85E-09 78.91 2005100

27986 LERPVEGDEAGQEVAAAE Unmodified _LERPVEGDEAGQEVAAAE_ B4FAV3_MAIZE 2 935.44488 1868.8752 1.1135 0.26978 1.3657 58.051 58.051 8.94E-06 75.34 326240

27987 LERPVEGDEAGQEVAAAE Unmodified _LERPVEGDEAGQEVAAAE_ B4FAV3_MAIZE 2 935.44488 1868.8752 1.154 0.28239 1.4188 59.164 59.164 8.94E-06 65.29 349830

27988 LERPVEGDEAGQEVAAAE Unmodified _LERPVEGDEAGQEVAAAE_ B4FAV3_MAIZE 2 935.44488 1868.8752 1.2519 0.35235 1.5863 59.596 59.596 1.05E-02 65.42 293340

27989 LERPVEGDEAGQEVAAAE Unmodified _LERPVEGDEAGQEVAAAE_ B4FAV3_MAIZE 2 935.44488 1868.8752 1.0785 0.087643 1.1489 58.427 58.427 8.94E-06 66.17 2001000

27990 LERPVEGDEAMQEVAAAE Unmodified _LERPVEGDEAMQEVAAAE_ B6TAQ5_MAIZE 2 972.45439 1942.8942 1.1946 -0.017419 1.1559 74.103 74.103 3.69E-03 55.88 885860

27991 LERPVEGDEAVQEVAAAE Unmodified _LERPVEGDEAVQEVAAAE_ B6UG10_MAIZE 2 956.46835 1910.9222 1.1885 0.16437 1.3362 71.428 71.428 9.02E-03 74.03 926980

27992 LERPVEGDEAVQEVAAAE Unmodified _LERPVEGDEAVQEVAAAE_ B6UG10_MAIZE 2 956.46835 1910.9222 1.1154 0.18744 1.286 71.651 71.651 3.69E-03 93.6 1006300

27993 LESALAATEIR Unmodified _LESALAATEIR_ B6TNM0_MAIZE 2 587.32733 1172.6401 0.12625 -0.10231 -0.0125 63.756 63.756 4.43E-05 36.29 54345
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27994 LESALAATEIR Unmodified _LESALAATEIR_ B6TNM0_MAIZE 2 587.32733 1172.6401 0.12282 0.15559 0.2416 64.14 64.14 1.62E-12 79.59 2679000

27995 LESLINSSPVMVFIK Oxidation (M) _LESLINSSPVM(ox)VFIK_ B4FSW8_MAIZE 2 846.96567 1691.9168 1.1029 -0.07272 1.0212 101.73 101.73 1.65E-02 29.28 347640

27996 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.46031 -0.22838 0.22388 35.667 35.667 5.66E-08 48.02 619900

27997 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.39653 0.19633 0.58587 35.289 35.289 1.47E-01 20.83 28771

27998 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.42096 0.21241 0.62576 34.607 34.607 3.57E-04 23.55 321690

27999 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.4501 -0.23254 0.2108 37.561 37.561 1.30E-03 31.65 503630

28000 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.47693 -0.28882 0.18092 36.695 36.695 4.43E-05 34.6 545420

28001 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.45189 -0.2902 0.15418 37.477 37.477 3.10E-05 34.76 413110

28002 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.46048 -0.24034 0.21365 37.461 37.461 1.30E-03 35.22 433400

28003 LESMEPCSSVK Oxidation (M) _LESM(ox)EPCSSVK_ CYSK_MAIZE 2 641.78632 1281.5581 0.34779 -0.95902 -0.61792 38.356 38.356 5.66E-08 52.83 15544000

28004 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.36974 0.001415 0.35998 46.898 46.898 1.67E-02 35.86 6669500

28005 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.40225 0.03574 0.42727 46.589 46.589 4.96E-02 35.09 513590

28006 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.42023 0.34311 0.75116 49.117 49.117 4.96E-02 32.82 674390

28007 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.45322 -0.087547 0.35447 48.315 48.315 4.43E-05 37.04 834940

28008 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.40254 -0.048943 0.34308 49.229 49.229 3.57E-04 33.53 724530

28009 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.43704 0.41381 0.83907 49.038 49.038 4.48E-03 34.51 1061900

28010 LESMEPCSSVK Unmodified _LESMEPCSSVK_ CYSK_MAIZE 2 633.78886 1265.5632 0.31782 -1.2148 -0.90536 49.755 49.755 6.35E-09 59.54 21028000

28011 LESMGFDR Unmodified _LESMGFDR_ B6T790_MAIZE 2 477.72111 953.42767 -0.051536 0.137 0.074491 56.762 56.762 1.65E-01 39.24 1031600

28012 LESSYLDGFLSHLQNEVK Unmodified _LESSYLDGFLSHLQNEVK_ B4F916_MAIZE 3 693.68462 2078.032 0.72419 -0.23655 0.47674 113.8 113.8 3.92E-01 2.23 87790

28013 LESYFQSIPGLQMVACSTPYNAK Oxidation (M) _LESYFQSIPGLQM(ox)VACSTPYNAK_ B6TQ36_MAIZE 3 874.08558 2619.2349 1.1354 0.72534 1.855 104.12 104.12 2.20E-01 9.2 247400

28014 LETALADLK Unmodified _LETALADLK_ B4FNZ2_MAIZE 2 487.28186 972.54916 -0.18775 -0.49994 -0.71678 64.105 64.105 1.12E-01 20.03 346090

28015 LETALADLK Unmodified _LETALADLK_ B4FNZ2_MAIZE 2 487.28186 972.54916 -0.23079 -0.092679 -0.3539 66.541 66.541 3.21E-03 56.12 3823600

28016 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.03263 0.069007 0.099802 45.744 45.744 9.73E-03 45.76 8137700

28017 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 -0.08994 -0.92476 -1.0158 45.34 45.34 3.21E-03 40.58 704140

28018 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.016638 -0.35545 -0.33991 47.936 47.936 3.21E-03 60.28 1136800

28019 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.09512 -0.22021 -0.12606 47.205 47.205 3.21E-03 41.99 1360400

28020 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.021086 0.004356 0.023139 48.054 48.054 1.01E-02 39.02 1447300

28021 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.054808 -0.39826 -0.34442 47.865 47.865 3.39E-01 35.05 1050600

28022 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 0.017027 0.2529 0.26682 48.638 48.638 9.73E-03 46.84 2009300

28023 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 -0.05722 -0.40429 -0.46198 45.924 45.924 3.21E-03 50.23 14497000

28024 LETCTAVYR Unmodified _LETCTAVYR_ B6SHM7_MAIZE 2 556.77387 1111.5332 -0.047027 -0.3821 -0.43007 49.242 49.242 9.73E-03 49.83 2835500

28025 LETIHSEGVHR Unmodified _LETIHSEGVHR_ Q9XHF3_MAIZE 4 320.17038 1276.6524 1.2864 -0.13112 1.1484 32.743 32.743 1.00E+00 5.27 37885

28026 LETIHSEGVHR Unmodified _LETIHSEGVHR_ Q9XHF3_MAIZE 4 320.17038 1276.6524 1.4101 -0.33199 1.0732 35.202 35.202 2.92E-01 6.87 288980

28027 LETIHSEGVHR Unmodified _LETIHSEGVHR_ Q9XHF3_MAIZE 3 426.55808 1276.6524 0.11157 -0.11032 -0.0047764 35.204 35.204 1.52E-02 25.31 254910
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28028 LEVDVAELR Unmodified _LEVDVAELR_ B6U8G5_MAIZE 2 522.29021 1042.5659 0.025762 -0.41683 -0.40779 72.906 72.906 1.00E+00 7.75 420020

28029 LEVDVAELR Unmodified _LEVDVAELR_ B6U8G5_MAIZE 2 522.29021 1042.5659 -0.14254 -0.12419 -0.28414 73.248 73.248 1.01E-02 30.25 230670

28030 LEVDVAELR Unmodified _LEVDVAELR_ B6U8G5_MAIZE 2 522.29021 1042.5659 0.015167 0.26916 0.26636 73.985 73.985 1.01E-02 38.99 478010

28031 LEVDVAELR Unmodified _LEVDVAELR_ B6U8G5_MAIZE 2 522.29021 1042.5659 -0.01662 -0.02198 -0.055646 73.565 73.565 1.63E-07 66.86 1791100

28037 LEVGFYEHSCPQAEDIVR Unmodified _LEVGFYEHSCPQAEDIVR_ B4FSW5_MAIZE 3 717.00548 2147.9946 0.70074 -0.022038 0.67788 77.771 77.771 1.02E-03 30.67 802610

28038 LEVGSETVIDK Unmodified _LEVGSETVIDK_ B6T895_MAIZE 2 595.31917 1188.6238 0.20776 0.15032 0.35414 58.433 58.433 3.60E-06 51.93 366730

28039 LEVGSETVIDK Unmodified _LEVGSETVIDK_ B6T895_MAIZE 2 595.31917 1188.6238 0.19017 -0.82573 -0.63837 60.106 60.106 3.60E-06 61.17 819380

28040 LEVHEFDEWIR Unmodified _LEVHEFDEWIR_ B4FNQ8_MAIZE 3 491.57714 1471.7096 -0.17893 -0.016655 -0.20537 91.085 91.085 1.41E-04 24.49 462310

28041 LEVMESHQATK Oxidation (M) _LEVM(ox)ESHQATK_ B4FH75_MAIZE 3 430.21158 1287.6129 0.12233 0.49277 0.60134 29.412 29.412 6.17E-01 10.34 103240

28042 LEVMESHQATK Oxidation (M) _LEVM(ox)ESHQATK_ B4FH75_MAIZE 2 644.81373 1287.6129 0.48565 0.10989 0.58284 29.397 29.397 7.13E-03 19.36 18484

28043 LEVMESHQATK Unmodified _LEVMESHQATK_ B4FH75_MAIZE 2 636.81627 1271.618 -0.28625 38.701 38.701 1.46E-10 54.24

28044 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.53604 0.16214 0.69116 75.932 75.932 1.68E-09 50.9 1303500

28045 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.44855 0.18758 0.62989 76.859 76.859 1.11E-04 43.15 78465

28046 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.4821 0.58449 1.0599 76.28 76.28 1.68E-09 53.26 538220

28047 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.54231 0.19949 0.73572 76.949 76.949 1.11E-04 45.97 1112800

28048 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.61874 0.95279 1.5645 76.55 76.55 1.98E-03 40.73 462620

28049 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.55332 0.083356 0.63097 76.377 76.377 1.60E-02 13.55 419580

28050 LEVPDGAVFENK Unmodified _LEVPDGAVFENK_ B6T4R3_MAIZE 2 659.33789 1316.6612 0.47338 -0.21129 0.25659 76.983 76.983 1.11E-04 57.85 4348300

28051 LEVPVDSYPNFNFVGR Unmodified _LEVPVDSYPNFNFVGR_ B4FN92_MAIZE 2 926.96505 1851.9155 1.1621 -0.11135 1.0554 101.38 101.38 7.73E-25 52.95 606110

28052 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.61267 0.28386 0.89259 61.353 61.353 5.26E-01 38.08 3888600

28053 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.37865 -0.088382 0.28728 62.966 62.966 9.46E-01 18.86 210600

28054 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.48025 0.11767 0.59513 62.019 62.019 2.64E-01 30.48 862810

28055 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.58922 -0.035145 0.5501 63.395 63.395 5.26E-01 19.39 1297100

28056 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.54676 -0.039477 0.50342 62.79 62.79 2.64E-01 33.9 1526400

28057 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.47258 -0.097926 0.3715 63.221 63.221 9.46E-01 18.82 1289100

28058 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.61072 0.20512 0.81147 63.156 63.156 5.26E-01 32.35 1289300

28059 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.56515 0.20162 0.76299 63.611 63.611 2.64E-01 33.01 4685900

28060 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.48408 -0.58744 -0.10533 61.96 61.96 2.64E-01 34.28 32900000

28061 LEVVFR Unmodified _LEVVFR_ B4FVD5_MAIZE 2 381.72906 761.44357 0.33971 0.46961 0.80686 64.658 64.658 2.64E-01 30.7 494320

28062 LEWAMDSVK Oxidation (M) _LEWAM(ox)DSVK_ B4FY98_MAIZE 2 547.76297 1093.5114 0.0080372 0.28581 0.27987 60.412 60.412 3.39E-01 13.76 810030

28063 LEWAMDSVK Unmodified _LEWAMDSVK_ B4FY98_MAIZE 2 539.76552 1077.5165 -0.026107 0.92076 0.87695 73.346 73.346 3.39E-01 13.52 1029700

28064 LEWLWR Unmodified _LEWLWR_ B6TRS7_MAIZE 2 451.74779 901.48102 -0.063153 0.14172 0.054824 92.364 92.364 2.64E-01 26.01 2411600

28065 LEWLWR Unmodified _LEWLWR_ B6TRS7_MAIZE 2 451.74779 901.48102 0.079499 0.11611 0.17184 92.423 92.423 9.46E-01 18.78 158500

28066 LEYLWGDIK Unmodified _LEYLWGDIK_ B6T6T0_MAIZE 2 568.80296 1135.5914 0.15175 0.89179 1.0229 90.125 90.125 3.39E-01 14.83 178970
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28067 LFADFQK Unmodified _LFADFQK_ B4F9G1_MAIZE 2 434.7318 867.44905 0.093404 0.32456 0.41369 64.368 64.368 1.00E+00 3.08 276580

28068 LFADFQK Unmodified _LFADFQK_ B4F9G1_MAIZE 2 434.7318 867.44905 0.06258 0.18527 0.24243 64.334 64.334 4.46E-01 12.17 1825900

28069 LFADFQK Unmodified _LFADFQK_ B4F9G1_MAIZE 2 434.7318 867.44905 0.0046672 0.065463 0.066233 64.697 64.697 4.46E-01 10.53 6744000

28070 LFADTVIR Unmodified _LFADTVIR_ B6TSB9_MAIZE 2 467.77146 933.52837 -0.16695 0.13941 -0.029134 69.037 69.037 1.65E-01 36.06 71693

28071 LFADTVIR Unmodified _LFADTVIR_ B6TSB9_MAIZE 2 467.77146 933.52837 -0.11695 -0.15687 -0.27508 69.132 69.132 5.06E-02 38.57 746200

28072 LFADTVIR Unmodified _LFADTVIR_ B6TSB9_MAIZE 2 467.77146 933.52837 -0.1363 -0.1245 -0.26197 68.16 68.16 3.48E-02 56.76 9912900

28073 LFADTVIR Unmodified _LFADTVIR_ B6TSB9_MAIZE 2 467.77146 933.52837 -0.16313 0.4619 0.2973 70.311 70.311 1.65E-01 33.86 143460

28074 LFAEEQLAEDLALKR Unmodified _LFAEEQLAEDLALKR_ B4FVD6_MAIZE 3 582.65259 1744.9359 0.19923 0.13904 0.30728 93.898 93.898 2.34E-01 15.24 1075200

28075 LFAEEQLAEDLALKR Unmodified _LFAEEQLAEDLALKR_ B4FVD6_MAIZE 3 582.65259 1744.9359 0.13963 -0.015595 0.093812 94.807 94.807 1.00E+00 0.08 258970

28076 LFAEEQLAEDLALKR Unmodified _LFAEEQLAEDLALKR_ B4FVD6_MAIZE 3 582.65259 1744.9359 0.26238 -0.031004 0.20199 94.802 94.802 8.03E-01 13.17 281310

28077 LFAEEQLAEDLALKR Unmodified _LFAEEQLAEDLALKR_ B4FVD6_MAIZE 3 582.65259 1744.9359 0.13814 0.1766 0.28484 97.096 97.096 2.34E-01 12.19 151040

28079 LFAIYSPVFDSSSSMVLK Unmodified _LFAIYSPVFDSSSSMVLK_ B6TBI6_MAIZE 2 996.01335 1990.0122 1.2243 -2.3036 -1.0797 114.13 114.13 5.25E-26 51.36 409300

28080 LFAIYSPVFDSSSSMVLK Oxidation (M) _LFAIYSPVFDSSSSM(ox)VLK_ B6TBI6_MAIZE 2 1004.0108 2006.0071 1.1215 -0.1973 0.9235 107.35 107.35 2.58E-39 49.51 269770

28081 LFAIYSPVFDSSSSMVLK Oxidation (M) _LFAIYSPVFDSSSSM(ox)VLK_ B6TBI6_MAIZE 2 1004.0108 2006.0071 1.1186 -0.37863 0.73923 107.36 107.36 1.18E-19 68.64 354010

28082 LFAIYSPVFDSSSSMVLK Oxidation (M) _LFAIYSPVFDSSSSM(ox)VLK_ B6TBI6_MAIZE 2 1004.0108 2006.0071 1.1296 -0.46711 0.66261 107.44 107.44 1.31E-09 37.34 215400

28083 LFAIYSPVFDSSSSMVLK Oxidation (M) _LFAIYSPVFDSSSSM(ox)VLK_ B6TBI6_MAIZE 2 1004.0108 2006.0071 1.2388 -0.15976 1.0786 107.06 107.06 3.43E-16 54.05 1146800

28084 LFALTAVGR Unmodified _LFALTAVGR_ B6TG62_MAIZE 2 474.28728 946.56 -0.085456 0.059898 -0.030385 76.432 76.432 3.13E-03 63.93 824810

28085 LFASPDAASDGK Unmodified _LFASPDAASDGK_ B6TP19_MAIZE 2 589.78804 1177.5615 0.24042 -1.8071 -1.5724 44.011 44.011 8.05E-01 12.37 349390

28086 LFASPDAASDGK Unmodified _LFASPDAASDGK_ B6TP19_MAIZE 2 589.78804 1177.5615 0.15889 0.17633 0.32586 53.224 53.224 1.60E-02 32.19 469590

28087 LFAYGTLNDYK Unmodified _LFAYGTLNDYK_ B4F8L1_MAIZE 2 652.8297 1303.6449 0.43128 0.23263 0.64927 77.116 77.116 1.47E-01 37.22 454710

28088 LFCDKDYPEKPPSVR Unmodified _LFCDKDYPEKPPSVR_ B6SK03_MAIZE 4 463.48309 1849.9033 -0.19263 -0.37237 -0.56699 60.717 60.717 2.19E-02 26.9 5085700

28089 LFCDKDYPEKPPSVR Unmodified _LFCDKDYPEKPPSVR_ B6SK03_MAIZE 3 617.6417 1849.9033 0.34539 -0.16857 0.1745 60.691 60.691 9.97E-11 36.72 626980

28090 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.068583 0.10819 0.053509 80.556 80.556 1.90E-02 47.69 5872200

28091 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.15723 0.24816 0.10532 81.33 81.33 3.48E-02 38.55 1005200

28092 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.052692 0.13901 0.10114 81.72 81.72 3.48E-02 41.35 1146700

28093 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.053619 0.23775 0.19847 81.393 81.393 3.48E-02 43.24 1253600

28094 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.085698 0.092175 0.021523 81.076 81.076 3.48E-02 38.25 982320

28095 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.072329 0.011291 -0.046256 81.476 81.476 2.34E-03 37.64 1247700

28096 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.083798 0.40021 0.33055 81.415 81.415 1.90E-02 32.99 873810

28097 LFCIGFTK Unmodified _LFCIGFTK_ B4FAV3_MAIZE 2 493.26241 984.51027 -0.15962 -0.3308 -0.47447 81.241 81.241 3.48E-02 33.33 4661100

28098 LFDAFFGNK Unmodified _LFDAFFGNK_ B6TGE5_MAIZE 2 529.76892 1057.5233 -0.070423 0.22402 0.15684 96.63 96.63 3.21E-03 51.06 125060

28099 LFDDAVGFPMGTR Oxidation (M) _LFDDAVGFPM(ox)GTR_ Q41815_MAIZE 2 721.34265 1440.6708 0.71072 -0.049386 0.67838 82.451 82.451 7.84E-04 25.5 643760

28100 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.49003 -0.30408 0.19109 82.293 82.293 1.00E+00 3.76 891380

28101 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.32185 -0.027836 0.29837 82.92 82.92 1.00E+00 18.19 284040
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28102 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.46842 -0.15264 0.32052 83.281 83.281 1.00E+00 17.53 289450

28103 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.39861 -0.14995 0.25456 82.707 82.707 1.00E+00 6.98 236310

28104 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.4742 -0.3201 0.15984 83.281 83.281 1.00E+00 25.06 248800

28105 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.38086 -0.27761 0.10788 82.953 82.953 3.83E-02 30.75 3664000

28106 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 2 592.82476 1183.635 0.19979 0.69228 0.89557 82.948 82.948 5.76E-06 66.63 820940

28107 LFDGLHDVLR Unmodified _LFDGLHDVLR_ B4FY98_MAIZE 3 395.55226 1183.635 0.55434 -0.25695 0.304 82.895 82.895 1.00E+00 0.51 210830

28108 LFDGSDIGPVR Unmodified _LFDGSDIGPVR_ B6T867_MAIZE 2 588.3064 1174.5982 0.21493 -1.4116 -1.1824 73.723 73.723 3.60E-06 73.57 167170

28109 LFDSFFSTR Unmodified _LFDSFFSTR_ B4FBG7_MAIZE 2 560.27711 1118.5397 -0.018178 -0.32362 -0.32901 97.464 97.464 1.01E-02 43.21 130020

28110 LFDSSWFDDSSVK Unmodified _LFDSSWFDDSSVK_ O23887_MAIZE 2 766.84882 1531.6831 0.89207 0.1081 1.0104 98.063 98.063 1.56E-17 65.82 579960

28111 LFDSSWFDDSSVK Unmodified _LFDSSWFDDSSVK_ O23887_MAIZE 2 766.84882 1531.6831 0.87196 0.31423 1.196 98.475 98.475 2.50E-15 57.27 222880

28112 LFDVGCVLFYK Unmodified _LFDVGCVLFYK_ B6SU37_MAIZE 2 680.85212 1359.6897 0.53701 0.11311 0.66642 108.44 108.44 5.66E-08 47.19 2028100

28113 LFEDGVVKR Unmodified _LFEDGVVKR_ B4FID4_MAIZE 3 354.86959 1061.5869 1.0078 0.34735 1.3529 52.802 52.802 4.68E-01 14.68 737060

28114 LFEEGVVK Unmodified _LFEEGVVK_ A2T1W7_MAIZE 2 460.75802 919.50148 -0.10091 0.18525 0.080194 59.424 59.424 1.90E-02 35.18 6478900

28115 LFEHFLR Unmodified _LFEHFLR_ B4FCB4_MAIZE 3 321.17999 960.51814 1.3243 -0.48007 0.83416 75.724 75.724 1.40E-01 33.68 196450

28116 LFEMLK Oxidation (M) _LFEM(ox)LK_ B6SPA1_MAIZE 2 398.71731 795.42006 0.12957 -0.55617 -0.44769 58.143 58.143 4.12E-01 26.83 855540

28117 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 2 620.80022 1239.5859 0.32919 -0.22781 0.12351 73.312 73.312 3.21E-03 28.27 1031100

28118 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 3 414.20257 1239.5859 0.28773 0.026311 0.33566 76.169 76.169 1.00E+00 12.47 508920

28119 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 3 414.20257 1239.5859 0.23917 0.009114 0.27074 73.096 73.096 2.35E-02 17.64 3352100

28120 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 2 620.80022 1239.5859 0.36341 1.6395 2.0226 73.033 73.033 3.21E-03 27.88 574430

28121 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 3 414.20257 1239.5859 0.1881 -0.010247 0.19945 76.129 76.129 2.35E-01 14.94 1382100

28122 LFFHDCFVR Unmodified _LFFHDCFVR_ B4FQA9_MAIZE 3 414.20257 1239.5859 0.29489 0.26545 0.58099 73.387 73.387 1.00E+00 24.68 467900

28123 LFFPAAALGPDTAELVATK Unmodified _LFFPAAALGPDTAELVATK_ B6TI32_MAIZE 3 644.68741 1931.0404 0.5127 0.22929 0.73681 115.04 115.04 2.20E-02 10.71 87011

28124 LFFPAAALGPDTAELVATK Unmodified _LFFPAAALGPDTAELVATK_ B6TI32_MAIZE 2 966.52748 1931.0404 1.2123 0.20754 1.4147 115.04 115.04 5.63E-03 14.04 119070

28125 LFFYDLYGGGMK Oxidation (M) _LFFYDLYGGGM(ox)K_ B6SHH4_MAIZE 2 713.83921 1425.6639 0.76092 0.59346 1.3567 98.625 98.625 3.52E-11 38.32 400960

28126 LFFYDLYGGGMK Oxidation (M) _LFFYDLYGGGM(ox)K_ B6SHH4_MAIZE 2 713.83921 1425.6639 0.6915 0.52475 1.2186 99.203 99.203 1.68E-09 43.55 405200

28127 LFFYDLYGGGMK Oxidation (M) _LFFYDLYGGGM(ox)K_ B6SHH4_MAIZE 2 713.83921 1425.6639 0.69471 0.51264 1.2089 99.328 99.328 2.98E-17 58.32 761790

28128 LFFYDLYGGGMK Oxidation (M) _LFFYDLYGGGM(ox)K_ B6SHH4_MAIZE 2 713.83921 1425.6639 0.72609 0.49858 1.227 99.187 99.187 1.63E-05 43.83 658750

28129 LFFYDLYGGGMK Unmodified _LFFYDLYGGGMK_ B6SHH4_MAIZE 2 705.84176 1409.669 0.70839 0.53456 1.2428 104.65 104.65 2.00E-01 18.01 782990

28130 LFFYDLYGGGMK Unmodified _LFFYDLYGGGMK_ B6SHH4_MAIZE 2 705.84176 1409.669 0.67268 0.66408 1.3362 105.27 105.27 2.00E-01 23.99 96306

28131 LFFYDLYGGGMK Unmodified _LFFYDLYGGGMK_ B6SHH4_MAIZE 2 705.84176 1409.669 0.72376 0.3493 1.0738 104.95 104.95 6.74E-02 32.32 335430

28132 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.035225 0.027911 -0.01622 45.861 45.861 1.65E-01 23.27 1210700

28133 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.15974 0.07416 -0.095839 45.26 45.26 1.65E-01 26.96 189590

28134 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.016802 -0.51757 -0.54237 48.02 48.02 3.77E-01 12.8 517590

28135 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.030668 -0.26118 -0.30007 47.245 47.245 1.65E-01 35.2 447880
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28136 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.036089 -0.23035 -0.2755 48.155 48.155 2.92E-02 41.21 390260

28137 LFGEEQTR Unmodified _LFGEEQTR_ B6TXE2_MAIZE 2 490.24581 978.47706 -0.14534 -0.36947 -0.52295 48.732 48.732 1.90E-02 48.1 7322200

28138 LFGLDTEK Unmodified _LFGLDTEK_ B6U0P4_MAIZE 2 461.74765 921.48075 0.020248 0.55656 0.57 72.76 72.76 2.92E-02 34.67 384120

28139 LFGLDTEK Unmodified _LFGLDTEK_ B6U0P4_MAIZE 2 461.74765 921.48075 0.0022864 0.33699 0.33159 72.295 72.295 3.77E-01 9.58 230120

28140 LFGLDTEK Unmodified _LFGLDTEK_ B6U0P4_MAIZE 2 461.74765 921.48075 -0.091153 0.24937 0.15137 72.447 72.447 5.06E-02 33.47 685720

28141 LFGLGDELNEDAMLGK Oxidation (M) _LFGLGDELNEDAM(ox)LGK_ B4FEF1_MAIZE 2 869.42183 1736.8291 1.0736 -0.15906 0.90562 99.452 99.452 9.26E-47 75.66 274070

28142 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 2 1195.0475 2388.0805 1.1664 -0.106 1.0731 94.565 94.565 2.38E-23 121.01 1974800

28143 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 3 797.0341 2388.0805 0.9916 -0.1014 0.90354 94.571 94.571 2.67E-01 32.09 1057400

28144 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 2 1195.0475 2388.0805 1.0582 0.052935 1.1241 94.932 94.932 2.64E-19 108.26 1592400

28145 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 3 797.0341 2388.0805 0.90727 -0.17696 0.74388 94.919 94.919 3.25E-07 53.7 1052700

28146 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 2 1195.0475 2388.0805 1.0893 0.015678 1.1181 95.854 95.854 5.11E-31 129.04 1289700

28147 LFGMDQVQGGSPYGAGTFAADGSR Unmodified _LFGMDQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 3 797.0341 2388.0805 0.9048 -0.47342 0.44561 95.865 95.865 1.06E-03 16.51 927640

28148 LFGMDQVQGGSPYGAGTFAADGSR Oxidation (M) _LFGM(ox)DQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 3 802.36573 2404.0754 0.89291 -0.21444 0.69333 82.523 82.523 8.81E-14 88.44 3210200

28149 LFGMDQVQGGSPYGAGTFAADGSR Oxidation (M) _LFGM(ox)DQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 2 1203.045 2404.0754 1.0384 -0.012702 1.0401 82.536 82.536 8.81E-66 126.22 3012100

28150 LFGMDQVQGGSPYGAGTFAADGSR Oxidation (M) _LFGM(ox)DQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 2 1203.045 2404.0754 1.0705 -0.095504 0.99005 83.752 83.752 8.81E-66 104.59 2634700

28151 LFGMDQVQGGSPYGAGTFAADGSR Oxidation (M) _LFGM(ox)DQVQGGSPYGAGTFAADGSR_ B6TFN1_MAIZE 3 802.36573 2404.0754 0.89936 -0.2361 0.67798 83.765 83.765 1.47E-16 80.84 2320100

28152 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.28342 0.19877 0.50367 92.938 92.938 3.60E-06 53.58 2317600
28153 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.25122 0.19481 0.46792 93.583 93.583 3.57E-04 51.72 786680
28154 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.30826 0.13785 0.46706 93.644 93.644 3.60E-06 47.92 1122100
28155 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.28072 0.23496 0.53696 93.41 93.41 5.66E-08 52.16 2234500
28156 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.21856 0.25861 0.49924 93.099 93.099 6.35E-09 60.71 1889900
28157 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.2895 0.16242 0.47394 93.565 93.565 3.60E-06 45.76 4792300
28158 LFGVTTLDVVR Unmodified _LFGVTTLDVVR_ B4FRJ1_MAIZE 2 610.35589 1218.6972 0.195 0.04798 0.26382 93.183 93.183 5.66E-08 49.33 35758000

28159 LFGVTVEPADGLAPIWHSDVK Unmodified _LFGVTVEPADGLAPIWHSDVK_ B4FW57_MAIZE 3 751.06343 2250.1685 0.8331 -0.11052 0.73025 106.74 106.74 9.19E-08 47.87 2087800

28160 LFGVTVEPADGLAPIWHSDVK Unmodified _LFGVTVEPADGLAPIWHSDVK_ B4FW57_MAIZE 3 751.06343 2250.1685 0.81966 -0.009974 0.81719 107.39 107.39 4.23E-22 44.56 1208300

28161 LFGVTVEPADGLAPIWHSDVK Unmodified _LFGVTVEPADGLAPIWHSDVK_ B4FW57_MAIZE 3 751.06343 2250.1685 0.8116 -0.035957 0.7838 107.48 107.48 9.19E-08 39.43 1475200

28162 LFGVTVEPADGLAPIWHSDVK Unmodified _LFGVTVEPADGLAPIWHSDVK_ B4FW57_MAIZE 3 751.06343 2250.1685 0.7809 0.19211 0.98137 107.69 107.69 4.23E-22 53.5 3718100

28163 LFGVTVEPADGLAPIWHSDVK Unmodified _LFGVTVEPADGLAPIWHSDVK_ B4FW57_MAIZE 3 751.06343 2250.1685 0.88222 0.61277 1.502 107.61 107.61 2.43E-04 29.2 264060

28164 LFHIDAAAK Unmodified _LFHIDAAAK_ Q5EUD9_MAIZE 3 329.18703 984.53927 1.2182 -0.031738 1.1668 54.687 54.687 8.75E-03 44.92 2080800

28165 LFHIDAAAK Unmodified _LFHIDAAAK_ Q5EUD9_MAIZE 2 493.27691 984.53927 -0.065309 -0.13534 -0.22002 54.664 54.664 3.32E-02 22.54 509700

28166 LFHLQIALEHFK Unmodified _LFHLQIALEHFK_ B4FT31_MAIZE 4 374.71596 1494.8347 0.81308 -0.45637 0.34667 89.145 89.145 2.46E-02 17.94 298240

28167 LFHSGLAHK Unmodified _LFHSGLAHK_ B6TIJ2_MAIZE 3 337.19078 1008.5505 1.3226 -0.38665 0.92711 32.255 32.255 8.75E-03 26.23 219860

28168 LFHVESLEK Unmodified _LFHVESLEK_ B4FJD3_MAIZE 3 367.86948 1100.5866 0.81411 0.035747 0.83308 57.857 57.857 2.35E-02 23.53 1338100

28169 LFIANPDLVER Unmodified _LFIANPDLVER_ B6TAL4_MAIZE 2 643.85879 1285.703 0.46203 0.16747 0.61344 80.915 80.915 1.67E-02 14.39 426410

28170 LFIDGK Unmodified _LFIDGK_ Q8S531_MAIZE 2 346.70251 691.39048 0.90204 -0.36879 0.52763 54.372 54.372 1.00E+00 5.16 10198

28171 LFIDGK Unmodified _LFIDGK_ Q8S531_MAIZE 2 346.70251 691.39048 1.0224 -1.2758 -0.25682 53.796 53.796 9.46E-01 18.73 395900

28172 LFIDGK Unmodified _LFIDGK_ Q8S531_MAIZE 2 346.70251 691.39048 1.0774 -0.18271 0.88802 55.131 55.131 9.46E-01 11.53 410680

28173 LFIDGK Unmodified _LFIDGK_ Q8S531_MAIZE 2 346.70251 691.39048 1.1161 0.008043 1.1171 55.648 55.648 5.26E-01 19.05 1960500

28174 LFIFETYCR Unmodified _LFIFETYCR_ B6TRV3_MAIZE 2 624.80771 1247.6009 0.37404 0.126 0.4993 91.336 91.336 1.12E-01 21.97 457040
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28175 LFIFETYCR Unmodified _LFIFETYCR_ B6TRV3_MAIZE 2 624.80771 1247.6009 0.32393 0.74783 1.07 92.002 92.002 9.73E-03 28.55 142360

28176 LFIFETYCR Unmodified _LFIFETYCR_ B6TRV3_MAIZE 2 624.80771 1247.6009 0.39873 0.54205 0.93927 92.064 92.064 1.12E-01 23.36 431500

28177 LFIGGLDWGVDDVK Unmodified _LFIGGLDWGVDDVK_ B6SIF0_MAIZE 2 767.40102 1532.7875 0.84003 -0.036133 0.82119 113.76 113.76 3.40E-25 74.56 353070

28178 LFIGQAADEK Unmodified _LFIGQAADEK_ B6TAT5_MAIZE 2 546.29021 1090.5659 0.031746 -0.12378 -0.10896 55.745 55.745 4.40E-02 33.13 2231600

28179 LFILDYHDVFLPYVHR Unmodified _LFILDYHDVFLPYVHR_ A1XCI6_MAIZE 4 512.52546 2046.0727 0.0034903 -0.21868 -0.21285 113.54 113.54 4.32E-02 13.5 1180800

28180 LFILDYHDVFLPYVHR Unmodified _LFILDYHDVFLPYVHR_ A1XCI6_MAIZE 4 512.52546 2046.0727 -0.12484 -0.12355 -0.24648 114.45 114.45 7.98E-01 3.99 431560

28181 LFILDYHDVFLPYVHR Unmodified _LFILDYHDVFLPYVHR_ A1XCI6_MAIZE 4 512.52546 2046.0727 0.013868 -0.34096 -0.32462 114.85 114.85 5.29E-01 10.72 241740

28182 LFITQTGSDSWVGR Unmodified _LFITQTGSDSWVGR_ B4FNZ1_MAIZE 2 783.89918 1565.7838 0.96619 -0.014878 0.96581 83.326 83.326 7.68E-22 73.26 472890

28183 LFITQTGSDSWVGR Unmodified _LFITQTGSDSWVGR_ B4FNZ1_MAIZE 2 783.89918 1565.7838 0.90932 -0.58787 0.33669 84.218 84.218 7.68E-22 68.9 241790

28184 LFKPPASGTGLEPEPR Unmodified _LFKPPASGTGLEPEPR_ B6SRP3_MAIZE 3 565.97367 1694.8992 0.097891 0.12123 0.20932 61.495 61.495 1.87E-02 26.82 586140

28185 LFLAGLCPHDLFQLTK Unmodified _LFLAGLCPHDLFQLTK_ B4FUS0_MAIZE 3 625.0062 1871.9968 0.41869 0.12577 0.5489 114.67 114.67 4.32E-02 19.48 405380

28186 LFLANPDLPK Unmodified _LFLANPDLPK_ Q49HE2_MAIZE 2 564.3266 1126.6386 0.14131 0.18746 0.31016 76.707 76.707 4.40E-02 22.28 763130

28187 LFLANPDLPK Unmodified _LFLANPDLPK_ Q49HE2_MAIZE 2 564.3266 1126.6386 0.087888 -0.62238 -0.55123 77.378 77.378 2.81E-03 33.9 341260

28188 LFLANPDLPK Unmodified _LFLANPDLPK_ Q49HE2_MAIZE 2 564.3266 1126.6386 0.10758 -0.61625 -0.52569 77.155 77.155 3.43E-01 14.94 249490

28189 LFLANPDLPK Unmodified _LFLANPDLPK_ Q49HE2_MAIZE 2 564.3266 1126.6386 0.06761 -0.098934 -0.04997 77.702 77.702 1.62E-03 36.68 7369900

28190 LFLANPDLPK Unmodified _LFLANPDLPK_ Q49HE2_MAIZE 2 564.3266 1126.6386 0.018695 0.21163 0.21197 77.581 77.581 2.81E-03 28.88 4191500

28191 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.20179 0.78217 0.96669 78.089 78.089 1.84E-04 49.62 1113400

28192 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.12757 1.0968 1.206 78.643 78.643 1.62E-03 48.02 337890

28193 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.19374 0.65124 0.82722 79.028 79.028 1.62E-03 45.31 598490

28194 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.20344 0.67268 0.85882 78.703 78.703 4.40E-05 65.19 561240

28195 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.097753 -4.9556 -4.8658 78.45 78.45 7.11E-01 7.91 345840

28196 LFLANPDLPR Unmodified _LFLANPDLPR_ B4F872_MAIZE 2 578.32967 1154.6448 0.10395 0.38962 0.4762 78.927 78.927 5.76E-06 66.34 3075000

28197 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.089604 0.20343 0.085319 51.281 51.281 7.88E-01 33.56 37347

28198 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.042864 -0.10225 -0.17462 51.914 51.914 3.77E-01 30.59 377920

28199 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.076676 0.064884 -0.041023 52.706 52.706 2.92E-02 29.25 906860

28200 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.12626 -0.12556 -0.28072 52.357 52.357 1.65E-01 28.91 9422000

28201 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.13943 0.070726 -0.097363 52.952 52.952 5.06E-02 24.29 6444400

28202 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.10776 0.19487 0.057441 50.757 50.757 1.65E-01 18.99 1698100

28203 LFLANQEK Unmodified _LFLANQEK_ B4FIZ5_MAIZE 2 481.76892 961.52328 -0.16007 0.31422 0.12513 54.122 54.122 1.65E-01 21.24 287120

28204 LFLFPAKPESSSSLGSLLDDSSK Unmodified _LFLFPAKPESSSSLGSLLDDSSK_ B6SRM6_MAIZE 3 809.08808 2424.2424 0.96592 0.17093 1.1276 107.37 107.37 5.17E-06 42.8 811900

28205 LFLFPAKPESSSSLGSLLDDSSK Unmodified _LFLFPAKPESSSSLGSLLDDSSK_ B6SRM6_MAIZE 3 809.08808 2424.2424 0.93724 0.19978 1.1281 107.65 107.65 1.68E-03 23.92 2761700

28206 LFLFPAKPESSSSLGSLLDDSSK Unmodified _LFLFPAKPESSSSLGSLLDDSSK_ B6SRM6_MAIZE 3 809.08808 2424.2424 1.0172 -0.41042 0.59827 110.97 110.97 8.30E-06 44.42 181420

28207 LFLGAK Unmodified _LFLGAK_ B6SIW6_MAIZE 2 324.7076 647.40065 1.38 0.10562 1.466 50.061 50.061 5.26E-01 30.85 1532100

28208 LFLGAK Unmodified _LFLGAK_ B6SIW6_MAIZE 2 324.7076 647.40065 1.4051 0.081905 1.4669 51.999 51.999 1.00E+00 11.22 1321600
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28209 LFLGAK Unmodified _LFLGAK_ B6SIW6_MAIZE 2 324.7076 647.40065 1.3386 -0.30573 1.013 48.049 48.049 1.00E+00 13.48 705370

28210 LFLPAGSHGK Unmodified _LFLPAGSHGK_ B6TIA5_MAIZE 3 342.86255 1025.5658 1.1538 -0.077421 1.0713 48.372 48.372 2.12E-01 21.19 3240600

28211 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 0.01872 0.18147 0.18326 102.32 102.32 3.77E-01 7.13 1567700

28212 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 -0.090209 0.2916 0.18524 103.12 103.12 1.00E+00 8.52 425260

28213 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 0.024775 0.1412 0.14975 103.09 103.09 3.77E-01 23.94 795480

28214 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 0.03714 0.12164 0.14112 103.03 103.03 1.00E+00 9.88 469020

28215 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 -0.034357 0.11499 0.064651 102.68 102.68 3.77E-01 16.55 1363600

28216 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 0.0069784 0.12858 0.1194 103.06 103.06 2.92E-02 20.98 1755700

28217 LFLPLWNR Unmodified _LFLPLWNR_ B6TSB3_MAIZE 2 529.81092 1057.6073 -0.012905 0.24149 0.21104 102.63 102.63 7.88E-01 9.25 230790

28218 LFLTPYELTPTYR Unmodified _LFLTPYELTPTYR_ B4FT16_MAIZE 2 807.43232 1612.8501 0.9532 0.062782 1.0078 98.807 98.807 1.47E-03 72.41 1376200

28219 LFLTPYELTPTYR Unmodified _LFLTPYELTPTYR_ B4FT16_MAIZE 2 807.43232 1612.8501 0.93964 0.015114 0.94583 99.474 99.474 4.68E-05 64.48 291870

28220 LFLVGDEQEYK Unmodified _LFLVGDEQEYK_ B6T3R0_MAIZE 2 670.84027 1339.666 0.43848 -0.53014 -0.10097 79.297 79.297 1.67E-02 22.2 134420

28221 LFLYDFDLK Unmodified _LFLYDFDLK_ B6T8I6_MAIZE 2 587.31316 1172.6118 0.21054 0.67688 0.88004 105.75 105.75 1.01E-02 13.91 1012700

28222 LFLYDFDLK Unmodified _LFLYDFDLK_ B6T8I6_MAIZE 2 587.31316 1172.6118 0.14372 0.49009 0.62676 106.32 106.32 3.13E-03 47.91 364980

28223 LFLYDFDLK Unmodified _LFLYDFDLK_ B6T8I6_MAIZE 2 587.31316 1172.6118 0.19569 0.34522 0.53325 106.38 106.38 9.73E-03 21.52 969820

28224 LFLYDFDLK Unmodified _LFLYDFDLK_ B6T8I6_MAIZE 2 587.31316 1172.6118 0.23731 0.57356 0.804 106.34 106.34 1.12E-01 26.01 1048800

28225 LFLYDFDLK Unmodified _LFLYDFDLK_ B6T8I6_MAIZE 2 587.31316 1172.6118 0.19274 0.27923 0.46447 105.91 105.91 3.39E-01 8.51 801880

28226 LFLYEVK Unmodified _LFLYEVK_ B6SYA1_MAIZE 2 456.26548 910.51641 0.00048209 0.3002 0.27946 75.126 75.126 8.04E-02 30.16 433170

28227 LFMEHGAK Oxidation (M) _LFM(ox)EHGAK_ B6TKU7_MAIZE 2 474.73402 947.45349 0.1108 -0.12952 -0.032467 28.052 28.052 7.88E-01 5.35 18550

28228 LFMEHGAK Oxidation (M) _LFM(ox)EHGAK_ B6TKU7_MAIZE 2 474.73402 947.45349 -0.051951 -0.30104 -0.36482 29.107 29.107 1.33E-01 21.28 86098

28229 LFMEHGAK Oxidation (M) _LFM(ox)EHGAK_ B6TKU7_MAIZE 3 316.82511 947.45349 1.2623 29.067 29.067 3.11E-01 11.77

28230 LFMEHGAK Oxidation (M) _LFM(ox)EHGAK_ B6TKU7_MAIZE 2 474.73402 947.45349 0.0014576 0.15786 0.14598 27.625 27.625 1.33E-01 16.87 199070

28231 LFMEHGAK Oxidation (M) _LFM(ox)EHGAK_ B6TKU7_MAIZE 3 316.82511 947.45349 1.3784 0.45339 1.8169 27.611 27.611 4.46E-01 26.62 295290

28232 LFMEHGAK Unmodified _LFMEHGAK_ B6TKU7_MAIZE 2 466.73656 931.45857 -0.046246 0.10776 0.04455 39.254 39.254 5.06E-02 29.9 228270

28233 LFMEHGAK Unmodified _LFMEHGAK_ B6TKU7_MAIZE 3 311.49347 931.45857 1.4393 -0.14023 1.2823 39.245 39.245 8.95E-01 15.28 366180

28234 LFMEHGAK Unmodified _LFMEHGAK_ B6TKU7_MAIZE 3 311.49347 931.45857 1.312 0.33873 1.6333 36.663 36.663 4.46E-01 26.14 879900

28235 LFNCVQR Unmodified _LFNCVQR_ B4FLH3_MAIZE 2 468.73963 935.46472 -0.008663 0.030883 0.027474 46.772 46.772 1.86E-01 30.29 1301400

28236 LFNCVQR Unmodified _LFNCVQR_ B4FLH3_MAIZE 2 468.73963 935.46472 -0.17313 0.45505 0.28794 50.479 50.479 1.86E-01 41.97 169720

28237 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 1.0353 0.31836 1.3217 56.479 56.479 9.46E-01 17.39 1496100

28238 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 0.91321 0.17108 1.0534 57.179 57.179 1.00E+00 5.43 222500

28239 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 1.0504 0.060369 1.0774 58.799 58.799 9.46E-01 9.3 406560

28240 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 1.0737 0.42876 1.4684 58.172 58.172 9.46E-01 23.25 460690

28241 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 0.89724 0.20814 1.0734 58.66 58.66 1.00E+00 2.34 537990

28242 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 1.0761 -0.031788 1.0124 58.386 58.386 5.26E-01 22.88 464380
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28243 LFNLAK Unmodified _LFNLAK_ B6T4E7_MAIZE 2 353.21833 704.42211 1.008 -0.11444 0.86241 57.367 57.367 2.64E-01 25.66 2297600

28244 LFNLLK Unmodified _LFNLLK_ B4FAW7_MAIZE 2 374.24181 746.46906 0.76723 -0.087547 0.65134 75.497 75.497 2.64E-01 27.1 381630

28245 LFNQANEILGYDLLDLCTNGPK Unmodified _LFNQANEILGYDLLDLCTNGPK_ B6TNM0_MAIZE 3 836.75282 2507.2366 1.0518 0.11568 1.1599 121.47 121.47 5.93E-08 54.85 664800

28246 LFNQANEILGYDLLDLCTNGPK Unmodified _LFNQANEILGYDLLDLCTNGPK_ B6TNM0_MAIZE 2 1254.6256 2507.2366 1.1812 0.19864 1.3726 121.47 121.47 2.21E-30 95.83 515570

28247 LFNWLPLAALIEK Unmodified _LFNWLPLAALIEK_ B4FCK7_MAIZE 2 764.45032 1526.8861 0.93774 0.69646 1.6069 126.76 126.76 6.20E-03 38.96 769040

28248 LFNWLPLAALIEK Unmodified _LFNWLPLAALIEK_ B4FCK7_MAIZE 2 764.45032 1526.8861 0.88599 0.26636 1.1257 127.24 127.24 1.47E-03 22.45 92622

28249 LFNWLPLAALIEK Unmodified _LFNWLPLAALIEK_ B4FCK7_MAIZE 2 764.45032 1526.8861 0.88451 0.24865 1.1061 127.66 127.66 2.61E-08 38.9 151510

28250 LFPLLASAYAFR Unmodified _LFPLLASAYAFR_ B4F8X3_MAIZE 2 684.88736 1367.7602 0.58759 0.28947 0.85748 113.7 113.7 7.02E-22 61.81 674840

28251 LFPLLASAYAFR Unmodified _LFPLLASAYAFR_ B4F8X3_MAIZE 2 684.88736 1367.7602 0.67207 0.22796 0.88113 113.87 113.87 1.98E-03 20.14 166970

28252 LFPLLASAYAFR Unmodified _LFPLLASAYAFR_ B4F8X3_MAIZE 2 684.88736 1367.7602 0.626 0.11072 0.71701 113.72 113.72 9.64E-17 51.91 488670

28253 LFPNLFGQPSASLVPSAEPAATR Unmodified _LFPNLFGQPSASLVPSAEPAATR_ B4FQM2_MAIZE 2 1185.6262 2369.2379 1.2117 0.1149 1.32 109.89 109.89 4.97E-06 48.11 502420

28254 LFPNLFGQPSASLVPSAEPAATR Unmodified _LFPNLFGQPSASLVPSAEPAATR_ B4FQM2_MAIZE 2 1185.6262 2369.2379 1.1698 0.10162 1.2647 110.51 110.51 5.36E-22 65.25 263250

28255 LFPNLFGQPSASLVPSAEPAATR Unmodified _LFPNLFGQPSASLVPSAEPAATR_ B4FQM2_MAIZE 3 790.75326 2369.2379 0.95889 0.1911 1.143 110.5 110.5 4.55E-01 7.4 178720

28256 LFPNLFGQPSASLVPSAEPAATR Unmodified _LFPNLFGQPSASLVPSAEPAATR_ B4FQM2_MAIZE 2 1185.6262 2369.2379 1.2387 0.095985 1.3275 110.21 110.21 2.10E-35 117.23 1082500

28257 LFPNLFGQPSASLVPSAEPAATR Unmodified _LFPNLFGQPSASLVPSAEPAATR_ B4FQM2_MAIZE 3 790.75326 2369.2379 0.95892 0.26482 1.2165 110.21 110.21 5.14E-05 27.7 888830

28258 LFPNLFGQPSASLVPSAEPAATRPLK Unmodified _LFPNLFGQPSASLVPSAEPAATRPLK_ B4FQM2_MAIZE 3 903.49719 2707.4697 1.099 -0.02006 1.0695 103.61 103.61 7.02E-03 24.91 1031500

28259 LFPNLFGQPSASLVPSAEPAATRPLK Unmodified _LFPNLFGQPSASLVPSAEPAATRPLK_ B4FQM2_MAIZE 3 903.49719 2707.4697 1.0701 -0.21438 0.846 103.61 103.61 1.05E-10 26.82 9015400

28260 LFPTQDPTLNK Unmodified _LFPTQDPTLNK_ B4FCI9_MAIZE 2 637.34298 1272.6714 0.4265 0.49052 0.91567 63.471 63.471 1.67E-02 37.13 882570

28261 LFPTQDPTLNK Unmodified _LFPTQDPTLNK_ B4FCI9_MAIZE 2 637.34298 1272.6714 0.37129 0.057508 0.42767 63.832 63.832 4.96E-02 27.48 1712700

28262 LFPTWIPVYNGR Unmodified _LFPTWIPVYNGR_ B6UAW8_MAIZE 2 731.89571 1461.7769 0.71691 0.046901 0.76376 104.59 104.59 6.74E-02 16.51 161540

28263 LFQDKESLYPLLNFLK Unmodified _LFQDKESLYPLLNFLK_ SUS1_MAIZE B6 3 656.69954 1967.0768 0.48866 0.15706 0.62802 119.44 119.44 1.87E-02 28.51 3079200

28264 LFQDKESLYPLLNFLK Unmodified _LFQDKESLYPLLNFLK_ SUS1_MAIZE B6 3 656.69954 1967.0768 0.46362 0.20863 0.65442 120.14 120.14 1.21E-01 16.89 2166500

28265 LFQDKESLYPLLNFLK Unmodified _LFQDKESLYPLLNFLK_ SUS1_MAIZE B6 2 984.54568 1967.0768 1.1724 0.074926 1.2306 120.13 120.13 1.27E-09 62.22 233010

28266 LFQDKESLYPLLNFLK Unmodified _LFQDKESLYPLLNFLK_ SUS1_MAIZE B6 3 656.69954 1967.0768 0.49667 0.30432 0.78365 120.57 120.57 4.32E-02 29.29 1144600

28267 LFQDKESLYPLLNFLK Unmodified _LFQDKESLYPLLNFLK_ SUS1_MAIZE B6 3 656.69954 1967.0768 0.50048 0.21246 0.69583 121.6 121.6 1.21E-01 16.8 905670

28268 LFQVEYAIEAIK Unmodified _LFQVEYAIEAIK_ B6TJB6_MAIZE 2 712.39521 1422.7759 0.61676 -0.073409 0.51841 102.31 102.31 7.02E-22 97.66 3124700

28269 LFQVEYAMEAVK Oxidation (M) _LFQVEYAM(ox)EAVK_ B6TAJ3_MAIZE 2 722.36305 1442.7116 0.69962 0.037141 0.72324 75.785 75.785 1.68E-09 44.81 60822

28270 LFQVEYAMEAVK Oxidation (M) _LFQVEYAM(ox)EAVK_ B6TAJ3_MAIZE 2 722.36305 1442.7116 0.72125 0.19342 0.90009 75.36 75.36 1.11E-04 38.5 460270

28271 LFQVEYAMEAVK Oxidation (M) _LFQVEYAM(ox)EAVK_ B6TAJ3_MAIZE 2 722.36305 1442.7116 0.65219 0.14148 0.77876 74.887 74.887 7.61E-14 56.79 3086600

28272 LFQVEYAMEAVK Unmodified _LFQVEYAMEAVK_ B6TAJ3_MAIZE 2 714.3656 1426.7166 0.67696 0.07475 0.73468 90.58 90.58 1.00E+00 2.99 840410

28273 LFSIDWYMDR Unmodified _LFSIDWYMDR_ Q9SAZ6_MAIZE 2 673.31591 1344.6173 0.58096 0.39818 0.97053 106.08 106.08 2.81E-03 53.67 2032000

28274 LFSIDWYMDR Unmodified _LFSIDWYMDR_ Q9SAZ6_MAIZE 2 673.31591 1344.6173 0.54703 0.45667 0.99506 106.61 106.61 2.81E-03 28.55 305660

28275 LFSIDWYMDR Unmodified _LFSIDWYMDR_ Q9SAZ6_MAIZE 2 673.31591 1344.6173 0.57964 0.16733 0.73949 106.72 106.72 3.43E-01 30.17 246410

28276 LFSIDWYMDR Oxidation (M) _LFSIDWYM(ox)DR_ Q9SAZ6_MAIZE 2 681.31336 1360.6122 0.58797 0.27764 0.85989 98.536 98.536 1.25E-02 34.66 609780
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28277 LFSLEPTVPSTTIEGPTVQSDK Unmodified _LFSLEPTVPSTTIEGPTVQSDK_ B4FXD7_MAIZE 2 1173.6074 2345.2002 1.2239 0.34363 1.5748 93.697 93.697 6.35E-05 54.8 675910

28278 LFSSVFGNR Unmodified _LFSSVFGNR_ B4F8B0_MAIZE 2 513.77199 1025.5294 -0.16497 -0.005864 -0.16744 76.632 76.632 1.12E-01 26.57 649100

28279 LFTELAFR Unmodified _LFTELAFR_ B6TFT7_MAIZE 2 498.77928 995.54402 -0.12552 -0.17927 -0.31616 86.736 86.736 5.06E-02 26.81 10743

28280 LFTLQIWDTAGQER Unmodified _LFTLQIWDTAGQER_ B4FI29_MAIZE 2 839.43339 1676.8522 1.1013 0.23041 1.3298 104.19 104.19 3.40E-25 121.82 683170

28281 LFTLQIWDTAGQER Unmodified _LFTLQIWDTAGQER_ B4FI29_MAIZE 2 839.43339 1676.8522 1.021 -0.4459 0.57495 106.27 106.27 1.95E-13 77.6 216040

28282 LFTMINNLPSIYEVVTGTAK Oxidation (M) _LFTM(ox)INNLPSIYEVVTGTAK_ B6TEL3_MAIZE 2 1114.0876 2226.1606 1.252 -0.83395 0.41533 121.07 121.07 3.79E-06 35.17 259030

28283 LFVANVGDSR Unmodified _LFVANVGDSR_ B4FVS8_MAIZE 2 539.28801 1076.5615 -0.063878 -0.12442 -0.18497 60.927 60.927 1.62E-03 53.78 1064300

28284 LFVGGISYQTDDHSLRDEFAK Unmodified _LFVGGISYQTDDHSLRDEFAK_ B6TI13_MAIZE 3 800.06064 2397.1601 0.91943 -0.16078 0.76045 84.639 84.639 4.23E-22 43.82 1548300

28285 LFVGGISYQTDDHSLRDEFAK Unmodified _LFVGGISYQTDDHSLRDEFAK_ B6TI13_MAIZE 4 600.2973 2397.1601 0.19959 0.25888 0.46035 84.657 84.657 2.01E-01 5.34 1881300

28286 LFVGGLSYGTDDHSLR Unmodified _LFVGGLSYGTDDHSLR_ B6TR84_MAIZE 3 579.62493 1735.8529 0.13033 0.089711 0.22927 77.267 77.267 2.89E-01 19.35 536920

28287 LFVGGLSYGTDDHSLRDEFAK Unmodified _LFVGGLSYGTDDHSLRDEFAK_ B6TR84_MAIZE 4 582.53802 2326.123 0.1582 0.22064 0.3833 86.24 86.24 2.01E-01 22.81 1507400

28288 LFVGGLSYGTDDHSLRDEFAK Unmodified _LFVGGLSYGTDDHSLRDEFAK_ B6TR84_MAIZE 3 776.3816 2326.123 0.89291 0.3625 1.2587 86.186 86.186 4.33E-06 42.54 591280

28289 LFVGGLSYGTDDHSLRDEFAK Unmodified _LFVGGLSYGTDDHSLRDEFAK_ B6TR84_MAIZE 4 582.53802 2326.123 0.089937 -0.12705 -0.032373 86.931 86.931 8.77E-02 20.7 4124500

28290 LFVGGLSYGTDDHSLRDEFAK Unmodified _LFVGGLSYGTDDHSLRDEFAK_ B6TR84_MAIZE 3 776.3816 2326.123 0.83546 -0.27107 0.56854 86.948 86.948 6.15E-18 54.25 2301100

28291 LFVGQVPK Unmodified _LFVGQVPK_ B6UFA0_MAIZE 2 444.2711 886.52764 0.026103 0.38379 0.41923 58.595 58.595 5.06E-02 29.23 1330300

28292 LFVTLIR Unmodified _LFVTLIR_ B6T7B6_MAIZE 2 431.28146 860.54837 0.17985 0.081827 0.25488 80.673 80.673 7.83E-01 4.72 312710

28293 LFVTLIR Unmodified _LFVTLIR_ B6T7B6_MAIZE 2 431.28146 860.54837 0.045835 0.29886 0.33828 81.558 81.558 4.49E-02 35.63 2511400

28294 LFVTNDAATIVNELEVQHPAAK Unmodified _LFVTNDAATIVNELEVQHPAAK_ B6TJR6_MAIZE 3 794.08842 2379.2434 0.94225 0.063283 0.99769 103.19 103.19 1.93E-06 37.22 1569200

28295 LFVTNDAATIVNELEVQHPAAK Unmodified _LFVTNDAATIVNELEVQHPAAK_ B6TJR6_MAIZE 3 794.08842 2379.2434 0.92636 -0.11659 0.80275 103.95 103.95 1.93E-06 39.26 1156900

28296 LFVTNDAATIVNELEVQHPAAK Unmodified _LFVTNDAATIVNELEVQHPAAK_ B6TJR6_MAIZE 3 794.08842 2379.2434 0.93732 0.005982 0.93518 104.02 104.02 5.99E-10 46.21 1085000

28297 LFVTNDAATIVNELEVQHPAAK Unmodified _LFVTNDAATIVNELEVQHPAAK_ B6TJR6_MAIZE 3 794.08842 2379.2434 0.95866 0.077873 1.0287 106.46 106.46 1.93E-06 42.64 321290

28298 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.61755 0.021558 0.65482 112.76 112.76 9.64E-17 62.02 7912200

28299 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.68629 0.32195 1.0253 124.66 124.66 6.74E-02 21.33 18976

28300 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.63777 -0.00759 0.6462 113.36 113.36 2.05E-12 51.43 2722900

28301 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.61833 0.05619 0.69065 113.37 113.37 2.62E-07 39.99 3382100

28302 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.62012 -0.000931 0.63634 113.36 113.36 2.05E-12 56.55 3337100

28303 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.6111 0.085083 0.71293 113.09 113.09 7.61E-14 66.8 2460500

28304 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.64854 0.004416 0.66977 113.54 113.54 1.11E-04 44.38 2245000

28305 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.57809 -0.060224 0.5346 112.97 112.97 2.05E-12 61 35161000

28306 LFVVVFPSFGER Unmodified _LFVVVFPSFGER_ CYSK_MAIZE 2 698.88481 1395.7551 0.63192 0.24008 0.88851 114.31 114.31 6.74E-02 16.92 592260

28307 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.32845 0.171 0.5078 66.577 66.577 3.60E-06 34.55 1044000

28308 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.25664 -0.079444 0.18603 67.147 67.147 4.43E-05 35.42 350510

28309 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.28926 0.044307 0.34087 68.261 68.261 4.48E-03 26.06 414900

28310 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.34825 0.090531 0.44679 67.69 67.69 3.57E-04 23.13 492430
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28311 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.33255 -0.10105 0.23995 67.954 67.954 3.57E-04 38.45 385400

28312 LFWGGQGPNDK Unmodified _LFWGGQGPNDK_ B6SGM5_MAIZE 2 609.79874 1217.5829 0.22963 0.095579 0.33231 68.248 68.248 3.57E-04 27.9 2810700

28313 LFWSTTAEK Unmodified _LFWSTTAEK_ B6TLM5_MAIZE 2 541.77948 1081.5444 -0.05592 -0.033497 -0.097318 68.5 68.5 3.32E-02 31.93 2729900

28314 LFWSTTAEK Unmodified _LFWSTTAEK_ B6TLM5_MAIZE 2 541.77948 1081.5444 -0.034902 0.34189 0.29791 78.514 78.514 1.00E+00 7 2445600

28315 LFYFDLK Unmodified _LFYFDLK_ B4FYX0_MAIZE 2 473.25765 944.50076 -0.021546 0.49041 0.4599 92.836 92.836 1.86E-01 17.14 660570

28316 LFYFDLK Unmodified _LFYFDLK_ B4FYX0_MAIZE 2 473.25765 944.50076 -0.1546 0.38681 0.22351 93.492 93.492 4.46E-01 15.7 173300

28317 LFYFDLK Unmodified _LFYFDLK_ B4FYX0_MAIZE 2 473.25765 944.50076 -0.018623 1.1169 1.0883 93.571 93.571 7.83E-01 14.86 106360

28318 LFYFDLK Unmodified _LFYFDLK_ B4FYX0_MAIZE 2 473.25765 944.50076 0.01014 0.35142 0.35321 93.393 93.393 1.86E-01 18.32 151920

28319 LFYFDLK Unmodified _LFYFDLK_ B4FYX0_MAIZE 2 473.25765 944.50076 -0.070334 0.44099 0.36106 93.145 93.145 7.83E-01 16.44 348170

28320 LFYIPSFK Unmodified _LFYIPSFK_ B6SML1_MAIZE 2 507.78658 1013.5586 0.0020875 0.027101 0.01854 94.496 94.496 1.00E+00 10.69 561370

28321 LFYIPSFK Unmodified _LFYIPSFK_ B6SML1_MAIZE 2 507.78658 1013.5586 0.0060683 -0.24165 -0.24596 95.116 95.116 3.77E-01 27.26 302350

28322 LFYIPSFK Unmodified _LFYIPSFK_ B6SML1_MAIZE 2 507.78658 1013.5586 -0.0091587 -0.2247 -0.2437 94.78 94.78 7.88E-01 13.4 160600

28323 LFYLALPPSVYPSVCK Unmodified _LFYLALPPSVYPSVCK_ B6TSB3_MAIZE 2 927.49714 1852.9797 1.233 0.11775 1.3486 110.19 110.19 1.48E-07 27.08 289200

28324 LFYLALPPSVYPSVCK Unmodified _LFYLALPPSVYPSVCK_ B6TSB3_MAIZE 2 927.49714 1852.9797 1.2614 -0.17675 1.0833 110.49 110.49 7.42E-06 24.6 249640

28325 LFYLALPPSVYPSVCK Unmodified _LFYLALPPSVYPSVCK_ B6TSB3_MAIZE 2 927.49714 1852.9797 1.2164 -0.13497 1.0793 111.13 111.13 1.02E-04 21.74 256540

28326 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.02891 0.18088 0.12211 77.083 77.083 1.84E-04 53.65 2607100

28327 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.18605 0.46925 0.25316 77.997 77.997 5.76E-06 82.84 922590

28328 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.069096 0.38002 0.28034 78.374 78.374 5.76E-06 68.4 1423300

28329 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.043036 0.39834 0.32569 78.019 78.019 4.40E-05 58.01 576180

28330 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.13493 0.15089 -0.014258 77.787 77.787 5.45E-09 64.41 2869700

28331 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.075683 0.91824 0.81145 78.132 78.132 4.40E-05 71.95 1048700

28332 LGAAGLALLR Unmodified _LGAAGLALLR_ B6SL40_MAIZE 2 477.80838 953.6022 -0.17448 0.82967 0.62401 79.659 79.659 1.62E-03 49.28 424870

28333 LGAAHLGLGDAASAVAAYEK Unmodified _LGAAHLGLGDAASAVAAYEK_ B4FA63_MAIZE 3 628.99865 1883.9741 0.37962 -0.1557 0.20441 84.518 84.518 3.91E-01 24.8 941610

28334 LGAAHLGLGDAASAVAAYEK Unmodified _LGAAHLGLGDAASAVAAYEK_ B4FA63_MAIZE 3 628.99865 1883.9741 0.37054 -0.007264 0.34365 84.276 84.276 3.91E-01 20.44 2498500

28335 LGAAHLGLGDAASAVAAYEK Unmodified _LGAAHLGLGDAASAVAAYEK_ B4FA63_MAIZE 3 628.99865 1883.9741 0.30534 0.24595 0.53188 84.216 84.216 2.08E-03 48.59 4388300

28336 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 3 695.01671 2082.0283 0.65622 0.044548 0.70197 59.321 59.321 6.40E-03 38.54 1698400

28337 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 3 695.01671 2082.0283 0.62924 0.25536 0.88457 60.245 60.245 2.84E-03 40.79 425920

28338 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 4 521.51435 2082.0283 0.012285 -0.19928 -0.1857 61.414 61.414 1.00E+00 3.11 1470800

28339 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 3 695.01671 2082.0283 0.68501 -0.55038 0.13605 61.412 61.412 5.27E-03 28.45 641430

28340 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 4 521.51435 2082.0283 0.01296 -0.51015 -0.49475 60.807 60.807 1.00E+00 14.45 837230

28341 LGAATTTANPFYTPHEVHR Unmodified _LGAATTTANPFYTPHEVHR_ B4FQP4_MAIZE 3 695.01671 2082.0283 0.62417 -0.26276 0.36267 61.203 61.203 6.40E-03 29.76 1584400

28342 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.08274 -0.57101 -0.65715 74.918 74.918 4.40E-05 71.85 54521

28343 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.10141 -0.13255 -0.23909 74.22 74.22 5.76E-06 79.52 2626000

28344 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.016701 -0.1901 -0.21213 74.969 74.969 5.45E-09 84.08 3771200
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28345 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.095629 -0.15301 -0.25359 74.529 74.529 4.40E-05 88.1 2300600

28346 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.037183 -0.065691 -0.10877 74.974 74.974 5.45E-09 79.88 4383400

28347 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.12642 -0.36034 -0.4909 74.898 74.898 5.76E-06 88.6 32150000

28348 LGADAFLVSR Unmodified _LGADAFLVSR_ B4FVN5_MAIZE 2 524.79292 1047.5713 -0.11327 0.069155 -0.050381 75.771 75.771 3.43E-01 50.78 941660

28349 LGADDAVAAVVLAGR Unmodified _LGADDAVAAVVLAGR_ B6TF44_MAIZE 2 699.39099 1396.7674 0.60179 2.6276 3.2235 93.583 93.583 1.00E+00 2.08 395370

28350 LGADDAVAAVVLAGR Unmodified _LGADDAVAAVVLAGR_ B6TF44_MAIZE 2 699.39099 1396.7674 0.63281 -0.34851 0.28234 94.071 94.071 1.02E-23 101.04 1153700

28351 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.66634 -0.55224 0.10337 46.315 46.315 4.49E-02 43.87 14701000

28352 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.53672 0.18487 0.70962 46.505 46.505 7.83E-01 23.97 46428

28353 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.57758 -0.15904 0.4076 45.934 45.934 8.04E-02 42.69 4789600

28354 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.67744 -0.52698 0.13904 48.493 48.493 8.04E-02 39.98 4971600

28355 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.61546 -0.11012 0.49542 47.778 47.778 8.04E-02 42.85 3784900

28356 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.80405 0.28881 1.0815 29.998 29.998 8.04E-02 20.35 47149

28357 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.65958 -0.33921 0.30876 48.305 48.305 4.49E-02 39.36 7492000

28358 LGADFAR Unmodified _LGADFAR_ B4G029_MAIZE 2 375.20067 748.38679 0.66582 -0.14781 0.50647 49.274 49.274 1.86E-01 35.68 654270

28359 LGADIIQK Unmodified _LGADIIQK_ B6SXW8_MAIZE 2 429.25819 856.50182 0.023696 0.48741 0.4896 53.602 53.602 3.48E-02 62.23 4833100

28360 LGADSGLR Unmodified _LGADSGLR_ B6U6C3_MAIZE 2 394.71668 787.41882 0.53663 -0.064416 0.46173 38.668 38.668 5.06E-02 47.65 114850

28361 LGAEASLEQWLLNPPPLLSSENQFR Unmodified _LGAEASLEQWLLNPPPLLSSENQFR_ Q9LKL4_MAIZE 3 937.15549 2808.4446 1.2253 0.55822 1.7647 125.66 125.66 9.95E-03 5.72 944640

28362 LGAEDLR Unmodified _LGAEDLR_ B4G0D8_MAIZE 2 387.21124 772.40792 0.52647 0.59822 1.0974 47.439 47.439 8.04E-02 53.1 684860

28363 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 0.030934 0.24062 0.25954 45.973 45.973 2.73E-06 57.6 990780

28364 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 -0.15753 -0.6019 -0.76925 45.731 45.731 2.73E-06 47.07 1025700

28365 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 0.025062 0.071077 0.085086 48.219 48.219 3.57E-04 45.51 1722100

28366 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 0.037668 0.19667 0.22264 47.474 47.474 2.73E-06 43.96 1038700

28367 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 -0.026032 0.094808 0.056885 48.328 48.328 1.36E-04 43.83 2279800

28368 LGAGAMPASFK Oxidation (M) _LGAGAM(ox)PASFK_ B6U8D3_MAIZE 2 533.27351 1064.5325 -0.017023 0.31427 0.28608 48.092 48.092 1.36E-04 42.33 3593300

28369 LGAGAMPASFK Unmodified _LGAGAMPASFK_ B6U8D3_MAIZE 2 525.27605 1048.5376 -0.12634 -2.7868 -2.9217 60.746 60.746 4.43E-05 35.67 821830

28370 LGAGAMPASFK Unmodified _LGAGAMPASFK_ B6U8D3_MAIZE 2 525.27605 1048.5376 -0.038208 -0.067464 -0.11908 60.804 60.804 4.96E-02 36.77 4260200

28371 LGALCMQWLEDK Oxidation (M) _LGALCM(ox)QWLEDK_ B6TLT1_MAIZE 2 740.35216 1478.6898 0.7921 0.22613 1.0109 81.683 81.683 3.52E-11 49.47 248410

28372 LGALCMQWLEDK Oxidation (M) _LGALCM(ox)QWLEDK_ B6TLT1_MAIZE 2 740.35216 1478.6898 0.80361 -0.21202 0.58602 81.006 81.006 1.87E-21 71.57 565050

28373 LGALLDTMK Oxidation (M) _LGALLDTM(ox)K_ B6TWB2_MAIZE 2 489.27044 976.52632 -0.095506 0.12216 0.013512 55.268 55.268 1.01E-02 39.77 1028900

28374 LGAMPEGLK Oxidation (M) _LGAM(ox)PEGLK_ B4FA63_MAIZE 2 466.2495 930.48445 0.052119 0.15096 0.18309 42.698 42.698 6.60E-03 31.97 415620

28375 LGAMPEGLK Oxidation (M) _LGAM(ox)PEGLK_ B4FA63_MAIZE 2 466.2495 930.48445 0.012897 43.277 43.277 2.46E-02 26.49

28376 LGAMPEGLKDAEK Oxidation (M) _LGAM(ox)PEGLKDAEK_ B4FA63_MAIZE 3 458.90263 1373.6861 -0.095013 -0.10296 -0.22178 44.764 44.764 2.26E-05 36.13 2686600

28377 LGAMPEGLKDAEK Unmodified _LGAMPEGLKDAEK_ B4FA63_MAIZE 3 453.57099 1357.6912 -0.036909 0.093935 0.029521 56.32 56.32 1.60E-02 21.17 1087100

28378 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.89288 0.081725 0.96108 113.04 113.04 4.63E-02 22.68 74696
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28379 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.7315 0.24708 0.96482 137.53 137.53 1.26E-03 59.91 120280

28380 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.87648 -0.77963 0.084583 119.33 119.33 7.01E-11 82.57 298440

28381 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.86456 -0.39534 0.45681 121.51 121.51 2.37E-16 78.79 391940

28382 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.94033 -0.96244 -0.033636 124.98 124.98 2.05E-04 65.75 306610

28383 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.89765 0.24916 1.1333 128.78 128.78 7.01E-11 74.5 287900

28384 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.89777 0.49334 1.3776 133.17 133.17 1.12E-07 82.85 218190

28385 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 3 500.62532 1498.8541 0.038254 -0.386 -0.36064 132.15 132.15 1.00E+00 22.14 65220

28386 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.91495 0.47066 1.3725 134.71 134.71 1.26E-03 69.57 98628

28387 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.14878 117.18 117.18 9.88E-16 91.26

28388 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.14878 117.79 117.79 1.04E-12 72.88

28389 LGANAILAVSLAVCK Unmodified _LGANAILAVSLAVCK_ B6T3P9_MAIZE 2 750.43434 1498.8541 0.14878 118.23 118.23 6.91E-05 45.25

28390 LGANLDVDVPIK Unmodified _LGANLDVDVPIK_ B6T773_MAIZE 2 627.35863 1252.7027 -0.67055 79.258 79.258 1.19E-03 71.54

28391 LGANPANSCPLTPLGFLER Unmodified _LGANPANSCPLTPLGFLER_ B6UD99_MAIZE 2 1014.0226 2026.0306 1.0555 -2.5193 -1.4674 105.28 105.28 4.44E-10 70.67 222810

28392 LGANSLLDIVVFGR Unmodified _LGANSLLDIVVFGR_ B6U124_MAIZE 2 737.42483 1472.8351 0.79833 0.23128 1.0296 121.03 121.03 3.40E-25 105.19 2440700

28393 LGANSLLDIVVFGR Unmodified _LGANSLLDIVVFGR_ B6U124_MAIZE 2 737.42483 1472.8351 0.80005 0.19485 0.99508 121.43 121.43 1.95E-13 97.8 1007000

28394 LGANSLLDIVVFGR Unmodified _LGANSLLDIVVFGR_ B6U124_MAIZE 2 737.42483 1472.8351 0.76869 0.078824 0.84727 121.63 121.63 7.68E-22 100.03 1320400

28395 LGANSLLDIVVFGR Unmodified _LGANSLLDIVVFGR_ B6U124_MAIZE 2 737.42483 1472.8351 0.83531 0.28156 1.1164 121.72 121.72 1.95E-13 99.73 468980

28396 LGANSLLDIVVFGR Unmodified _LGANSLLDIVVFGR_ B6U124_MAIZE 2 737.42483 1472.8351 0.75701 0.15574 0.91327 121.32 121.32 2.00E-19 113.64 3062800

28397 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.45153 0.24741 0.68834 102.83 102.83 2.73E-05 52.77 6813000

28398 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 2 980.51798 1959.0214 1.1734 -0.2901 0.87373 102.82 102.82 1.77E-34 100.33 1076100

28399 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.44825 0.006322 0.44474 103.75 103.75 1.87E-13 59.52 4589000

28400 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 2 980.51798 1959.0214 1.1293 -0.42553 0.69506 103.71 103.71 1.18E-19 87.37 516560

28401 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.4418 0.22217 0.65355 103.81 103.81 3.47E-07 54.97 3852000

28402 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 2 980.51798 1959.0214 1.1559 0.092002 1.2383 103.8 103.8 1.18E-19 72.07 350300

28403 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.43873 0.1634 0.59165 104.09 104.09 1.87E-13 65.68 5810400

28404 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 2 980.51798 1959.0214 1.1551 -0.18678 0.95924 104.08 104.08 3.54E-16 91.84 654940

28405 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.54538 0.21572 0.75207 104.2 104.2 1.06E-02 33.11 185360

28406 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.53384 0.54331 1.067 106.77 106.77 1.00E+00 3.47 105910

28407 LGATFSSHPNELIALFSR Unmodified _LGATFSSHPNELIALFSR_ SUS1_MAIZE B6 3 654.01441 1959.0214 0.4799 0.20019 0.67038 114.91 114.91 2.73E-05 50.58 72796

28408 LGAVPHGLSTDSEVAQR Unmodified _LGAVPHGLSTDSEVAQR_ B6U0V6_MAIZE 3 579.63571 1735.8853 0.2991 -0.18111 0.12005 57.341 57.341 5.01E-03 23.89 469250

28409 LGAVPHGLSTDSEVAQR Unmodified _LGAVPHGLSTDSEVAQR_ B6U0V6_MAIZE 3 579.63571 1735.8853 0.2318 -0.35661 -0.12319 56.656 56.656 5.01E-03 32.14 1574300

28410 LGCDPYK Unmodified _LGCDPYK_ B6SRL2_MAIZE 2 426.69964 851.38473 0.24155 0.8871 1.1269 37.674 37.674 4.46E-01 18.04 117700

28411 LGCQVIAKPELDGIR Unmodified _LGCQVIAKPELDGIR_ B6U5I8_MAIZE 3 556.9749 1667.9029 0.015354 0.54804 0.55674 70.166 70.166 5.05E-03 35.83 133140

28412 LGCYITNHFFR Unmodified _LGCYITNHFFR_ B4FDQ5_MAIZE 3 476.5678 1426.6816 -0.045774 0.095365 0.056691 77.543 77.543 2.95E-05 40.15 425220
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28413 LGDAMVTWIEAWDELNPAGPAAGK Unmodified _LGDAMVTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 3 838.07741 2511.2104 1.0415 -0.097593 0.93432 127.01 127.01 1.84E-07 31.15 685730

28414 LGDAMVTWIEAWDELNPAGPAAGK Unmodified _LGDAMVTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 2 1256.6125 2511.2104 1.1494 0.15567 1.2958 127 127 1.50E-08 77.42 603010

28415 LGDAMVTWIEAWDELNPAGPAAGK Unmodified _LGDAMVTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 3 838.07741 2511.2104 1.0603 -0.008603 1.0429 129 129 1.30E-04 49.33 665940

28416 LGDAMVTWIEAWDELNPAGPAAGK Unmodified _LGDAMVTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 2 1256.6125 2511.2104 1.1974 0.15586 1.3445 128.97 128.97 2.64E-19 62.54 243640

28417 LGDAMVTWIEAWDELNPAGPAAGK Oxidation (M) _LGDAM(ox)VTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 2 1264.6099 2527.2053 1.1876 0.40273 1.583 122.44 122.44 1.70E-36 109.03 1472200

28418 LGDAMVTWIEAWDELNPAGPAAGK Oxidation (M) _LGDAM(ox)VTWIEAWDELNPAGPAAGK_ B4G039_MAIZE 3 843.40905 2527.2053 1.0646 0.29867 1.3558 122.46 122.46 4.67E-10 79.81 1679500

28419 LGDDEAHLK Unmodified _LGDDEAHLK_ B6TP19_MAIZE 3 333.16982 996.48762 1.1553 -0.21496 0.92581 37.346 37.346 9.53E-03 42.74 107930

28420 LGDDEAHLKDK Unmodified _LGDDEAHLKDK_ B6TP19_MAIZE 3 414.21045 1239.6095 0.09306 0.47838 0.55496 33.857 33.857 3.45E-01 13.01 45284

28421 LGDDEFGR Unmodified _LGDDEFGR_ B4FBJ5_MAIZE 2 454.70906 907.40356 -0.14118 0.48571 0.34713 46.99 46.99 5.06E-02 28.81 478520

28422 LGDDEFGR Unmodified _LGDDEFGR_ B4FBJ5_MAIZE 2 454.70906 907.40356 0.0090259 0.21731 0.2294 49.694 49.694 2.92E-02 37.4 662880

28423 LGDDEFGR Unmodified _LGDDEFGR_ B4FBJ5_MAIZE 2 454.70906 907.40356 0.0065273 0.10147 0.11067 48.94 48.94 1.90E-02 33.87 635320

28424 LGDDEFGR Unmodified _LGDDEFGR_ B4FBJ5_MAIZE 2 454.70906 907.40356 -0.042155 0.20071 0.16263 49.811 49.811 2.92E-02 34.44 511770

28425 LGDDEFGR Unmodified _LGDDEFGR_ B4FBJ5_MAIZE 2 454.70906 907.40356 -0.076546 0.59431 0.5189 50.512 50.512 2.92E-02 55.55 11076000

28426 LGDGFYINQFQEPGR Unmodified _LGDGFYINQFQEPGR_ B6SUW2_MAIZE 2 870.92064 1739.8267 1.1536 1.5404 2.6929 87.771 87.771 1.26E-03 48.16 363300

28427 LGDLDVNDQEFIEATK Unmodified _LGDLDVNDQEFIEATK_ B6TSQ9_MAIZE 2 903.94144 1805.8683 1.1556 0.37366 1.5249 88.318 88.318 1.82E-38 99.26 1446800

28428 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 0.037148 0.1758 0.2039 70.168 70.168 9.32E-03 45.09 4892100

28429 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 -0.035373 -0.63998 -0.68163 71.74 71.74 8.04E-02 30.79 34171

28430 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 -0.10242 0.4166 0.30408 70.709 70.709 9.32E-03 60.62 2135000

28431 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 0.024547 0.2221 0.23638 71.613 71.613 9.32E-03 54.43 3693800

28432 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 0.0081805 0.33031 0.32932 71.145 71.145 9.32E-03 45.02 2368700

28433 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 -0.13105 0.24861 0.10791 71.249 71.249 9.32E-03 53.94 14730000

28434 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 0.12992 0.36819 0.48947 71.401 71.401 8.04E-02 38.21 570010

28435 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 0.077851 0.23936 0.30902 70.732 70.732 4.46E-01 33.8 510450

28436 LGDLFYR Unmodified _LGDLFYR_ VATA_MAIZE B6 2 442.23725 882.45995 -0.11051 0.56043 0.44055 72.639 72.639 9.32E-03 60.86 331920

28437 LGDLLAVAR Unmodified _LGDLLAVAR_ A2T1W7_MAIZE 2 464.28473 926.55492 -0.099154 0.75543 0.63836 73.083 73.083 1.63E-07 77.98 2127800

28438 LGDLLAVAR Unmodified _LGDLLAVAR_ A2T1W7_MAIZE 2 464.28473 926.55492 -0.038437 1.1223 1.0642 72.518 72.518 1.12E-01 8.79 486790

28439 LGDLLSR Unmodified _LGDLLSR_ B4FQU0_MAIZE 2 387.22943 772.4443 0.32952 0.34346 0.65453 84.658 84.658 4.49E-02 51.34 101850

28440 LGDLSQTLIFAK Unmodified _LGDLSQTLIFAK_ B4F9G8_MAIZE 2 653.37428 1304.734 0.45107 0.19244 0.63629 92.542 92.542 9.64E-17 88.22 5243000

28441 LGDLSQTLIFAK Unmodified _LGDLSQTLIFAK_ B4F9G8_MAIZE 2 653.37428 1304.734 0.45163 0.2668 0.71128 93.074 93.074 7.61E-14 94.71 1129400

28442 LGDLSQTLIFAK Unmodified _LGDLSQTLIFAK_ B4F9G8_MAIZE 2 653.37428 1304.734 0.50197 0.14677 0.641 92.637 92.637 2.00E-01 27.85 468380

28443 LGDLSQTQIFAK Unmodified _LGDLSQTQIFAK_ B6TBN6_MAIZE 2 660.86153 1319.7085 0.47512 -0.085945 0.38432 75.371 75.371 1.68E-09 70.83 2534600

28444 LGDLSQTQIFAK Unmodified _LGDLSQTQIFAK_ B6TBN6_MAIZE 2 660.86153 1319.7085 0.48605 0.15227 0.63411 75.753 75.753 2.05E-12 67.83 628260

28445 LGDLSQTQIFAK Unmodified _LGDLSQTQIFAK_ B6TBN6_MAIZE 2 660.86153 1319.7085 0.54502 0.28628 0.82681 76.433 76.433 7.72E-03 56.51 345940

28446 LGDLSQTQIFAK Unmodified _LGDLSQTQIFAK_ B6TBN6_MAIZE 2 660.86153 1319.7085 0.62387 0.24197 0.86089 75.955 75.955 8.05E-01 6.3 245080
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28447 LGDMIIGSVK Unmodified _LGDMIIGSVK_ B6TKU6_MAIZE 2 516.79153 1031.5685 -0.065538 0.48614 0.41373 72.7 72.7 1.45E-01 40.35 113310

28448 LGDRPVFVLVEADA Unmodified _LGDRPVFVLVEADA_ B4FS03_MAIZE 2 750.90647 1499.7984 0.79768 -0.26708 0.53582 95.451 95.451 1.49E-02 42.21 644600

28449 LGDRPVFVLVEADA Unmodified _LGDRPVFVLVEADA_ B4FS03_MAIZE 2 750.90647 1499.7984 0.74724 -0.19973 0.55236 96.739 96.739 2.25E-03 42.91 3780300

28450 LGDSSGALLDADFALR Unmodified _LGDSSGALLDADFALR_ B6TK89_MAIZE 2 810.91503 1619.8155 1.0271 -1.4723 -0.44893 98.684 98.684 4.21E-20 68.7 199190

28451 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 3 528.59972 1582.7773 0.017988 -0.29678 -0.2553 48.192 48.192 1.79E-03 42.67 2965400

28452 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 2 792.39594 1582.7773 0.88779 -1.1737 -0.26043 48.141 48.141 1.49E-02 22.47 805810

28453 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 2 792.39594 1582.7773 0.87672 -0.66551 0.23572 48.07 48.07 1.95E-13 53.85 274700

28454 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 3 528.59972 1582.7773 0.0022481 -0.51534 -0.48918 50.433 50.433 2.65E-04 29.79 4387600

28455 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 2 792.39594 1582.7773 0.84777 -0.28347 0.58845 50.426 50.426 2.25E-03 34.79 587060

28456 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 3 528.59972 1582.7773 -0.054045 -0.47632 -0.50572 49.672 49.672 3.01E-06 38.45 11278000

28457 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 2 792.39594 1582.7773 0.88464 -0.2097 0.69859 49.666 49.666 3.56E-04 46.48 1441000

28458 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 3 528.59972 1582.7773 -0.048403 -0.3808 -0.40544 51.074 51.074 1.10E-02 26.73 734270

28459 LGDVVSVHQCQDVK Unmodified _LGDVVSVHQCQDVK_ B6T8X9_MAIZE 3 528.59972 1582.7773 -0.0796 -0.19776 -0.2523 52.085 52.085 2.26E-02 30.98 381140

28460 LGDYSTWLQR Unmodified _LGDYSTWLQR_ B6U2S9_MAIZE 2 619.81184 1237.6091 0.29496 0.43454 0.72422 80.667 80.667 2.81E-03 33.28 870200

28461 LGEEFQEELASFLK Unmodified _LGEEFQEELASFLK_ B6U676_MAIZE 2 820.41433 1638.8141 1.0992 -0.18665 0.89271 122.82 122.82 1.29E-01 3.63 309680

28462 LGEEFQEELASFLK Unmodified _LGEEFQEELASFLK_ B6U676_MAIZE 2 820.41433 1638.8141 0.87358 -0.17476 0.67949 123.25 123.25 2.25E-03 52.87 217630

28463 LGEEIPGSSAK Unmodified _LGEEIPGSSAK_ B6UDM7_MAIZE 2 544.28513 1086.5557 0.084871 -0.23409 -0.17125 48.642 48.642 4.96E-02 16.49 274070

28464 LGEGAMPASFK Unmodified _LGEGAMPASFK_ B4F9D4_MAIZE 2 554.27879 1106.543 0.097264 0.66291 0.74391 61.163 61.163 4.48E-03 35.41 1207300

28465 LGEGAMPASFK Unmodified _LGEGAMPASFK_ B4F9D4_MAIZE 2 554.27879 1106.543 0.1308 1.6155 1.7284 63.104 63.104 1.47E-01 35.47 276460

28466 LGEGAMPASFK Unmodified _LGEGAMPASFK_ B4F9D4_MAIZE 2 554.27879 1106.543 0.11039 0.48071 0.57601 62.891 62.891 3.57E-04 41.21 1030800

28467 LGEGAMPASFK Oxidation (M) _LGEGAM(ox)PASFK_ B4F9D4_MAIZE 2 562.27625 1122.5379 0.15626 0.005723 0.15024 50.158 50.158 3.10E-05 38.21 375380

28468 LGEGAMPASFK Oxidation (M) _LGEGAM(ox)PASFK_ B4F9D4_MAIZE 2 562.27625 1122.5379 0.13681 -0.32611 -0.1999 50.27 50.27 7.13E-03 37.52 348200

28469 LGEGAMPASFK Oxidation (M) _LGEGAM(ox)PASFK_ B4F9D4_MAIZE 2 562.27625 1122.5379 0.09676 0.19172 0.27702 50.153 50.153 3.10E-05 50.9 1056500

28496 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.1257 -0.047935 1.0797 114.14 114.14 7.17E-26 74.55 9614000

28497 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.88503 0.03216 0.91944 114.11 114.11 3.77E-10 48.98 3073900

28498 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.2638 -0.03332 1.2335 123.69 123.69 2.60E-01 16.18 16132

28499 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.2172 0.058784 1.2787 114.61 114.61 5.37E-06 50.01 2393400

28500 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.86935 0.082037 0.95296 114.6 114.6 2.43E-04 43.91 968000

28501 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.1415 0.093238 1.2373 114.69 114.69 7.74E-05 38.38 1597900

28502 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.89987 0.036396 0.9387 114.68 114.68 5.77E-05 41.48 781520

28503 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.1459 0.063194 1.2114 114.79 114.79 8.95E-08 44.28 1276000

28504 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.2416 -0.018734 1.2254 114.46 114.46 8.95E-08 60.43 1719900

28505 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.95492 0.16557 1.1225 114.4 114.4 8.77E-02 18.06 781300

28506 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.94166 -0.06648 0.87745 115.28 115.28 2.85E-04 31.03 460380
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28507 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.205 0.07261 1.2801 115.28 115.28 2.85E-03 26.48 1025900

28508 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.1995 0.13732 1.3394 114.6 114.6 8.95E-08 73.14 1142700

28509 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 3 775.0859 2322.2359 0.93021 0.28545 1.2178 114.61 114.61 5.77E-05 61.46 560900

28510 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.178 0.17223 1.3527 116.59 116.59 2.97E-04 38.34 190170

28511 LGEIVTTIPTIGFNVETVEYK Unmodified _LGEIVTTIPTIGFNVETVEYK_ B4FIX8_MAIZE 2 1162.1252 2322.2359 1.0945 0.10298 1.2004 120.2 120.2 1.23E-19 60.65 1597200

28512 LGELDPLMKPK Oxidation (M) _LGELDPLM(ox)KPK_ B4FW68_MAIZE 2 628.84958 1255.6846 0.35977 -0.097155 0.243 57.686 57.686 5.87E-01 16.47 246010
28513 LGELDPLMKPK Oxidation (M) _LGELDPLM(ox)KPK_ B4FW68_MAIZE 3 419.56881 1255.6846 0.20726 0.000606 0.18892 59.213 59.213 1.00E+00 7.27 280740
28514 LGELDPLMKPK Oxidation (M) _LGELDPLM(ox)KPK_ B4FW68_MAIZE 3 419.56881 1255.6846 0.25271 0.18809 0.42037 58.561 58.561 1.00E+00 2.17 387090
28515 LGELDPLMKPK Oxidation (M) _LGELDPLM(ox)KPK_ B4FW68_MAIZE 2 628.84958 1255.6846 0.45448 -0.36141 0.074017 58.57 58.57 7.13E-03 19.42 203510
28516 LGELDPLMKPK Oxidation (M) _LGELDPLM(ox)KPK_ B4FW68_MAIZE 3 419.56881 1255.6846 0.16481 0.19765 0.34224 59.12 59.12 1.00E+00 10.77 355760

28517 LGELLDTPPPGLDEAIAISK Unmodified _LGELLDTPPPGLDEAIAISK_ B6TZB7_MAIZE 2 1025.0593 2048.1041 1.2291 0.10446 1.3205 107.58 107.58 1.78E-03 34.26 501800

28518 LGELLK Unmodified _LGELLK_ B4FAP9_MAIZE 2 336.71816 671.42178 1.2746 0.15664 1.3952 45.896 45.896 5.26E-01 11.07 920560

28519 LGELLK Unmodified _LGELLK_ B4FAP9_MAIZE 2 336.71816 671.42178 1.1555 -0.035125 1.0842 50.452 50.452 1.00E+00 5.25 232030

28520 LGELLK Unmodified _LGELLK_ B4FAP9_MAIZE 2 336.71816 671.42178 1.102 0.018407 1.0844 48.244 48.244 5.26E-01 17.45 2807100

28521 LGELVDALR Unmodified _LGELVDALR_ B6TPA4_MAIZE 2 493.28747 984.5604 -0.030533 -0.00431 -0.051325 71.033 71.033 3.89E-04 47.7 429260

28522 LGENFSDLLYSIK Unmodified _LGENFSDLLYSIK_ B6ST34_MAIZE 2 749.89303 1497.7715 0.83735 0.63513 1.4541 110.66 110.66 2.61E-08 61.04 475440

28523 LGEPNQGYGDFTDSLPADECR Unmodified _LGEPNQGYGDFTDSLPADECR_ ADF2_MAIZE 2 1171.0055 2339.9964 1.1152 -0.049773 1.07 82.215 82.215 1.08E-14 92.31 375810

28524 LGESLISLAAIVENEHKR Unmodified _LGESLISLAAIVENEHKR_ EIF3A_MAIZE 4 495.52846 1978.0847 0.02958 -0.36636 -0.36447 98.44 98.44 1.31E-01 38.19 384600

28525 LGESLISLAAIVENEHKR Unmodified _LGESLISLAAIVENEHKR_ EIF3A_MAIZE 4 495.52846 1978.0847 -0.19481 -0.50364 -0.72519 99.497 99.497 2.47E-02 38.16 166820

28526 LGEVKPPLK Unmodified _LGEVKPPLK_ B6TIJ2_MAIZE 3 327.54282 979.60662 1.3925 -0.16974 1.2035 45.451 45.451 4.68E-01 18.39 1065500

28527 LGEVKPPLK Unmodified _LGEVKPPLK_ B6TIJ2_MAIZE 2 490.81059 979.60662 -0.031129 -0.27284 -0.32272 45.428 45.428 1.12E-01 40.45 429620

28528 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.26332 -0.058282 0.1961 44.733 44.733 5.06E-02 41.76 4399400
28529 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.12308 -0.091237 0.022292 44.568 44.568 5.06E-02 48.6 1867300
28530 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.2533 -0.18249 0.062405 47.031 47.031 5.06E-02 47.82 2421600
28531 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.22365 -0.05337 0.16136 46.368 46.368 1.65E-01 47.34 1652400
28532 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.18031 0.20064 0.37155 47.069 47.069 1.65E-01 43.68 864570
28533 LGFAASTR Unmodified _LGFAASTR_ B4G1P9_MAIZE 2 411.72705 821.43955 0.22932 -0.60015 -0.37763 46.725 46.725 2.92E-02 42.96 5509000

28534 LGFLEADYGWGTPTHVLPFSYHPFMAVAVIGAPPKPK Oxidation (M) _LGFLEADYGWGTPTHVLPFSYHPFM(ox)AVAVIGAPPKPK_ B4G029_MAIZE 5 806.21812 4026.0542 1.0098 0.067795 1.0818 117.26 117.26 7.49E-01 3.69 981110

28535 LGFLEADYGWGTPTHVLPFSYHPFMAVAVIGAPPKPK Unmodified _LGFLEADYGWGTPTHVLPFSYHPFMAVAVIGAPPKPK_ B4G029_MAIZE 5 803.01914 4010.0593 0.96945 -0.024584 0.94827 120.6 120.6 3.42E-01 9.91 964170

28536 LGFNVELK Unmodified _LGFNVELK_ B4F7Z4_MAIZE 2 460.26601 918.51747 -0.071576 -0.67909 -0.76225 74.834 74.834 3.48E-02 48.93 671970

28537 LGFVGAGNLAESIAR Unmodified _LGFVGAGNLAESIAR_ Q4TZJ2_MAIZE 2 737.90426 1473.794 -0.71584 90.392 90.392 1.04E-12 79.77

28538 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.6623 -0.20795 0.44419 43.247 43.247 1.90E-02 40.83 9594800

28539 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.51863 0.37311 0.87883 43.065 43.065 7.88E-01 25.29 1249400

28540 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.70681 0.24116 0.93574 45.578 45.578 1.90E-02 43.93 1401500

28541 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.61265 -0.053025 0.5487 44.877 44.877 1.90E-02 30.64 1593800

28542 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.65764 0.90996 1.5543 45.659 45.659 2.92E-02 41.23 1687900

28543 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.64737 0.40998 1.0456 46.112 46.112 5.06E-02 31.18 703870

28544 LGGAFAPK Unmodified _LGGAFAPK_ B4FMI5_MAIZE 2 380.72124 759.42792 0.58425 0.1744 0.7485 43.427 43.427 1.90E-02 40.75 3902600

28552 LGGDTYCCR Unmodified _LGGDTYCCR_ B6TGN8_MAIZE 2 551.22623 1100.4379 -0.0023717 0.64805 0.66496 39.993 39.993 1.01E-02 51.31 279670

28553 LGGDTYCCR Unmodified _LGGDTYCCR_ B6TGN8_MAIZE 2 551.22623 1100.4379 -0.0066332 0.12922 0.14171 37.044 37.044 3.21E-03 76.54 1319400

28554 LGGDTYCCR Unmodified _LGGDTYCCR_ B6TGN8_MAIZE 2 551.22623 1100.4379 -0.047157 0.79563 0.76781 40.372 40.372 1.12E-01 53.38 206920
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28555 LGGGAAFVGK Unmodified _LGGGAAFVGK_ B4FBJ5_MAIZE 2 438.75053 875.4865 0.061687 0.13011 0.20158 46.859 46.859 1.25E-02 54.44 1810200

28556 LGGGAAFVGK Unmodified _LGGGAAFVGK_ B4FBJ5_MAIZE 2 438.75053 875.4865 -0.025972 -0.41864 -0.43305 49.75 49.75 4.40E-05 79.47 14174000

28557 LGGGAVFSGWVPFSSSVTER Unmodified _LGGGAVFSGWVPFSSSVTER_ B6U7L3_MAIZE 2 1020.5129 2039.0112 1.2027 -0.41019 0.81006 111.21 111.21 5.73E-03 44.76 149600

28558 LGGGGSLDSIEIK Unmodified _LGGGGSLDSIEIK_ B6TDT6_MAIZE 2 623.33789 1244.6612 0.29354 0.045502 0.33308 69.945 69.945 1.47E-03 87.63 469350

28559 LGGGGSLDSIEIK Unmodified _LGGGGSLDSIEIK_ B6TDT6_MAIZE 2 623.33789 1244.6612 0.33933 0.14722 0.48017 70.825 70.825 6.20E-03 52.58 670760

28560 LGGGGSLDSIEIK Unmodified _LGGGGSLDSIEIK_ B6TDT6_MAIZE 2 623.33789 1244.6612 0.3717 -0.10522 0.26012 70.307 70.307 1.00E-11 85.02 563170

28561 LGGGGSLDSIEIK Unmodified _LGGGGSLDSIEIK_ B6TDT6_MAIZE 2 623.33789 1244.6612 0.33668 -0.19281 0.13819 70.804 70.804 2.61E-08 87.93 2041900

28562 LGGGQQEVCGVR Unmodified _LGGGQQEVCGVR_ B6TD22_MAIZE 2 630.31168 1258.6088 0.43404 0.13393 0.58858 41.634 41.634 1.98E-03 81.51 621190

28563 LGGGQQEVCGVR Unmodified _LGGGQQEVCGVR_ B6TD22_MAIZE 2 630.31168 1258.6088 0.27864 -0.17123 0.12783 41.739 41.739 1.98E-03 57.06 2962500

28564 LGGILNVPDSFLK Unmodified _LGGILNVPDSFLK_ B6TFG0_MAIZE 2 686.89538 1371.7762 0.65899 1.7804 2.4343 103.29 103.29 9.54E-02 33.04 699940

28565 LGGILNVPDSFLK Unmodified _LGGILNVPDSFLK_ B6TFG0_MAIZE 2 686.89538 1371.7762 0.5703 1.7316 2.2964 103.95 103.95 1.47E-03 51.7 432100

28566 LGGILNVPDSFLK Unmodified _LGGILNVPDSFLK_ B6TFG0_MAIZE 2 686.89538 1371.7762 0.6335 1.604 2.2324 103.99 103.99 9.54E-02 28.88 380040

28567 LGGILNVPDSFLK Unmodified _LGGILNVPDSFLK_ B6TFG0_MAIZE 2 686.89538 1371.7762 0.60533 2.0479 2.6484 103.94 103.94 1.00E+00 14.05 287830

28568 LGGILNVPDSFLK Unmodified _LGGILNVPDSFLK_ B6TFG0_MAIZE 2 686.89538 1371.7762 0.65577 0.44264 1.0961 103.76 103.76 4.68E-05 41.54 611180

28569 LGGPGESYDAFR Unmodified _LGGPGESYDAFR_ B6T304_MAIZE 2 634.79893 1267.5833 0.40113 0.1979 0.59626 63.606 63.606 7.72E-03 72.05 2651300

28570 LGGPGESYDAFR Unmodified _LGGPGESYDAFR_ B6T304_MAIZE 2 634.79893 1267.5833 0.24368 0.10563 0.34686 64.563 64.563 1.11E-04 58.03 472510

28571 LGGPGESYDAFR Unmodified _LGGPGESYDAFR_ B6T304_MAIZE 2 634.79893 1267.5833 0.38439 0.6599 1.0404 63.972 63.972 7.72E-03 75.39 340510

28572 LGGPGESYDAFR Unmodified _LGGPGESYDAFR_ B6T304_MAIZE 2 634.79893 1267.5833 0.30053 -0.45209 -0.15352 66.257 66.257 1.98E-03 71.45 6011100

28573 LGGPNQGYGDFTDSLPANECR Unmodified _LGGPNQGYGDFTDSLPANECR_ B6TJJ7_MAIZE 2 1134.5029 2266.9913 1.1456 0.28472 1.4356 79.489 79.489 1.08E-14 81.54 298430

28574 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 0.012616 -0.36742 -0.34616 44.469 44.469 1.25E-02 55.35 6053700

28575 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.15708 0.16873 0.019567 44.192 44.192 4.40E-02 47.77 1259700

28576 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.0048817 -0.36804 -0.36549 46.704 46.704 1.62E-03 43.58 1920400

28577 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.028083 -0.13616 -0.15669 46.004 46.004 1.45E-01 39.53 2927000

28578 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.092737 0.28844 0.20292 46.745 46.745 1.84E-04 68.57 1664200

28579 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.012902 0.51335 0.50723 46.43 46.43 2.81E-03 48.67 818120

28580 LGGSSAFVGK Unmodified _LGGSSAFVGK_ SCRK2_MAIZE 2 461.75327 921.49198 -0.1648 -1.5328 -1.6877 47.437 47.437 1.84E-04 65.13 31917000

28581 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.3127 1.7959 3.1155 116.3 116.3 9.02E-03 29.76 708310

28582 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.1323 -0.10131 1.0397 116.69 116.69 8.94E-06 63.65 279330

28583 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.1279 0.081767 1.2186 116.75 116.75 4.65E-12 50.61 377000

28584 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.2259 0.37865 1.6134 116.65 116.65 3.87E-04 56.17 161960

28585 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.2618 -0.22619 1.045 116.29 116.29 3.87E-04 56.82 237000

28586 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.2099 0.49414 1.7123 117.29 117.29 3.69E-03 63.55 170190

28587 LGGTVDDTELIPGLIFDK Unmodified _LGGTVDDTELIPGLIFDK_ B6TVY4_MAIZE 2 952.00658 1901.9986 1.2182 0.43167 1.6579 117.5 117.5 8.94E-06 51.83 111900

28588 LGGTVDDTELIPGLIFDKK Unmodified _LGGTVDDTELIPGLIFDKK_ B6TVY4_MAIZE 3 677.70513 2030.0936 0.60875 0.023169 0.63546 104.67 104.67 6.35E-01 3.41 867820
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28589 LGGTVDDTELIPGLIFDKK Unmodified _LGGTVDDTELIPGLIFDKK_ B6TVY4_MAIZE 3 677.70513 2030.0936 0.55279 -0.1191 0.43808 105.34 105.34 6.40E-03 47.55 353950

28590 LGGTVDDTELIPGLIFDKK Unmodified _LGGTVDDTELIPGLIFDKK_ B6TVY4_MAIZE 3 677.70513 2030.0936 0.58925 -0.29919 0.29464 105.37 105.37 5.40E-02 22.59 441150

28591 LGGTVDDTELVTGLIFDK Unmodified _LGGTVDDTELVTGLIFDK_ B4F8V9_MAIZE 2 946.99621 1891.9779 1.2214 0.1382 1.3755 116.29 116.29 3.87E-04 88.29 118920

28592 LGGTVDDTELVTGLIFDK Unmodified _LGGTVDDTELVTGLIFDK_ B4F8V9_MAIZE 2 946.99621 1891.9779 1.1417 -0.013713 1.1443 116.73 116.73 9.02E-03 74.73 97476

28593 LGGTVDDTELVTGLIFDK Unmodified _LGGTVDDTELVTGLIFDK_ B4F8V9_MAIZE 2 946.99621 1891.9779 1.1763 -0.23201 0.96072 116.9 116.9 2.85E-09 47.88 132840

28594 LGGTVDDTELVTGLIFDKK Unmodified _LGGTVDDTELVTGLIFDKK_ B4F8V9_MAIZE 3 674.36489 2020.0728 0.61594 0.20034 0.82737 105.39 105.39 6.35E-01 11.49 245010

28595 LGGTVDDTELVTGLIFDKK Unmodified _LGGTVDDTELVTGLIFDKK_ B4F8V9_MAIZE 3 674.36489 2020.0728 0.57329 0.5069 1.0911 106.06 106.06 1.00E+00 3.41 208250

28596 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 3 356.2171 1065.6295 0.99415 0.18598 1.1586 54.002 54.002 1.00E+00 2.4 1160000

28597 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 3 356.2171 1065.6295 0.95939 0.034229 0.9714 56.262 56.262 1.00E+00 1.94 449250

28598 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 3 356.2171 1065.6295 0.91155 0.18781 1.0779 56.96 56.96 1.00E+00 5.71 546540

28599 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 3 356.2171 1065.6295 0.956 0.046076 0.98139 56.963 56.963 1.00E+00 13.22 715720

28600 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 3 356.2171 1065.6295 0.94609 -0.79134 0.13456 55.629 55.629 3.11E-02 38.85 5772100

28601 LGHALISSLR Unmodified _LGHALISSLR_ B6TPA4_MAIZE 2 533.82202 1065.6295 -0.05104 0.008192 -0.064776 55.613 55.613 1.25E-02 37.17 1056000

28602 LGIDCIDLYYQHR Unmodified _LGIDCIDLYYQHR_ B6TJT2_MAIZE 3 555.93997 1664.7981 -0.0053188 0.066943 0.056912 85.027 85.027 5.58E-02 23.58 2023700

28603 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.11736 0.29775 0.40692 82.934 82.934 1.45E-01 19.56 1785900

28604 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.18535 0.38227 0.55962 84.081 84.081 1.45E-01 35.31 19570

28605 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.068332 -0.040889 0.019099 83.337 83.337 1.00E+00 23.52 606940

28606 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.14043 -0.070355 0.061695 83.847 83.847 1.45E-01 43.6 885890

28607 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.15123 -0.005539 0.13854 83.524 83.524 1.25E-02 43.48 778560

28608 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.15278 0.22026 0.36468 83.251 83.251 1.45E-01 23.52 542730

28609 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.13258 -0.049818 0.075244 83.751 83.751 2.81E-03 44.76 844170

28610 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.036099 0.29618 0.32343 83.523 83.523 1.25E-02 56.27 3423800

28611 LGIDWEEVGK Unmodified _LGIDWEEVGK_ B4FRC9_MAIZE 2 573.2955 1144.5764 0.080063 -0.21102 -0.13883 84.437 84.437 1.25E-02 30.88 123400

28612 LGIEEAIELIR Unmodified _LGIEEAIELIR_ B6T754_MAIZE 2 628.36645 1254.7184 0.37219 0.41921 0.75391 111.93 111.93 3.60E-06 72.53 358780

28613 LGIGYGQK Unmodified _LGIGYGQK_ B4FQC4_MAIZE 2 418.23725 834.45995 0.19285 -0.085016 0.098324 48.199 48.199 5.06E-02 38.33 2296600

28614 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 2 584.7889 1167.5632 0.30022 0.22659 0.5118 31.003 31.003 1.62E-03 49.56 310920

28615 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 3 390.19503 1167.5632 0.66684 0.14608 0.79821 30.998 30.998 1.67E-03 41.91 1039100

28616 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 2 584.7889 1167.5632 0.14991 0.13109 0.26535 29.56 29.56 7.11E-01 15.97 203210

28617 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 3 390.19503 1167.5632 0.40805 -0.28687 0.10767 29.568 29.568 1.67E-03 42.07 766180

28618 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 2 584.7889 1167.5632 0.31821 0.1538 0.45714 32.227 32.227 4.40E-02 32.11 183190

28619 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 3 390.19503 1167.5632 0.5463 -0.48942 0.041918 32.207 32.207 5.02E-04 44.09 776390

28620 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 2 584.7889 1167.5632 0.24392 -0.071051 0.15736 31.349 31.349 1.45E-01 27.7 547720

28621 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 3 390.19503 1167.5632 0.46843 -0.61064 -0.15549 31.345 31.345 5.02E-04 45.44 2038500

28622 LGIHEDSQNR Unmodified _LGIHEDSQNR_ B6TB25_MAIZE 2 584.7889 1167.5632 0.17934 -0.17129 -0.0058826 32.746 32.746 1.00E+00 18.36 39119
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28623 LGIIEDATNR Unmodified _LGIIEDATNR_ B6U0V6_MAIZE 2 551.29857 1100.5826 0.091476 0.030295 0.10086 60.522 60.522 1.62E-03 63.6 2578700

28624 LGIIEDATNR Unmodified _LGIIEDATNR_ B6U0V6_MAIZE 2 551.29857 1100.5826 0.007719 -0.018414 -0.031396 60.667 60.667 2.81E-03 46.77 1739800

28625 LGIIEDATNR Unmodified _LGIIEDATNR_ B6U0V6_MAIZE 2 551.29857 1100.5826 0.049403 -0.15139 -0.12224 62.244 62.244 1.84E-04 67.08 2640400

28626 LGIIEDATNR Unmodified _LGIIEDATNR_ B6U0V6_MAIZE 2 551.29857 1100.5826 0.014787 -0.25341 -0.2584 61.614 61.614 1.62E-03 72.8 8055100

28627 LGIIEDATNR Unmodified _LGIIEDATNR_ B6U0V6_MAIZE 2 551.29857 1100.5826 0.026649 0.20458 0.2104 62.572 62.572 1.25E-02 48.76 548690

28628 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 4 549.05083 2192.1742 0.060229 0.015687 0.068512 88.054 88.054 2.38E-03 38.11 3208800

28629 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 4 549.05083 2192.1742 -0.016292 0.055813 0.032528 89.177 89.177 9.26E-02 41.08 1044900

28630 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 3 731.73202 2192.1742 0.77191 -0.018999 0.74702 89.172 89.172 1.84E-02 26.62 226990

28631 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 4 549.05083 2192.1742 0.060155 -0.082872 -0.028384 89.173 89.173 1.97E-01 21.78 1621900

28632 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 3 731.73202 2192.1742 0.7792 -0.031354 0.74091 89.074 89.074 5.91E-04 23.45 1045400

28633 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 4 549.05083 2192.1742 0.033433 -0.026792 -0.00067591 89.07 89.07 5.91E-04 42.27 5638400

28634 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 4 549.05083 2192.1742 -0.0069732 -0.048434 -0.061541 89.518 89.518 7.26E-03 32.15 3826000

28635 LGIPIIYGIDAVHGHNNVYK Unmodified _LGIPIIYGIDAVHGHNNVYK_ B4F8M8_MAIZE 3 731.73202 2192.1742 0.80125 0.032764 0.82809 89.495 89.495 6.15E-07 43.23 636950

28636 LGIPLVFK Unmodified _LGIPLVFK_ B4F7V1_MAIZE 2 443.79166 885.56878 -0.022339 0.27595 0.24781 91.038 91.038 1.90E-02 58.04 4775400

28637 LGIPMIYGIDAVHGHNNVYGATIFPHNVGLGATR Oxidation (M) _LGIPM(ox)IYGIDAVHGHNNVYGATIFPHNVGLGATR_ Q9XE93_MAIZE 5 718.97232 3589.8252 0.72209 -0.44849 0.27789 100.13 100.13 9.63E-01 4.87 339070

28638 LGIPMIYGIDAVHGHNNVYGATIFPHNVGLGATR Oxidation (M) _LGIPM(ox)IYGIDAVHGHNNVYGATIFPHNVGLGATR_ Q9XE93_MAIZE 5 718.97232 3589.8252 0.7719 -0.20058 0.5756 106.17 106.17 4.37E-01 6.95 544420

28639 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.011725 0.25573 0.2272 57.905 57.905 1.90E-02 55.85 2472900

28640 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.1445 0.5099 0.34888 58.297 58.297 1.65E-01 43.61 821990

28641 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.0048311 0.45498 0.43399 59.956 59.956 2.92E-02 42.33 1730300

28642 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.018228 0.2047 0.16997 59.246 59.246 1.90E-02 58.71 881450

28643 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.10409 0.36894 0.24974 59.783 59.783 5.06E-02 46.46 1714500

28644 LGIQESFK Unmodified _LGIQESFK_ B6T8X5_MAIZE 2 461.25564 920.49673 -0.058795 0.25092 0.17653 59.805 59.805 5.06E-02 46.89 4805800

28645 LGIQLLPVLPISEALFPDVAFVK Unmodified _LGIQLLPVLPISEALFPDVAFVK_ B4FJE0_MAIZE 3 827.15733 2478.4502 1.057 -0.18002 0.87435 129.83 129.83 2.00E-02 13.04 2855600

28646 LGIQLLPVLPISEALFPDVAFVK Unmodified _LGIQLLPVLPISEALFPDVAFVK_ B4FJE0_MAIZE 2 1240.2324 2478.4502 1.168 0.2045 1.3698 129.84 129.84 1.06E-12 67.76 996140

28647 LGIRPPK Unmodified _LGIRPPK_ B4FBJ7_MAIZE 2 390.75816 779.50176 0.51778 0.18556 0.67788 38.026 38.026 8.04E-02 37.37 564220

28648 LGIYSDAGK Unmodified _LGIYSDAGK_ B4FA27_MAIZE 2 462.24527 922.476 -0.023441 0.13348 0.094685 49.177 49.177 1.01E-02 45.49 1723400

28649 LGKPIANDAGGK Unmodified _LGKPIANDAGGK_ B6U4J8_MAIZE 3 380.8839 1139.6299 0.75189 0.17956 0.91316 28.302 28.302 3.65E-01 21.19 36147

28650 LGKPIANDAGGK Unmodified _LGKPIANDAGGK_ B6U4J8_MAIZE 3 380.8839 1139.6299 0.69119 0.21519 0.88813 29.158 29.158 1.00E+00 14.09 27302

28651 LGKPIANDAGGK Unmodified _LGKPIANDAGGK_ B6U4J8_MAIZE 3 380.8839 1139.6299 0.70324 0.15018 0.83445 28.315 28.315 1.55E-01 22.52 30721

28652 LGKPIANDAGGK Unmodified _LGKPIANDAGGK_ B6U4J8_MAIZE 3 380.8839 1139.6299 0.61952 0.25988 0.86051 28.803 28.803 1.45E-02 45.75 108020

28653 LGKPIANDAGGK Unmodified _LGKPIANDAGGK_ B6U4J8_MAIZE 2 570.82221 1139.6299 0.27953 -0.26134 0.0014973 28.798 28.798 1.00E+00 10.75 19673

28654 LGKPSLGANGK Unmodified _LGKPSLGANGK_ B6SKW5_MAIZE 3 347.87322 1040.5978 1.0184 0.01949 1.0173 31.702 31.702 1.00E+00 3.85 32886

28655 LGKPSLGANGK Unmodified _LGKPSLGANGK_ B6SKW5_MAIZE 3 347.87322 1040.5978 1.2019 0.052397 1.2341 34.352 34.352 9.89E-02 25.59 45901

28656 LGKPSLGANGK Unmodified _LGKPSLGANGK_ B6SKW5_MAIZE 3 347.87322 1040.5978 1.1257 0.15701 1.2636 34.116 34.116 9.89E-02 21.46 48229
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28657 LGKPSLGANGK Unmodified _LGKPSLGANGK_ B6SKW5_MAIZE 3 347.87322 1040.5978 1.1839 0.013092 1.1787 34.115 34.115 9.89E-02 27.59 139330

28658 LGLDVASCLITR Unmodified _LGLDVASCLITR_ B6TCK3_MAIZE 2 659.36338 1316.7122 0.4632 0.17622 0.64035 92.345 92.345 4.56E-01 22.48 924200

28659 LGLDVASCLITR Unmodified _LGLDVASCLITR_ B6TCK3_MAIZE 2 659.36338 1316.7122 0.43913 0.23539 0.67624 92.406 92.406 1.68E-09 51.67 1600700

28660 LGLGLHLYHEDMS Oxidation (M) _LGLGLHLYHEDM(ox)S_ B6TIS1_MAIZE 3 500.9099 1499.7079 -0.1523 -0.21909 -0.37663 76.304 76.304 3.08E-01 18.89 268950

28661 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.39197 -0.35591 0.017798 43.113 43.113 4.46E-01 31.98 7924200

28662 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.27759 -0.36036 -0.10097 43.067 43.067 1.00E+00 39.55 1867500

28663 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.38696 -0.17771 0.18907 45.469 45.469 4.46E-01 35.39 1561600

28664 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.35754 -0.48162 -0.14305 44.748 44.748 4.46E-01 37.43 1422400

28665 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.25809 0.13304 0.3709 45.459 45.459 1.86E-01 36.91 1776000

28666 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.34701 0.7588 1.084 44.925 44.925 1.00E+00 37.75 1204100

28667 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.49241 -0.49474 -0.019459 43.512 43.512 1.86E-01 52.32 524810

28668 LGLHSLR Unmodified _LGLHSLR_ B4FIX8_MAIZE 2 398.24541 794.47627 0.142 -1.3119 -1.1842 47.355 47.355 4.46E-01 33.93 3590500

28669 LGLMSCFVK Unmodified _LGLMSCFVK_ B6SJN5_MAIZE 2 527.77483 1053.5351 0.0084607 0.072887 0.087066 82.13 82.13 1.00E+00 21.79 1091100

28670 LGLMSCFVK Unmodified _LGLMSCFVK_ B6SJN5_MAIZE 2 527.77483 1053.5351 0.056031 -0.051995 0.0087319 82.988 82.988 1.00E+00 9.99 263180

28671 LGLMSCFVK Unmodified _LGLMSCFVK_ B6SJN5_MAIZE 2 527.77483 1053.5351 -0.034089 0.24932 0.22085 83.044 83.044 1.12E-01 24.3 4987400

28672 LGLMSCFVK Oxidation (M) _LGLM(ox)SCFVK_ B6SJN5_MAIZE 2 535.77229 1069.53 -0.012164 -0.14684 -0.15021 67.267 67.267 9.18E-02 21.56 1937500

28673 LGLMSCFVK Oxidation (M) _LGLM(ox)SCFVK_ B6SJN5_MAIZE 2 535.77229 1069.53 0.0044307 -0.14003 -0.12585 67.172 67.172 2.35E-01 27.15 412340

28674 LGLPDVGLISYGEMVDQGR Oxidation (M) _LGLPDVGLISYGEM(ox)VDQGR_ B4F9T3_MAIZE 2 1018.0119 2034.0092 1.2261 -0.45688 0.77442 105.4 105.4 9.66E-69 93.72 396210

28675 LGLSAMIMGSR 2 Oxidation (M) _LGLSAM(ox)IM(ox)GSR_ B4FCK0_MAIZE 2 584.29666 1166.5788 0.13476 -2.6051 -2.4778 59.673 59.673 3.29E-03 32.21 1675000

28676 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.54608 0.229 0.76809 65.608 65.608 8.04E-02 31.01 2624200

28677 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.41048 0.21598 0.61854 67.654 67.654 1.00E+00 30.44 50085

28678 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.43225 0.000942 0.42499 66.623 66.623 8.04E-02 34.34 533550

28679 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.55804 0.20204 0.75283 67.509 67.509 7.83E-01 31.82 478950

28680 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.53367 0.19842 0.72439 66.892 66.892 7.83E-01 20.05 515810

28681 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.52294 0.19509 0.71162 67.437 67.437 4.49E-02 35.46 608170

28682 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.59189 0.025778 0.61037 66.229 66.229 7.83E-01 28.59 654140

28683 LGLTLVR Unmodified _LGLTLVR_ B4FGH8_MAIZE 2 386.25799 770.50142 0.28534 0.002369 0.28124 68.881 68.881 4.46E-01 35.44 1353500

28684 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 -0.0034632 0.073526 0.071989 111.82 111.82 9.73E-03 37.52 4774900

28685 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 -0.069012 -0.16118 -0.2275 112.54 112.54 1.01E-02 41.14 651830

28686 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 0.041977 0.040998 0.084155 112.59 112.59 3.32E-02 31.11 363790

28687 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 0.066714 0.15171 0.22043 112.62 112.62 1.01E-02 32.87 246830

28688 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 0.07949 0.18498 0.26604 112.42 112.42 1.01E-02 30.89 150770

28689 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 0.079197 -0.26158 -0.18084 112.71 112.71 3.39E-01 23.84 114480

28690 LGLWGLFTR Unmodified _LGLWGLFTR_ B4FTJ6_MAIZE 2 531.80838 1061.6022 -0.047819 0.35771 0.3109 112.15 112.15 1.00E+00 15.16 612930
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28691 LGLWKPQAEPR Unmodified _LGLWKPQAEPR_ B6SHS3_MAIZE 3 432.24706 1293.7194 -0.058235 0.3939 0.31555 62.764 62.764 2.92E-01 18.14 136690

28692 LGMGTNMYPSSALLGQNK Unmodified _LGMGTNMYPSSALLGQNK_ Q43271_MAIZE 2 941.4635 1880.9125 1.2073 -0.58051 0.61413 85.034 85.034 3.69E-03 49.3 605580

28693 LGMKPITGVSR Unmodified _LGMKPITGVSR_ B4FL79_MAIZE 3 386.89363 1157.6591 0.40101 1.2524 1.6468 52.061 52.061 2.92E-01 17.33 48921

28694 LGMKPITGVSR Unmodified _LGMKPITGVSR_ B4FL79_MAIZE 3 386.89363 1157.6591 0.48689 2.5534 3.0286 50.798 50.798 6.17E-01 10.01 350020

28695 LGMKPITGVSR Unmodified _LGMKPITGVSR_ B4FL79_MAIZE 3 386.89363 1157.6591 0.51792 0.11414 0.6251 51.899 51.899 4.45E-03 42.98 2719200

28696 LGMKPITGVSR Unmodified _LGMKPITGVSR_ B4FL79_MAIZE 2 579.83681 1157.6591 0.10932 -0.18785 -0.083874 49.91 49.91 4.96E-02 37.93 1312700

28697 LGMKPITGVSR Unmodified _LGMKPITGVSR_ B4FL79_MAIZE 3 386.89363 1157.6591 0.5296 -0.75451 -0.2279 49.921 49.921 5.04E-04 40.11 8579100

28698 LGMKPITGVSR Oxidation (M) _LGM(ox)KPITGVSR_ B4FL79_MAIZE 3 392.22527 1173.654 0.43906 -0.16825 0.26818 39.513 39.513 5.30E-05 48.52 1907000

28699 LGMKPITGVSR Oxidation (M) _LGM(ox)KPITGVSR_ B4FL79_MAIZE 3 392.22527 1173.654 0.4269 -0.61552 -0.19038 36.751 36.751 6.63E-06 48.33 7365200

28700 LGMKPITGVSR Oxidation (M) _LGM(ox)KPITGVSR_ B4FL79_MAIZE 2 587.83427 1173.654 0.1654 0.23396 0.39633 36.762 36.762 7.13E-03 47.51 527620

28701 LGMLSITSGANPVSVK Unmodified _LGMLSITSGANPVSVK_ B6SXW8_MAIZE 2 787.43454 1572.8545 0.89368 -0.48006 0.41066 83.763 83.763 1.27E-09 71.35 1453100

28702 LGMLSITSGANPVSVK Unmodified _LGMLSITSGANPVSVK_ B6SXW8_MAIZE 2 787.43454 1572.8545 0.92804 -0.016271 0.90829 84.405 84.405 1.48E-07 52.93 201370

28703 LGMLSITSGANPVSVK Unmodified _LGMLSITSGANPVSVK_ B6SXW8_MAIZE 2 787.43454 1572.8545 0.92555 -0.26458 0.65726 84.663 84.663 2.01E-03 53.36 294180

28704 LGMLSITSGANPVSVK Unmodified _LGMLSITSGANPVSVK_ B6SXW8_MAIZE 2 787.43454 1572.8545 0.93451 -0.12249 0.80869 84.083 84.083 1.48E-07 70.07 717440

28705 LGMLSITSGANPVSVK Unmodified _LGMLSITSGANPVSVK_ B6SXW8_MAIZE 2 787.43454 1572.8545 0.93301 0.19544 1.1246 84.539 84.539 7.01E-14 57.78 2315500

28706 LGMLSITSGANPVSVK Oxidation (M) _LGM(ox)LSITSGANPVSVK_ B6SXW8_MAIZE 2 795.432 1588.8494 0.96486 0.10284 1.0661 73.952 73.952 4.21E-20 69.47 549220

28707 LGMLSITSGANPVSVK Oxidation (M) _LGM(ox)LSITSGANPVSVK_ B6SXW8_MAIZE 2 795.432 1588.8494 0.93685 0.04004 0.97492 74.471 74.471 7.73E-25 83.39 923800

28708 LGMLSITSGANPVSVK Oxidation (M) _LGM(ox)LSITSGANPVSVK_ B6SXW8_MAIZE 2 795.432 1588.8494 0.9568 -0.14053 0.81503 73.798 73.798 7.73E-25 87.5 579070

28709 LGMLSITSGANPVSVK Oxidation (M) _LGM(ox)LSITSGANPVSVK_ B6SXW8_MAIZE 2 795.432 1588.8494 0.92527 -0.27606 0.64874 73.698 73.698 7.73E-25 87.77 2005000

28710 LGMLSITSGANPVSVK Oxidation (M) _LGM(ox)LSITSGANPVSVK_ B6SXW8_MAIZE 2 795.432 1588.8494 0.93742 0.038821 0.97476 74.228 74.228 7.73E-25 81.13 2405300

28711 LGMNSGQTFLLYASAPIR Unmodified _LGMNSGQTFLLYASAPIR_ B4FJE0_MAIZE 2 970.00894 1938.0033 1.2055 0.75025 1.9434 102.91 102.91 8.94E-06 34.74 435430

28712 LGMNSGQTFLLYASAPIR Oxidation (M) _LGM(ox)NSGQTFLLYASAPIR_ B4FJE0_MAIZE 2 978.00639 1953.9982 1.1423 -0.3686 0.76466 95.439 95.439 3.69E-03 71.23 102050

28713 LGNVIQR Unmodified _LGNVIQR_ B6TAH3_MAIZE 2 400.24287 798.47119 0.39736 -0.91619 -0.53006 38.635 38.635 8.04E-02 47.63 307060

28714 LGNVQSELLLR Unmodified _LGNVQSELLLR_ A1DZD5_MAIZE 2 621.36424 1240.7139 0.38937 -0.003248 0.36674 74.835 74.835 4.43E-05 67.94 431770

28715 LGNYTEAVADANK Unmodified _LGNYTEAVADANK_ B4FQV3_MAIZE 2 683.33588 1364.6572 0.60562 0.073324 0.65735 54.644 54.644 4.68E-05 57.04 1249800

28716 LGNYTEAVADANK Unmodified _LGNYTEAVADANK_ B4FQV3_MAIZE 2 683.33588 1364.6572 0.59704 -0.23893 0.33812 56.683 56.683 4.68E-05 48.46 527810

28717 LGNYTEAVADANK Unmodified _LGNYTEAVADANK_ B4FQV3_MAIZE 2 683.33588 1364.6572 0.58579 0.022471 0.58742 56.666 56.666 1.00E-11 79.68 1718500

28718 LGPNISPR Unmodified _LGPNISPR_ B4FNZ1_MAIZE 2 427.24815 852.48175 -0.0067819 0.13245 0.10531 46.695 46.695 1.00E+00 31.58 161100

28719 LGPNISPR Unmodified _LGPNISPR_ B4FNZ1_MAIZE 2 427.24815 852.48175 0.17029 -0.099265 0.052702 48.452 48.452 1.00E+00 23.04 212720

28720 LGPNISPR Unmodified _LGPNISPR_ B4FNZ1_MAIZE 2 427.24815 852.48175 0.16334 1.5995 1.7405 48.96 48.96 3.77E-01 49.59 448470

28721 LGPNYLMLPVNAPK Oxidation (M) _LGPNYLM(ox)LPVNAPK_ B6UHU1_MAIZE 2 771.92107 1541.8276 0.91776 -0.088912 0.81242 85.199 85.199 1.85E-03 48.63 380150

28722 LGPNYLMLPVNAPK Oxidation (M) _LGPNYLM(ox)LPVNAPK_ B6UHU1_MAIZE 2 771.92107 1541.8276 0.87838 0.12813 0.98938 85.76 85.76 2.44E-16 53.01 328890

28723 LGPNYLMLPVNAPK Oxidation (M) _LGPNYLM(ox)LPVNAPK_ B6UHU1_MAIZE 2 771.92107 1541.8276 0.86788 0.072238 0.92343 85.997 85.997 4.47E-11 71.01 1017800

28724 LGPNYLMLPVNAPK Oxidation (M) _LGPNYLM(ox)LPVNAPK_ B6UHU1_MAIZE 2 771.92107 1541.8276 0.87308 -0.02345 0.83287 85.663 85.663 6.95E-06 76.35 1081000
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28725 LGPNYLMLPVNAPK Oxidation (M) _LGPNYLM(ox)LPVNAPK_ B6UHU1_MAIZE 2 771.92107 1541.8276 0.87947 -0.3188 0.54377 85.403 85.403 3.87E-29 59.92 1249900

28726 LGPNYLMLPVNAPK Unmodified _LGPNYLMLPVNAPK_ B6UHU1_MAIZE 2 763.92361 1525.8327 0.95709 -0.45259 0.48616 90.413 90.413 1.95E-13 65.29 204810

28727 LGPNYLMLPVNAPK Unmodified _LGPNYLMLPVNAPK_ B6UHU1_MAIZE 2 763.92361 1525.8327 0.84656 -0.057269 0.77071 90.771 90.771 2.00E-19 82.76 4932300

28728 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.49926 0.020757 0.51336 54.345 54.345 2.62E-07 64.19 1354200

28729 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.44239 -0.73269 -0.2949 54.544 54.544 1.68E-09 75.04 540350

28730 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.47542 0.075186 0.54484 56.458 56.458 1.68E-09 55.49 1112200

28731 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.49811 -0.20445 0.28773 55.742 55.742 2.62E-07 40.16 523760

28732 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.41904 0.28473 0.69738 56.398 56.398 2.62E-07 49.74 1696900

28733 LGPVVSEGQYEK Unmodified _LGPVVSEGQYEK_ Q53CF4_MAIZE 2 653.33789 1304.6612 0.44245 -0.27682 0.16018 56.306 56.306 2.05E-12 67.61 4657000

28734 LGQGAIVANPNCSTIICLMAATPLHR Unmodified _LGQGAIVANPNCSTIICLMAATPLHR_ B4F8G4_MAIZE 3 926.8119 2777.4139 1.1856 -0.49843 0.68566 107.01 107.01 7.49E-12 36.92 431700

28735 LGQGQFGTTYQCVGK Unmodified _LGQGQFGTTYQCVGK_ Q7Y037_MAIZE 2 822.39594 1642.7773 1.0597 0.41165 1.4937 60.207 60.207 1.60E-05 63.37 694480

28736 LGQGQFGTTYQCVGK Unmodified _LGQGQFGTTYQCVGK_ Q7Y037_MAIZE 2 822.39594 1642.7773 0.97529 -0.22633 0.77169 61.988 61.988 2.05E-04 70.54 343320

28737 LGQGQFGTTYQCVGK Unmodified _LGQGQFGTTYQCVGK_ Q7Y037_MAIZE 2 822.39594 1642.7773 1.0349 -0.096415 0.9614 61.793 61.793 7.01E-11 95.43 407230

28738 LGQGQFGTTYQCVGK Unmodified _LGQGQFGTTYQCVGK_ Q7Y037_MAIZE 2 822.39594 1642.7773 0.9766 -0.13513 0.86379 61.91 61.91 1.12E-07 61.46 2268900

28739 LGQGQVIK Unmodified _LGQGQVIK_ B6TI78_MAIZE 2 421.75835 841.50215 0.22251 -0.24149 -0.019844 35.393 35.393 1.65E-01 35.35 454220

28740 LGQGQVIK Unmodified _LGQGQVIK_ B6TI78_MAIZE 2 421.75835 841.50215 0.051173 -0.033813 0.015659 34.489 34.489 1.90E-02 49.41 439960

28741 LGQGQVIK Unmodified _LGQGQVIK_ B6TI78_MAIZE 2 421.75835 841.50215 0.18098 0.074924 0.25348 37.137 37.137 2.92E-02 56.72 592840

28742 LGQGQVIK Unmodified _LGQGQVIK_ B6TI78_MAIZE 2 421.75835 841.50215 0.20218 0.024052 0.22503 36.324 36.324 2.92E-02 48.52 240330

28743 LGQGQVIK Unmodified _LGQGQVIK_ B6TI78_MAIZE 2 421.75835 841.50215 0.078062 -0.19415 -0.11849 36.927 36.927 2.92E-02 62.53 2057200

28744 LGQQQPDGSYK Unmodified _LGQQQPDGSYK_ B6UF37_MAIZE 2 610.79893 1219.5833 0.21524 0.075636 0.2885 33.664 33.664 4.96E-02 27.87 104400

28745 LGQSKPIYEAFK Unmodified _LGQSKPIYEAFK_ B4FW57_MAIZE 3 460.92224 1379.7449 0.028748 0.27509 0.28182 59.483 59.483 8.04E-02 25.12 1230600

28746 LGQSKPIYEAFK Unmodified _LGQSKPIYEAFK_ B4FW57_MAIZE 3 460.92224 1379.7449 -0.1563 0.16845 -0.0094904 60.696 60.696 6.16E-04 33.91 324340

28747 LGQSKPIYEAFK Unmodified _LGQSKPIYEAFK_ B4FW57_MAIZE 3 460.92224 1379.7449 0.018885 -0.13433 -0.1366 61.882 61.882 2.46E-02 31.33 595480

28748 LGQSKPIYEAFK Unmodified _LGQSKPIYEAFK_ B4FW57_MAIZE 3 460.92224 1379.7449 -0.038405 0.37184 0.31062 61.318 61.318 2.46E-02 25.2 1556500

28749 LGSASTDLEK Unmodified _LGSASTDLEK_ B4F9I5_MAIZE 2 510.76403 1019.5135 -0.096956 -0.3886 -0.50159 38.312 38.312 4.40E-02 29.26 672090

28750 LGSASTDLEK Unmodified _LGSASTDLEK_ B4F9I5_MAIZE 2 510.76403 1019.5135 -0.16779 0.30357 0.12054 41.88 41.88 2.81E-03 50.57 992500

28751 LGSDLPTFSEK Unmodified _LGSDLPTFSEK_ B6TYF1_MAIZE 2 597.30606 1192.5976 0.24843 -0.7644 -0.5177 67.36 67.36 3.57E-04 46.04 551530

28752 LGSDLPTFSEK Unmodified _LGSDLPTFSEK_ B6TYF1_MAIZE 2 597.30606 1192.5976 0.20438 -0.10971 0.091185 67.799 67.799 1.67E-02 29.58 213190

28753 LGSDLPTFSEK Unmodified _LGSDLPTFSEK_ B6TYF1_MAIZE 2 597.30606 1192.5976 0.21705 -0.16287 0.050006 68.897 68.897 1.67E-02 42.42 284960

28754 LGSFAFAGLPSAAYPTPFVAPGEESSR Unmodified _LGSFAFAGLPSAAYPTPFVAPGEESSR_ B6SZA5_MAIZE 3 909.45354 2725.3388 1.1764 -0.043046 1.1316 118.17 118.17 1.13E-01 14.9 120130

28755 LGSFAFAGLPSAAYPTPFVAPGEESSR Unmodified _LGSFAFAGLPSAAYPTPFVAPGEESSR_ B6SZA5_MAIZE 3 909.45354 2725.3388 1.1252 0.13245 1.2551 120.83 120.83 1.13E-01 11.18 115920

28756 LGSFTLK Unmodified _LGSFTLK_ B4G0S0_MAIZE 2 383.2289 764.44324 0.61556 0.23989 0.85033 60.023 60.023 4.46E-01 33.19 329210

28757 LGSFTLK Unmodified _LGSFTLK_ B4G0S0_MAIZE 2 383.2289 764.44324 0.56281 0.092134 0.64944 59.661 59.661 1.00E+00 30.68 2232400

28758 LGSIVHK Unmodified _LGSIVHK_ B4F7Y1_MAIZE 2 377.23451 752.45447 0.75079 -0.15038 0.59119 28.168 28.168 1.86E-01 31.3 268480
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28759 LGSIVHK Unmodified _LGSIVHK_ B4F7Y1_MAIZE 2 377.23451 752.45447 0.57232 0.20929 0.77218 26.582 26.582 1.00E+00 15.75 21759

28760 LGSIVHK Unmodified _LGSIVHK_ B4F7Y1_MAIZE 2 377.23451 752.45447 1.5682 28.805 28.805 4.50E-01 15.3

28761 LGSIVHK Unmodified _LGSIVHK_ B4F7Y1_MAIZE 2 377.23451 752.45447 0.7411 0.14354 0.87505 28.169 28.169 1.00E+00 20.58 24043

28762 LGSIVHK Unmodified _LGSIVHK_ B4F7Y1_MAIZE 2 377.23451 752.45447 0.81567 0.051228 0.85869 27.65 27.65 7.83E-01 30.86 21813

28763 LGSNTAVQGNVDPGVLFGSK Unmodified _LGSNTAVQGNVDPGVLFGSK_ B4FIM3_MAIZE 2 980.51035 1959.0062 1.2053 -0.25464 0.96354 85.454 85.454 3.79E-06 64.34 588990

28764 LGSQLEILAPIK Unmodified _LGSQLEILAPIK_ B4FAM6_MAIZE 2 641.39247 1280.7704 0.46946 0.15873 0.60128 86.296 86.296 1.98E-03 39.33 432690

28765 LGSQLEILAPIK Unmodified _LGSQLEILAPIK_ B4FAM6_MAIZE 2 641.39247 1280.7704 0.38228 0.4211 0.77625 86.805 86.805 7.72E-03 53.51 530380

28766 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.68682 -0.10619 0.55492 96.171 96.171 2.50E-15 82.48 8955400

28767 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.69691 -0.020516 0.64991 96.974 96.974 2.61E-08 54.65 1441200

28768 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.68008 0.051055 0.70444 96.896 96.896 1.47E-03 48.57 1624700

28769 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.68795 -0.2267 0.43548 96.814 96.814 6.20E-03 34.3 1811100

28770 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.68031 0.015843 0.66994 96.441 96.441 1.47E-03 39.12 1356300

28771 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.60155 -0.15774 0.41752 97.072 97.072 2.50E-15 67.89 8317100

28772 LGSQLEILAPIKY Unmodified _LGSQLEILAPIKY_ B4FAM6_MAIZE 2 722.92413 1443.8337 0.72419 0.78166 1.4784 98.454 98.454 1.47E-03 33.41 94072

28773 LGSSLNLTTNLK Unmodified _LGSSLNLTTNLK_ B6T4W5_MAIZE 2 630.86153 1259.7085 0.37277 0.1731 0.52878 69.775 69.775 7.72E-03 65.1 701360

28774 LGSTAIGLK Unmodified _LGSTAIGLK_ B6TJB6_MAIZE 2 430.26601 858.51747 0.025012 -0.2584 -0.24669 50.449 50.449 1.12E-01 23.07 13680000

28775 LGSVSDYCVHHCVCPVVVVR Unmodified _LGSVSDYCVHHCVCPVVVVR_ B4FCK0_MAIZE 4 586.28551 2341.1129 0.20305 -0.49301 -0.25769 70.557 70.557 3.91E-01 6.41 157540

28776 LGTANPDVDDEKRR Unmodified _LGTANPDVDDEKRR_ B4FAP9_MAIZE 4 397.20368 1584.7856 0.30471 0.56152 0.85407 31.631 31.631 1.00E+00 13.9 57661

28777 LGTANPDVDDEKRR Unmodified _LGTANPDVDDEKRR_ B4FAP9_MAIZE 4 397.20368 1584.7856 0.64311 0.28351 0.91699 33.541 33.541 2.07E-01 48.32 71685

28778 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.12553 0.18672 0.31443 76.983 76.983 1.45E-01 26.45 9087000

28779 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.11401 0.14595 0.26243 77.639 77.639 7.11E-01 17.89 2083800

28780 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.14854 0.10577 0.25611 78.13 78.13 4.40E-02 39.23 3533000

28781 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.14197 0.14275 0.28736 77.738 77.738 1.25E-02 37.26 4579200

28782 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.11114 0.22529 0.33903 77.558 77.558 3.43E-01 24.56 2438600

28783 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.099007 0.11423 0.21548 78.005 78.005 2.81E-03 38.22 10665000

28784 LGTIDPYFVK Unmodified _LGTIDPYFVK_ B4FQX1_MAIZE 2 576.81861 1151.6227 0.031332 0.31748 0.35071 77.86 77.86 1.25E-02 35.79 61647000

28785 LGTIFQGAESMYR Oxidation (M) _LGTIFQGAESM(ox)YR_ B6SLS6_MAIZE 2 744.86121 1487.7079 0.79376 0.1445 0.93119 72.481 72.481 7.84E-04 45.85 549290

28786 LGTIFQGAESMYR Unmodified _LGTIFQGAESMYR_ B6SLS6_MAIZE 2 736.86375 1471.7129 0.7725 -0.043094 0.71995 83.815 83.815 1.15E-02 57.49 614600

28787 LGTLENFLR Unmodified _LGTLENFLR_ B4FMH2_MAIZE 2 531.80075 1061.5869 -0.03727 0.13729 0.085418 85.34 85.34 3.32E-02 55.06 466560

28788 LGTLLVNNNR Unmodified _LGTLLVNNNR_ B6TS72_MAIZE 2 557.32238 1112.6302 0.10912 0.0516 0.14404 57.001 57.001 1.25E-02 41.1 413810

28789 LGTLLVNNNR Unmodified _LGTLLVNNNR_ B6TS72_MAIZE 2 557.32238 1112.6302 -0.0023971 -0.007903 -0.026426 57.9 57.9 1.62E-03 45.42 2943300

28790 LGTMFGCDYYNIKPDLVSLAK Oxidation (M) _LGTM(ox)FGCDYYNIKPDLVSLAK_ B4G0T5_MAIZE 3 807.73248 2420.1756 1.0009 -0.14566 0.85416 97.168 97.168 2.97E-04 27.68 695740

28791 LGTVIGIDLGTTYSCVGVYK Unmodified _LGTVIGIDLGTTYSCVGVYK_ B4FW90_MAIZE 2 1058.5534 2115.0922 1.3083 -0.14127 1.1843 104.98 104.98 2.77E-53 125.54 575800

28792 LGTVIGIDLGTTYSCVGVYK Unmodified _LGTVIGIDLGTTYSCVGVYK_ B4FW90_MAIZE 2 1058.5534 2115.0922 1.3584 -0.21692 1.1587 113.43 113.43 1.78E-03 32.1 52427
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28793 LGTVTVQDLPFFDTVR Unmodified _LGTVTVQDLPFFDTVR_ Q8W523_MAIZE 2 904.48308 1806.9516 1.1257 -0.73789 0.4128 113.49 113.49 1.02E-04 54.39 820180

28794 LGTVTVQDLPFFDTVR Unmodified _LGTVTVQDLPFFDTVR_ Q8W523_MAIZE 2 904.48308 1806.9516 1.074 0.22413 1.3223 114.12 114.12 7.01E-14 84.54 3349400

28795 LGTVTVQDLPFFDTVR Unmodified _LGTVTVQDLPFFDTVR_ Q8W523_MAIZE 2 904.48308 1806.9516 1.1278 0.30567 1.4581 114.08 114.08 9.46E-03 79.4 377360

28796 LGVDCIDLYYQHR Unmodified _LGVDCIDLYYQHR_ B4FT62_MAIZE 3 551.26808 1650.7824 0.0060828 -0.30942 -0.30183 79.409 79.409 1.07E-03 27.88 1207300

28797 LGVDIIEAGFPASSPDDLDAVR Unmodified _LGVDIIEAGFPASSPDDLDAVR_ B6SWM0_MAIZE 2 1129.071 2256.1274 1.2181 -0.10536 1.1148 109.37 109.37 4.59E-36 78.37 253450

28798 LGVDIIEAGFPASSPDDLDAVR Unmodified _LGVDIIEAGFPASSPDDLDAVR_ B6SWM0_MAIZE 2 1129.071 2256.1274 1.1919 0.29935 1.4925 109.45 109.45 4.59E-36 86.7 444550

28799 LGVDIIEAGFPASSPDDLDAVR Unmodified _LGVDIIEAGFPASSPDDLDAVR_ B6SWM0_MAIZE 2 1129.071 2256.1274 1.1993 0.31022 1.5107 109.42 109.42 3.03E-22 72.02 209910

28800 LGVDIIEAGFPASSPDDLDAVR Unmodified _LGVDIIEAGFPASSPDDLDAVR_ B6SWM0_MAIZE 2 1129.071 2256.1274 1.2316 0.020369 1.2532 108.96 108.96 4.59E-36 100.02 1561900

28801 LGVDIIEAGFPASSPDDLDAVR Unmodified _LGVDIIEAGFPASSPDDLDAVR_ B6SWM0_MAIZE 3 753.04974 2256.1274 0.91155 0.42327 1.336 108.96 108.96 4.48E-26 50.57 280950

28802 LGVDVIEAGFPASSPDDLDAVR Unmodified _LGVDVIEAGFPASSPDDLDAVR_ B6SWN1_MAIZE 2 1122.0631 2242.1117 1.2586 -0.18541 1.0791 104.35 104.35 2.03E-55 87.44 539220

28803 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.75973 0.22645 0.96863 77.475 77.475 1.56E-17 100.01 1786300

28804 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.58497 -0.32098 0.24805 78.218 78.218 1.00E-11 57.11 499300

28805 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.74038 -0.12288 0.60102 77.707 77.707 6.20E-03 64.11 222710

28806 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.78732 0.042502 0.81277 78.423 78.423 1.00E-11 64.67 674910

28807 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.74183 0.33311 1.0579 78.291 78.291 6.20E-03 40.83 1216700

28808 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.68327 -0.2372 0.42997 77.773 77.773 1.56E-17 95.47 2318000

28809 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 2 727.38591 1452.7573 0.62453 -0.49369 0.11426 79.079 79.079 1.56E-17 100.37 26292000

28810 LGVEDAPELQLNR Unmodified _LGVEDAPELQLNR_ B6SIQ7_MAIZE 3 485.2597 1452.7573 -0.19701 -0.002206 -0.21631 79.048 79.048 4.23E-03 56.28 822620

28811 LGVEFVK Unmodified _LGVEFVK_ B6SGV9_MAIZE 2 396.23672 790.45889 0.39964 -0.59912 -0.19464 61.846 61.846 4.49E-02 46.45 6439100

28812 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.166 0.24693 1.424 122.27 122.27 2.08E-01 12.15 1585300

28813 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.1381 -0.24509 0.90487 124.07 124.07 1.15E-02 14.66 573520

28814 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.1358 -0.14334 1.0047 124.9 124.9 1.48E-03 21.49 595960

28815 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.161 -0.15428 1.0183 126.23 126.23 1.19E-01 16.94 460900

28816 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.1699 -0.17041 1.0109 127.99 127.99 1.19E-01 11.98 360870

28817 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 914.95764 3655.8015 1.1015 -0.26603 0.84707 128.5 128.5 2.09E-05 28.79 9521600

28818 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 5 732.16757 3655.8015 0.77975 -0.050481 0.74073 128.56 128.56 3.25E-01 9.74 1847100

28819 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK 2 Oxidation (M) _LGVGDVITGGDLYATVFENTLM(ox)QHHVALPPGSM(ox)GK_ VATA_MAIZE B6 3 1219.6078 3655.8015 1.2654 0.022828 1.3002 128.49 128.49 2.09E-05 49.47 767380

28820 LGVGDVITGGDLYATVFENTLMQHHVALPPGSMGK Oxidation (M) _LGVGDVITGGDLYATVFENTLMQHHVALPPGSM(ox)GK_ VATA_MAIZE B6 4 910.95891 3639.8065 1.1567 0.003349 1.1703 123.65 123.65 3.16E-07 38.6 1542600

28821 LGVGGFSMGAATALYSATCFAHGK Oxidation (M) _LGVGGFSM(ox)GAATALYSATCFAHGK_ B4FKD4_MAIZE 3 797.38044 2389.1195 0.95577 -0.35513 0.61109 104.5 104.5 1.24E-13 50.33 593260

28822 LGVPGAVVVK Unmodified _LGVPGAVVVK_ Q8W0V2_MAIZE 2 469.8053 937.59605 -0.043069 0.48017 0.45196 62.134 62.134 3.43E-01 16.81 632740

28823 LGVQAPPVR Unmodified _LGVQAPPVR_ Q94G04_MAIZE 2 468.7849 935.55525 -0.099104 0.72656 0.62731 52.21 52.21 9.73E-03 35.06 607550

28824 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.97108 -0.067051 0.90951 93.053 93.053 2.25E-03 51.36 1060100

28825 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.93032 -0.090382 0.84522 93.709 93.709 2.00E-19 77.64 381370

28826 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.97819 0.27858 1.2622 93.76 93.76 1.95E-13 48.79 238980
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28827 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.98469 0.1899 1.1796 93.597 93.597 2.00E-19 89.4 379680

28828 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.98457 -0.002276 0.98768 93.3 93.3 2.00E-19 58.81 321730

28829 LGVQLQTIATDFQR Unmodified _LGVQLQTIATDFQR_ B4FZ41_MAIZE 2 795.43593 1588.8573 0.87666 -0.40878 0.47413 94.905 94.905 7.68E-22 59.47 4140300

28830 LGVSFDMNEVK Oxidation (M) _LGVSFDM(ox)NEVK_ B4FH75_MAIZE 2 627.80537 1253.5962 0.33413 -1.3908 -1.053 66.507 66.507 3.57E-04 41.62 704610

28831 LGVTLTATVR Unmodified _LGVTLTATVR_ B4FR99_MAIZE 2 515.8164 1029.6182 -0.079074 0.10439 0.036065 65.619 65.619 3.43E-01 42.66 34319

28832 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 2 770.91123 1539.8079 0.903 -0.061147 0.84121 66.912 66.912 2.96E-06 57.08 1126800

28833 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 3 514.27658 1539.8079 0.0069199 -0.11375 -0.10808 66.918 66.918 9.21E-03 27.83 4444000

28834 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 3 514.27658 1539.8079 -0.10468 0.000846 -0.10481 68.049 68.049 1.32E-03 33.82 2214900

28835 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 2 770.91123 1539.8079 0.86024 -0.28555 0.5742 68.047 68.047 2.25E-03 80.53 567140

28836 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 3 514.27658 1539.8079 -0.043254 0.27489 0.22959 68.748 68.748 1.59E-01 22.04 2003900

28837 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 3 514.27658 1539.8079 -0.061621 -0.097652 -0.16008 68.222 68.222 3.82E-03 36.14 3043800

28838 LGVTQCTIAHALEK Unmodified _LGVTQCTIAHALEK_ SUS1_MAIZE B6 2 770.91123 1539.8079 0.89809 -0.18922 0.70856 68.225 68.225 1.95E-13 72.69 568870

28839 LGVVDQHVQELANALR Unmodified _LGVVDQHVQELANALR_ B4FRR0_MAIZE 3 587.99172 1760.9533 0.16941 0.17431 0.3385 92.547 92.547 6.54E-03 51.19 547980

28840 LGVVDQHVQELANALR Unmodified _LGVVDQHVQELANALR_ B4FRR0_MAIZE 3 587.99172 1760.9533 0.13487 0.13522 0.26486 94.618 94.618 8.78E-05 41.97 627120

28841 LGVYSEGCGLNK Unmodified _LGVYSEGCGLNK_ B4FA10_MAIZE 2 648.81627 1295.618 0.42479 0.51265 0.93622 57.092 57.092 1.98E-03 47.95 4463000

28842 LGWAPTMK Oxidation (M) _LGWAPTM(ox)K_ B4FBC2_MAIZE 2 460.23894 918.46332 0.029969 1.5225 1.5406 52.006 52.006 9.57E-01 13.76 978150

28843 LGWAPTMK Oxidation (M) _LGWAPTM(ox)K_ B4FBC2_MAIZE 2 460.23894 918.46332 -0.14734 1.311 1.1536 52.261 52.261 2.74E-01 19.46 487240

28844 LGWAPTMK Oxidation (M) _LGWAPTM(ox)K_ B4FBC2_MAIZE 2 460.23894 918.46332 0.0017819 0.36716 0.36007 53.7 53.7 4.49E-02 27 418450

28845 LGWAPTMK Unmodified _LGWAPTMK_ B4FBC2_MAIZE 2 452.24148 902.46841 7.78E-05 0.067371 0.054363 63.562 63.562 2.92E-02 28.62 4463700

28846 LGWAPTMK Unmodified _LGWAPTMK_ B4FBC2_MAIZE 2 452.24148 902.46841 -0.13397 0.22064 0.073263 64.396 64.396 3.77E-01 19.58 313730

28847 LGWAPTMK Unmodified _LGWAPTMK_ B4FBC2_MAIZE 2 452.24148 902.46841 0.028958 0.2814 0.29665 65.569 65.569 3.77E-01 14.12 328320

28848 LGWAPTMK Unmodified _LGWAPTMK_ B4FBC2_MAIZE 2 452.24148 902.46841 0.012019 -0.028189 -0.028704 64.962 64.962 3.77E-01 15.21 289950

28849 LGWAPTMK Unmodified _LGWAPTMK_ B4FBC2_MAIZE 2 452.24148 902.46841 -0.020947 -0.27533 -0.30714 65.231 65.231 3.77E-01 18.74 2098700

28850 LGWHDAGTYDK Unmodified _LGWHDAGTYDK_ B4FHN3_MAIZE 3 421.53153 1261.5728 0.14476 0.003344 0.15026 54.947 54.947 4.33E-02 25.78 1938400

28851 LGWHDAGTYDK Unmodified _LGWHDAGTYDK_ B4FHN3_MAIZE 3 421.53153 1261.5728 0.17998 0.015751 0.19654 52.736 52.736 1.52E-02 23.55 2429200

28852 LGWIDDSIR Unmodified _LGWIDDSIR_ B6TGN6_MAIZE 2 537.78256 1073.5506 -0.036344 0.46369 0.41903 80.889 80.889 3.32E-02 42.3 1215300

28853 LGWSFKPIEESLR Unmodified _LGWSFKPIEESLR_ B4FDB1_MAIZE 3 521.28395 1560.83 0.019192 -0.25977 -0.25718 91.044 91.044 4.29E-02 25.61 599900

28854 LGWSFKPIEESLR Unmodified _LGWSFKPIEESLR_ B4FDB1_MAIZE 3 521.28395 1560.83 -0.051056 -0.17275 -0.24005 91.465 91.465 9.36E-01 18.45 379050

28855 LGYLAAPK Unmodified _LGYLAAPK_ B4G195_MAIZE 2 416.75 831.48544 0.25429 0.81115 1.0315 51.736 51.736 1.90E-02 54.14 1481200

28856 LGYLAAPK Unmodified _LGYLAAPK_ B4G195_MAIZE 2 416.75 831.48544 0.12569 0.58999 0.68126 54.189 54.189 1.65E-01 45.36 561050

28857 LGYLAAPK Unmodified _LGYLAAPK_ B4G195_MAIZE 2 416.75 831.48544 0.17085 0.45066 0.58721 54.274 54.274 1.00E+00 5.45 190460

28858 LGYLAAPK Unmodified _LGYLAAPK_ B4G195_MAIZE 2 416.75 831.48544 0.23144 0.77911 0.97631 53.794 53.794 3.77E-01 29.53 549600

28859 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.1894 0.52934 1.7065 106.41 106.41 5.48E-24 69.18 672950

28860 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.1788 -2.8152 -1.6453 106.52 106.52 5.89E-20 71.37 916450
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28861 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 3 691.36478 2071.0725 0.67935 2.0045 2.6693 106.53 106.53 4.99E-02 11.33 371060

28862 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.1539 0.77337 1.9144 106.56 106.56 2.86E-31 79.37 703230

28863 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.2356 1.0516 2.2743 106.22 106.22 1.84E-40 104.56 220080

28864 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.2235 0.54727 1.7582 106.78 106.78 2.86E-31 71.06 1559400

28865 LGYLPYVSTTEETAISSLK Unmodified _LGYLPYVSTTEETAISSLK_ B6TGB2_MAIZE 2 1036.5435 2071.0725 1.1771 0.4156 1.5808 107.65 107.65 1.84E-40 76.16 433720

28866 LGYLPYVSTTEETAISSLKR Unmodified _LGYLPYVSTTEETAISSLKR_ B6TGB2_MAIZE 3 743.39848 2227.1736 0.82917 -0.91482 -0.0977 98.5 98.5 2.38E-03 26.27 1179700

28867 LGYLPYVSTTEETAISSLKR Unmodified _LGYLPYVSTTEETAISSLKR_ B6TGB2_MAIZE 3 743.39848 2227.1736 0.79411 -0.99602 -0.21465 99.284 99.284 7.26E-03 22.77 384950

28868 LGYLPYVSTTEETAISSLKR Unmodified _LGYLPYVSTTEETAISSLKR_ B6TGB2_MAIZE 3 743.39848 2227.1736 0.81609 -0.515 0.28753 99.346 99.346 7.26E-03 9.42 370730

28869 LHAEPEDDAADLPLPALFDR Unmodified _LHAEPEDDAADLPLPALFDR_ B4FR84_MAIZE 3 735.69893 2204.075 0.90304 1.2219 2.1104 103.92 103.92 1.84E-02 14.48 270480

28870 LHALTYHMR Unmodified _LHALTYHMR_ B6U8D3_MAIZE 3 381.20269 1140.5862 0.70415 1.4218 2.1017 42.824 42.824 1.00E-02 40.24 2572000

28871 LHALTYHMR Unmodified _LHALTYHMR_ B6U8D3_MAIZE 3 381.20269 1140.5862 0.50067 -0.13909 0.34301 45.351 45.351 1.06E-02 43.44 837470

28872 LHALTYHMR Unmodified _LHALTYHMR_ B6U8D3_MAIZE 3 381.20269 1140.5862 0.61359 0.5275 1.1198 44.521 44.521 5.31E-03 39.04 2619200

28873 LHALTYHMR Oxidation (M) _LHALTYHM(ox)R_ B6U8D3_MAIZE 3 386.53433 1156.5811 0.40228 -0.035716 0.35106 33.637 33.637 1.03E-02 14.95 224880

28874 LHALTYHMR Oxidation (M) _LHALTYHM(ox)R_ B6U8D3_MAIZE 3 386.53433 1156.5811 0.52126 -0.23687 0.27075 36.072 36.072 9.87E-03 17.6 266300

28875 LHALTYHMR Oxidation (M) _LHALTYHM(ox)R_ B6U8D3_MAIZE 3 386.53433 1156.5811 0.63816 0.13829 0.76157 35.356 35.356 9.87E-03 13.82 475160

28876 LHALTYHMR Oxidation (M) _LHALTYHM(ox)R_ B6U8D3_MAIZE 2 579.29785 1156.5811 -2.3198 35.515 35.515 3.29E-01 4.03

28877 LHDTPCVVVTSK Unmodified _LHDTPCVVVTSK_ B6U0V6_MAIZE 3 452.5711 1354.6915 -0.15423 1.6906 1.5561 44.6 44.6 1.00E+00 11.69 558260

28878 LHDTPCVVVTSK Unmodified _LHDTPCVVVTSK_ B6U0V6_MAIZE 3 452.5711 1354.6915 0.0098297 0.12362 0.15621 47.024 47.024 1.00E+00 18.97 830730

28879 LHDTPCVVVTSK Unmodified _LHDTPCVVVTSK_ B6U0V6_MAIZE 2 678.35302 1354.6915 0.58278 -0.15541 0.45061 47.066 47.066 1.11E-04 32.73 343230

28880 LHDTPCVVVTSK Unmodified _LHDTPCVVVTSK_ B6U0V6_MAIZE 2 678.35302 1354.6915 0.57728 0.035022 0.63512 46.269 46.269 9.64E-17 46.77 1184000

28881 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 3 330.49816 988.47264 1.2446 0.22928 1.4703 23.488 23.488 1.00E+00 16.7 7919.7

28882 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 2 495.2436 988.47264 -0.027133 -0.51227 -0.53982 23.487 23.487 1.00E+00 7.3 2130.2

28883 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 3 330.49816 988.47264 1.3781 0.41866 1.7936 23.199 23.199 1.00E+00 12.62 171700

28884 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 2 495.2436 988.47264 0.030123 -0.20655 -0.17864 23.201 23.201 1.65E-01 22.08 45432

28885 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 3 330.49816 988.47264 1.1563 0.003853 1.1567 25.586 25.586 1.00E+00 7.09 607200

28886 LHDTQYGR Unmodified _LHDTQYGR_ B4FCV1_MAIZE 2 495.2436 988.47264 -0.15612 -0.19646 -0.35492 25.581 25.581 1.00E+00 14.33 200310

28887 LHELQDEIK Unmodified _LHELQDEIK_ B6SLQ1_MAIZE 3 375.53639 1123.5873 0.42731 0.33933 0.74015 50.639 50.639 9.63E-01 17.7 577950

28888 LHELQDEIK Unmodified _LHELQDEIK_ B6SLQ1_MAIZE 2 562.80095 1123.5873 0.015929 -0.089649 -0.097197 50.627 50.627 9.73E-03 37.33 601160

28889 LHFFMVGFAPLTSR Unmodified _LHFFMVGFAPLTSR_ TBB5_MAIZE B4 2 811.92923 1621.8439 1.0414 0.56821 1.6164 105.09 105.09 2.00E-19 45.48 535750
28890 LHFFMVGFAPLTSR Unmodified _LHFFMVGFAPLTSR_ TBB5_MAIZE B4 2 811.92923 1621.8439 1.016 0.92631 1.9493 106.92 106.92 3.56E-04 19.68 1522400
28891 LHFFMVGFAPLTSR Unmodified _LHFFMVGFAPLTSR_ TBB5_MAIZE B4 3 541.62191 1621.8439 -0.011021 -0.027541 -0.030959 107 107 3.76E-01 19.02 9273400
28892 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 3 546.95355 1637.8388 -0.027552 0.082109 0.06484 97.42 97.42 1.59E-01 17.35 2351800
28893 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 3 546.95355 1637.8388 0.046871 0.098879 0.15528 97.361 97.361 1.59E-01 19.5 3785500
28894 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 2 819.92669 1637.8388 1.0073 0.020025 1.0381 97.467 97.467 3.87E-29 63.56 572830
28895 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 3 546.95355 1637.8388 0.035234 0.13298 0.17828 97.523 97.523 3.76E-01 20.57 4660600
28896 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 2 819.92669 1637.8388 1.0618 0.024224 1.0967 97.773 97.773 2.44E-16 33.62 417310
28897 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 3 546.95355 1637.8388 -0.0052153 0.10909 0.11503 97.806 97.806 5.17E-02 18.65 3318900
28898 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 3 546.95355 1637.8388 -0.008468 -0.005728 -0.0030768 97.518 97.518 9.21E-03 31.97 17111000
28899 LHFFMVGFAPLTSR Oxidation (M) _LHFFM(ox)VGFAPLTSR_ TBB5_MAIZE B4 2 819.92669 1637.8388 0.99336 -0.032593 0.97098 97.409 97.409 8.18E-62 72.13 2415900

28900 LHFHDAFVR Unmodified _LHFHDAFVR_ B4FYH1_MAIZE 3 381.20156 1140.5829 0.52762 0.066004 0.60019 55.517 55.517 9.39E-03 35.81 218020

28901 LHFHDAFVR Unmodified _LHFHDAFVR_ B4FYH1_MAIZE 3 381.20156 1140.5829 0.54362 0.82357 1.372 55.622 55.622 9.39E-03 32.49 336230
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28902 LHFHDAFVR Unmodified _LHFHDAFVR_ B4FYH1_MAIZE 3 381.20156 1140.5829 0.59022 -0.25368 0.34317 54.55 54.55 3.30E-03 42.32 6952000

28903 LHFHDCFVR Unmodified _LHFHDCFVR_ B4FY83_MAIZE 3 410.86607 1229.5764 0.22711 0.503 0.7489 54.203 54.203 3.30E-03 40.85 936840
28904 LHFHDCFVR Unmodified _LHFHDCFVR_ B4FY83_MAIZE 3 410.86607 1229.5764 0.1441 0.14983 0.31214 54.985 54.985 9.53E-03 29.18 3963400
28905 LHFHDCFVR Unmodified _LHFHDCFVR_ B4FY83_MAIZE 2 615.79547 1229.5764 0.31351 -0.26576 0.067125 54.954 54.954 3.32E-02 18.35 226060
28906 LHFHDCFVR Unmodified _LHFHDCFVR_ B4FY83_MAIZE 3 410.86607 1229.5764 0.21851 -0.005848 0.23239 54.027 54.027 2.96E-03 41.26 9174900
28907 LHFHDCFVR Unmodified _LHFHDCFVR_ B4FY83_MAIZE 3 410.86607 1229.5764 0.23861 -0.14279 0.11442 54.843 54.843 9.53E-03 32.52 3190400

28908 LHGCTFK Unmodified _LHGCTFK_ Q5XLD9_MAIZE 2 431.71563 861.4167 -1.4743 27.466 27.466 5.81E-01 6.69

28909 LHGCTFK Unmodified _LHGCTFK_ Q5XLD9_MAIZE 2 431.71563 861.4167 -1.9387 27.479 27.479 4.50E-01 4.58

28910 LHGCTFK Unmodified _LHGCTFK_ Q5XLD9_MAIZE 2 431.71563 861.4167 0.11943 0.35437 0.48949 27.696 27.696 8.04E-02 21.36 47586

28911 LHGCTFK Unmodified _LHGCTFK_ Q5XLD9_MAIZE 2 431.71563 861.4167 0.21911 0.40924 0.64484 26.434 26.434 1.00E+00 6.63 63965

28912 LHGCTFK Unmodified _LHGCTFK_ Q5XLD9_MAIZE 2 431.71563 861.4167 -0.080118 -0.068095 -0.13065 29.504 29.504 4.46E-01 18.54 771800

28913 LHGFTYLR Unmodified _LHGFTYLR_ AMYB_MAIZE 3 336.18714 1005.5396 1.2723 -0.19611 1.0725 57.832 57.832 1.00E+00 17.31 2714200

28914 LHGFTYLR Unmodified _LHGFTYLR_ AMYB_MAIZE 2 503.77708 1005.5396 -0.043095 -0.58098 -0.62741 57.828 57.828 1.65E-01 16.71 794630

28915 LHGGTPANFLDVGGSASEGQVVEAFK Unmodified _LHGGTPANFLDVGGSASEGQVVEAFK_ B4FRH5_MAIZE 3 863.09775 2586.2714 1.081 0.59789 1.6873 94.327 94.327 7.02E-03 28.33 764730

28916 LHGGTPANFLDVGGSASEGQVVEAFK Unmodified _LHGGTPANFLDVGGSASEGQVVEAFK_ B4FRH5_MAIZE 3 863.09775 2586.2714 1.0738 0.39869 1.4806 94.343 94.343 1.05E-10 59.92 1073700

28917 LHGGTPANFLDVGGSASEGQVVEAFK Unmodified _LHGGTPANFLDVGGSASEGQVVEAFK_ B4FRH5_MAIZE 3 863.09775 2586.2714 1.0781 0.083113 1.1702 94.031 94.031 7.49E-12 84.31 4059100

28918 LHHFDSDYFSIK Unmodified _LHHFDSDYFSIK_ B6SSB6_MAIZE 3 503.57714 1507.7096 0.034666 -0.33938 -0.30388 68.558 68.558 4.52E-03 37.79 391630

28919 LHHFDSDYFSIK Unmodified _LHHFDSDYFSIK_ B6SSB6_MAIZE 3 503.57714 1507.7096 -0.0023756 -0.64126 -0.64376 68.387 68.387 4.52E-03 40.38 633280

28920 LHHFDSDYFSIK Unmodified _LHHFDSDYFSIK_ B6SSB6_MAIZE 2 754.86207 1507.7096 0.83791 -0.041969 0.79596 68.29 68.29 7.72E-03 18.75 699250

28921 LHHFDSDYFSIK Unmodified _LHHFDSDYFSIK_ B6SSB6_MAIZE 3 503.57714 1507.7096 -0.1442 -0.22238 -0.36591 68.294 68.294 9.42E-03 32.67 5222600

28922 LHLFELEEELKTDPLTK Unmodified _LHLFELEEELKTDPLTK_ B4FTN5_MAIZE 3 685.70513 2054.0936 0.59452 0.19496 0.77097 98.794 98.794 2.15E-07 34.03 1114700

28923 LHLFELEEELKTDPLTK Unmodified _LHLFELEEELKTDPLTK_ B4FTN5_MAIZE 4 514.53067 2054.0936 -0.067324 -0.043105 -0.12785 98.803 98.803 9.23E-01 9.15 795370

28924 LHLGEAVTAAPTIGSNVEEVVFK Unmodified _LHLGEAVTAAPTIGSNVEEVVFK_ B4FA33_MAIZE 3 794.42855 2380.2638 0.94955 -0.29765 0.65126 115.59 115.59 3.81E-04 23.77 62343

28925 LHLGEAVTAAPTIGSNVEEVVFK Unmodified _LHLGEAVTAAPTIGSNVEEVVFK_ B4FA33_MAIZE 3 794.42855 2380.2638 0.93079 0.003573 0.9334 117.87 117.87 4.65E-06 52.43 114840

28926 LHLTTESQVK Unmodified _LHLTTESQVK_ B6UFW7_MAIZE 2 578.32205 1154.6295 0.10447 -0.072621 0.027591 39.205 39.205 2.81E-03 40.46 531480

28927 LHMHAVSSR Oxidation (M) _LHM(ox)HAVSSR_ B6TEX6_MAIZE 3 351.84679 1052.5185 0.86211 0.31037 1.1639 18.485 18.485 4.68E-01 24.61 67995

28928 LHMHAVSSR Oxidation (M) _LHM(ox)HAVSSR_ B6TEX6_MAIZE 3 351.84679 1052.5185 0.91444 0.83198 1.7361 29.089 29.089 4.68E-01 22.79 16220

28929 LHMHAVSSR Unmodified _LHMHAVSSR_ B6TEX6_MAIZE 3 346.51515 1036.5236 0.91799 0.53516 1.4407 29.095 29.095 6.12E-02 22.05 215380

28930 LHMHTVSSR Oxidation (M) _LHM(ox)HTVSSR_ B6UBZ9_MAIZE 3 361.85031 1082.5291 0.72323 0.55251 1.2752 18.601 18.601 1.00E+00 7.83 20917

28931 LHMHTVSSR Unmodified _LHMHTVSSR_ B6UBZ9_MAIZE 3 356.51868 1066.5342 0.7636 0.33392 1.0942 28.613 28.613 6.12E-02 27.55 126380

28932 LHNLHGVATR Unmodified _LHNLHGVATR_ FRI1_MAIZE B6 3 373.21235 1116.6152 0.74553 -0.73412 0.0084039 27.905 27.905 9.29E-03 49.15 1907200

28933 LHNLHGVATR Unmodified _LHNLHGVATR_ FRI1_MAIZE B6 2 559.31489 1116.6152 0.15136 -0.094686 0.050425 27.9 27.9 4.40E-02 29.77 62006

28934 LHPGTNLSELSK Unmodified _LHPGTNLSELSK_ B4FWU6_MAIZE 3 432.56998 1294.6881 0.12115 0.17591 0.28002 51.146 51.146 1.00E+00 8.76 3706600

28935 LHPGTNLSELSK Unmodified _LHPGTNLSELSK_ B4FWU6_MAIZE 2 648.35133 1294.6881 0.45253 0.17437 0.61136 51.148 51.148 2.00E-01 13.08 2206400

28936 LHPGTNLSELSK Unmodified _LHPGTNLSELSK_ B4FWU6_MAIZE 2 648.35133 1294.6881 0.39818 -3.4079 -3.0209 51.627 51.627 1.00E+00 0.08 1065000

28937 LHPGTNLSELSK Unmodified _LHPGTNLSELSK_ B4FWU6_MAIZE 2 648.35133 1294.6881 0.47593 -2.1761 -1.7128 53.65 53.65 4.56E-01 17.17 954920

28938 LHPGTNLSELSK Unmodified _LHPGTNLSELSK_ B4FWU6_MAIZE 2 648.35133 1294.6881 0.42617 -1.0296 -0.61737 53.223 53.223 1.00E+00 6.79 1132800

28939 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 3 411.55931 1231.6561 0.11814 0.48162 0.59447 49.899 49.899 1.00E+00 18.74 50553
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28940 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 2 616.83532 1231.6561 0.27199 -0.27265 -0.0031974 49.912 49.912 1.00E+00 2.69 15202

28941 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 3 411.55931 1231.6561 0.19882 -0.062026 0.13354 50.936 50.936 6.79E-01 19.51 3844500

28942 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 2 616.83532 1231.6561 0.27407 -0.12373 0.14638 50.936 50.936 4.96E-02 16.85 1478500

28943 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 2 616.83532 1231.6561 0.19912 0.006522 0.20173 48.505 48.505 4.96E-02 17.57 6950200

28944 LHPGVPDEQLK Unmodified _LHPGVPDEQLK_ B6U8U1_MAIZE 3 411.55931 1231.6561 0.17528 -0.47657 -0.30469 48.502 48.502 5.15E-02 24.81 16962000

28945 LHPGVPDEQLKR Unmodified _LHPGVPDEQLKR_ B6U8U1_MAIZE 3 463.59301 1387.7572 -0.070456 0.64929 0.56959 44.131 44.131 2.11E-01 9.09 5349000

28946 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.47673 -0.51871 -0.063833 26.599 26.599 3.83E-02 10.68 851950

28947 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 2 597.31729 1192.62 0.32814 0.14706 0.45336 26.595 26.595 4.40E-02 22.42 109220

28948 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.28643 0.14101 0.40595 25.271 25.271 1.00E+00 8.89 79348

28949 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.45396 -0.036257 0.39513 27.453 27.453 1.00E+00 1.03 92440

28950 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.45215 -0.060672 0.3693 26.634 26.634 1.00E+00 2.56 131810

28951 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 2 597.31729 1192.62 0.38379 -0.027133 0.33513 26.641 26.641 1.00E+00 9.06 13759

28952 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.40902 0.21482 0.60052 27.337 27.337 1.00E+00 3.11 134340

28953 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 3 398.54729 1192.62 0.47942 -0.30268 0.15654 25.904 25.904 2.94E-01 13.51 656690

28954 LHPIRDEDAK Unmodified _LHPIRDEDAK_ B4FMI5_MAIZE 2 597.31729 1192.62 0.30878 0.29265 0.57846 25.903 25.903 1.25E-02 30.42 58420

28956 LHQIVFPFK Unmodified _LHQIVFPFK_ B4FUX0_MAIZE 3 376.89033 1127.6492 0.7186 -0.22947 0.49258 74.278 74.278 2.35E-01 6.8 674500

28957 LHQIVFPFK Unmodified _LHQIVFPFK_ B4FUX0_MAIZE 3 376.89033 1127.6492 0.43865 0.16076 0.60371 77.904 77.904 9.63E-01 16.59 229020

28958 LHSLHGVATR Unmodified _LHSLHGVATR_ B4FRL5_MAIZE 3 364.20872 1089.6043 0.95293 -0.21402 0.73723 28.989 28.989 9.29E-03 26.13 262570

28959 LIADIEAQPSIAVQK Unmodified _LIADIEAQPSIAVQK_ FPPS_MAIZE 2 798.45379 1594.893 0.9626 -0.14964 0.79237 75.799 75.799 6.53E-30 92.16 807850

28960 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 3 769.40575 2305.1954 0.83816 0.21262 1.0338 121.2 121.2 2.96E-18 55.02 4855100

28961 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 2 1153.605 2305.1954 1.1982 0.31586 1.4973 121.2 121.2 2.39E-60 98.26 947060

28962 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 3 769.40575 2305.1954 0.87485 0.038345 0.89657 122.15 122.15 1.25E-14 49.36 418070

28963 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 3 769.40575 2305.1954 0.87826 0.095744 0.95712 122.59 122.59 2.01E-43 61.55 852650

28964 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 3 769.40575 2305.1954 0.9356 -0.16702 0.7524 125.2 125.2 1.19E-11 50.16 251480

28965 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 2 1153.605 2305.1954 1.2926 0.16105 1.437 125.33 125.33 2.39E-60 108.73 395310

28966 LIAELNEILAHDVVDEAGAWK Unmodified _LIAELNEILAHDVVDEAGAWK_ B4FQM2_MAIZE 3 769.40575 2305.1954 0.95885 0.26256 1.2036 124.59 124.59 1.74E-01 5.46 337120

28967 LIAGLEAR Unmodified _LIAGLEAR_ B6SGJ5_MAIZE 2 421.75835 841.50215 0.13537 0.54263 0.63997 55.438 55.438 2.34E-03 42.53 4609300

28968 LIALAGHQGYDK Unmodified _LIALAGHQGYDK_ B6T8Q2_MAIZE 3 429.23482 1284.6826 0.14145 -0.15425 -0.026748 50.133 50.133 2.11E-01 7.92 1045000

28969 LIALAGHQGYDK Unmodified _LIALAGHQGYDK_ B6T8Q2_MAIZE 2 643.34859 1284.6826 0.39967 -0.24766 0.13786 50.133 50.133 2.05E-12 48.72 555220

28970 LIALPGDWIQIPEK Unmodified _LIALPGDWIQIPEK_ B6TPF1_MAIZE 2 796.95597 1591.8974 0.96234 0.12705 1.0735 113.68 113.68 6.77E-01 1.87 37448

28971 LIALVPK Unmodified _LIALVPK_ B4FQZ2_MAIZE 2 377.26528 752.51601 0.71647 0.39315 1.0799 60.265 60.265 7.83E-01 19.34 959890

28972 LIALVPK Unmodified _LIALVPK_ B4FQZ2_MAIZE 2 377.26528 752.51601 -1.5189 61.13 61.13 3.20E-01 15.33

28973 LIALVPK Unmodified _LIALVPK_ B4FQZ2_MAIZE 2 377.26528 752.51601 0.69131 0.030317 0.69365 62.449 62.449 1.86E-01 24.88 207500

28974 LIALVPK Unmodified _LIALVPK_ B4FQZ2_MAIZE 2 377.26528 752.51601 0.70501 0.44846 1.1237 62.086 62.086 1.00E+00 6.5 458840
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28975 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.037449 -0.13122 -0.19312 41.932 41.932 7.18E-01 7.87 1136700

28976 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.16566 -0.34647 -0.53568 41.136 41.136 7.18E-01 4.24 360030

28977 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.078085 -0.345 -0.44789 43.934 43.934 1.00E+00 5.77 948690

28978 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.0056356 -0.30895 -0.33917 43.11 43.11 1.00E+00 1.29 494770

28979 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.13391 0.039461 -0.11831 44.098 44.098 1.01E-02 28.87 4910800

28980 LIAPDGEER Unmodified _LIAPDGEER_ B6SWM0_MAIZE 2 500.25891 998.50327 -0.031903 -0.1461 -0.20341 42.047 42.047 1.12E-01 21.39 162920

28981 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.63355 -0.13416 0.50484 48.647 48.647 2.96E-06 77.67 2324000

28982 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.64278 0.11391 0.76255 48.929 48.929 6.77E-01 25.41 31809

28983 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.592 -0.091944 0.50444 48.294 48.294 1.95E-13 59.76 1045300

28984 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.61269 -0.18444 0.4327 50.722 50.722 7.68E-22 66.86 2136700

28985 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.61775 -0.22637 0.39707 49.963 49.963 2.00E-19 64.59 2532600

28986 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.59279 -0.19656 0.40199 50.792 50.792 3.40E-25 88.18 2420600

28987 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.55222 -0.33615 0.22202 50.771 50.771 3.40E-25 93.71 27074000

28988 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.62106 -0.052431 0.57353 51.504 51.504 7.64E-09 63.17 1075100

28989 LIASEGDTVTPGTK Unmodified _LIASEGDTVTPGTK_ B6SJN5_MAIZE 2 694.86701 1387.7195 0.56023 -0.18876 0.37673 48.892 48.892 7.64E-09 55.62 2604300

28990 LIAVSNAIAFANPK Unmodified _LIAVSNAIAFANPK_ B4FFA5_MAIZE 2 714.9141 1427.8136 0.71744 0.25451 0.9462 86.296 86.296 1.95E-13 70.4 218360

28991 LIAVSNAIAFANPK Unmodified _LIAVSNAIAFANPK_ B4FFA5_MAIZE 2 714.9141 1427.8136 0.72568 -0.004235 0.69652 86.492 86.492 1.49E-02 24.01 270640

28992 LIAVSNAIAFANPK Unmodified _LIAVSNAIAFANPK_ B4FFA5_MAIZE 2 714.9141 1427.8136 0.71857 0.20172 0.89481 86.171 86.171 3.56E-04 64.67 938290

28993 LIAVSNAIAFANPK Unmodified _LIAVSNAIAFANPK_ B4FFA5_MAIZE 2 714.9141 1427.8136 0.77266 0.025799 0.7738 85.839 85.839 6.31E-03 39.14 241320

28994 LIDDAEAQYR Unmodified _LIDDAEAQYR_ B6SHX4_MAIZE 2 597.29348 1192.5724 0.10839 -0.041769 0.043309 52.935 52.935 5.76E-06 65.11 180850

28995 LIDDAEAQYR Unmodified _LIDDAEAQYR_ B6SHX4_MAIZE 2 597.29348 1192.5724 0.12425 -0.092777 0.00835 55.863 55.863 5.70E-16 79.23 2897200

28996 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 -4.9663 48.668 48.668 7.51E-02 18.5

28997 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 0.6075 0.53854 1.1247 48.472 48.472 9.46E-01 11.58 482930

28998 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 -3.8901 50.876 50.876 7.51E-02 18.34

28999 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 0.66209 0.66056 1.3007 50.211 50.211 5.26E-01 31.65 1558000

29000 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 0.56143 0.28116 0.82305 51.03 51.03 5.26E-01 20.78 3014100

29001 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 0.66583 -0.4281 0.21969 50.894 50.894 5.26E-01 20.43 11614000

29002 LIDDIR Unmodified _LIDDIR_ B4FHG3_MAIZE 2 372.71615 743.41775 0.65061 -0.40495 0.22623 51.608 51.608 2.64E-01 22.83 54207000

29003 LIDDLEDHVDVTNSR Unmodified _LIDDLEDHVDVTNSR_ B4FEN4_MAIZE 3 580.95148 1739.8326 0.050869 0.17715 0.23071 71.188 71.188 1.14E-02 23.98 152580

29004 LIDDLEDHVDVTNSR Unmodified _LIDDLEDHVDVTNSR_ B4FEN4_MAIZE 3 580.95148 1739.8326 0.17351 0.1582 0.33313 70.684 70.684 4.35E-01 15.93 784870

29005 LIDDLVEAR Unmodified _LIDDLVEAR_ B6U0X3_MAIZE 2 522.29021 1042.5659 -0.008798 0.1005 0.073095 70.707 70.707 3.13E-03 52.97 1018900

29006 LIDDMVAYALK Oxidation (M) _LIDDM(ox)VAYALK_ B4G249_MAIZE 2 634.33376 1266.653 0.43982 0.4246 0.84584 76.101 76.101 1.00E+00 4.21 614460

29007 LIDDMVAYALK Oxidation (M) _LIDDM(ox)VAYALK_ B4G249_MAIZE 2 634.33376 1266.653 0.2885 -0.15524 0.11666 75.248 75.248 5.66E-08 64.16 740070

29008 LIDDMVAYALK Oxidation (M) _LIDDM(ox)VAYALK_ B4G249_MAIZE 2 634.33376 1266.653 0.41278 0.12141 0.51671 77.136 77.136 5.66E-08 37.45 753950
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29009 LIDDMVAYALK Unmodified _LIDDMVAYALK_ B4G249_MAIZE 2 626.33631 1250.6581 0.32751 0.28649 0.59255 96.689 96.689 9.05E-18 77.36 9375900

29010 LIDDMVAYALK Unmodified _LIDDMVAYALK_ B4G249_MAIZE 2 626.33631 1250.6581 0.32075 0.33613 0.63504 97.254 97.254 5.66E-08 67.96 1774100

29011 LIDDMVAYALK Unmodified _LIDDMVAYALK_ B4G249_MAIZE 2 626.33631 1250.6581 0.34604 0.33784 0.6625 97.397 97.397 9.05E-18 75.01 2332500

29012 LIDDMVAYALK Unmodified _LIDDMVAYALK_ B4G249_MAIZE 2 626.33631 1250.6581 0.36902 0.50712 0.85463 96.846 96.846 6.35E-09 46.27 492740

29013 LIDDMVAYALK Unmodified _LIDDMVAYALK_ B4G249_MAIZE 2 626.33631 1250.6581 0.35849 0.47775 0.81516 97.401 97.401 4.43E-05 34.98 2801100

29014 LIDDPQTVVNNR Unmodified _LIDDPQTVVNNR_ B4FH61_MAIZE 2 692.36497 1382.7154 0.63224 -0.78388 -0.14999 61.397 61.397 9.64E-17 81.8 3019000

29015 LIDDPQTVVNNR Unmodified _LIDDPQTVVNNR_ B4FH61_MAIZE 2 692.36497 1382.7154 0.6048 1.9052 2.5071 59.904 59.904 1.68E-09 79.64 464010

29016 LIDDYNSER Unmodified _LIDDYNSER_ B4FTE1_MAIZE 2 562.76456 1123.5146 0.037194 -0.1404 -0.12575 49.157 49.157 3.89E-04 64.98 936790

29017 LIDENVSTQLK Unmodified _LIDENVSTQLK_ B6SYA1_MAIZE 2 630.34572 1258.6769 0.40679 0.006803 0.39944 59.432 59.432 3.60E-06 37.01 1840200

29018 LIDENVSTQLK Unmodified _LIDENVSTQLK_ B6SYA1_MAIZE 2 630.34572 1258.6769 0.34884 0.088486 0.42422 59.578 59.578 6.35E-09 58.08 637640

29019 LIDENVSTQLK Unmodified _LIDENVSTQLK_ B6SYA1_MAIZE 2 630.34572 1258.6769 0.39877 -0.016761 0.3677 61.193 61.193 6.35E-09 60.32 646480

29020 LIDENVSTQLK Unmodified _LIDENVSTQLK_ B6SYA1_MAIZE 2 630.34572 1258.6769 0.43381 -0.079854 0.34068 60.556 60.556 6.35E-09 58.27 253440

29021 LIDGPNPNNR Unmodified _LIDGPNPNNR_ B4G0Y4_MAIZE 2 555.28854 1108.5625 0.032707 -0.062377 -0.048582 43.145 43.145 4.40E-02 22.37 494510

29022 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.12914 -0.033597 -0.18438 70.307 70.307 5.38E-01 17.4 36829

29023 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.16044 0.12006 -0.063415 68.3 68.3 1.02E-01 28.73 432770

29024 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.034561 0.068486 0.012507 69.097 69.097 1.02E-01 11.67 757280

29025 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.026695 -0.092732 -0.14188 68.558 68.558 3.64E-02 22.17 635000

29026 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.071752 -0.14044 -0.23298 68.732 68.732 1.02E-01 34.6 575180

29027 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 2 718.91463 1435.8147 0.75 -0.31802 0.41117 68.835 68.835 1.15E-02 33.11 764140

29028 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.070619 0.097076 0.0050373 68.845 68.845 3.64E-02 29 3625600

29029 LIDILNPSNKPGR Unmodified _LIDILNPSNKPGR_ B6TAK0_MAIZE 3 479.61218 1435.8147 -0.040497 -0.19973 -0.26113 68.18 68.18 2.66E-01 17.69 307030

29030 LIDLPGIDQR Unmodified _LIDLPGIDQR_ B6UEQ3_MAIZE 2 570.32459 1138.6346 0.095551 -0.099714 -0.012579 81.584 81.584 3.43E-01 10.85 348830

29031 LIDLPGIDQR Unmodified _LIDLPGIDQR_ B6UEQ3_MAIZE 2 570.32459 1138.6346 0.15918 0.029149 0.17813 82.098 82.098 3.43E-01 7.61 474720

29032 LIDLPGIDQR Unmodified _LIDLPGIDQR_ B6UEQ3_MAIZE 2 570.32459 1138.6346 0.10954 0.48697 0.58583 81.912 81.912 1.45E-01 13.12 480680

29033 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.0049 -0.022607 0.96989 59.295 59.295 4.21E-20 70.11 3373800

29034 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 0.025533 0.056602 0.068997 59.287 59.287 4.57E-01 19.83 12202000

29035 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 -0.01784 0.091587 0.062353 59.71 59.71 1.00E+00 8.39 3952400

29036 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 0.99712 0.005727 0.99055 59.707 59.707 1.27E-09 60.48 925460

29037 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.0023 -0.58487 0.40587 61.125 61.125 7.42E-06 38.33 1221500

29038 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 0.044189 -0.032221 -0.00074605 61.118 61.118 1.00E+00 2.56 5645500

29039 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.0025 -0.77669 0.21435 60.471 60.471 9.46E-03 25.87 887980

29040 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 0.030282 -0.02149 -0.0034783 60.473 60.473 3.22E-02 20.9 4969900

29041 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.015 -0.59877 0.40504 60.902 60.902 2.01E-03 34.01 849020

29042 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.0126 -0.4735 0.52769 61.031 61.031 9.46E-03 60.7 797210
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29043 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 0.014949 -0.18447 -0.18098 60.994 60.994 4.57E-01 7.16 3707700

29044 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 1.0208 0.27705 1.286 57.815 57.815 9.46E-03 47.9 263410

29045 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 2 827.93596 1653.8574 0.88939 -0.19094 0.68665 59.819 59.819 4.21E-20 62.24 7935600

29046 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 -0.11431 0.13738 0.010441 59.815 59.815 6.12E-05 38.65 33362000

29047 LIDSHLVPSSTAAESK Unmodified _LIDSHLVPSSTAAESK_ Q5XPI0_MAIZE 3 552.29306 1653.8574 -0.010979 -0.31103 -0.33412 62.585 62.585 1.00E+00 5.48 618490

29048 LIDSSLSYFK Unmodified _LIDSSLSYFK_ B6SKP8_MAIZE 2 586.81352 1171.6125 0.14294 -0.58237 -0.45414 79.42 79.42 1.00E+00 9.26 1265900

29049 LIDSSLSYFK Unmodified _LIDSSLSYFK_ B6SKP8_MAIZE 2 586.81352 1171.6125 0.11811 -0.30338 -0.20022 79.941 79.941 1.00E+00 8.16 740750

29050 LIDSSLSYFK Unmodified _LIDSSLSYFK_ B6SKP8_MAIZE 2 586.81352 1171.6125 0.17156 -0.51147 -0.35379 80.454 80.454 4.40E-02 24.79 1208700

29051 LIDSVGSIFR Unmodified _LIDSVGSIFR_ B6TRK0_MAIZE 2 553.81386 1105.6132 -0.0023491 0.34987 0.34672 86.831 86.831 4.40E-05 60.76 520020

29052 LIDTFYQIR Unmodified _LIDTFYQIR_ B6UCF6_MAIZE 2 584.82168 1167.6288 0.18882 0.31479 0.49375 79.862 79.862 3.39E-01 12.57 3156600

29053 LIDTFYQIR Unmodified _LIDTFYQIR_ B6UCF6_MAIZE 2 584.82168 1167.6288 0.1411 0.11482 0.24721 80.471 80.471 1.01E-02 32.47 1353900

29054 LIDTFYQIR Unmodified _LIDTFYQIR_ B6UCF6_MAIZE 2 584.82168 1167.6288 0.18237 0.36362 0.53681 80.919 80.919 3.39E-01 10.38 1589800

29055 LIDVDVPVVGGHAGITILPLLSK Unmodified _LIDVDVPVVGGHAGITILPLLSK_ B4FFV3_MAIZE 3 776.12967 2325.3672 1.0957 -1.7164 -0.61052 118.93 118.93 1.25E-18 45.77 844810

29056 LIDVDVPVVGGHAGITILPLLSK Unmodified _LIDVDVPVVGGHAGITILPLLSK_ B4FFV3_MAIZE 2 1163.6909 2325.3672 1.2134 -0.005522 1.2156 120.2 120.2 2.10E-05 38.06 410450

29057 LIDWGLAEFYHPGK Unmodified _LIDWGLAEFYHPGK_ A3R4A6_MAIZE 3 549.28395 1644.83 0.14792 -0.030081 0.11073 102.1 102.1 1.00E+00 10.51 178030

29058 LIDWGLAEFYHPGK Unmodified _LIDWGLAEFYHPGK_ A3R4A6_MAIZE 3 549.28395 1644.83 0.017099 0.20531 0.21479 101.76 101.76 1.10E-02 37.01 1127000

29059 LIDWLQSQFWDTNY Unmodified _LIDWLQSQFWDTNY_ B4FUT3_MAIZE 2 914.93068 1827.8468 1.2401 0.026652 1.2669 126.14 126.14 1.49E-02 10.38 266950

29060 LIDWLQSQFWDTNY Unmodified _LIDWLQSQFWDTNY_ B4FUT3_MAIZE 2 914.93068 1827.8468 1.1691 0.38216 1.551 126.81 126.81 3.51E-02 13.34 100900

29061 LIEANPLFR Unmodified _LIEANPLFR_ B6T534_MAIZE 2 536.81112 1071.6077 0.058392 0.57146 0.60043 75.33 75.33 1.12E-01 22.53 1213700

29062 LIEANPLFR Unmodified _LIEANPLFR_ B6T534_MAIZE 2 536.81112 1071.6077 -0.041426 0.26515 0.1963 75.981 75.981 3.39E-01 14.39 402260

29063 LIECEQVILNDPFLGK Unmodified _LIECEQVILNDPFLGK_ B6TRV3_MAIZE 2 944.49787 1886.9812 1.19 -0.65856 0.52676 102.07 102.07 1.27E-09 45.18 433240

29064 LIECEQVILNDPFLGK Unmodified _LIECEQVILNDPFLGK_ B6TRV3_MAIZE 2 944.49787 1886.9812 1.1309 -0.37796 0.74785 102.68 102.68 1.02E-04 42.42 200560

29065 LIEDGSLDALVR Unmodified _LIEDGSLDALVR_ B4FIH9_MAIZE 2 650.85899 1299.7034 0.44087 -0.56409 -0.13522 85.002 85.002 1.11E-04 28.22 340510

29066 LIEILNPSNKPGR Unmodified _LIEILNPSNKPGR_ B6TUB8_MAIZE 3 484.28406 1449.8304 -0.17971 -0.14062 -0.34826 64.474 64.474 3.64E-02 21.75 266290

29067 LIEILNPSNKPGR Unmodified _LIEILNPSNKPGR_ B6TUB8_MAIZE 3 484.28406 1449.8304 -0.018876 -0.34349 -0.38937 65.459 65.459 3.64E-02 34.47 506680

29068 LIEILNPSNKPGR Unmodified _LIEILNPSNKPGR_ B6TUB8_MAIZE 3 484.28406 1449.8304 -0.04302 -0.54902 -0.61871 65.247 65.247 3.64E-02 36.39 351550

29069 LIEILNPSNKPGR Unmodified _LIEILNPSNKPGR_ B6TUB8_MAIZE 3 484.28406 1449.8304 -0.061617 -0.19071 -0.27985 65.162 65.162 7.68E-03 26.82 2916000

29070 LIEILNPSNKPGR Unmodified _LIEILNPSNKPGR_ B6TUB8_MAIZE 2 725.92246 1449.8304 0.7773 -0.33072 0.41933 65.169 65.169 4.68E-05 72.96 739540

29071 LIEPLK Unmodified _LIEPLK_ B6TFG0_MAIZE 2 356.73381 711.45308 0.9493 0.651 1.5594 51.614 51.614 9.46E-01 11.51 1508400

29072 LIEPLK Unmodified _LIEPLK_ B6TFG0_MAIZE 2 356.73381 711.45308 0.89678 0.056625 0.91449 49.141 49.141 5.26E-01 24.03 11462000

29073 LIEQEDLSLGYDAAK Unmodified _LIEQEDLSLGYDAAK_ B4FMM3_MAIZE 2 832.92252 1663.8305 1.0514 -0.14328 0.88579 77.804 77.804 2.37E-16 88.44 757310

29074 LIESCLISIR Unmodified _LIESCLISIR_ B6U4J8_MAIZE 2 602.34192 1202.6693 0.34998 0.76553 1.0953 80.392 80.392 4.40E-02 25.18 313250

29075 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.76991 0.006064 0.7804 90.374 90.374 6.74E-02 48.04 1192400

29076 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.71857 2.1629 2.8845 92.861 92.861 4.56E-01 16.69 23629
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29077 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.89001 0.78234 1.6761 91.07 91.07 7.72E-03 47.93 310640

29078 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.70374 -0.87822 -0.16786 90.61 90.61 1.11E-04 30.68 559480

29079 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.79005 0.85253 1.6458 90.73 90.73 1.98E-03 60.81 1109300

29080 LIESCVDPFVIR Unmodified _LIESCVDPFVIR_ B6UG11_MAIZE 2 724.38432 1446.7541 0.62716 0.18706 0.8183 90.692 90.692 7.61E-14 54.2 13583000

29081 LIEYNVR Unmodified _LIEYNVR_ B6SW54_MAIZE 2 453.75581 905.49707 0.039811 0.042812 0.053008 52.539 52.539 4.46E-01 22.39 644590

29082 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.2977 -0.021041 1.2568 49.227 49.227 2.64E-01 31.88 33659000

29083 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 -0.67501 53.482 53.482 6.22E-01 6.45

29084 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.2545 -0.2264 1.01 49.505 49.505 2.64E-01 31.81 11334000

29085 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.4327 -0.17638 1.2382 51.671 51.671 2.64E-01 23.11 13700000

29086 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.2643 0.20407 1.4489 51.072 51.072 2.64E-01 27.38 9326800

29087 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.2107 0.073838 1.2659 51.776 51.776 2.64E-01 31.81 8982600

29088 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.3309 -0.038576 1.2721 51.257 51.257 5.26E-01 20.79 10468000

29089 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.3361 0.054929 1.3713 52.232 52.232 2.64E-01 28.27 12857000

29090 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.1985 -0.20997 0.96818 49.806 49.806 2.64E-01 29.86 22698000

29091 LIFAGK Unmodified _LIFAGK_ B4FPT7_MAIZE 2 324.7076 647.40065 1.1693 0.048405 1.1969 53.043 53.043 2.64E-01 27.45 14627000

29092 LIFAGKQLEDGR Unmodified _LIFAGKQLEDGR_ B4FPT7_MAIZE 2 673.87498 1345.7354 0.60705 -0.097429 0.49726 63.69 63.69 4.56E-01 4.91 15915

29093 LIFAGKQLEDGR Unmodified _LIFAGKQLEDGR_ B4FPT7_MAIZE 3 449.58574 1345.7354 -0.092075 0.57061 0.46331 63.712 63.712 7.68E-01 1.43 48695

29094 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 3 510.93521 1529.7838 0.0017669 0.10623 0.091495 74.416 74.416 4.40E-03 40.4 817300

29095 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 2 765.89918 1529.7838 0.82005 -0.48124 0.32329 75.483 75.483 7.68E-22 87.63 5181700

29096 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 2 765.89918 1529.7838 0.85637 -0.45289 0.38822 75.017 75.017 7.68E-22 85.59 1826900

29097 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 2 765.89918 1529.7838 0.84868 -0.060182 0.77344 75.539 75.539 1.95E-13 70.58 3573300

29098 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 2 765.89918 1529.7838 0.84114 -0.10286 0.72226 75.455 75.455 3.40E-25 94.74 5748600

29099 LIFGADSPAIQENR Unmodified _LIFGADSPAIQENR_ B4FUH2_MAIZE 2 765.89918 1529.7838 0.81474 -0.40837 0.3917 74.863 74.863 1.95E-13 85.08 937450

29100 LIFGNTTYGDLR Unmodified _LIFGNTTYGDLR_ B4FSI5_MAIZE 2 685.35916 1368.7038 0.6298 -0.14087 0.48919 84.105 84.105 7.72E-03 69.39 1193700

29101 LIFGNTTYGDLR Unmodified _LIFGNTTYGDLR_ B4FSI5_MAIZE 2 685.35916 1368.7038 0.59282 -0.20016 0.39363 84.668 84.668 1.98E-03 42.77 434370

29102 LIFGNTTYGDLR Unmodified _LIFGNTTYGDLR_ B4FSI5_MAIZE 2 685.35916 1368.7038 0.56131 -0.39662 0.16594 85.029 85.029 1.60E-02 31.08 395590

29103 LIFHDCFVR Unmodified _LIFHDCFVR_ B6UBA1_MAIZE 3 402.87446 1205.6015 0.35294 -0.043972 0.32217 72.25 72.25 1.00E+00 3.41 606950

29104 LIFHDCFVR Unmodified _LIFHDCFVR_ B6UBA1_MAIZE 3 402.87446 1205.6015 0.27666 0.19798 0.48952 72.273 72.273 2.35E-01 19.64 1024500

29105 LIFHDCFVR Unmodified _LIFHDCFVR_ B6UBA1_MAIZE 3 402.87446 1205.6015 0.38291 0.31593 0.71182 70.044 70.044 5.45E-01 11.56 543560

29106 LIFHDCFVR Unmodified _LIFHDCFVR_ B6UBA1_MAIZE 3 402.87446 1205.6015 0.37771 -0.023322 0.36838 72.374 72.374 9.63E-01 13.87 2131600

29107 LIFHDCFVR Unmodified _LIFHDCFVR_ B6UBA1_MAIZE 3 402.87446 1205.6015 0.31219 0.37436 0.69979 72.228 72.228 5.45E-01 7.81 2345600

29108 LIFPEGMLAQTLAQLK Oxidation (M) _LIFPEGM(ox)LAQTLAQLK_ B6U0E2_MAIZE 2 895.00005 1787.9855 1.2901 1.3111 2.5861 115.54 115.54 1.81E-01 17.84 70743

29109 LIFPESLR Unmodified _LIFPESLR_ B4FHN0_MAIZE 2 487.78711 973.55967 0.0014759 -0.04607 -0.064988 78.238 78.238 1.65E-01 20.54 469020

29110 LIFPESLR Unmodified _LIFPESLR_ B4FHN0_MAIZE 2 487.78711 973.55967 -0.1509 0.5238 0.35022 79.013 79.013 1.00E+00 17.48 141830
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29111 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.4458 0.54661 0.9923 122.71 122.71 5.66E-08 55.06 3867200

29112 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.44337 0.29707 0.74129 122.9 122.9 5.66E-08 53.43 4459800

29113 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.48187 0.32845 0.81029 122.32 122.32 4.48E-03 22.37 1264300

29114 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.46405 0.33136 0.79634 123.31 123.31 3.60E-06 41.96 4175900

29115 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.4719 0.30348 0.77615 122.58 122.58 1.00E+00 0.17 330180

29116 LIFPFVDLDIK Unmodified _LIFPFVDLDIK_ B4FN97_MAIZE 2 660.38411 1318.7537 0.54306 -0.071122 0.47238 123.58 123.58 1.67E-02 33.93 104290

29117 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 0.016228 -0.005215 0.00068843 36.636 36.636 9.73E-03 34.83 815300

29118 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 -0.17226 0.092374 -0.08982 35.734 35.734 3.32E-02 35.58 159750

29119 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 0.0043141 0.094325 0.088502 38.567 38.567 3.32E-02 25.76 180700

29120 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 0.027061 0.11642 0.13393 37.745 37.745 1.12E-01 27.35 181830

29121 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 -0.039377 -0.026986 -0.074528 38.458 38.458 1.01E-02 29.51 369970

29122 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 0.013316 0.080361 0.083249 38.411 38.411 1.01E-02 36.41 302610

29123 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 -0.10105 0.19995 0.090083 39.333 39.333 3.32E-02 29.17 572460

29124 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 -0.050548 0.11344 0.052972 36.498 36.498 3.21E-03 50.87 586850

29125 LIGATDPQK Unmodified _LIGATDPQK_ B6TKC5_MAIZE 2 471.76637 941.5182 -0.23287 -0.14957 -0.39082 39.936 39.936 9.73E-03 49.03 5422300

29126 LIGATNPLQAEPGTIR Unmodified _LIGATNPLQAEPGTIR_ B4G0R1_MAIZE 2 825.96231 1649.9101 0.94815 0.095534 1.0312 75.916 75.916 7.01E-14 81.73 1187400

29127 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.2229 -0.12869 1.066 28.612 28.612 4.46E-01 19.28 310910

29128 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.0486 0.25099 1.2705 26.707 26.707 1.00E+00 14.88 116350

29129 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.1991 -0.020881 1.1493 29.643 29.643 4.46E-01 23.73 644720

29130 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.1169 -0.46597 0.6241 29.044 29.044 1.86E-01 33.57 1300500

29131 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.0149 0.001748 0.98843 29.385 29.385 1.00E+00 18.8 1864600

29132 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.2185 -0.46597 0.72476 29.857 29.857 7.83E-01 19.8 44148

29133 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.177 0.23451 1.3808 30.253 30.253 1.00E+00 14.85 89155

29134 LIGDAAK Unmodified _LIGDAAK_ HSP70_MAIZE 2 344.20542 686.39629 1.2184 -0.10916 1.0805 28.589 28.589 4.46E-01 24.89 186150

29135 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.39337 -0.23906 0.15721 87.462 87.462 8.05E-01 16.81 471330

29136 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.38436 0.32083 0.70672 87.733 87.733 8.05E-01 0.82 261380

29137 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.39416 0.23789 0.63432 88.122 88.122 7.72E-03 29.28 743150

29138 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.44462 0.39463 0.84131 87.837 87.837 1.11E-04 42.1 456310

29139 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.36175 0.12363 0.48815 87.501 87.501 7.72E-03 37.47 1202700

29140 LIGDGSLDDLVR Unmodified _LIGDGSLDDLVR_ B4FHJ2_MAIZE 2 636.84334 1271.6721 0.35771 -0.13668 0.22409 88.226 88.226 7.61E-14 53.27 5257300

29141 LIGFFGSPYAFR Unmodified _LIGFFGSPYAFR_ B4FSR6_MAIZE 2 687.86388 1373.7132 0.60429 0.38755 0.99348 105.74 105.74 1.11E-04 43.94 296160

29142 LIGFFGSPYAFR Unmodified _LIGFFGSPYAFR_ B4FSR6_MAIZE 2 687.86388 1373.7132 0.67139 0.31842 0.99101 105.79 105.79 1.60E-02 29.87 343380

29143 LIGFFGSPYAFR Unmodified _LIGFFGSPYAFR_ B4FSR6_MAIZE 2 687.86388 1373.7132 0.66087 0.18313 0.84596 105.47 105.47 7.72E-03 27.7 396740

29144 LIGFFGSPYAFR Unmodified _LIGFFGSPYAFR_ B4FSR6_MAIZE 2 687.86388 1373.7132 0.66766 0.24415 0.91353 105.89 105.89 1.98E-03 34.29 445540
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29145 LIGFFGSPYAFR Unmodified _LIGFFGSPYAFR_ B4FSR6_MAIZE 2 687.86388 1373.7132 0.49722 0.13486 0.63383 106.38 106.38 2.05E-12 54.58 8309900

29146 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.82059 -0.30672 0.51328 101.28 101.28 1.04E-33 82.63 5726000

29147 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 3 506.28759 1515.8409 -0.034659 -0.14312 -0.1783 101.25 101.25 1.00E+00 2.01 222630

29148 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.83722 -0.25245 0.584 101.87 101.87 2.40E-39 77.92 3025900

29149 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 3 506.28759 1515.8409 -0.12644 0.336 0.20892 101.86 101.86 6.35E-02 19.12 234410

29150 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.82295 -0.27104 0.55183 101.89 101.89 2.40E-39 78.72 3409800

29151 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 3 506.28759 1515.8409 0.045773 -0.047405 -0.0028298 101.89 101.89 1.00E+00 12.69 210310

29152 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.82844 -0.080384 0.74758 101.86 101.86 1.04E-33 82.12 1182200

29153 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.80026 0.20222 1.0023 101.47 101.47 8.98E-47 100.03 3733300

29154 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 3 506.28759 1515.8409 -0.0027392 -0.21999 -0.22196 101.44 101.44 1.14E-02 31.15 323520

29155 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.92483 0.069146 0.99332 101.96 101.96 1.12E-07 68.62 249190

29156 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.82909 0.004945 0.83333 102.04 102.04 6.53E-30 83.36 388970

29157 LIGFLGGSDGLLAQR Unmodified _LIGFLGGSDGLLAQR_ B6SGB6_MAIZE 2 758.92774 1515.8409 0.84434 0.20874 1.0521 103.32 103.32 2.37E-16 63.23 108590

29158 LIGINNR Unmodified _LIGINNR_ B4FS35_MAIZE 2 400.24287 798.47119 0.31665 -0.28209 0.0039181 49.502 49.502 4.46E-01 31.4 4173000

29159 LIGPDGEER Unmodified _LIGPDGEER_ B6SWN1_MAIZE 2 493.25109 984.48762 -0.076348 0.1775 0.08613 44.133 44.133 1.12E-01 19.6 879290

29160 LIGPNCPGIIKPGECK Unmodified _LIGPNCPGIIKPGECK_ B6TH57_MAIZE 3 584.97602 1751.9062 0.16422 -0.13993 0.023084 59.833 59.833 9.16E-07 25.24 3343200

29161 LIGPNCPGIIKPGECK Unmodified _LIGPNCPGIIKPGECK_ B6TH57_MAIZE 3 584.97602 1751.9062 0.16458 -0.38264 -0.21974 60.484 60.484 7.98E-01 14.21 376060

29162 LIGPNCPGIIKPGECK Unmodified _LIGPNCPGIIKPGECK_ B6TH57_MAIZE 3 584.97602 1751.9062 0.10437 0.13531 0.23731 61.889 61.889 1.87E-02 33.7 7058000

29163 LIGPVLVK Unmodified _LIGPVLVK_ B6T5S0_MAIZE 2 419.79166 837.56878 -0.065352 0.038726 -0.030891 67.295 67.295 1.90E-02 34.96 6134800

29164 LIGQYGSAFVTR Unmodified _LIGQYGSAFVTR_ Q9FQA4_MAIZE 2 656.35642 1310.6983 0.49873 1.1354 1.6343 71.977 71.977 1.60E-02 18.5 788000

29165 LIGVDVR Unmodified _LIGVDVR_ B4G191_MAIZE 2 386.2398 770.46504 0.55388 -0.095179 0.4637 57.252 57.252 7.83E-01 13.44 446930

29166 LIGVDVR Unmodified _LIGVDVR_ B4G191_MAIZE 2 386.2398 770.46504 0.52518 0.50083 1.028 56.487 56.487 1.86E-01 17.9 622200

29167 LIGVDVR Unmodified _LIGVDVR_ B4G191_MAIZE 2 386.2398 770.46504 0.44023 -0.051727 0.39334 57.276 57.276 1.86E-01 24.56 607570

29168 LIGVDVR Unmodified _LIGVDVR_ B4G191_MAIZE 2 386.2398 770.46504 0.50343 -0.70618 -0.19686 57.161 57.161 1.86E-01 26.61 5181500

29169 LIGVEYIVSR Unmodified _LIGVEYIVSR_ B4FFK9_MAIZE 2 574.83733 1147.6601 0.085318 0.15183 0.22405 83.306 83.306 4.40E-05 43.92 1881100

29170 LIHAEDK Unmodified _LIHAEDK_ B4FSG4_MAIZE 2 413.22689 824.43922 0.44396 -0.046355 0.36922 19.322 19.322 4.46E-01 16.25 12367

29171 LIHFSTCEVYGK Unmodified _LIHFSTCEVYGK_ B4FUF3_MAIZE 3 485.24299 1452.7071 -0.016675 0.10996 0.096059 66.496 66.496 4.52E-03 24.97 669550

29172 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.25269 0.23789 0.48293 60.631 60.631 5.66E-08 65.02 3726500

29173 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.18916 0.11159 0.29372 62.045 62.045 1.67E-02 44.09 64332

29174 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.23331 0.020557 0.24682 61.083 61.083 3.60E-06 51.25 1402100

29175 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.2538 0.28398 0.53064 62.45 62.45 6.35E-09 58.88 2375900

29176 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.25566 0.26707 0.51564 61.813 61.813 1.62E-12 70.83 1775900

29177 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.25758 0.38792 0.63703 62.228 62.228 4.43E-05 49.82 1031300

29178 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.20582 -0.31363 -0.11514 62.36 62.36 5.66E-08 58.77 16882000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

29179 LIICGGSAYPR Unmodified _LIICGGSAYPR_ B4FBF4_MAIZE 2 603.81861 1205.6227 0.23761 0.52283 0.75187 62.74 62.74 4.48E-03 35.47 768760

29180 LIIFDAEDDLAASLAK Unmodified _LIIFDAEDDLAASLAK_ B6U705_MAIZE 2 852.95636 1703.8982 1.1142 0.048492 1.1419 119.15 119.15 7.01E-14 60.28 65109

29181 LIIIANNCPPLR Unmodified _LIIIANNCPPLR_ B6U9H6_MAIZE 2 697.40284 1392.7911 0.66593 -0.12565 0.51937 74.288 74.288 1.68E-09 59.16 1602000

29182 LIIIANNCPPLR Unmodified _LIIIANNCPPLR_ B6U9H6_MAIZE 2 697.40284 1392.7911 0.55682 0.44741 0.98365 76.178 76.178 7.02E-22 70.32 234020

29183 LIIIANNCPPLR Unmodified _LIIIANNCPPLR_ B6U9H6_MAIZE 2 697.40284 1392.7911 0.58889 -0.063223 0.50577 76.567 76.567 2.05E-12 54.79 955750

29184 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.1386 -0.38161 0.72624 74.312 74.312 8.63E-03 55 2083800

29185 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.028 -0.29329 0.70403 75.588 75.588 1.82E-02 42.04 1074800

29186 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.1523 -0.5787 0.54534 75.863 75.863 6.12E-02 39.1 1486100

29187 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.074 -0.41534 0.63038 75.541 75.541 8.63E-03 37.23 1776900

29188 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 2 518.3373 1034.66 -0.018481 0.036983 -0.011517 75.542 75.542 3.21E-03 61.67 1108500

29189 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.0279 -0.38442 0.61312 75.439 75.439 6.12E-02 38.68 1290200

29190 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.1511 -0.33427 0.78781 75.449 75.449 1.82E-02 31.78 1982300

29191 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.0658 -0.29247 0.74421 75.348 75.348 8.75E-03 51.87 21871000

29192 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 2 518.3373 1034.66 -0.12924 0.11153 -0.047333 75.346 75.346 9.73E-03 44.92 12760000

29193 LIISILAHR Unmodified _LIISILAHR_ B4FHT1_MAIZE 3 345.89396 1034.66 1.187 -0.31242 0.84506 75.675 75.675 1.00E+00 1.77 420590

29194 LILAPWCDEEEIEK Unmodified _LILAPWCDEEEIEK_ B4FNF8_MAIZE 2 872.92674 1743.8389 1.0723 -0.60351 0.44873 94.223 94.223 3.56E-04 38.66 1058600

29195 LILAPWCDEEEIEK Unmodified _LILAPWCDEEEIEK_ B4FNF8_MAIZE 2 872.92674 1743.8389 1.0296 -0.68662 0.32347 94.859 94.859 1.29E-01 23.01 272390

29196 LILAPWCDEEEIEK Unmodified _LILAPWCDEEEIEK_ B4FNF8_MAIZE 2 872.92674 1743.8389 1.0677 -0.87795 0.1703 94.929 94.929 3.51E-02 26.27 255310

29197 LILDDWKR Unmodified _LILDDWKR_ B6THG3_MAIZE 3 353.53795 1057.592 1.0542 -0.31872 0.71562 68.356 68.356 1.00E+00 21.14 899240

29198 LILDDWKR Unmodified _LILDDWKR_ B6THG3_MAIZE 3 353.53795 1057.592 0.90691 -0.18496 0.70287 69.019 69.019 4.12E-02 35.76 373620

29199 LILDDWKR Unmodified _LILDDWKR_ B6THG3_MAIZE 3 353.53795 1057.592 1.0519 -0.25309 0.77933 69.915 69.915 1.00E+00 3.2 400170

29200 LILDDWKR Unmodified _LILDDWKR_ B6THG3_MAIZE 3 353.53795 1057.592 1.0025 -0.13744 0.84537 69.394 69.394 1.00E+00 10.49 318130

29201 LILDDWKR Unmodified _LILDDWKR_ B6THG3_MAIZE 3 353.53795 1057.592 1.043 -0.078491 0.94632 69.688 69.688 2.91E-02 49.44 916500

29202 LILDTIR Unmodified _LILDTIR_ B6TSB3_MAIZE 2 422.26855 842.52255 0.082594 0.20986 0.27138 69.94 69.94 1.86E-01 26.4 1891100

29203 LILDTIR Unmodified _LILDTIR_ B6TSB3_MAIZE 2 422.26855 842.52255 0.16229 0.007959 0.15056 70.203 70.203 4.49E-02 36.92 2827000

29204 LILDTIR Unmodified _LILDTIR_ B6TSB3_MAIZE 2 422.26855 842.52255 0.14702 -0.001652 0.12569 70.312 70.312 1.00E+00 4.47 411150

29205 LILGSSSVAR Unmodified _LILGSSSVAR_ B6U7X1_MAIZE 2 501.80075 1001.5869 -0.076917 -0.03643 -0.12994 54.392 54.392 4.40E-02 38.51 676290

29206 LILHENIYQTFLDQLVEVYK Unmodified _LILHENIYQTFLDQLVEVYK_ B6TB11_MAIZE 3 826.78081 2477.3206 1.0215 0.24131 1.2513 125.15 125.15 1.87E-03 38.5 1269500

29207 LILIGPPGSGK Unmodified _LILIGPPGSGK_ B6TAT1_MAIZE 2 526.32914 1050.6437 -0.09176 -0.006862 -0.10772 71.435 71.435 4.48E-03 50.51 4923800

29208 LILIGPPGSGK Unmodified _LILIGPPGSGK_ B6TAT1_MAIZE 2 526.32914 1050.6437 -0.15311 -0.14105 -0.30231 70.694 70.694 4.43E-05 36.55 11480000

29209 LILITHPR Unmodified _LILITHPR_ B4FB23_MAIZE 3 321.54304 961.60729 1.2974 -0.33677 0.94277 55.043 55.043 2.47E-01 23.6 886760

29210 LILPFGDQFWFR Unmodified _LILPFGDQFWFR_ Q5YFA2_MAIZE 2 769.91136 1537.8082 0.88336 0.13186 1.0215 123.77 123.77 1.68E-09 73.99 5318600

29211 LILPFGDQFWFR Unmodified _LILPFGDQFWFR_ Q5YFA2_MAIZE 2 769.91136 1537.8082 0.8218 -0.50653 0.32339 124.2 124.2 1.98E-03 54.47 355160

29212 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.44165 0.42262 0.84904 124.77 124.77 3.60E-06 51.21 10923000
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29213 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.43218 0.29671 0.7145 125.16 125.16 1.62E-12 58.87 2106600

29214 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.45437 0.2755 0.7158 125.4 125.4 4.43E-05 42.64 1975000

29215 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.48138 0.28076 0.74723 125.52 125.52 3.60E-06 42 1036800

29216 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.50418 0.055714 0.54595 124.97 124.97 3.83E-01 13.55 321080

29217 LILPFLDLDIK Unmodified _LILPFLDLDIK_ B4G249_MAIZE 2 650.39976 1298.785 0.45099 0.3483 0.78415 125.88 125.88 5.66E-08 51.52 2000400

29218 LILTMPSSMSMER Unmodified _LILTMPSSMSMER_ B4FR08_MAIZE 2 748.3695 1494.7244 0.89278 -0.19779 0.67444 88.349 88.349 9.54E-02 18.7 613710

29219 LILTMPSSMSMER Unmodified _LILTMPSSMSMER_ B4FR08_MAIZE 2 748.3695 1494.7244 0.82952 0.018457 0.82687 88.668 88.668 9.54E-02 16.14 389330

29220 LILTMPSSMSMER 3 Oxidation (M) _LILTM(ox)PSSM(ox)SM(ox)ER_ B4FR08_MAIZE 2 772.36187 1542.7092 0.89625 0.22803 1.111 56.014 56.014 7.09E-05 18.12 918710

29221 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.21559 -0.35804 -0.1668 54.675 54.675 8.04E-02 43.02 9474600

29222 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.056332 0.39487 0.42515 55.869 55.869 8.04E-02 36.74 122870

29223 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.097971 0.17493 0.24596 54.999 54.999 4.49E-02 41.28 1063200

29224 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.21733 -0.11656 0.074869 56.862 56.862 8.04E-02 36.59 2118000

29225 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.17495 -0.024269 0.12531 56.166 56.166 4.46E-01 41.06 2169000

29226 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.10412 0.078642 0.15749 56.767 56.767 8.04E-02 36.94 3146900

29227 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.18325 -0.20932 -0.053022 56.567 56.567 4.49E-02 25.12 5555300

29228 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.15743 0.266 0.39675 57.289 57.289 8.04E-02 23.49 4575600

29229 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 0.21984 0.010024 0.20424 55.382 55.382 9.32E-03 48.74 2074700

29230 LILVESR Unmodified _LILVESR_ B4FML8_MAIZE 2 415.26073 828.5069 -0.076655 -0.010632 -0.11219 58.312 58.312 4.49E-02 41.94 22557000

29231 LILYGLYK Unmodified _LILYGLYK_ B4FER8_MAIZE 2 491.80223 981.5899 -0.28677 0.22598 -0.091726 83.615 83.615 3.77E-01 14.45 740590

29232 LILYGLYK Unmodified _LILYGLYK_ B4FER8_MAIZE 2 491.80223 981.5899 -0.15886 -0.33303 -0.52171 83.363 83.363 1.65E-01 20.28 231660

29233 LINEEYK Unmodified _LINEEYK_ Q8W514_MAIZE 2 454.73983 907.4651 0.017617 0.48478 0.45526 42.001 42.001 8.04E-02 28.33 556760

29234 LINIMMTK 2 Oxidation (M) _LINIM(ox)M(ox)TK_ B6SQL2_MAIZE 2 498.26684 994.51912 -0.12729 -0.31059 -0.45726 49.04 49.04 5.06E-02 31.58 56979

29235 LINPQTMMLGQEPR 2 Oxidation (M) _LINPQTM(ox)M(ox)LGQEPR_ B4FLQ8_MAIZE 2 830.41328 1658.812 1.0217 -0.12845 0.88324 59.716 59.716 1.21E-21 60.27 1432600

29236 LINPQTMMLGQEPR 2 Oxidation (M) _LINPQTM(ox)M(ox)LGQEPR_ B4FLQ8_MAIZE 3 553.94461 1658.812 -0.0060074 3.7966 3.7733 60.122 60.122 1.00E+00 10.17 637730

29237 LINPQTMMLGQEPR Unmodified _LINPQTMMLGQEPR_ B4FLQ8_MAIZE 2 814.41837 1626.8222 1.0041 -0.30419 0.68536 83.529 83.529 7.64E-09 99.66 512270

29238 LINSDSDFFATLVVEAVQAVK Unmodified _LINSDSDFFATLVVEAVQAVK_ B6TKY3_MAIZE 3 756.07036 2265.1893 0.82591 0.15487 0.98269 130.1 130.1 2.72E-06 57.63 3774600

29239 LINSDSDFFATLVVEAVQAVK Unmodified _LINSDSDFFATLVVEAVQAVK_ B6TKY3_MAIZE 2 1133.6019 2265.1893 1.2225 0.2926 1.517 130.05 130.05 5.37E-06 66.84 773680

29240 LINSDSDFFATLVVEAVQAVK Unmodified _LINSDSDFFATLVVEAVQAVK_ B6TKY3_MAIZE 3 756.07036 2265.1893 0.80279 -1.6889 -0.88189 131.18 131.18 3.16E-03 40.77 190800

29241 LINVAVPGTIDER Unmodified _LINVAVPGTIDER_ B6SW05_MAIZE 2 698.89337 1395.7722 0.6887 -0.36847 0.31467 76.617 76.617 9.54E-02 14.44 247550

29242 LINVDESIYIPITK Unmodified _LINVDESIYIPITK_ B2LXS7_MAIZE 2 809.45854 1616.9025 0.97795 -0.051046 0.90873 95.498 95.498 2.96E-06 61.53 288670

29243 LIPTELIQEYPK Unmodified _LIPTELIQEYPK_ B4FNP2_MAIZE 2 722.40832 1442.8021 0.68125 -0.076847 0.58033 88.043 88.043 1.68E-09 37.91 1420100

29244 LIPTVDFTDDISSFPLLVLQVTHFK Unmodified _LIPTVDFTDDISSFPLLVLQVTHFK_ B6SXY1_MAIZE 3 949.18439 2844.5313 1.1364 -0.079827 1.0695 129.33 129.33 8.88E-19 60.28 7577900

29245 LIPTVDFTDDISSFPLLVLQVTHFK Unmodified _LIPTVDFTDDISSFPLLVLQVTHFK_ B6SXY1_MAIZE 3 949.18439 2844.5313 1.1748 -0.048307 1.1396 132.09 132.09 8.88E-19 53.62 1246500

29246 LIQENQAEFLR Unmodified _LIQENQAEFLR_ B4FZM9_MAIZE 2 680.86461 1359.7147 0.63502 -0.014769 0.59438 68.019 68.019 4.48E-03 43.19 378820



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

29247 LIQENQAEFLR Unmodified _LIQENQAEFLR_ B4FZM9_MAIZE 2 680.86461 1359.7147 0.53599 -0.11968 0.39106 68.3 68.3 9.05E-18 62.29 5010400

29248 LIQENQAEFVR Unmodified _LIQENQAEFVR_ B6TB61_MAIZE 2 673.85678 1345.699 0.53719 -0.17824 0.34093 60.358 60.358 6.35E-09 53.49 1728400

29249 LIQPIKDK Unmodified _LIQPIKDK_ B4FHN3_MAIZE 3 318.87093 953.59097 1.418 -0.2503 1.1413 39.201 39.201 1.05E-01 23.13 600300

29250 LIQPIKDK Unmodified _LIQPIKDK_ B4FHN3_MAIZE 3 318.87093 953.59097 1.3325 -0.01431 1.2897 36.509 36.509 1.05E-01 25.96 1685500

29251 LIQPIKDK Unmodified _LIQPIKDK_ B4FHN3_MAIZE 2 477.80276 953.59097 -0.040051 0.004566 -0.062355 36.496 36.496 5.06E-02 16.7 332850

29252 LIQSQDEIR Unmodified _LIQSQDEIR_ B6TJH7_MAIZE 2 551.29857 1100.5826 0.15448 0.49715 0.62973 46.64 46.64 3.32E-02 33.75 523600

29253 LIRPAVSR Unmodified _LIRPAVSR_ Q8LJR0_MAIZE 3 304.53102 910.57123 1.1708 0.056149 1.203 34.648 34.648 4.46E-01 19.11 127370

29254 LIRPAVSR Unmodified _LIRPAVSR_ Q8LJR0_MAIZE 3 304.53102 910.57123 1.6333 -0.27418 1.3342 37.266 37.266 2.09E-01 16.39 679250

29255 LIRPAVSR Unmodified _LIRPAVSR_ Q8LJR0_MAIZE 2 456.29289 910.57123 0.021437 -0.12043 -0.12375 37.27 37.27 1.00E+00 3.63 100060

29256 LISGDLQPTSGTVFR Unmodified _LISGDLQPTSGTVFR_ B4FC32_MAIZE 2 795.92794 1589.8413 0.8966 -1.0694 -0.16094 76.802 76.802 7.01E-11 46.3 287520

29257 LISGSSEGGAAVFK Unmodified _LISGSSEGGAAVFK_ B6TIG4_MAIZE 2 661.85117 1321.6878 0.45721 0.17753 0.62924 58.189 58.189 7.68E-22 64.56 2455100

29258 LISGSSEGGAAVFK Unmodified _LISGSSEGGAAVFK_ B6TIG4_MAIZE 2 661.85117 1321.6878 0.49884 0.35198 0.84593 58.69 58.69 7.64E-09 54.09 652930

29259 LISGSSEGGAAVFK Unmodified _LISGSSEGGAAVFK_ B6TIG4_MAIZE 2 661.85117 1321.6878 0.58082 0.64153 1.2171 60.24 60.24 2.00E-19 56.41 706950

29260 LISGSSEGGAAVFK Unmodified _LISGSSEGGAAVFK_ B6TIG4_MAIZE 2 661.85117 1321.6878 0.54352 -0.66755 -0.12789 60.102 60.102 3.49E-01 14.18 586390

29261 LISGTCLQLLR Unmodified _LISGTCLQLLR_ B6SIW6_MAIZE 2 637.36847 1272.7224 0.42596 0.018878 0.44059 81.085 81.085 4.43E-05 43.07 1807100

29262 LISGTCLQLLR Unmodified _LISGTCLQLLR_ B6SIW6_MAIZE 2 637.36847 1272.7224 0.26841 -0.07062 0.19378 81.865 81.865 4.43E-05 60.06 517590

29263 LISGTCLQLLR Unmodified _LISGTCLQLLR_ B6SIW6_MAIZE 2 637.36847 1272.7224 0.42033 -0.034122 0.38121 82.151 82.151 3.83E-01 20.91 612190

29264 LISGTCLQLLR Unmodified _LISGTCLQLLR_ B6SIW6_MAIZE 2 637.36847 1272.7224 0.46335 -0.15719 0.30132 81.85 81.85 4.96E-02 11.79 408110

29265 LISGTCLQLLR Unmodified _LISGTCLQLLR_ B6SIW6_MAIZE 2 637.36847 1272.7224 0.4267 0.001789 0.42402 81.883 81.883 4.43E-05 55.8 1569700

29266 LISGTEIDLTELER Unmodified _LISGTEIDLTELER_ B6TUM9_MAIZE 2 794.92506 1587.8356 0.96214 -0.18248 0.76305 94.539 94.539 1.95E-13 69.32 121210

29267 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.87282 0.36289 1.221 120.63 120.63 8.77E-41 98.69 2458900

29268 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.87345 0.33914 1.1987 121.34 121.34 3.40E-25 97.96 819990

29269 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.87443 0.18411 1.0439 121.73 121.73 3.40E-25 95.08 1177800

29270 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.90259 0.21929 1.1083 122.47 122.47 2.09E-30 92.68 371630

29271 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.93916 0.24652 1.1713 122.46 122.46 2.25E-03 47.62 192540

29272 LISQIISSLTTSLR Unmodified _LISQIISSLTTSLR_ Q546I4_MAIZE 2 766.45633 1530.8981 0.85723 0.081014 0.92452 122.97 122.97 2.09E-30 93.95 5420300

29273 LITAFGSPFAHR Unmodified _LITAFGSPFAHR_ Q9FQB5_MAIZE 2 658.85913 1315.7037 0.49684 -0.11719 0.37905 75.484 75.484 6.74E-02 26.86 346390

29274 LITEADGYQPHLIAPEQGYR Unmodified _LITEADGYQPHLIAPEQGYR_ B6U4J8_MAIZE 3 757.71833 2270.1331 0.83119 -0.11011 0.70889 77.18 77.18 4.20E-02 15.57 501120

29275 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1865 0.067467 1.2482 115.85 115.85 1.77E-34 58.2 1157600

29276 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1494 0.18374 1.3264 116.31 116.31 1.77E-34 56.83 544960

29277 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1657 0.23131 1.3907 116.39 116.39 2.32E-57 92.84 706410

29278 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1534 0.20179 1.3486 116.44 116.44 8.00E-45 71.85 613160

29279 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.2928 0.36922 1.6559 116.07 116.07 1.18E-19 53.35 345990

29280 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1935 0.17848 1.3654 116.92 116.92 1.56E-52 98.77 798180
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29281 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1633 0.28987 1.4471 116.33 116.33 2.32E-57 94.39 5570400

29282 LITELIGSPDDASLGFLR Unmodified _LITELIGSPDDASLGFLR_ B6T484_MAIZE 2 959.02002 1916.0255 1.1934 -0.22242 0.96486 117.56 117.56 3.87E-04 45.16 90276

29283 LITEVIGTPTDDELGFIR Unmodified _LITEVIGTPTDDELGFIR_ B4FG60_MAIZE 2 995.03059 1988.0466 1.2908 0.52351 1.8182 107.02 107.02 4.65E-12 49.81 256200

29284 LITEVIGTPTDDELGFIR Unmodified _LITEVIGTPTDDELGFIR_ B4FG60_MAIZE 2 995.03059 1988.0466 1.2328 0.16332 1.3999 106.5 106.5 4.65E-12 56.97 562900

29285 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.090691 -0.20892 -0.12523 33.842 33.842 4.96E-02 22.84 884940

29286 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.085339 0.007937 0.086497 33.216 33.216 1.00E+00 8.96 8412.1

29287 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.094175 -0.13092 -0.043891 35.358 35.358 1.47E-01 28.73 476430

29288 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.11003 -0.042217 0.061041 34.457 34.457 3.83E-01 22.31 341090

29289 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.069748 -0.15737 -0.095311 35.197 35.197 4.48E-03 54.42 447950

29290 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.08958 -0.13621 -0.054013 35.289 35.289 4.96E-02 30.01 649910

29291 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 -0.0075139 -0.18901 -0.20452 36.113 36.113 5.66E-08 70.04 7441000

29292 LITGSADQTAK Unmodified _LITGSADQTAK_ B6SSB6_MAIZE 2 552.7984 1103.5823 0.04507 0.009605 0.047011 33.26 33.26 1.67E-02 41.21 522040

29293 LITNQGR Unmodified _LITNQGR_ B4FD90_MAIZE 2 401.2325 800.45045 0.22751 0.16574 0.37927 25.918 25.918 7.83E-01 17.58 32562

29294 LITNQGR Unmodified _LITNQGR_ B4FD90_MAIZE 2 401.2325 800.45045 0.42884 -2.5472 -2.1289 27.127 27.127 1.00E+00 1.66 8338.1

29295 LITNQGR Unmodified _LITNQGR_ B4FD90_MAIZE 2 401.2325 800.45045 0.45209 -0.71106 -0.27156 26.836 26.836 1.00E+00 9.62 11234

29296 LITNQGR Unmodified _LITNQGR_ B4FD90_MAIZE 2 401.2325 800.45045 0.48133 0.27698 0.74098 26.095 26.095 7.83E-01 9.37 67433

29297 LITNQGR Unmodified _LITNQGR_ B4FD90_MAIZE 2 401.2325 800.45045 0.12614 -0.50566 -0.39282 28.604 28.604 4.46E-01 22.15 872970

29298 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 2 995.02497 1988.0354 1.0702 -0.66868 0.3847 123.56 123.56 3.87E-04 20.99 1627500

29299 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 2 995.02497 1988.0354 1.1666 -0.07389 1.0754 124.3 124.3 3.67E-78 96.93 308720

29300 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 2 995.02497 1988.0354 1.2848 -0.086466 1.1813 123.73 123.73 1.56E-52 70.21 238450

29301 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 3 663.68574 1988.0354 0.60704 0.077012 0.66641 123.68 123.68 1.00E+00 5.77 199540

29302 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 3 663.68574 1988.0354 0.44685 0.42589 0.85427 123.9 123.9 5.31E-03 47.1 698750

29303 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 2 995.02497 1988.0354 1.1462 0.017448 1.1458 123.89 123.89 2.32E-57 111.66 1000300

29304 LIVADPDAILDALTYEEK Unmodified _LIVADPDAILDALTYEEK_ B4FGK8_MAIZE 2 995.02497 1988.0354 1.1718 0.54494 1.6993 127.38 127.38 9.02E-03 18.4 71753

29305 LIVECDRK Unmodified _LIVECDRK_ B4FUS0_MAIZE 3 344.85506 1031.5434 2.4449 34.769 34.769 1.26E-01 15.65

29306 LIVIGPPGSGK Unmodified _LIVIGPPGSGK_ B4FI76_MAIZE 2 519.32132 1036.6281 -0.087799 -0.13215 -0.21941 63.903 63.903 1.67E-02 34.23 2115900

29307 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.3359 0.055907 1.3713 39.73 39.73 1.00E+00 9.11 2103300

29308 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.0414 0.072172 1.0953 40.19 40.19 1.00E+00 18.99 466020

29309 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.4177 -0.36588 1.0316 41.776 41.776 1.00E+00 0.43 433230

29310 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.2883 0.010603 1.2794 41.098 41.098 9.46E-01 30.4 848600

29311 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.2567 0.17901 1.4143 41.75 41.75 5.26E-01 34.14 1223700

29312 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.3646 0.014755 1.3601 41.584 41.584 1.00E+00 9.66 937400

29313 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.3322 -0.048423 1.2632 42.342 42.342 1.00E+00 8.29 1491000

29314 LIVPSK Unmodified _LIVPSK_ B6TKC5_MAIZE 2 328.72071 655.42686 1.2761 0.61501 1.8674 39.6 39.6 1.00E+00 7.48 1439600
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29315 LIVQHSTTVK Unmodified _LIVQHSTTVK_ B6SUB0_MAIZE 3 375.8924 1124.6554 0.76052 -0.17415 0.59147 33.714 33.714 9.39E-01 14.32 144440

29316 LIVQHSTTVK Unmodified _LIVQHSTTVK_ B6SUB0_MAIZE 3 375.8924 1124.6554 0.82353 -0.015476 0.81268 34.405 34.405 1.00E+00 8.57 49409

29317 LIVQHSTTVK Unmodified _LIVQHSTTVK_ B6SUB0_MAIZE 3 375.8924 1124.6554 0.70576 -0.5226 0.19028 35.762 35.762 5.31E-01 16.56 1146000

29318 LIVQHSTTVK Unmodified _LIVQHSTTVK_ B6SUB0_MAIZE 2 563.33496 1124.6554 0.069915 -0.027335 0.047749 35.768 35.768 4.40E-02 40.08 331990

29319 LIVQHSTTVK Unmodified _LIVQHSTTVK_ B6SUB0_MAIZE 3 375.8924 1124.6554 0.79631 -0.10287 0.69983 32.967 32.967 2.55E-01 14.68 175460

29320 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.3164 0.10528 0.41307 56.638 56.638 6.35E-09 65.33 3007600

29321 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.28734 -0.021096 0.2577 56.974 56.974 6.35E-09 60.04 1308400

29322 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.30259 0.06789 0.36173 58.665 58.665 5.66E-08 58.97 1742300

29323 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.36148 -0.13909 0.21452 57.955 57.955 3.83E-01 16.76 829290

29324 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.26125 0.10768 0.35983 58.493 58.493 3.60E-06 61.01 3865300

29325 LIVTEACAVEK Unmodified _LIVTEACAVEK_ B4FQP4_MAIZE 2 616.83139 1231.6482 0.35203 -0.33778 0.0058935 58.611 58.611 1.00E+00 14.13 860880

29326 LIVVVFPSFGER Unmodified _LIVVVFPSFGER_ B4FR08_MAIZE 2 681.89264 1361.7707 0.62694 0.48904 1.1251 106.68 106.68 1.98E-03 42.05 863030

29327 LIVVVFPSFGER Unmodified _LIVVVFPSFGER_ B4FR08_MAIZE 2 681.89264 1361.7707 0.574 0.34234 0.92649 107.31 107.31 1.60E-02 34.72 315380

29328 LIVVVFPSFGER Unmodified _LIVVVFPSFGER_ B4FR08_MAIZE 2 681.89264 1361.7707 0.59632 0.30975 0.91542 107.28 107.28 6.74E-02 12.15 413860

29329 LIVVVFPSFGER Unmodified _LIVVVFPSFGER_ B4FR08_MAIZE 2 681.89264 1361.7707 0.61616 0.26449 0.89044 107.28 107.28 2.00E-01 21.65 427090

29330 LIVVVFPSFGER Unmodified _LIVVVFPSFGER_ B4FR08_MAIZE 2 681.89264 1361.7707 0.6169 0.017116 0.64473 106.9 106.9 2.00E-01 14.37 277220

29331 LIWAHIK Unmodified _LIWAHIK_ B4FFV2_MAIZE 2 440.77381 879.53306 -0.12918 0.5674 0.41014 61.289 61.289 1.86E-01 23.15 219080

29332 LIYAGK Unmodified _LIYAGK_ B4FPT7_MAIZE 2 332.70506 663.39556 1.3357 -0.30162 0.99852 49.225 49.225 1.00E+00 4.78 1344700

29333 LIYAGK Unmodified _LIYAGK_ B4FPT7_MAIZE 2 332.70506 663.39556 1.0452 -0.0097 1.0001 36.235 36.235 5.26E-01 16.59 432300

29334 LIYAGK Unmodified _LIYAGK_ B4FPT7_MAIZE 2 332.70506 663.39556 1.6732 51.585 51.585 5.32E-01 7.42

29335 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 0.019065 0.13913 0.14924 55.365 55.365 1.00E+00 8.1 5206900

29336 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 2 674.84642 1347.6783 0.54888 -0.33947 0.20185 55.366 55.366 1.11E-04 46.62 3649000

29337 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.12208 0.052262 -0.07797 55.893 55.893 1.00E+00 5.89 1396000

29338 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 2 674.84642 1347.6783 0.54595 -0.36698 0.17139 55.883 55.883 1.68E-09 48.41 737420

29339 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.0081714 -0.14014 -0.15568 57.641 57.641 1.00E+00 7.8 2473900

29340 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 2 674.84642 1347.6783 0.55319 -0.21657 0.32828 57.636 57.636 1.68E-09 50.02 1174200

29341 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.015335 -0.41797 -0.4404 56.906 56.906 1.00E+00 6.49 1401300

29342 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 2 674.84642 1347.6783 0.59892 -0.05512 0.53605 56.887 56.887 2.62E-07 44.14 538170

29343 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.029167 -0.098217 -0.13436 57.646 57.646 1.00E+00 8.21 664300

29344 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 2 674.84642 1347.6783 0.56324 -0.56816 -0.012172 57.394 57.394 1.11E-04 39.21 1570600

29345 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.038604 -0.48802 -0.53341 57.44 57.44 4.08E-01 22.92 4900300

29346 LKDDNPLFGSSR Unmodified _LKDDNPLFGSSR_ B6T7G7_MAIZE 3 450.23337 1347.6783 -0.019396 0.063011 0.035049 56.23 56.23 1.00E+00 14.26 2522400

29347 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 3 421.56283 1261.6667 0.20729 0.15429 0.35185 66.652 66.652 9.88E-04 33.55 2529300

29348 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 3 421.56283 1261.6667 0.04806 0.10759 0.14771 67.593 67.593 7.13E-05 50.1 1334900
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29349 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 2 631.8406 1261.6667 0.34826 0.099667 0.43987 67.583 67.583 4.43E-05 44.38 335870

29350 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 3 421.56283 1261.6667 0.18532 0.066615 0.24182 68.431 68.431 1.40E-01 22.22 1200600

29351 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 3 421.56283 1261.6667 0.1389 0.087027 0.21744 67.904 67.904 3.45E-01 21.71 2439800

29352 LKDGAFEDVLR Unmodified _LKDGAFEDVLR_ SUS2_MAIZE 2 631.8406 1261.6667 0.43086 0.31054 0.73177 67.903 67.903 1.67E-02 42.59 530010

29353 LKDIEFMK Unmodified _LKDIEFMK_ B4FUE0_MAIZE 3 341.85629 1022.5471 1.2445 -0.24081 0.97715 57.354 57.354 1.00E+00 15.3 879100

29354 LKDIEFMK Unmodified _LKDIEFMK_ B4FUE0_MAIZE 3 341.85629 1022.5471 1.1835 0.11166 1.2705 59.429 59.429 1.05E-01 35.97 2673700

29355 LKDIEFMK Unmodified _LKDIEFMK_ B4FUE0_MAIZE 2 512.2808 1022.5471 -0.023813 0.070581 0.020328 59.429 59.429 3.77E-01 13.45 816330

29356 LKDIEFMK Unmodified _LKDIEFMK_ B4FUE0_MAIZE 3 341.85629 1022.5471 1.1827 -0.33022 0.82873 59.86 59.86 2.47E-01 34.23 662520

29357 LKDIEFMK Oxidation (M) _LKDIEFM(ox)K_ B4FUE0_MAIZE 3 347.18793 1038.542 1.1643 -0.22776 0.91425 48.633 48.633 1.00E+00 12 835450

29358 LKDKPYWIIK Unmodified _LKDKPYWIIK_ B4FX40_MAIZE 3 435.26394 1302.77 0.066169 -0.17489 -0.13682 60.264 60.264 8.44E-04 30.74 2395100

29359 LKDLQFFVGESMK Oxidation (M) _LKDLQFFVGESM(ox)K_ B4FL17_MAIZE 3 519.93757 1556.7909 -0.11445 -0.1082 -0.22489 78.811 78.811 1.00E+00 9.47 1121800

29360 LKDLQFFVGESMK Unmodified _LKDLQFFVGESMK_ B4FL17_MAIZE 3 514.60593 1540.796 -0.11929 0.42679 0.30104 86.668 86.668 5.38E-01 9.17 261680

29361 LKDPSSLR Unmodified _LKDPSSLR_ B4FPM2_MAIZE 3 305.84679 914.51853 1.4056 0.025038 1.4065 37.266 37.266 4.46E-01 23.79 537020

29362 LKEGEAADEEQKK Unmodified _LKEGEAADEEQKK_ B6T7C2_MAIZE 3 492.25098 1473.7311 0.10562 -0.26997 -0.20131 20.937 20.937 1.00E+00 0.55 5653

29363 LKEGEAADEEQKK Unmodified _LKEGEAADEEQKK_ B6T7C2_MAIZE 3 492.25098 1473.7311 0.071517 -0.40005 -0.36362 21.494 21.494 5.88E-01 20.28 30045

29364 LKEMEEEAAALR Unmodified _LKEMEEEAAALR_ B4FHB3_MAIZE 3 463.90626 1388.697 0.067789 0.74543 0.7636 56.704 56.704 1.79E-02 28.17 720640

29365 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 1.0946 -0.14912 0.91397 54.53 54.53 6.12E-02 28.59 5896900

29366 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 2 519.83713 1037.6597 -0.019272 0.15348 0.10179 54.536 54.536 1.00E+00 19.71 1424000

29367 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 0.94204 -0.13128 0.78093 58.13 58.13 8.82E-01 18.6 139360

29368 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 1.0037 -0.26317 0.71007 55.462 55.462 4.68E-01 22.61 1608200

29369 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 1.1351 -0.12588 0.97684 57.008 57.008 1.96E-01 37.33 1934300

29370 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 2 519.83713 1037.6597 0.013009 -0.25983 -0.2773 56.996 56.996 1.12E-01 21.37 381550

29371 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 1.0474 0.005374 1.0202 56.253 56.253 1.96E-01 28.74 2404200

29372 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 0.99336 0.31979 1.2803 56.974 56.974 4.68E-01 27.15 1382600

29373 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 1.055 -0.088992 0.93496 57.186 57.186 1.96E-01 25.21 11993000

29374 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 2 519.83713 1037.6597 -0.10551 0.30227 0.16482 57.186 57.186 1.12E-01 32.52 2509900

29375 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 0.99367 -0.097199 0.86559 55.569 55.569 6.12E-02 31.88 30087000

29376 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 2 519.83713 1037.6597 -0.14771 -0.028775 -0.20832 55.567 55.567 3.32E-02 34.35 6997600

29377 LKEPAVLLR Unmodified _LKEPAVLLR_ B4FVD5_MAIZE 3 346.89385 1037.6597 0.8826 -0.68328 0.16852 59.051 59.051 1.96E-01 25.42 898710

29378 LKEVEAVCNPIVSAVYQR Unmodified _LKEVEAVCNPIVSAVYQR_ B4FW90_MAIZE 3 692.36998 2074.0881 0.62691 -0.17982 0.43982 85.583 85.583 3.92E-01 18.27 23981

29379 LKEVEAVCNPIVSAVYQR Unmodified _LKEVEAVCNPIVSAVYQR_ B4FW90_MAIZE 3 692.36998 2074.0881 0.62207 -0.087421 0.52644 81.518 81.518 1.31E-01 17.66 299200

29380 LKEVEAVCNPIVSAVYQR Unmodified _LKEVEAVCNPIVSAVYQR_ B4FW90_MAIZE 3 692.36998 2074.0881 0.66305 -0.52278 0.13238 81.813 81.813 2.47E-02 18.89 523640

29381 LKFQELK Unmodified _LKFQELK_ B6T8B1_MAIZE 3 302.52001 904.5382 1.2305 -0.16663 1.0348 48.694 48.694 1.08E-01 22.83 14810

29382 LKFQELK Unmodified _LKFQELK_ B6T8B1_MAIZE 3 302.52001 904.5382 1.5016 0.2156 1.6878 51.178 51.178 1.08E-01 27.58 241830
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29383 LKFQELK Unmodified _LKFQELK_ B6T8B1_MAIZE 2 453.27638 904.5382 -0.10825 0.10063 -0.03644 51.176 51.176 8.04E-02 27.37 116030

29384 LKLEYNK Unmodified _LKLEYNK_ MNB1B_MAIZE 3 303.17977 906.51747 1.1473 0.18346 1.2845 40.019 40.019 5.31E-01 35.42 1682200

29385 LKLEYNK Unmodified _LKLEYNK_ MNB1B_MAIZE 3 303.17977 906.51747 1.4337 -0.01488 1.3734 43.699 43.699 8.66E-01 24.87 3580100

29386 LKLEYNK Unmodified _LKLEYNK_ MNB1B_MAIZE 2 454.26601 906.51747 -0.19594 0.24325 0.00037504 43.692 43.692 8.04E-02 41.1 2416900

29387 LKPAFEEIAVGK Unmodified _LKPAFEEIAVGK_ B4G1Q6_MAIZE 3 434.58697 1300.7391 0.15219 0.20984 0.33808 64.596 64.596 1.00E+00 1.02 683480

29388 LKPAFEEIAVGK Unmodified _LKPAFEEIAVGK_ B4G1Q6_MAIZE 3 434.58697 1300.7391 0.089146 0.29409 0.35978 66.196 66.196 6.54E-02 36.43 2494800

29389 LKPAFEEIAVGK Unmodified _LKPAFEEIAVGK_ B4G1Q6_MAIZE 3 434.58697 1300.7391 0.021318 0.077372 0.075443 66.162 66.162 3.25E-03 47.59 5649100

29390 LKPAFEEIAVGK Unmodified _LKPAFEEIAVGK_ B4G1Q6_MAIZE 2 651.37682 1300.7391 0.40619 0.13119 0.51464 66.162 66.162 7.72E-03 45.16 2313800

29391 LKPEQYILK Unmodified _LKPEQYILK_ B6T706_MAIZE 3 377.89726 1130.6699 0.46023 0.14137 0.56709 59.362 59.362 9.53E-03 32.04 168030

29392 LKPEQYILK Unmodified _LKPEQYILK_ B6T706_MAIZE 3 377.89726 1130.6699 0.35364 -0.45546 -0.13424 60.267 60.267 9.39E-03 31.02 9287300

29393 LKPEQYILK Unmodified _LKPEQYILK_ B6T706_MAIZE 2 566.34225 1130.6699 0.0066183 -0.26619 -0.2938 60.27 60.27 3.39E-01 13.7 5819400

29394 LKPFNCNLLYHDR Unmodified _LKPFNCNLLYHDR_ B6TRR5_MAIZE 4 423.2187 1688.8457 0.091008 -0.23534 -0.15517 66.241 66.241 5.58E-02 21.87 2397900

29395 LKPFNCNLLYHDR Unmodified _LKPFNCNLLYHDR_ B6TRR5_MAIZE 3 563.95584 1688.8457 0.085075 0.33665 0.41049 66.248 66.248 1.00E+00 4.85 2928200

29396 LKPGENEIEGLKR Unmodified _LKPGENEIEGLKR_ B4FXL2_MAIZE 3 494.94734 1481.8202 -0.15773 -0.20246 -0.39069 50.81 50.81 5.88E-01 11.84 221610

29397 LKPIGDAGPVIEAGGIFAYAR Unmodified _LKPIGDAGPVIEAGGIFAYAR_ B6SZA5_MAIZE 3 705.72475 2114.1524 0.65119 0.51806 1.1582 100.16 100.16 4.33E-06 40.27 844060

29398 LKPLEVTYK Unmodified _LKPLEVTYK_ B6U639_MAIZE 3 364.22174 1089.6434 0.75976 0.53016 1.265 53.93 53.93 2.35E-01 31.46 827860

29399 LKPLEVTYK Unmodified _LKPLEVTYK_ B6U639_MAIZE 3 364.22174 1089.6434 0.87908 -0.055463 0.80059 53.506 53.506 8.40E-02 38.58 582150

29400 LKPPFPANAGLYGCPTTVTNVETVAVSPTILR Unmodified _LKPPFPANAGLYGCPTTVTNVETVAVSPTILR_ B4FQ98_MAIZE 3 1128.6059 3382.7959 1.23 0.11672 1.3523 104.78 104.78 5.59E-02 36.54 752160

29401 LKPPFPANAGLYGCPTTVTNVETVAVSPTILR Unmodified _LKPPFPANAGLYGCPTTVTNVETVAVSPTILR_ B4FQ98_MAIZE 4 846.70625 3382.7959 1.1365 -0.051483 1.0906 104.73 104.73 1.00E+00 3.96 364530

29402 LKSPGEECNK Unmodified _LKSPGEECNK_ B6U4D6_MAIZE 2 581.28206 1160.5496 0.32817 0.083859 0.39232 21.165 21.165 7.11E-01 10.92 9681.7

29403 LKSPGEECNK Unmodified _LKSPGEECNK_ B6U4D6_MAIZE 2 581.28206 1160.5496 0.28003 0.13117 0.39147 21.59 21.59 1.00E+00 12.5 10675

29404 LKSPGEECNK Unmodified _LKSPGEECNK_ B6U4D6_MAIZE 2 581.28206 1160.5496 0.3197 0.27859 0.57779 21.275 21.275 7.11E-01 19.02 23761

29405 LKSPGEECNK Unmodified _LKSPGEECNK_ B6U4D6_MAIZE 3 387.85713 1160.5496 0.59788 0.38974 0.96678 21.261 21.261 2.99E-03 29.24 59563

29406 LKSPGEECNK Unmodified _LKSPGEECNK_ B6U4D6_MAIZE 2 581.28206 1160.5496 0.32916 -0.3747 -0.064311 21.105 21.105 1.00E+00 1.8 15527

29407 LKVPPALNQFTR Unmodified _LKVPPALNQFTR_ B4F7Y1_MAIZE 3 461.94175 1382.8034 0.015714 0.081473 0.085522 72.521 72.521 4.78E-08 58.4 1920200

29408 LKVPPALNQFTR Unmodified _LKVPPALNQFTR_ B4F7Y1_MAIZE 2 692.40899 1382.8034 0.6677 -0.16657 0.49115 72.43 72.43 2.00E-01 51.44 656000

29418 LKYPAPGAPDLALR Unmodified _LKYPAPGAPDLALR_ B4FQS1_MAIZE 3 494.62068 1480.8402 -0.072713 -0.23635 -0.33368 70.618 70.618 3.82E-03 31.04 645250

29419 LLAANNPGSQK Unmodified _LLAANNPGSQK_ B4FAZ3_MAIZE 2 556.80656 1111.5986 0.028302 -0.12944 -0.12956 36.734 36.734 1.47E-01 34.05 240970

29420 LLACISSR Unmodified _LLACISSR_ B4FE90_MAIZE 2 460.25512 918.49568 -0.050368 0.33242 0.26467 50.255 50.255 1.90E-02 47.04 7644100

29421 LLACISSR Unmodified _LLACISSR_ B4FE90_MAIZE 2 460.25512 918.49568 -0.228 0.27109 0.025983 51.009 51.009 5.06E-02 24.85 167740

29422 LLACISSR Unmodified _LLACISSR_ B4FE90_MAIZE 2 460.25512 918.49568 -0.059686 0.32102 0.24376 50.626 50.626 3.48E-02 59.65 2533800

29423 LLADDCPVR Unmodified _LLADDCPVR_ B4FJE0_MAIZE 2 529.76859 1057.5226 0.0097979 1.4089 1.4197 49.472 49.472 9.73E-03 26.64 1477800

29424 LLADDCPVR Unmodified _LLADDCPVR_ B4FJE0_MAIZE 2 529.76859 1057.5226 -0.068141 0.84195 0.77584 49.101 49.101 1.01E-02 36.74 455950

29425 LLADDCPVR Unmodified _LLADDCPVR_ B4FJE0_MAIZE 2 529.76859 1057.5226 -0.33907 1.6731 1.3334 51.446 51.446 1.12E-01 22.12 455750
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29426 LLADLAASMDEGDVAK Unmodified _LLADLAASMDEGDVAK_ B6TBM1_MAIZE 2 809.90327 1617.792 0.99074 0.004537 0.97961 88.25 88.25 1.82E-38 125.13 1161100

29427 LLAEGEEFNEAEARPK Unmodified _LLAEGEEFNEAEARPK_ B4FS84_MAIZE 3 601.63549 1801.8846 0.22244 -0.38603 -0.19701 61.934 61.934 1.03E-03 27.37 3282600

29428 LLAETPCK Unmodified _LLAETPCK_ Q41743_MAIZE 2 466.2495 930.48445 0.0164 0.3017 0.30398 39.845 39.845 1.65E-01 31.17 733010

29429 LLAETPCK Unmodified _LLAETPCK_ Q41743_MAIZE 2 466.2495 930.48445 -0.15411 0.52833 0.35962 39.136 39.136 3.77E-01 19.72 133370

29430 LLAGVTIAHGGVLPNIHTVLLPK Unmodified _LLAGVTIAHGGVLPNIHTVLLPK_ B6TH74_MAIZE 4 584.10714 2332.3995 0.2561 -0.066769 0.19103 106.92 106.92 1.00E+00 0.11 118430

29431 LLAGVTIAHGGVLPNIHTVLLPK Unmodified _LLAGVTIAHGGVLPNIHTVLLPK_ B6TH74_MAIZE 3 778.47377 2332.3995 0.86878 -0.54937 0.32148 129.27 129.27 1.71E-41 62.45 628610

29432 LLAGVTIAHGGVLPNIHTVLLPK Unmodified _LLAGVTIAHGGVLPNIHTVLLPK_ B6TH74_MAIZE 4 584.10714 2332.3995 0.1051 0.032006 0.13876 129.2 129.2 3.27E-04 9.94 1858800

29433 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.89515 0.046034 0.93777 104.5 104.5 1.27E-06 37.48 1986400

29434 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.87258 0.15417 1.023 105.41 105.41 6.43E-02 17.27 215850

29435 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.8907 0.13608 1.0227 105.52 105.52 1.68E-03 21.7 302050

29436 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.93214 0.064633 0.99353 106.06 106.06 5.14E-05 29.06 273470

29437 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.92686 0.073854 0.99685 107.11 107.11 8.30E-06 28.36 572560

29438 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.89133 0.30208 1.1891 105.43 105.43 3.27E-04 19.34 1288000

29439 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.93421 0.11269 1.0432 112.71 112.71 6.43E-02 10.26 182870

29440 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 3 769.47013 2305.3886 0.82859 0.12925 0.95474 125.86 125.86 1.60E-11 45.97 1700600

29441 LLAGVTIAHGGVLPNINPVLLPK Unmodified _LLAGVTIAHGGVLPNINPVLLPK_ B6T0Q2_MAIZE 2 1153.7016 2305.3886 1.1665 0.13879 1.3021 125.74 125.74 4.97E-06 27.26 68013

29442 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.29321 -0.026586 0.2313 89.829 89.829 5.76E-06 63.05 2060200

29443 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.26699 0.080962 0.31232 90.637 90.637 5.76E-06 58.79 516950

29444 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.23582 -0.43498 -0.23473 90.696 90.696 4.40E-05 57.23 483470

29445 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.25847 -0.44422 -0.22134 90.44 90.44 4.40E-05 58.39 714800

29446 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.31248 0.16437 0.44035 90.307 90.307 1.62E-03 51.25 679730

29447 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.33944 0.099141 0.40216 90.563 90.563 3.43E-01 10.87 482430

29448 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.18809 0.19445 0.3459 90.4 90.4 5.45E-09 77.08 5626100

29449 LLANILYSYR Unmodified _LLANILYSYR_ B4FI86_MAIZE 2 613.35061 1224.6867 0.30912 0.84782 1.1201 92.244 92.244 1.84E-04 47.91 562410

29450 LLANLIVMGGTVVGR Oxidation (M) _LLANLIVM(ox)GGTVVGR_ B6TGT3_MAIZE 2 764.94762 1527.8807 0.89025 -0.14435 0.75215 95.944 95.944 1.26E-03 36.39 18786

29451 LLANSGLTQPTPEA Unmodified _LLANSGLTQPTPEA_ B4FAR8_MAIZE 2 706.37501 1410.7355 0.58376 -0.18429 0.38776 68.77 68.77 1.29E-01 15.15 2925100

29452 LLAPEAREK Unmodified _LLAPEAREK_ B6UDU2_MAIZE 2 513.80075 1025.5869 -0.00030816 0.083286 0.03854 83.617 83.617 1.12E-01 13.49 361660

29453 LLAPHFTK Unmodified _LLAPHFTK_ B6SZA4_MAIZE 3 309.52012 925.53854 1.5137 -0.30428 1.1993 50.947 50.947 2.47E-01 12.41 610120

29454 LLAPHFTK Unmodified _LLAPHFTK_ B6SZA4_MAIZE 3 309.52012 925.53854 1.411 0.043068 1.4409 51.705 51.705 5.41E-01 28.37 1439000

29455 LLAPLLQHLQDR Unmodified _LLAPLLQHLQDR_ B6SXY9_MAIZE 3 472.9489 1415.8249 -0.056892 -0.034918 -0.10929 83.802 83.802 2.11E-01 12.26 484460

29456 LLAQLVETEMNR Unmodified _LLAQLVETEMNR_ B6SGB6_MAIZE 2 708.8794 1415.7442 0.68378 -0.25305 0.40702 88.742 88.742 7.61E-14 65.73 2940200

29457 LLAQLVETEMNR Unmodified _LLAQLVETEMNR_ B6SGB6_MAIZE 2 708.8794 1415.7442 0.68717 -0.14806 0.51569 89.741 89.741 7.61E-14 69.72 384030

29458 LLAQLVETEMNR Unmodified _LLAQLVETEMNR_ B6SGB6_MAIZE 2 708.8794 1415.7442 0.73047 0.3585 1.0658 89.458 89.458 2.62E-07 51.44 506210

29459 LLAQLVETEMNR Oxidation (M) _LLAQLVETEM(ox)NR_ B6SGB6_MAIZE 2 716.87686 1431.7392 0.65535 -0.082504 0.55228 73.222 73.222 9.64E-17 65.6 168260
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29460 LLAQLVETEMNR Oxidation (M) _LLAQLVETEM(ox)NR_ B6SGB6_MAIZE 2 716.87686 1431.7392 0.70418 -0.37846 0.30528 73.87 73.87 2.16E-07 62.26 347770

29461 LLAQLVETEMNR Oxidation (M) _LLAQLVETEM(ox)NR_ B6SGB6_MAIZE 2 716.87686 1431.7392 0.7831 0.14538 0.90817 74.417 74.417 1.68E-09 93.36 298060

29462 LLAQLVETEMNR Oxidation (M) _LLAQLVETEM(ox)NR_ B6SGB6_MAIZE 2 716.87686 1431.7392 0.75655 -0.051978 0.68394 73.456 73.456 1.11E-04 61.54 454940

29463 LLAQLVETEMNR Oxidation (M) _LLAQLVETEM(ox)NR_ B6SGB6_MAIZE 2 716.87686 1431.7392 0.74465 -0.08271 0.6416 73.973 73.973 1.68E-09 62.41 411160

29464 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 3 816.75282 2447.2366 0.92688 -0.026229 0.89306 125.01 125.01 4.65E-06 31.78 1384700

29465 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 3 816.75282 2447.2366 0.91621 -0.26109 0.64804 125.55 125.55 4.65E-06 38.86 644290

29466 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 3 816.75282 2447.2366 0.97427 -0.13425 0.83316 125.97 125.97 1.96E-03 22.58 1019700

29467 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 2 1224.6256 2447.2366 1.1403 -0.17266 0.96062 125.87 125.87 1.54E-06 54.15 186230

29468 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 3 816.75282 2447.2366 1.0113 0.11182 1.1156 127.3 127.3 1.82E-07 61.78 2083200

29469 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 2 1224.6256 2447.2366 1.2051 -0.37934 0.81904 127.29 127.29 1.06E-12 105.8 866350

29470 LLASEDIAAIVTTLNASCDAPFR Unmodified _LLASEDIAAIVTTLNASCDAPFR_ B4G072_MAIZE 3 816.75282 2447.2366 1.0686 0.29584 1.3563 129.22 129.22 3.81E-04 31.53 268500

29471 LLASER Unmodified _LLASER_ B4F8G4_MAIZE 2 344.70305 687.39154 1.1679 -1.0852 0.041414 28.493 28.493 2.64E-01 28.88 213210

29472 LLASYDVVR Unmodified _LLASYDVVR_ B6TKG5_MAIZE 2 518.2953 1034.576 -0.021837 -0.17673 -0.20914 63.415 63.415 7.18E-01 34.48 3926300

29473 LLASYDVVR Unmodified _LLASYDVVR_ B6TKG5_MAIZE 2 518.2953 1034.576 -0.016466 0.015695 -0.012427 65.156 65.156 3.32E-02 34.73 1502000

29474 LLASYDVVR Unmodified _LLASYDVVR_ B6TKG5_MAIZE 2 518.2953 1034.576 -0.0074084 0.035045 0.01738 64.521 64.521 3.21E-03 42.43 1221100

29475 LLASYDVVR Unmodified _LLASYDVVR_ B6TKG5_MAIZE 2 518.2953 1034.576 -0.083625 -0.3603 -0.45357 64.747 64.747 1.12E-01 47.62 831770

29476 LLASYDVVR Unmodified _LLASYDVVR_ B6TKG5_MAIZE 2 518.2953 1034.576 -0.11978 0.15986 0.028324 65.228 65.228 3.21E-03 55.25 14833000

29477 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.012929 0.4298 0.41163 61.421 61.421 9.73E-03 49.47 2016000

29478 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.015946 0.16217 0.13978 63.374 63.374 3.21E-03 49.09 542610

29479 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.012312 0.21613 0.19822 62.716 62.716 3.32E-02 39.54 543410

29480 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.060019 0.2491 0.18473 63.147 63.147 3.21E-03 73.1 386580

29481 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.13074 0.15526 0.019655 63.549 63.549 3.21E-03 75.71 3335400

29482 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.079528 -0.043559 -0.12736 62.076 62.076 1.01E-02 38.74 756290

29483 LLATGLVTR Unmodified _LLATGLVTR_ B6SGT3_MAIZE 2 472.30038 942.58622 -0.15337 0.19674 0.038036 64.727 64.727 7.18E-01 14.76 136710

29484 LLAVEGCAALGK Unmodified _LLAVEGCAALGK_ B6TLT1_MAIZE 2 601.3341 1200.6536 0.31857 0.40532 0.71089 65.834 65.834 6.74E-02 14.43 404350

29485 LLAVEGCAALGK Unmodified _LLAVEGCAALGK_ B6TLT1_MAIZE 2 601.3341 1200.6536 0.28236 1.2928 1.5606 66.288 66.288 2.05E-12 35.91 208900

29486 LLAVEGCAALGK Unmodified _LLAVEGCAALGK_ B6TLT1_MAIZE 2 601.3341 1200.6536 0.31636 0.40656 0.70938 67.398 67.398 2.05E-12 46.15 288820

29487 LLAVEGCAALGK Unmodified _LLAVEGCAALGK_ B6TLT1_MAIZE 2 601.3341 1200.6536 0.24667 0.18885 0.42328 67.102 67.102 1.68E-09 45.42 905500

29488 LLAVPLFELYDNIQR Unmodified _LLAVPLFELYDNIQR_ B6T6P2_MAIZE 2 902.50381 1802.9931 1.1858 0.50879 1.6777 126.49 126.49 1.26E-03 21.5 86879

29489 LLAVPLFELYDNIQR Unmodified _LLAVPLFELYDNIQR_ B6T6P2_MAIZE 3 602.00497 1802.9931 0.22193 0.1384 0.34389 128.68 128.68 1.00E+00 1.45 218170

29490 LLAVPLFELYDNIQR Unmodified _LLAVPLFELYDNIQR_ B6T6P2_MAIZE 2 902.50381 1802.9931 1.1128 0.20662 1.303 128.68 128.68 7.01E-11 44.78 203600

29491 LLAVPLFELYDNVQR Unmodified _LLAVPLFELYDNVQR_ B4FXL2_MAIZE 2 895.49599 1788.9774 1.1393 0.2647 1.3935 122.21 122.21 1.60E-05 47.35 202710

29492 LLAVPLFELYDNVQR Unmodified _LLAVPLFELYDNVQR_ B4FXL2_MAIZE 3 597.33308 1788.9774 0.29002 -0.052241 0.22765 122.19 122.19 1.00E+00 5.99 141380

29493 LLAVPLFELYDNVQR Unmodified _LLAVPLFELYDNVQR_ B4FXL2_MAIZE 2 895.49599 1788.9774 1.1032 -0.069836 1.0231 125.5 125.5 1.02E-23 67.08 109970
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29494 LLAVPLFELYDNVQR Unmodified _LLAVPLFELYDNVQR_ B4FXL2_MAIZE 3 597.33308 1788.9774 0.23724 -0.12573 0.10182 125.54 125.54 4.82E-01 2.98 75361

29495 LLAYFTK Unmodified _LLAYFTK_ B4FSR6_MAIZE 2 428.25237 854.49019 0.17359 -0.021549 0.13155 67.582 67.582 1.00E+00 9.46 242360

29496 LLAYFTK Unmodified _LLAYFTK_ B4FSR6_MAIZE 2 428.25237 854.49019 0.053368 0.44078 0.4721 66.842 66.842 1.86E-01 29.21 10094000

29497 LLAYQNK Unmodified _LLAYQNK_ B4FNK1_MAIZE 2 425.24508 848.4756 0.025984 0.38696 0.37359 39.01 39.01 4.46E-01 25.5 45980

29498 LLAYQNK Unmodified _LLAYQNK_ B4FNK1_MAIZE 2 425.24508 848.4756 0.06017 0.39885 0.41901 38.001 38.001 7.83E-01 14.69 119620

29499 LLAYQNK Unmodified _LLAYQNK_ B4FNK1_MAIZE 2 425.24508 848.4756 0.11123 -0.052015 0.021265 38.511 38.511 4.46E-01 14.81 3114100

29500 LLAYQNK Unmodified _LLAYQNK_ B4FNK1_MAIZE 2 425.24508 848.4756 -0.074301 -0.083519 -0.1944 42.01 42.01 1.86E-01 29.12 1724300

29501 LLCESAATYGGGR Unmodified _LLCESAATYGGGR_ B6SZN0_MAIZE 2 677.82462 1353.6347 0.59182 0.13571 0.72244 52.501 52.501 2.50E-15 78.46 1523100

29502 LLCESAATYGGGR Unmodified _LLCESAATYGGGR_ B6SZN0_MAIZE 2 677.82462 1353.6347 0.5592 0.015602 0.57078 53.28 53.28 4.68E-05 47.12 56044

29503 LLCESAATYGGGR Unmodified _LLCESAATYGGGR_ B6SZN0_MAIZE 2 677.82462 1353.6347 0.62493 0.50913 1.1286 52.526 52.526 1.15E-02 65.7 299260

29504 LLCESAATYGGGR Unmodified _LLCESAATYGGGR_ B6SZN0_MAIZE 2 677.82462 1353.6347 0.58354 0.072235 0.65142 54.596 54.596 2.50E-15 70.8 2358400

29505 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.35597 0.38372 0.71947 46.972 46.972 1.50E-01 33.04 2174600

29506 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.22974 0.5045 0.71263 46.657 46.657 6.44E-01 14.1 525770

29507 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.29546 -0.11726 0.15759 48.433 48.433 1.57E-02 25.97 1040400

29508 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.24695 0.464 0.68983 49.33 49.33 3.32E-01 12.05 1134700

29509 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 2 609.79111 1217.5677 0.31121 0.10829 0.3996 49.134 49.134 1.84E-04 57.98 615580

29510 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.24766 -0.72984 -0.50112 49.873 49.873 4.86E-03 26.46 15478000

29511 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 2 609.79111 1217.5677 0.23211 -0.07361 0.13925 49.872 49.872 5.76E-06 74.2 4649100

29512 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 3 406.86316 1217.5677 0.30888 -0.35626 -0.065549 47.292 47.292 4.86E-03 32.62 1776400

29513 LLDASHYDER Unmodified _LLDASHYDER_ B4FA08_MAIZE 2 609.79111 1217.5677 0.26928 -0.017884 0.23179 47.284 47.284 1.84E-04 39.94 560740

29514 LLDDSMAAR Unmodified _LLDDSMAAR_ P93644_MAIZE 2 496.24749 990.48043 -0.059534 0.57619 0.49132 51.561 51.561 3.13E-03 45.49 3139500

29515 LLDDSMAAR Unmodified _LLDDSMAAR_ P93644_MAIZE 2 496.24749 990.48043 -0.12947 -0.27961 -0.43245 51.263 51.263 3.21E-03 37.36 239580

29516 LLDDSMAAR Unmodified _LLDDSMAAR_ P93644_MAIZE 2 496.24749 990.48043 0.1253 0.70742 0.80835 52.99 52.99 1.01E-02 38.45 179820

29517 LLDEDPAVMER Unmodified _LLDEDPAVMER_ B6U4J8_MAIZE 2 644.3161 1286.6177 0.46356 0.13095 0.57634 65.36 65.36 4.48E-03 34.62 488140

29518 LLDEDPAVMER Unmodified _LLDEDPAVMER_ B6U4J8_MAIZE 2 644.3161 1286.6177 0.4385 1.1612 1.5812 66.549 66.549 6.35E-09 46.57 979490

29519 LLDEDPAVMER Oxidation (M) _LLDEDPAVM(ox)ER_ B6U4J8_MAIZE 2 652.31356 1302.6126 0.4153 0.4791 0.87898 56.805 56.805 7.70E-18 72.57 1655600

29520 LLDEELDR Unmodified _LLDEELDR_ B6TS22_MAIZE 2 501.75875 1001.5029 -0.14856 0.62548 0.44986 59.003 59.003 2.92E-02 32.52 366900

29521 LLDEELDR Unmodified _LLDEELDR_ B6TS22_MAIZE 2 501.75875 1001.5029 -0.01799 -0.40756 -0.45135 60.271 60.271 3.48E-02 45.62 580590

29522 LLDEELDR Unmodified _LLDEELDR_ B6TS22_MAIZE 2 501.75875 1001.5029 -0.13283 0.28707 0.12619 61.472 61.472 2.34E-03 53.17 4723600

29523 LLDEELDRVVEEGVAAHDNLAIGTVIR Unmodified _LLDEELDRVVEEGVAAHDNLAIGTVIR_ B6TS22_MAIZE 3 982.85588 2945.5458 1.3243 0.80368 2.119 117.08 117.08 2.92E-12 46.01 388710

29524 LLDEELDRVVEEGVAAHDNLAIGTVIR Unmodified _LLDEELDRVVEEGVAAHDNLAIGTVIR_ B6TS22_MAIZE 3 982.85588 2945.5458 1.2395 -0.012785 1.2186 119.8 119.8 2.92E-12 41.99 299490

29525 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.2166 -0.039277 1.1751 114.66 114.66 3.03E-22 76.68 296210

29526 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.2861 0.097602 1.3817 115.08 115.08 8.70E-13 57.38 121320

29527 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.1725 -0.071213 1.0994 115.17 115.17 5.41E-06 98.91 132300
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29528 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.1682 -0.27811 0.88822 115.15 115.15 8.70E-13 80.58 137430

29529 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.2785 -0.95228 0.32487 114.71 114.71 5.68E-10 79.86 152820

29530 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.2785 0.60275 1.8783 115.11 115.11 5.68E-10 88.27 621510

29531 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 3 789.41279 2365.2165 0.94699 0.18588 1.1309 115.11 115.11 5.95E-05 32.41 338880

29532 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 2 1183.6155 2365.2165 1.0395 0.059393 1.097 115.92 115.92 3.03E-22 133.8 3574100

29533 LLDELGIPAEDAPVDQFTPLGR Unmodified _LLDELGIPAEDAPVDQFTPLGR_ Q71RX2_MAIZE 3 789.41279 2365.2165 0.87235 -0.03954 0.83017 115.92 115.92 5.95E-05 25.58 2558200

29534 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.26901 -0.14902 0.098612 80.591 80.591 4.49E-02 56.73 5601500

29535 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.17178 -0.043917 0.10781 82.066 82.066 7.83E-01 9.91 29955

29536 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.15099 -0.084683 0.045682 81.225 81.225 1.86E-01 25.31 1245100

29537 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.26499 -0.18576 0.05646 81.67 81.67 7.83E-01 30.61 1553900

29538 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.32706 0.11222 0.41611 62.786 62.786 1.00E+00 1 247540

29539 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.23865 -0.009952 0.20578 81.335 81.335 4.49E-02 36.17 1139200

29540 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.23838 -0.10232 0.11484 81.119 81.119 1.00E+00 9.34 395470

29541 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.23358 0.040043 0.25112 63.136 63.136 7.83E-01 8.78 5218600

29542 LLDFALK Unmodified _LLDFALK_ B4G249_MAIZE 2 410.25237 818.49019 0.26604 0.098687 0.34189 81.565 81.565 4.49E-02 34.44 1961500

29543 LLDFTQK Unmodified _LLDFTQK_ B4FN97_MAIZE 2 432.74491 863.47527 0.12053 0.34108 0.45654 61.47 61.47 1.86E-01 16.78 5907400

29544 LLDFTQK Unmodified _LLDFTQK_ B4FN97_MAIZE 2 432.74491 863.47527 0.073373 -0.2373 -0.16666 63.417 63.417 8.04E-02 45.06 2398900

29545 LLDFTQK Unmodified _LLDFTQK_ B4FN97_MAIZE 2 432.74491 863.47527 0.087826 0.066612 0.15009 62.829 62.829 4.46E-01 30.34 1719200

29546 LLDFTQK Unmodified _LLDFTQK_ B4FN97_MAIZE 2 432.74491 863.47527 0.056291 0.43752 0.48932 63.285 63.285 4.46E-01 32.65 657220

29547 LLDFTQK Unmodified _LLDFTQK_ B4FN97_MAIZE 2 432.74491 863.47527 0.073992 0.38842 0.45874 63.303 63.303 4.46E-01 17.6 3157400

29548 LLDGDGDR Unmodified _LLDGDGDR_ B6T8C0_MAIZE 2 430.70906 859.40356 -0.02756 0.53735 0.51239 34.128 34.128 1.65E-01 23.12 45246

29549 LLDGGAHIYFCGLK Unmodified _LLDGGAHIYFCGLK_ B4FI05_MAIZE 3 521.93779 1562.7915 -0.070869 0.090566 0.022198 83.246 83.246 1.83E-01 25.73 3373400

29550 LLDGGAHIYFCGLK Unmodified _LLDGGAHIYFCGLK_ B4FI05_MAIZE 2 782.40304 1562.7915 0.96998 0.13984 1.1117 83.18 83.18 3.56E-04 59.76 472130

29551 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.82652 -0.083374 0.72692 59.202 59.202 9.39E-01 13.72 23842

29552 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.81885 -0.19278 0.6085 57.464 57.464 9.29E-03 38.06 1083100

29553 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.92705 0.02621 0.93564 58.998 58.998 9.79E-02 29.23 1894600

29554 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.88029 0.12691 0.98981 58.313 58.313 5.31E-01 12.69 900200

29555 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.75691 0.026062 0.76567 58.869 58.869 3.11E-02 27.85 4237100

29556 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 2 538.82677 1075.639 0.012093 0.25104 0.24591 58.868 58.868 1.62E-03 36.22 740580

29557 LLDIVHPAAK Unmodified _LLDIVHPAAK_ B4FBP0_MAIZE 3 359.5536 1075.639 0.93455 0.14544 1.0634 58.825 58.825 9.79E-02 25.25 1699000

29558 LLDLDTGAESAVR Unmodified _LLDLDTGAESAVR_ B6TN48_MAIZE 2 680.35936 1358.7042 0.60569 -0.35779 0.23949 73.565 73.565 1.47E-03 75.49 697490

29559 LLDLDTGAESAVR Unmodified _LLDLDTGAESAVR_ B6TN48_MAIZE 2 680.35936 1358.7042 0.55823 -0.19003 0.35915 73.862 73.862 4.93E-21 64.11 284130

29560 LLDLDTGAESAVR Unmodified _LLDLDTGAESAVR_ B6TN48_MAIZE 2 680.35936 1358.7042 0.61021 -0.47128 0.13035 74.591 74.591 3.13E-02 34.92 353630

29561 LLDLDTGAESAVR Unmodified _LLDLDTGAESAVR_ B6TN48_MAIZE 2 680.35936 1358.7042 0.60829 -0.61981 -0.020281 74.185 74.185 1.00E-11 73.93 326270
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29562 LLDNEIR Unmodified _LLDNEIR_ B4FBJ7_MAIZE 2 436.74544 871.47633 0.058509 0.38021 0.40563 51.918 51.918 1.86E-01 15.83 2022500

29563 LLDNEIR Unmodified _LLDNEIR_ B4FBJ7_MAIZE 2 436.74544 871.47633 0.0084318 0.42262 0.39824 52.701 52.701 1.86E-01 28.23 1963200

29564 LLDNEIR Unmodified _LLDNEIR_ B4FBJ7_MAIZE 2 436.74544 871.47633 0.032075 1.9657 1.9592 52.28 52.28 8.04E-02 32.42 19087000

29565 LLDPSLQCAQFIYDELVK Unmodified _LLDPSLQCAQFIYDELVK_ B6U1K3_MAIZE 2 1076.5534 2151.0922 1.1704 -0.31833 0.84736 124.06 124.06 1.56E-52 87.83 626290

29566 LLDPSLQCAQFIYDELVK Unmodified _LLDPSLQCAQFIYDELVK_ B6U1K3_MAIZE 2 1076.5534 2151.0922 1.1205 -0.45355 0.66216 124.36 124.36 8.00E-45 77.47 591380

29567 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.12544 0.064564 0.19598 91.415 91.415 5.46E-07 39.85 5061800

29568 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 2 856.98271 1711.9509 1.0953 0.033021 1.1335 91.406 91.406 1.12E-07 54.38 980430

29569 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.082864 -0.28985 -0.19995 99.276 99.276 5.05E-03 18.81 66564

29570 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.079569 0.05239 0.13759 92.131 92.131 1.00E+00 0.76 866490

29571 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.12479 0.17552 0.3047 92.145 92.145 1.00E+00 4.17 1207700

29572 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.14633 0.086148 0.23844 91.982 91.982 1.95E-05 43.74 2062700

29573 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.08166 0.035476 0.12276 91.769 91.769 1.29E-02 33.08 1462900

29574 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 2 856.98271 1711.9509 1.1391 0.070523 1.215 91.78 91.78 6.37E-03 37.05 275020

29575 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.13825 -0.087868 0.056341 92.125 92.125 2.04E-04 40.05 1754700

29576 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.042148 -0.10715 -0.058983 91.865 91.865 1.00E+00 2.49 1840300

29577 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 -0.037303 0.24221 0.21028 92.294 92.294 1.65E-10 45.13 23690000

29578 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 2 856.98271 1711.9509 0.96678 -0.086651 0.8859 92.285 92.285 1.60E-05 52.05 4700600

29579 LLDQTSVTHLFPITK Unmodified _LLDQTSVTHLFPITK_ B4F7U0_MAIZE 3 571.65757 1711.9509 0.089558 -0.14487 -0.048688 93.712 93.712 8.47E-02 23.81 176790

29580 LLDVGCGVGGPMR Unmodified _LLDVGCGVGGPMR_ B4FB47_MAIZE 2 665.83394 1329.6533 0.55128 -1.4298 -0.85535 71.081 71.081 4.68E-05 36.86 506700

29581 LLEACINPK Unmodified _LLEACINPK_ B4F938_MAIZE 2 529.28916 1056.5638 -0.080176 0.20473 0.10013 57.405 57.405 3.89E-04 60.78 1561200

29582 LLEAGQEATAR Unmodified _LLEAGQEATAR_ B4FSB7_MAIZE 2 579.8093 1157.6041 0.20889 -0.28938 -0.10804 44.179 44.179 1.00E+00 12.32 401230

29583 LLEAGQEATAR Unmodified _LLEAGQEATAR_ B4FSB7_MAIZE 2 579.8093 1157.6041 0.090673 0.20092 0.26378 45.076 45.076 3.60E-06 65.02 2159600

29584 LLEANLSPDLFQEASR Unmodified _LLEANLSPDLFQEASR_ B4FSZ8_MAIZE 2 901.96779 1801.921 1.1513 0.57578 1.7047 97.035 97.035 7.73E-25 69.27 362230

29585 LLEANLSPDLFQEASR Unmodified _LLEANLSPDLFQEASR_ B4FSZ8_MAIZE 2 901.96779 1801.921 1.0926 0.53491 1.606 97.51 97.51 7.42E-06 32.68 149650

29586 LLEANLSPDLFQEASR Unmodified _LLEANLSPDLFQEASR_ B4FSZ8_MAIZE 2 901.96779 1801.921 1.129 0.078144 1.1857 97.475 97.475 1.82E-38 93.94 317190

29587 LLEANLSPDLFQEASR Unmodified _LLEANLSPDLFQEASR_ B4FSZ8_MAIZE 2 901.96779 1801.921 1.1282 0.20245 1.3086 97.7 97.7 1.42E-33 83.59 2438500

29588 LLEATGIVVVPGSGFGQVPGTWHFR Unmodified _LLEATGIVVVPGSGFGQVPGTWHFR_ Q5GAU1_MAIZE 3 875.47097 2623.3911 1.1201 -0.27536 0.8639 109.5 109.5 2.90E-10 60.29 411860

29589 LLEATGIVVVPGSGFGQVPGTWHFR Unmodified _LLEATGIVVVPGSGFGQVPGTWHFR_ Q5GAU1_MAIZE 3 875.47097 2623.3911 1.1208 -0.022178 1.118 112.32 112.32 1.93E-27 60.83 1157900

29590 LLEDLLPYLDK Unmodified _LLEDLLPYLDK_ B6TKJ4_MAIZE 2 666.37649 1330.7384 0.4608 -0.21242 0.22458 115.42 115.42 3.57E-04 36.81 166180

29591 LLEDLLPYLDK Unmodified _LLEDLLPYLDK_ B6TKJ4_MAIZE 2 666.37649 1330.7384 0.53782 0.1558 0.66979 115.51 115.51 5.66E-08 48.23 245970

29592 LLEDLLPYLDK Unmodified _LLEDLLPYLDK_ B6TKJ4_MAIZE 2 666.37649 1330.7384 0.57874 -0.40131 0.15367 115.46 115.46 6.35E-09 57.3 127640

29593 LLEDLLPYLDK Unmodified _LLEDLLPYLDK_ B6TKJ4_MAIZE 2 666.37649 1330.7384 0.56775 0.025867 0.57016 115.04 115.04 4.43E-05 44.92 232720

29594 LLEDLLPYLDK Unmodified _LLEDLLPYLDK_ B6TKJ4_MAIZE 2 666.37649 1330.7384 0.53763 0.28025 0.79291 115.79 115.79 3.57E-04 46.82 1165900

29595 LLEEEAADALGQAEK Unmodified _LLEEEAADALGQAEK_ B6T3P2_MAIZE 2 793.89904 1585.7835 0.95848 0.15799 1.0826 82.037 82.037 2.40E-39 116.89 545670



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

29596 LLEELER Unmodified _LLEELER_ B4FDX9_MAIZE 2 451.2531 900.49165 -0.13366 0.25167 0.0752 62.772 62.772 7.83E-01 21.77 58154

29597 LLEELER Unmodified _LLEELER_ B4FDX9_MAIZE 2 451.2531 900.49165 -0.0030046 0.47923 0.4315 62.392 62.392 4.49E-02 28.78 2254500

29598 LLEELER Unmodified _LLEELER_ B4FDX9_MAIZE 2 451.2531 900.49165 -0.22234 -0.28982 -0.55552 64.773 64.773 9.32E-03 49.09 10038000

29599 LLEETEDELSEWIK Unmodified _LLEETEDELSEWIK_ B6T6D7_MAIZE 2 867.42763 1732.8407 1.1563 0.77926 1.9089 111.82 111.82 1.95E-13 94.5 146470

29600 LLEETEDELSEWIK Unmodified _LLEETEDELSEWIK_ B6T6D7_MAIZE 2 867.42763 1732.8407 1.0279 0.2015 1.2038 113.35 113.35 2.09E-30 95.39 933260

29601 LLEFDLPGGIPESWPK Unmodified _LLEFDLPGGIPESWPK_ B6SLP1_MAIZE 2 899.47472 1796.9349 1.1215 0.001983 1.1169 116.56 116.56 1.48E-07 38.33 302070

29602 LLEFIGDK Unmodified _LLEFIGDK_ B6T7M6_MAIZE 2 467.76584 933.51713 -0.092277 0.45372 0.34562 77.122 77.122 3.48E-02 48.02 857280

29603 LLEFNLPGGIPESWPK Unmodified _LLEFNLPGGIPESWPK_ B6THB3_MAIZE 2 898.98271 1795.9509 1.1331 0.049799 1.1716 114.61 114.61 1.02E-04 29.94 142190

29604 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.023633 0.29115 0.23682 70.218 70.218 1.86E-01 20.67 1429300

29605 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.18378 0.11185 -0.10289 70.665 70.665 1.86E-01 28.59 520890

29606 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.07808 -0.001969 -0.10915 71.58 71.58 7.83E-01 20.15 571080

29607 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.021581 -1.2097 -1.2595 71.066 71.066 8.04E-02 19.09 823290

29608 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.061814 0.87528 0.78108 71.235 71.235 4.46E-01 21.52 239960

29609 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.014771 0.35501 0.30935 71.546 71.546 7.83E-01 15.21 282380

29610 LLEFYER Unmodified _LLEFYER_ Q6R9G1_MAIZE 2 485.25564 968.49673 -0.14359 0.03987 -0.13417 71.536 71.536 1.86E-01 29.6 2641300

29611 LLEGALADAGGVR Unmodified _LLEGALADAGGVR_ B6TFE4_MAIZE 2 621.34605 1240.6776 0.29498 0.73056 1.0123 72.475 72.475 1.00E-11 57.38 2840800

29612 LLEGDPLK Unmodified _LLEGDPLK_ Q43271_MAIZE 2 442.75802 883.50148 0.073395 0.84909 0.89801 58.564 58.564 3.77E-01 22.74 1834600

29618 LLENGDRWETEIAENLR Unmodified _LLENGDRWETEIAENLR_ B4FUH1_MAIZE 3 686.67987 2057.0178 0.57272 -0.07587 0.47216 93.998 93.998 1.35E-01 14.31 2066400

29619 LLENKPVPICYDGFEPSGR Unmodified _LLENKPVPICYDGFEPSGR_ B4FKK9_MAIZE 3 731.03325 2190.0779 0.76143 -0.29573 0.46259 79.494 79.494 1.07E-11 35.85 1110700

29620 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 3 980.87421 2939.6008 1.0577 -0.19252 0.85129 126.17 126.17 4.73E-22 49.26 29482000

29621 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.72157 -0.10747 0.59972 126.16 126.16 2.92E-12 41.65 7662700

29622 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 2 1470.8077 2939.6008 1.032 -0.13197 0.88559 126.17 126.17 1.21E-13 53.21 3297800

29623 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.77594 0.006875 0.76905 127.32 127.32 3.58E-04 19.06 367820

29624 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 3 980.87421 2939.6008 1.1564 -0.000269 1.1418 127.29 127.29 6.80E-13 31.14 1291100

29625 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 3 980.87421 2939.6008 1.165 0.054736 1.2049 127.97 127.97 5.81E-12 33.24 742830

29626 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.81821 0.009152 0.81242 127.98 127.98 5.03E-01 7.39 223480

29627 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 3 980.87421 2939.6008 1.1684 0.11796 1.2719 128.59 128.59 1.02E-06 34.02 696530

29628 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.84612 0.22308 1.0539 128.63 128.63 1.32E-02 11.72 284710

29629 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.81577 0.11268 0.91371 129.52 129.52 5.03E-01 1.29 763170

29630 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 3 980.87421 2939.6008 1.1882 0.11914 1.2931 129.51 129.51 1.46E-15 53.71 1781700

29631 LLEPVYLVEIQAPENALGGIYGVLNQK Unmodified _LLEPVYLVEIQAPENALGGIYGVLNQK_ B6U0S1_MAIZE 4 735.90748 2939.6008 0.76442 0.35917 1.1088 128.88 128.88 7.84E-01 7.3 988750

29632 LLEQENTDLGYDAAK Unmodified _LLEQENTDLGYDAAK_ CH61_MAIZE 2 840.40977 1678.805 1.0133 -0.73062 0.26282 64.859 64.859 6.53E-30 93.76 1594500

29633 LLEQENTDLGYDAAK Unmodified _LLEQENTDLGYDAAK_ CH61_MAIZE 2 840.40977 1678.805 0.99972 -0.6394 0.34123 64.999 64.999 6.53E-30 96.93 721220

29634 LLEQENTDLGYDAAK Unmodified _LLEQENTDLGYDAAK_ CH61_MAIZE 2 840.40977 1678.805 0.94904 -0.54688 0.38243 66.306 66.306 1.04E-33 103.52 1656300
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29635 LLEQENTDLGYDAAK Unmodified _LLEQENTDLGYDAAK_ CH61_MAIZE 2 840.40977 1678.805 0.8822 -1.0519 -0.18879 65.764 65.764 1.04E-33 107.25 1083200

29636 LLEQENTDLGYDAAK Unmodified _LLEQENTDLGYDAAK_ CH61_MAIZE 2 840.40977 1678.805 0.93649 -0.57157 0.34536 65.969 65.969 6.53E-30 99.89 10864000

29637 LLEQGNTDLGYDAAK Unmodified _LLEQGNTDLGYDAAK_ CH62_MAIZE 2 804.39921 1606.7839 0.96129 -0.17823 0.76905 63.533 63.533 7.01E-11 78.88 186080

29638 LLEQGNTDLGYDAAK Unmodified _LLEQGNTDLGYDAAK_ CH62_MAIZE 2 804.39921 1606.7839 0.96869 -0.095551 0.85954 64.945 64.945 6.53E-30 85.01 531380

29639 LLEQGNTDLGYDAAK Unmodified _LLEQGNTDLGYDAAK_ CH62_MAIZE 2 804.39921 1606.7839 0.97939 0.052638 1.0185 64.331 64.331 2.37E-16 87.98 339240

29640 LLEQGNTDLGYDAAK Unmodified _LLEQGNTDLGYDAAK_ CH62_MAIZE 2 804.39921 1606.7839 0.94578 -0.013204 0.9194 64.657 64.657 1.04E-33 88.68 3111700

29641 LLEQGNTDLGYDAAKDEYVDMVK Oxidation (M) _LLEQGNTDLGYDAAKDEYVDM(ox)VK_ CH62_MAIZE 3 868.4109 2602.2109 1.0842 -0.26493 0.81266 77.304 77.304 1.80E-18 61.58 1841000

29642 LLEQLAEK Unmodified _LLEQLAEK_ B4F8E3_MAIZE 2 472.27658 942.5386 -0.11531 -1.2102 -1.365 60.161 60.161 2.92E-02 41.83 1619600

29643 LLESHLVPSSTAPESK Unmodified _LLESHLVPSSTAPESK_ 14332_MAIZE 2 847.95161 1693.8887 1.0691 -0.17183 0.88225 57.065 57.065 1.48E-07 48.48 810530

29644 LLESHLVPSSTAPESK Unmodified _LLESHLVPSSTAPESK_ 14332_MAIZE 2 847.95161 1693.8887 1.054 0.008849 1.048 59.426 59.426 2.16E-02 31.56 783790

29645 LLESHLVPSSTAPESK Unmodified _LLESHLVPSSTAPESK_ 14332_MAIZE 2 847.95161 1693.8887 0.95949 -0.13086 0.81463 57.755 57.755 1.48E-07 48.9 2604600

29646 LLESHLVPSSTAPESK Unmodified _LLESHLVPSSTAPESK_ 14332_MAIZE 3 565.63683 1693.8887 -0.038942 0.10174 0.04844 57.766 57.766 2.60E-01 20.02 11412000

29647 LLESTGIVVVPGSGFGQVPGTWHIR Unmodified _LLESTGIVVVPGSGFGQVPGTWHIR_ O82443_MAIZE 3 869.4745 2605.4017 1.0994 -0.94021 0.17787 106.22 106.22 1.93E-27 61.28 1857900

29648 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 3 570.30871 1707.9043 0.12544 -0.40143 -0.28628 58.764 58.764 2.60E-01 9.69 4809000

29649 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 2 854.95943 1707.9043 1.0722 0.23268 1.294 58.752 58.752 1.48E-07 77.4 1208800

29650 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 2 854.95943 1707.9043 1.0608 0.22436 1.2736 59.296 59.296 7.42E-06 51.6 324870

29651 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 3 570.30871 1707.9043 0.097824 -0.07965 0.0068729 60.482 60.482 1.00E+00 3.47 1307500

29652 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 2 854.95943 1707.9043 0.96946 -0.077206 0.88104 59.56 59.56 1.27E-09 76.89 4286300

29653 LLETHLVPSSTAPESK Unmodified _LLETHLVPSSTAPESK_ 14331_MAIZE 3 570.30871 1707.9043 -0.033778 -0.056713 -0.10164 59.565 59.565 6.54E-03 31.67 20679000

29654 LLETIVTASGVR Unmodified _LLETIVTASGVR_ B6U0U2_MAIZE 2 629.8719 1257.7293 0.37482 0.11321 0.48465 77.933 77.933 2.05E-12 62.4 1478500

29655 LLEVFYHK Unmodified _LLEVFYHK_ B4FHY8_MAIZE 3 350.19905 1047.5753 1.115 -0.088211 1.0127 68.186 68.186 1.00E+00 21.33 528620

29656 LLEVFYHK Unmodified _LLEVFYHK_ B4FHY8_MAIZE 2 524.79493 1047.5753 -0.13203 -0.12777 -0.27349 68.976 68.976 1.65E-01 22.32 454210

29657 LLEVFYHK Unmodified _LLEVFYHK_ B4FHY8_MAIZE 3 350.19905 1047.5753 0.96434 -0.094362 0.85415 68.99 68.99 2.47E-01 18.35 413790

29658 LLEVFYHK Unmodified _LLEVFYHK_ B4FHY8_MAIZE 2 524.79493 1047.5753 -0.064974 -0.77526 -0.85406 69.844 69.844 1.65E-01 23.9 364910

29659 LLEYVAIGPR Unmodified _LLEYVAIGPR_ B4FFH4_MAIZE 2 565.83205 1129.6495 0.14385 0.37424 0.49582 78.886 78.886 1.84E-04 51.37 597270

29660 LLEYVAIGPR Unmodified _LLEYVAIGPR_ B4FFH4_MAIZE 2 565.83205 1129.6495 0.11777 0.48698 0.58247 78.502 78.502 1.45E-01 18.04 832850

29661 LLFLGNDANAPK Unmodified _LLFLGNDANAPK_ B4FRF4_MAIZE 2 636.85097 1271.6874 0.32254 0.51913 0.82187 78.776 78.776 4.56E-01 1.5 1067900

29662 LLFLGSSCIYPK Unmodified _LLFLGSSCIYPK_ B6TMJ8_MAIZE 2 699.3785 1396.7425 0.67919 0.95259 1.625 93.972 93.972 4.56E-01 12.66 263560

29663 LLFLGSSCIYPK Unmodified _LLFLGSSCIYPK_ B6TMJ8_MAIZE 2 699.3785 1396.7425 0.73874 0.76889 1.5017 93.573 93.573 6.74E-02 13.2 253520

29664 LLFLGSSCIYPK Unmodified _LLFLGSSCIYPK_ B6TMJ8_MAIZE 2 699.3785 1396.7425 0.66348 0.46324 1.1201 93.578 93.578 2.05E-12 55.82 1754000

29665 LLFVFVER Unmodified _LLFVFVER_ Q5EUD9_MAIZE 2 511.8053 1021.5961 0.046505 -0.20778 -0.16108 96.929 96.929 2.92E-02 34.06 238250

29666 LLFVFVER Unmodified _LLFVFVER_ Q5EUD9_MAIZE 2 511.8053 1021.5961 -0.12259 0.090957 -0.031622 97.503 97.503 5.06E-02 30.31 145500

29667 LLFVFVER Unmodified _LLFVFVER_ Q5EUD9_MAIZE 2 511.8053 1021.5961 0.0047332 -0.060082 -0.053606 97.485 97.485 2.34E-03 33.54 334950

29668 LLFVFVER Unmodified _LLFVFVER_ Q5EUD9_MAIZE 2 511.8053 1021.5961 0.047328 -0.002045 0.045244 97.362 97.362 3.48E-02 53.47 181500
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29669 LLFVFVER Unmodified _LLFVFVER_ Q5EUD9_MAIZE 2 511.8053 1021.5961 -0.067839 0.095715 0.028633 97.114 97.114 3.48E-02 47.05 1277300

29670 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.63521 -0.11313 0.51082 80.353 80.353 5.26E-01 31.02 1902400

29671 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.49141 -0.10881 0.36988 81.301 81.301 9.46E-01 18.71 336610

29672 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.58142 -0.15571 0.41484 81.273 81.273 9.46E-01 19.09 536190

29673 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.5382 -0.20399 0.32401 81.056 81.056 1.00E+00 23.66 548440

29674 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.63818 -0.086854 0.5396 81.317 81.317 2.64E-01 21.78 691970

29675 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.6065 -0.037716 0.55749 81.26 81.26 9.46E-01 34.16 517140

29676 LLFVIR Unmodified _LLFVIR_ B4F8K1_MAIZE 2 380.75762 759.5007 0.58981 -0.505 0.073902 81.197 81.197 2.64E-01 30.45 7234500

29677 LLFVVR Unmodified _LLFVVR_ B4FSG3_MAIZE 2 373.7498 745.48505 0.59135 -0.087705 0.50263 73.523 73.523 9.46E-01 8.61 739540

29678 LLFVVR Unmodified _LLFVVR_ B4FSG3_MAIZE 2 373.7498 745.48505 0.69667 -0.11874 0.57755 74.083 74.083 9.46E-01 21.13 945490

29679 LLFVVR Unmodified _LLFVVR_ B4FSG3_MAIZE 2 373.7498 745.48505 0.65468 -0.61215 0.042905 73.309 73.309 2.64E-01 22.45 14199000

29680 LLFVVR Unmodified _LLFVVR_ B4FSG3_MAIZE 2 373.7498 745.48505 0.46165 0.073281 0.53492 75.362 75.362 9.46E-01 9.24 216920

29681 LLGAVTIAAGGVLPNIHQTLLPK Unmodified _LLGAVTIAAGGVLPNIHQTLLPK_ B6UIQ0_MAIZE 3 766.12989 2295.3678 0.87675 0.64194 1.514 126.83 126.83 1.68E-03 28.6 214660

29682 LLGAWASPFVLR Unmodified _LLGAWASPFVLR_ Q9FQ99_MAIZE 2 665.38752 1328.7605 0.53042 0.31119 0.83358 108.74 108.74 2.62E-07 47.31 310150

29683 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.31349 -0.056685 0.25198 69.523 69.523 6.35E-09 64.55 15027000

29684 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.28108 -0.48055 -0.20292 70.588 70.588 1.67E-02 38.32 121640

29685 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.3373 -0.129 0.2026 69.809 69.809 5.66E-08 63.07 7329500

29686 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.33965 -0.005596 0.32772 70.729 70.729 5.66E-08 54.61 5834400

29687 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.31135 -0.025726 0.28064 70.202 70.202 3.60E-06 44.23 8331500

29688 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.36989 0.29209 0.65579 70.316 70.316 3.57E-04 36.73 543510

29689 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.34217 -0.10937 0.22706 70.759 70.759 6.35E-09 53.03 1562500

29690 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.3123 -0.024567 0.28166 70.741 70.741 3.60E-06 40.38 4017300

29691 LLGDVQVYPEK Unmodified _LLGDVQVYPEK_ B6U0S1_MAIZE 2 630.84535 1259.6762 0.3013 0.067459 0.36406 71.678 71.678 6.35E-09 54.33 308000

29692 LLGDVTAFVDDISELENLNLR Unmodified _LLGDVTAFVDDISELENLNLR_ B4FYH6_MAIZE 3 782.74443 2345.2115 0.88287 0.26328 1.1384 128.93 128.93 8.77E-02 8.66 493920

29693 LLGEFDLVGIPPAPR Unmodified _LLGEFDLVGIPPAPR_ B4F8Q2_MAIZE 2 797.45359 1592.8926 1.0183 -0.033807 0.98152 106.42 106.42 1.26E-03 21.06 275060

29694 LLGEFQLEGIPPAPR Unmodified _LLGEFQLEGIPPAPR_ B6UGG5_MAIZE 2 818.9565 1635.8984 1.0716 0.11878 1.1772 97.266 97.266 1.12E-07 47.27 335710

29695 LLGEQYGALR Unmodified _LLGEQYGALR_ B6TM99_MAIZE 2 560.31148 1118.6084 0.039819 -0.033994 -0.016607 65.025 65.025 1.25E-02 31.52 135260

29696 LLGEQYGALR Unmodified _LLGEQYGALR_ B6TM99_MAIZE 2 560.31148 1118.6084 0.21398 0.61526 0.80428 66.186 66.186 1.25E-02 29.75 252180

29697 LLGEQYGALR Unmodified _LLGEQYGALR_ B6TM99_MAIZE 2 560.31148 1118.6084 0.19728 0.1886 0.36334 65.576 65.576 3.43E-01 10.72 248650

29698 LLGEQYGALR Unmodified _LLGEQYGALR_ B6TM99_MAIZE 2 560.31148 1118.6084 0.093807 -0.10469 -0.034378 66.05 66.05 1.62E-03 47.06 1198600

29699 LLGGATIASGGVMPNIHQHLLPK Oxidation (M) _LLGGATIASGGVM(ox)PNIHQHLLPK_ B4G237_MAIZE 4 585.82687 2339.2784 0.079753 -0.083208 -0.0054455 78.474 78.474 2.54E-02 15.68 6395000

29700 LLGGATIASGGVMPNIHQHLLPK Oxidation (M) _LLGGATIASGGVM(ox)PNIHQHLLPK_ B4G237_MAIZE 3 780.76673 2339.2784 0.83434 0.31392 1.1458 78.459 78.459 4.65E-06 34.06 1397100

29701 LLGGATIASGGVMPNIHQHLLPK Unmodified _LLGGATIASGGVMPNIHQHLLPK_ B4G237_MAIZE 4 581.82814 2323.2835 0.10021 -0.068699 0.027166 89.035 89.035 7.34E-03 26.62 1208100

29702 LLGGDVDQK Unmodified _LLGGDVDQK_ Q43712_MAIZE 2 472.75601 943.49746 -0.0081037 0.13344 0.13198 43.445 43.445 1.01E-02 27.26 323370
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29703 LLGGDVDQK Unmodified _LLGGDVDQK_ Q43712_MAIZE 2 472.75601 943.49746 -0.064704 0.86483 0.80457 43.51 43.51 3.39E-01 12.41 780510

29704 LLGGDVDQK Unmodified _LLGGDVDQK_ Q43712_MAIZE 2 472.75601 943.49746 -0.060648 -0.1242 -0.1776 43.396 43.396 9.73E-03 45.2 3512100

29705 LLGGDVDQKK Unmodified _LLGGDVDQKK_ Q43712_MAIZE 3 358.20475 1071.5924 0.96759 -0.092386 0.87236 35.871 35.871 5.86E-01 11.03 80738

29706 LLGGDVDQKK Unmodified _LLGGDVDQKK_ Q43712_MAIZE 3 358.20475 1071.5924 1.0039 -0.54583 0.45835 35.019 35.019 2.94E-01 13.26 54611

29707 LLGGDVDQKK Unmodified _LLGGDVDQKK_ Q43712_MAIZE 3 358.20475 1071.5924 0.98393 -0.026023 0.95559 35.662 35.662 2.99E-03 29.5 748890

29708 LLGGGLHNSSVVR Unmodified _LLGGGLHNSSVVR_ B6TJR6_MAIZE 2 654.87277 1307.731 0.53949 0.41536 0.95831 48.867 48.867 6.20E-03 59.05 1051300

29709 LLGGGLHNSSVVR Unmodified _LLGGGLHNSSVVR_ B6TJR6_MAIZE 3 436.9176 1307.731 -0.072483 0.10741 0.037336 49.385 49.385 1.41E-02 28.48 1443200

29710 LLGGGLHNSSVVR Unmodified _LLGGGLHNSSVVR_ B6TJR6_MAIZE 2 654.87277 1307.731 0.46247 -0.12352 0.34272 49.369 49.369 4.68E-05 72.7 368810

29711 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.36469 -0.18516 0.16719 61.23 61.23 2.34E-03 58.96 11752000

29712 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.16357 -0.44079 -0.28812 63.186 63.186 3.48E-02 47.19 1050600

29713 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.26868 0.056527 0.3121 62.037 62.037 3.77E-01 14.75 1587600

29714 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.38625 -0.087829 0.28746 63.313 63.313 1.90E-02 27.67 1805200

29715 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.33119 -0.2073 0.1127 62.686 62.686 1.90E-02 29.44 1819400

29716 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.26835 0.011632 0.26749 63.115 63.115 1.90E-02 32.31 1603000

29717 LLGGLAVR Unmodified _LLGGLAVR_ B4FHH2_MAIZE 2 399.76344 797.51232 0.1164 0.69907 0.80247 64.589 64.589 2.34E-03 61.5 1239700

29718 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.85872 0.3132 1.1716 103.92 103.92 1.60E-11 47.86 3667800

29719 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.85791 0.029971 0.88831 104.81 104.81 1.28E-07 38.9 580970

29720 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.87323 0.084251 0.95779 104.88 104.88 1.68E-03 20.03 736230

29721 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.87401 0.07225 0.94691 105.41 105.41 5.17E-06 30.05 959520

29722 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.90212 0.049595 0.95296 105.95 105.95 1.60E-11 39.42 837900

29723 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.87747 0.17725 1.055 106.39 106.39 1.28E-07 45.82 1675000

29724 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.84937 0.26804 1.118 104.88 104.88 3.62E-09 40.12 2792300

29725 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 3 764.79825 2291.3729 0.79965 0.039491 0.83957 124.94 124.94 1.25E-18 54.67 2753100

29726 LLGGVTIAHGGVLPNINPVLLPK Unmodified _LLGGVTIAHGGVLPNINPVLLPK_ B6SZ05_MAIZE 2 1146.6937 2291.3729 1.1568 0.020289 1.1781 125.11 125.11 5.09E-03 21.99 117540

29727 LLGIPSEK Unmodified _LLGIPSEK_ B4F9B2_MAIZE 2 428.76056 855.50657 0.16616 0.091466 0.2309 61.122 61.122 7.88E-01 9.74 961740

29728 LLGIPSEK Unmodified _LLGIPSEK_ B4F9B2_MAIZE 2 428.76056 855.50657 0.0036648 0.55439 0.52879 61.702 61.702 7.88E-01 10.7 269220

29729 LLGIPSEK Unmodified _LLGIPSEK_ B4F9B2_MAIZE 2 428.76056 855.50657 0.11512 0.98275 1.0677 62.849 62.849 7.88E-01 11.95 1956000

29730 LLGIPSEK Unmodified _LLGIPSEK_ B4F9B2_MAIZE 2 428.76056 855.50657 0.059102 -0.10901 -0.077761 63.349 63.349 3.77E-01 24.84 5567600

29731 LLGIQMATFR Oxidation (M) _LLGIQM(ox)ATFR_ B4FT06_MAIZE 2 583.32353 1164.6325 0.13031 0.34039 0.46264 75.587 75.587 1.22E-01 17.01 483240

29732 LLGISCDDVESHR Unmodified _LLGISCDDVESHR_ B4FYU6_MAIZE 3 500.90856 1499.7038 -0.039258 -0.005686 -0.042337 64.981 64.981 1.60E-02 25.84 304180

29733 LLGISCDDVESHR Unmodified _LLGISCDDVESHR_ B4FYU6_MAIZE 3 500.90856 1499.7038 -0.064617 -0.20903 -0.27061 65.142 65.142 4.23E-03 24.33 1152100

29734 LLGISCDDVESHR Unmodified _LLGISCDDVESHR_ B4FYU6_MAIZE 3 500.90856 1499.7038 -0.13584 -0.082 -0.21525 65.31 65.31 4.23E-03 27.61 2412400

29735 LLGISCDDVESHR Unmodified _LLGISCDDVESHR_ B4FYU6_MAIZE 3 500.90856 1499.7038 -0.19048 -0.46514 -0.65207 64.038 64.038 5.97E-15 56.45 15955000
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29736 LLGISCDDVESHR Unmodified _LLGISCDDVESHR_ B4FYU6_MAIZE 2 750.85919 1499.7038 0.75833 -0.18375 0.57856 64.031 64.031 2.61E-08 73.16 2533400

29737 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.60687 -0.23174 0.35744 57.556 57.556 1.86E-01 27.03 2413600

29738 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.70818 -0.38898 0.30117 59.432 59.432 1.86E-01 26.43 4419300

29739 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.63773 -0.1717 0.4475 58.752 58.752 4.46E-01 26.66 3767100

29740 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.57472 -0.026585 0.52918 59.308 59.308 4.46E-01 23.21 2026700

29741 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.64803 -0.64636 -0.016045 59.363 59.363 4.46E-01 24.97 15062000

29742 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.66838 0.045724 0.69369 59.964 59.964 7.83E-01 19.48 16163000

29743 LLGLDSK Unmodified _LLGLDSK_ B4FFP2_MAIZE 2 373.22635 744.43815 0.77556 -0.61991 0.13783 58.001 58.001 1.00E+00 9.96 371460

29744 LLGLEWSR Unmodified _LLGLEWSR_ B6T2E1_MAIZE 2 487.27691 972.53927 0.0096129 0.17323 0.16248 44.984 44.984 1.00E+00 1.5 148410

29745 LLGLEWSR Unmodified _LLGLEWSR_ B6T2E1_MAIZE 2 487.27691 972.53927 -0.08671 0.052219 -0.054567 85.653 85.653 2.34E-03 42.01 1170800

29746 LLGLWASPFVAR Unmodified _LLGLWASPFVAR_ B4FB36_MAIZE 2 665.38752 1328.7605 0.56738 0.16067 0.72054 110.85 110.85 6.74E-02 27.15 119050

29747 LLGLWASPYVLR Unmodified _LLGLWASPYVLR_ B6T033_MAIZE 2 694.40845 1386.8024 0.6458 0.048428 0.68071 108.49 108.49 2.00E-01 15.31 184470

29748 LLGLWASPYVLR Unmodified _LLGLWASPYVLR_ B6T033_MAIZE 2 694.40845 1386.8024 0.57219 0.15427 0.71251 110.19 110.19 2.05E-12 54.62 2255500

29749 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.30696 -0.52836 -0.24068 48.318 48.318 2.92E-02 38.7 7870300

29750 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.13248 0.0059 0.11957 49.225 49.225 5.06E-02 24.52 221800

29751 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.29522 0.090776 0.36608 50.625 50.625 5.06E-02 33.39 1749800

29752 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.26654 0.11478 0.3609 49.912 49.912 2.92E-02 41.75 1888400

29753 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.22049 -0.013893 0.18681 50.735 50.735 3.77E-01 12.49 1994600

29754 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.27425 -0.247 0.0069204 51.124 51.124 5.06E-02 27.67 1935200

29755 LLGPGLNK Unmodified _LLGPGLNK_ B6SIS5_MAIZE 2 406.25545 810.49634 0.23991 -0.045659 0.17439 48.675 48.675 2.92E-02 39.67 14637000

29756 LLGSGSDDVR Unmodified _LLGSGSDDVR_ B6T451_MAIZE 2 509.76182 1017.5091 -0.11645 0.68836 0.57645 42.818 42.818 1.25E-02 36.03 238850

29757 LLGSGSDDVR Unmodified _LLGSGSDDVR_ B6T451_MAIZE 2 509.76182 1017.5091 -0.0086634 1.3567 1.3495 45.587 45.587 4.40E-05 47.52 648020

29758 LLGSGSDDVR Unmodified _LLGSGSDDVR_ B6T451_MAIZE 2 509.76182 1017.5091 0.02108 1.1631 1.1878 44.766 44.766 1.62E-03 41.68 803390

29759 LLGSGSDDVR Unmodified _LLGSGSDDVR_ B6T451_MAIZE 2 509.76182 1017.5091 -0.10975 0.81278 0.70781 45.601 45.601 1.84E-04 55.3 3052000

29760 LLGSGSDDVR Unmodified _LLGSGSDDVR_ B6T451_MAIZE 2 509.76182 1017.5091 0.029138 0.72704 0.76083 45.46 45.46 1.84E-04 60.39 4686500

29761 LLGTVTIAAGGVMPNIHQTLLPK Unmodified _LLGTVTIAAGGVMPNIHQTLLPK_ B6T543_MAIZE 3 782.11888 2343.3348 0.94061 -0.17737 0.76415 111.31 111.31 6.43E-02 16.39 55705

29762 LLGTVTIASGGVMPNIHNLLLPK Oxidation (M) _LLGTVTIASGGVM(ox)PNIHNLLLPK_ B4FIA6_MAIZE 3 792.12241 2373.3454 0.9835 -0.057083 0.92407 102.89 102.89 6.27E-03 27.36 207620

29763 LLGTVTIASGGVMPNIHNLLLPK Oxidation (M) _LLGTVTIASGGVM(ox)PNIHNLLLPK_ B4FIA6_MAIZE 3 792.12241 2373.3454 0.90031 -0.15514 0.74362 111.02 111.02 1.60E-11 49.77 611100

29764 LLGVLEPFSWR Unmodified _LLGVLEPFSWR_ B6TVE5_MAIZE 2 658.87171 1315.7289 0.44315 0.23101 0.66886 112.01 112.01 1.47E-01 20.28 1300700

29765 LLGVTTLDVVR Unmodified _LLGVTTLDVVR_ B4FZW5_MAIZE 2 593.36371 1184.7129 0.26793 0.57577 0.85741 85.951 85.951 7.60E-01 1.1 719610

29766 LLGVTTLDVVR Unmodified _LLGVTTLDVVR_ B4FZW5_MAIZE 2 593.36371 1184.7129 0.215 1.7542 1.98 86.551 86.551 1.67E-02 24.28 171970

29767 LLGVTTLDVVR Unmodified _LLGVTTLDVVR_ B4FZW5_MAIZE 2 593.36371 1184.7129 0.25191 0.66631 0.93079 86.792 86.792 4.43E-05 37.55 346400

29768 LLGVTTLDVVR Unmodified _LLGVTTLDVVR_ B4FZW5_MAIZE 2 593.36371 1184.7129 0.28453 0.64304 0.94146 86.473 86.473 3.60E-06 39.97 488860

29769 LLGVTTLDVVR Unmodified _LLGVTTLDVVR_ B4FZW5_MAIZE 2 593.36371 1184.7129 0.23212 0.51635 0.76218 86.159 86.159 4.48E-03 29.53 550950
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29770 LLGVWDSPYVNR Unmodified _LLGVWDSPYVNR_ Q9FQA1_MAIZE 2 709.87498 1417.7354 0.64109 0.16005 0.79923 89.67 89.67 2.62E-07 42.56 1306300

29771 LLHEAAGHVVTVELK Unmodified _LLHEAAGHVVTVELK_ B4FKA5_MAIZE 4 404.73461 1614.9093 0.19983 -0.01915 0.17486 66.845 66.845 1.00E+00 10.91 85044

29772 LLHEAAGHVVTVELK Unmodified _LLHEAAGHVVTVELK_ B4FKA5_MAIZE 4 404.73461 1614.9093 0.10261 0.34674 0.44163 64.572 64.572 6.35E-02 22.02 733070

29773 LLHEAAGHVVTVELK Unmodified _LLHEAAGHVVTVELK_ B4FKA5_MAIZE 3 539.31039 1614.9093 -0.026022 0.12753 0.095636 64.575 64.575 1.34E-04 43.83 173590

29774 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.0559 0.2826 1.3444 106.09 106.09 4.73E-01 5.01 738630

29775 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.0458 -0.055387 0.99661 107.11 107.11 1.92E-01 18.07 1311000

29776 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.016 -0.011097 1.011 107.56 107.56 8.50E-03 49.14 2262700

29777 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.1017 -0.056335 1.0512 111.61 111.61 5.75E-02 36.51 635790

29778 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.0426 -0.055395 0.99356 110.76 110.76 5.75E-02 24.34 4065200

29779 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Oxidation (M) _LLHEAGLPEGVVNVVSGFGPTAGAALASHM(ox)DVDK_ Q43274_MAIZE 4 844.43169 3373.6976 1.0787 0.055947 1.1402 107.5 107.5 1.12E-01 28.94 673040

29780 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Unmodified _LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK_ Q43274_MAIZE 4 840.43296 3357.7027 1.0568 0.000856 1.0625 115.28 115.28 1.71E-04 45.94 1813200

29781 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Unmodified _LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK_ Q43274_MAIZE 4 840.43296 3357.7027 1.1252 -0.015216 1.1154 125.6 125.6 5.75E-02 35.85 463680

29782 LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK Unmodified _LLHEAGLPEGVVNVVSGFGPTAGAALASHMDVDK_ Q43274_MAIZE 4 840.43296 3357.7027 1.0438 0.20187 1.2509 123.99 123.99 8.50E-03 23.09 2987300

29783 LLHQIQEK Unmodified _LLHQIQEK_ B4F8L1_MAIZE 3 336.86607 1007.5764 1.2987 -0.28853 0.98509 32.421 32.421 2.47E-01 24.93 216590

29784 LLHQYPDIMK Unmodified _LLHQYPDIMK_ B6SUK1_MAIZE 3 419.89352 1256.6587 0.21612 0.30576 0.50394 61.228 61.228 1.00E+00 9.93 484690

29785 LLHQYPDIMK Unmodified _LLHQYPDIMK_ B6SUK1_MAIZE 3 419.89352 1256.6587 0.010658 0.54687 0.53799 64.137 64.137 1.25E-01 24.62 824450

29786 LLHQYPDIMK Oxidation (M) _LLHQYPDIM(ox)K_ B6SUK1_MAIZE 3 425.22516 1272.6536 -0.060757 -0.22851 -0.30385 53.594 53.594 3.81E-03 31.58 1517600

29787 LLHQYPDIMK Oxidation (M) _LLHQYPDIM(ox)K_ B6SUK1_MAIZE 2 637.3341 1272.6536 0.35866 -0.2953 0.04865 53.608 53.608 9.99E-05 34.14 274950

29788 LLHQYPDIMKK Oxidation (M) _LLHQYPDIM(ox)KK_ B6SUK1_MAIZE 3 467.92348 1400.7486 -0.16362 -0.50979 -0.69199 46.874 46.874 1.11E-01 9.34 217260

29789 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 0.032344 0.005036 0.027466 84.348 84.348 1.00E+00 20.23 2024200

29790 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 -0.12269 -0.018636 -0.15218 85.45 85.45 1.00E+00 15.38 678590

29791 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 0.0017349 0.004141 -0.0037398 85.471 85.471 1.00E+00 17.53 1479900

29792 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 0.014695 -0.036992 -0.033163 85.222 85.222 1.00E+00 11.11 887010

29793 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 -0.10965 0.068906 -0.050512 85.233 85.233 1.84E-01 30.63 4987700

29794 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 2 679.92955 1357.8446 0.60205 0.33477 0.92679 85.225 85.225 4.56E-01 5.37 420550

29795 LLHTLPLPSVLR Unmodified _LLHTLPLPSVLR_ B4FQM2_MAIZE 3 453.62213 1357.8446 0.032015 0.12308 0.14422 85.342 85.342 1.00E+00 7.65 578580

29796 LLHVVYR Unmodified _LLHVVYR_ B6TBM0_MAIZE 3 300.52023 898.53887 1.31 0.12854 1.4295 48.973 48.973 5.31E-01 18.45 1320300

29797 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 3 905.48221 2713.4248 1.0656 0.17565 1.2365 125.61 125.61 1.00E-07 44.87 956660

29798 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 3 905.48221 2713.4248 1.1338 0.099914 1.2296 126.01 126.01 1.50E-11 40.66 469370

29799 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 3 905.48221 2713.4248 1.1006 -0.41124 0.68615 126.34 126.34 1.00E-07 38.85 904340

29800 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 2 1357.7197 2713.4248 1.1201 0.032482 1.1489 126.33 126.33 6.01E-07 29.51 260380

29801 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 3 905.48221 2713.4248 1.1406 -0.33083 0.80563 126.77 126.77 6.07E-03 11.29 244440

29802 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 3 905.48221 2713.4248 1.1332 -0.23487 0.89494 126.36 126.36 2.48E-05 39 3222300

29803 LLIDNVEELLPIVYTPTVGEACQK Unmodified _LLIDNVEELLPIVYTPTVGEACQK_ B6UDG4_MAIZE 2 1357.7197 2713.4248 1.1943 -0.2662 0.92465 126.34 126.34 6.48E-10 63.06 719710
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29804 LLIDNVEELLPVVYTPTVGEACQK Unmodified _LLIDNVEELLPVVYTPTVGEACQK_ Q9ZRH5_MAIZE 3 900.81033 2699.4092 1.067 -0.23547 0.83107 124.75 124.75 2.48E-05 33.55 328840

29805 LLIDNVEELLPVVYTPTVGEACQK Unmodified _LLIDNVEELLPVVYTPTVGEACQK_ Q9ZRH5_MAIZE 3 900.81033 2699.4092 1.0836 -0.63885 0.44495 124.99 124.99 1.00E-07 57.69 488010

29806 LLIDNVEELLPVVYTPTVGEACQK Unmodified _LLIDNVEELLPVVYTPTVGEACQK_ Q9ZRH5_MAIZE 3 900.81033 2699.4092 1.1364 -0.022213 1.1137 124.71 124.71 3.25E-07 34.99 1380100

29807 LLIDNVEELLPVVYTPTVGEACQK Unmodified _LLIDNVEELLPVVYTPTVGEACQK_ Q9ZRH5_MAIZE 2 1350.7119 2699.4092 1.2356 0.21414 1.4495 124.71 124.71 6.01E-07 32.96 428620

29808 LLIGGEFVESR Unmodified _LLIGGEFVESR_ B4G066_MAIZE 2 610.3377 1218.6608 0.37104 -0.46513 -0.101 79.648 79.648 1.47E-01 28.08 213650

29809 LLIGGEFVESR Unmodified _LLIGGEFVESR_ B4G066_MAIZE 2 610.3377 1218.6608 0.23785 -2.1992 -1.9663 80.213 80.213 3.60E-06 50.06 1214300

29810 LLILDQIK Unmodified _LLILDQIK_ B6T3E6_MAIZE 2 478.31296 954.61137 -0.053182 -0.086438 -0.16685 86.146 86.146 1.65E-01 27.39 459920

29811 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.070765 0.48642 0.39786 71.402 71.402 3.48E-02 39.88 12892000

29812 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.23477 0.30931 0.057399 73.019 73.019 5.06E-02 32.86 253930

29813 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.17942 0.36051 0.16306 71.974 71.974 1.90E-02 45.57 3719200

29814 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.072289 0.27748 0.18697 72.757 72.757 1.90E-02 31.78 5284200

29815 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.078216 0.28886 0.19322 72.31 72.31 1.90E-02 55.1 4254000

29816 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.12735 0.33869 0.19387 72.439 72.439 1.90E-02 32.4 2930400

29817 LLILTDPR Unmodified _LLILTDPR_ B4FTD2_MAIZE 2 470.79493 939.57532 -0.13049 0.26667 0.11878 71.983 71.983 2.92E-02 56.84 5496000

29818 LLINELPSILDGSAK Unmodified _LLINELPSILDGSAK_ B4FRN6_MAIZE 2 791.95616 1581.8978 0.97224 -0.55111 0.39845 113.7 113.7 1.26E-03 38.49 268860

29819 LLINENCR Unmodified _LLINENCR_ B4FTG1_MAIZE 2 516.26876 1030.523 -0.095996 0.052433 -0.06848 51.778 51.778 1.65E-01 22.22 1072900

29820 LLINGNFVDSASGK Unmodified _LLINGNFVDSASGK_ Q43274_MAIZE 2 717.883 1433.7514 0.72996 -1.1318 -0.40765 77.002 77.002 2.00E-19 85.84 2171600

29821 LLINGNFVDSASGK Unmodified _LLINGNFVDSASGK_ Q43274_MAIZE 2 717.883 1433.7514 0.65717 -0.76574 -0.11435 77.37 77.37 7.64E-09 78.31 849940

29822 LLINGNFVDSASGK Unmodified _LLINGNFVDSASGK_ Q43274_MAIZE 2 717.883 1433.7514 0.66575 -0.51457 0.14433 77.949 77.949 1.95E-13 72.8 1422400

29823 LLINGNFVDSASGK Unmodified _LLINGNFVDSASGK_ Q43274_MAIZE 2 717.883 1433.7514 0.70138 -0.46686 0.22801 77.555 77.555 2.96E-06 80.5 920240

29824 LLINGNFVDSASGK Unmodified _LLINGNFVDSASGK_ Q43274_MAIZE 2 717.883 1433.7514 0.68022 -0.41293 0.26047 77.34 77.34 2.96E-06 112.81 1138000

29825 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.59284 0.005074 0.57518 57.398 57.398 1.74E-08 45.23 2273800

29826 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.67633 0.90233 1.5549 67.153 67.153 4.48E-03 21.61 751050

29827 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.49404 -0.090751 0.38223 58.565 58.565 3.57E-04 43.07 102860

29828 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.51496 -1.3821 -0.88757 59.407 59.407 3.60E-06 53.89 841370

29829 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.62273 -0.21257 0.38872 58.707 58.707 5.66E-08 46.8 655580

29830 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.61206 -0.4884 0.10158 59.241 59.241 3.60E-06 42 448850

29831 LLIQNQDEMIK Oxidation (M) _LLIQNQDEM(ox)IK_ ADT1_MAIZE 2 680.86068 1359.7068 0.51964 -0.3968 0.10138 57.894 57.894 1.74E-08 59.19 1518100

29832 LLIQNQDEMIK Unmodified _LLIQNQDEMIK_ ADT1_MAIZE 2 672.86322 1343.7119 0.50381 -0.31601 0.16284 67.128 67.128 6.35E-09 68.19 8046600

29833 LLIQNQDEMIK Unmodified _LLIQNQDEMIK_ ADT1_MAIZE 2 672.86322 1343.7119 0.57099 -0.00791 0.53783 69.343 69.343 1.67E-02 31.42 968100

29834 LLIQNQDEMIK Unmodified _LLIQNQDEMIK_ ADT1_MAIZE 2 672.86322 1343.7119 0.51662 -0.49866 -0.0071958 67.749 67.749 3.60E-06 40.15 387200

29835 LLIQNQDEMIK Unmodified _LLIQNQDEMIK_ ADT1_MAIZE 2 672.86322 1343.7119 0.607 -1.1543 -0.57159 68.635 68.635 4.48E-03 31.49 339610

29836 LLIQNQDEMIK Unmodified _LLIQNQDEMIK_ ADT1_MAIZE 2 672.86322 1343.7119 0.52065 -0.058487 0.43691 67.644 67.644 3.83E-01 15.11 523620

29837 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 3 496.94846 1487.8235 -0.14174 -0.40472 -0.54609 84.852 84.852 2.66E-01 17.1 132830
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29838 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 3 496.94846 1487.8235 -0.024275 -0.45516 -0.47888 85.236 85.236 5.38E-01 15.99 356710

29839 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 3 496.94846 1487.8235 -0.0029162 -0.29422 -0.29585 84.929 84.929 1.41E-02 20.39 422070

29840 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 3 496.94846 1487.8235 -0.13434 -0.022705 -0.15616 84.754 84.754 3.98E-04 47.18 4304100

29841 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 2 744.91905 1487.8235 0.82065 -0.25996 0.56132 84.755 84.755 4.68E-05 30.28 884010

29842 LLKPFDDLVVDSK Unmodified _LLKPFDDLVVDSK_ Q5EUE0_MAIZE 3 496.94846 1487.8235 -0.017445 -0.083637 -0.10045 85.17 85.17 1.41E-02 24.35 637960

29843 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 0.0016208 -0.14809 -0.15238 85.776 85.776 2.26E-06 42.34 519860

29844 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 -0.14199 0.039009 -0.10974 86.461 86.461 7.68E-03 39.31 310670

29845 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 -0.031019 -0.033642 -0.070633 86.668 86.668 3.98E-04 48.6 911300

29846 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 2 751.92687 1501.8392 0.84275 -0.39853 0.43943 86.696 86.696 1.15E-02 25.15 192600

29847 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 -0.029686 -0.031496 -0.067094 86.37 86.37 2.26E-06 46.09 1045700

29848 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 2 751.92687 1501.8392 0.87507 -0.13071 0.7383 86.363 86.363 6.20E-03 22.59 199670

29849 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 -0.16699 0.054518 -0.11756 86.167 86.167 9.14E-09 41.03 9115400

29850 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 2 751.92687 1501.8392 0.80259 0.087145 0.88453 86.18 86.18 2.50E-15 42.07 1943000

29851 LLKPFDELVVDSK Unmodified _LLKPFDELVVDSK_ Q5EUE1_MAIZE 3 501.62034 1501.8392 0.0041313 -0.21062 -0.21209 86.614 86.614 7.68E-03 31.38 420530

29852 LLKPFWLAHWTEGDAQK Unmodified _LLKPFWLAHWTEGDAQK_ B6SUR9_MAIZE 4 510.773 2039.0629 -0.060092 -0.26305 -0.33117 97.234 97.234 5.01E-03 27.38 1107100

29853 LLLAHDLATAAELK Unmodified _LLLAHDLATAAELK_ B6TD83_MAIZE 3 493.62409 1477.8504 -0.12357 -0.099391 -0.25183 83.02 83.02 9.21E-03 26.07 1590900

29854 LLLAHDLATAAELK Unmodified _LLLAHDLATAAELK_ B6TD83_MAIZE 2 739.93249 1477.8504 0.79695 -0.42419 0.34513 83.009 83.009 3.56E-04 44.1 598780

29855 LLLAHDLATAAELKDMEK Unmodified _LLLAHDLATAAELKDMEK_ B6TD83_MAIZE 4 496.27113 1981.0554 -0.089215 -0.66324 -0.77899 84.684 84.684 2.39E-01 3.85 503010

29856 LLLAHDLATAAELKDMEK Unmodified _LLLAHDLATAAELKDMEK_ B6TD83_MAIZE 3 661.35908 1981.0554 0.47052 -0.47193 -0.028759 84.643 84.643 1.31E-01 16.28 458210

29857 LLLDVGLWLTHK Unmodified _LLLDVGLWLTHK_ B6SVM3_MAIZE 3 469.95013 1406.8286 0.041982 -0.26126 -0.22156 110.68 110.68 9.42E-03 36.32 238110

29858 LLLEKDESLK Unmodified _LLLEKDESLK_ B4FPZ7_MAIZE 2 594.34773 1186.6809 0.14764 0.019951 0.13155 56.176 56.176 1.84E-04 36.1 3728400

29859 LLLEKDESLK Unmodified _LLLEKDESLK_ B4FPZ7_MAIZE 3 396.56758 1186.6809 0.37791 0.31405 0.65471 56.17 56.17 1.00E+00 3.23 3734500

29860 LLLFLADR Unmodified _LLLFLADR_ B6TP19_MAIZE 2 480.79748 959.5804 -0.18951 0.021523 -0.18797 95.831 95.831 1.90E-02 40.68 707230

29861 LLLGEIPER Unmodified _LLLGEIPER_ B4FQZ2_MAIZE 2 520.31095 1038.6073 -0.0091158 2.6606 2.616 74.239 74.239 9.73E-03 32.93 2292200

29862 LLLGEIPER Unmodified _LLLGEIPER_ B4FQZ2_MAIZE 2 520.31095 1038.6073 -0.10139 3.0002 2.8639 74.845 74.845 1.01E-02 25.51 593390

29863 LLLGLNCAR Unmodified _LLLGLNCAR_ B4FSZ8_MAIZE 2 515.29732 1028.5801 -0.059035 -0.07811 -0.15362 71.075 71.075 3.13E-03 51.11 2191700

29864 LLLLTDVSGILADR Unmodified _LLLLTDVSGILADR_ B6TEB2_MAIZE 2 749.9456 1497.8766 0.79309 -0.1408 0.64419 119.76 119.76 7.64E-09 50.21 77188

29865 LLLLTDVSGILADR Unmodified _LLLLTDVSGILADR_ B6TEB2_MAIZE 2 749.9456 1497.8766 0.72494 -0.52989 0.18787 119.97 119.97 7.68E-22 72.51 117310

29866 LLLLTDVSGILADR Unmodified _LLLLTDVSGILADR_ B6TEB2_MAIZE 2 749.9456 1497.8766 0.81032 -0.02546 0.77695 119.86 119.86 3.40E-25 93.25 1232500

29867 LLLPHYR Unmodified _LLLPHYR_ Q9LKL4_MAIZE 3 304.52023 910.53887 1.3801 0.11319 1.4658 55.319 55.319 8.66E-01 22.98 3517000

29868 LLLPHYR Unmodified _LLLPHYR_ Q9LKL4_MAIZE 3 304.52023 910.53887 1.1895 0.01002 1.1728 56.333 56.333 1.00E+00 20.93 1132200

29869 LLLPHYR Unmodified _LLLPHYR_ Q9LKL4_MAIZE 2 456.27671 910.53887 -0.12565 0.087996 -0.063155 56.331 56.331 4.49E-02 26.5 207030

29870 LLLPHYR Unmodified _LLLPHYR_ Q9LKL4_MAIZE 3 304.52023 910.53887 1.6217 -0.30385 1.2928 57.822 57.822 1.00E+00 14.25 992850

29871 LLLPHYR Unmodified _LLLPHYR_ Q9LKL4_MAIZE 3 304.52023 910.53887 1.3801 -0.19505 1.1598 57.166 57.166 8.66E-01 18.4 976990



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

29872 LLLQAGASPK Unmodified _LLLQAGASPK_ B6UDX0_MAIZE 2 499.30567 996.59678 -0.1232 0.45342 0.30493 52.222 52.222 5.76E-06 69.3 2367300

29873 LLLQVAGHR Unmodified _LLLQVAGHR_ CAPP2_MAIZE 3 336.21006 1005.6083 1.1329 0.037723 1.1588 51.75 51.75 1.00E+00 14.05 565660

29874 LLLQVAGHR Unmodified _LLLQVAGHR_ CAPP2_MAIZE 3 336.21006 1005.6083 1.336 0.20869 1.53 53.606 53.606 1.96E-01 27.18 656980

29875 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 507.95936 1520.8562 -0.010229 -0.16424 -0.20184 77.467 77.467 8.17E-05 29.89 630560

29876 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 507.95936 1520.8562 -0.12694 0.17355 0.017815 78.382 78.382 1.98E-02 16.43 181280

29877 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 507.95936 1520.8562 0.040413 -0.095558 -0.082813 78.449 78.449 6.81E-01 9.8 277110

29878 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 507.95936 1520.8562 -0.0018316 -0.16227 -0.19171 78.632 78.632 9.21E-03 22.76 448650

29879 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 2 761.4354 1520.8562 0.85081 -0.31438 0.50928 78.252 78.252 7.68E-22 61.45 1253600

29880 LLLTHDLANAAELK Unmodified _LLLTHDLANAAELK_ Q9ZQY0_MAIZE 3 507.95936 1520.8562 -0.12309 -0.18485 -0.33658 78.249 78.249 8.17E-05 34.95 3949100

29881 LLLTLIPHFR Unmodified _LLLTLIPHFR_ B4FUA0_MAIZE 2 611.88716 1221.7598 0.3597 0.31246 0.66017 98.544 98.544 1.45E-01 17.95 183820

29882 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.61372 0.32649 0.92147 114.61 114.61 2.05E-12 38.02 1937900

29883 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.60495 0.23374 0.81946 115.08 115.08 1.98E-03 22.41 301200

29884 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.61878 0.37757 0.97636 115.14 115.14 1.60E-02 33.28 505000

29885 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.64636 0.3256 0.95316 115.11 115.11 1.68E-09 39.98 363330

29886 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.67518 0.074341 0.73013 114.77 114.77 7.72E-03 24.95 147660

29887 LLLVDIDLLESK Unmodified _LLLVDIDLLESK_ B6TWL4_MAIZE 2 685.91069 1369.8068 0.63159 0.19863 0.81129 115.64 115.64 2.05E-12 35.55 1045000

29888 LLLVDK Unmodified _LLLVDK_ B6SH83_MAIZE 2 350.73381 699.45308 1.0214 0.009312 1.0105 56.28 56.28 9.46E-01 21.17 580840

29889 LLLVDK Unmodified _LLLVDK_ B6SH83_MAIZE 2 350.73381 699.45308 0.87467 0.058154 0.91373 56.91 56.91 2.64E-01 37.32 6412600

29890 LLLVDKK Unmodified _LLLVDKK_ B6SH83_MAIZE 2 414.7813 827.54804 0.092397 0.31396 0.37949 42.601 42.601 4.49E-02 28.63 455840

29891 LLLVDKK Unmodified _LLLVDKK_ B6SH83_MAIZE 2 414.7813 827.54804 0.23419 0.21314 0.42006 44.959 44.959 4.49E-02 31.83 1082600

29892 LLLVDKK Unmodified _LLLVDKK_ B6SH83_MAIZE 2 414.7813 827.54804 0.18721 0.5109 0.67054 44.285 44.285 4.46E-01 20.72 642580

29893 LLLVDKK Unmodified _LLLVDKK_ B6SH83_MAIZE 2 414.7813 827.54804 0.081379 0.019303 0.075026 44.986 44.986 4.49E-02 32.79 5386200

29894 LLLVELFLR Unmodified _LLLVELFLR_ Q6RW10_MAIZE 2 558.36298 1114.7114 0.11595 0.2241 0.31883 124.59 124.59 7.18E-01 8.51 1018600

29895 LLLVTLGDQGCK Unmodified _LLLVTLGDQGCK_ B4FBJ5_MAIZE 2 658.86576 1315.717 0.53076 0.5013 1.0407 80.75 80.75 6.74E-02 26.49 310420

29896 LLLVTLGDQGCK Unmodified _LLLVTLGDQGCK_ B4FBJ5_MAIZE 2 658.86576 1315.717 0.23832 -6.5691 -6.3117 79.553 79.553 2.05E-12 57.58 447860

29897 LLLVTLGDQGCK Unmodified _LLLVTLGDQGCK_ B4FBJ5_MAIZE 2 658.86576 1315.717 0.43527 0.023523 0.46782 81.166 81.166 1.68E-09 87.17 8756000

29898 LLMELIGTPNEGDLDFVNENAR Unmodified _LLMELIGTPNEGDLDFVNENAR_ B6TJE9_MAIZE 2 1230.6074 2459.2002 1.2429 0.32068 1.5519 115.95 115.95 8.70E-13 71.1 161680

29899 LLMEQVR Oxidation (M) _LLM(ox)EQVR_ B6U0P5_MAIZE 2 452.74967 903.48479 -0.0037339 0.96626 0.94163 42.259 42.259 1.56E-01 27.58 516150

29900 LLNAHFPK Unmodified _LLNAHFPK_ B4FFV2_MAIZE 2 470.27417 938.53379 -0.22106 -0.16814 -0.40785 53.862 53.862 2.92E-02 37.75 203020

29901 LLNAHFPK Unmodified _LLNAHFPK_ B4FFV2_MAIZE 3 313.85187 938.53379 1.1493 0.11102 1.2401 53.925 53.925 2.69E-02 32.61 477730

29902 LLNAHFPK Unmodified _LLNAHFPK_ B4FFV2_MAIZE 3 313.85187 938.53379 1.3818 0.051613 1.4126 55.089 55.089 3.42E-02 33.3 466800

29903 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.80073 -0.10416 0.68748 82.554 82.554 1.15E-02 40.58 1834100

29904 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.78739 -0.050783 0.72808 83.136 83.136 1.15E-02 43.82 1001900

29905 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.77087 -0.032823 0.72936 83.391 83.391 3.13E-02 47.04 947480
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29906 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.80004 -0.099731 0.69176 83.101 83.101 3.13E-02 44.07 942460

29907 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.78992 -0.25969 0.52168 82.806 82.806 2.65E-01 26.59 669240

29908 LLNANVTPCLPLR Unmodified _LLNANVTPCLPLR_ B4FW68_MAIZE 2 740.91886 1479.8232 0.81256 -0.2589 0.54456 82.946 82.946 1.15E-02 22.58 156360

29909 LLNCEVPLR Unmodified _LLNCEVPLR_ Q6R9G1_MAIZE 2 557.30788 1112.6012 0.097945 -0.029895 0.055416 62.944 62.944 9.73E-03 34.19 1460500

29910 LLNCEVPLR Unmodified _LLNCEVPLR_ Q6R9G1_MAIZE 2 557.30788 1112.6012 0.014706 0.24555 0.24632 64.723 64.723 3.13E-03 40.4 2215500

29911 LLNDEFYIGLR Unmodified _LLNDEFYIGLR_ Q9ZRH5_MAIZE 2 676.86408 1351.7136 0.57774 0.32472 0.88305 96.304 96.304 4.48E-03 53.1 281530

29912 LLNDEFYIGLR Unmodified _LLNDEFYIGLR_ Q9ZRH5_MAIZE 2 676.86408 1351.7136 0.57338 0.44344 0.99715 95.916 95.916 1.62E-12 83.59 978690

29913 LLNDGELFEK Unmodified _LLNDGELFEK_ B6TEL7_MAIZE 2 589.3086 1176.6027 0.15319 -0.16845 -0.035261 75.788 75.788 1.45E-01 26.18 912720

29914 LLNFIYPSLYR Unmodified _LLNFIYPSLYR_ B4FHN0_MAIZE 2 699.89264 1397.7707 0.68461 0.39717 1.0579 104.07 104.07 4.43E-05 50.62 1425500

29915 LLNHVFDLSAK Unmodified _LLNHVFDLSAK_ B6T7X0_MAIZE 3 419.57143 1255.6925 -0.0073052 -0.072478 -0.090242 76.586 76.586 1.07E-07 42.17 827290

29916 LLNHVFDLSAK Unmodified _LLNHVFDLSAK_ B6T7X0_MAIZE 2 628.85351 1255.6925 0.3437 -0.066904 0.26626 76.576 76.576 1.62E-12 55.29 256690

29917 LLNIGVK Unmodified _LLNIGVK_ B6T828_MAIZE 2 378.75254 755.49052 0.39432 -0.40733 -0.032447 60.147 60.147 8.04E-02 32.85 690440

29918 LLNIGVKDDL Unmodified _LLNIGVKDDL_ B6T828_MAIZE 2 550.32151 1098.6285 -0.21342 -0.10401 -0.32682 81.524 81.524 4.40E-05 51.15 4034500

29919 LLNLHSSAPAAAAAAAAAAAAAEATTSKPK Unmodified _LLNLHSSAPAAAAAAAAAAAAAEATTSKPK_ B6SK25_MAIZE 4 680.11997 2716.4508 0.59935 -0.35431 0.21084 102.99 102.99 7.25E-01 15.29 322580

29920 LLNLHSSAPAAAAAAAAAAAAAEATTSKPK Unmodified _LLNLHSSAPAAAAAAAAAAAAAEATTSKPK_ B6SK25_MAIZE 4 680.11997 2716.4508 0.54042 0.10962 0.61581 120.98 120.98 3.34E-18 80.21 697870

29921 LLNLHSSAPAAAAAAAAAAAAAEATTSKPK Unmodified _LLNLHSSAPAAAAAAAAAAAAAEATTSKPK_ B6SK25_MAIZE 4 680.11997 2716.4508 0.54812 -0.090645 0.42315 122.27 122.27 8.45E-05 40.64 386100

29922 LLNLHSSAPAAAAAAAAAAAAAEATTSKPK Unmodified _LLNLHSSAPAAAAAAAAAAAAAEATTSKPK_ B6SK25_MAIZE 4 680.11997 2716.4508 0.54946 0.037463 0.5532 124.03 124.03 3.07E-06 61.87 483160

29923 LLNLHSSAPAAAAAAAAAAAAAEATTSKPK Unmodified _LLNLHSSAPAAAAAAAAAAAAAEATTSKPK_ B6SK25_MAIZE 4 680.11997 2716.4508 0.54349 0.11845 0.62679 125.99 125.99 4.10E-08 49.98 676300

29924 LLNLTVLQR Unmodified _LLNLTVLQR_ B4FT08_MAIZE 2 535.34004 1068.6655 0.03113 -0.054387 -0.038891 83.148 83.148 1.01E-02 31.33 656700

29925 LLNLVDDLAVAAPGR Unmodified _LLNLVDDLAVAAPGR_ B4FQS7_MAIZE 2 768.94085 1535.8671 0.81946 -0.005817 0.80251 103.49 103.49 1.02E-23 69.99 1300600

29926 LLNLVDDLAVAAPGR Unmodified _LLNLVDDLAVAAPGR_ B4FQS7_MAIZE 2 768.94085 1535.8671 0.80147 -0.12997 0.66168 104.63 104.63 6.53E-30 87.16 4265300

29927 LLNQADCVVSTYR Unmodified _LLNQADCVVSTYR_ B4F8B8_MAIZE 2 769.88521 1537.7559 0.92231 -0.14269 0.78147 68.418 68.418 2.50E-15 78.07 676990

29928 LLNQADCVVSTYR Unmodified _LLNQADCVVSTYR_ B4F8B8_MAIZE 2 769.88521 1537.7559 0.83463 -0.42572 0.41101 68.371 68.371 2.50E-15 76.01 3793200

29929 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.65204 0.18278 0.83493 81.727 81.727 3.13E-02 33.96 89834

29930 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.71205 -0.82795 -0.11493 80.079 80.079 2.61E-08 48.43 13150000

29931 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.66192 -0.79895 -0.13564 80.399 80.399 4.68E-05 56.33 16305000

29932 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.62795 -0.89716 -0.26776 80.052 80.052 1.00E-11 68.22 26052000

29933 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.58789 -0.94043 -0.3503 79.737 79.737 4.68E-05 63.49 26553000

29934 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.74358 -0.22128 0.52296 80.373 80.373 4.68E-05 62.66 4168500

29935 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.71137 -0.33243 0.37994 80.137 80.137 4.68E-05 60.41 5069800

29936 LLNTGVSPCLPLR Unmodified _LLNTGVSPCLPLR_ B6U4D6_MAIZE 2 720.40558 1438.7966 0.66036 -0.82129 -0.15961 81.633 81.633 4.68E-05 48.04 5335300

29937 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.063192 -0.54074 -0.61059 42.225 42.225 3.21E-03 45.74 9780700

29938 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.23994 -0.043074 -0.29084 42.466 42.466 3.32E-02 38.58 161270

29939 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.18715 0.24763 0.050463 41.657 41.657 1.01E-02 34.74 1020700
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29940 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.066959 -0.26033 -0.33489 43.616 43.616 1.01E-02 39.16 1835500

29941 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.14349 0.10331 -0.049767 44.459 44.459 3.21E-03 54.26 2521300

29942 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.065513 0.62328 0.54716 44.218 44.218 9.73E-03 44.47 2767900

29943 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.14958 -0.108 -0.26566 45.202 45.202 3.21E-03 72.45 6706100

29944 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.15713 -0.29533 -0.46052 42.399 42.399 3.13E-03 61.09 6611400

29945 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.1623 0.031731 -0.13945 44.771 44.771 1.01E-02 33.53 382070

29946 LLNTNVDGK Unmodified _LLNTNVDGK_ B4FUS2_MAIZE 2 487.26928 972.52401 -0.25326 -0.1986 -0.45981 45.741 45.741 9.73E-03 51.17 22995000

29947 LLNYNTLEK Unmodified _LLNYNTLEK_ B4FJG4_MAIZE 2 554.30586 1106.5972 -0.055668 0.16808 0.079044 62.059 62.059 3.39E-01 33.62 181210

29948 LLPDAAGTTCGQR Unmodified _LLPDAAGTTCGQR_ SUS1_MAIZE B6 2 680.3379 1358.6612 0.55899 -0.26359 0.30411 48.28 48.28 1.00E-11 71.07 9811600

29949 LLPDAAGTTCGQR Unmodified _LLPDAAGTTCGQR_ SUS1_MAIZE B6 2 680.3379 1358.6612 0.57811 -0.39613 0.19099 47.892 47.892 1.00E-11 69.33 3380100

29950 LLPDAAGTTCGQR Unmodified _LLPDAAGTTCGQR_ SUS1_MAIZE B6 2 680.3379 1358.6612 0.53932 -0.41684 0.13115 50.385 50.385 4.68E-05 68.33 3412000

29951 LLPDAAGTTCGQR Unmodified _LLPDAAGTTCGQR_ SUS1_MAIZE B6 2 680.3379 1358.6612 0.53002 -0.39903 0.13993 49.624 49.624 1.00E-11 66.14 5764900

29952 LLPDAAGTTCGQR Unmodified _LLPDAAGTTCGQR_ SUS1_MAIZE B6 2 680.3379 1358.6612 0.5875 -0.35718 0.23952 50.483 50.483 1.00E-11 68.11 421290

29953 LLPDAAYAR Unmodified _LLPDAAYAR_ B4FVJ9_MAIZE 2 495.27437 988.53418 -0.14394 -0.36434 -0.53902 56.11 56.11 1.12E-01 17.72 5006600

29954 LLPDATGTTCGQR Unmodified _LLPDATGTTCGQR_ SUS2_MAIZE 2 695.34318 1388.6718 0.65161 0.21233 0.8775 48.555 48.555 1.47E-03 50.46 2549600

29955 LLPDATGTTCGQR Unmodified _LLPDATGTTCGQR_ SUS2_MAIZE 2 695.34318 1388.6718 0.64438 -0.19477 0.46449 48.129 48.129 1.00E-11 53.46 1149600

29956 LLPDATGTTCGQR Unmodified _LLPDATGTTCGQR_ SUS2_MAIZE 2 695.34318 1388.6718 0.64689 0.058394 0.71974 50.627 50.627 1.47E-03 59.76 1166500

29957 LLPDATGTTCGQR Unmodified _LLPDATGTTCGQR_ SUS2_MAIZE 2 695.34318 1388.6718 0.61408 0.032381 0.66159 49.881 49.881 2.61E-08 62.8 2330000

29958 LLPEWYSEK Unmodified _LLPEWYSEK_ B6TAT5_MAIZE 2 582.80041 1163.5863 0.12954 0.35886 0.45889 74.254 74.254 7.18E-01 16.34 1185000

29959 LLPEWYSEK Unmodified _LLPEWYSEK_ B6TAT5_MAIZE 2 582.80041 1163.5863 0.19031 0.23924 0.40009 74.954 74.954 1.00E+00 3.91 836720

29960 LLPEWYSEK Unmodified _LLPEWYSEK_ B6TAT5_MAIZE 2 582.80041 1163.5863 0.21749 0.011715 0.2015 74.564 74.564 1.01E-02 23.44 564030

29961 LLPEWYSEK Unmodified _LLPEWYSEK_ B6TAT5_MAIZE 2 582.80041 1163.5863 0.18488 0.36826 0.52367 74.834 74.834 1.00E+00 15.98 1813800

29962 LLPEWYSEK Unmodified _LLPEWYSEK_ B6TAT5_MAIZE 2 582.80041 1163.5863 0.12914 -0.1971 -0.095395 74.707 74.707 1.00E+00 6.17 1092200

29963 LLPEYVDNSCIK Unmodified _LLPEYVDNSCIK_ B4FUA7_MAIZE 2 725.86596 1449.7174 0.75273 -0.024921 0.71731 69.468 69.468 1.11E-04 36.15 1293200

29964 LLPEYVDNSCIK Unmodified _LLPEYVDNSCIK_ B4FUA7_MAIZE 2 725.86596 1449.7174 0.74836 -0.017859 0.72011 69.792 69.792 1.98E-03 47.91 419660

29965 LLPEYVDNSCIK Unmodified _LLPEYVDNSCIK_ B4FUA7_MAIZE 2 725.86596 1449.7174 0.76206 -0.18556 0.56532 70.687 70.687 1.60E-02 36.24 589610

29966 LLPEYVDNSCIK Unmodified _LLPEYVDNSCIK_ B4FUA7_MAIZE 2 725.86596 1449.7174 -0.2566 70.199 70.199 5.17E-01 22.5

29967 LLPEYVDNSCIK Unmodified _LLPEYVDNSCIK_ B4FUA7_MAIZE 2 725.86596 1449.7174 0.67892 -0.49216 0.1761 70.689 70.689 1.98E-03 55.17 4554400

29968 LLPGGGATELTVSATLK Unmodified _LLPGGGATELTVSATLK_ B6UCD0_MAIZE 2 814.4669 1626.9192 1.0248 -0.18095 0.8428 82.595 82.595 1.37E-17 78.04 912630

29969 LLPGTDAAWTSGAVPALSVTR Unmodified _LLPGTDAAWTSGAVPALSVTR_ Q9ZQT1_MAIZE 2 1042.0628 2082.111 1.1517 0.27072 1.4264 100.81 100.81 6.98E-04 33.71 59756

29970 LLPGVEVKDEIAK Unmodified _LLPGVEVKDEIAK_ Q29SB6_MAIZE 2 705.91377 1409.813 0.71245 -0.39217 0.30426 68.231 68.231 1.00E+00 1.23 25132

29971 LLPGVEVKDEIAK Unmodified _LLPGVEVKDEIAK_ Q29SB6_MAIZE 3 470.94494 1409.813 -0.28057 0.23135 -0.0666 68.649 68.649 1.28E-01 16.23 20260000

29972 LLPGVEVKDEIAK Unmodified _LLPGVEVKDEIAK_ Q29SB6_MAIZE 2 705.91377 1409.813 0.60408 -0.13253 0.45493 68.648 68.648 1.00E-11 65.29 4236900

29973 LLPLDLRPK Unmodified _LLPLDLRPK_ B6T2K5_MAIZE 3 355.56573 1063.6754 0.99154 -0.063813 0.90261 69.744 69.744 8.40E-02 26.75 2989600
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29974 LLPLDLRPK Unmodified _LLPLDLRPK_ B6T2K5_MAIZE 3 355.56573 1063.6754 0.88275 -0.24054 0.61648 70.51 70.51 9.63E-01 9.15 209940

29975 LLPLDLRPK Unmodified _LLPLDLRPK_ B6T2K5_MAIZE 3 355.56573 1063.6754 0.73978 -0.05224 0.66153 72.514 72.514 2.35E-02 26.81 742940

29976 LLPLDLRPK Unmodified _LLPLDLRPK_ B6T2K5_MAIZE 2 532.84496 1063.6754 -0.053706 -0.29856 -0.3768 72.519 72.519 1.00E+00 15.68 187710

29977 LLPLNLGLHFSDDQLIR Unmodified _LLPLNLGLHFSDDQLIR_ B4FY83_MAIZE 3 655.37031 1963.0891 0.51143 0.18314 0.68576 110.38 110.38 2.75E-01 0.79 1020400

29978 LLPLNLGLHFSDDQLIR Unmodified _LLPLNLGLHFSDDQLIR_ B4FY83_MAIZE 3 655.37031 1963.0891 0.43697 0.20802 0.63687 110.67 110.67 1.40E-03 26.75 3694700

29979 LLPLNLGLHFSDDQLIR Unmodified _LLPLNLGLHFSDDQLIR_ B4FY83_MAIZE 2 982.55182 1963.0891 1.2766 -0.22344 1.045 110.63 110.63 1.54E-12 61.25 384020

29980 LLPLNLGLHFSDDQLIR Unmodified _LLPLNLGLHFSDDQLIR_ B4FY83_MAIZE 3 655.37031 1963.0891 0.47332 0.25763 0.72213 111.27 111.27 1.11E-04 32 4347400

29981 LLPLNLGLHFSDDQLIR Unmodified _LLPLNLGLHFSDDQLIR_ B4FY83_MAIZE 2 982.55182 1963.0891 1.2304 -0.20745 1.0149 111.22 111.22 1.02E-03 25.34 459930

29982 LLPSDELR Unmodified _LLPSDELR_ B6SU81_MAIZE 2 471.76637 941.5182 -0.1046 0.75756 0.62594 60.441 60.441 3.77E-01 16 1055400

29983 LLPVPASPDAGADWVK Unmodified _LLPVPASPDAGADWVK_ B4F9P0_MAIZE 2 818.44068 1634.8668 1.0219 -0.1725 0.84821 87.137 87.137 4.18E-01 7.44 483360

29984 LLPVPASPDAGADWVK Unmodified _LLPVPASPDAGADWVK_ B4F9P0_MAIZE 2 818.44068 1634.8668 0.979 -0.1692 0.80805 87.742 87.742 1.48E-07 38.42 2036200

29985 LLQALIENR Unmodified _LLQALIENR_ LONH2_MAIZE 2 535.32185 1068.6291 0.042153 0.48647 0.49118 71.699 71.699 9.73E-03 33.52 919430

29986 LLQCEQGCDK Unmodified _LLQCEQGCDK_ B4FHD0_MAIZE 2 625.77883 1249.5431 0.44653 -0.3646 0.08906 35.386 35.386 4.40E-02 28.11 39896

29987 LLQCEQGCDK Unmodified _LLQCEQGCDK_ B4FHD0_MAIZE 2 625.77883 1249.5431 0.34781 0.002535 0.35596 36.194 36.194 1.62E-03 47.09 241490

29988 LLQCEQGCDKR Unmodified _LLQCEQGCDKR_ B4FHD0_MAIZE 3 469.55535 1405.6442 0.030777 -0.3344 -0.30149 31.642 31.642 3.45E-01 11.39 103710

29989 LLQCEQGCDKR Unmodified _LLQCEQGCDKR_ B4FHD0_MAIZE 3 469.55535 1405.6442 -0.066742 -0.64326 -0.70709 32.289 32.289 6.15E-03 24.42 688400

29990 LLQCEQGCDKR Unmodified _LLQCEQGCDKR_ B4FHD0_MAIZE 3 469.55535 1405.6442 0.074638 -0.29712 -0.21988 29.768 29.768 3.45E-01 7.68 65485

29991 LLQDQEAMR Oxidation (M) _LLQDQEAM(ox)R_ B4FSJ1_MAIZE 2 560.27678 1118.539 0.029534 0.27086 0.28021 34.865 34.865 3.05E-02 26.74 58693

29992 LLQDQEAMR Oxidation (M) _LLQDQEAM(ox)R_ B4FSJ1_MAIZE 2 560.27678 1118.539 0.044893 0.23935 0.264 38.612 38.612 5.18E-06 59.18 1008100

29993 LLQDQEAMR Unmodified _LLQDQEAMR_ B4FSJ1_MAIZE 2 552.27932 1102.5441 -0.010998 0.30958 0.27336 48.587 48.587 9.73E-03 59.86 1945200

29994 LLQEAMIK Oxidation (M) _LLQEAM(ox)IK_ B4FM96_MAIZE 2 481.27298 960.5314 -0.15447 0.48853 0.29894 48.342 48.342 2.93E-02 35.54 6023300

29995 LLQEAMIK Unmodified _LLQEAMIK_ B4FM96_MAIZE 2 473.27552 944.53649 -0.1147 -0.53551 -0.68783 58.161 58.161 2.92E-02 29.71 4188700

29996 LLQEQQER Unmodified _LLQEQQER_ B4F9I2_MAIZE 2 522.27764 1042.5407 0.045489 -0.26798 -0.24853 33.326 33.326 5.06E-02 33.1 74498

29997 LLQEQQER Unmodified _LLQEQQER_ B4F9I2_MAIZE 2 522.27764 1042.5407 0.081088 -0.054595 -0.00015232 32.479 32.479 3.77E-01 26.42 42815

29998 LLQEQQER Unmodified _LLQEQQER_ B4F9I2_MAIZE 2 522.27764 1042.5407 -0.0084031 -0.38101 -0.41466 33.289 33.289 3.48E-02 47.01 145230

29999 LLQHEIYR Unmodified _LLQHEIYR_ B6SP44_MAIZE 3 357.8697 1070.5873 0.77927 0.28419 1.0368 45.292 45.292 6.27E-01 11.64 61672

30000 LLQHEIYR Unmodified _LLQHEIYR_ B6SP44_MAIZE 3 357.8697 1070.5873 0.66712 -0.084864 0.5555 47.834 47.834 1.37E-01 21 3073200

30001 LLQHEIYR Unmodified _LLQHEIYR_ B6SP44_MAIZE 2 536.30092 1070.5873 -0.086216 -0.30157 -0.41374 47.831 47.831 3.48E-02 50.2 550960

30002 LLQLVNPAYQSLLGHLR Unmodified _LLQLVNPAYQSLLGHLR_ B6U4D9_MAIZE 3 645.71067 1934.1102 0.41966 -0.029838 0.37417 106.22 106.22 6.76E-01 7.1 414890

30003 LLQLVNPAYQSLLGHLR Unmodified _LLQLVNPAYQSLLGHLR_ B6U4D9_MAIZE 3 645.71067 1934.1102 0.47074 -0.10648 0.3486 106.31 106.31 6.76E-01 13.85 389910

30004 LLQLVNPAYQSLLGHLR Unmodified _LLQLVNPAYQSLLGHLR_ B6U4D9_MAIZE 3 645.71067 1934.1102 0.47182 0.11711 0.5737 106.77 106.77 4.56E-01 17.72 661890

30005 LLQLVNPAYQSLLGHLR Unmodified _LLQLVNPAYQSLLGHLR_ B6U4D9_MAIZE 3 645.71067 1934.1102 0.50523 0.25897 0.74955 107.17 107.17 4.56E-01 22.1 254020

30006 LLQSIPQR Unmodified _LLQSIPQR_ B4FL38_MAIZE 2 477.79018 953.56581 -0.12084 0.35692 0.21534 50.148 50.148 3.77E-01 24.38 1863700

30007 LLQTSR Unmodified _LLQTSR_ B4FAR8_MAIZE 2 359.21632 716.41809 1.0032 -0.086408 0.90043 27.361 27.361 1.00E+00 11.96 21610
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30008 LLQTSR Unmodified _LLQTSR_ B4FAR8_MAIZE 2 359.21632 716.41809 0.95749 0.027769 0.96854 27.038 27.038 2.64E-01 28.03 23285

30009 LLQTSR Unmodified _LLQTSR_ B4FAR8_MAIZE 2 359.21632 716.41809 1.0547 -0.13739 0.8992 27.646 27.646 1.00E+00 1.29 17591

30010 LLQTSR Unmodified _LLQTSR_ B4FAR8_MAIZE 2 359.21632 716.41809 1.0062 0.18414 1.1722 26.363 26.363 5.26E-01 33.41 313560

30011 LLQVLNLEDQEELR Unmodified _LLQVLNLEDQEELR_ B6TPR8_MAIZE 2 856.46488 1710.9152 1.0586 0.1061 1.1424 94.117 94.117 2.09E-30 74.88 743540

30012 LLQYSPNVAER Unmodified _LLQYSPNVAER_ B6U245_MAIZE 2 645.34605 1288.6776 0.49825 0.20222 0.67718 60.481 60.481 3.57E-04 34.2 405620

30013 LLREDYLAQNAFTPYDK Unmodified _LLREDYLAQNAFTPYDK_ VATA_MAIZE B6 3 686.34946 2056.0266 0.6061 0.066846 0.65448 82.654 82.654 1.00E+00 8.51 273420

30014 LLREDYLAQNAFTPYDK Unmodified _LLREDYLAQNAFTPYDK_ VATA_MAIZE B6 3 686.34946 2056.0266 0.63567 -0.10318 0.51472 83.005 83.005 1.00E+00 2.67 422450

30015 LLREDYLAQNAFTPYDK Unmodified _LLREDYLAQNAFTPYDK_ VATA_MAIZE B6 3 686.34946 2056.0266 0.58597 0.25486 0.82242 82.578 82.578 1.19E-02 42.24 1561200

30016 LLRPAMVK Oxidation (M) _LLRPAM(ox)VK_ B4FLR0_MAIZE 3 315.19676 942.56846 1.4676 -0.26805 1.1769 35.657 35.657 5.41E-01 14.64 306140

30017 LLRPAMVK Unmodified _LLRPAMVK_ B4FLR0_MAIZE 3 309.86512 926.57354 1.2465 45.404 45.404 2.02E-01 15.01

30018 LLRPNMESTR Oxidation (M) _LLRPNM(ox)ESTR_ B6SMG7_MAIZE 3 411.55204 1231.6343 0.16554 0.19257 0.33344 31.393 31.393 1.00E+00 0.19 47643

30019 LLRPNMESTR Oxidation (M) _LLRPNM(ox)ESTR_ B6SMG7_MAIZE 3 411.55204 1231.6343 0.057591 0.0187 0.051683 33.81 33.81 3.83E-02 27.63 157200

30020 LLRPNMESTR Oxidation (M) _LLRPNM(ox)ESTR_ B6SMG7_MAIZE 2 616.82443 1231.6343 0.33222 -0.27603 0.033278 33.799 33.799 1.00E+00 1.51 25430

30021 LLSEDWEGAVQDLK Unmodified _LLSEDWEGAVQDLK_ B4FW32_MAIZE 2 801.90413 1601.7937 0.986 -0.57515 0.4012 96.287 96.287 7.64E-09 83.37 664850

30022 LLSENEWR Unmodified _LLSENEWR_ B4FSK8_MAIZE 2 523.76691 1045.5193 -0.17365 0.15876 -0.045373 60.515 60.515 3.77E-01 22.17 140810

30023 LLSEPAPGISASPSEENMR Oxidation (M) _LLSEPAPGISASPSEENM(ox)R_ B4FPA1_MAIZE 2 1000.9833 1999.9521 1.1732 -0.013653 1.1372 63.474 63.474 1.42E-05 33.13 117730

30024 LLSEPAPGISASPSEENMR Oxidation (M) _LLSEPAPGISASPSEENM(ox)R_ B4FPA1_MAIZE 2 1000.9833 1999.9521 1.1451 -0.054696 1.0676 63.022 63.022 1.10E-40 76.84 666430

30025 LLSEPAPGISASPSEENMR Oxidation (M) _LLSEPAPGISASPSEENM(ox)R_ B4FPA1_MAIZE 2 1000.9833 1999.9521 1.1037 -0.20535 0.87647 65.238 65.238 6.11E-47 69.78 4869900

30026 LLSEPAPGISASPSEENMR Unmodified _LLSEPAPGISASPSEENMR_ B4FPA1_MAIZE 2 992.98585 1983.9572 1.1134 -0.28057 0.80948 70.407 70.407 1.84E-40 98.26 2441800

30027 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.43963 -0.019244 0.39738 45.979 45.979 4.46E-01 35.86 11067000

30028 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.22934 -0.38226 -0.17439 46.778 46.778 8.04E-02 43.75 715290

30029 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.48911 -0.41004 0.057212 48.283 48.283 4.46E-01 23.7 1955600

30030 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.43367 -0.49418 -0.083772 47.548 47.548 1.86E-01 31.17 2459900

30031 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.3498 -0.27815 0.049672 48.325 48.325 7.83E-01 28.37 3497300

30032 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.34323 -0.62777 -0.30754 48.84 48.84 9.32E-03 40.29 7535700

30033 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.43055 -0.54348 -0.13583 46.204 46.204 4.46E-01 32.46 8332000

30034 LLSEVPK Unmodified _LLSEVPK_ B4FG22_MAIZE 2 393.242 784.46945 0.12602 -0.68928 -0.58446 49.612 49.612 4.49E-02 42.99 31599000

30035 LLSGTTLIVDR Unmodified _LLSGTTLIVDR_ B6TN98_MAIZE 2 594.35335 1186.6921 0.1604 0.43083 0.59079 72.871 72.871 3.57E-04 57.18 826300

30036 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.90577 0.076099 0.98006 103.03 103.03 5.14E-05 25 1786700

30037 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.88314 0.05876 0.93984 103.82 103.82 4.10E-06 30.12 350700

30038 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.8978 0.14624 1.0415 103.87 103.87 4.10E-06 32.68 476070

30039 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.89921 0.048532 0.94547 104.34 104.34 1.25E-18 51.83 609550

30040 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.93757 0.053129 0.98883 104.67 104.67 5.14E-05 21.52 504660

30041 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.91611 0.026514 0.94123 105.08 105.08 3.62E-09 55.18 1204600
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30042 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.88167 -0.037559 0.84188 103.76 103.76 8.30E-06 22.94 2002800

30043 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.87432 0.1184 0.99093 109.3 109.3 1.27E-06 40.38 898380

30044 LLSGVTIAHGGVLPNINPVLLPK Unmodified _LLSGVTIAHGGVLPNINPVLLPK_ B6SJU3_MAIZE 3 774.80177 2321.3835 0.8352 -0.003911 0.82948 121.71 121.71 1.78E-30 61.32 2028000

30045 LLSLGFTSVVVR Unmodified _LLSLGFTSVVVR_ B6TMJ8_MAIZE 2 645.89264 1289.7707 0.43534 -0.58694 -0.13908 102.78 102.78 6.74E-02 24.24 8266

30046 LLSLGFTSVVVR Unmodified _LLSLGFTSVVVR_ B6TMJ8_MAIZE 2 645.89264 1289.7707 0.44434 0.32815 0.78223 98.017 98.017 1.00E+00 15.4 188800

30047 LLSLGFTSVVVR Unmodified _LLSLGFTSVVVR_ B6TMJ8_MAIZE 2 645.89264 1289.7707 0.50913 0.06413 0.58398 97.821 97.821 1.00E+00 7.49 219750

30048 LLSLGFTSVVVR Unmodified _LLSLGFTSVVVR_ B6TMJ8_MAIZE 2 645.89264 1289.7707 0.41806 0.37656 0.80411 97.787 97.787 1.00E+00 9.2 1110200

30049 LLSLPDFLDASIGK Unmodified _LLSLPDFLDASIGK_ B6TZB7_MAIZE 2 744.91905 1487.8235 0.87154 0.12921 0.99107 122.57 122.57 3.51E-02 25.41 175920

30050 LLSLPDFLDASIGK Unmodified _LLSLPDFLDASIGK_ B6TZB7_MAIZE 2 744.91905 1487.8235 0.87823 0.34518 1.2131 122.97 122.97 6.31E-03 32.39 201780

30051 LLSLPDFLDASIGK Unmodified _LLSLPDFLDASIGK_ B6TZB7_MAIZE 2 744.91905 1487.8235 0.79345 0.29304 1.0762 122.28 122.28 3.56E-04 38.58 1550100

30052 LLSQHLEAVIR Unmodified _LLSQHLEAVIR_ B6SKP8_MAIZE 3 426.92247 1277.7456 0.065792 0.2523 0.29601 66.735 66.735 9.88E-04 30.27 1363800

30053 LLSSIPEFADFGK Unmodified _LLSSIPEFADFGK_ B6SV32_MAIZE 2 712.37702 1422.7395 0.70104 0.21225 0.90499 100.67 100.67 1.15E-02 22.24 3705400

30054 LLSSIPEFADFGK Unmodified _LLSSIPEFADFGK_ B6SV32_MAIZE 2 712.37702 1422.7395 0.70228 0.12494 0.81929 101.25 101.25 9.54E-02 19.54 2172000

30055 LLSSIPEFADFGK Unmodified _LLSSIPEFADFGK_ B6SV32_MAIZE 2 712.37702 1422.7395 0.68823 0.26041 0.94041 101.2 101.2 9.54E-02 20.2 2627600

30056 LLSSIPEFADFGK Unmodified _LLSSIPEFADFGK_ B6SV32_MAIZE 2 712.37702 1422.7395 0.68641 0.28768 0.96572 100.93 100.93 9.49E-01 5.28 835570

30057 LLSSIPEFADFGK Unmodified _LLSSIPEFADFGK_ B6SV32_MAIZE 2 712.37702 1422.7395 0.65389 0.29208 0.93707 101.29 101.29 1.15E-02 22.24 748540

30058 LLSSTNQPSFLSQK Unmodified _LLSSTNQPSFLSQK_ B6SVM3_MAIZE 2 775.41466 1548.8148 0.9236 -0.19296 0.7215 68.514 68.514 3.56E-04 64.95 554430

30059 LLSSTNQPSFLSQK Unmodified _LLSSTNQPSFLSQK_ B6SVM3_MAIZE 2 775.41466 1548.8148 0.93947 -1.3638 -0.43229 69.57 69.57 7.64E-09 72.01 320550

30060 LLSTATEESQK Unmodified _LLSTATEESQK_ B6SHG7_MAIZE 2 603.81425 1205.6139 0.204 -0.054171 0.12824 37.115 37.115 4.48E-03 63.41 693910

30061 LLSVDTFYAEVASEAVK Unmodified _LLSVDTFYAEVASEAVK_ B6U8D5_MAIZE 2 921.4802 1840.9458 1.2081 0.4329 1.6319 115.56 115.56 1.51E-07 92.38 148020

30062 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.73942 -0.29965 0.43271 65.738 65.738 2.64E-01 38.94 34207000

30063 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.59866 0.19666 0.78801 68.041 68.041 1.00E+00 25.56 169630

30064 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.68344 -0.53293 0.1435 66.799 66.799 5.26E-01 28.34 18401000

30065 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.74465 -0.42142 0.316 67.738 67.738 2.64E-01 37.31 21467000

30066 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.64631 -0.31354 0.32336 67.139 67.139 2.64E-01 35.34 26024000

30067 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.682 0.38329 1.0544 67.545 67.545 1.00E+00 16.12 652070

30068 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.81894 0.17307 0.98377 67.456 67.456 1.00E+00 10.54 850750

30069 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.79962 0.72545 1.5149 67.654 67.654 5.26E-01 23.8 1187200

30070 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.79929 0.33828 1.1284 66.537 66.537 9.46E-01 27.94 1933400

30071 LLSVFR Unmodified _LLSVFR_ B4G1T4_MAIZE 2 367.73161 733.44866 0.51147 0.08678 0.58892 69.142 69.142 9.46E-01 22.71 1334900

30072 LLTANYQVV Unmodified _LLTANYQVV_ B4G0V4_MAIZE 2 510.78985 1019.5651 -0.050756 0.05656 -0.0012672 77.819 77.819 3.39E-01 8.14 1421300

30073 LLTANYQVV Unmodified _LLTANYQVV_ B4G0V4_MAIZE 2 510.78985 1019.5651 -0.1456 0.19093 0.038104 78.285 78.285 7.18E-01 5.52 356660

30074 LLTANYQVV Unmodified _LLTANYQVV_ B4G0V4_MAIZE 2 510.78985 1019.5651 -0.026591 -0.51009 -0.54161 56.729 56.729 1.00E+00 2.25 725900

30075 LLTANYQVV Unmodified _LLTANYQVV_ B4G0V4_MAIZE 2 510.78985 1019.5651 -0.042863 -0.13346 -0.18236 78.852 78.852 1.00E+00 11.73 2073500
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30076 LLTEVSTSR Unmodified _LLTEVSTSR_ B6SL65_MAIZE 2 503.28239 1004.5502 -0.034095 -2.4222 -2.4597 49.528 49.528 3.21E-03 42.69 995890

30077 LLTGETISSAAPQEPVPIR Unmodified _LLTGETISSAAPQEPVPIR_ B6T6P7_MAIZE 2 990.04403 1978.0735 1.214 -0.23113 0.97247 79.422 79.422 1.06E-14 79.88 706990

30078 LLTGETVPSAAPQEPVPIR Unmodified _LLTGETVPSAAPQEPVPIR_ B6THK8_MAIZE 2 988.04657 1974.0786 1.195 0.11624 1.3069 76.968 76.968 5.89E-20 72.2 1577200

30079 LLTGVTIAHGGVLPNINPVLLPK Unmodified _LLTGVTIAHGGVLPNINPVLLPK_ B6SYU0_MAIZE 3 779.47366 2335.3991 0.93738 0.13745 1.0751 105.63 105.63 6.43E-02 7.15 734220

30080 LLTGVTIAHGGVLPNINPVLLPK Unmodified _LLTGVTIAHGGVLPNINPVLLPK_ B6SYU0_MAIZE 3 779.47366 2335.3991 0.93088 0.20925 1.1398 106.1 106.1 5.17E-06 27.15 1262500

30081 LLTGVTIAHGGVLPNINPVLLPK Unmodified _LLTGVTIAHGGVLPNINPVLLPK_ B6SYU0_MAIZE 3 779.47366 2335.3991 0.89509 0.24837 1.143 104.67 104.67 4.10E-06 36.47 1926600

30082 LLTGVTIAHGGVLPNINPVLLPK Unmodified _LLTGVTIAHGGVLPNINPVLLPK_ B6SYU0_MAIZE 3 779.47366 2335.3991 0.9028 -0.044681 0.85872 110.58 110.58 5.14E-05 17.06 578350

30083 LLTGVTIAHGGVLPNINPVLLPK Unmodified _LLTGVTIAHGGVLPNINPVLLPK_ B6SYU0_MAIZE 3 779.47366 2335.3991 0.85318 -0.028092 0.82553 123.98 123.98 1.60E-11 50.69 865520

30084 LLTSAYSTIR Unmodified _LLTSAYSTIR_ B4FX41_MAIZE 2 562.81914 1123.6237 0.010705 0.22007 0.21206 63.998 63.998 2.81E-03 38.03 603680

30085 LLTVAGVPYEYCR Unmodified _LLTVAGVPYEYCR_ B4FLG7_MAIZE 2 770.89505 1539.7755 0.81178 -0.039897 0.77039 81.138 81.138 2.50E-15 63.7 2375300

30086 LLTVELAALLHDVGDYK Unmodified _LLTVELAALLHDVGDYK_ B6SZF0_MAIZE 3 624.01553 1869.0248 0.30914 0.47822 0.77838 130.31 130.31 5.01E-03 28.25 2839700

30087 LLVADDLQSFGEQLR Unmodified _LLVADDLQSFGEQLR_ Q9SAZ6_MAIZE 2 852.45178 1702.889 1.0334 -0.10557 0.92358 104.53 104.53 2.40E-39 89.59 4692100

30088 LLVADDLQSFGEQLR Unmodified _LLVADDLQSFGEQLR_ Q9SAZ6_MAIZE 2 852.45178 1702.889 1.0498 0.10075 1.1457 105.06 105.06 1.04E-33 104.26 2811900

30089 LLVADDLQSFGEQLR Unmodified _LLVADDLQSFGEQLR_ Q9SAZ6_MAIZE 2 852.45178 1702.889 1.0261 0.10749 1.1282 105.16 105.16 1.04E-33 95.62 2744200

30090 LLVADDLQSFGEQLR Unmodified _LLVADDLQSFGEQLR_ Q9SAZ6_MAIZE 2 852.45178 1702.889 1.2115 0.76842 1.9743 105.11 105.11 2.40E-39 109.31 466180

30091 LLVADDLQSFGEQLRK Unmodified _LLVADDLQSFGEQLRK_ Q9SAZ6_MAIZE 3 611.33526 1830.984 0.25357 -0.15158 0.092941 96.959 96.959 1.00E+00 1.97 1550000

30092 LLVADDLQSFGEQLRK Unmodified _LLVADDLQSFGEQLRK_ Q9SAZ6_MAIZE 3 611.33526 1830.984 0.23711 -0.2324 -0.0033372 97.62 97.62 1.21E-01 22.63 1285300

30093 LLVADDLQSFGEQLRK Unmodified _LLVADDLQSFGEQLRK_ Q9SAZ6_MAIZE 3 611.33526 1830.984 0.24849 -0.26481 -0.024378 97.69 97.69 4.32E-02 29.76 1085700

30094 LLVANVGDSR Unmodified _LLVANVGDSR_ B4FBQ5_MAIZE 2 522.29583 1042.5771 -0.09983 0.072979 -0.032179 56.777 56.777 1.84E-04 67.91 4945200

30095 LLVDLEK Unmodified _LLVDLEK_ B4FDW3_MAIZE 2 415.25511 828.49567 0.24281 0.6606 0.87891 65.57 65.57 4.46E-01 22.88 1064500

30096 LLVDPNTPR Unmodified _LLVDPNTPR_ B6TEG2_MAIZE 2 512.79292 1023.5713 -0.085466 -0.42945 -0.52055 56.36 56.36 3.39E-01 38.8 977430

30097 LLVGESGIGPIDR Unmodified _LLVGESGIGPIDR_ B6TGG7_MAIZE 2 663.37481 1324.7351 0.49243 -0.86225 -0.37109 75.656 75.656 1.47E-03 37.69 958590

30098 LLVGESGIGPIDR Unmodified _LLVGESGIGPIDR_ B6TGG7_MAIZE 2 663.37481 1324.7351 0.3573 -1.2692 -0.91229 76.134 76.134 4.68E-05 43.91 256320

30099 LLVGESGIGPIDR Unmodified _LLVGESGIGPIDR_ B6TGG7_MAIZE 2 663.37481 1324.7351 0.45893 -0.54422 -0.087442 76.697 76.697 4.68E-05 50.63 473880

30100 LLVGESGIGPIDR Unmodified _LLVGESGIGPIDR_ B6TGG7_MAIZE 2 663.37481 1324.7351 0.50813 -1.0377 -0.53022 76.224 76.224 6.20E-03 65.57 465970

30101 LLVLDEADEMLSR Unmodified _LLVLDEADEMLSR_ Q2MJJ9_MAIZE 2 752.3898 1502.765 0.86407 0.37972 1.2234 109.68 109.68 2.50E-15 81.96 719960

30102 LLVLDEADEMLSR Unmodified _LLVLDEADEMLSR_ Q2MJJ9_MAIZE 2 752.3898 1502.765 0.8345 -0.33026 0.48449 110.19 110.19 1.00E-11 75.69 115960

30103 LLVLSGK Unmodified _LLVLSGK_ B4FU40_MAIZE 2 365.24709 728.47963 0.79851 0.21091 0.9915 56.051 56.051 1.86E-01 26.96 4154900

30104 LLVPASQAGSLIGK Unmodified _LLVPASQAGSLIGK_ B6T5L0_MAIZE 2 677.40865 1352.8028 0.59053 -0.022125 0.55548 77.219 77.219 1.00E+00 0.73 231530

30105 LLVPASQAGSLIGK Unmodified _LLVPASQAGSLIGK_ B6T5L0_MAIZE 2 677.40865 1352.8028 0.58552 -0.17417 0.39836 77.661 77.661 1.00E+00 24 535130

30106 LLVPASQAGSLIGK Unmodified _LLVPASQAGSLIGK_ B6T5L0_MAIZE 2 677.40865 1352.8028 0.58035 -0.12696 0.44121 77.272 77.272 6.31E-03 34.26 969770

30107 LLVPGAQAINLIGK Unmodified _LLVPGAQAINLIGK_ B6T6U2_MAIZE 2 703.94012 1405.8657 0.70166 0.058148 0.74225 96.176 96.176 1.29E-01 11.18 324470

30108 LLVPGAQAINLIGK Unmodified _LLVPGAQAINLIGK_ B6T6U2_MAIZE 2 703.94012 1405.8657 0.67149 0.1968 0.85176 95.791 95.791 3.49E-01 20.24 820070

30109 LLVPGAQAINLIGK Unmodified _LLVPGAQAINLIGK_ B6T6U2_MAIZE 2 703.94012 1405.8657 0.65215 -0.1501 0.48538 96.262 96.262 3.40E-25 71.14 4347000
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30110 LLVPLPPTSR Unmodified _LLVPLPPTSR_ B4F9K2_MAIZE 2 546.84242 1091.6703 -0.017245 0.096991 0.072579 77.17 77.17 1.00E+00 11.51 39419

30111 LLVPLPPTSR Unmodified _LLVPLPPTSR_ B4F9K2_MAIZE 2 546.84242 1091.6703 0.068821 0.11609 0.17835 76.603 76.603 4.40E-02 32.92 1288500

30112 LLVPLPPTSR Unmodified _LLVPLPPTSR_ B4F9K2_MAIZE 2 546.84242 1091.6703 0.04076 0.22083 0.25422 76.162 76.162 1.00E+00 9.97 472290

30113 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.072688 0.25091 0.3082 89.95 89.95 1.00E+00 4.5 26686

30114 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.052677 0.21895 0.25623 87.5 87.5 1.25E-02 28.98 1999100

30115 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.096988 0.16475 0.24613 87.314 87.314 3.43E-01 11.15 3479100

30116 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.039443 0.38 0.40304 86.936 86.936 5.76E-06 47.97 3285400

30117 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.078865 0.24235 0.30427 87.497 87.497 1.25E-02 36.9 6080900

30118 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 -0.009584 0.21395 0.18835 87.035 87.035 5.76E-06 57.58 61089000

30119 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.048551 -0.20541 -0.17189 87.235 87.235 1.25E-02 27.1 2282400

30120 LLVPLVSAYR Unmodified _LLVPLVSAYR_ B4FHT1_MAIZE 2 565.85024 1129.6859 0.051767 0.42028 0.45608 88.979 88.979 7.11E-01 9.6 148630

30121 LLVPLVSTYR Unmodified _LLVPLVSTYR_ Q43863_MAIZE 2 580.85552 1159.6965 0.16169 0.23394 0.38724 84.787 84.787 1.62E-03 36.64 3846600

30122 LLVPLVSTYR Unmodified _LLVPLVSTYR_ Q43863_MAIZE 2 580.85552 1159.6965 0.12504 0.2303 0.34789 85.497 85.497 4.40E-02 28.97 914970

30123 LLVPLVSTYR Unmodified _LLVPLVSTYR_ Q43863_MAIZE 2 580.85552 1159.6965 0.17618 0.059479 0.22789 85.087 85.087 7.11E-01 3.97 718830

30124 LLVPLVSTYR Unmodified _LLVPLVSTYR_ Q43863_MAIZE 2 580.85552 1159.6965 0.07437 0.25724 0.32328 85.245 85.245 1.84E-04 50.07 14604000

30125 LLVPSDQIGCIIGK Unmodified _LLVPSDQIGCIIGK_ B6SJQ4_MAIZE 2 756.92635 1511.8381 0.85 -0.50351 0.34959 92.176 92.176 7.64E-09 47.96 648920

30126 LLVPSDQIGCIIGK Unmodified _LLVPSDQIGCIIGK_ B6SJQ4_MAIZE 2 756.92635 1511.8381 0.91645 0.38812 1.3068 96.168 96.168 2.25E-03 41.73 276710

30127 LLVQPSSDNK Unmodified _LLVQPSSDNK_ B6U2J5_MAIZE 2 550.80095 1099.5873 0.13023 -0.56718 -0.44855 45.61 45.61 1.00E+00 5.2 271050

30128 LLVQPSSDNK Unmodified _LLVQPSSDNK_ B6U2J5_MAIZE 2 550.80095 1099.5873 0.10341 0.051452 0.14252 43.692 43.692 7.11E-01 5.08 188880

30129 LLVQPSSDNK Unmodified _LLVQPSSDNK_ B6U2J5_MAIZE 2 550.80095 1099.5873 0.092514 -0.099707 -0.018902 43.578 43.578 4.40E-02 20.3 620740

30130 LLVSEELHPLGEK Unmodified _LLVSEELHPLGEK_ CAPP2_MAIZE 3 488.60832 1462.8031 -0.022586 -0.005262 -0.049056 70.738 70.738 1.02E-01 11.06 1052700

30131 LLVSEELHPLGEK Unmodified _LLVSEELHPLGEK_ CAPP2_MAIZE 3 488.60832 1462.8031 -0.21291 -0.20732 -0.43943 71.458 71.458 1.02E-01 19.91 770370

30132 LLVSEELHPLGEK Unmodified _LLVSEELHPLGEK_ CAPP2_MAIZE 2 732.40885 1462.8031 0.76003 -0.21894 0.52182 71.461 71.461 1.47E-03 71.26 210090

30133 LLVSEELHPLGEK Unmodified _LLVSEELHPLGEK_ CAPP2_MAIZE 3 488.60832 1462.8031 -0.065404 0.062632 -0.02401 72.045 72.045 3.64E-02 18.72 857390

30134 LLVSPGEIVVIPQGLR Unmodified _LLVSPGEIVVIPQGLR_ B6SUH2_MAIZE 2 845.51672 1689.0189 1.0775 0.16088 1.2364 106.44 106.44 7.73E-25 72.67 620690

30135 LLVTDEAR Unmodified _LLVTDEAR_ B4FS99_MAIZE 2 458.75855 915.50255 -0.044835 -0.1262 -0.18464 47.61 47.61 2.34E-03 44.25 3104100

30136 LLVTDEAR Unmodified _LLVTDEAR_ B4FS99_MAIZE 2 458.75855 915.50255 -0.24467 0.39075 0.13097 50.84 50.84 2.34E-03 53.4 9167800

30137 LLVTDEARK Unmodified _LLVTDEARK_ B4FS99_MAIZE 2 522.80603 1043.5975 -0.099079 0.0771 -0.043288 43.092 43.092 3.39E-01 28.63 268200

30138 LLVTDEARK Unmodified _LLVTDEARK_ B4FS99_MAIZE 3 348.87311 1043.5975 0.86639 -0.12125 0.7235 42.959 42.959 5.45E-01 29.92 505370

30139 LLVTNAEGNAAAQAAAAK Unmodified _LLVTNAEGNAAAQAAAAK_ B6UBI2_MAIZE 2 842.45485 1682.8951 1.0464 0.23476 1.2499 62.024 62.024 1.18E-19 130.07 209740

30140 LLVTNAEGNAAAQAAAAK Unmodified _LLVTNAEGNAAAQAAAAK_ B6UBI2_MAIZE 2 842.45485 1682.8951 1.0665 0.035708 1.0707 63.291 63.291 1.56E-52 132.26 395680

30141 LLVTNAEGNAAAQAAAAK Unmodified _LLVTNAEGNAAAQAAAAK_ B6UBI2_MAIZE 2 842.45485 1682.8951 1.0626 0.068477 1.0999 63.221 63.221 1.56E-52 140.78 1428000

30142 LLVTSGVFASSDDVQYR Unmodified _LLVTSGVFASSDDVQYR_ B6TS22_MAIZE 2 928.97307 1855.9316 1.068 2.0467 3.1216 86.654 86.654 2.72E-05 36.58 82951

30143 LLVTSGVFASSDDVQYR Unmodified _LLVTSGVFASSDDVQYR_ B6TS22_MAIZE 2 928.97307 1855.9316 1.1104 1.5962 2.7138 86.725 86.725 1.24E-09 87.28 117000
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30144 LLVTSGVFASSDDVQYR Unmodified _LLVTSGVFASSDDVQYR_ B6TS22_MAIZE 2 928.97307 1855.9316 1.1768 0.71454 1.8992 86.871 86.871 8.28E-39 115.95 687640

30145 LLVVEPFVTYGFPNLK Unmodified _LLVVEPFVTYGFPNLK_ B4FCX1_MAIZE 2 918.51893 1835.0233 1.1489 -0.48632 0.6668 119.36 119.36 1.27E-09 76.21 212600

30146 LLVVEPFVTYGFPNLK Unmodified _LLVVEPFVTYGFPNLK_ B4FCX1_MAIZE 2 918.51893 1835.0233 1.1243 0.66393 1.7905 120 120 1.81E-01 6.34 58960

30147 LLVVEPFVTYGFPNLK Unmodified _LLVVEPFVTYGFPNLK_ B4FCX1_MAIZE 2 918.51893 1835.0233 1.2119 0.34465 1.5599 122.37 122.37 1.48E-07 36.62 82651

30148 LLVVTDGDK Unmodified _LLVVTDGDK_ SCRK2_MAIZE 2 480.27403 958.53351 -0.044952 0.51292 0.47787 50.786 50.786 3.89E-04 43.16 3841500

30149 LLVVTDGDK Unmodified _LLVVTDGDK_ SCRK2_MAIZE 2 480.27403 958.53351 -0.17479 0.24452 0.083157 51.389 51.389 1.00E+00 12.99 30473

30150 LLVVTDGDK Unmodified _LLVVTDGDK_ SCRK2_MAIZE 2 480.27403 958.53351 -0.060509 0.29563 0.24681 52.081 52.081 3.32E-02 14.95 2931400

30151 LLVVTDGDK Unmodified _LLVVTDGDK_ SCRK2_MAIZE 2 480.27403 958.53351 -0.16794 -0.033652 -0.18851 53.399 53.399 3.13E-03 45.89 37879000

30152 LLVVTDGDK Unmodified _LLVVTDGDK_ SCRK2_MAIZE 2 480.27403 958.53351 0.034876 1.3452 1.3902 54.295 54.295 1.01E-02 37.78 113980

30153 LLWASTGVK Unmodified _LLWASTGVK_ B4FRC9_MAIZE 2 487.78711 973.55967 -0.13966 -0.32761 -0.47212 68.289 68.289 1.01E-02 37.14 5581700

30154 LLYLLNQGDTFTK Unmodified _LLYLLNQGDTFTK_ B6SV32_MAIZE 2 763.41667 1524.8188 0.88522 0.22124 1.101 91.533 91.533 4.93E-21 70.93 3298200

30155 LLYLLNQGDTFTK Unmodified _LLYLLNQGDTFTK_ B6SV32_MAIZE 2 763.41667 1524.8188 0.85493 -0.21695 0.63322 94.177 94.177 1.47E-03 30.34 53790

30156 LLYLLNQGDTFTK Unmodified _LLYLLNQGDTFTK_ B6SV32_MAIZE 2 763.41667 1524.8188 0.88358 0.29672 1.1741 92.188 92.188 4.93E-21 75.27 1391100

30157 LLYLLNQGDTFTK Unmodified _LLYLLNQGDTFTK_ B6SV32_MAIZE 2 763.41667 1524.8188 0.87344 0.92179 1.7878 92.257 92.257 1.15E-02 18.76 1533700

30158 LLYLLNQGDTFTK Unmodified _LLYLLNQGDTFTK_ B6SV32_MAIZE 2 763.41667 1524.8188 0.8629 0.38633 1.2436 92.066 92.066 1.56E-17 68.75 2708900

30159 LMAESANTVK Unmodified _LMAESANTVK_ B6SLU3_MAIZE 2 532.27625 1062.5379 0.098442 -2.8391 -2.7622 38.973 38.973 1.45E-01 15.44 162170

30160 LMCSFGGR Unmodified _LMCSFGGR_ B6SRM6_MAIZE 2 464.2124 926.41024 -0.046305 0.26132 0.22397 52.219 52.219 1.65E-01 28.82 481080

30161 LMCSFGGR Unmodified _LMCSFGGR_ B6SRM6_MAIZE 2 464.2124 926.41024 -0.02462 -0.57421 -0.58727 51.539 51.539 5.06E-02 31.81 1001200

30162 LMCSFGGR Oxidation (M) _LM(ox)CSFGGR_ B6SRM6_MAIZE 2 472.20985 942.40515 -0.012486 0.15991 0.16259 42.871 42.871 4.49E-02 25.88 468300

30163 LMDAVDEYIPDPVR Unmodified _LMDAVDEYIPDPVR_ B4FH57_MAIZE 2 816.90053 1631.7865 1.015 0.011572 1.02 96.554 96.554 1.95E-13 60.79 779960

30164 LMDAVDEYIPDPVR Unmodified _LMDAVDEYIPDPVR_ B4FH57_MAIZE 2 816.90053 1631.7865 1.0086 -0.078361 0.92465 97.216 97.216 3.40E-25 90.87 1618900

30165 LMDAVDEYIPDPVR Unmodified _LMDAVDEYIPDPVR_ B4FH57_MAIZE 2 816.90053 1631.7865 0.99269 -0.2932 0.69419 96.805 96.805 2.00E-19 72.71 674760

30166 LMDAVDEYIPDPVR Oxidation (M) _LM(ox)DAVDEYIPDPVR_ B4FH57_MAIZE 2 824.89799 1647.7814 1.0367 -0.39518 0.6378 86.87 86.87 1.95E-13 50.89 287250

30167 LMDAVDEYIPDPVR Oxidation (M) _LM(ox)DAVDEYIPDPVR_ B4FH57_MAIZE 2 824.89799 1647.7814 1.0519 0.46242 1.5103 86.977 86.977 1.95E-13 55.59 1374100

30168 LMDDLAALRPTIFASVPR Oxidation (M) _LM(ox)DDLAALRPTIFASVPR_ B6SWC4_MAIZE 3 668.03119 2001.0717 0.54342 0.3876 0.92254 99.577 99.577 4.24E-03 42.46 241500

30169 LMDIDSEHLGIPDSEYQAIVR Unmodified _LMDIDSEHLGIPDSEYQAIVR_ PCNA_MAIZE Q 3 801.06165 2400.1631 0.99377 -0.061973 0.92137 98.485 98.485 3.77E-10 37.94 1052000

30170 LMDIDSEHLGIPDSEYQAIVR Oxidation (M) _LM(ox)DIDSEHLGIPDSEYQAIVR_ PCNA_MAIZE Q 3 806.39329 2416.158 1.0041 -0.30123 0.69494 91.016 91.016 6.15E-18 52.4 147500

30171 LMDIDSEHLGIPDSEYQAIVR Oxidation (M) _LM(ox)DIDSEHLGIPDSEYQAIVR_ PCNA_MAIZE Q 3 806.39329 2416.158 1.0099 -0.099543 0.90164 90.992 90.992 9.19E-08 38.8 226950

30172 LMDIDSEHLGIPDSEYQAIVR Oxidation (M) _LM(ox)DIDSEHLGIPDSEYQAIVR_ PCNA_MAIZE Q 3 806.39329 2416.158 0.90451 -0.25991 0.63662 91.053 91.053 6.15E-18 59.5 1985000

30173 LMDIIINSLYSNK Unmodified _LMDIIINSLYSNK_ B6U0V6_MAIZE 2 762.41053 1522.8065 0.89082 0.52225 1.3837 105.37 105.37 1.56E-17 98.41 862480

30174 LMDIIINSLYSNK Unmodified _LMDIIINSLYSNK_ B6U0V6_MAIZE 2 762.41053 1522.8065 0.87507 0.35211 1.198 105.91 105.91 1.09E-26 104.82 358640

30175 LMDIIINSLYSNK Unmodified _LMDIIINSLYSNK_ B6U0V6_MAIZE 2 762.41053 1522.8065 0.87297 0.08371 0.92835 105.98 105.98 4.93E-21 82.58 558970

30176 LMDIIINSLYSNK Unmodified _LMDIIINSLYSNK_ B6U0V6_MAIZE 2 762.41053 1522.8065 0.84712 0.10302 0.9222 105.98 105.98 4.77E-34 93.31 1709500

30177 LMDIIINSLYSNK Oxidation (M) _LM(ox)DIIINSLYSNK_ B6U0V6_MAIZE 2 770.40799 1538.8014 0.87033 -0.24855 0.59705 88.193 88.193 1.09E-26 87.36 1881700
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30178 LMDLIK Unmodified _LMDLIK_ B6TU74_MAIZE 2 366.71985 731.42515 0.8219 -0.20812 0.58201 65.799 65.799 2.64E-01 27.18 610950

30179 LMDLIVHSLYSNK Oxidation (M) _LM(ox)DLIVHSLYSNK_ B6UCZ5_MAIZE 3 516.9412 1547.8018 -0.032302 -0.036527 -0.08363 73.684 73.684 1.16E-01 37.72 900120

30180 LMDLIVHSLYSNK Unmodified _LMDLIVHSLYSNK_ B6UCZ5_MAIZE 3 511.60956 1531.8068 -0.008874 0.080823 0.054785 91.082 91.082 1.60E-02 24.97 586220

30181 LMEGEHVGPFNLGNPGEFTMLELAK 2 Oxidation (M) _LM(ox)EGEHVGPFNLGNPGEFTM(ox)LELAK_ B4FP94_MAIZE 3 921.44366 2761.3091 1.1522 -0.40371 0.74442 104.57 104.57 1.86E-15 73.67 3074100

30182 LMEGEHVGPFNLGNPGEFTMLELAK Oxidation (M) _LM(ox)EGEHVGPFNLGNPGEFTMLELAK_ B4FP94_MAIZE 3 916.11202 2745.3142 1.1578 -0.22772 0.9249 113.02 113.02 1.51E-11 48.94 1129400

30183 LMENEKHEVIVADNFFTGSK Oxidation (M) _LM(ox)ENEKHEVIVADNFFTGSK_ B4FAG0_MAIZE 3 775.37909 2323.1154 0.88998 -0.24408 0.64025 80.827 80.827 1.85E-01 24.75 54020

30184 LMENEKHEVIVADNFFTGSK Unmodified _LMENEKHEVIVADNFFTGSK_ B4FAG0_MAIZE 3 770.04745 2307.1205 0.86985 -0.23165 0.62997 81.858 81.858 1.55E-03 45.66 1443800

30185 LMESTDEIK Unmodified _LMESTDEIK_ B4FQC4_MAIZE 2 533.26026 1064.506 0.03276 0.25603 0.26453 49.16 49.16 1.01E-02 35.89 1513900

30186 LMEVHGDYK Unmodified _LMEVHGDYK_ B4FAV3_MAIZE 3 364.51119 1090.5117 0.88643 0.64283 1.5163 41.078 41.078 8.40E-02 17.58 945220

30187 LMEVHGDYK Unmodified _LMEVHGDYK_ B4FAV3_MAIZE 3 364.51119 1090.5117 0.90666 0.10538 0.99952 41.246 41.246 1.00E+00 0.13 443960

30188 LMEVHGDYKEDVGVK Unmodified _LMEVHGDYKEDVGVK_ B4FAV3_MAIZE 4 430.46591 1717.8345 0.10878 0.19485 0.30004 54.114 54.114 2.19E-02 16.54 2403200

30189 LMEVHGDYKEDVGVK Unmodified _LMEVHGDYKEDVGVK_ B4FAV3_MAIZE 3 573.61878 1717.8345 0.17864 0.006825 0.18348 54.077 54.077 7.48E-04 20.92 1002900

30190 LMEVHGDYKEDVGVK Oxidation (M) _LM(ox)EVHGDYKEDVGVK_ B4FAV3_MAIZE 4 434.46464 1733.8294 0.096353 0.33075 0.42699 47.528 47.528 7.48E-04 33.84 2003900

30191 LMEYQNK Oxidation (M) _LM(ox)EYQNK_ FRI1_MAIZE B4 2 471.22349 940.43242 3.3516 37.988 37.988 4.50E-01 5.13

30192 LMEYQNK Oxidation (M) _LM(ox)EYQNK_ FRI1_MAIZE B4 2 471.22349 940.43242 -0.019406 -0.093402 -0.14543 26.4 26.4 7.83E-01 16.61 13863

30193 LMEYQNK Oxidation (M) _LM(ox)EYQNK_ FRI1_MAIZE B4 2 471.22349 940.43242 0.013633 -0.18219 -0.20134 25.256 25.256 2.71E-02 26.3 185920

30194 LMEYQNK Oxidation (M) _LM(ox)EYQNK_ FRI1_MAIZE B4 2 471.22349 940.43242 -0.07773 -0.18618 -0.29544 27.35 27.35 5.90E-01 11.68 5977.2

30195 LMEYQNK Oxidation (M) _LM(ox)EYQNK_ FRI1_MAIZE B4 2 471.22349 940.43242 -0.11141 -0.26487 -0.40679 27.859 27.859 7.83E-01 10.53 5715.3

30196 LMFAQFSELVNEFYNNGLTSNLAGSR Oxidation (M) _LM(ox)FAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 3 980.13951 2937.3967 0.85566 -1.1187 -0.2706 126.78 126.78 1.05E-10 65.28 7281100

30197 LMFAQFSELVNEFYNNGLTSNLAGSR Oxidation (M) _LM(ox)FAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 3 980.13951 2937.3967 1.1452 -0.92241 0.21529 128.98 128.98 7.49E-12 54.79 463610

30198 LMFAQFSELVNEFYNNGLTSNLAGSR Oxidation (M) _LM(ox)FAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 3 980.13951 2937.3967 1.1657 -1.5574 -0.39896 128.72 128.72 1.87E-13 55.34 3448000

30199 LMFAQFSELVNEFYNNGLTSNLAGSR Oxidation (M) _LM(ox)FAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 2 1469.7056 2937.3967 1.1261 -1.152 -0.033489 128.66 128.66 3.13E-14 97.14 367750

30200 LMFAQFSELVNEFYNNGLTSNLAGSR Oxidation (M) _LM(ox)FAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 4 735.35645 2937.3967 0.72569 -0.52762 0.19042 128.73 128.73 1.89E-06 36.09 621410

30201 LMFAQFSELVNEFYNNGLTSNLAGSR Unmodified _LMFAQFSELVNEFYNNGLTSNLAGSR_ B6U4D6_MAIZE 3 974.80787 2921.4018 0.94019 -2.3022 -1.3695 128.63 128.63 1.05E-10 56.43 2708400

30202 LMFEDECILVDEQDNVVGHESK Oxidation (M) _LM(ox)FEDECILVDEQDNVVGHESK_ Q71RX2_MAIZE 3 874.72812 2621.1625 1.0639 -0.19292 0.87372 88.996 88.996 4.48E-26 57.83 881560

30203 LMGASGEPGDR Oxidation (M) _LM(ox)GASGEPGDR_ B6T4A2_MAIZE 2 553.25076 1104.487 0.11653 0.14551 0.25858 28.498 28.498 1.36E-04 41.4 121440

30204 LMGASGEPGDR Unmodified _LMGASGEPGDR_ B6T4A2_MAIZE 2 545.25331 1088.4921 0.016853 0.043788 0.052944 38.799 38.799 3.57E-04 39.68 462520

30205 LMGFFPNDAEVAR Oxidation (M) _LM(ox)GFFPNDAEVAR_ B6SRG1_MAIZE 2 741.85593 1481.6973 0.66096 -0.16566 0.49375 79.496 79.496 2.61E-08 41.86 725580

30206 LMGFFPNDAEVAR Unmodified _LMGFFPNDAEVAR_ B6SRG1_MAIZE 2 733.85847 1465.7024 0.76404 0.47827 1.2359 90.696 90.696 9.54E-02 28.46 40870

30207 LMGGSEEGEGIR Unmodified _LMGGSEEGEGIR_ Q8W2B7_MAIZE 2 617.79025 1233.566 0.48811 0.91907 1.3903 47.087 47.087 1.11E-04 75.15 736480

30208 LMGGSEEGEGIR Oxidation (M) _LM(ox)GGSEEGEGIR_ Q8W2B7_MAIZE 2 625.78771 1249.5609 0.39894 0.12198 0.50941 39.518 39.518 1.11E-04 64.87 408940

30209 LMGSLTTNEGLR Oxidation (M) _LM(ox)GSLTTNEGLR_ B4FBV7_MAIZE 2 654.33483 1306.6551 0.45814 -0.066668 0.38329 53.67 53.67 1.00E+00 14.86 12011

30210 LMGSLTTNEGLR Oxidation (M) _LM(ox)GSLTTNEGLR_ B4FBV7_MAIZE 2 654.33483 1306.6551 0.41013 -0.19775 0.20389 56.268 56.268 2.16E-07 67.29 1515600

30211 LMGSLTTNEGLR Unmodified _LMGSLTTNEGLR_ B4FBV7_MAIZE 2 646.33737 1290.6602 0.37808 0.23372 0.60029 65.672 65.672 2.62E-07 67.54 451680
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30212 LMMSDYK Oxidation (M) _LMM(ox)SDYK_ B4FFL4_MAIZE 2 452.20116 902.38778 -0.096861 0.17452 0.053926 38.464 38.464 8.04E-02 24.3 93557

30213 LMMSDYK Oxidation (M) _LM(ox)MSDYK_ B4FFL4_MAIZE 2 452.20116 902.38778 -0.15601 0.31637 0.13802 48.398 48.398 2.71E-02 36.81 356890

30214 LMNAYCDR Oxidation (M) _LM(ox)NAYCDR_ B6T2D8_MAIZE 2 529.72332 1057.4321 -0.043132 -0.089947 -0.14497 36.297 36.297 4.49E-02 22.37 50053

30215 LMNAYCDR Unmodified _LMNAYCDR_ B6T2D8_MAIZE 2 521.72587 1041.4372 -0.075327 0.15356 0.061517 46.282 46.282 1.65E-01 26.89 246970

30216 LMNGNNTGPINLGNPGEFTMLELAENVK Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTMLELAENVK_ B4FAG0_MAIZE 3 1001.8232 3002.4478 1.1575 -1.1167 0.029837 118.4 118.4 1.81E-21 49.53 596950

30217 LMNGNNTGPINLGNPGEFTMLELAENVK Oxidation (M) _LMNGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1001.8232 3002.4478 1.2426 -0.84354 0.38873 107.42 107.42 1.62E-01 15.94 398880

30218 LMNGNNTGPINLGNPGEFTMLELAENVK Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTMLELAENVK_ B4FAG0_MAIZE 2 1502.2312 3002.4478 1.161 -1.3591 -0.20846 118.84 118.84 1.36E-04 55.3 197230

30219 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.1917 -0.25675 0.92525 104.53 104.53 1.17E-10 49.61 303260

30220 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.1954 -0.038214 1.1472 104.55 104.55 1.81E-21 52.67 399160

30221 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.1779 -0.18091 0.98664 104.61 104.61 2.72E-17 54.75 530160

30222 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.318 -0.15155 1.1565 104.14 104.14 1.14E-27 63.55 298330

30223 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.2601 -0.074023 1.176 104.84 104.84 3.13E-08 38.98 300010

30224 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.2023 -0.24294 0.94909 104.31 104.31 3.95E-19 71.48 2700900

30225 LMNGNNTGPINLGNPGEFTMLELAENVK 2 Oxidation (M) _LM(ox)NGNNTGPINLGNPGEFTM(ox)LELAENVK_ B4FAG0_MAIZE 3 1007.1548 3018.4427 1.2085 -0.37096 0.82776 105.26 105.26 3.13E-08 37.76 238820

30226 LMNHENTEVR Unmodified _LMNHENTEVR_ B6SIW6_MAIZE 3 414.86803 1241.5823 0.37079 0.063627 0.4127 30.553 30.553 2.94E-01 16.18 87265

30227 LMNQIFDLK Unmodified _LMNQIFDLK_ Q84LS4_MAIZE 2 561.30481 1120.5951 0.15152 -0.12315 0.011383 85.91 85.91 3.39E-01 20.05 315740

30228 LMNQIFDLK Unmodified _LMNQIFDLK_ Q84LS4_MAIZE 2 561.30481 1120.5951 0.029876 0.43083 0.44202 86.209 86.209 9.73E-03 52.71 1163800

30229 LMNQIFDLK Oxidation (M) _LM(ox)NQIFDLK_ Q84LS4_MAIZE 2 569.30227 1136.59 0.037235 0.24747 0.27078 74.963 74.963 3.05E-02 34.07 105040

30230 LMNQIFDLK Oxidation (M) _LM(ox)NQIFDLK_ Q84LS4_MAIZE 2 569.30227 1136.59 0.040628 0.20397 0.22965 73.858 73.858 2.13E-03 51.42 3346900

30231 LMNQIFDLK Oxidation (M) _LM(ox)NQIFDLK_ Q84LS4_MAIZE 2 569.30227 1136.59 0.063101 -0.049717 -0.00075634 75.57 75.57 3.21E-03 41 133820

30232 LMPDYDALDVANK Unmodified _LMPDYDALDVANK_ B4FZQ0_MAIZE 2 732.85559 1463.6966 0.78762 -0.19585 0.57701 78.841 78.841 2.50E-15 61.38 758530

30233 LMPDYDALDVANK Unmodified _LMPDYDALDVANK_ B4FZQ0_MAIZE 2 732.85559 1463.6966 0.71501 -0.31734 0.38292 80.472 80.472 1.00E-11 68.66 565820

30234 LMPTDIAIESLHK Unmodified _LMPTDIAIESLHK_ B4FPS0_MAIZE 3 489.93404 1466.7803 -0.015755 -0.59216 -0.62572 81.252 81.252 5.88E-01 2.62 486990

30235 LMPTDIAIESLHK Unmodified _LMPTDIAIESLHK_ B4FPS0_MAIZE 3 489.93404 1466.7803 -0.071131 -0.38233 -0.47202 81.648 81.648 1.00E+00 1.09 753000

30236 LMPTDIAIESLHK Oxidation (M) _LM(ox)PTDIAIESLHK_ B4FPS0_MAIZE 3 495.26568 1482.7752 -0.12023 -0.29927 -0.43636 73.417 73.417 2.15E-08 42.01 3427100

30237 LMPTDIAIESLHK Oxidation (M) _LM(ox)PTDIAIESLHK_ B4FPS0_MAIZE 2 742.39488 1482.7752 0.81383 -0.11448 0.68376 73.41 73.41 1.91E-07 35.71 343110

30238 LMQCKPLAEPEVR Unmodified _LMQCKPLAEPEVR_ B4G1M9_MAIZE 3 524.27418 1569.8007 -0.10922 1.4315 1.3031 54.997 54.997 1.28E-01 11.81 779000

30239 LMSAAQAAMDQVFGAEYVSLHVR Unmodified _LMSAAQAAMDQVFGAEYVSLHVR_ Q94F76_MAIZE 3 832.07876 2493.2144 1.0409 -0.38371 0.65061 114.88 114.88 1.61E-06 53.25 235460

30240 LMSLLDLSSR Oxidation (M) _LM(ox)SLLDLSSR_ B6T6B3_MAIZE 2 575.81046 1149.6064 0.17001 0.59793 0.74894 80.439 80.439 1.75E-03 39.62 903870

30241 LMSLLDLSSR Unmodified _LMSLLDLSSR_ B6T6B3_MAIZE 2 567.813 1133.6114 0.12485 0.20739 0.30995 93.027 93.027 4.40E-02 33.78 995290

30242 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 652.66915 1954.9856 0.53374 0.25348 0.78443 106.88 106.88 6.76E-01 16.64 578090

30243 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 1.2077 -1.0396 0.16651 106.92 106.92 1.37E-17 62.32 791150

30244 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 652.66915 1954.9856 0.45056 0.25416 0.70197 107.65 107.65 1.40E-03 28.11 1140800

30245 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 1.1532 -0.76631 0.38538 107.43 107.43 3.42E-29 64.44 1198600
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30246 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 1.1358 -0.67116 0.46313 110.17 110.17 1.51E-07 26.88 37857

30247 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 1.1451 -0.77645 0.3677 107.72 107.72 1.33E-45 98.17 1248800

30248 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 652.66915 1954.9856 0.48331 0.094651 0.57469 107.72 107.72 4.42E-01 10.34 1565600

30249 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 1.1313 -0.50042 0.62936 107.89 107.89 8.28E-39 84.86 2196800

30250 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 652.66915 1954.9856 0.48946 -0.008861 0.4786 107.85 107.85 2.02E-06 44.85 2193900

30251 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 652.66915 1954.9856 0.4543 -0.088577 0.36357 107.51 107.51 5.98E-03 29.96 2526200

30252 LMSSTYIVALCQAVDLR Oxidation (M) _LM(ox)SSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 978.50008 1954.9856 -0.10077 110.02 110.02 1.80E-10 48.42

30253 LMSSTYIVALCQAVDLR Unmodified _LMSSTYIVALCQAVDLR_ B6U4D6_MAIZE 2 970.50263 1938.9907 1.3112 -0.2064 1.1011 114.27 114.27 1.51E-07 74.15 190440

30254 LMSSTYIVALCQAVDLR Unmodified _LMSSTYIVALCQAVDLR_ B6U4D6_MAIZE 3 647.33751 1938.9907 0.53047 -0.62517 -0.09864 113.96 113.96 1.00E+00 8.96 129730

30255 LMSVLEASDELVPEEELPEVGPLKPDDIELALR Oxidation (M) _LM(ox)SVLEASDELVPEEELPEVGPLKPDDIELALR_ B4FSH3_MAIZE 3 1221.2971 3660.8696 1.219 0.015525 1.2197 123.35 123.35 1.55E-16 56.71 385830

30256 LMTLAGVYGFWK Oxidation (M) _LM(ox)TLAGVYGFWK_ B4F8R3_MAIZE 2 701.3654 1400.7162 0.65229 0.079975 0.73393 100.49 100.49 2.00E-01 26.01 170480

30257 LMTLTGVYGFWK Oxidation (M) _LM(ox)TLTGVYGFWK_ SUS1_MAIZE B6 2 716.37068 1430.7268 0.72496 0.15044 0.88381 97.338 97.338 2.29E-02 38.85 1827800

30258 LMTLTGVYGFWK Oxidation (M) _LM(ox)TLTGVYGFWK_ SUS1_MAIZE B6 2 716.37068 1430.7268 0.70832 -0.23362 0.48406 98.1 98.1 1.11E-04 48.84 2530800

30259 LMTLTGVYGFWK Oxidation (M) _LM(ox)TLTGVYGFWK_ SUS1_MAIZE B6 2 716.37068 1430.7268 0.69256 -0.10757 0.59405 98.084 98.084 1.98E-03 47.5 2201700

30260 LMTLTGVYGFWK Oxidation (M) _LM(ox)TLTGVYGFWK_ SUS1_MAIZE B6 2 716.37068 1430.7268 0.67102 -0.26817 0.41168 97.988 97.988 2.62E-07 48.36 4283200

30261 LMTLTGVYGFWK Unmodified _LMTLTGVYGFWK_ SUS1_MAIZE B6 2 708.37322 1414.7319 0.69978 0.17792 0.88366 107.96 107.96 1.68E-09 56.71 7454900

30262 LMTLTGVYGFWK Unmodified _LMTLTGVYGFWK_ SUS1_MAIZE B6 2 708.37322 1414.7319 0.70294 0.34895 1.0571 108.71 108.71 1.98E-03 49.94 1303500

30263 LMTSELSGNVIDICPVGALTSKPFAFK Unmodified _LMTSELSGNVIDICPVGALTSKPFAFK_ B4F8V5_MAIZE 3 965.838 2894.4922 1.1708 -0.25546 0.91676 112.94 112.94 6.21E-12 57.09 259120

30264 LMTSELSGNVIDICPVGALTSKPFAFK Oxidation (M) _LM(ox)TSELSGNVIDICPVGALTSKPFAFK_ B4F8V5_MAIZE 3 971.16964 2910.4871 1.158 -0.38358 0.77718 109.8 109.8 2.45E-15 61.1 292400

30265 LMTSELSGNVIDICPVGALTSKPFAFK Oxidation (M) _LM(ox)TSELSGNVIDICPVGALTSKPFAFK_ B4F8V5_MAIZE 3 971.16964 2910.4871 1.1411 -0.5499 0.59457 109.95 109.95 5.35E-20 70.96 327080

30266 LMTSELSGNVIDICPVGALTSKPFAFK Oxidation (M) _LM(ox)TSELSGNVIDICPVGALTSKPFAFK_ B4F8V5_MAIZE 3 971.16964 2910.4871 1.1423 -0.13924 1.0062 110.46 110.46 2.97E-61 90.69 1440100

30267 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.010869 -0.007351 -0.023218 42.122 42.122 9.18E-02 34.47 1214700

30268 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.15309 0.50531 0.34643 41.647 41.647 3.05E-02 31.75 381050

30269 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.016326 -0.008535 -0.029655 44.303 44.303 3.32E-02 40.33 423230

30270 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.015324 -0.13364 -0.15222 43.528 43.528 9.73E-03 46.34 691840

30271 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.060556 0.36595 0.29965 44.348 44.348 3.32E-02 33.02 908690

30272 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.1179 -0.099154 -0.22191 42.276 42.276 3.05E-02 35.2 2288200

30273 LMTVVANPR Oxidation (M) _LM(ox)TVVANPR_ B4FUS2_MAIZE 2 508.7815 1015.5485 -0.21507 -0.54501 -0.76306 45.785 45.785 3.05E-02 49.9 11048000

30274 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.059227 0.26512 0.19621 50.593 50.593 3.21E-03 43.61 4883300

30275 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.12181 0.055199 -0.074919 52.032 52.032 7.18E-01 21.01 16182

30276 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.12796 -0.20791 -0.34279 50.751 50.751 1.01E-02 49.34 450400

30277 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.037124 -0.64266 -0.68689 52.272 52.272 3.32E-02 38.22 483140

30278 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.65429 52.999 52.999 2.17E-02 40.36

30279 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.075303 0.24043 0.1563 52.747 52.747 3.21E-03 43.6 1700300
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30280 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.14102 -0.056698 -0.20533 53.423 53.423 9.73E-03 41.69 3170600

30281 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.1059 0.16032 0.04597 51.172 51.172 1.12E-01 35.3 2259500

30282 LMTVVANPR Unmodified _LMTVVANPR_ B4FUS2_MAIZE 2 500.78404 999.55354 -0.2124 -0.30658 -0.5259 54.582 54.582 3.13E-03 55.46 6097300

30283 LNADDWENDENLK Unmodified _LNADDWENDENLK_ B6SKN3_MAIZE 2 788.34972 1574.6849 0.89781 0.11878 0.99331 69.436 69.436 4.77E-34 95.84 1099900

30284 LNADDWENDENLKK Unmodified _LNADDWENDENLKK_ B6SKN3_MAIZE 3 568.60056 1702.7798 0.031249 -0.054334 -0.048536 60.393 60.393 4.40E-03 30.83 2676900

30285 LNADDWENDENLKK Unmodified _LNADDWENDENLKK_ B6SKN3_MAIZE 2 852.3972 1702.7798 1.0694 0.2164 1.2605 60.362 60.362 3.56E-04 39.1 425180

30286 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.2194 0.17944 1.3845 117.34 117.34 5.25E-26 71.3 1163200

30287 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 3 695.34801 2083.0222 0.72771 0.21209 0.92566 117.35 117.35 6.09E-01 12.88 520140

30288 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.1872 0.19001 1.364 117.79 117.79 1.77E-34 102.96 821840

30289 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 3 695.34801 2083.0222 0.62366 0.064229 0.67444 117.82 117.82 9.21E-01 8.57 390450

30290 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.1676 0.20938 1.3635 117.94 117.94 5.25E-26 99.09 964260

30291 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 3 695.34801 2083.0222 0.67937 0.17625 0.84142 117.95 117.95 1.00E+00 6.29 595370

30292 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.1586 0.18096 1.3259 117.99 117.99 3.54E-16 83.44 683770

30293 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.2957 0.14696 1.4292 117.66 117.66 8.00E-45 97.4 696470

30294 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 3 695.34801 2083.0222 0.6746 0.35291 1.0137 117.67 117.67 2.73E-05 50.71 319610

30295 LNADVLEQFITENYTASR Unmodified _LNADVLEQFITENYTASR_ B4FSZ7_MAIZE 2 1042.5184 2083.0222 1.1832 0.12885 1.2983 118.46 118.46 8.21E-01 0.52 2435500

30296 LNAYAAELCPVNTQK Unmodified _LNAYAAELCPVNTQK_ B4FGU9_MAIZE 2 846.4247 1690.8349 1.0286 -0.53763 0.47596 67.435 67.435 1.60E-05 58.31 424750

30312 LNDLLDALDFNQVVIFVK Unmodified _LNDLLDALDFNQVVIFVK_ B6TE13_MAIZE 2 1038.5724 2075.1303 1.1786 -0.20745 0.97187 127.05 127.05 4.65E-12 101.79 784670

30313 LNDPMIR Oxidation (M) _LNDPM(ox)IR_ B4F8V5_MAIZE 2 437.7262 873.43784 -0.0047819 0.42195 0.39469 40.512 40.512 3.29E-01 23.98 882940

30314 LNDPMIR Unmodified _LNDPMIR_ B4F8V5_MAIZE 2 429.72874 857.44292 0.10077 0.50953 0.58487 50.608 50.608 1.86E-01 24.63 1101800

30315 LNEDINEEWISDK Unmodified _LNEDINEEWISDK_ B4F8V5_MAIZE 2 802.87557 1603.7366 0.95566 -0.18878 0.74252 76.249 76.249 1.56E-17 75.72 308290

30316 LNEDINEEWISDK Unmodified _LNEDINEEWISDK_ B4F8V5_MAIZE 2 802.87557 1603.7366 0.95655 -0.2779 0.65422 77.018 77.018 2.50E-15 65.99 456370

30317 LNEDINEEWISDK Unmodified _LNEDINEEWISDK_ B4F8V5_MAIZE 2 802.87557 1603.7366 0.91534 -0.26297 0.62836 76.619 76.619 4.77E-34 76.16 2915800

30318 LNESELHGR Unmodified _LNESELHGR_ B4FZJ1_MAIZE 3 352.18072 1053.5203 0.88398 -1.4968 -0.63422 35.852 35.852 4.68E-01 27.19 100430

30319 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.52158 -0.091706 0.43337 62.217 62.217 3.11E-02 33.17 6317300

30320 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.15099 0.18785 0.3412 62.203 62.203 1.25E-02 43.23 2639600

30321 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.396 -0.062422 0.33667 62.888 62.888 9.29E-03 32.81 1295300

30322 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.14216 0.1552 0.29977 62.889 62.889 1.62E-03 54.54 470760

30323 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.49337 0.000282 0.49613 64.153 64.153 3.11E-02 40.32 2839300

30324 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.17331 0.44156 0.61596 64.162 64.162 1.62E-03 46.44 1230600

30325 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.44167 0.084748 0.52724 63.548 63.548 9.79E-02 35.93 3964400

30326 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.15736 0.50452 0.66387 63.548 63.548 1.62E-03 67.25 1520000

30327 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.3946 -0.053747 0.34387 63.906 63.906 5.31E-01 15.89 3716800

30328 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.12674 0.37549 0.5044 63.918 63.918 1.25E-02 55 1566100
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30329 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.45599 -0.049527 0.4084 63.821 63.821 9.29E-03 36.04 15978000

30330 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.15394 0.46916 0.62547 63.823 63.823 1.84E-04 58.05 5796400

30331 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 2 582.27764 1162.5407 0.073427 0.068442 0.14387 64.092 64.092 1.62E-03 58.5 24502000

30332 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.42373 -0.001233 0.42398 64.097 64.097 9.79E-02 29.47 40082000

30333 LNFDAFHGDK Unmodified _LNFDAFHGDK_ B4FUK7_MAIZE 3 388.52085 1162.5407 0.56251 -0.25705 0.30861 62.836 62.836 2.47E-03 35.04 1168400

30334 LNFDAFHGDKDHGGVHDGTAVVLWEWCK Unmodified _LNFDAFHGDKDHGGVHDGTAVVLWEWCK_ B4FUK7_MAIZE 4 803.37671 3209.4777 0.99853 -0.27843 0.73594 96.889 96.889 1.94E-01 9.34 538490

30335 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.21794 0.085495 0.2927 70.299 70.299 1.84E-04 66.2 3338800

30336 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.16845 0.041296 0.19931 70.628 70.628 1.62E-03 55.92 1131900

30337 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.21529 0.093295 0.29835 71.589 71.589 1.62E-03 47.53 1714100

30338 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.19624 0.10029 0.28537 71.144 71.144 2.81E-03 44.9 1849000

30339 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.19572 0.24047 0.42528 71.259 71.259 4.40E-02 48.11 903160

30340 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.19067 -0.038128 0.14156 71.607 71.607 1.62E-03 64.36 2911000

30341 LNFDDNAAFR Unmodified _LNFDDNAAFR_ B4FRH5_MAIZE 2 591.78054 1181.5465 0.13223 0.16354 0.28462 71.402 71.402 2.81E-03 70.91 10342000

30342 LNFGLAAEQAK Unmodified _LNFGLAAEQAK_ B6T4R0_MAIZE 2 581.31676 1160.619 0.19263 -0.12394 0.042457 68.49 68.49 3.83E-01 6.86 416870

30343 LNFMESPSGIK Oxidation (M) _LNFM(ox)ESPSGIK_ B6TPG5_MAIZE 2 619.80791 1237.6013 0.28136 0.3923 0.65885 62.803 62.803 1.36E-04 38.61 325040

30344 LNFQGFTISDWEGIDR Unmodified _LNFQGFTISDWEGIDR_ Q9XE93_MAIZE 2 949.45759 1896.9006 1.2501 0.46267 1.7159 114.76 114.76 7.01E-14 79 270290

30345 LNFQGFTISDWEGIDR Unmodified _LNFQGFTISDWEGIDR_ Q9XE93_MAIZE 2 949.45759 1896.9006 1.1584 0.16272 1.3245 115.23 115.23 7.42E-06 50.65 218570

30346 LNFQGFTISDWEGIDR Unmodified _LNFQGFTISDWEGIDR_ Q9XE93_MAIZE 2 949.45759 1896.9006 1.1522 0.21998 1.3755 115.36 115.36 1.48E-07 57.31 290180

30347 LNFQGFTISDWEGIDR Unmodified _LNFQGFTISDWEGIDR_ Q9XE93_MAIZE 2 949.45759 1896.9006 1.195 0.090492 1.2891 115.34 115.34 7.42E-06 63.55 119520

30348 LNFQGFTISDWEGIDR Unmodified _LNFQGFTISDWEGIDR_ Q9XE93_MAIZE 2 949.45759 1896.9006 1.2206 0.039441 1.2638 114.98 114.98 7.01E-14 73.13 787850

30349 LNFTESPSGIK Unmodified _LNFTESPSGIK_ B4FB23_MAIZE 2 596.81405 1191.6136 0.13313 -0.13081 -0.0074388 64.538 64.538 1.47E-01 35.41 149960

30350 LNGGLGTTMGCTGPK Unmodified _LNGGLGTTMGCTGPK_ B4FAD9_MAIZE 2 732.35269 1462.6908 0.76777 -0.29582 0.49108 54.087 54.087 1.26E-03 68.74 2302800

30351 LNGGLGTTMGCTGPK Unmodified _LNGGLGTTMGCTGPK_ B4FAD9_MAIZE 2 732.35269 1462.6908 0.76551 -0.22387 0.55988 56.01 56.01 6.37E-03 51.28 2120000

30352 LNGGLGTTMGCTGPK Oxidation (M) _LNGGLGTTM(ox)GCTGPK_ B4FAD9_MAIZE 2 740.35015 1478.6857 0.76452 -0.43707 0.34905 42.551 42.551 2.19E-02 48 216630

30353 LNGGLGTTMGCTGPK Oxidation (M) _LNGGLGTTM(ox)GCTGPK_ B4FAD9_MAIZE 2 740.35015 1478.6857 0.80206 -0.22833 0.5944 45.241 45.241 2.10E-04 62.45 334960

30354 LNGGLGTTMGCTGPK Oxidation (M) _LNGGLGTTM(ox)GCTGPK_ B4FAD9_MAIZE 2 740.35015 1478.6857 0.80942 -0.45525 0.37589 45.121 45.121 1.19E-02 36.58 1409500

30355 LNIDDYQK Unmodified _LNIDDYQK_ B6U7X1_MAIZE 2 504.75346 1007.4924 -0.049716 -0.1645 -0.23547 53.369 53.369 1.90E-02 33.04 398160

30356 LNIHEYQGAELMGK Unmodified _LNIHEYQGAELMGK_ B4FRH5_MAIZE 3 534.93634 1601.7872 0.000624 66.376 66.376 9.40E-01 1.18

30357 LNIHEYQGAELMGK Unmodified _LNIHEYQGAELMGK_ B4FRH5_MAIZE 3 534.93634 1601.7872 -0.057856 0.28277 0.20102 67.861 67.861 3.82E-03 36.56 3127400

30358 LNIHEYQGAELMGK Oxidation (M) _LNIHEYQGAELM(ox)GK_ B4FRH5_MAIZE 3 540.26797 1617.7821 -0.029618 -1.0229 -1.0707 59.701 59.701 6.81E-01 7.23 14858

30359 LNIHEYQGAELMGK Oxidation (M) _LNIHEYQGAELM(ox)GK_ B4FRH5_MAIZE 3 540.26797 1617.7821 0.078275 -0.45141 -0.39271 59.164 59.164 3.82E-03 28.01 359030

30360 LNIHEYQGAELMGK Oxidation (M) _LNIHEYQGAELM(ox)GK_ B4FRH5_MAIZE 3 540.26797 1617.7821 -0.049413 -0.2081 -0.27758 59.958 59.958 2.31E-02 15.86 3237900

30361 LNILVNNVGTNIR Unmodified _LNILVNNVGTNIR_ B6TAE7_MAIZE 2 720.42008 1438.8256 0.68431 0.011547 0.68191 78.514 78.514 1.56E-17 88.56 1288800

30362 LNLFASNLK Unmodified _LNLFASNLK_ B6UFN8_MAIZE 2 510.29784 1018.5811 0.0064139 0.072291 0.04825 75.403 75.403 3.32E-02 39.01 721340
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30363 LNLFASNLK Unmodified _LNLFASNLK_ B6UFN8_MAIZE 2 510.29784 1018.5811 -0.1472 0.16744 -0.010892 76.245 76.245 3.32E-02 33.66 257260

30364 LNLFASNLK Unmodified _LNLFASNLK_ B6UFN8_MAIZE 2 510.29784 1018.5811 -0.0062456 -0.095744 -0.13224 76.759 76.759 7.18E-01 26.2 232410

30365 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.58505 0.005731 0.5566 67.892 67.892 1.86E-01 36.59 1246700

30366 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.43708 0.12216 0.52621 69.903 69.903 4.46E-01 32.64 26549

30367 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.43132 -0.24093 0.15768 68.787 68.787 4.46E-01 38.68 381150

30368 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.52808 0.34259 0.83545 69.6 69.6 4.46E-01 42.29 992280

30369 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.51787 0.2947 0.77783 69.033 69.033 8.04E-02 50.6 464280

30370 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.41983 0.1598 0.54568 69.224 69.224 4.46E-01 32.71 1967000

30371 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.56651 0.32077 0.85216 69.339 69.339 4.46E-01 32.31 1050300

30372 LNLIGIK Unmodified _LNLIGIK_ B4FBP0_MAIZE 2 385.76036 769.50617 0.65447 -0.15109 0.47032 68.54 68.54 7.83E-01 33.8 215600

30373 LNLKPEGHFNFSAK Unmodified _LNLKPEGHFNFSAK_ B4FLE3_MAIZE 4 401.21632 1600.8362 0.1334 -0.22396 -0.10496 67.05 67.05 6.14E-02 9.26 1136900

30374 LNLKPEGHFNFSAK Unmodified _LNLKPEGHFNFSAK_ B4FLE3_MAIZE 3 534.61934 1600.8362 -0.071316 -0.28893 -0.37551 67.046 67.046 2.65E-04 30.03 369550

30375 LNLKPSM Unmodified _LNLKPSM_ B6UHU1_MAIZE 2 401.72821 801.44186 0.34737 -0.11297 0.20117 54.47 54.47 1.00E+00 12.97 1079900

30376 LNLKPSM Unmodified _LNLKPSM_ B6UHU1_MAIZE 2 401.72821 801.44186 0.3081 -0.063131 0.20941 56.405 56.405 1.00E+00 1.26 3497500

30377 LNLKPSM Oxidation (M) _LNLKPSM(ox)_ B6UHU1_MAIZE 2 409.72566 817.43677 0.12007 0.064376 0.15729 41.053 41.053 4.46E-01 34.47 74829

30378 LNLKPSM Oxidation (M) _LNLKPSM(ox)_ B6UHU1_MAIZE 2 409.72566 817.43677 0.13867 -0.74433 -0.63274 40.252 40.252 1.86E-01 31.15 371060

30379 LNLKPSM Oxidation (M) _LNLKPSM(ox)_ B6UHU1_MAIZE 2 409.72566 817.43677 0.29493 -0.33164 -0.064954 42.905 42.905 1.86E-01 31.84 644510

30380 LNLKPSM Oxidation (M) _LNLKPSM(ox)_ B6UHU1_MAIZE 2 409.72566 817.43677 0.19387 -0.40486 -0.23931 42.825 42.825 8.04E-02 36.1 1550300

30381 LNLKPSM Oxidation (M) _LNLKPSM(ox)_ B6UHU1_MAIZE 2 409.72566 817.43677 0.25016 -0.14718 0.074005 42.704 42.704 8.04E-02 44.38 3802400

30382 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.096694 -0.11233 -0.21861 92.771 92.771 3.47E-16 51.72 16352000

30383 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.72762 0.097389 0.8143 92.769 92.769 7.64E-09 45.98 2773300

30384 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.081629 -0.12012 -0.21028 100.55 100.55 3.36E-01 25.04 15109

30385 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.18351 0.014189 -0.17952 93.553 93.553 5.41E-05 56.81 3216100

30386 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.75175 0.3035 1.0455 93.555 93.555 3.49E-01 6.6 518230

30387 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.070603 -0.16628 -0.24777 93.544 93.544 5.41E-05 47.77 4622900

30388 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.73268 0.19778 0.92069 93.559 93.559 3.56E-04 36.4 534220

30389 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.1155 0.022693 -0.10235 93.416 93.416 5.41E-05 40.33 8212200

30390 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.72763 0.1542 0.87229 93.599 93.599 6.31E-03 30.39 1211400

30391 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.76413 0.13224 0.88627 93.205 93.205 1.29E-01 24.94 588300

30392 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.138 -0.024183 -0.17177 93.205 93.205 1.56E-10 49.04 4740100

30393 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.13331 -0.11897 -0.26169 93.47 93.47 3.47E-16 51.86 15850000

30394 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.74012 0.039525 0.76909 93.466 93.466 2.96E-06 45.71 2269200

30395 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.15507 -0.0123 -0.1776 93.147 93.147 4.53E-07 48.2 10035000

30396 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 2 723.4148 1444.815 0.72473 0.081137 0.79637 93.146 93.146 3.56E-04 36.74 1383900
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30397 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.059728 0.014107 -0.055824 93.697 93.697 8.22E-04 48.44 598370

30398 LNLLDLAPGGHLGR Unmodified _LNLLDLAPGGHLGR_ B4F9G0_MAIZE 3 482.61229 1444.815 -0.16347 -0.047184 -0.22082 95.109 95.109 7.94E-03 47.83 202050

30399 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1155.657 2309.2995 1.11 -0.037996 1.0724 119.14 119.14 2.39E-60 134.36 19443000

30400 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 770.77377 2309.2995 0.84803 0.12569 0.97361 119.13 119.13 9.19E-08 44.64 7331500

30401 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1155.657 2309.2995 1.2226 -0.06543 1.1574 119.61 119.61 1.06E-48 94.91 6751300

30402 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 770.77377 2309.2995 0.86605 0.11558 0.98136 119.6 119.6 4.33E-06 44.71 2259600

30403 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1155.657 2309.2995 1.1089 0.057119 1.1662 119.78 119.78 7.17E-26 96.82 6943900

30404 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 770.77377 2309.2995 0.85061 0.18833 1.0387 119.78 119.78 3.77E-10 58.56 2795800

30405 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1155.657 2309.2995 1.0926 0.055172 1.1476 120.17 120.17 1.23E-19 77.4 6426700

30406 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 770.77377 2309.2995 0.85849 0.17166 1.0295 120.17 120.17 4.23E-22 58.32 2629800

30407 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 2 1155.657 2309.2995 1.2975 -0.71881 0.57916 119.76 119.76 8.95E-08 68.87 409750

30408 LNLPILPTTTIGSFPQTVELR Unmodified _LNLPILPTTTIGSFPQTVELR_ Q8W529_MAIZE 3 770.77377 2309.2995 0.9631 -0.25547 0.70863 119.74 119.74 8.77E-02 11.84 202090

30409 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1148.6492 2295.2838 1.1291 0.062647 1.1958 116.1 116.1 7.17E-26 96.97 10163000

30410 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 766.10189 2295.2838 0.85633 -0.15476 0.70657 116.05 116.05 9.19E-08 61.9 2375800

30411 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1148.6492 2295.2838 1.2221 -0.023892 1.2028 116.56 116.56 1.23E-19 87.75 4297600

30412 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 766.10189 2295.2838 0.86127 -0.055696 0.81036 116.56 116.56 6.15E-18 49.21 1627600

30413 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1148.6492 2295.2838 1.1276 0.13037 1.2626 116.65 116.65 3.89E-34 79.09 3156900

30414 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 766.10189 2295.2838 0.83144 -0.095745 0.73971 116.66 116.66 3.77E-10 60.48 1701600

30415 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1148.6492 2295.2838 1.1115 0.023507 1.1397 116.96 116.96 1.23E-19 68.08 3317600

30416 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 3 766.10189 2295.2838 0.84428 -1.4147 -0.56352 117.28 117.28 3.48E-04 29.71 1483800

30417 LNLPVLPTTTIGSFPQTVELR Unmodified _LNLPVLPTTTIGSFPQTVELR_ B6UF55_MAIZE 2 1148.6492 2295.2838 1.3317 0.21408 1.55 116.61 116.61 3.25E-04 33.81 172460

30418 LNLQAAGVEIDR Unmodified _LNLQAAGVEIDR_ B4FWU6_MAIZE 2 649.85678 1297.699 0.47942 0.054598 0.5155 72.984 72.984 2.05E-12 68.69 2909800

30419 LNLQAAGVEIDR Unmodified _LNLQAAGVEIDR_ B4FWU6_MAIZE 2 649.85678 1297.699 0.50548 0.43864 0.92399 73.446 73.446 1.11E-04 58.92 1324400

30420 LNLQAAGVEIDR Unmodified _LNLQAAGVEIDR_ B4FWU6_MAIZE 2 649.85678 1297.699 0.47632 0.053757 0.51142 74.073 74.073 2.05E-12 55.76 1698900

30421 LNLQAAGVEIDR Unmodified _LNLQAAGVEIDR_ B4FWU6_MAIZE 2 649.85678 1297.699 0.46307 0.072848 0.51672 73.659 73.659 1.11E-04 58.77 839200

30422 LNLQAAGVEIDR Unmodified _LNLQAAGVEIDR_ B4FWU6_MAIZE 2 649.85678 1297.699 0.46524 0.020254 0.46572 74.062 74.062 2.62E-07 59.51 1942300

30423 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.052164 0.063553 0.068527 51.133 51.133 1.84E-04 54.4 8585900

30424 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.0039785 -0.054004 -0.096861 52.355 52.355 4.40E-02 41.65 26456

30425 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.0031273 0.64866 0.60261 51.53 51.53 1.25E-02 51.15 2196700

30426 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.078193 0.24515 0.27509 53.631 53.631 1.25E-02 66.75 2809900

30427 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.056401 0.39103 0.39934 52.956 52.956 1.62E-03 61.96 2920600

30428 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.033631 0.42316 0.40923 53.658 53.658 1.25E-02 69.03 1778200

30429 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.076976 0.30845 0.33816 53.3 53.3 1.62E-03 55.03 2485500

30430 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 -0.026708 0.76445 0.68926 53.905 53.905 2.81E-03 52.05 33657000
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30431 LNNAILAEEK Unmodified _LNNAILAEEK_ B4FFH8_MAIZE 2 557.80877 1113.603 0.02114 0.47755 0.45026 55.099 55.099 4.40E-02 46.01 199580

30432 LNNETVTIELK Unmodified _LNNETVTIELK_ B6TXH2_MAIZE 2 637.35354 1272.6925 0.42921 -0.13748 0.27063 64.826 64.826 3.57E-04 62.53 1139800

30433 LNNETVTIELK Unmodified _LNNETVTIELK_ B6TXH2_MAIZE 2 637.35354 1272.6925 0.34338 0.23099 0.55395 66.122 66.122 3.57E-04 50.83 105090

30434 LNNIFFALMTR Unmodified _LNNIFFALMTR_ B4FJ28_MAIZE 2 670.36319 1338.7118 0.6472 0.83902 1.4688 116.06 116.06 3.83E-01 14 113590

30435 LNNIFFALMTR Oxidation (M) _LNNIFFALM(ox)TR_ B4FJ28_MAIZE 2 678.36065 1354.7067 0.5176 0.066847 0.573 103.76 103.76 2.73E-06 61.66 85244

30436 LNNQDEVLK Unmodified _LNNQDEVLK_ B4G137_MAIZE 2 536.7853 1071.556 0.031542 -0.34799 -0.33821 42.005 42.005 1.12E-01 38.08 953930

30437 LNNQDEVLK Unmodified _LNNQDEVLK_ B4G137_MAIZE 2 536.7853 1071.556 -0.071847 -0.3804 -0.4725 43.51 43.51 1.01E-02 48.43 201660

30438 LNPAVPPALACLLSCGASTGVGAAWK Unmodified _LNPAVPPALACLLSCGASTGVGAAWK_ B4FGN7_MAIZE 3 861.11369 2580.3192 1.1173 0.14472 1.2631 123.31 123.31 3.89E-01 0.34 741420

30439 LNPGSEYAPGLEDTLILTMK Oxidation (M) _LNPGSEYAPGLEDTLILTM(ox)K_ CAPP2_MAIZE 2 1089.5536 2177.0926 1.2132 -0.55465 0.64686 98.027 98.027 3.79E-06 48.27 214880

30440 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 3 819.74806 2456.2224 0.96653 0.045642 1.0045 121.06 121.06 1.81E-14 43.41 1929100

30441 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 2 1229.1185 2456.2224 1.2257 -0.59396 0.62429 121.06 121.06 3.25E-04 55.03 291610

30442 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 3 819.74806 2456.2224 0.98197 0.23091 1.2042 121.72 121.72 6.15E-18 56.48 507170

30443 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 3 819.74806 2456.2224 0.94965 0.21289 1.1541 122.16 122.16 1.81E-14 38.37 709410

30444 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 3 819.74806 2456.2224 1.043 0.14072 1.1755 123.41 123.41 9.86E-04 24.39 234870

30445 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 3 819.74806 2456.2224 1.0934 -0.27648 0.80883 124.19 124.19 3.27E-02 15.85 225020

30446 LNPLSWLLVEGVESEDHTYQK Unmodified _LNPLSWLLVEGVESEDHTYQK_ B6TS22_MAIZE 2 1229.1185 2456.2224 1.2102 0.21195 1.4143 122.08 122.08 1.08E-14 83.74 618770

30447 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.1846 0.1566 1.3368 118.59 118.59 4.04E-02 25.56 2819800

30448 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.2293 0.40424 1.6286 119.45 119.45 1.09E-02 47.98 484540

30449 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.1598 0.36105 1.5164 120.01 120.01 3.94E-01 14.27 953820

30450 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 4 830.45405 3317.7871 1.0202 0.031316 1.0473 119.98 119.98 6.07E-01 1.96 415830

30451 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.1918 0.14858 1.3363 122.89 122.89 4.04E-02 21.28 466540

30452 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.2703 -0.033053 1.2334 122.59 122.59 1.00E+00 5.06 1001100

30453 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.1975 0.19851 1.3917 122.17 122.17 3.94E-01 9.63 2750400

30454 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 4 830.45405 3317.7871 1.0003 0.019249 1.0149 120.64 120.64 2.57E-01 9.29 7657900

30455 LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK Unmodified _LNPLVSSLSLYDIAGTPGVAADVSHINSPALVK_ B4FRJ1_MAIZE 3 1106.9363 3317.7871 1.1694 -0.041334 1.124 120.66 120.66 1.75E-13 50.54 16376000

30456 LNPSLGENK Unmodified _LNPSLGENK_ B6SQM6_MAIZE 2 486.26146 970.50836 -0.10068 0.17011 0.038924 43.721 43.721 1.00E+00 7.22 1388000

30457 LNPSLGENK Unmodified _LNPSLGENK_ B6SQM6_MAIZE 2 486.26146 970.50836 -0.18676 -0.21292 -0.42841 41.28 41.28 3.32E-02 23.68 200510

30458 LNPVHR Unmodified _LNPVHR_ B6TLM5_MAIZE 2 368.21665 734.41876 0.9536 0.27673 1.2158 22.056 22.056 5.26E-01 27.2 46163

30459 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.074396 0.006116 -0.089872 50.354 50.354 3.32E-02 31.04 6368900

30460 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.14066 0.1631 0.0018804 50.368 50.368 3.39E-01 21.48 1686900

30461 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.046575 0.25785 0.18959 52.532 52.532 7.18E-01 17.46 2479100

30462 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.058637 0.40162 0.32118 51.852 51.852 1.12E-01 26.03 2379200

30463 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.092991 0.36008 0.24516 52.631 52.631 3.39E-01 17.54 1941600

30464 LNPYLGTAR Unmodified _LNPYLGTAR_ B4F9G0_MAIZE 2 502.77982 1003.5451 -0.13372 0.020603 -0.13492 52.949 52.949 1.12E-01 16.12 5792100
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30465 LNQDFLQCAVYDSDK Unmodified _LNQDFLQCAVYDSDK_ B4FFK9_MAIZE 2 908.41453 1814.8145 1.2094 0.11933 1.3312 85.149 85.149 1.02E-23 78.61 388400

30466 LNQDFLQCAVYDSDK Unmodified _LNQDFLQCAVYDSDK_ B4FFK9_MAIZE 2 908.41453 1814.8145 1.0958 -0.12185 0.976 84.834 84.834 6.53E-30 99.05 660340

30467 LNQDVLQCAVYDSDKPSAR Unmodified _LNQDVLQCAVYDSDKPSAR_ B6UI56_MAIZE 3 727.01979 2178.0375 0.70733 -0.62237 0.08253 69.463 69.463 5.94E-09 41.53 1282600

30468 LNQIVFPFK Unmodified _LNQIVFPFK_ B6T737_MAIZE 2 553.32386 1104.6332 0.085407 0.24757 0.32812 88.027 88.027 3.32E-02 49.93 1451400

30469 LNQIVFPFK Unmodified _LNQIVFPFK_ B6T737_MAIZE 2 553.32386 1104.6332 -0.019921 0.49088 0.46609 88.807 88.807 1.12E-01 31.79 256310

30470 LNQIVFPFK Unmodified _LNQIVFPFK_ B6T737_MAIZE 2 553.32386 1104.6332 8.12E-05 0.41514 0.41055 90.048 90.048 1.01E-02 26.21 380260

30471 LNQVASSWSR Unmodified _LNQVASSWSR_ B4F9L9_MAIZE 2 574.29636 1146.5782 0.092791 0.30797 0.38653 50.611 50.611 1.25E-02 46.15 444290

30472 LNSGVDYR Unmodified _LNSGVDYR_ B4FCE3_MAIZE 2 462.2327 922.45084 -0.2793 -0.12184 -0.40949 38.091 38.091 5.06E-02 39.38 821950

30473 LNSLQSGYDVLIK Unmodified _LNSLQSGYDVLIK_ B4FDF2_MAIZE 2 725.40102 1448.7875 0.84644 -0.007721 0.82564 81.524 81.524 3.13E-02 19.9 223590

30474 LNSPLWQVR Unmodified _LNSPLWQVR_ B6U0U2_MAIZE 2 556.81419 1111.6138 0.091657 0.2647 0.34304 74.387 74.387 1.12E-01 33.31 1025400

30475 LNSQDEVLK Unmodified _LNSQDEVLK_ B6TNC0_MAIZE 2 523.27985 1044.5451 0.016869 -4.1748 -4.1689 44.506 44.506 3.32E-02 48.03 1003200

30476 LNSSLSQALTNCLR Unmodified _LNSSLSQALTNCLR_ B6T2N6_MAIZE 2 788.90922 1575.8039 0.88681 -0.20041 0.67294 82.495 82.495 2.96E-06 76.59 677810

30477 LNTDENPDIATQFGIR Unmodified _LNTDENPDIATQFGIR_ B6U6U3_MAIZE 2 902.44722 1802.8799 1.1043 0.02719 1.1267 85.399 85.399 2.01E-03 35.33 106450

30478 LNTDESPDIASQYGVR Unmodified _LNTDESPDIASQYGVR_ B4FRH1_MAIZE 2 882.92358 1763.8326 1.047 0.11001 1.1504 68.921 68.921 7.42E-06 81.5 108700

30479 LNTFLAQNWK Unmodified _LNTFLAQNWK_ B6TMF2_MAIZE 2 617.83258 1233.6506 0.30103 -0.53457 -0.24803 79.943 79.943 1.62E-03 72.17 168620

30480 LNVLLGGGTWLEPDPIHR Unmodified _LNVLLGGGTWLEPDPIHR_ B4F871_MAIZE 2 994.04162 1986.0687 1.2345 0.59339 1.8267 102.55 102.55 8.94E-06 58.42 329600

30481 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.091972 -0.24782 -0.33645 49.91 49.91 3.89E-04 61.39 13770000

30482 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.1679 -0.18459 -0.34989 49.84 49.84 3.21E-03 54.36 3518700

30483 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.083553 -0.19128 -0.27191 52.077 52.077 3.21E-03 65.41 7710300

30484 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.097122 -0.27712 -0.37166 51.379 51.379 3.21E-03 69.45 7505300

30485 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.14493 -0.24907 -0.39096 52.152 52.152 3.13E-03 66.42 5914100

30486 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.10642 -0.26045 -0.36347 51.962 51.962 3.13E-03 56.87 6668500

30487 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.19849 -0.41935 -0.61489 52.584 52.584 3.13E-03 73.98 66060000

30488 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.13498 -0.2125 -0.34428 50.269 50.269 3.21E-03 73.57 3962600

30489 LNVQVSDVK Unmodified _LNVQVSDVK_ MDHC_MAIZE 2 501.28493 1000.5553 -0.15656 -0.12113 -0.2753 53.478 53.478 9.73E-03 65.07 476470

30490 LNVTAIDTYDDHR Unmodified _LNVTAIDTYDDHR_ O24566_MAIZE 3 511.58284 1531.7267 -0.018701 -0.14174 -0.16107 64.888 64.888 1.07E-03 40.07 430040

30491 LNVTAIDTYDDHR Unmodified _LNVTAIDTYDDHR_ O24566_MAIZE 2 766.87062 1531.7267 0.88792 -0.3329 0.55531 64.735 64.735 2.50E-15 63.16 567270

30492 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 1.0367 0.68129 1.7048 25.703 25.703 1.00E+00 22.57 32771

30493 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.80717 0.20336 0.99706 23.575 23.575 1.00E+00 21.56 31999

30494 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.9905 -0.65342 0.32614 26.039 26.039 1.00E+00 5.15 33262

30495 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.97577 -0.10649 0.85671 26.777 26.777 1.00E+00 14.02 38709

30496 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.93454 -0.41966 0.50344 25.648 25.648 5.26E-01 25.75 84107

30497 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.93763 -0.52516 0.40039 26.282 26.282 5.26E-01 23.83 94957

30498 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.93661 2.0738 2.9916 26.411 26.411 1.00E+00 16.96 32983
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30499 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.97406 0.32474 1.2849 27.151 27.151 1.00E+00 18.04 28280

30500 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 1.1347 -0.020223 1.1036 25.208 25.208 1.00E+00 16.4 7047.6

30501 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 1.1421 -0.18125 0.9502 25.837 25.837 1.00E+00 17.14 8535.8

30502 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.74324 0.4656 1.1957 27.511 27.511 1.00E+00 16.38 10475

30503 LNVTMK Oxidation (M) _LNVTM(ox)K_ B6U0S1_MAIZE 2 361.19928 720.38401 0.7486 0.2907 1.0276 28.193 28.193 9.46E-01 23.41 11592

30504 LNVTMK Unmodified _LNVTMK_ B6U0S1_MAIZE 2 353.20182 704.3891 1.0693 -0.00389 1.0473 39.215 39.215 5.26E-01 34.77 1283700

30505 LNVTMK Unmodified _LNVTMK_ B6U0S1_MAIZE 2 353.20182 704.3891 0.95298 -0.3421 0.59375 40.557 40.557 5.26E-01 35.73 437690

30506 LNVTMK Unmodified _LNVTMK_ B6U0S1_MAIZE 2 353.20182 704.3891 -1.113 42.651 42.651 6.22E-01 18.49

30507 LNVVPTVTMLGVMK 2 Oxidation (M) _LNVVPTVTM(ox)LGVM(ox)K_ B4FVD6_MAIZE 2 767.42259 1532.8306 0.82962 -0.54117 0.30214 82.342 82.342 6.31E-03 32.29 90125

30508 LNVVPTVTMLGVMK 2 Oxidation (M) _LNVVPTVTM(ox)LGVM(ox)K_ B4FVD6_MAIZE 3 511.95082 1532.8306 -0.11219 -0.30631 -0.40426 82.293 82.293 7.27E-01 8.76 11263

30509 LNVVPTVTMLGVMK 2 Oxidation (M) _LNVVPTVTM(ox)LGVM(ox)K_ B4FVD6_MAIZE 2 767.42259 1532.8306 0.88375 -0.16592 0.73153 80.663 80.663 7.64E-09 53.49 291700

30510 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.2783 -0.21309 1.0622 39.94 39.94 5.26E-01 33.64 1082100

30511 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.1381 -0.23225 0.9031 39.499 39.499 5.26E-01 33.94 403470

30512 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.3032 -0.24923 1.0496 42.001 42.001 9.46E-01 35.03 420800

30513 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.235 -0.097689 1.1343 41.365 41.365 5.26E-01 36.36 304120

30514 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.1814 -0.032557 1.1461 41.963 41.963 2.64E-01 37 428650

30515 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.2832 -0.040456 1.2391 41.705 41.705 5.26E-01 36.86 1107900

30516 LNVVVK Unmodified _LNVVVK_ B4G0V4_MAIZE 2 336.22616 670.43776 1.2592 -0.72934 0.5275 39.9 39.9 9.46E-01 42.03 635530

30517 LNWASAGEK Unmodified _LNWASAGEK_ B4FEA4_MAIZE 2 488.24835 974.48214 -0.077253 1.6358 1.5251 49.92 49.92 7.18E-01 19.08 218400

30518 LNWASAGEK Unmodified _LNWASAGEK_ B4FEA4_MAIZE 2 488.24835 974.48214 -0.032071 0.37289 0.31088 52.194 52.194 1.12E-01 22.67 487180

30519 LNWASAGEK Unmodified _LNWASAGEK_ B4FEA4_MAIZE 2 488.24835 974.48214 -0.028034 -0.086173 -0.14301 51.519 51.519 3.39E-01 24.84 594760

30520 LNWASAGEK Unmodified _LNWASAGEK_ B4FEA4_MAIZE 2 488.24835 974.48214 -0.11683 0.4842 0.33714 52.252 52.252 1.01E-02 37.63 2193100

30521 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 3 484.26623 1449.7769 0.013094 -0.059407 -0.058613 92.077 92.077 1.00E+00 10.28 543450

30522 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 3 484.26623 1449.7769 -0.17648 0.054572 -0.13231 93.145 93.145 8.36E-03 26.4 165440

30523 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 3 484.26623 1449.7769 8.97E-05 -0.098637 -0.10979 93.094 93.094 2.42E-04 30.04 250680

30524 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 3 484.26623 1449.7769 0.0014241 -0.24535 -0.25507 93.023 93.023 3.25E-03 24.01 242560

30525 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 3 484.26623 1449.7769 -0.12057 -0.049662 -0.18203 93.015 93.015 2.42E-04 28.6 2269900

30526 LNWLLHFGEPPK Unmodified _LNWLLHFGEPPK_ B4FAJ4_MAIZE 2 725.89571 1449.7769 0.78684 0.37661 1.1527 92.977 92.977 2.62E-07 40.97 400120

30527 LPAAGPPSPAEHLR Unmodified _LPAAGPPSPAEHLR_ B6T6L0_MAIZE 3 471.59301 1411.7572 -0.094863 0.48687 0.37264 53.807 53.807 1.84E-08 48.84 2491800

30528 LPAAGPPSPAEHLR Unmodified _LPAAGPPSPAEHLR_ B6T6L0_MAIZE 2 706.88588 1411.7572 0.77784 1.2972 2.0553 53.807 53.807 1.49E-02 27.15 280890

30529 LPAAGPPSPAEHLR Unmodified _LPAAGPPSPAEHLR_ B6T6L0_MAIZE 3 471.59301 1411.7572 -0.12024 -0.039567 -0.179 51.778 51.778 5.56E-17 64.62 4606200

30530 LPAAGPPSPAEHLR Unmodified _LPAAGPPSPAEHLR_ B6T6L0_MAIZE 2 706.88588 1411.7572 0.6777 0.30256 0.96093 51.764 51.764 2.96E-06 66.99 500450

30531 LPAAYDDAWAALR Unmodified _LPAAYDDAWAALR_ B6TMI7_MAIZE 2 716.86461 1431.7147 0.75105 1.2041 1.9288 92.564 92.564 1.47E-03 43.66 311750

30532 LPAAYDDAWAALR Unmodified _LPAAYDDAWAALR_ B6TMI7_MAIZE 2 716.86461 1431.7147 0.74458 0.60357 1.3224 92.697 92.697 1.00E-11 75.12 422190
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30533 LPAAYDDAWAALR Unmodified _LPAAYDDAWAALR_ B6TMI7_MAIZE 2 716.86461 1431.7147 0.83536 1.501 2.3098 92.658 92.658 2.50E-15 52.76 486880

30534 LPAAYDDAWAALR Unmodified _LPAAYDDAWAALR_ B6TMI7_MAIZE 2 716.86461 1431.7147 0.66129 0.16699 0.80341 92.221 92.221 4.77E-34 79.47 9404700

30535 LPAAYDDAWAALR Unmodified _LPAAYDDAWAALR_ B6TMI7_MAIZE 2 716.86461 1431.7147 0.73526 1.0237 1.7328 92.44 92.44 4.68E-05 47.74 209090

30536 LPAAYEDAAAAVAWLR Unmodified _LPAAYEDAAAAVAWLR_ B4FWS6_MAIZE 2 844.44375 1686.873 1.1109 0.96473 2.0473 113.87 113.87 7.01E-14 68.2 158270

30537 LPADTPYSQFAYK Unmodified _LPADTPYSQFAYK_ Q8L5H0_MAIZE 2 750.8721 1499.7296 0.83489 0.059693 0.88348 73.349 73.349 1.00E-11 52.27 1277800

30538 LPADTPYSQFAYK Unmodified _LPADTPYSQFAYK_ Q8L5H0_MAIZE 2 750.8721 1499.7296 0.8218 0.25493 1.0663 73.805 73.805 1.47E-03 52.75 466830

30539 LPADTPYSQFAYK Unmodified _LPADTPYSQFAYK_ Q8L5H0_MAIZE 2 750.8721 1499.7296 0.82829 0.31838 1.1355 74.084 74.084 2.61E-08 58.27 649560

30540 LPADYAVWMGEIKPLSYFR Unmodified _LPADYAVWMGEIKPLSYFR_ B4FQH9_MAIZE 3 752.72224 2255.1449 0.86162 0.01085 0.85868 118.96 118.96 6.40E-03 39.7 175220

30541 LPAGAGAVGVAGLAPSSSSQQSLPAQVAR Unmodified _LPAGAGAVGVAGLAPSSSSQQSLPAQVAR_ B4FRC6_MAIZE 3 883.14359 2646.4089 1.11 -0.23894 0.86882 81.935 81.935 1.70E-08 41.93 1678300

30542 LPAGAGAVGVAGLAPSSSSQQSLPAQVAR Unmodified _LPAGAGAVGVAGLAPSSSSQQSLPAQVAR_ B4FRC6_MAIZE 3 883.14359 2646.4089 1.1143 -0.073229 1.0386 81.659 81.659 2.06E-03 28.46 1645300

30543 LPAGWSGR Unmodified _LPAGWSGR_ B6STT0_MAIZE 2 422.22722 842.43989 0.18095 0.083202 0.25594 49.103 49.103 1.90E-02 38.73 1247300

30544 LPAILVCENNHYGMGTAEWR Oxidation (M) _LPAILVCENNHYGM(ox)GTAEWR_ Q9ZQY0_MAIZE 3 783.03678 2346.0885 0.91974 -0.37979 0.53281 81.457 81.457 5.05E-05 25.62 1379600

30545 LPANATLK Unmodified _LPANATLK_ B6TMK6_MAIZE 2 414.2529 826.49125 0.11015 0.25491 0.33206 38.479 38.479 7.88E-01 15.11 125100

30546 LPANATLK Unmodified _LPANATLK_ B6TMK6_MAIZE 2 414.2529 826.49125 0.28979 0.40659 0.66176 38.991 38.991 3.77E-01 19.29 367140

30547 LPANLIQAQR Unmodified _LPANLIQAQR_ B6TX10_MAIZE 2 562.33275 1122.6509 0.13386 0.47426 0.57776 60.704 60.704 4.40E-05 63.99 394780

30548 LPANLIQAQR Unmodified _LPANLIQAQR_ B6TX10_MAIZE 2 562.33275 1122.6509 0.15837 0.13307 0.26079 60.045 60.045 2.81E-03 37.28 286030

30549 LPANLIQAQR Unmodified _LPANLIQAQR_ B6TX10_MAIZE 2 562.33275 1122.6509 0.1039 -0.16638 -0.092066 60.512 60.512 1.84E-04 70.5 1834800

30550 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.088096 -0.46759 -0.40005 52.824 52.824 2.81E-03 55.94 1295900

30551 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 -0.0095939 0.009766 -0.020648 54.094 54.094 1.25E-02 56.95 46054

30552 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.028474 -0.18515 -0.17698 53.031 53.031 5.76E-06 86.19 372530

30553 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.087547 0.030454 0.096602 55.018 55.018 5.76E-06 77.93 873650

30554 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.099037 -0.010883 0.066548 54.272 54.272 1.84E-04 69.04 728340

30555 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.10132 0.037246 0.11835 54.951 54.951 1.25E-02 59.4 344420

30556 LPANLVQAQR Unmodified _LPANLVQAQR_ B4FSV6_MAIZE 2 555.32492 1108.6353 0.015877 -0.27774 -0.28293 54.799 54.799 4.40E-05 65.97 6086900

30557 LPASAAALPAPSPQDR Unmodified _LPASAAALPAPSPQDR_ B6TFX9_MAIZE 2 781.42028 1560.826 0.90724 -0.033083 0.8539 63.111 63.111 7.42E-06 47.49 932930

30558 LPCNLADLYK Unmodified _LPCNLADLYK_ B4F810_MAIZE 2 603.813 1205.6114 0.21937 0.1587 0.3608 78.922 78.922 4.40E-02 42.19 987170

30559 LPDAGPSSPADHLR Unmodified _LPDAGPSSPADHLR_ B4FHN3_MAIZE 3 478.24416 1431.7106 -0.13124 -0.14689 -0.28564 51.503 51.503 4.16E-13 64.49 2224600

30560 LPDAPLTPGFR Unmodified _LPDAPLTPGFR_ B6T7G0_MAIZE 2 592.32713 1182.6397 0.21769 -0.11495 0.10223 73.52 73.52 3.57E-04 40.21 2236000

30561 LPDAPLTPGFR Unmodified _LPDAPLTPGFR_ B6T7G0_MAIZE 2 592.32713 1182.6397 0.15834 0.27052 0.42825 74.004 74.004 4.48E-03 31.29 366490

30562 LPDAPLTPGFR Unmodified _LPDAPLTPGFR_ B6T7G0_MAIZE 2 592.32713 1182.6397 0.21904 -0.44876 -0.22936 74.65 74.65 4.48E-03 34.75 476800

30563 LPDAPLTPGFR Unmodified _LPDAPLTPGFR_ B6T7G0_MAIZE 2 592.32713 1182.6397 0.25228 -0.018935 0.23299 74.23 74.23 4.48E-03 52.85 269080

30564 LPDAPLTPGFR Unmodified _LPDAPLTPGFR_ B6T7G0_MAIZE 2 592.32713 1182.6397 0.22336 -0.13864 0.08508 74.631 74.631 3.57E-04 35.42 1523300

30565 LPDATLSYFDTSSPDGELK Unmodified _LPDATLSYFDTSSPDGELK_ B6T2Y1_MAIZE 2 1028.4915 2054.9684 1.1116 -0.020954 1.0901 94.92 94.92 1.51E-46 120.2 2914700

30566 LPDATQGSDHLR Unmodified _LPDATQGSDHLR_ B4G031_MAIZE 3 437.22135 1308.6422 0.0155 -0.044832 -0.031007 46.44 46.44 8.36E-03 28.9 1523100
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30567 LPDATQGSDHLR Unmodified _LPDATQGSDHLR_ B4G031_MAIZE 2 655.32839 1308.6422 0.394 -0.31872 0.075096 43.633 43.633 2.62E-07 64.17 3218200

30568 LPDDAFVVYQGHHGDK Unmodified _LPDDAFVVYQGHHGDK_ B4F8V5_MAIZE 4 450.21933 1796.8482 0.020627 0.14986 0.18316 63.494 63.494 1.05E-01 24.78 1305200

30569 LPDDLLSAALGR Unmodified _LPDDLLSAALGR_ B6TVP3_MAIZE 2 620.84843 1239.6823 0.37327 -0.27432 0.082195 101.84 101.84 7.61E-14 80.54 594920

30570 LPDGGADSHVSYTQDR Unmodified _LPDGGADSHVSYTQDR_ B6U726_MAIZE 3 573.26406 1716.7703 0.10632 -0.13731 -0.022393 48.061 48.061 8.21E-03 37.07 471520

30571 LPDGGADSHVSYTQDR Unmodified _LPDGGADSHVSYTQDR_ B6U726_MAIZE 3 573.26406 1716.7703 0.071853 0.018745 0.099097 51.28 51.28 1.80E-11 35.08 348380

30572 LPDIPALEEFR Unmodified _LPDIPALEEFR_ A1XCH8_MAIZE 2 650.3508 1298.6871 0.51739 0.14621 0.64339 102.32 102.32 1.47E-01 22.14 346430

30573 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 2 994.53296 1987.0514 1.1144 -0.85057 0.24354 126.74 126.74 3.42E-29 77.95 242420

30574 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 2 994.53296 1987.0514 1.0851 -0.42295 0.64112 126.98 126.98 3.42E-29 69.59 532350

30575 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 3 663.35773 1987.0514 0.47373 -0.96647 -0.51246 127.03 127.03 2.75E-01 14.9 282590

30576 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 2 994.53296 1987.0514 1.1924 0.025667 1.1961 127.47 127.47 4.07E-45 103.74 219840

30577 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 3 663.35773 1987.0514 0.59832 -0.095115 0.48088 127.47 127.47 5.28E-02 14.84 130070

30578 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 2 994.53296 1987.0514 1.1931 0.10162 1.2733 127.23 127.23 3.33E-51 103.97 3038800

30579 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 3 663.35773 1987.0514 0.49061 0.18566 0.6548 127.26 127.26 9.12E-18 85.51 1827300

30580 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 2 994.53296 1987.0514 1.2347 0.088916 1.302 127.82 127.82 4.22E-59 97.72 429330

30581 LPDLVELYLSDLNLENK Unmodified _LPDLVELYLSDLNLENK_ B4F917_MAIZE 3 663.35773 1987.0514 0.64323 0.39037 1.0116 127.84 127.84 6.76E-01 11.66 164220

30582 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.40905 -0.11874 0.30058 85.643 85.643 2.02E-06 35.68 3148100

30583 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.38066 -0.093455 0.29756 86.314 86.314 6.44E-22 47.89 1022000

30584 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.42538 -0.097886 0.33737 86.466 86.466 9.12E-18 47.73 1329000

30585 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.46876 0.12931 0.60698 86.18 86.18 2.02E-06 39.82 838230

30586 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.39891 -0.7015 -0.29189 86.195 86.195 6.76E-01 12.41 428390

30587 LPDPAAPVHVCFFANTR Unmodified _LPDPAAPVHVCFFANTR_ B4G029_MAIZE 3 637.98932 1910.9461 0.41333 -0.16559 0.25815 86.411 86.411 2.02E-06 35.15 2818100

30588 LPECFIFPADK Unmodified _LPECFIFPADK_ B6T4W5_MAIZE 2 668.83393 1335.6533 0.56409 0.82334 1.3861 87.616 87.616 4.48E-03 53.38 340140

30589 LPEFIK Unmodified _LPEFIK_ Q9FQC6_MAIZE 2 373.72599 745.43743 0.80419 3.0876 3.8572 64.292 64.292 2.64E-01 27.45 487010

30590 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.16678 0.31666 0.44941 33.253 33.253 4.46E-01 16.09 15554

30591 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.062392 0.56872 0.59381 31.824 31.824 4.46E-01 29.58 41164

30592 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.21031 -0.24239 -0.066229 36.408 36.408 8.04E-02 33.69 184010

30593 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.19243 0.54102 0.69774 34.655 34.655 8.04E-02 32.1 217740

30594 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.22132 -0.62604 -0.43791 35.521 35.521 8.04E-02 37.26 167840

30595 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.16035 0.34181 0.46737 35.492 35.492 8.04E-02 27.99 276740

30596 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.26689 0.75065 0.98086 35.658 35.658 4.49E-02 33.02 190200

30597 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.2241 0.006677 0.19469 36.533 36.533 8.04E-02 31.52 202750

30598 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.11771 0.11114 0.19431 36.404 36.404 8.04E-02 35.91 565980

30599 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.15571 -0.16405 -0.042251 33.707 33.707 4.49E-02 33.61 3583800

30600 LPEQEAR Unmodified _LPEQEAR_ B6T3T6_MAIZE 2 421.72197 841.42938 0.15791 -0.1284 -0.005338 34.527 34.527 4.49E-02 36.05 3617600
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30601 LPEWSPEEPLAER Unmodified _LPEWSPEEPLAER_ B6U4S2_MAIZE 2 776.88574 1551.7569 0.81511 -0.46214 0.32729 83.226 83.226 1.47E-03 37.61 172080

30602 LPFAPALAEALK Unmodified _LPFAPALAEALK_ B4FJT1_MAIZE 2 620.86863 1239.7227 0.39231 0.74414 1.1043 99.269 99.269 7.72E-03 28.08 275560

30603 LPFAPIPLVQR Unmodified _LPFAPIPLVQR_ B6TGS2_MAIZE 2 625.88462 1249.7547 0.40133 0.36349 0.75624 94.57 94.57 1.47E-01 14.36 601530

30604 LPFAPIPLVQR Unmodified _LPFAPIPLVQR_ B6TGS2_MAIZE 2 625.88462 1249.7547 0.33464 0.40369 0.73006 96.536 96.536 4.43E-05 27.39 251580

30605 LPFEAIFVSHK Unmodified _LPFEAIFVSHK_ B6U4F7_MAIZE 3 429.90805 1286.7023 0.16893 0.075693 0.23806 88.193 88.193 1.40E-01 24.68 178180

30606 LPFEDASVGAVLAVIK Unmodified _LPFEDASVGAVLAVIK_ B6TB21_MAIZE 2 814.96653 1627.9185 0.99901 0.38529 1.3797 120.89 120.89 1.82E-38 77.38 1061800

30607 LPFEDASVGAVLAVIK Unmodified _LPFEDASVGAVLAVIK_ B6TB21_MAIZE 2 814.96653 1627.9185 0.99222 0.21615 1.2046 122.86 122.86 4.21E-20 69.36 516900

30608 LPFEDASVGAVLAVIK Unmodified _LPFEDASVGAVLAVIK_ B6TB21_MAIZE 3 543.64678 1627.9185 0.073537 -0.21999 -0.15091 122.78 122.78 1.05E-01 20.31 246480

30609 LPFEPEK Unmodified _LPFEPEK_ B4FBU2_MAIZE 2 430.23164 858.44872 0.024972 0.3185 0.31956 55.507 55.507 7.83E-01 27.29 27677

30610 LPFEPEK Unmodified _LPFEPEK_ B4FBU2_MAIZE 2 430.23164 858.44872 -0.10674 0.43871 0.30897 57.853 57.853 1.86E-01 22.74 2148700

30611 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 3 384.54136 1150.6023 0.62221 -0.37894 0.23472 59.564 59.564 2.35E-01 22.67 951990

30612 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 3 384.54136 1150.6023 0.44437 -0.29554 0.13865 60.5 60.5 5.45E-01 19.31 421720

30613 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 2 576.30841 1150.6023 0.11041 -1.3072 -1.2053 60.501 60.501 3.21E-03 35.9 442640

30614 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 3 384.54136 1150.6023 0.56898 -0.31483 0.24422 61.871 61.871 8.40E-02 20.17 991450

30615 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 2 576.30841 1150.6023 0.1161 2.0578 2.1597 61.877 61.877 9.73E-03 52.22 877580

30616 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 3 384.54136 1150.6023 0.55508 -0.48819 0.058861 61.251 61.251 8.40E-02 18.58 460540

30617 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 2 576.30841 1150.6023 0.26508 -2.143 -1.8844 61.19 61.19 1.12E-01 29.2 256410

30618 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 3 384.54136 1150.6023 0.40938 0.2314 0.63127 61.748 61.748 2.35E-02 23.29 3704600

30619 LPFFKDEQK Unmodified _LPFFKDEQK_ BGLC_MAIZE 2 576.30841 1150.6023 0.11112 0.16101 0.26184 61.731 61.731 3.21E-03 32.3 2022100

30620 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 1.0803 0.047278 1.1199 69.278 69.278 9.46E-01 22.53 979000

30621 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 0.91572 2.5564 3.4588 70.803 70.803 1.00E+00 13.73 24318

30622 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 0.92521 -0.24073 0.67764 69.903 69.903 5.26E-01 21.26 342210

30623 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 1.0735 -0.47706 0.58954 70.806 70.806 9.46E-01 20.61 457710

30624 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 1.0026 -0.41812 0.57787 70.28 70.28 5.26E-01 21.91 394580

30625 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 0.98414 -0.4148 0.56114 70.434 70.434 5.26E-01 29.27 279750

30626 LPFLGR Unmodified _LPFLGR_ B6TS22_MAIZE 2 351.7185 701.42245 1.0077 -0.24909 0.74973 70.645 70.645 2.64E-01 37.63 4801000

30627 LPGETAFDSLGSR Unmodified _LPGETAFDSLGSR_ B6UDM7_MAIZE 2 675.33842 1348.6623 0.62479 0.23269 0.85467 75.497 75.497 6.20E-03 42.7 250490

30628 LPGGYPFEPPK Unmodified _LPGGYPFEPPK_ B6TNG3_MAIZE 2 601.31623 1200.6179 0.24279 0.19019 0.42754 74.605 74.605 4.48E-03 46.77 239200

30629 LPGIFDSEIDEDIPR Unmodified _LPGIFDSEIDEDIPR_ B4FEB2_MAIZE 2 858.42797 1714.8414 1.0818 0.17483 1.2503 102.34 102.34 2.05E-04 46.83 213160

30630 LPGLFIWSADSSK Unmodified _LPGLFIWSADSSK_ B4FBN8_MAIZE 2 710.87718 1419.7398 0.70784 0.3375 1.0374 105.16 105.16 1.47E-03 29.55 658840

30631 LPGTADFHLFK Unmodified _LPGTADFHLFK_ B6T1D2_MAIZE 3 415.8924 1244.6554 0.18879 0.035143 0.22749 81.232 81.232 1.00E+00 17.94 1463900

30632 LPGTADFHLFK Unmodified _LPGTADFHLFK_ B6T1D2_MAIZE 3 415.8924 1244.6554 0.18139 -0.24449 -0.057097 81.331 81.331 9.88E-04 34.49 6258400

30633 LPGTADFHLFK Unmodified _LPGTADFHLFK_ B6T1D2_MAIZE 2 623.33496 1244.6554 0.27069 -0.031575 0.24421 81.325 81.325 1.67E-02 45.91 1277600

30634 LPGTADFHLFK Unmodified _LPGTADFHLFK_ B6T1D2_MAIZE 3 415.8924 1244.6554 0.074205 -0.007025 0.072205 83.264 83.264 1.00E+00 8.89 79262
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30635 LPGVHYIR Unmodified _LPGVHYIR_ B4FQK0_MAIZE 3 318.8555 953.54469 0.30832 50.627 50.627 6.36E-01 19.06

30636 LPGVHYIR Unmodified _LPGVHYIR_ B4FQK0_MAIZE 3 318.8555 953.54469 1.496 0.1307 1.6187 51.941 51.941 2.47E-01 20.4 588970

30637 LPGVLR Unmodified _LPGVLR_ B4FTM3_MAIZE 2 327.7185 653.42245 1.2939 0.051789 1.3376 49.15 49.15 2.64E-01 33.94 1358400

30638 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 1.0243 0.58047 1.5867 109.46 109.46 2.37E-16 82.39 728510

30639 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 0.97131 0.6089 1.5625 110.14 110.14 1.02E-23 79.5 302030

30640 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 0.97245 0.38786 1.3424 110.21 110.21 1.12E-07 69.31 344130

30641 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 1.0047 0.87461 1.861 110.23 110.23 1.12E-07 61.69 308300

30642 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 1.0239 1.0133 2.0185 110.42 110.42 6.53E-30 77.38 307240

30643 LPGYLGEYLALTGAR Unmodified _LPGYLGEYLALTGAR_ B6TN48_MAIZE 2 797.4354 1592.8562 0.9634 0.29203 1.2384 109.7 109.7 1.02E-23 74.09 913490

30644 LPGYNSGAVCTFPEFLK Unmodified _LPGYNSGAVCTFPEFLK_ O23887_MAIZE 2 950.46911 1898.9237 1.2274 -0.15024 1.0824 98.964 98.964 1.54E-12 66.73 534420

30645 LPGYNSGAVCTFPEFLK Unmodified _LPGYNSGAVCTFPEFLK_ O23887_MAIZE 2 950.46911 1898.9237 1.1683 0.28749 1.461 99.606 99.606 1.51E-07 59.92 233050

30646 LPGYNSGAVCTFPEFLK Unmodified _LPGYNSGAVCTFPEFLK_ O23887_MAIZE 2 950.46911 1898.9237 1.1985 0.31301 1.5163 99.583 99.583 1.02E-03 67.57 190720

30647 LPHFYCCSGER Unmodified _LPHFYCCSGER_ B4FS67_MAIZE 3 475.87279 1424.5965 -0.18773 -0.10658 -0.28663 55.995 55.995 9.88E-04 35.3 147760

30648 LPHGDQLIPDAPELVER Unmodified _LPHGDQLIPDAPELVER_ B6UCF6_MAIZE 3 633.67054 1897.9898 0.40235 -0.1909 0.20242 83.184 83.184 5.28E-02 30.49 1268600

30649 LPHGDQLIPDAPELVER Unmodified _LPHGDQLIPDAPELVER_ B6UCF6_MAIZE 3 633.67054 1897.9898 0.36961 0.017283 0.37881 83.818 83.818 2.75E-01 10.37 750920

30650 LPHIPR Unmodified _LPHIPR_ B6SIS5_MAIZE 2 366.7294 731.44424 0.87221 0.38711 1.2366 42.386 42.386 1.00E+00 29.09 640990

30651 LPHIPR Unmodified _LPHIPR_ B6SIS5_MAIZE 2 366.7294 731.44424 0.8705 0.54529 1.395 42.735 42.735 5.26E-01 42.82 876950

30652 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.4147 0.12711 1.5193 41.587 41.587 5.41E-01 11.73 3399300

30653 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.2893 0.14279 1.4084 46.335 46.335 1.00E+00 13.36 16404

30654 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.2892 -0.076475 1.1907 41.756 41.756 5.41E-01 10.27 436030

30655 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.4092 0.10994 1.4955 43.418 43.418 5.41E-01 9.06 631040

30656 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.3973 0.10501 1.4794 44.154 44.154 5.41E-01 12.27 525960

30657 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.4992 -0.27089 1.2067 43.54 43.54 9.92E-01 14.27 444220

30658 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.4443 -0.081985 1.3398 44.563 44.563 5.41E-01 12.47 556770

30659 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.2937 0.15026 1.4207 42.02 42.02 2.47E-01 11.09 3481300

30660 LPHIPRPK Unmodified _LPHIPRPK_ B6SIS5_MAIZE 3 319.87127 956.59197 1.3643 -0.44542 0.8976 46.445 46.445 1.00E+00 11.68 163680

30661 LPHLPGTSIEGVEK Unmodified _LPHLPGTSIEGVEK_ TKTC_MAIZE B4 3 492.94007 1475.7984 -0.0073152 -0.15433 -0.16778 69.16 69.16 1.32E-03 34.21 790320

30662 LPHLPGTSIEGVEK Unmodified _LPHLPGTSIEGVEK_ TKTC_MAIZE B4 3 492.94007 1475.7984 -0.021254 -0.30966 -0.33685 68.645 68.645 1.00E+00 10.48 624010

30663 LPHLPGTSIEGVEK Unmodified _LPHLPGTSIEGVEK_ TKTC_MAIZE B4 3 492.94007 1475.7984 -0.089088 -0.19722 -0.29169 68.693 68.693 1.59E-01 24.83 1603500

30664 LPHLPGTSIEGVEK Unmodified _LPHLPGTSIEGVEK_ TKTC_MAIZE B4 3 492.94007 1475.7984 -0.14591 0.22056 0.068969 70.567 70.567 6.81E-01 12.93 137960

30665 LPHPLQYK Unmodified _LPHPLQYK_ B4FJS1_MAIZE 3 332.52728 994.56 1.1395 -0.002698 1.1167 51.111 51.111 5.41E-01 14.08 444500

30666 LPIAPPETMTVEK Oxidation (M) _LPIAPPETM(ox)TVEK_ B4FS26_MAIZE 2 721.38399 1440.7534 0.70404 -0.031322 0.66204 63.076 63.076 7.84E-04 23.07 2020600

30667 LPIAPPETMTVEK Unmodified _LPIAPPETMTVEK_ B4FS26_MAIZE 2 713.38653 1424.7585 0.67593 -0.23128 0.43095 72.689 72.689 2.65E-01 43.14 1663600

30668 LPICEVTYTLR Unmodified _LPICEVTYTLR_ B4G1C1_MAIZE 2 682.86576 1363.717 0.61554 1.0853 1.6965 80.648 80.648 1.47E-01 28.13 162160
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30669 LPICEVTYTLR Unmodified _LPICEVTYTLR_ B4G1C1_MAIZE 2 682.86576 1363.717 0.52541 -0.17544 0.34758 82.24 82.24 3.57E-04 53.85 1847000

30670 LPIHDADFGWGR Unmodified _LPIHDADFGWGR_ B6SXY1_MAIZE 3 461.89832 1382.6731 -0.0090864 0.14802 0.14305 75.386 75.386 6.16E-04 45.22 2288400

30671 LPIHDADFGWGR Unmodified _LPIHDADFGWGR_ B6SXY1_MAIZE 3 461.89832 1382.6731 -0.064908 8.16E-05 -0.060706 76.461 76.461 4.78E-08 51.7 5042200

30672 LPIIETQR Unmodified _LPIIETQR_ B4FSB7_MAIZE 2 485.29002 968.56548 -0.040024 0.22479 0.16291 58.396 58.396 2.92E-02 46.84 310010

30673 LPIPQIIQEDK Unmodified _LPIPQIIQEDK_ Q8W0V2_MAIZE 2 647.37428 1292.734 0.50757 -0.064447 0.42292 81.801 81.801 1.47E-01 13.67 299250

30674 LPIPQIIQEDK Unmodified _LPIPQIIQEDK_ Q8W0V2_MAIZE 2 647.37428 1292.734 0.43824 -0.04285 0.37666 82.392 82.392 4.96E-02 21.58 186540

30675 LPIPQIIQEDK Unmodified _LPIPQIIQEDK_ Q8W0V2_MAIZE 2 647.37428 1292.734 0.50732 -0.046398 0.44097 82.394 82.394 1.47E-01 12.57 322080

30676 LPLGAPALMVSPQADPAAAVRPDLVR Oxidation (M) _LPLGAPALM(ox)VSPQADPAAAVRPDLVR_ B4FFK9_MAIZE 3 881.15466 2640.4421 1.1451 0.071081 1.2088 93.811 93.811 6.55E-05 19.82 559640

30677 LPLGAPALMVSPQADPAAAVRPDLVR Oxidation (M) _LPLGAPALM(ox)VSPQADPAAAVRPDLVR_ B4FFK9_MAIZE 3 881.15466 2640.4421 1.068 -0.71284 0.34905 94.854 94.854 3.21E-07 16.6 1042200

30678 LPLIGPLLTPPVSAASVGK Unmodified _LPLIGPLLTPPVSAASVGK_ B6TVJ7_MAIZE 2 915.55859 1829.1026 1.1866 -0.05172 1.1313 109.39 109.39 1.30E-03 21.9 399800

30679 LPLIGPLLTPPVSAASVGK Unmodified _LPLIGPLLTPPVSAASVGK_ B6TVJ7_MAIZE 2 915.55859 1829.1026 1.1545 -0.005439 1.1447 109.98 109.98 2.46E-02 14.61 115390

30680 LPLIGPLLTPPVSAASVGK Unmodified _LPLIGPLLTPPVSAASVGK_ B6TVJ7_MAIZE 2 915.55859 1829.1026 1.1788 0.17967 1.3542 110.01 110.01 1.30E-03 27.95 131890

30681 LPLIGPLLTPPVSAASVGK Unmodified _LPLIGPLLTPPVSAASVGK_ B6TVJ7_MAIZE 2 915.55859 1829.1026 1.0921 0.093866 1.1825 111.38 111.38 2.86E-31 59.08 1017900

30682 LPLISYPTVR Unmodified _LPLISYPTVR_ B4FED4_MAIZE 2 579.8477 1157.6808 0.22814 0.38027 0.59636 79.848 79.848 7.11E-01 19.63 430360

30683 LPLISYPTVR Unmodified _LPLISYPTVR_ B4FED4_MAIZE 2 579.8477 1157.6808 0.15695 0.40006 0.54514 80.627 80.627 4.40E-02 36.1 477860

30684 LPLLIDVLSK Unmodified _LPLLIDVLSK_ B6TBF4_MAIZE 2 555.86027 1109.706 0.13139 0.10527 0.2193 109.6 109.6 2.81E-03 41.73 98581

30685 LPLLIDVLSK Unmodified _LPLLIDVLSK_ B6TBF4_MAIZE 2 555.86027 1109.706 0.1578 -0.008069 0.13182 109.6 109.6 1.84E-04 41.98 137990

30686 LPLLIDVLSK Unmodified _LPLLIDVLSK_ B6TBF4_MAIZE 2 555.86027 1109.706 0.068248 0.34829 0.39771 109.26 109.26 1.84E-04 60.71 357830

30687 LPLLPIEEVR Unmodified _LPLLPIEEVR_ B6T8I6_MAIZE 2 589.86081 1177.7071 0.24818 0.28789 0.51017 92.429 92.429 5.76E-06 54.18 318190

30688 LPLLPIEEVR Unmodified _LPLLPIEEVR_ B6T8I6_MAIZE 2 589.86081 1177.7071 0.24153 0.28453 0.50083 92.215 92.215 1.62E-03 41.51 599670

30689 LPLPVVDGK Unmodified _LPLPVVDGK_ B6TSL5_MAIZE 2 469.28949 936.56442 0.0025218 -0.43749 -0.43044 68.542 68.542 3.32E-02 30.24 455610

30690 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.16658 -1.2766 -1.4525 63.968 63.968 2.92E-02 31.07 27177

30691 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.10272 -0.27358 -0.38864 64.49 64.49 1.90E-02 44.35 12428000

30692 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.11025 -0.2175 -0.33994 63.877 63.877 2.34E-03 44.67 6317400

30693 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.14206 -0.18335 -0.3382 64.309 64.309 1.90E-02 39.54 19580000

30694 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.13954 0.012459 -0.13893 64.62 64.62 1.90E-02 51.36 4708300

30695 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.13903 -0.13951 -0.29055 63.191 63.191 2.92E-02 48.22 3459000

30696 LPLQDVYK Unmodified _LPLQDVYK_ B6TWN7_MAIZE 2 488.27912 974.54368 -0.21322 -0.30952 -0.53398 65.724 65.724 2.92E-02 47.45 112950

30697 LPLRDVLDDAGVGGK Unmodified _LPLRDVLDDAGVGGK_ B4F9K2_MAIZE 3 508.95086 1523.8308 -0.10136 0.78758 0.69011 80.746 80.746 9.83E-03 29.2 1304300

30698 LPLRDVLDDAGVGGK Unmodified _LPLRDVLDDAGVGGK_ B4F9K2_MAIZE 3 508.95086 1523.8308 -0.1123 -0.38692 -0.49332 82.529 82.529 7.18E-01 5.02 219030

30699 LPLVGGHEGAGVVVAR Unmodified _LPLVGGHEGAGVVVAR_ B4G1S2_MAIZE 3 510.96321 1529.8678 -0.082911 -0.57674 -0.64856 65.807 65.807 3.87E-06 38.82 711880

30700 LPLVPSVTR Unmodified _LPLVPSVTR_ B6TIK3_MAIZE 2 491.30821 980.60187 -0.11091 -0.16962 -0.2793 69.801 69.801 3.32E-02 25.04 782460

30701 LPLVTTLTQETSPSIFGNAIK Unmodified _LPLVTTLTQETSPSIFGNAIK_ Q5EUD8_MAIZE 2 1115.6201 2229.2256 1.2307 0.2499 1.4786 112.2 112.2 7.74E-05 69.66 84971

30702 LPLVTTLTQETSPSIFGNAIK Unmodified _LPLVTTLTQETSPSIFGNAIK_ Q5EUD8_MAIZE 3 744.08249 2229.2256 0.85096 0.36912 1.2183 112.15 112.15 3.16E-03 24.32 206930
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30703 LPLVTTLTQETSPSIFGNAIK Unmodified _LPLVTTLTQETSPSIFGNAIK_ Q5EUD8_MAIZE 2 1115.6201 2229.2256 1.3115 0.33727 1.647 112.15 112.15 1.23E-19 84.67 321470

30704 LPLVTTLTQETSPSIFGNPIK Unmodified _LPLVTTLTQETSPSIFGNPIK_ Q5EUD9_MAIZE 2 1128.6279 2255.2413 1.1813 -0.36567 0.81701 111.99 111.99 1.08E-14 51.66 175660

30705 LPLVTTLTQETSPSIFGNPIK Unmodified _LPLVTTLTQETSPSIFGNPIK_ Q5EUD9_MAIZE 2 1128.6279 2255.2413 1.2712 0.075285 1.3478 111.93 111.93 3.89E-34 125.39 568810

30706 LPLVTTLTQETSPSIFGNPIK Unmodified _LPLVTTLTQETSPSIFGNPIK_ Q5EUD9_MAIZE 3 752.75438 2255.2413 0.8821 0.10233 0.9851 111.92 111.92 2.97E-04 28.87 460640

30707 LPLVTTLTQETSPSIFGNPIKK Unmodified _LPLVTTLTQETSPSIFGNPIKK_ Q5EUD9_MAIZE 3 795.4527 2383.3363 1.0232 0.01556 1.037 101.83 101.83 5.93E-08 48.79 295030

30708 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.30212 0.051848 0.33912 81.08 81.08 3.57E-04 51.57 2137200

30709 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.26879 -0.022285 0.23082 81.671 81.671 4.48E-03 36.51 552820

30710 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.30779 -0.1726 0.11972 82.08 82.08 3.57E-04 33.96 863830

30711 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.31741 -0.077231 0.22418 81.764 81.764 4.48E-03 33.2 975230

30712 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.30742 0.046437 0.33777 81.444 81.444 4.43E-05 40 664820

30713 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.33499 -0.000677 0.31914 81.97 81.97 3.57E-04 28.68 928360

30714 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.20413 0.15203 0.34097 81.901 81.901 3.60E-06 55.93 22143000

30715 LPLWPSPDAAR Unmodified _LPLWPSPDAAR_ SCRK2_MAIZE 2 611.83258 1221.6506 0.29881 0.61372 0.89559 81.647 81.647 3.83E-01 12.41 360130

30716 LPMPAGSTGEIR Unmodified _LPMPAGSTGEIR_ B6UBA1_MAIZE 2 614.82136 1227.6282 0.25235 -0.54719 -0.30588 60.747 60.747 1.98E-03 68.51 1484000

30717 LPMPQIIK Unmodified _LPMPQIIK_ Q9LKL4_MAIZE 2 470.28843 938.56231 0.018798 0.060723 0.053137 72.522 72.522 1.65E-01 17.02 476230

30718 LPNVAPLSK Unmodified _LPNVAPLSK_ B6T9J2_MAIZE 2 469.78711 937.55967 -0.13402 -0.10581 -0.26057 58.076 58.076 3.39E-01 16.05 29905

30719 LPNVAPLSK Unmodified _LPNVAPLSK_ B6T9J2_MAIZE 2 469.78711 937.55967 -0.029604 0.025964 -0.025012 58.714 58.714 3.21E-03 48.72 1233200

30720 LPPAAAAVDPYYVYAAHPDPQR Unmodified _LPPAAAAVDPYYVYAAHPDPQR_ B4FLG1_MAIZE 3 794.73409 2381.1804 0.951 -0.38971 0.55055 83.362 83.362 4.64E-06 36.8 665040

30721 LPPEVNR Unmodified _LPPEVNR_ B6TKN1_MAIZE 2 412.73488 823.4552 0.064804 0.1493 0.1929 40.448 40.448 4.46E-01 22.6 127040

30722 LPPFFNYPPYFTLQPVR Unmodified _LPPFFNYPPYFTLQPVR_ B6SHU1_MAIZE 2 1048.5538 2095.0931 1.185 0.28871 1.4759 128.02 128.02 1.91E-01 12.9 31638

30723 LPPGPPGAPVVGNWLQVGDDLNHR Unmodified _LPPGPPGAPVVGNWLQVGDDLNHR_ B4FQS9_MAIZE 3 835.77142 2504.2924 1.0926 0.37204 1.4735 102.72 102.72 3.04E-08 28.97 391580

30724 LPPMQYPR Unmodified _LPPMQYPR_ B4FNK8_MAIZE 2 501.26549 1000.5164 -0.10659 -0.50133 -0.626 59.356 59.356 3.77E-01 25.04 1210000

30725 LPPMQYPR Oxidation (M) _LPPM(ox)QYPR_ B4FNK8_MAIZE 2 509.26294 1016.5113 -0.058331 -0.001547 -0.074273 42.388 42.388 3.77E-01 12.63 543500

30726 LPPNADDGTMDPAFR Oxidation (M) _LPPNADDGTM(ox)DPAFR_ B4FHG3_MAIZE 2 816.86976 1631.725 1.0325 0.00927 1.0438 59.717 59.717 7.51E-07 48.23 544130

30727 LPPNADDGTMDPAFR Oxidation (M) _LPPNADDGTM(ox)DPAFR_ B4FHG3_MAIZE 2 816.86976 1631.725 0.96943 -0.063394 0.90863 60.172 60.172 8.63E-17 68.45 3747400

30728 LPPNADDGTMDPAFR Unmodified _LPPNADDGTMDPAFR_ B4FHG3_MAIZE 2 808.8723 1615.7301 1.0283 -0.24705 0.78198 68.877 68.877 7.01E-11 72.94 420700

30729 LPPNADDGTMDPAFR Unmodified _LPPNADDGTMDPAFR_ B4FHG3_MAIZE 2 808.8723 1615.7301 0.96622 -0.060554 0.90631 69.008 69.008 1.02E-23 85.63 2964600

30730 LPPPSYEER Unmodified _LPPPSYEER_ B6T8Y0_MAIZE 2 544.27456 1086.5346 -0.037501 -0.000833 -0.06538 46.63 46.63 1.12E-01 30.68 198580

30731 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.17329 0.17654 0.33678 72.98 72.98 1.62E-03 34.81 2139300

30732 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.11442 0.39838 0.49974 73.714 73.714 1.62E-03 42.88 1079900

30733 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.16905 0.26501 0.42077 74.24 74.24 1.62E-03 28.87 1599800

30734 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.16769 0.21969 0.37424 73.836 73.836 4.40E-05 55.13 1383400

30735 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.14473 0.016951 0.14964 73.706 73.706 4.40E-02 11.79 951990

30736 LPPVASYVYR Unmodified _LPPVASYVYR_ B4FIC0_MAIZE 2 582.82422 1163.6339 0.099346 0.003876 0.090617 74.059 74.059 4.40E-05 71.45 25527000
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30737 LPQEANTDDLR Unmodified _LPQEANTDDLR_ B4FE67_MAIZE 2 636.31495 1270.6153 0.42464 -1.3665 -0.95385 51.175 51.175 1.67E-02 37.84 336860

30738 LPQNIPCPEGK Unmodified _LPQNIPCPEGK_ B6T3L4_MAIZE 2 626.82135 1251.6282 0.30602 0.34802 0.64565 54.758 54.758 4.43E-05 53.19 1226800

30739 LPSACVGDMVMATVK 2 Oxidation (M) _LPSACVGDM(ox)VM(ox)ATVK_ B4FGL4_MAIZE 2 805.88297 1609.7514 0.94561 -0.34107 0.61953 62.42 62.42 5.23E-20 36.85 122080

30740 LPSACVGDMVMATVK 2 Oxidation (M) _LPSACVGDM(ox)VM(ox)ATVK_ B4FGL4_MAIZE 2 805.88297 1609.7514 0.97949 -0.28909 0.70426 63.454 63.454 1.39E-37 42.62 756340

30741 LPSACVGDMVMATVK 2 Oxidation (M) _LPSACVGDM(ox)VM(ox)ATVK_ B4FGL4_MAIZE 2 805.88297 1609.7514 0.9578 -0.44197 0.53044 62.095 62.095 8.41E-34 35.03 1210800

30742 LPSACVGDMVMATVK Oxidation (M) _LPSACVGDM(ox)VMATVK_ B4FGL4_MAIZE 2 797.88551 1593.7565 0.89285 -0.34528 0.55955 75.245 75.245 2.55E-36 72.49 1298500

30743 LPSACVGDMVMATVK Oxidation (M) _LPSACVGDMVM(ox)ATVK_ B4FGL4_MAIZE 2 797.88551 1593.7565 0.90697 -0.45069 0.46881 79.966 79.966 1.28E-40 69.89 918420

30744 LPSACVGDMVMATVK Unmodified _LPSACVGDMVMATVK_ B4FGL4_MAIZE 2 789.88805 1577.7616 0.91296 0.4695 1.3907 90.405 90.405 1.60E-05 59.11 284070

30745 LPSEVHAVESR Unmodified _LPSEVHAVESR_ B6TU74_MAIZE 3 408.55081 1222.6306 0.32561 -0.057866 0.25369 46.591 46.591 1.52E-02 23.81 1075800

30746 LPSILVDETSVQK Unmodified _LPSILVDETSVQK_ B4FFX7_MAIZE 2 714.90086 1427.7872 0.66568 -0.10122 0.56087 79.017 79.017 1.15E-02 49.12 58820

30747 LPSILVDETSVQK Unmodified _LPSILVDETSVQK_ B4FFX7_MAIZE 2 714.90086 1427.7872 0.6513 0.018348 0.66538 78.045 78.045 1.00E-11 64.58 1443400

30748 LPSNDRDPFVLR Unmodified _LPSNDRDPFVLR_ B6T8U9_MAIZE 3 476.92465 1427.7521 -0.0089301 -0.1114 -0.12479 67.536 67.536 2.11E-01 33.34 189720

30749 LPSNDRDPFVLR Unmodified _LPSNDRDPFVLR_ B6T8U9_MAIZE 3 476.92465 1427.7521 -0.025158 0.34791 0.31786 67.223 67.223 8.04E-02 25.3 577940

30750 LPSNVLDTTK Unmodified _LPSNVLDTTK_ B4FC49_MAIZE 2 544.30332 1086.5921 -0.041467 -0.016629 -0.060933 58.439 58.439 2.81E-03 73.2 6187500

30751 LPSNVLDTTK Unmodified _LPSNVLDTTK_ B4FC49_MAIZE 2 544.30332 1086.5921 -0.026224 1.2554 1.2241 59.339 59.339 4.40E-02 50.38 251300

30752 LPSNVLDTTKK Unmodified _LPSNVLDTTKK_ B4FC49_MAIZE 3 405.90296 1214.6871 0.2792 -0.02789 0.24187 50.233 50.233 1.91E-02 28.19 1318900

30753 LPSPAPSTDLK Unmodified _LPSPAPSTDLK_ B6TH45_MAIZE 2 563.31115 1124.6077 0.0065322 -0.60686 -0.61048 56.225 56.225 4.96E-02 49.1 293410

30754 LPSPMGESAVDCASLGSMPDIAFTIGGK 2 Oxidation (M) _LPSPM(ox)GESAVDCASLGSM(ox)PDIAFTIGGK_ B6TSQ9_MAIZE 3 947.44321 2839.3078 1.1029 -0.55288 0.55648 96.92 96.92 9.37E-05 28.73 1212700

30755 LPSPMGESAVDCASLGSMPDIAFTIGGK Oxidation (M) _LPSPM(ox)GESAVDCASLGSMPDIAFTIGGK_ B6TSQ9_MAIZE 3 942.11158 2823.3129 1.1384 -0.33782 0.80573 112.66 112.66 6.05E-02 22.04 274960

30756 LPSPMGESAVDCGSLASMPDIAFTIGGK 2 Oxidation (M) _LPSPM(ox)GESAVDCGSLASM(ox)PDIAFTIGGK_ B6T706_MAIZE 3 947.44321 2839.3078 1.1029 -0.55288 0.55648 96.92 96.92 1.00E-10 57.15 1212700

30757 LPSPMGESAVDCGSLASMPDIAFTIGGK 2 Oxidation (M) _LPSPM(ox)GESAVDCGSLASM(ox)PDIAFTIGGK_ B6T706_MAIZE 2 1420.6612 2839.3078 1.0401 -0.34509 0.70164 96.908 96.908 4.27E-15 40.83 175190

30758 LPSPMGESAVDCGSLASMPDIAFTIGGK Oxidation (M) _LPSPM(ox)GESAVDCGSLASMPDIAFTIGGK_ B6T706_MAIZE 3 942.11158 2823.3129 1.1384 -0.33782 0.80573 112.66 112.66 1.46E-01 41.34 274960

30759 LPSSPDVFPWLK Unmodified _LPSSPDVFPWLK_ B4FZK6_MAIZE 2 693.37682 1384.7391 0.67122 0.074584 0.74608 105.73 105.73 6.74E-02 32.42 581500

30760 LPSSPDVFPWLKP Unmodified _LPSSPDVFPWLKP_ B4G1F6_MAIZE 2 741.9032 1481.7919 0.81212 0.29564 1.109 108.51 108.51 1.47E-03 15.69 1092000

30761 LPTDEALEGQIK Unmodified _LPTDEALEGQIK_ B4FDE1_MAIZE 2 657.351 1312.6874 0.43079 0.19891 0.61156 68.679 68.679 7.61E-14 72.79 1498900

30762 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.5017 -0.21948 0.27353 75.183 75.183 1.68E-09 81.13 3432000

30763 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.39048 0.49151 0.87367 76.416 76.416 1.11E-04 61.17 278190

30764 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.49766 -0.30463 0.18443 75.673 75.673 7.61E-14 72.43 1301900

30765 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.50628 -0.017982 0.47937 76.256 76.256 1.68E-09 71.2 1955600

30766 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.5052 -0.32821 0.16867 75.844 75.844 2.05E-12 61.63 2490100

30767 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.47064 0.18592 0.64761 75.709 75.709 2.05E-12 76.15 3085600

30768 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.50097 -0.081691 0.41096 76.24 76.24 1.68E-09 77.12 4630200

30769 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.45818 -0.37165 0.077956 76.165 76.165 2.05E-12 58.24 7690400

30770 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.37416 -0.23574 0.13015 75.605 75.605 2.05E-12 82.17 13064000
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30771 LPTDETLVAQIK Unmodified _LPTDETLVAQIK_ B6SIL7_MAIZE 2 664.37702 1326.7395 0.37258 -0.38622 -0.021007 77.11 77.11 1.68E-09 76.43 37674000

30772 LPTGITKPMPVSDEFR Oxidation (M) _LPTGITKPM(ox)PVSDEFR_ B4FFV2_MAIZE 3 601.98183 1802.9237 0.10414 -0.27398 -0.16619 68.186 68.186 9.37E-07 29.34 434210

30773 LPTGITKPMPVSDEFR Oxidation (M) _LPTGITKPM(ox)PVSDEFR_ B4FFV2_MAIZE 2 902.46911 1802.9237 1.1507 -0.40377 0.74986 68.181 68.181 3.62E-02 19.87 26154

30774 LPTGITKPMPVSDEFR Oxidation (M) _LPTGITKPM(ox)PVSDEFR_ B4FFV2_MAIZE 3 601.98183 1802.9237 0.22292 0.19331 0.41773 68.572 68.572 1.87E-02 25.17 241970

30775 LPWAIR Unmodified _LPWAIR_ B4FS52_MAIZE 2 378.23177 754.44899 0.71825 0.22521 0.91518 69.218 69.218 1.00E+00 12.44 681090

30776 LPWAIR Unmodified _LPWAIR_ B4FS52_MAIZE 2 378.23177 754.44899 0.69514 -0.17522 0.49498 69.885 69.885 5.26E-01 18.96 1407300

30777 LPWDIVEDEKEVK Unmodified _LPWDIVEDEKEVK_ Q41815_MAIZE 3 533.94701 1598.8192 -0.065513 0.065137 -0.013671 83.522 83.522 5.97E-15 34.76 2356500

30778 LPYGMTHFGYPTGR Oxidation (M) _LPYGM(ox)THFGYPTGR_ B6TZ91_MAIZE 3 538.25741 1611.7504 0.059566 0.13186 0.19965 64.496 64.496 1.32E-03 23.89 752180

30779 LPYGMTHFGYPTGR Oxidation (M) _LPYGM(ox)THFGYPTGR_ B6TZ91_MAIZE 3 538.25741 1611.7504 -0.033151 -0.14406 -0.16809 64.607 64.607 1.32E-03 36.12 1700300

30780 LPYGMTHFGYPTGR Unmodified _LPYGMTHFGYPTGR_ B6TZ91_MAIZE 3 532.92577 1595.7555 0.024951 -0.23109 -0.19995 73.9 73.9 1.98E-02 16.91 1028900

30781 LPYGMTHFGYPTGR Unmodified _LPYGMTHFGYPTGR_ B6TZ91_MAIZE 3 532.92577 1595.7555 -0.057613 0.009034 -0.043647 73.818 73.818 3.82E-03 36.91 2478800

30782 LPYGQTYFGK Unmodified _LPYGQTYFGK_ B4FG74_MAIZE 2 587.30058 1172.5866 0.20824 -0.75113 -0.54328 68.023 68.023 1.62E-03 59.54 759550

30783 LPYGQTYFGKPTGR Unmodified _LPYGQTYFGKPTGR_ B4FG74_MAIZE 3 528.94382 1583.8096 0.052739 -1.0385 -0.9821 61.942 61.942 1.32E-03 30.77 1601000

30784 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 0.038254 -0.24102 -0.22446 81.239 81.239 1.00E+00 23.15 430890

30785 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 -0.09819 -0.18238 -0.30378 82.044 82.044 3.32E-02 30.76 158780

30786 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 0.02995 -0.2322 -0.22414 82.305 82.305 3.39E-01 17.57 196530

30787 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 0.061643 -0.35626 -0.31697 82 82 1.00E+00 1.29 141970

30788 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 -0.059818 0.003046 -0.079655 81.918 81.918 1.00E+00 2.8 376140

30789 LPYLQAIVK Unmodified _LPYLQAIVK_ B4FQS9_MAIZE 2 522.82624 1043.6379 0.010831 -0.12849 -0.13935 81.791 81.791 1.00E+00 0.86 242650

30790 LPYLQAVIK Unmodified _LPYLQAVIK_ B6TZP1_MAIZE 2 522.82624 1043.6379 0.038254 -0.24102 -0.22446 81.239 81.239 1.12E-01 13.54 430890

30791 LPYLQAVIK Unmodified _LPYLQAVIK_ B6TZP1_MAIZE 2 522.82624 1043.6379 -0.09819 -0.18238 -0.30378 82.044 82.044 3.32E-02 27.84 158780

30792 LPYNAPLIQFSSWMGGDR Oxidation (M) _LPYNAPLIQFSSWM(ox)GGDR_ Q9SAZ6_MAIZE 2 1034.5015 2066.9884 1.2357 0.051405 1.2822 105.59 105.59 1.39E-52 57.4 562120

30793 LPYNAPLIQFSSWMGGDR Oxidation (M) _LPYNAPLIQFSSWM(ox)GGDR_ Q9SAZ6_MAIZE 2 1034.5015 2066.9884 1.1683 -0.10605 1.0577 106.13 106.13 9.71E-73 67.96 838570

30794 LPYNAPLIQFSSWMGGDR Oxidation (M) _LPYNAPLIQFSSWM(ox)GGDR_ Q9SAZ6_MAIZE 3 690.00341 2066.9884 0.59676 0.052636 0.64448 106.09 106.09 1.31E-01 12.7 405560

30795 LPYNAPLIQFSSWMGGDR Oxidation (M) _LPYNAPLIQFSSWM(ox)GGDR_ Q9SAZ6_MAIZE 2 1034.5015 2066.9884 1.1621 -0.12077 1.0366 106.18 106.18 3.04E-19 51.76 822200

30796 LPYNAPLIQFSSWMGGDR Oxidation (M) _LPYNAPLIQFSSWM(ox)GGDR_ Q9SAZ6_MAIZE 3 690.00341 2066.9884 0.63015 -0.36073 0.26512 106.13 106.13 9.21E-01 6.37 237230

30797 LPYNAPLIQFSSWMGGDR Unmodified _LPYNAPLIQFSSWMGGDR_ Q9SAZ6_MAIZE 2 1026.504 2050.9935 1.0541 -0.59448 0.45423 120.42 120.42 8.94E-06 56.75 2206100

30798 LPYNAPLIQFSSWMGGDR Unmodified _LPYNAPLIQFSSWMGGDR_ Q9SAZ6_MAIZE 2 1026.504 2050.9935 1.2334 0.15886 1.3861 120.88 120.88 1.18E-19 86.31 340150

30799 LPYNAPLIQFSSWMGGDR Unmodified _LPYNAPLIQFSSWMGGDR_ Q9SAZ6_MAIZE 2 1026.504 2050.9935 1.3275 0.079284 1.4003 121.08 121.08 1.18E-19 95.9 212400

30800 LPYQKPMPCTQER Oxidation (M) _LPYQKPM(ox)PCTQER_ B6T5B2_MAIZE 3 555.26921 1662.7858 0.08594 -0.48211 -0.40129 40.192 40.192 1.60E-02 23.04 452350

30801 LPYQQGADK Unmodified _LPYQQGADK_ B4G1Q6_MAIZE 2 510.26146 1018.5084 -0.059536 -0.27296 -0.34451 38.996 38.996 3.32E-02 31.42 290980

30802 LPYQQGADKR Unmodified _LPYQQGADKR_ B4G1Q6_MAIZE 3 392.54377 1174.6095 0.45944 -0.32809 0.11424 34.461 34.461 9.79E-02 16.03 732130

30803 LPYQQGADKR Unmodified _LPYQQGADKR_ B4G1Q6_MAIZE 2 588.31201 1174.6095 0.18382 -0.26083 -0.094405 34.459 34.459 7.11E-01 16.97 97585

30804 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.71304 0.23103 0.91157 51.883 51.883 9.46E-01 15.03 2011600



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

30805 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.57917 0.043963 0.59266 52.169 52.169 2.64E-01 20.9 1826200

30806 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.67128 -0.12366 0.51681 54.234 54.234 5.26E-01 20.41 3879500

30807 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.57481 -0.32981 0.21435 53.549 53.549 5.26E-01 21.37 10499000

30808 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.64152 0.40643 1.0161 54.286 54.286 9.46E-01 15 200340

30809 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.73905 0.22753 0.93492 53.915 53.915 1.00E+00 9.55 389840

30810 LPYSIR Unmodified _LPYSIR_ B6SRL2_MAIZE 2 374.72124 747.42792 0.68578 0.063284 0.71748 54.611 54.611 9.46E-01 12.83 343800

30811 LQAASGPQQYK Unmodified _LQAASGPQQYK_ B6SVB8_MAIZE 2 595.81184 1189.6091 0.26466 -0.22894 0.018156 38.903 38.903 1.67E-02 45.26 282250

30812 LQAELAK Unmodified _LQAELAK_ B4FSZ7_MAIZE 2 386.7318 771.44905 0.42424 -0.065016 0.31469 34.323 34.323 1.00E+00 19.42 146760

30813 LQAELAK Unmodified _LQAELAK_ B4FSZ7_MAIZE 2 386.7318 771.44905 0.56056 -0.13648 0.38051 36.991 36.991 4.46E-01 37.98 275630

30814 LQAELAK Unmodified _LQAELAK_ B4FSZ7_MAIZE 2 386.7318 771.44905 0.50476 0.039319 0.49905 36.828 36.828 7.83E-01 29.77 201770

30815 LQAELAK Unmodified _LQAELAK_ B4FSZ7_MAIZE 2 386.7318 771.44905 0.55659 -0.010378 0.5006 36.868 36.868 1.00E+00 7.37 965190

30816 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.63708 0.26763 0.8849 92.011 92.011 1.60E-02 16.01 1188400

30817 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.60057 -0.059529 0.52143 92.777 92.777 1.60E-02 37.03 291180

30818 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.59764 -0.29597 0.28236 92.801 92.801 8.05E-01 31.63 427180

30819 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.62419 -0.02925 0.5745 92.625 92.625 1.98E-03 44.22 501020

30820 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.66098 -1.3436 -0.70115 92.153 92.153 4.56E-01 12.91 328430

30821 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.62281 0.009905 0.61335 92.672 92.672 2.62E-07 26.65 1351100

30822 LQAGYLFPEIAR Unmodified _LQAGYLFPEIAR_ B6TIG6_MAIZE 2 689.37989 1376.7452 0.61512 0.29292 0.88728 92.403 92.403 1.98E-03 30.13 1121000

30823 LQAMEQQAQLR Unmodified _LQAMEQQAQLR_ B6SSU4_MAIZE 2 658.34299 1314.6714 0.48372 0.98781 1.4444 52.472 52.472 3.60E-06 55.63 381080

30824 LQAQSSLAEAATASGVALPK Unmodified _LQAQSSLAEAATASGVALPK_ B4FEA2_MAIZE 2 957.02055 1912.0266 1.2046 1.4411 2.6253 83.451 83.451 9.41E-18 75.56 286640

30825 LQATPVEAESAIQTLFK Unmodified _LQATPVEAESAIQTLFK_ B6SWK4_MAIZE 2 923.50147 1844.9884 1.1628 0.053807 1.2052 110.75 110.75 1.43E-21 75.44 277510

30826 LQATPVEAESAIQTLFK Unmodified _LQATPVEAESAIQTLFK_ B6SWK4_MAIZE 3 616.0034 1844.9884 0.40335 0.31777 0.70846 110.78 110.78 1.35E-01 11.18 149890

30827 LQDGAVFTK Unmodified _LQDGAVFTK_ B6TI78_MAIZE 2 489.76637 977.5182 -0.16581 -0.023074 -0.18106 47.806 47.806 3.39E-01 33.59 1082200

30828 LQDGAVFTK Unmodified _LQDGAVFTK_ B6TI78_MAIZE 2 489.76637 977.5182 -0.062754 -0.044478 -0.099326 50.234 50.234 3.39E-01 22.2 1684400

30829 LQDGAVFTK Unmodified _LQDGAVFTK_ B6TI78_MAIZE 2 489.76637 977.5182 -0.063223 0.023878 -0.031157 49.507 49.507 3.32E-02 34.3 980140

30830 LQDGAVFTK Unmodified _LQDGAVFTK_ B6TI78_MAIZE 2 489.76637 977.5182 -0.17803 -0.21951 -0.38994 50.331 50.331 1.12E-01 37.9 7196600

30831 LQDLLPSIINQLGPDNLDNLR Unmodified _LQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 3 787.76393 2360.27 0.90907 -0.10514 0.79107 126.59 126.59 6.15E-18 42.84 558200

30832 LQDLLPSIINQLGPDNLDNLR Unmodified _LQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 3 787.76393 2360.27 0.85705 -0.07857 0.7655 127.99 127.99 3.23E-43 59.96 1694500

30833 LQDLLPSIINQLGPDNLDNLR Unmodified _LQDLLPSIINQLGPDNLDNLR_ B4FL49_MAIZE 2 1181.1423 2360.27 1.0793 0.15742 1.2231 127.97 127.97 1.06E-48 92.8 1037700

30834 LQDPSFLEEAQLIDVR Unmodified _LQDPSFLEEAQLIDVR_ B4FDW3_MAIZE 2 936.98872 1871.9629 1.1538 0.054055 1.1984 106.37 106.37 1.82E-38 111.5 427920

30835 LQDPSFLEEAQLIDVR Unmodified _LQDPSFLEEAQLIDVR_ B4FDW3_MAIZE 3 624.99491 1871.9629 0.3801 -0.05599 0.31413 106.37 106.37 1.00E+00 6.92 148780

30836 LQDSISR Unmodified _LQDSISR_ B4FMY6_MAIZE 2 409.72197 817.42938 0.30962 1.4263 1.7138 35.411 35.411 7.83E-01 30.47 83009

30837 LQDSISR Unmodified _LQDSISR_ B4FMY6_MAIZE 2 409.72197 817.42938 0.23887 -0.37955 -0.15709 34.567 34.567 4.46E-01 25.96 90000

30838 LQDSISR Unmodified _LQDSISR_ B4FMY6_MAIZE 2 409.72197 817.42938 0.35745 0.54568 0.88464 35.269 35.269 7.83E-01 38.76 45805
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30839 LQDSISR Unmodified _LQDSISR_ B4FMY6_MAIZE 2 409.72197 817.42938 0.25692 0.064123 0.30261 36.076 36.076 1.86E-01 32.93 696020

30840 LQDVLPGIINQLGPDNMEHLK Oxidation (M) _LQDVLPGIINQLGPDNM(ox)EHLK_ B4FFP6_MAIZE 3 787.41414 2359.2206 0.87719 -0.22071 0.64969 101.66 101.66 1.81E-14 31.32 1038500

30841 LQDVLPGIINQLGPDNMEHLKR Oxidation (M) _LQDVLPGIINQLGPDNM(ox)EHLKR_ B4FFP6_MAIZE 4 629.8377 2515.3217 0.31758 -0.047726 0.26188 94.796 94.796 2.65E-03 30.23 1042900

30842 LQDVYGEVYR Unmodified _LQDVYGEVYR_ B4FB47_MAIZE 2 621.31168 1240.6088 0.35784 -0.22895 0.12369 62.597 62.597 2.81E-03 42.2 1019700

30843 LQEAILLIPR Unmodified _LQEAILLIPR_ B4FWX1_MAIZE 2 583.3688 1164.723 0.15274 0.45307 0.57327 86.896 86.896 4.40E-02 44.85 150080

30844 LQEAILLIPR Unmodified _LQEAILLIPR_ B4FWX1_MAIZE 2 583.3688 1164.723 0.22393 0.36441 0.55586 87.07 87.07 1.25E-02 26.11 227050

30845 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.25261 -0.053637 0.17851 76.581 76.581 4.40E-02 17.36 3343200

30846 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.21042 -0.000385 0.18839 77.237 77.237 2.81E-03 39.18 1182100

30847 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.28961 0.063273 0.33089 77.77 77.77 1.62E-03 52.23 1972900

30848 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.2652 0.14576 0.38945 77.356 77.356 1.62E-03 40.33 829170

30849 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.14745 -0.41857 -0.29082 77.126 77.126 4.40E-05 64.4 7524000

30850 LQEEWAVPLK Unmodified _LQEEWAVPLK_ MTHR1_MAIZE 2 606.83479 1211.655 0.26385 0.72171 0.96316 77.167 77.167 1.25E-02 49.18 443360

30851 LQEEWVENADR Unmodified _LQEEWVENADR_ B4F7T8_MAIZE 2 694.82568 1387.6368 0.63205 0.17529 0.78737 63.034 63.034 5.66E-08 66.36 1150000

30852 LQEIQDELEK Unmodified _LQEIQDELEK_ Q94F78_MAIZE 2 622.82207 1243.6296 0.29125 -0.039681 0.22238 62.838 62.838 1.25E-02 28.27 2023500

30853 LQEIQDELEK Unmodified _LQEIQDELEK_ Q94F78_MAIZE 2 622.82207 1243.6296 0.24362 0.023776 0.23899 60.932 60.932 1.25E-02 43.1 3177400

30854 LQEIQDELEKVNEEASDK Unmodified _LQEIQDELEKVNEEASDK_ Q94F78_MAIZE 3 706.34633 2116.0172 0.61794 0.030484 0.62355 80.921 80.921 2.12E-07 39.88 1496900

30855 LQELAGQLYDLWDLMDAPK Oxidation (M) _LQELAGQLYDLWDLM(ox)DAPK_ B6U4I4_MAIZE 2 1118.0537 2234.0929 1.3228 0.3365 1.6474 120.09 120.09 7.11E-03 11.45 165780

30856 LQELDDMKR Oxidation (M) _LQELDDM(ox)KR_ B4FZJ1_MAIZE 3 388.52902 1162.5652 0.63631 0.34851 0.96467 33.243 33.243 2.35E-01 21.93 134850

30857 LQELDEMK Unmodified _LQELDEMK_ B4FHB3_MAIZE 2 503.2497 1004.4848 -0.07575 0.32343 0.21852 52.895 52.895 2.92E-02 37.94 1121300

30858 LQELDEMKR Unmodified _LQELDEMKR_ B4FHB3_MAIZE 3 387.86926 1160.586 0.56447 0.009403 0.5433 47.393 47.393 2.35E-01 25.7 745740

30859 LQELDGPDAR Unmodified _LQELDGPDAR_ B6TD55_MAIZE 2 557.28038 1112.5462 0.16474 -0.031154 0.12097 47.462 47.462 1.84E-04 48.22 283680

30860 LQELDGPDAR Unmodified _LQELDGPDAR_ B6TD55_MAIZE 2 557.28038 1112.5462 0.017086 0.3732 0.3773 49.015 49.015 1.84E-04 39.08 2841500

30861 LQELFKEEGVEAK Unmodified _LQELFKEEGVEAK_ B6TI56_MAIZE 3 507.2716 1518.793 -0.070435 0.081561 -0.012546 61.697 61.697 3.98E-04 25.66 962100

30862 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 1.0086 0.41481 1.4048 117.69 117.69 2.96E-06 49.87 286160

30863 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 0.96592 0.15169 1.0993 118.1 118.1 2.25E-03 41.94 110270

30864 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 0.96958 0.32956 1.2805 118.14 118.14 2.96E-06 52.34 170130

30865 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 0.998 0.15607 1.1361 118.22 118.22 2.96E-06 57.56 197490

30866 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 1.0431 0.44421 1.4683 118 118 2.96E-06 51.45 138760

30867 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 1.0042 0.31991 1.3055 118.78 118.78 1.95E-13 49.97 518430

30868 LQELLEPLVPLIVK Unmodified _LQELLEPLVPLIVK_ B4FX70_MAIZE 2 802.50529 1602.996 0.96384 0.29074 1.2358 118.02 118.02 2.00E-19 65.35 1134600

30869 LQELVNLVVVCGDHGNPSK Unmodified _LQELVNLVVVCGDHGNPSK_ SUS2_MAIZE 3 693.36148 2077.0626 0.63673 -0.54099 0.1051 84.103 84.103 7.02E-03 29.24 828310

30870 LQENAFVVGSYLK Unmodified _LQENAFVVGSYLK_ B6U6Q5_MAIZE 2 734.39574 1466.7769 0.78084 -0.060765 0.71098 86.699 86.699 1.00E-11 70.6 1193200

30871 LQEQPPFDK Unmodified _LQEQPPFDK_ B4FL17_MAIZE 2 551.28239 1100.5502 -0.04759 0.064983 0.010288 51.901 51.901 3.32E-02 28.3 108560

30872 LQEQPPFDK Unmodified _LQEQPPFDK_ B4FL17_MAIZE 2 551.28239 1100.5502 0.070316 0.33639 0.39904 51.716 51.716 3.39E-01 10.31 341100



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

30873 LQEQPPFDK Unmodified _LQEQPPFDK_ B4FL17_MAIZE 2 551.28239 1100.5502 -0.033762 0.1359 0.094409 54.819 54.819 9.73E-03 37.73 1545000

30874 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 3 410.55567 1228.6452 0.07635 -0.17828 -0.11477 42.849 42.849 3.83E-02 24.23 356030

30875 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 2 615.32987 1228.6452 0.24835 -0.04643 0.19011 42.828 42.828 7.11E-01 8.61 73195

30876 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 2 615.32987 1228.6452 0.31083 0.14784 0.44619 42.332 42.332 3.43E-01 12.74 347310

30877 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 3 410.55567 1228.6452 0.30257 0.10471 0.39339 42.297 42.297 1.67E-03 31.26 1513600

30878 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 3 410.55567 1228.6452 0.0099361 -0.083596 -0.0856 45.873 45.873 1.26E-02 21.94 6574200

30879 LQEQPPFDKK Unmodified _LQEQPPFDKK_ B4FL17_MAIZE 2 615.32987 1228.6452 0.24124 0.15325 0.38095 45.836 45.836 1.62E-03 35.19 1582300

30880 LQEVEDWLYEDGEDETK Unmodified _LQEVEDWLYEDGEDETK_ B6SV64_MAIZE 2 1049.4604 2096.9062 1.2027 -0.21245 0.97991 92.694 92.694 8.28E-39 72.79 221970

30881 LQEVEDWLYEDGEDETK Unmodified _LQEVEDWLYEDGEDETK_ B6SV64_MAIZE 2 1049.4604 2096.9062 1.1934 -0.016312 1.1663 93.066 93.066 3.42E-29 103.98 212660

30882 LQEWLVDR Unmodified _LQEWLVDR_ B4F9F0_MAIZE 2 529.7851 1057.5556 -0.020901 -0.03347 -0.063567 71.438 71.438 1.90E-02 40.95 808220

30883 LQEYLEK Unmodified _LQEYLEK_ B6SGB6_MAIZE 2 461.74765 921.48075 -0.02009 0.22076 0.16243 45.637 45.637 1.86E-01 36.8 3877200

30884 LQEYLEK Unmodified _LQEYLEK_ B6SGB6_MAIZE 2 461.74765 921.48075 -0.156 0.084085 -0.11161 45.268 45.268 4.46E-01 27.86 1368400

30885 LQEYLEK Unmodified _LQEYLEK_ B6SGB6_MAIZE 2 461.74765 921.48075 -0.031741 0.18324 0.11216 47.842 47.842 4.46E-01 20.43 1741800

30886 LQEYLEK Unmodified _LQEYLEK_ B6SGB6_MAIZE 2 461.74765 921.48075 -0.12266 0.17124 0.01008 47.958 47.958 7.83E-01 20.94 2898100

30887 LQEYLEK Unmodified _LQEYLEK_ B6SGB6_MAIZE 2 461.74765 921.48075 -0.15714 -0.10937 -0.30426 49.096 49.096 8.04E-02 40.23 403200

30888 LQFLSLLDNTVTK Unmodified _LQFLSLLDNTVTK_ B6TS72_MAIZE 2 746.4245 1490.8344 0.80297 0.19737 0.99788 110.09 110.09 1.09E-26 74.96 2343400

30903 LQGFIEPDHK Unmodified _LQGFIEPDHK_ B6TDE0_MAIZE 2 592.30894 1182.6033 0.13758 0.3402 0.47149 53.126 53.126 2.81E-03 45.73 3498700

30904 LQGLEPGTR Unmodified _LQGLEPGTR_ B4FRV6_MAIZE 2 485.76945 969.52434 -0.081193 0.15049 0.061568 45.77 45.77 3.32E-02 31.08 751050

30905 LQGLLFQMADK Unmodified _LQGLLFQMADK_ B6U5R6_MAIZE 2 632.34192 1262.6693 0.3822 0.067076 0.43767 90.1 90.1 1.47E-01 23.4 992130

30906 LQGLLFQMADK Unmodified _LQGLLFQMADK_ B6U5R6_MAIZE 2 632.34192 1262.6693 0.34871 -0.99799 -0.65842 90.82 90.82 1.67E-02 20.93 101140

30907 LQGLLFQMADK Oxidation (M) _LQGLLFQM(ox)ADK_ B6U5R6_MAIZE 2 640.33938 1278.6642 0.42147 0.52935 0.94282 76.13 76.13 3.57E-04 56.42 239010

30908 LQGLLFQMADK Oxidation (M) _LQGLLFQM(ox)ADK_ B6U5R6_MAIZE 2 640.33938 1278.6642 0.48103 0.66855 1.1411 76.754 76.754 4.96E-02 19.08 218510

30909 LQGVGISDGSSSAAGDASASKPEEVK Unmodified _LQGVGISDGSSSAAGDASASKPEEVK_ B4FB35_MAIZE 3 816.40139 2446.1823 0.97644 0.87151 1.8409 55.764 55.764 5.14E-10 30.93 526120

30910 LQGVGISDGSSSAAGDASASKPEEVKR Unmodified _LQGVGISDGSSSAAGDASASKPEEVKR_ B4FB35_MAIZE 4 651.57814 2602.2835 0.43202 -0.042311 0.38202 51.483 51.483 1.22E-10 53.05 922730

30911 LQGVGISDGSTSAAGDASASKPQEAK Unmodified _LQGVGISDGSTSAAGDASASKPQEAK_ B6TEB3_MAIZE 3 811.4015 2431.1827 0.94598 0.53922 1.4794 52.096 52.096 1.65E-10 42.54 1427600

30912 LQGWQAYK Unmodified _LQGWQAYK_ B4G0S0_MAIZE 2 497.26126 992.50797 -0.025902 -0.17856 -0.22106 55.013 55.013 3.77E-01 32.4 612160

30913 LQGWQAYK Unmodified _LQGWQAYK_ B4G0S0_MAIZE 2 497.26126 992.50797 -0.061353 0.55391 0.47452 56.851 56.851 1.65E-01 24.72 2378000

30914 LQHHFQNMTK Unmodified _LQHHFQNMTK_ B6U1Q4_MAIZE 3 428.54863 1282.6241 0.042041 0.49278 0.52977 35.144 35.144 3.83E-02 9.89 33006

30915 LQHIIILQNK Unmodified _LQHIIILQNK_ B6TNU0_MAIZE 3 407.25556 1218.7448 0.35411 0.14461 0.47186 56.784 56.784 1.25E-01 14.85 940980

30916 LQICQEEDDWKR Unmodified _LQICQEEDDWKR_ B4FYG9_MAIZE 3 540.58759 1618.741 -0.061286 -0.57334 -0.64352 62.7 62.7 9.47E-02 21.14 446190

30917 LQICQEEEDWK Unmodified _LQICQEEEDWK_ B6TZR1_MAIZE 2 739.33502 1476.6555 0.74675 -0.24805 0.48761 69.396 69.396 5.66E-08 84.13 477950

30918 LQICQEEEDWKR Unmodified _LQICQEEEDWKR_ B6TZR1_MAIZE 3 545.25948 1632.7566 -0.057016 -0.38501 -0.45565 63.368 63.368 5.72E-03 28.99 2520900

30919 LQIDPELEK Unmodified _LQIDPELEK_ B6TRR5_MAIZE 2 542.79787 1083.5812 0.080066 -0.34647 -0.29398 65.093 65.093 3.39E-01 29.63 365500

30920 LQIDPELEK Unmodified _LQIDPELEK_ B6TRR5_MAIZE 2 542.79787 1083.5812 0.10026 -0.059675 0.012674 64.495 64.495 1.00E+00 8.08 376530
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30921 LQIDPELEK Unmodified _LQIDPELEK_ B6TRR5_MAIZE 2 542.79787 1083.5812 0.036676 0.027757 0.036465 64.962 64.962 1.12E-01 23.99 1709000

30922 LQIDPELEK Unmodified _LQIDPELEK_ B6TRR5_MAIZE 2 542.79787 1083.5812 -0.037317 -0.18119 -0.24502 65.185 65.185 3.32E-02 37.4 9696400

30923 LQIDPELEK Unmodified _LQIDPELEK_ B6TRR5_MAIZE 2 542.79787 1083.5812 0.029243 -0.2996 -0.29714 66.14 66.14 7.18E-01 13.15 130010

30924 LQIDPELEKEIGAK Unmodified _LQIDPELEKEIGAK_ B6TRR5_MAIZE 3 528.29441 1581.8614 -0.084476 0.11897 0.0058072 77.808 77.808 1.59E-01 18.27 4161200

30925 LQIDPELEKEIGAK Unmodified _LQIDPELEKEIGAK_ B6TRR5_MAIZE 2 791.93797 1581.8614 0.9394 0.014667 0.92556 77.811 77.811 3.56E-04 40.47 490390

30926 LQIPDVETVAAPDNVKDEL Unmodified _LQIPDVETVAAPDNVKDEL_ Q5EUD0_MAIZE 2 1033.5362 2065.0579 1.2452 -0.12847 1.113 98.907 98.907 2.86E-31 59.35 1086500

30927 LQIPDVETVAAPDNVKDEL Unmodified _LQIPDVETVAAPDNVKDEL_ Q5EUD0_MAIZE 2 1033.5362 2065.0579 1.2572 0.41207 1.6644 99.709 99.709 1.30E-03 45.54 313050

30928 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.47405 -0.036906 0.42863 69.233 69.233 3.57E-04 32.87 4064200

30929 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.53969 0.084706 0.61645 71.59 71.59 4.43E-05 36.67 1268800

30930 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.37517 -0.20935 0.15825 70.444 70.444 3.57E-04 50.36 172710

30931 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.48891 -0.29533 0.18655 69.588 69.588 5.66E-08 61.88 908420

30932 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.4893 -0.38717 0.094839 70.592 70.592 4.43E-05 51 720880

30933 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.5652 0.47003 1.0266 70.022 70.022 5.66E-08 45.61 798370

30934 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.48197 -0.54303 -0.068424 70.217 70.217 1.47E-01 23.15 617970

30935 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.54251 -0.080903 0.45343 72.577 72.577 7.60E-01 3.76 231960

30936 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.41362 0.39586 0.80098 69.62 69.62 4.43E-05 45.97 2109500

30937 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.42176 0.12223 0.53604 71.994 71.994 5.66E-08 56.24 1274500

30938 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.4104 -0.17342 0.23011 71.567 71.567 5.66E-08 53.71 2289100

30939 LQIWDTAGQER Unmodified _LQIWDTAGQER_ B4FB55_MAIZE 2 658.83331 1315.6521 0.47369 0.14733 0.61258 73.773 73.773 3.57E-04 47.38 364960

30940 LQIWDTAGQESFR Unmodified _LQIWDTAGQESFR_ B6U232_MAIZE 2 775.88353 1549.7525 0.99981 0.6628 1.6583 83.535 83.535 1.56E-17 70.26 800330

30941 LQIWDTAGQESFR Unmodified _LQIWDTAGQESFR_ B6U232_MAIZE 2 775.88353 1549.7525 0.86654 -0.23333 0.63139 85.254 85.254 1.15E-02 60.08 46840

30942 LQIWDTAGQESFR Unmodified _LQIWDTAGQESFR_ B6U232_MAIZE 2 775.88353 1549.7525 0.85512 0.071526 0.92413 83.772 83.772 4.93E-21 73.41 765030

30943 LQIWDTAGQESFR Unmodified _LQIWDTAGQESFR_ B6U232_MAIZE 2 775.88353 1549.7525 0.86001 -0.15627 0.7015 85.161 85.161 4.93E-21 71.13 326910

30944 LQIYNDMSQPVEGFYR Oxidation (M) _LQIYNDM(ox)SQPVEGFYR_ B6SLP1_MAIZE 2 988.46456 1974.9146 1.1681 0.02957 1.1912 81.334 81.334 4.21E-20 73.59 449010

30945 LQLAGLTAAIDAVER Unmodified _LQLAGLTAAIDAVER_ B6TKK2_MAIZE 2 770.9383 1539.8621 0.8945 0.2666 1.143 108.99 108.99 1.04E-33 91.78 663710

30946 LQLAGLTAAIDAVER Unmodified _LQLAGLTAAIDAVER_ B6TKK2_MAIZE 3 514.29463 1539.8621 -0.0825 -0.00485 -0.10538 108.99 108.99 1.00E+00 22.66 708090

30947 LQLDYLDLYLIHFPVATR Unmodified _LQLDYLDLYLIHFPVATR_ B4FMP6_MAIZE 3 730.73677 2189.1885 0.74727 0.29339 1.0328 122.97 122.97 4.30E-22 47.81 1941100

30948 LQLDYLDLYLIHFPVATR Unmodified _LQLDYLDLYLIHFPVATR_ B4FMP6_MAIZE 3 730.73677 2189.1885 0.72132 -0.10873 0.60537 123.47 123.47 9.01E-03 19.89 227120

30949 LQLDYLDLYLIHFPVATR Unmodified _LQLDYLDLYLIHFPVATR_ B4FMP6_MAIZE 3 730.73677 2189.1885 0.75346 0.10107 0.84705 124.8 124.8 1.93E-34 54.33 1975800

30950 LQLNDFTGAVYEGR Unmodified _LQLNDFTGAVYEGR_ B6U897_MAIZE 2 791.89664 1581.7787 0.89512 -0.10371 0.78915 89.58 89.58 7.68E-22 111.48 980530

30951 LQLTAPVCTSR Unmodified _LQLTAPVCTSR_ B6TNU0_MAIZE 2 623.33463 1244.6547 0.33543 0.2379 0.57757 61.183 61.183 1.67E-02 30.21 2141700

30952 LQLTAPVCTSR Unmodified _LQLTAPVCTSR_ B6TNU0_MAIZE 2 623.33463 1244.6547 0.26594 0.2559 0.52818 62.297 62.297 3.83E-01 17.19 52660

30953 LQLTAPVCTSR Unmodified _LQLTAPVCTSR_ B6TNU0_MAIZE 2 623.33463 1244.6547 0.34767 -0.21079 0.14285 61.648 61.648 1.67E-02 29.22 174570

30954 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.16413 0.40397 0.2091 49.915 49.915 1.65E-01 29.3 87636
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30955 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.1269 0.64226 0.48395 49.014 49.014 1.00E+00 7.9 1136000

30956 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.011694 0.17575 0.13281 51.335 51.335 3.77E-01 19.82 1857500

30957 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.056449 0.2426 0.15426 50.622 50.622 3.77E-01 23.76 2290200

30958 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.10325 -0.050481 -0.18395 51.442 51.442 1.65E-01 21.56 1813900

30959 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.062624 0.027589 -0.065393 51.141 51.141 1.65E-01 35.22 1565600

30960 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.20172 -0.22602 -0.4571 49.454 49.454 1.90E-02 48.36 39447000

30961 LQLVEAEK Unmodified _LQLVEAEK_ B4FVD5_MAIZE 2 465.26875 928.52295 -0.17629 0.18628 -0.021623 52.716 52.716 5.06E-02 37.47 583220

30962 LQLVEAEKK Unmodified _LQLVEAEKK_ B4FVD5_MAIZE 3 353.21325 1056.6179 1.0649 -0.12598 0.90417 39.663 39.663 5.45E-01 23.29 722440

30963 LQLVEAEKK Unmodified _LQLVEAEKK_ B4FVD5_MAIZE 3 353.21325 1056.6179 0.96032 -0.099918 0.82601 41.865 41.865 1.00E+00 6.19 315300

30964 LQLVEAEKK Unmodified _LQLVEAEKK_ B4FVD5_MAIZE 3 353.21325 1056.6179 1.0123 0.32018 1.2968 42.112 42.112 2.35E-01 19.01 611930

30965 LQLVEAEKK Unmodified _LQLVEAEKK_ B4FVD5_MAIZE 3 353.21325 1056.6179 0.99085 -0.54175 0.41478 39.942 39.942 9.39E-03 40.99 4969700

30966 LQLVEAEKK Unmodified _LQLVEAEKK_ B4FVD5_MAIZE 2 529.31623 1056.6179 -0.066367 0.098024 -0.0024112 39.945 39.945 9.73E-03 44.36 1263500

30967 LQLVMK Oxidation (M) _LQLVM(ox)K_ B6SJ19_MAIZE 2 374.2253 746.43605 0.73664 0.67474 1.3933 41.006 41.006 9.46E-01 19.02 738270

30968 LQLVMK Oxidation (M) _LQLVM(ox)K_ B6SJ19_MAIZE 2 374.2253 746.43605 0.50894 0.08113 0.57461 41.845 41.845 1.00E+00 15.97 204390

30969 LQLVMK Oxidation (M) _LQLVM(ox)K_ B6SJ19_MAIZE 2 374.2253 746.43605 0.40872 0.16058 0.55154 44.796 44.796 1.00E+00 22.07 823090

30970 LQLVMK Unmodified _LQLVMK_ B6SJ19_MAIZE 2 366.22784 730.44113 0.80023 0.10969 0.88594 53.279 53.279 5.26E-01 34.9 7641400

30971 LQLVMK Unmodified _LQLVMK_ B6SJ19_MAIZE 2 366.22784 730.44113 0.64676 0.70781 1.3324 54.517 54.517 9.46E-01 23.83 100560

30972 LQLVMK Unmodified _LQLVMK_ B6SJ19_MAIZE 2 366.22784 730.44113 0.7129 0.12698 0.81616 53.875 53.875 5.26E-01 31.07 392480

30973 LQLVMK Unmodified _LQLVMK_ B6SJ19_MAIZE 2 366.22784 730.44113 0.5478 0.46945 0.99327 57.063 57.063 5.26E-01 33.74 1105000

30974 LQNATTLGATHTVNAAK Unmodified _LQNATTLGATHTVNAAK_ B6T6Y2_MAIZE 3 570.97596 1709.906 0.14711 -0.25413 -0.11404 44.215 44.215 1.09E-02 27.06 852780

30975 LQNATTLGATHTVNAAK Unmodified _LQNATTLGATHTVNAAK_ B6T6Y2_MAIZE 3 570.97596 1709.906 0.17438 -0.28524 -0.11735 45.804 45.804 1.09E-02 33.28 338830

30976 LQNATTLGATHTVNAAK Unmodified _LQNATTLGATHTVNAAK_ B6T6Y2_MAIZE 3 570.97596 1709.906 0.053329 0.066897 0.1141 47.15 47.15 5.13E-09 46.72 2875600

30977 LQNGLECGGAYIK Unmodified _LQNGLECGGAYIK_ B4FAK8_MAIZE 2 711.85592 1421.6973 0.7421 0.20957 0.94123 60.297 60.297 1.47E-03 52.09 1513700

30978 LQNGLECGGAYIK Unmodified _LQNGLECGGAYIK_ B4FAK8_MAIZE 2 711.85592 1421.6973 0.71757 0.47595 1.1824 62.132 62.132 4.68E-05 60.72 803930

30979 LQNGLECGGAYIK Unmodified _LQNGLECGGAYIK_ B4FAK8_MAIZE 2 711.85592 1421.6973 0.73837 0.32242 1.051 61.44 61.44 6.20E-03 49.53 601420

30980 LQNGLECGGAYIK Unmodified _LQNGLECGGAYIK_ B4FAK8_MAIZE 2 711.85592 1421.6973 0.64595 -0.10785 0.52834 61.845 61.845 4.68E-05 66.8 3100500

30981 LQNLSSDER Unmodified _LQNLSSDER_ B6T989_MAIZE 2 531.26473 1060.5149 0.14478 0.6035 0.72317 35.787 35.787 3.39E-01 20.98 157300

30982 LQNLSSDER Unmodified _LQNLSSDER_ B6T989_MAIZE 2 531.26473 1060.5149 -0.067277 0.43824 0.34665 34.672 34.672 1.12E-01 24.9 93034

30983 LQNPWVGIVNR Unmodified _LQNPWVGIVNR_ B6SWL9_MAIZE 2 648.36458 1294.7146 0.48386 0.16343 0.64301 83.418 83.418 1.47E-01 20.24 273270

30984 LQPEEVLVLDAVR Unmodified _LQPEEVLVLDAVR_ B6TWU1_MAIZE 2 740.92212 1479.8297 0.78108 0.52498 1.2959 96.765 96.765 2.61E-08 50.66 714940

30985 LQPHLLWSLDQVK Unmodified _LQPHLLWSLDQVK_ B6SU81_MAIZE 3 526.29971 1575.8773 -0.06561 -0.23372 -0.30593 88.622 88.622 3.64E-02 31.49 683040

30986 LQPHTTDFLDISNPK Unmodified _LQPHTTDFLDISNPK_ B6TBJ6_MAIZE 3 575.96506 1724.8733 0.10617 -0.076124 0.03019 73.17 73.17 6.35E-02 30.05 1367800

30987 LQQASEITR Unmodified _LQQASEITR_ B6UFN8_MAIZE 2 523.28546 1044.5564 0.033332 0.68114 0.69247 36.65 36.65 7.18E-01 18.12 352230

30988 LQQASEITR Unmodified _LQQASEITR_ B6UFN8_MAIZE 2 523.28546 1044.5564 0.079232 0.68997 0.74738 38.628 38.628 1.12E-01 23.23 219390
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30989 LQQASEITR Unmodified _LQQASEITR_ B6UFN8_MAIZE 2 523.28546 1044.5564 0.10206 0.83413 0.91254 37.808 37.808 7.18E-01 13.01 102540

30990 LQQAVGAGAGGAAR Unmodified _LQQAVGAGAGGAAR_ B6SML1_MAIZE 2 613.83364 1225.6527 0.27151 -0.098501 0.16736 33.118 33.118 2.96E-06 51.22 261000

30991 LQQAVGAGAGGAAR Unmodified _LQQAVGAGAGGAAR_ B6SML1_MAIZE 2 613.83364 1225.6527 0.35502 -0.11967 0.22922 36.004 36.004 1.95E-13 66.8 281290

30992 LQQAVGAGAGGAAR Unmodified _LQQAVGAGAGGAAR_ B6SML1_MAIZE 2 613.83364 1225.6527 0.36468 -0.1925 0.16537 35.121 35.121 7.64E-09 54.88 639960

30993 LQQAVGAGAGGAAR Unmodified _LQQAVGAGAGGAAR_ B6SML1_MAIZE 2 613.83364 1225.6527 0.32547 0.21008 0.52835 35.884 35.884 2.00E-19 58.28 445940

30994 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 0.031048 -0.26517 -0.27152 37.917 37.917 1.12E-01 28.95 2908900

30995 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 -0.0706 -0.20892 -0.31611 37.116 37.116 1.00E+00 19.08 474230

30996 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 0.057367 -0.93533 -0.91414 39.918 39.918 1.01E-02 42.7 423290

30997 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 0.0059431 -4.5532 -4.5765 38.904 38.904 1.12E-01 33.35 171650

30998 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 -0.01986 -1.2412 -1.2953 39.755 39.755 3.32E-02 36.7 457510

30999 LQQEEELAK Unmodified _LQQEEELAK_ B4FQZ2_MAIZE 2 544.28513 1086.5557 -0.18438 -1.3648 -1.5841 41.482 41.482 3.32E-02 32.69 261090

31000 LQQHFNQHVFK Unmodified _LQQHFNQHVFK_ Q9XEI4_MAIZE 4 357.19011 1424.7313 0.99479 0.016878 1.0141 44.491 44.491 1.91E-02 19.61 1274400

31001 LQQIPEK Unmodified _LQQIPEK_ B4FAE4_MAIZE 2 428.25036 854.48617 -0.050753 0.47138 0.39284 35.885 35.885 1.86E-01 33.93 178620

31002 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.226 0.25492 1.4842 99.184 99.184 1.56E-52 81.35 335500

31003 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.1963 0.056995 1.2562 99.737 99.737 1.56E-52 90.56 323700

31004 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.1908 0.2024 1.3962 99.63 99.63 2.85E-09 74.77 400720

31005 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.2969 0.090017 1.3907 99.166 99.166 3.54E-16 81.18 363760

31006 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.2464 0.2985 1.5485 99.856 99.856 1.77E-34 83.95 772500

31007 LQQLDVVTPDAFDNVYYK Unmodified _LQQLDVVTPDAFDNVYYK_ B4FG39_MAIZE 2 1064.5335 2127.0524 1.1891 0.028129 1.2202 99.442 99.442 2.32E-57 91.41 7318800

31008 LQQQELAAADTQAE Unmodified _LQQQELAAADTQAE_ B6T5L1_MAIZE 2 758.36791 1514.7213 0.85869 0.43907 1.2788 55.86 55.86 3.51E-02 29.28 37146

31009 LQSALEASALDIEDVSYQHAGHAAVK Unmodified _LQSALEASALDIEDVSYQHAGHAAVK_ B6U406_MAIZE 4 681.59633 2722.3562 0.54236 -0.040989 0.48783 124.16 124.16 4.95E-05 34.72 117310

31010 LQSESVK Unmodified _LQSESVK_ B6SIS5_MAIZE 2 395.71889 789.42323 0.54889 -0.079083 0.45079 20.335 20.335 1.00E+00 6.99 3628.8

31011 LQSESVK Unmodified _LQSESVK_ B6SIS5_MAIZE 2 395.71889 789.42323 0.61332 0.25752 0.85067 19.993 19.993 4.46E-01 24.4 28670

31012 LQSFTPGLWSQYK Unmodified _LQSFTPGLWSQYK_ B4FUW7_MAIZE 2 777.90119 1553.7878 0.82315 0.18301 1.0037 87.571 87.571 2.61E-08 45.11 1139700

31013 LQSIVTPLTEFDHPEK Unmodified _LQSIVTPLTEFDHPEK_ FRI1_MAIZE B6 3 618.65964 1852.9571 0.30468 0.027265 0.33013 89.483 89.483 1.00E+00 1.93 30969

31014 LQSIVTPLTEFDHPEK Unmodified _LQSIVTPLTEFDHPEK_ FRI1_MAIZE B6 3 618.65964 1852.9571 0.27728 0.2946 0.57023 85.164 85.164 4.32E-02 19.15 1438400

31015 LQSIVTPLTEFDHPEK Unmodified _LQSIVTPLTEFDHPEK_ FRI1_MAIZE B6 2 927.48582 1852.9571 1.0851 -0.20143 0.8826 85.519 85.519 1.02E-04 72.13 1342400

31016 LQSIVTPLTEFDHPEK Unmodified _LQSIVTPLTEFDHPEK_ FRI1_MAIZE B6 3 618.65964 1852.9571 0.17862 -0.027118 0.1501 85.522 85.522 8.21E-03 42.53 12813000

31017 LQSIVTPLTEFDHPEK Unmodified _LQSIVTPLTEFDHPEK_ FRI1_MAIZE B6 3 618.65964 1852.9571 0.27502 -0.063191 0.21112 87.388 87.388 1.87E-02 40.68 607160

31018 LQSIVTPLTEFDHPEKGDALYAMELALALEK Oxidation (M) _LQSIVTPLTEFDHPEKGDALYAM(ox)ELALALEK_ FRI1_MAIZE B6 4 865.44955 3457.7691 1.1445 0.34463 1.4748 129.66 129.66 7.52E-11 33.4 1441700

31019 LQSLAASASAYK Unmodified _LQSLAASASAYK_ B6TEG2_MAIZE 2 605.32733 1208.6401 0.22248 0.13039 0.31704 57.499 57.499 2.00E-01 16.98 1463900

31020 LQSLVDAALVELDMAEDATTR Oxidation (M) _LQSLVDAALVELDM(ox)AEDATTR_ B4FTP3_MAIZE 3 759.71414 2276.1206 0.92934 0.048704 0.9693 125.33 125.33 2.92E-02 15.22 242160

31021 LQSMDALEK Oxidation (M) _LQSM(ox)DALEK_ B6U8G5_MAIZE 2 525.76043 1049.5063 0.0034414 -3.6781 -3.6913 36.356 36.356 3.32E-02 22.29 148700

31022 LQSMDALEK Oxidation (M) _LQSM(ox)DALEK_ B6U8G5_MAIZE 2 525.76043 1049.5063 0.048009 -0.12787 -0.10261 36.856 36.856 1.01E-02 44.38 175990
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31023 LQSMDALEK Unmodified _LQSMDALEK_ B6U8G5_MAIZE 2 517.76297 1033.5114 -0.0007424 0.10367 0.07588 53.487 53.487 1.00E+00 13.55 1134200

31024 LQSQPTPAPGQLPK Unmodified _LQSQPTPAPGQLPK_ B4FEA2_MAIZE 2 731.40664 1460.7987 0.69427 0.11119 0.79961 51.879 51.879 2.25E-03 39.69 1609200

31025 LQSSVHVEK Unmodified _LQSSVHVEK_ B6U0I0_MAIZE 3 342.85746 1025.5506 1.2464 -0.37359 0.86716 29.399 29.399 1.96E-01 30.3 178620

31026 LQSSVHVEK Unmodified _LQSSVHVEK_ B6U0I0_MAIZE 3 342.85746 1025.5506 1.2048 -0.14964 1.0496 30.027 30.027 1.00E+00 0.95 27254

31027 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 0.015711 -0.034678 -0.027316 42.263 42.263 3.39E-01 33.91 2469200

31028 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 -0.055299 -0.14092 -0.20366 41.77 41.77 3.32E-02 44.57 1062100

31029 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 -0.0080248 -0.52785 -0.5428 44.486 44.486 1.12E-01 38.71 2576500

31030 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 0.013778 -0.26679 -0.26085 43.734 43.734 3.39E-01 29.23 1956700

31031 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 -0.14566 -0.4102 -0.5627 44.563 44.563 1.12E-01 26.08 21102000

31032 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 0.014998 -0.46311 -0.45417 44.29 44.29 3.39E-01 36.11 614820

31033 LQTANFDQK Unmodified _LQTANFDQK_ CH61_MAIZE C 2 532.77219 1063.5298 -0.0065923 -0.49791 -0.5119 42.47 42.47 1.12E-01 30.65 315370

31034 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.17665 0.35042 0.52495 61.261 61.261 4.46E-01 40.51 2353200

31035 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.16042 0.21591 0.37502 63.257 63.257 4.46E-01 38.46 4264300

31036 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.051942 0.091959 0.14351 63.22 63.22 1.00E+00 17.79 21064

31037 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.056806 0.035323 0.090746 65.091 65.091 1.00E+00 25.83 20555

31038 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.011101 0.50299 0.51073 64.136 64.136 7.83E-01 37.08 333920

31039 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.17389 0.19508 0.36784 63.445 63.445 1.00E+00 5.24 274440

31040 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.17403 0.034613 0.20723 65.24 65.24 7.83E-01 27.14 453290

31041 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.16132 0.25824 0.41865 64.622 64.622 7.83E-01 27.43 354830

31042 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.13891 0.18851 0.32612 63.221 63.221 1.00E+00 2.73 268230

31043 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.12356 0.23334 0.35589 64.941 64.941 1.00E+00 14.38 351280

31044 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.18409 0.24201 0.42412 63.07 63.07 1.00E+00 7.62 341340

31045 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.13213 0.032736 0.16447 62.055 62.055 1.86E-01 37.6 2027000

31046 LQTIVFK Unmodified _LQTIVFK_ B6SZS2_MAIZE 2 424.76565 847.51674 0.15176 0.12477 0.2739 63.921 63.921 7.83E-01 29.27 1709500

31047 LQTPWVGVVNR Unmodified _LQTPWVGVVNR_ B6U4J8_MAIZE 2 634.85913 1267.7037 0.37891 -0.34748 0.042394 77.798 77.798 4.96E-02 38.29 404630

31048 LQTPWVGVVNR Unmodified _LQTPWVGVVNR_ B6U4J8_MAIZE 2 634.85913 1267.7037 0.4135 -0.23868 0.18651 77.911 77.911 1.00E+00 8.83 370910

31049 LQTPWVGVVNR Unmodified _LQTPWVGVVNR_ B6U4J8_MAIZE 2 634.85913 1267.7037 0.366 -0.097448 0.28028 77.71 77.71 1.00E+00 12.55 1973500

31050 LQTQEVLEGK Unmodified _LQTQEVLEGK_ B4F8G4_MAIZE 2 572.81405 1143.6136 0.22222 0.018853 0.23025 52.183 52.183 1.62E-03 44.52 405410

31051 LQTQEVLEGK Unmodified _LQTQEVLEGK_ B4F8G4_MAIZE 2 572.81405 1143.6136 0.16164 -0.20208 -0.051531 52.728 52.728 1.45E-01 21.16 872700

31052 LQTQEVLEGK Unmodified _LQTQEVLEGK_ B4F8G4_MAIZE 2 572.81405 1143.6136 0.061535 0.32084 0.37125 53.4 53.4 2.81E-03 39.55 8868100

31053 LQVFYFLHPGLR Unmodified _LQVFYFLHPGLR_ B6T6T0_MAIZE 3 497.28199 1488.8242 -0.036619 -0.32574 -0.35966 99.932 99.932 6.54E-02 23.23 132330

31054 LQVPGIK Unmodified _LQVPGIK_ B4FGF5_MAIZE 2 377.74471 753.47487 0.68697 -0.31099 0.36842 58.019 58.019 1.86E-01 30.07 1264200

31055 LQVVFR Unmodified _LQVVFR_ B4FB71_MAIZE 2 381.23706 760.45956 0.43215 0.017488 0.45709 59.687 59.687 2.64E-01 35.18 69901

31056 LQVVFR Unmodified _LQVVFR_ B4FB71_MAIZE 2 381.23706 760.45956 0.60275 -0.3109 0.29823 58.642 58.642 2.64E-01 36.97 3660600
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31057 LQWFLDSIK Unmodified _LQWFLDSIK_ B4FT32_MAIZE 2 575.31877 1148.623 0.13356 0.32448 0.44821 101.12 101.12 1.00E+00 5.91 154430

31058 LQWFLDSIK Unmodified _LQWFLDSIK_ B4FT32_MAIZE 2 575.31877 1148.623 0.13379 -0.30271 -0.17703 101.16 101.16 3.39E-01 19.13 827960

31059 LQWFLNSIK Unmodified _LQWFLNSIK_ B6T9Q7_MAIZE 2 574.82677 1147.639 0.18446 0.11493 0.28346 94.972 94.972 1.12E-01 28.2 797480

31060 LQWFLNSIK Unmodified _LQWFLNSIK_ B6T9Q7_MAIZE 2 574.82677 1147.639 0.097139 0.15038 0.23041 95.851 95.851 1.12E-01 16.73 243800

31061 LQWFLNSIK Unmodified _LQWFLNSIK_ B6T9Q7_MAIZE 2 574.82677 1147.639 0.15943 0.7513 0.89249 95.671 95.671 9.73E-03 37.98 886110

31062 LQWTLK Unmodified _LQWTLK_ B6T3L4_MAIZE 2 394.73689 787.45922 0.4685 0.10164 0.55346 65.476 65.476 5.26E-01 30.43 1066800

31063 LQYFDVGK Unmodified _LQYFDVGK_ PLDA1_MAIZE 2 485.25564 968.49673 -0.056283 -0.158 -0.21294 65.365 65.365 7.88E-01 23.7 3207200

31064 LQYFDVGK Unmodified _LQYFDVGK_ PLDA1_MAIZE 2 485.25564 968.49673 -0.17241 0.50937 0.33797 65.882 65.882 5.06E-02 26.77 994940

31065 LQYFDVGK Unmodified _LQYFDVGK_ PLDA1_MAIZE 2 485.25564 968.49673 -0.031443 0.28817 0.25804 67.061 67.061 1.65E-01 29.07 962660

31066 LQYFDVGKDR Unmodified _LQYFDVGKDR_ PLDA1_MAIZE 3 414.21554 1239.6248 0.26553 0.023341 0.28696 58.396 58.396 2.55E-01 27.79 4508600

31067 LQYFDVGKDR Unmodified _LQYFDVGKDR_ PLDA1_MAIZE 2 620.81967 1239.6248 0.36655 -0.021834 0.34354 58.397 58.397 1.84E-04 47.94 1383800

31068 LQYFDVGKDR Unmodified _LQYFDVGKDR_ PLDA1_MAIZE 3 414.21554 1239.6248 0.15197 0.19881 0.35052 60.371 60.371 1.00E+00 3.63 22950

31069 LQYFDVGKDR Unmodified _LQYFDVGKDR_ PLDA1_MAIZE 3 414.21554 1239.6248 0.10164 0.22346 0.3236 59.075 59.075 9.39E-01 16.47 959660

31070 LQYLFDFIDISR Unmodified _LQYLFDFIDISR_ B6U6Q9_MAIZE 2 765.40357 1528.7926 1.0683 0.52721 1.5894 122.08 122.08 1.11E-04 47.75 106410

31071 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 1.1894 -0.51851 0.6583 30.05 30.05 1.00E+00 14.37 488780

31072 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 2 522.28325 1042.552 0.055215 -0.084959 -0.044949 30.054 30.054 9.73E-03 36.45 238990

31073 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 1.1808 27.998 27.998 4.08E-01 11.84

31074 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 0.60525 28.597 28.597 5.50E-01 19.02

31075 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 1.1889 -0.24208 0.93143 31.134 31.134 9.63E-01 23.2 125830

31076 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 2 522.28325 1042.552 0.024528 -0.50586 -0.49547 31.122 31.122 3.21E-03 34.55 51355

31077 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 2 522.28325 1042.552 0.054388 -0.060349 -0.020465 30.31 30.31 1.01E-02 34.29 81699

31078 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 1.0365 -0.12301 0.89917 30.972 30.972 1.00E+00 18.96 95176

31079 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 2 522.28325 1042.552 0.083203 -0.4827 -0.41302 30.978 30.978 1.00E+00 11.9 42225

31080 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 -2.2723 31.099 31.099 4.08E-01 20

31081 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 0.893 31.712 31.712 4.08E-01 24.66

31082 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 2 522.28325 1042.552 0.032907 -0.022283 -0.00321 29.433 29.433 3.21E-03 48.98 126150

31083 LRAEDVQGR Unmodified _LRAEDVQGR_ B4FAV3_MAIZE 3 348.5246 1042.552 0.893 29.317 29.317 5.50E-01 15.78

31085 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.4519 -0.25754 1.1699 32.298 32.298 8.66E-01 21.89 391210

31086 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.2334 0.12205 1.3292 30.958 30.958 1.00E+00 8.96 67900

31087 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 2 458.74597 915.47739 -0.11952 0.14062 -0.0054558 30.557 30.557 1.00E+00 6.58 40366

31088 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.647 -0.2954 1.3259 33.591 33.591 5.31E-01 25.71 91636

31089 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.4304 -0.13773 1.2674 32.745 32.745 5.31E-01 20.02 192430

31090 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.5038 -0.13364 1.345 33.408 33.408 5.31E-01 20.42 129170

31091 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.5062 -0.11189 1.3675 33.488 33.488 1.00E+00 14.18 177430
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31092 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 2 458.74597 915.47739 0.081825 -0.18507 -0.12811 33.498 33.498 4.46E-01 16.52 122870

31093 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.4147 -0.16715 1.2211 34.146 34.146 2.58E-01 21.26 597480

31094 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 2 458.74597 915.47739 -0.042673 0.084089 0.014989 34.139 34.139 1.86E-01 31.83 242260

31095 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.2678 0.23754 1.4785 31.716 31.716 5.31E-01 22.87 443960

31096 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 2 458.74597 915.47739 0.13773 0.61221 0.72345 31.707 31.707 1.86E-01 28.95 202850

31097 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 3 306.16641 915.47739 1.4362 -0.30178 1.1094 34.968 34.968 2.58E-01 16.38 2354100

31098 LRDDLER Unmodified _LRDDLER_ B4FUS2_MAIZE 2 458.74597 915.47739 -0.1853 -0.20128 -0.41075 34.962 34.962 1.86E-01 22.71 1050500

31099 LRDLPDIIIPPSPVMFPEDR Oxidation (M) _LRDLPDIIIPPSPVM(ox)FPEDR_ PLDA1_MAIZE 3 779.41548 2335.2246 0.96352 0.14607 1.1041 105.22 105.22 7.26E-03 30.15 385260

31100 LRDLPDIIIPPSPVMFPEDR Oxidation (M) _LRDLPDIIIPPSPVM(ox)FPEDR_ PLDA1_MAIZE 3 779.41548 2335.2246 0.91339 0.30024 1.2081 105.87 105.87 1.97E-01 17.86 367910

31101 LRDLPDIIIPPSPVMFPEDR Unmodified _LRDLPDIIIPPSPVMFPEDR_ PLDA1_MAIZE 3 774.08384 2319.2297 0.93379 -0.050196 0.87713 110.41 110.41 1.84E-02 24.43 330450

31102 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.2591 -0.25508 0.99798 40.885 40.885 1.05E-01 23.26 1142200

31103 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.1361 -0.14598 0.98485 41.345 41.345 3.42E-02 42.53 621120

31104 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.3167 -0.44913 0.86132 43.633 43.633 2.47E-01 28.1 501090

31105 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.2571 -0.23509 1.0174 42.977 42.977 2.47E-01 29.47 201580

31106 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.1411 0.005899 1.1401 43.644 43.644 1.05E-01 27.27 1365500

31107 LRDVVHLR Unmodified _LRDVVHLR_ B6SVU1_MAIZE 3 336.54181 1006.6036 1.1237 -0.31164 0.80854 46.066 46.066 2.47E-01 40.51 87873

31108 LREDVIVEK Unmodified _LREDVIVEK_ B6SLP1_MAIZE 3 367.54852 1099.6237 0.86499 0.29928 1.1427 44.113 44.113 5.45E-01 19.21 470350

31109 LREDVIVEK Unmodified _LREDVIVEK_ B6SLP1_MAIZE 2 550.81914 1099.6237 0.040737 0.007358 0.027838 44.114 44.114 9.73E-03 34.26 550530

31110 LREELASVLGAGVPVTEPDLER Unmodified _LREELASVLGAGVPVTEPDLER_ B4FQS9_MAIZE 3 784.09194 2349.254 0.9081 -0.31973 0.57945 96.207 96.207 2.65E-03 31.96 210940

31111 LRELANLVIVAGDHGK Unmodified _LRELANLVIVAGDHGK_ SUS1_MAIZE B6 3 568.99669 1703.9683 0.075619 0.12189 0.18358 73.635 73.635 3.22E-02 46.1 235090

31112 LRFEEEAK Unmodified _LRFEEEAK_ B4FSR6_MAIZE 2 511.26928 1020.524 -0.14648 -0.3244 -0.5082 38.573 38.573 2.92E-02 38.74 2969800

31113 LRFEEEAK Unmodified _LRFEEEAK_ B4FSR6_MAIZE 3 341.18195 1020.524 1.1526 -0.56055 0.55742 38.579 38.579 3.42E-02 23.28 3690000

31114 LRFEVPGLGK Unmodified _LRFEVPGLGK_ B6TMR8_MAIZE 3 372.55724 1114.6499 0.49241 0.026069 0.51055 78.567 78.567 4.72E-01 24.02 336630

31115 LRGELNPLQDASGGKK Unmodified _LRGELNPLQDASGGKK_ B6TUA2_MAIZE 3 561.64432 1681.9111 0.13475 -0.44761 -0.3306 50.99 50.99 8.94E-02 28.65 698970

31116 LRHDVEEFAK Unmodified _LRHDVEEFAK_ B6T7Q7_MAIZE 3 415.21917 1242.6357 0.28941 -0.32831 -0.053668 40.95 40.95 1.00E+00 8.25 445210

31117 LRHDVEEFAK Unmodified _LRHDVEEFAK_ B6T7Q7_MAIZE 3 415.21917 1242.6357 0.2271 0.18015 0.38948 42.851 42.851 1.26E-02 46.53 3329500

31118 LRLDPPAK Unmodified _LRLDPPAK_ B4FUC2_MAIZE 3 303.85539 908.54435 1.2349 0.36605 1.5737 41.981 41.981 7.37E-02 25.82 418310

31119 LRLPDAAAHR Unmodified _LRLPDAAAHR_ B4FLG7_MAIZE 3 373.88423 1118.6309 0.79837 0.23826 1.0066 42.797 42.797 9.29E-03 45.2 399610

31120 LRPEPIDR Unmodified _LRPEPIDR_ B4FIB4_MAIZE 3 332.52594 994.55598 1.1808 0.38724 1.5422 35.732 35.732 9.92E-01 21.53 16573

31121 LRPEPIDR Unmodified _LRPEPIDR_ B4FIB4_MAIZE 3 332.52594 994.55598 0.82248 37.613 37.613 1.14E-01 22.6

31122 LRPEPIDR Unmodified _LRPEPIDR_ B4FIB4_MAIZE 3 332.52594 994.55598 1.3419 -0.3885 0.92947 34.836 34.836 1.05E-01 33.4 300340

31123 LRPEPIDR Unmodified _LRPEPIDR_ B4FIB4_MAIZE 3 332.52594 994.55598 1.1015 -0.41394 0.66441 38.421 38.421 2.47E-01 29.4 1489700

31124 LRPEPIDR Unmodified _LRPEPIDR_ B4FIB4_MAIZE 2 498.28527 994.55598 -0.1751 -0.053979 -0.25321 38.415 38.415 1.65E-01 19.82 428990

31125 LRPLTLSFPK Unmodified _LRPLTLSFPK_ B4FEP8_MAIZE 3 391.24477 1170.7125 0.53398 0.10306 0.62176 73.352 73.352 1.00E+00 16.42 843300
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31126 LRPLTLSFPK Unmodified _LRPLTLSFPK_ B4FEP8_MAIZE 3 391.24477 1170.7125 0.47073 0.25735 0.71299 74.357 74.357 5.31E-01 19.24 681580

31127 LRPQEDKAEEDR Unmodified _LRPQEDKAEEDR_ B6T9J2_MAIZE 3 495.91459 1484.7219 0.081304 -0.1724 -0.11852 24.311 24.311 2.11E-01 17.54 29023

31128 LRPQEDKAEEDR Unmodified _LRPQEDKAEEDR_ B6T9J2_MAIZE 3 495.91459 1484.7219 -0.62369 24.712 24.712 7.97E-01 7.26

31129 LRPQEDKAEEDR Unmodified _LRPQEDKAEEDR_ B6T9J2_MAIZE 3 495.91459 1484.7219 0.10463 -0.28159 -0.20559 24.161 24.161 1.00E+00 13.13 17610

31130 LRPQEDKAEEDR Unmodified _LRPQEDKAEEDR_ B6T9J2_MAIZE 3 495.91459 1484.7219 0.06587 -0.5797 -0.54066 24.919 24.919 7.68E-01 17.11 29228

31131 LRPQEDKAEEDR Unmodified _LRPQEDKAEEDR_ B6T9J2_MAIZE 3 495.91459 1484.7219 -0.02536 -0.72423 -0.77692 24.971 24.971 1.00E+00 3.26 10786

31132 LRQELDLVR Unmodified _LRQELDLVR_ B4F9V2_MAIZE 3 381.22778 1140.6615 0.65242 0.039764 0.67206 55.055 55.055 8.40E-02 26.67 1122000

31133 LRSDYKDEFVTK Unmodified _LRSDYKDEFVTK_ B6SJN5_MAIZE 3 500.92795 1499.762 -0.066911 -0.12434 -0.20234 50.332 50.332 2.11E-01 9.7 959550

31156 LRVEDALNATK Unmodified _LRVEDALNATK_ B6SH83_MAIZE 3 410.56646 1228.6776 0.15081 -0.039016 0.088076 60.498 60.498 1.52E-02 35.53 3908000

31157 LRVEDALNATK Unmodified _LRVEDALNATK_ B6SH83_MAIZE 2 615.34605 1228.6776 0.26223 0.035862 0.27373 60.496 60.496 3.57E-04 50.71 2107800

31158 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.12059 0.1848 0.27488 61.37 61.37 3.39E-01 16.19 3812400

31159 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.042108 0.17128 0.18391 62.062 62.062 1.12E-01 13.59 1916700

31160 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.1031 0.011202 0.083716 63.315 63.315 3.32E-02 16.7 2864600

31161 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.1117 -0.039227 0.042257 62.673 62.673 1.12E-01 16.19 1759700

31162 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.020308 0.10004 0.089614 63.069 63.069 1.12E-01 15.9 4729500

31163 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.08193 0.1132 0.16508 63.07 63.07 1.00E+00 21.54 4740400

31164 LRVELLEQK Unmodified _LRVELLEQK_ B4FW52_MAIZE 2 564.34278 1126.671 0.066312 0.036889 0.073396 61.997 61.997 7.18E-01 15.37 884650

31165 LSAADNDVFATVHPFVIR Unmodified _LSAADNDVFATVHPFVIR_ B6T3D4_MAIZE 3 658.01441 1971.0214 0.50071 -0.15708 0.34905 96.828 96.828 5.31E-03 56.27 1117900

31166 LSAADNDVFATVHPFVIR Unmodified _LSAADNDVFATVHPFVIR_ B6T3D4_MAIZE 3 658.01441 1971.0214 0.44706 -0.25662 0.19605 96.24 96.24 1.02E-03 56.9 2259900

31167 LSAAPGAGLLK Unmodified _LSAAPGAGLLK_ B6SKT6_MAIZE 2 499.30567 996.59678 -0.046124 -0.040265 -0.11108 61.509 61.509 4.96E-02 24.93 315610

31168 LSAAPGAGLLK Unmodified _LSAAPGAGLLK_ B6SKT6_MAIZE 2 499.30567 996.59678 -0.19729 0.49651 0.27258 64.146 64.146 4.96E-02 34.43 1136200

31169 LSAAVAEVLEAK Unmodified _LSAAVAEVLEAK_ B6TUZ6_MAIZE 2 600.84535 1199.6762 0.17938 0.50021 0.64872 78.776 78.776 1.60E-02 32.55 93468

31170 LSAAWQLYK Unmodified _LSAAWQLYK_ CAPP2_MAIZE 2 540.29784 1078.5811 0.02483 -0.1487 -0.15365 72.897 72.897 1.01E-02 31.41 712890

31171 LSAAWQLYK Unmodified _LSAAWQLYK_ CAPP2_MAIZE 2 540.29784 1078.5811 -0.035012 0.11497 0.051387 73.641 73.641 1.01E-02 35.8 434960

31172 LSAAWQLYK Unmodified _LSAAWQLYK_ CAPP2_MAIZE 2 540.29784 1078.5811 0.016763 -0.18605 -0.19867 74.236 74.236 1.00E+00 8.46 391520

31173 LSAAWQMYK Unmodified _LSAAWQMYK_ Q9SAZ6_MAIZE 2 549.27605 1096.5376 0.058307 0.66319 0.69122 68.125 68.125 3.13E-03 60.04 2997000

31174 LSAAWQMYK Unmodified _LSAAWQMYK_ Q9SAZ6_MAIZE 2 549.27605 1096.5376 -0.023453 0.40421 0.35251 68.908 68.908 3.13E-03 58.74 652940

31175 LSAAWQMYK Unmodified _LSAAWQMYK_ Q9SAZ6_MAIZE 2 549.27605 1096.5376 0.062133 -0.20685 -0.17251 69.802 69.802 1.01E-02 66.91 575560

31176 LSAAWQMYK Oxidation (M) _LSAAWQM(ox)YK_ Q9SAZ6_MAIZE 2 557.27351 1112.5325 0.0044987 -0.053734 -0.074149 59.369 59.369 2.35E-01 21.26 1030400

31177 LSAAWQMYK Oxidation (M) _LSAAWQM(ox)YK_ Q9SAZ6_MAIZE 2 557.27351 1112.5325 0.06194 -0.2688 -0.22999 60.874 60.874 9.73E-03 43.89 954970

31178 LSAFLAPR Unmodified _LSAFLAPR_ B4FLG7_MAIZE 2 437.7609 873.50724 0.03337 0.34468 0.35336 62.291 62.291 2.92E-02 53.29 2491300

31179 LSAGIASILESK Unmodified _LSAGIASILESK_ B4FX16_MAIZE 2 594.84535 1187.6762 0.062483 -0.32401 -0.29196 86.073 86.073 2.62E-07 66.46 639850

31180 LSALLAAEGR Unmodified _LSALLAAEGR_ B4G072_MAIZE 2 500.79292 999.57129 -0.14943 0.064209 -0.12012 61.035 61.035 2.81E-03 40.15 52996

31181 LSALLAAEGR Unmodified _LSALLAAEGR_ B4G072_MAIZE 2 500.79292 999.57129 -0.14554 0.14525 -0.035553 59.945 59.945 1.62E-03 65.59 874890
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31182 LSALLAAEGR Unmodified _LSALLAAEGR_ B4G072_MAIZE 2 500.79292 999.57129 0.0016666 0.14469 0.11013 60.813 60.813 1.84E-04 59.65 1643600

31183 LSALLAAEGR Unmodified _LSALLAAEGR_ B4G072_MAIZE 2 500.79292 999.57129 -0.10139 -0.22277 -0.35967 61.17 61.17 4.40E-05 70.93 11210000

31184 LSALLAAEGR Unmodified _LSALLAAEGR_ B4G072_MAIZE 2 500.79292 999.57129 -0.059815 0.69555 0.59881 60.066 60.066 1.62E-03 58.54 817640

31185 LSAPDTGIVELR Unmodified _LSAPDTGIVELR_ B4FQA8_MAIZE 2 635.85371 1269.6929 0.36214 -0.07174 0.28154 74.496 74.496 2.00E-01 27.75 708440

31186 LSATLHASGR Unmodified _LSATLHASGR_ PAO_MAIZE 3 338.18932 1011.5461 1.3359 -0.50192 0.82043 34.519 34.519 5.31E-01 11.51 52000

31187 LSAVYGGTYMLNKPECK Oxidation (M) _LSAVYGGTYM(ox)LNKPECK_ B4G082_MAIZE 3 649.64986 1945.9278 0.48125 -0.22695 0.24628 61.797 61.797 1.35E-01 22.4 1075700

31188 LSAVYGGTYMLNKPECK Unmodified _LSAVYGGTYMLNKPECK_ B4G082_MAIZE 3 644.31823 1929.9329 0.43529 -0.23157 0.19361 67.515 67.515 2.01E-02 20.27 945970

31189 LSAWFVNPR Unmodified _LSAWFVNPR_ B6TMP9_MAIZE 2 545.29563 1088.5767 -0.039892 0.14294 0.094616 80.662 80.662 7.18E-01 15.51 490480

31190 LSAYECGFDPFGDAR Unmodified _LSAYECGFDPFGDAR_ NU3M_MAIZE 2 852.86976 1703.725 1.0568 0.14875 1.2111 92.136 92.136 1.26E-03 52.52 40465

31191 LSCGYSSFR Unmodified _LSCGYSSFR_ B6TEB8_MAIZE 2 538.74511 1075.4757 -0.0084688 0.48998 0.48311 53.116 53.116 1.12E-01 38.46 1074400

31192 LSDAESMMALK Unmodified _LSDAESMMALK_ B4F8V5_MAIZE 2 598.2885 1194.5624 0.2677 0.40973 0.64523 68.147 68.147 4.43E-05 35.39 862760

31193 LSDAESMMALK Unmodified _LSDAESMMALK_ B4F8V5_MAIZE 2 598.2885 1194.5624 0.25797 0.68464 0.91018 69.093 69.093 4.48E-03 29.11 508380

31194 LSDAESMMALK 2 Oxidation (M) _LSDAESM(ox)M(ox)ALK_ B4F8V5_MAIZE 2 614.28341 1226.5523 0.30885 -2.2248 -1.9373 41.09 41.09 1.94E-04 40.62 2094900

31195 LSDAESMMALK Oxidation (M) _LSDAESM(ox)MALK_ B4F8V5_MAIZE 2 606.28596 1210.5574 0.29924 2.5249 2.7924 53.608 53.608 3.57E-04 44.1 1147000

31196 LSDAESMMALK Oxidation (M) _LSDAESMM(ox)ALK_ B4F8V5_MAIZE 2 606.28596 1210.5574 0.30872 0.42336 0.70246 55.353 55.353 1.67E-02 32.85 525100

31197 LSDDQALHR Unmodified _LSDDQALHR_ B4FVV2_MAIZE 3 352.18072 1053.5203 0.89271 -0.19564 0.68393 32.778 32.778 1.00E+00 6.97 55207

31198 LSDDQALHR Unmodified _LSDDQALHR_ B4FVV2_MAIZE 2 527.76744 1053.5203 -0.077833 -0.71011 -0.79905 32.867 32.867 3.39E-01 29.2 40031

31199 LSDHFVR Unmodified _LSDHFVR_ B6TCV9_MAIZE 2 437.2325 872.45045 -0.04841 -0.0603 -0.10422 37.756 37.756 8.04E-02 34.36 152690

31200 LSDHFVR Unmodified _LSDHFVR_ B6TCV9_MAIZE 2 437.2325 872.45045 0.1676 1.1845 1.3544 39.547 39.547 1.00E+00 5.62 167980

31201 LSDHFVR Unmodified _LSDHFVR_ B6TCV9_MAIZE 2 437.2325 872.45045 0.059875 0.28337 0.34627 40.821 40.821 4.46E-01 34.52 580640

31202 LSDLDPETR Unmodified _LSDLDPETR_ B4FTP9_MAIZE 2 523.26165 1044.5088 -0.062008 0.50383 0.43045 50.367 50.367 3.21E-03 46.13 1183400

31203 LSDLYDLFVGR Unmodified _LSDLYDLFVGR_ B6TT79_MAIZE 2 649.34298 1296.6714 0.41238 0.21623 0.62809 112.2 112.2 1.62E-12 96.2 1274000

31204 LSDSGELSSLMDGDK Oxidation (M) _LSDSGELSSLM(ox)DGDK_ B6UHJ7_MAIZE 2 785.35107 1568.6876 0.90672 -0.14885 0.75319 65.802 65.802 3.13E-13 72.54 145930

31205 LSDYIGK Unmodified _LSDYIGK_ B4FM07_MAIZE 2 398.21599 794.41742 0.4245 -0.37017 0.035238 44.015 44.015 8.04E-02 29.79 2907400

31206 LSEAGITDLLILEATDHIGGR Unmodified _LSEAGITDLLILEATDHIGGR_ PAO_MAIZE 3 732.06198 2193.1641 0.76149 -0.049028 0.70322 120.07 120.07 4.34E-05 42.03 200630

31207 LSEEEDIR Unmodified _LSEEEDIR_ B6TGG5_MAIZE 2 495.74055 989.46655 -0.071667 0.19777 0.091576 44.733 44.733 1.90E-02 51.91 687350

31208 LSEEPGLVNASPYEK Unmodified _LSEEPGLVNASPYEK_ B4FUR6_MAIZE 2 816.90941 1631.8043 0.99349 -0.43671 0.53399 65.006 65.006 1.26E-03 36.1 353320

31209 LSEFLGIQVIK Unmodified _LSEFLGIQVIK_ Q8LLS4_MAIZE 2 623.87391 1245.7333 0.3704 -0.19885 0.16026 120.78 120.78 3.83E-01 6.69 265470

31210 LSEIEQLAK Unmodified _LSEIEQLAK_ B6TFF3_MAIZE 2 515.79259 1029.5706 -0.17336 -0.36237 -0.57341 38.964 38.964 3.39E-01 15.37 336670

31211 LSEIEQLAK Unmodified _LSEIEQLAK_ B6TFF3_MAIZE 2 515.79259 1029.5706 -0.10026 -0.011668 -0.14865 62.36 62.36 1.01E-02 35.38 230340

31212 LSEIQSGVEEAESLIR Unmodified _LSEIQSGVEEAESLIR_ B4FLU0_MAIZE 2 880.45726 1758.9 1.0845 0.22041 1.281 110.03 110.03 1.34E-51 101.32 494840

31213 LSEKDIVEMVFFPVINEACR Unmodified _LSEKDIVEMVFFPVINEACR_ B6UC41_MAIZE 3 799.40447 2395.1916 0.99518 -0.71514 0.27673 125.93 125.93 9.26E-02 33.95 436030

31214 LSEKDIVEMVFFPVINEACR Oxidation (M) _LSEKDIVEM(ox)VFFPVINEACR_ B6UC41_MAIZE 3 804.73611 2411.1865 1.025 -0.48608 0.537 123.34 123.34 1.84E-02 10.33 206220

31215 LSELGFTPR Unmodified _LSELGFTPR_ B4FA06_MAIZE 2 510.27965 1018.5447 -0.067578 -0.38488 -0.45797 66.364 66.364 1.01E-02 71.38 327400
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31216 LSELGFTPR Unmodified _LSELGFTPR_ B4FA06_MAIZE 2 510.27965 1018.5447 -0.078656 -0.31055 -0.39447 65.079 65.079 3.21E-03 61.45 944320

31217 LSELGILSWR Unmodified _LSELGILSWR_ B6SKN3_MAIZE 2 587.33496 1172.6554 0.20178 0.46429 0.64331 98.186 98.186 3.43E-01 25.78 263120

31218 LSELGILSWR Unmodified _LSELGILSWR_ B6SKN3_MAIZE 2 587.33496 1172.6554 0.090659 0.28522 0.35343 98.535 98.535 5.76E-06 77.49 5348800

31219 LSELGILSWR Unmodified _LSELGILSWR_ B6SKN3_MAIZE 2 587.33496 1172.6554 0.11316 -0.36633 -0.27327 99.817 99.817 1.25E-02 64.64 74543

31220 LSELGVR Unmodified _LSELGVR_ B6TP17_MAIZE 2 387.22943 772.4443 0.26499 -0.048929 0.20046 44.708 44.708 4.49E-02 52.53 691000

31221 LSELGVR Unmodified _LSELGVR_ B6TP17_MAIZE 2 387.22943 772.4443 0.32264 0.87942 1.1826 47.738 47.738 1.86E-01 31.94 213430

31222 LSELLGVEVVMANDCIGEEVEK Unmodified _LSELLGVEVVMANDCIGEEVEK_ B4G0K4_MAIZE 2 1217.098 2432.1815 1.2152 -0.25067 0.95825 115.82 115.82 3.65E-05 66.49 253400

31223 LSELLGVEVVMANDCIGEEVEK Unmodified _LSELLGVEVVMANDCIGEEVEK_ B4G0K4_MAIZE 2 1217.098 2432.1815 1.2431 -0.026539 1.2102 117.62 117.62 5.68E-10 61.53 175740

31224 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.2637 -0.065291 1.1935 105.17 105.17 3.03E-22 80.49 145270

31225 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.162 0.27552 1.4322 104.26 104.26 4.59E-36 92.29 185850

31226 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.1551 -0.13132 1.019 105.43 105.43 4.20E-18 68.2 195860

31227 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.1878 -0.18552 0.99761 105.47 105.47 5.68E-10 68.48 222670

31228 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.2064 -0.1108 1.0905 104.59 104.59 4.59E-36 122.75 523240

31229 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 2 1225.0955 2448.1764 1.2264 0.013372 1.2343 106.16 106.16 2.03E-55 112.34 571310

31230 LSELLGVEVVMANDCIGEEVEK Oxidation (M) _LSELLGVEVVM(ox)ANDCIGEEVEK_ B4G0K4_MAIZE 3 817.06607 2448.1764 1.0536 -0.34853 0.70039 105.91 105.91 1.91E-01 0.12 512610

31231 LSELSDTEVSGLK Unmodified _LSELSDTEVSGLK_ B6TZ66_MAIZE 2 689.35902 1376.7035 0.75505 0.31716 1.0603 67.056 67.056 1.56E-17 88 1014000

31232 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 0.080694 0.37151 0.44222 38.069 38.069 4.46E-01 23.43 1351000

31233 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 -0.072176 0.27126 0.18777 37.318 37.318 1.86E-01 26.59 307550

31234 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 0.0895 0.43395 0.51144 40.062 40.062 7.83E-01 3.04 291840

31235 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 0.052972 0.2165 0.25836 39.326 39.326 4.46E-01 23.48 286700

31236 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 0.030413 0.21134 0.23258 39.917 39.917 7.83E-01 4.92 517690

31237 LSELTCR Unmodified _LSELTCR_ B4FU37_MAIZE 2 439.72365 877.43275 0.0047226 0.63775 0.63203 37.88 37.88 1.86E-01 33.45 2627600

31238 LSEPEVLEPLVPSVLANLEHR Unmodified _LSEPEVLEPLVPSVLANLEHR_ B6UCF6_MAIZE 3 781.09691 2340.2689 0.88804 0.14711 1.0194 118.18 118.18 4.33E-06 42.08 4879100

31239 LSEPEVLEPLVPSVLANLEHR Unmodified _LSEPEVLEPLVPSVLANLEHR_ B6UCF6_MAIZE 3 781.09691 2340.2689 0.9019 -0.053947 0.8322 118.78 118.78 3.77E-10 51.58 2907800

31240 LSEPEVLEPLVPSVLANLEHR Unmodified _LSEPEVLEPLVPSVLANLEHR_ B6UCF6_MAIZE 3 781.09691 2340.2689 0.87632 0.16425 1.0242 119.12 119.12 5.77E-05 32.53 2607200

31241 LSEPEVLEPLVPSVLANLEHR Unmodified _LSEPEVLEPLVPSVLANLEHR_ B6UCF6_MAIZE 3 781.09691 2340.2689 0.90272 -0.037338 0.84953 120.27 120.27 2.43E-04 45.21 1866900

31242 LSEPEVLEPLVPSVLANLEHR Unmodified _LSEPEVLEPLVPSVLANLEHR_ B6UCF6_MAIZE 3 781.09691 2340.2689 0.94495 0.17522 1.1038 120.82 120.82 5.77E-05 42.1 473760

31243 LSESASEVER Unmodified _LSESASEVER_ B4FIB7_MAIZE 2 553.76984 1105.5251 0.04011 -0.089687 -0.077692 37.29 37.29 1.84E-04 92.68 753010

31244 LSFAFVYPDK Unmodified _LSFAFVYPDK_ B4FIB4_MAIZE 2 593.81078 1185.607 -0.008435 93.029 93.029 6.08E-08 60.56

31245 LSFGISAPK Unmodified _LSFGISAPK_ B6SV32_MAIZE 2 460.26601 918.51747 -0.011396 0.60351 0.5768 67.949 67.949 1.01E-02 59.03 1973400

31246 LSFGISAPK Unmodified _LSFGISAPK_ B6SV32_MAIZE 2 460.26601 918.51747 -0.15331 0.4465 0.27875 68.712 68.712 3.32E-02 50.38 860880

31247 LSFGISAPK Unmodified _LSFGISAPK_ B6SV32_MAIZE 2 460.26601 918.51747 -0.01665 0.58106 0.54988 69.592 69.592 3.32E-02 44.5 784570

31248 LSFGISAPK Unmodified _LSFGISAPK_ B6SV32_MAIZE 2 460.26601 918.51747 -0.033277 0.57182 0.52424 69.059 69.059 1.01E-02 61.55 1207500

31249 LSFLDLSNNSLSGLPAELGK Unmodified _LSFLDLSNNSLSGLPAELGK_ B6TRI3_MAIZE 2 1038.0546 2074.0946 1.296 -0.016669 1.2639 119.76 119.76 6.57E-12 67.19 634040
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31250 LSFLYPATTGR Unmodified _LSFLYPATTGR_ B4FYU6_MAIZE 2 613.33241 1224.6503 0.29468 -0.28627 0.0053568 79.063 79.063 1.67E-02 34.34 1556700

31251 LSFLYPATTGR Unmodified _LSFLYPATTGR_ B4FYU6_MAIZE 2 613.33241 1224.6503 0.23554 0.39194 0.62234 79.029 79.029 3.57E-04 37.91 3892000

31252 LSFLYPATTGR Unmodified _LSFLYPATTGR_ B4FYU6_MAIZE 2 613.33241 1224.6503 0.13637 0.14709 0.27937 78.765 78.765 3.60E-06 45.79 18593000

31253 LSFLYPATTGR Unmodified _LSFLYPATTGR_ B4FYU6_MAIZE 2 613.33241 1224.6503 0.25749 0.003512 0.25786 80.283 80.283 1.00E+00 6.02 230030

31254 LSFPILVNSCTGK Unmodified _LSFPILVNSCTGK_ B4FH75_MAIZE 2 718.38432 1434.7541 0.71755 0.026729 0.74919 90.978 90.978 3.13E-02 35.17 850590

31255 LSGDDVGELHYHYYPVQK Unmodified _LSGDDVGELHYHYYPVQK_ B4FI86_MAIZE 4 530.75754 2119.0011 -0.062748 -0.28321 -0.34565 67.649 67.649 6.30E-02 6.54 2479500

31256 LSGFPASR Unmodified _LSGFPASR_ B6T5Z1_MAIZE 2 417.72705 833.43955 0.19905 -0.027998 0.16282 48.586 48.586 1.00E+00 13.39 2546600

31257 LSGFPASR Unmodified _LSGFPASR_ B6T5Z1_MAIZE 2 417.72705 833.43955 0.18892 0.096786 0.27595 68.553 68.553 1.00E+00 6.59 4702700

31258 LSGFPASR Unmodified _LSGFPASR_ B6T5Z1_MAIZE 2 417.72705 833.43955 0.21479 0.33284 0.53857 47.994 47.994 7.88E-01 8.37 621570

31259 LSGFPASR Unmodified _LSGFPASR_ B6T5Z1_MAIZE 2 417.72705 833.43955 0.14564 0.17016 0.30521 49.41 49.41 1.65E-01 27.55 2764100

31260 LSGFPASR Unmodified _LSGFPASR_ B6T5Z1_MAIZE 2 417.72705 833.43955 0.095378 -0.44897 -0.36078 68.656 68.656 1.00E+00 4.59 55843000

31261 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 0.15211 -0.12264 0.028477 49.935 49.935 3.32E-02 26.59 2553600

31262 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 0.12134 -0.72153 -0.60081 52.02 52.02 1.01E-02 43.33 5662200

31263 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 0.11815 -0.5064 -0.39006 51.3 51.3 1.01E-02 39.93 3598800

31264 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 -0.065781 -0.088052 -0.15439 51.997 51.997 1.01E-02 29.22 29172000

31265 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 0.1432 0.099351 0.24005 51.709 51.709 1.12E-01 22.84 5039300

31266 LSGGVAVLK Unmodified _LSGGVAVLK_ CH61_MAIZE C 2 422.26855 842.52255 0.1309 -0.37732 -0.24812 50.203 50.203 3.39E-01 19.96 748810

31267 LSGGVAVVK Unmodified _LSGGVAVVK_ B6SXW8_MAIZE 2 415.26073 828.5069 0.24174 0.12475 0.37571 40.579 40.579 1.00E+00 7.85 1476500

31268 LSGGVAVVK Unmodified _LSGGVAVVK_ B6SXW8_MAIZE 2 415.26073 828.5069 0.09759 0.14596 0.25206 40.179 40.179 1.12E-01 19.01 679860

31269 LSGGVAVVK Unmodified _LSGGVAVVK_ B6SXW8_MAIZE 2 415.26073 828.5069 0.22624 -0.14311 0.094079 42.74 42.74 3.32E-02 30.02 1083900

31270 LSGGVAVVK Unmodified _LSGGVAVVK_ B6SXW8_MAIZE 2 415.26073 828.5069 0.09315 -0.2738 -0.16904 42.615 42.615 1.01E-02 32.13 4357900

31271 LSGGVAVVK Unmodified _LSGGVAVVK_ B6SXW8_MAIZE 2 415.26073 828.5069 0.22874 -0.27691 -0.03647 42.4 42.4 9.73E-03 48.04 3501600

31272 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.12958 0.21686 0.34379 46.057 46.057 2.05E-12 63.97 8354400

31273 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.040477 0.65016 0.68903 46.504 46.504 2.62E-07 52.81 112500

31274 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.11811 0.019804 0.13583 45.793 45.793 1.68E-09 62.33 1486000

31275 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.16611 -0.060294 0.10348 48.328 48.328 2.62E-07 64.57 2562900

31276 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.15635 -0.17511 -0.019298 47.579 47.579 1.68E-09 66.26 3058000

31277 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.10085 0.002395 0.10203 48.41 48.41 1.68E-09 60.39 3386900

31278 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.14103 0.039795 0.17882 48.206 48.206 1.68E-09 70.79 2968500

31279 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.074414 0.18144 0.25474 48.971 48.971 2.62E-07 51.53 13340000

31280 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 -0.060248 -0.15737 -0.21864 46.272 46.272 7.02E-22 71.66 59949000

31281 LSGITAEGQGVK Unmodified _LSGITAEGQGVK_ B4FNT1_MAIZE 2 580.3195 1158.6245 0.082137 -0.01558 0.064768 49.58 49.58 1.68E-09 47.86 357820

31282 LSGLEILNLSSNFSDLK Unmodified _LSGLEILNLSSNFSDLK_ B6TES9_MAIZE 2 925.49892 1848.9833 1.237 0.32003 1.5388 119.33 119.33 1.37E-17 71.11 421680

31283 LSGLPPETVFQPLLK Unmodified _LSGLPPETVFQPLLK_ B4FI21_MAIZE 2 819.9769 1637.9392 1.0363 0.055 1.0876 103.28 103.28 1.60E-05 30.87 563320
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31284 LSGLPPETVFQPLLK Unmodified _LSGLPPETVFQPLLK_ B4FI21_MAIZE 2 819.9769 1637.9392 0.99641 -0.21155 0.78253 103.95 103.95 1.56E-01 17.45 165250

31285 LSGLPPETVFQPLLK Unmodified _LSGLPPETVFQPLLK_ B4FI21_MAIZE 2 819.9769 1637.9392 1.0082 -0.3175 0.68785 103.89 103.89 1.26E-03 34.42 251440

31286 LSGLPPETVFQPLLK Unmodified _LSGLPPETVFQPLLK_ B4FI21_MAIZE 2 819.9769 1637.9392 1.0334 -0.33835 0.692 103.93 103.93 1.26E-03 50.06 213300

31287 LSGLPPETVFQPLLK Unmodified _LSGLPPETVFQPLLK_ B4FI21_MAIZE 2 819.9769 1637.9392 1.0222 0.015645 1.0347 104.12 104.12 1.60E-05 57.42 1050600

31288 LSGNADFHLFK Unmodified _LSGNADFHLFK_ B4FDT6_MAIZE 3 416.8839 1247.6299 0.19907 -0.24366 -0.048376 70.864 70.864 6.15E-03 25.72 1246300

31289 LSGNADFHLFK Unmodified _LSGNADFHLFK_ B4FDT6_MAIZE 3 416.8839 1247.6299 0.19967 -0.22676 -0.029976 70.41 70.41 1.91E-02 19.95 3804600

31290 LSGQDVER Unmodified _LSGQDVER_ B6SWF8_MAIZE 2 452.23016 902.44576 -0.086779 -0.70351 -0.79454 28.436 28.436 3.77E-01 10.8 9884.6

31291 LSGQDVER Unmodified _LSGQDVER_ B6SWF8_MAIZE 2 452.23016 902.44576 0.1257 1.8378 1.9544 31.772 31.772 5.06E-02 42.29 44767

31292 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 -0.012205 -0.13824 -0.14209 46.97 46.97 1.60E-02 47.21 116470

31293 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 -0.007492 -0.051136 -0.050469 46.106 46.106 2.62E-07 74.28 3074100

31294 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 0.065789 -0.18326 -0.10908 48.658 48.658 1.98E-03 60.14 3410900

31295 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 -0.029235 0.32021 0.29895 47.99 47.99 1.11E-04 83.89 1723200

31296 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 -0.026493 -0.28275 -0.30057 48.869 48.869 1.11E-04 66.94 15984000

31297 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 0.074848 0.218 0.30008 49.232 49.232 1.11E-04 74.33 591090

31298 LSGTGSVGATIR Unmodified _LSGTGSVGATIR_ B4FAE5_MAIZE 2 559.81184 1117.6091 0.12619 0.27326 0.40631 46.753 46.753 1.68E-09 85.98 467470

31299 LSGVTAEGLGVK Unmodified _LSGVTAEGLGVK_ B6THU5_MAIZE 2 565.82442 1129.6343 0.084061 -0.028838 0.059124 61.358 61.358 2.00E-01 18.81 24651

31300 LSGVTAEGLGVK Unmodified _LSGVTAEGLGVK_ B6THU5_MAIZE 2 565.82442 1129.6343 0.065741 0.1573 0.22614 62.288 62.288 4.56E-01 28.17 886490

31301 LSGVTAEGLGVK Unmodified _LSGVTAEGLGVK_ B6THU5_MAIZE 2 565.82442 1129.6343 -0.052766 -0.049625 -0.098317 60.601 60.601 9.64E-17 65.19 17654000

31302 LSGWGLFGSK Unmodified _LSGWGLFGSK_ B6TBM1_MAIZE 2 526.28219 1050.5498 -0.027493 -0.31312 -0.33489 90.125 90.125 7.11E-01 12.49 11964

31303 LSGWGLFGSK Unmodified _LSGWGLFGSK_ B6TBM1_MAIZE 2 526.28219 1050.5498 -0.092599 0.13591 0.047331 88.243 88.243 1.25E-02 46.98 5560000

31304 LSGWGLFGSK Unmodified _LSGWGLFGSK_ B6TBM1_MAIZE 2 526.28219 1050.5498 -0.03 0.54428 0.51717 88.166 88.166 4.40E-02 44.75 385650

31305 LSHPDHVLVK Unmodified _LSHPDHVLVK_ B6SZK9_MAIZE 3 382.22062 1143.64 0.64814 -0.2328 0.41668 36.289 36.289 2.99E-03 25.55 250650

31306 LSHPDHVLVK Unmodified _LSHPDHVLVK_ B6SZK9_MAIZE 3 382.22062 1143.64 0.46558 -0.619 -0.14993 35.817 35.817 1.25E-01 18.09 68826

31307 LSHPDHVLVK Unmodified _LSHPDHVLVK_ B6SZK9_MAIZE 3 382.22062 1143.64 0.67198 -0.77697 -0.10126 38.321 38.321 2.94E-01 11.25 57140

31308 LSHPDHVLVK Unmodified _LSHPDHVLVK_ B6SZK9_MAIZE 3 382.22062 1143.64 0.69564 -0.12177 0.57526 36.197 36.197 5.02E-04 33.8 366460

31309 LSHVYTAILKPDNEVK Unmodified _LSHVYTAILKPDNEVK_ B6TNF1_MAIZE 4 457.50573 1825.9938 -0.073269 0.35069 0.26247 61.398 61.398 4.32E-02 17.75 1798700

31310 LSHVYTAILKPDNEVR Unmodified _LSHVYTAILKPDNEVR_ B4FAK8_MAIZE 4 464.50726 1853.9999 -0.015452 -0.27172 -0.29884 62.592 62.592 7.98E-01 2.79 304220

31311 LSHVYTAILKPDNEVR Unmodified _LSHVYTAILKPDNEVR_ B4FAK8_MAIZE 4 464.50726 1853.9999 -0.087471 0.2501 0.14829 62.448 62.448 4.32E-02 19.6 1818200

31312 LSIAGNCR Unmodified _LSIAGNCR_ B4F8V5_MAIZE 2 445.72927 889.44398 0.019914 -1.0678 -1.0588 40.307 40.307 5.06E-02 34.91 2948000

31313 LSIGYSILSR Unmodified _LSIGYSILSR_ B6SMN8_MAIZE 2 554.82168 1107.6288 0.047956 0.5725 0.59535 82.83 82.83 1.45E-01 43.09 862850

31314 LSIIEEQR Unmodified _LSIIEEQR_ B4FMI5_MAIZE 2 494.27711 986.53966 -0.10412 -0.19708 -0.33507 53.766 53.766 2.34E-03 46.46 10013000

31315 LSIIEEQR Unmodified _LSIIEEQR_ B4FMI5_MAIZE 2 494.27711 986.53966 -0.064064 0.093206 -0.0051366 55.879 55.879 3.48E-02 31.61 1905500

31316 LSIIEEQR Unmodified _LSIIEEQR_ B4FMI5_MAIZE 2 494.27711 986.53966 -0.11697 0.022434 -0.12869 55.862 55.862 2.92E-02 29.21 1438000

31317 LSIIEEQR Unmodified _LSIIEEQR_ B4FMI5_MAIZE 2 494.27711 986.53966 -0.12429 -0.051503 -0.20992 56.388 56.388 3.48E-02 42.93 1603700
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31318 LSIIEEQR Unmodified _LSIIEEQR_ B4FMI5_MAIZE 2 494.27711 986.53966 -0.16876 0.1496 -0.052623 54.298 54.298 2.34E-03 50.89 8437300

31319 LSILGLMPSSSLAEVLK Oxidation (M) _LSILGLM(ox)PSSSLAEVLK_ B6SH65_MAIZE 2 887.50516 1772.9958 1.1522 0.055018 1.1893 115.29 115.29 1.02E-03 35.97 349690

31320 LSILGLMPSSSLAEVLK Oxidation (M) _LSILGLM(ox)PSSSLAEVLK_ B6SH65_MAIZE 2 887.50516 1772.9958 1.0912 0.11803 1.1912 115.76 115.76 2.72E-05 55.69 328570

31321 LSILGLMPSSSLAEVLK Oxidation (M) _LSILGLM(ox)PSSSLAEVLK_ B6SH65_MAIZE 2 887.50516 1772.9958 1.101 0.16434 1.2473 115.83 115.83 1.54E-12 51.38 529570

31322 LSILGLMPSSSLAEVLK Oxidation (M) _LSILGLM(ox)PSSSLAEVLK_ B6SH65_MAIZE 2 887.50516 1772.9958 1.1438 -0.085274 1.0409 115.94 115.94 5.92E-01 13.1 188800

31323 LSILGLMPSSSLAEVLK Oxidation (M) _LSILGLM(ox)PSSSLAEVLK_ B6SH65_MAIZE 2 887.50516 1772.9958 1.1352 -0.17185 0.94659 115.8 115.8 1.24E-09 61.62 911710

31324 LSILGLMPSSSLAEVLK Unmodified _LSILGLMPSSSLAEVLK_ B6SH65_MAIZE 2 879.50771 1757.0009 1.0987 0.41208 1.49 122.38 122.38 1.24E-09 52.23 998080

31325 LSILGLMPSSSLAEVLK Unmodified _LSILGLMPSSSLAEVLK_ B6SH65_MAIZE 2 879.50771 1757.0009 1.1083 -0.61832 0.47089 123.09 123.09 7.46E-02 6.78 191380

31326 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.69528 0.29468 0.97126 115.07 115.07 2.16E-07 71.04 204250

31327 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.71316 0.38305 1.0777 115.6 115.6 4.91E-03 42.99 190080

31328 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.8084 0.76371 1.5521 115.14 115.14 2.07E-09 69.17 184480

31329 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.78608 0.63746 1.4045 115.66 115.66 1.98E-03 47.11 175850

31330 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.7393 0.18153 0.90189 115.02 115.02 1.98E-03 51.16 154830

31331 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.82291 0.30918 1.1128 115.59 115.59 1.98E-03 52.7 176880

31332 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.79566 -0.52222 0.25541 114.64 114.64 4.91E-03 43.83 98283

31333 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.82557 0.25491 1.0622 115.15 115.15 6.74E-02 18.9 77971

31334 LSISDVEYLLMK Oxidation (M) _LSISDVEYLLM(ox)K_ B4FTW8_MAIZE 2 713.87854 1425.7425 0.7224 0.53696 1.2405 115.47 115.47 1.60E-02 28.7 492870

31335 LSISDVEYLLMK Unmodified _LSISDVEYLLMK_ B4FTW8_MAIZE 2 705.88108 1409.7476 0.70603 0.097297 0.78159 122.49 122.49 1.00E+00 23.27 273410

31336 LSISVDR Unmodified _LSISVDR_ B4FX08_MAIZE 2 395.22689 788.43922 0.4661 0.45452 0.9066 52.673 52.673 4.46E-01 27.43 433810

31337 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.4088 -0.021364 1.3392 29.309 29.309 3.42E-02 30.52 674410

31338 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 0.00068879 -0.058305 -0.10403 29.32 29.32 3.48E-02 35.3 769820

31339 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.2585 0.41771 1.6262 27.558 27.558 9.92E-01 14.69 133850

31340 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.15793 0.012389 -0.19308 27.561 27.561 3.77E-01 24.28 144620

31341 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.018091 -0.1484 -0.21343 30.27 30.27 5.06E-02 26.85 412460

31342 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.5048 -0.24075 1.2173 30.283 30.283 5.41E-01 18.74 512950

31343 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.3515 -0.16005 1.1436 29.469 29.469 1.05E-01 27.67 1216600

31344 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.027149 -0.2565 -0.33074 29.466 29.466 2.92E-02 45.28 822300

31345 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.2732 -0.07711 1.1484 30.048 30.048 2.47E-01 24.7 1472700

31346 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.092329 -0.23411 -0.37213 30.042 30.042 2.92E-02 28.77 1027300

31347 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.4934 -0.00173 1.4456 30.322 30.322 1.00E+00 1.33 68335

31348 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 0.01553 -0.070481 -0.10139 30.322 30.322 5.06E-02 33.2 63758

31349 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.091956 -0.071685 -0.21093 30.803 30.803 3.77E-01 38.38 144060

31350 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.4277 0.1869 1.5649 30.831 30.831 2.47E-01 19.15 179630

31351 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 0.015792 0.063662 0.033057 28.663 28.663 1.65E-01 40.7 73800
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31352 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 3 325.85009 974.52843 1.4244 -0.28933 1.0875 28.658 28.658 1.00E+00 8.75 87848

31353 LSKEEIEK Unmodified _LSKEEIEK_ HSP70_MAIZE 2 488.27149 974.52843 -0.10205 -0.60095 -0.74861 31.724 31.724 7.88E-01 15.2 13503

31354 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0476 -0.31932 0.70944 89.923 89.923 8.94E-06 52.03 3492600

31355 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.1026 -0.058111 1.0257 91.682 91.682 8.21E-01 11.69 12079

31356 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0451 -0.11647 0.90941 90.414 90.414 2.85E-09 45.37 1254200

31357 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0499 0.13015 1.1596 90.607 90.607 3.87E-04 51.58 962260

31358 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0235 -0.021917 0.98228 90.344 90.344 8.94E-06 52.15 1432000

31359 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0809 0.16061 1.2223 90.041 90.041 4.65E-12 52.74 994680

31360 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0683 0.076901 1.1252 90.255 90.255 3.54E-16 72.31 3956100

31361 LSLAAGGLALPSYSDSAK Unmodified _LSLAAGGLALPSYSDSAK_ B6THG1_MAIZE 2 860.95943 1719.9043 1.0546 -0.28841 0.74673 91.494 91.494 1.59E-01 19.48 115910

31362 LSLAAGGLSLPSYSDSAK Unmodified _LSLAAGGLSLPSYSDSAK_ B6TFX9_MAIZE 2 868.95689 1735.8992 1.1409 0.085613 1.2092 90.544 90.544 2.67E-02 20.75 147730

31363 LSLAAGGLSLPSYSDSAK Unmodified _LSLAAGGLSLPSYSDSAK_ B6TFX9_MAIZE 2 868.95689 1735.8992 1.1175 0.38923 1.4881 90.185 90.185 4.65E-12 48.56 741250

31364 LSLALVSSSSGSMIR Oxidation (M) _LSLALVSSSSGSM(ox)IR_ B6TWP1_MAIZE 2 762.40852 1522.8025 0.84179 -0.90729 -0.07565 77.838 77.838 1.65E-02 44.29 33785

31365 LSLALVSSSSGSMIR Oxidation (M) _LSLALVSSSSGSM(ox)IR_ B6TWP1_MAIZE 2 762.40852 1522.8025 0.86992 -0.42541 0.43296 76.626 76.626 2.05E-04 70.19 176410

31366 LSLALVSSSSGSMIR Oxidation (M) _LSLALVSSSSGSM(ox)IR_ B6TWP1_MAIZE 2 762.40852 1522.8025 0.92583 -0.49325 0.42132 76.775 76.775 7.51E-07 63.21 262320

31367 LSLALVSSSSGSMIR Oxidation (M) _LSLALVSSSSGSM(ox)IR_ B6TWP1_MAIZE 2 762.40852 1522.8025 0.82449 -0.38348 0.42882 76.927 76.927 8.73E-24 70.9 4863900

31368 LSLALVSSSSGSMIR Unmodified _LSLALVSSSSGSMIR_ B6TWP1_MAIZE 2 754.41107 1506.8076 0.83955 0.047547 0.87195 86.294 86.294 1.02E-23 71.06 1123000

31369 LSLAMFYGVEGQR Unmodified _LSLAMFYGVEGQR_ B6U9L0_MAIZE 2 735.87412 1469.7337 0.75616 0.21188 0.95937 97.78 97.78 4.93E-21 91.52 562880

31370 LSLAVPK Unmodified _LSLAVPK_ B6TBG0_MAIZE 2 364.23926 726.46398 0.90974 1.8211 2.7019 57.106 57.106 1.00E+00 6.59 464120

31371 LSLAVPK Unmodified _LSLAVPK_ B6TBG0_MAIZE 2 364.23926 726.46398 0.75179 -0.14969 0.57963 57.824 57.824 7.83E-01 32.83 143890

31372 LSLAVPK Unmodified _LSLAVPK_ B6TBG0_MAIZE 2 364.23926 726.46398 0.88137 -0.17954 0.67933 59.37 59.37 7.83E-01 19.06 249220

31373 LSLAVPK Unmodified _LSLAVPK_ B6TBG0_MAIZE 2 364.23926 726.46398 0.86532 -0.32443 0.51883 58.682 58.682 7.83E-01 19.58 233010

31374 LSLAVPK Unmodified _LSLAVPK_ B6TBG0_MAIZE 2 364.23926 726.46398 0.83836 0.26769 1.0829 59.602 59.602 8.04E-02 35.03 1907600

31375 LSLIKPSLSQVEECLEK Unmodified _LSLIKPSLSQVEECLEK_ B6SU38_MAIZE 3 658.35897 1972.0551 0.52078 0.57201 1.074 94.189 94.189 5.98E-03 30.75 647160

31376 LSLLFGLR Unmodified _LSLLFGLR_ B4FXH4_MAIZE 2 459.7922 917.56984 -0.0025923 0.34035 0.32141 97.714 97.714 2.92E-02 47.35 913580

31377 LSLLFGLR Unmodified _LSLLFGLR_ B4FXH4_MAIZE 2 459.7922 917.56984 -0.15526 0.45119 0.27832 98.57 98.57 1.90E-02 36.76 243430

31378 LSLLFGLR Unmodified _LSLLFGLR_ B4FXH4_MAIZE 2 459.7922 917.56984 0.024265 0.15222 0.16125 98.503 98.503 3.48E-02 54.58 186470

31379 LSLLNGVLFTGGSEK Unmodified _LSLLNGVLFTGGSEK_ B4G1E4_MAIZE 2 767.92741 1533.8403 0.8505 -0.38074 0.46774 102.14 102.14 1.12E-07 103.55 487080

31380 LSLSDLDEVILVGGSTR Unmodified _LSLSDLDEVILVGGSTR_ B6UFB3_MAIZE 2 887.48327 1772.952 1.1715 1.646 2.8162 119.7 119.7 7.46E-02 40.31 66908

31381 LSLSDLDEVILVGGSTR Unmodified _LSLSDLDEVILVGGSTR_ B6UFB3_MAIZE 2 887.48327 1772.952 1.184 1.5547 2.7371 119.94 119.94 1.22E-02 23.99 174530

31382 LSLSDLDEVILVGGSTR Unmodified _LSLSDLDEVILVGGSTR_ B6UFB3_MAIZE 2 887.48327 1772.952 1.1564 0.87639 2.0328 119.91 119.91 1.54E-12 75.14 521260

31383 LSLSDLDEVILVGGSTR Unmodified _LSLSDLDEVILVGGSTR_ B6UFB3_MAIZE 3 591.99127 1772.952 0.33387 0.57295 0.90711 119.89 119.89 1.00E+00 1.77 214380

31384 LSLSDLDEVILVGGSTR Unmodified _LSLSDLDEVILVGGSTR_ B6UFB3_MAIZE 2 887.48327 1772.952 1.2025 0.78643 1.9894 119.42 119.42 1.43E-21 79.8 684500

31385 LSLSYLTPLSLR Unmodified _LSLSYLTPLSLR_ B6UD26_MAIZE 2 681.9032 1361.7919 0.55461 0.1843 0.71787 103.2 103.2 7.72E-03 34 1465800
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31386 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.43115 -0.36903 0.044134 64.111 64.111 1.00E+00 13.68 7170900

31387 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.19795 0.68458 0.86283 65.12 65.12 4.46E-01 24.5 400580

31388 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.30716 0.029116 0.31823 64.545 64.545 4.46E-01 32.42 836780

31389 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.4102 -0.070084 0.32016 65.246 65.246 4.46E-01 25.35 761470

31390 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.35014 -0.044948 0.28725 65.555 65.555 1.86E-01 27.69 991960

31391 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.42441 0.47166 0.87455 65.872 65.872 7.83E-01 15.9 632270

31392 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.49804 0.05348 0.53301 64.555 64.555 7.83E-01 29.03 418700

31393 LSLTDIK Unmodified _LSLTDIK_ B4FUA9_MAIZE 2 395.23946 788.46437 0.17194 -0.46385 -0.30895 66.778 66.778 4.46E-01 15.11 3662100

31394 LSLTNDTDK Unmodified _LSLTNDTDK_ B4FEB1_MAIZE 2 503.7562 1005.4979 0.047913 0.16793 0.2094 44.489 44.489 7.18E-01 23.17 171310

31395 LSLTNDTDK Unmodified _LSLTNDTDK_ B4FEB1_MAIZE 2 503.7562 1005.4979 0.013821 -0.2295 -0.22051 43.774 43.774 3.32E-02 38 242080

31396 LSLTNEMYFAITLDR Oxidation (M) _LSLTNEM(ox)YFAITLDR_ B4FRH5_MAIZE 2 901.95329 1801.892 1.2451 0.38483 1.6164 136.94 136.94 6.11E-02 21.47 44898

31397 LSLVEQIYVPR Unmodified _LSLVEQIYVPR_ Q8W0V2_MAIZE 2 658.88227 1315.75 0.48575 0.19644 0.6683 88.715 88.715 3.83E-01 22.1 267500

31398 LSLVEQIYVPR Unmodified _LSLVEQIYVPR_ Q8W0V2_MAIZE 2 658.88227 1315.75 0.55187 0.16388 0.70156 88.908 88.908 3.83E-01 18.27 268420

31399 LSLVEQIYVPR Unmodified _LSLVEQIYVPR_ Q8W0V2_MAIZE 2 658.88227 1315.75 0.54345 0.2534 0.78178 88.559 88.559 1.47E-01 18.97 497200

31400 LSLYTALGGVR Unmodified _LSLYTALGGVR_ B6UDG4_MAIZE 2 575.33496 1148.6554 0.11354 0.16951 0.27535 85.786 85.786 1.67E-02 52.98 119890

31401 LSLYTALGGVR Unmodified _LSLYTALGGVR_ B6UDG4_MAIZE 2 575.33496 1148.6554 0.13706 0.31505 0.44452 85.462 85.462 3.57E-04 52.48 1155000

31402 LSMEEER Oxidation (M) _LSM(ox)EEER_ B4FRU4_MAIZE 2 455.20275 908.39095 0.15152 0.23702 0.35142 19.906 19.906 1.00E+00 10.82 6531

31403 LSMEEER Oxidation (M) _LSM(ox)EEER_ B4FRU4_MAIZE 2 455.20275 908.39095 0.11043 -0.061649 0.012605 20.85 20.85 1.00E+00 14.63 38941

31404 LSMEEER Oxidation (M) _LSM(ox)EEER_ B4FRU4_MAIZE 2 455.20275 908.39095 0.096501 -0.33026 -0.27008 21.692 21.692 5.90E-01 23.41 52323

31405 LSMLAEQR Oxidation (M) _LSM(ox)LAEQR_ B4FPS0_MAIZE 2 482.25003 962.48552 -0.12876 3.8053 3.6391 45.103 45.103 1.00E+00 3.2 148760

31406 LSMLAEQR Oxidation (M) _LSM(ox)LAEQR_ B4FPS0_MAIZE 2 482.25003 962.48552 -0.047966 0.31844 0.24171 35.057 35.057 1.90E-02 45.49 467750

31407 LSNSGDLNSLMDDDK Oxidation (M) _LSNSGDLNSLM(ox)DDDK_ B4FUR6_MAIZE 2 820.35942 1638.7043 0.95165 -0.17157 0.77354 58.979 58.979 4.45E-09 69.99 204130

31408 LSNSGDLNSLMDDDKYSK Oxidation (M) _LSNSGDLNSLM(ox)DDDKYSK_ B4FUR6_MAIZE 3 673.30548 2016.8946 0.47192 -0.52035 -0.059037 60.292 60.292 2.73E-05 48.55 1986100

31409 LSNSGDLNSLMDDDKYSK Unmodified _LSNSGDLNSLMDDDKYSK_ B4FUR6_MAIZE 3 667.97384 2000.8997 0.47413 -0.30059 0.15987 71.958 71.958 3.47E-07 33.09 564800

31410 LSNYTSMVK Oxidation (M) _LSNYTSM(ox)VK_ B4G1C2_MAIZE 2 529.76297 1057.5114 0.09375 -1.3081 -1.2253 38.495 38.495 3.39E-01 18.45 197730

31411 LSPAAFDK Unmodified _LSPAAFDK_ B4FRD9_MAIZE 2 424.72926 847.44397 0.088629 -0.032996 0.038501 51.494 51.494 3.77E-01 13.16 3113300

31412 LSPFADYLNCADSNPLALGHYMVEQLNR Oxidation (M) _LSPFADYLNCADSNPLALGHYM(ox)VEQLNR_ Q49HE2_MAIZE 3 1075.5095 3223.5067 1.2967 0.32779 1.6156 112.07 112.07 3.58E-08 35.24 306260

31413 LSPFVDFVDCVDSDPVALGHYMVQQLNR Unmodified _LSPFVDFVDCVDSDPVALGHYMVQQLNR_ B4F872_MAIZE 3 1074.518 3220.5322 1.3137 0.15412 1.4816 125.76 125.76 2.90E-09 63.06 866930

31414 LSPLNENQVVDGVR Unmodified _LSPLNENQVVDGVR_ B4FP18_MAIZE 2 770.40991 1538.8053 0.91462 -0.12359 0.78812 68.613 68.613 6.31E-03 43.22 329930

31415 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.065555 -0.23102 -0.32224 38.02 38.02 3.48E-02 55.18 7715900

31416 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.15046 -0.23085 -0.40705 37.071 37.071 1.90E-02 65.77 2190600

31417 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.12833 -0.49421 -0.64752 39.236 39.236 1.90E-02 60.72 6192000

31418 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.23582 -0.31715 -0.5793 40.056 40.056 3.48E-02 65.92 26453000

31419 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.10483 -0.40685 -0.53735 37.941 37.941 1.90E-02 62.2 2008300
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31420 LSQEEIDR Unmodified _LSQEEIDR_ B4FW90_MAIZE 2 495.24855 988.48254 -0.13533 -0.17622 -0.33791 41.373 41.373 3.48E-02 60.23 398160

31421 LSQLLGVPHIATGDLVR Unmodified _LSQLLGVPHIATGDLVR_ B6THB3_MAIZE 3 597.01587 1788.0258 0.2448 0.003031 0.25039 89.537 89.537 5.01E-03 28.99 336120

31422 LSQQGAITK Unmodified _LSQQGAITK_ Q43271_MAIZE 2 473.27182 944.5291 0.072227 0.048902 0.10803 29.151 29.151 3.39E-01 30.23 32221

31423 LSQSFEYNYGDFIPVLRPFLR Unmodified _LSQSFEYNYGDFIPVLRPFLR_ B4FQS9_MAIZE 3 854.44442 2560.3114 1.0777 -0.33139 0.74072 123.09 123.09 2.85E-04 49.42 523040

31424 LSSAFSGTQDK Unmodified _LSSAFSGTQDK_ B4FPL8_MAIZE 2 570.78021 1139.5459 0.15487 -0.15653 -0.0015307 40.707 40.707 4.43E-05 48.16 1375900

31425 LSSAFSGTQDK Unmodified _LSSAFSGTQDK_ B4FPL8_MAIZE 3 380.8559 1139.5459 0.51156 0.9386 1.4463 33.239 33.239 1.00E+00 1.18 310760

31426 LSSAFSGTQDK Unmodified _LSSAFSGTQDK_ B4FPL8_MAIZE 2 570.78021 1139.5459 0.081069 0.32081 0.40057 40.159 40.159 4.48E-03 35.43 166310

31427 LSSAFSGTQDK Unmodified _LSSAFSGTQDK_ B4FPL8_MAIZE 2 570.78021 1139.5459 0.10078 0.059861 0.15996 40.905 40.905 3.60E-06 54.19 838010

31428 LSSAGLVYK Unmodified _LSSAGLVYK_ B4FTN5_MAIZE 2 469.27129 936.52803 -0.17132 0.045723 -0.1452 53.887 53.887 3.32E-02 40.12 4947900

31429 LSSAPDTLR Unmodified _LSSAPDTLR_ B4FVQ0_MAIZE 2 480.26146 958.50836 -0.1139 2.6382 2.5054 44.239 44.239 1.12E-01 21.58 1565800

31430 LSSASSVPEVK Unmodified _LSSASSVPEVK_ EIF3A_MAIZE 2 552.30078 1102.587 0.067846 0.16 0.21382 44.638 44.638 1.67E-02 69.55 1608500

31431 LSSDYDFGHTLHANHLPR Unmodified _LSSDYDFGHTLHANHLPR_ Q5EUE0_MAIZE 5 416.80572 2078.9922 0.18049 -0.061879 0.11733 65.417 65.417 2.39E-01 5.58 1295200

31432 LSSEGLPLLLPYITK Unmodified _LSSEGLPLLLPYITK_ B4FP18_MAIZE 2 822.48456 1642.9546 1.0546 0.33309 1.3674 114.98 114.98 2.05E-04 41.72 291950

31433 LSSEGLPLLLPYITK Unmodified _LSSEGLPLLLPYITK_ B4FP18_MAIZE 2 822.48456 1642.9546 0.99957 0.22467 1.205 115.49 115.49 1.56E-01 20.16 117890

31434 LSSEGLPLLLPYITK Unmodified _LSSEGLPLLLPYITK_ B4FP18_MAIZE 2 822.48456 1642.9546 1.0417 0.33914 1.3615 115.48 115.48 4.63E-02 22.69 95785

31435 LSSGQSSALKE Unmodified _LSSGQSSALKE_ B6TPZ1_MAIZE 2 553.78804 1105.5615 -0.095704 -0.072751 -0.1909 33.851 33.851 1.67E-02 30.7 293410

31436 LSSHGDLYYEGK Unmodified _LSSHGDLYYEGK_ B4FNE5_MAIZE 3 456.88586 1367.6357 0.071315 -0.21271 -0.15421 47.517 47.517 2.46E-02 25.96 574390

31437 LSSHGDLYYEGK Unmodified _LSSHGDLYYEGK_ B4FNE5_MAIZE 3 456.88586 1367.6357 0.0043775 -0.39134 -0.39992 46.759 46.759 2.46E-02 28.57 874910

31438 LSSIDAQLR Unmodified _LSSIDAQLR_ CAPP2_MAIZE 2 501.78256 1001.5506 -0.0011865 0.15783 0.1332 54.089 54.089 1.01E-02 45.91 818640

31439 LSSIDAQLR Unmodified _LSSIDAQLR_ CAPP2_MAIZE 2 501.78256 1001.5506 -0.13062 0.20312 0.049784 54.287 54.287 3.21E-03 42.3 511880

31440 LSSIGLDNTEVNR Unmodified _LSSIGLDNTEVNR_ B6UE86_MAIZE 2 709.36771 1416.7209 -0.27387 62.957 62.957 5.67E-05 73.85

31441 LSSIGLDNTEVNR Unmodified _LSSIGLDNTEVNR_ B6UE86_MAIZE 2 709.36771 1416.7209 0.70425 1.226 1.9165 62.243 62.243 1.15E-02 67.04 837760

31442 LSSIGLDNTEVNR Unmodified _LSSIGLDNTEVNR_ B6UE86_MAIZE 2 709.36771 1416.7209 0.68002 1.5195 2.1864 62.572 62.572 1.47E-03 75.82 676010

31443 LSSIGLDNTEVNR Unmodified _LSSIGLDNTEVNR_ B6UE86_MAIZE 2 709.36771 1416.7209 0.66531 -0.16109 0.49298 63.306 63.306 6.20E-03 64.36 5399600

31444 LSSIIAK Unmodified _LSSIIAK_ B4FAM6_MAIZE 2 366.23672 730.45889 0.81258 -0.20792 0.56655 41.898 41.898 7.83E-01 28.21 6323700

31445 LSSIIAK Unmodified _LSSIIAK_ B4FAM6_MAIZE 2 366.23672 730.45889 0.71038 0.11055 0.78221 41.654 41.654 7.83E-01 18.8 987150

31446 LSSIIAK Unmodified _LSSIIAK_ B4FAM6_MAIZE 2 366.23672 730.45889 0.69096 0.23623 0.88614 44.093 44.093 1.00E+00 17.88 1508700

31447 LSSIIAK Unmodified _LSSIIAK_ B4FAM6_MAIZE 2 366.23672 730.45889 0.82177 -0.007255 0.7753 43.723 43.723 1.00E+00 16.11 1451100

31448 LSSIIAK Unmodified _LSSIIAK_ B4FAM6_MAIZE 2 366.23672 730.45889 0.79132 -0.69857 0.055296 42.227 42.227 1.86E-01 38.48 10430000

31449 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.8034 -0.27928 0.49943 62.361 62.361 1.00E-11 99.66 2048800

31450 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.81427 -0.1268 0.66216 62.759 62.759 2.61E-08 94.82 941510

31451 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.79525 -0.31133 0.45863 64.089 64.089 1.00E-11 94.88 1844700

31452 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.79533 -0.45368 0.31675 63.454 63.454 2.50E-15 99.54 1426500

31453 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.83688 -0.35968 0.45307 63.775 63.775 2.50E-15 94.57 725980
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31454 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.85137 -0.11075 0.71508 64.08 64.08 2.50E-15 85.9 1184200

31455 LSSINVENVEENR Unmodified _LSSINVENVEENR_ B4FAL9_MAIZE 2 751.8759 1501.7372 0.78738 -0.36078 0.40191 64.242 64.242 1.00E-11 114.15 6299500

31456 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 0.012587 -0.03695 -0.051459 55.061 55.061 4.50E-01 39.96 22179000

31457 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.99263 0.18503 1.1515 55.059 55.059 3.49E-01 16.85 3498700

31458 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 -0.017022 0.3991 0.35538 56.834 56.834 1.00E+00 11.67 206050

31459 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 2 829.92646 1657.8384 1.0073 -0.32695 0.65491 55.597 55.597 1.00E+00 12.8 1096500

31460 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 0.024264 -0.45125 -0.45269 57.299 57.299 4.50E-01 23.98 17776000

31461 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 0.0018969 -0.54899 -0.57274 56.626 56.626 2.07E-01 26.18 13360000

31462 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.96282 -0.15088 0.78551 56.626 56.626 1.00E+00 10.09 1716000

31463 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 -0.048543 -0.26211 -0.33695 57.223 57.223 7.70E-01 19.45 9050600

31464 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 2 829.92646 1657.8384 1.0422 0.06784 1.0837 57.212 57.212 6.77E-01 10.33 960550

31465 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 0.012624 -0.16876 -0.18242 57.164 57.164 1.00E+00 1.64 15527000

31466 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 -0.063845 -0.18528 -0.27488 57.562 57.562 2.07E-01 22.47 81324000

31467 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.99976 -0.092386 0.88142 57.564 57.564 6.77E-01 18.07 9686400

31468 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 0.017134 -0.032141 -0.040764 55.79 55.79 4.50E-01 37.1 1658400

31469 LSSINVENVEENRR Unmodified _LSSINVENVEENRR_ B4FAL9_MAIZE 3 553.62006 1657.8384 -0.010926 -0.15346 -0.18968 58.712 58.712 4.50E-01 27.04 784120

31470 LSSLDILSSK Unmodified _LSSLDILSSK_ B6TVY0_MAIZE 2 531.8057 1061.5968 -0.17486 0.18046 -0.016497 75.314 75.314 3.43E-01 29.76 536110

31471 LSSLISIAQALR Unmodified _LSSLISIAQALR_ B6T5W2_MAIZE 2 636.38772 1270.7609 0.47212 0.16614 0.6089 101.8 101.8 7.72E-03 33.4 219120

31472 LSSLLAGLTILDGEGGLSLR Unmodified _LSSLLAGLTILDGEGGLSLR_ B6U7Y1_MAIZE 2 993.0675 1984.1205 1.2335 0.24965 1.4731 125.34 125.34 4.56E-22 60.94 410930

31484 LSSSNCTVAIVGR Unmodified _LSSSNCTVAIVGR_ B6TAJ3_MAIZE 2 682.35355 1362.6925 0.58714 0.1908 0.78233 54.012 54.012 4.68E-05 93.57 973660

31485 LSSSNCTVAIVGR Unmodified _LSSSNCTVAIVGR_ B6TAJ3_MAIZE 2 682.35355 1362.6925 0.5496 0.079294 0.63406 56.635 56.635 1.47E-03 80.95 2007400

31486 LSSSNCTVAIVGR Unmodified _LSSSNCTVAIVGR_ B6TAJ3_MAIZE 2 682.35355 1362.6925 0.45595 -0.11606 0.34439 54.515 54.515 1.00E-11 101.76 11009000

31487 LSSSNCTVAIVGR Unmodified _LSSSNCTVAIVGR_ B6TAJ3_MAIZE 2 682.35355 1362.6925 0.55942 -0.83622 -0.27091 57.467 57.467 4.68E-05 87.03 128100

31488 LSSVPSGGGAIDMGAPAAVAGGGAAPAEEAK Oxidation (M) _LSSVPSGGGAIDM(ox)GAPAAVAGGGAAPAEEAK_ B4FD78_MAIZE 3 894.77283 2681.2967 1.0836 -0.036696 1.0424 67.914 67.914 3.13E-01 29.43 118390

31489 LSSVPSGGGAIDMGAPAAVAGGGAAPAEEAK Oxidation (M) _LSSVPSGGGAIDM(ox)GAPAAVAGGGAAPAEEAK_ B4FD78_MAIZE 3 894.77283 2681.2967 1.104 -0.005945 1.0936 69.302 69.302 3.13E-01 23.04 295960

31490 LSSYGGVGDFGGAYGR Unmodified _LSSYGGVGDFGGAYGR_ B4FMA8_MAIZE 2 781.86534 1561.7161 0.91766 -0.10213 0.82885 73.857 73.857 7.73E-25 103.51 1037600

31491 LSSYGGVGDFGGAYGR Unmodified _LSSYGGVGDFGGAYGR_ B4FMA8_MAIZE 2 781.86534 1561.7161 0.9067 -0.31796 0.60217 73.7 73.7 1.48E-07 70.35 1110300

31492 LSTADEAAKLR Unmodified _LSTADEAAKLR_ B6SI41_MAIZE 2 587.82495 1173.6354 0.24834 -0.15961 0.057443 58.822 58.822 1.47E-01 7.89 326660

31493 LSTADEAAKLR Unmodified _LSTADEAAKLR_ B6SI41_MAIZE 2 587.82495 1173.6354 0.18275 -0.022738 0.12804 59.372 59.372 1.47E-01 23.77 1553800

31494 LSTADEAAKLR Unmodified _LSTADEAAKLR_ B6SI41_MAIZE 2 587.82495 1173.6354 0.11859 -0.22023 -0.1326 59.892 59.892 4.96E-02 21.75 7144900

31495 LSTDPTTTNMLVAK Oxidation (M) _LSTDPTTTNM(ox)LVAK_ B4F932_MAIZE 2 754.38726 1506.76 0.82044 -0.26964 0.55408 56.789 56.789 4.47E-11 84.81 748680

31496 LSTDPTTTNMLVAK Oxidation (M) _LSTDPTTTNM(ox)LVAK_ B4F932_MAIZE 2 754.38726 1506.76 0.82355 -0.1833 0.64253 56.722 56.722 3.48E-20 66.8 750490

31497 LSTDPTTTNMLVAK Oxidation (M) _LSTDPTTTNM(ox)LVAK_ B4F932_MAIZE 2 754.38726 1506.76 0.8167 0.086998 0.90628 56.897 56.897 5.36E-25 55.13 3539400

31498 LSTDPTTTNMLVAK Unmodified _LSTDPTTTNMLVAK_ B4F932_MAIZE 2 746.3898 1490.765 0.79502 0.07969 0.87481 66.967 66.967 2.00E-19 75.49 2491500
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31499 LSTDPTTTNMLVSK Unmodified _LSTDPTTTNMLVSK_ B6TG70_MAIZE 2 754.38726 1506.76 0.85596 -0.39306 0.46608 64.297 64.297 1.95E-13 85.52 1318700

31500 LSTDPTTTNMLVSK Unmodified _LSTDPTTTNMLVSK_ B6TG70_MAIZE 2 754.38726 1506.76 0.88653 -0.00278 0.88665 65.509 65.509 7.68E-22 87.64 448210

31501 LSTDPTTTNMLVSK Oxidation (M) _LSTDPTTTNM(ox)LVSK_ B6TG70_MAIZE 2 762.38471 1522.7549 0.84425 -0.37026 0.47959 54.195 54.195 1.95E-13 66.4 449470

31502 LSTDPTTTNMLVSK Oxidation (M) _LSTDPTTTNM(ox)LVSK_ B6TG70_MAIZE 2 762.38471 1522.7549 0.83608 -0.13432 0.70732 56.249 56.249 4.47E-11 72.41 1048200

31503 LSTDPTTTNMLVSK Oxidation (M) _LSTDPTTTNM(ox)LVSK_ B6TG70_MAIZE 2 762.38471 1522.7549 0.86783 -0.25817 0.61538 55.528 55.528 2.96E-06 69.29 565880

31504 LSTDPTTTNMLVSK Oxidation (M) _LSTDPTTTNM(ox)LVSK_ B6TG70_MAIZE 2 762.38471 1522.7549 0.83195 -0.064459 0.77331 56.183 56.183 3.56E-04 75.25 1499400

31505 LSTDPTTTNMLVSK Oxidation (M) _LSTDPTTTNM(ox)LVSK_ B6TG70_MAIZE 2 762.38471 1522.7549 0.83183 -0.3419 0.49518 56.325 56.325 2.00E-19 76.27 5506300

31506 LSTGDSLDMSPQDEK Oxidation (M) _LSTGDSLDM(ox)SPQDEK_ B4FNZ5_MAIZE 2 819.8618 1637.709 0.94605 0.11304 1.058 48.115 48.115 3.13E-13 80.07 1162400

31507 LSTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LSTPSFGDLNHLISATM(ox)SGVTCCLR_ B6TS93_MAIZE 3 918.44003 2752.2982 1.2101 0.27583 1.4973 116.11 116.11 2.39E-09 38.96 288310

31508 LSTPSFGDLNHLISATMSGVTCCLR Unmodified _LSTPSFGDLNHLISATMSGVTCCLR_ B6TS93_MAIZE 3 913.10839 2736.3033 1.1846 -0.031469 1.1629 129.93 129.93 2.39E-09 36.13 416070

31509 LSTSADAPASVR Unmodified _LSTSADAPASVR_ B4FCK0_MAIZE 2 587.80676 1173.599 0.16283 0.098443 0.25002 44.869 44.869 7.72E-03 51.48 4287600

31516 LSVETTANQDPLVTK Unmodified _LSVETTANQDPLVTK_ B4F925_MAIZE 2 808.43051 1614.8465 0.90952 0.047806 0.9564 65.509 65.509 2.05E-04 77.04 1341400

31517 LSVETTVQSAVTEVAAMVGENVK Oxidation (M) _LSVETTVQSAVTEVAAM(ox)VGENVK_ B4FHF0_MAIZE 3 793.40883 2377.2047 0.92888 -0.19008 0.74291 123.51 123.51 8.30E-06 29.17 146710

31518 LSVETTVQSAVTEVAAMVGENVK Oxidation (M) _LSVETTVQSAVTEVAAM(ox)VGENVK_ B4FHF0_MAIZE 3 793.40883 2377.2047 0.9369 0.17781 1.1186 123.64 123.64 1.00E+00 1.22 460000

31519 LSVEVGK Unmodified _LSVEVGK_ B4FY74_MAIZE 2 366.21853 730.4225 0.79814 -0.037219 0.756 44.728 44.728 4.46E-01 30.56 4469100

31520 LSVEYGK Unmodified _LSVEYGK_ TBA3_MAIZE 2 398.21599 794.41742 0.48527 0.48115 0.9452 42.746 42.746 1.00E+00 28.75 1401300

31521 LSVEYGK Unmodified _LSVEYGK_ TBA3_MAIZE 2 398.21599 794.41742 0.25389 0.75363 0.98538 42.26 42.26 1.00E+00 28.23 581630

31522 LSVEYGK Unmodified _LSVEYGK_ TBA3_MAIZE 2 398.21599 794.41742 0.43078 1.606 2.0132 44.759 44.759 1.86E-01 28.36 1986400

31523 LSVFDAAMR Unmodified _LSVFDAAMR_ B4FIT6_MAIZE 2 505.2604 1008.5063 -0.0078978 0.41279 0.39352 76.383 76.383 9.73E-03 50.23 2840600

31524 LSVFDAAMR Unmodified _LSVFDAAMR_ B4FIT6_MAIZE 2 505.2604 1008.5063 -0.089547 0.86494 0.76334 76.823 76.823 3.13E-03 48.88 571570

31525 LSVFDAAMR Unmodified _LSVFDAAMR_ B4FIT6_MAIZE 2 505.2604 1008.5063 -0.014518 0.64551 0.61805 77.523 77.523 3.21E-03 51.21 544560

31526 LSVFDAAMR Unmodified _LSVFDAAMR_ B4FIT6_MAIZE 2 505.2604 1008.5063 -0.056009 0.418 0.35018 77.157 77.157 1.01E-02 54.69 1723000

31527 LSVFDAAMR Oxidation (M) _LSVFDAAM(ox)R_ B4FIT6_MAIZE 2 513.25786 1024.5012 -0.14249 0.33507 0.1846 65.685 65.685 5.10E-01 13.6 685590

31528 LSVFDAAMR Oxidation (M) _LSVFDAAM(ox)R_ B4FIT6_MAIZE 2 513.25786 1024.5012 -0.039558 -0.15348 -0.19984 66.973 66.973 7.18E-01 20.48 985430

31529 LSVFDAAMR Oxidation (M) _LSVFDAAM(ox)R_ B4FIT6_MAIZE 2 513.25786 1024.5012 -0.04473 0.091959 0.040535 66.396 66.396 3.21E-03 58.51 3244800

31530 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 0.10098 -0.1322 -0.03997 76.036 76.036 2.81E-03 85.54 828400

31531 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 -0.11623 0.30192 0.17529 77.768 77.768 1.25E-02 60.19 157580

31532 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 0.090075 -0.21874 -0.1389 77.233 77.233 2.81E-03 62.71 277310

31533 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 0.13633 -0.29086 -0.16321 76.843 76.843 4.40E-02 49.72 335220

31534 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 -0.068131 0.30617 0.22719 76.739 76.739 4.40E-05 86.91 9832400

31535 LSVGYSILTR Unmodified _LSVGYSILTR_ B4FRQ7_MAIZE 2 554.82168 1107.6288 -0.013153 0.38038 0.35802 78.318 78.318 1.62E-03 67.74 736550

31536 LSVIDNIHLAPTLLSR Unmodified _LSVIDNIHLAPTLLSR_ B6SWS8_MAIZE 3 588.01223 1761.0149 0.28495 -0.041936 0.2298 99.477 99.477 1.67E-02 23.17 343180

31537 LSVIDNIHLAPTLLSR Unmodified _LSVIDNIHLAPTLLSR_ B6SWS8_MAIZE 3 588.01223 1761.0149 0.16766 0.38148 0.53489 100.17 100.17 7.63E-01 12.6 245790

31538 LSVIDNIHLAPTLLSR Unmodified _LSVIDNIHLAPTLLSR_ B6SWS8_MAIZE 3 588.01223 1761.0149 0.26847 0.25372 0.5083 100.14 100.14 1.00E+00 14.43 202130
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31539 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.99644 -0.51873 0.46642 43.313 43.313 5.26E-01 26.37 16861000

31540 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.77932 -0.34769 0.42016 43.844 43.844 5.26E-01 25.05 545180

31541 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.92507 -0.83526 0.080918 42.923 42.923 2.64E-01 34.24 5823400

31542 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 1.0331 -0.69805 0.32558 45.505 45.505 5.26E-01 26.4 6612900

31543 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.94315 -0.7047 0.22712 44.801 44.801 1.00E+00 24.96 3411400

31544 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.90217 -0.3421 0.55026 45.577 45.577 9.46E-01 24.01 2265600

31545 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.99821 -0.45713 0.52996 45.307 45.307 2.64E-01 30.61 9462700

31546 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 -1.6353 46.122 46.122 5.32E-01 7.43

31547 LSVIDR Unmodified _LSVIDR_ B4G029_MAIZE 2 351.71087 701.40719 0.79507 -0.50368 0.28044 46.936 46.936 1.00E+00 17.43 437410

31548 LSVLQFYK Unmodified _LSVLQFYK_ B6SIL9_MAIZE 2 499.28949 996.56442 -0.052145 -0.12853 -0.19188 81.947 81.947 5.06E-02 23.45 2893600

31549 LSVLQFYK Unmodified _LSVLQFYK_ B6SIL9_MAIZE 2 499.28949 996.56442 -0.10548 0.057147 -0.058425 84.347 84.347 7.88E-01 34.94 30388

31550 LSVLQFYK Unmodified _LSVLQFYK_ B6SIL9_MAIZE 2 499.28949 996.56442 -0.1928 -0.12763 -0.33247 82.764 82.764 1.65E-01 20.97 144120

31551 LSVLQFYK Unmodified _LSVLQFYK_ B6SIL9_MAIZE 2 499.28949 996.56442 -0.21078 -0.30524 -0.52609 83.917 83.917 2.92E-02 46.63 2406400

31552 LSVPQQYGPLK Unmodified _LSVPQQYGPLK_ B6T759_MAIZE 2 615.34806 1228.6816 0.25691 -0.057504 0.19155 67.661 67.661 3.83E-01 11.13 2893700

31553 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.53241 0.26855 0.80507 50.72 50.72 1.86E-01 29.06 8163800

31554 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.54374 0.86088 1.4089 52.823 52.823 4.46E-01 24.62 1734500

31555 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.49709 0.92216 1.4236 52.109 52.109 1.86E-01 24.97 2201400

31556 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.52083 0.29247 0.81808 52.666 52.666 4.46E-01 26.83 1981200

31557 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.52006 1.2051 1.7284 53.219 53.219 1.00E+00 21.17 3391500

31558 LSVVPVR Unmodified _LSVVPVR_ B6TFA7_MAIZE 2 385.25016 768.48577 0.35345 0.96466 1.3214 54.384 54.384 1.00E+00 16.32 122510

31559 LSWALVHSR Unmodified _LSWALVHSR_ B6T5R2_MAIZE 3 356.86981 1067.5876 0.73002 0.15025 0.8674 65.751 65.751 1.96E-01 24.83 424360

31560 LSWVDIFEEIPIK Unmodified _LSWVDIFEEIPIK_ B6SHE0_MAIZE 2 794.9347 1587.8548 0.93764 -0.06199 0.86429 128.17 128.17 1.56E-17 56.26 277450

31561 LSWVDIFEEIPIK Unmodified _LSWVDIFEEIPIK_ B6SHE0_MAIZE 2 794.9347 1587.8548 0.95801 0.098634 1.0454 128.64 128.64 6.20E-03 54.45 127350

31562 LSWVDIFEEIPIK Unmodified _LSWVDIFEEIPIK_ B6SHE0_MAIZE 2 794.9347 1587.8548 0.93535 0.23599 1.1595 128.46 128.46 1.00E-11 53.44 1629300

31563 LSYFYK Unmodified _LSYFYK_ B4FQ98_MAIZE 2 410.71562 819.41669 0.16142 0.40004 0.53667 58.261 58.261 1.00E+00 5.16 292900

31564 LSYFYK Unmodified _LSYFYK_ B4FQ98_MAIZE 2 410.71562 819.41669 0.25089 -0.50164 -0.27317 59.24 59.24 1.00E+00 9.4 317460

31565 LSYFYK Unmodified _LSYFYK_ B4FQ98_MAIZE 2 410.71562 819.41669 0.24541 0.86629 1.0843 59.559 59.559 5.26E-01 36.29 3585600

31566 LSYGGAQEYFGITPDVTTLGK Unmodified _LSYGGAQEYFGITPDVTTLGK_ B6TPE4_MAIZE 2 1109.0573 2216.1001 1.2117 0.1679 1.3856 101.98 101.98 3.89E-34 72.16 1001300

31567 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 -0.043124 -0.045265 -0.11187 93.567 93.567 4.96E-05 56.08 2583100

31568 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 2 767.43045 1532.8463 0.93627 -0.10985 0.80369 93.562 93.562 1.15E-02 45.62 319440

31569 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 -0.13222 -0.16738 -0.3224 94.421 94.421 7.46E-11 52.12 939070

31570 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 -0.0073678 -0.36145 -0.39135 94.418 94.418 4.96E-05 66.09 780940

31571 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 0.019559 -0.14489 -0.14689 94.336 94.336 4.96E-05 52.59 594430

31572 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 -0.04091 -0.12737 -0.19002 94.141 94.141 4.96E-05 34.86 741850
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31573 LTAAEILNHPWIR Unmodified _LTAAEILNHPWIR_ B6UF43_MAIZE 3 511.95606 1532.8463 0.0076432 -0.18972 -0.20451 94.325 94.325 1.07E-03 37.82 618260

31574 LTAAGGPGITGGLVDAEGFPR Unmodified _LTAAGGPGITGGLVDAEGFPR_ B4FPX0_MAIZE 2 978.5129 1955.0112 1.1726 -0.019516 1.1633 89.753 89.753 2.39E-60 136.18 378790

31575 LTADLIWK Unmodified _LTADLIWK_ B6TS72_MAIZE 2 480.28166 958.54877 -0.11579 0.095712 -0.036929 79.765 79.765 5.06E-02 28.94 1605200

31580 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 4 650.81833 2599.2442 0.45677 0.16267 0.60201 103.88 103.88 4.64E-06 33.74 4852200

31581 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 3 867.42201 2599.2442 1.104 0.1015 1.1889 103.86 103.86 2.50E-19 53.17 1132700

31582 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 4 650.81833 2599.2442 0.44171 0.13078 0.55583 104.85 104.85 3.07E-12 40.94 5168600

31583 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 3 867.42201 2599.2442 1.0542 0.18695 1.2251 104.84 104.84 7.58E-26 55.33 1024400

31584 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 4 650.81833 2599.2442 0.44951 0.17878 0.61189 105.07 105.07 4.64E-06 27.94 3709400

31585 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 3 867.42201 2599.2442 1.0663 0.22803 1.278 105.05 105.05 1.10E-30 51.28 854370

31586 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 4 650.81833 2599.2442 0.4322 0.21332 0.62863 105.66 105.66 3.16E-15 40.81 6727800

31587 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 3 867.42201 2599.2442 1.0556 0.1987 1.2379 105.64 105.64 7.03E-45 58.12 1533800

31588 LTAFHPEIEELIYSDVENSEHK Unmodified _LTAFHPEIEELIYSDVENSEHK_ SUS1_MAIZE 4 650.81833 2599.2442 0.52388 0.16391 0.67118 106.29 106.29 2.13E-01 12.42 312780

31589 LTAGLLR Unmodified _LTAGLLR_ B6TRX5_MAIZE 2 372.24234 742.47012 0.77089 -0.21211 0.53821 52.242 52.242 7.83E-01 13.25 747610

31590 LTAGLLR Unmodified _LTAGLLR_ B6TRX5_MAIZE 2 372.24234 742.47012 0.64185 0.27319 0.89319 54.49 54.49 4.46E-01 24.2 576950

31591 LTAGLLR Unmodified _LTAGLLR_ B6TRX5_MAIZE 2 372.24234 742.47012 0.72487 -0.15938 0.54324 54.144 54.144 4.49E-02 32.22 1597800

31592 LTAGLLR Unmodified _LTAGLLR_ B6TRX5_MAIZE 2 372.24234 742.47012 0.79657 -0.18955 0.58626 52.836 52.836 1.86E-01 44.2 485620

31593 LTALVPK Unmodified _LTALVPK_ B6TBG8_MAIZE 2 371.24709 740.47963 0.76736 0.00061 0.75006 46.909 46.909 4.46E-01 32.75 979720

31594 LTALVPK Unmodified _LTALVPK_ B6TBG8_MAIZE 2 371.24709 740.47963 0.74913 0.024918 0.75773 51 51 1.00E+00 3.56 5343200

31595 LTANLSSAFFPR Unmodified _LTANLSSAFFPR_ B6U4F7_MAIZE 2 662.35642 1322.6983 0.50199 -0.10635 0.3865 88.743 88.743 1.60E-02 35.86 82991

31596 LTANLSSAFFPR Unmodified _LTANLSSAFFPR_ B6U4F7_MAIZE 2 662.35642 1322.6983 0.55655 -0.21915 0.32754 88.646 88.646 6.74E-02 27.86 211010

31597 LTAPFDFPR Unmodified _LTAPFDFPR_ B4FNQ8_MAIZE 2 532.28219 1062.5498 -0.02531 0.49876 0.47763 85.251 85.251 1.00E+00 6.49 12565

31598 LTAPFDFPR Unmodified _LTAPFDFPR_ B4FNQ8_MAIZE 2 532.28219 1062.5498 -0.10904 0.12249 0.017673 85.357 85.357 3.32E-02 42.73 1530400

31599 LTDATECLAGR Unmodified _LTDATECLAGR_ B6SHH4_MAIZE 2 603.79279 1205.571 0.31043 1.2995 1.6054 52.14 52.14 3.60E-06 84.46 955580

31600 LTDEEVDEMIR Oxidation (M) _LTDEEVDEM(ox)IR_ B4FBY6_MAIZE 2 683.31376 1364.613 0.52032 0.087911 0.5976 58.439 58.439 2.73E-06 47.28 159750

31601 LTDEEVDEMIR Unmodified _LTDEEVDEMIR_ B4FBY6_MAIZE 2 675.3163 1348.618 0.53685 0.27213 0.79496 75.98 75.98 1.00E+00 10.64 207620

31602 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 0.051244 0.3045 0.34329 36.213 36.213 3.77E-01 20.37 2397200

31603 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.10559 0.24945 0.13076 35.188 35.188 5.06E-02 22.62 1811800

31604 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 0.00080737 0.10632 0.095303 37.982 37.982 5.06E-02 27.74 3808800

31605 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.017123 0.21115 0.18183 37.208 37.208 7.88E-01 19.83 2881300

31606 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.052708 0.47668 0.41036 37.821 37.821 3.77E-01 14.3 3227000

31607 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.0691 -0.29749 -0.37773 37.836 37.836 5.06E-02 25.49 17796000

31608 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.051034 -0.07552 -0.13963 38.74 38.74 2.92E-02 29.66 1828700

31609 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 0.00106 0.53275 0.52067 35.927 35.927 5.06E-02 24.12 599630

31610 LTDEIGQK Unmodified _LTDEIGQK_ ENO1_MAIZE 2 452.24273 902.47091 -0.13772 0.30861 0.15752 39.247 39.247 7.88E-01 3.14 119550
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31611 LTDFGVQGAESNNILYLR Unmodified _LTDFGVQGAESNNILYLR_ B6TAT5_MAIZE 2 1005.5182 2009.0218 1.1668 -0.14455 1.0152 96.484 96.484 1.77E-34 82.04 439570

31612 LTDFGVQGAESNNILYLR Unmodified _LTDFGVQGAESNNILYLR_ B6TAT5_MAIZE 2 1005.5182 2009.0218 1.2128 0.34425 1.5489 96.549 96.549 1.18E-19 58.27 227600

31613 LTDFGVQGAESNNILYLR Unmodified _LTDFGVQGAESNNILYLR_ B6TAT5_MAIZE 2 1005.5182 2009.0218 1.267 0.65817 1.9168 96.445 96.445 3.87E-04 42.07 162270

31614 LTDFGVQGAESNNILYLR Unmodified _LTDFGVQGAESNNILYLR_ B6TAT5_MAIZE 2 1005.5182 2009.0218 1.2489 0.045518 1.2864 96.605 96.605 3.54E-16 63.13 257530

31615 LTDGTVFDSSYER Unmodified _LTDGTVFDSSYER_ B6SYF5_MAIZE 2 745.3439 1488.6733 0.7942 0.10036 0.90191 67.163 67.163 1.15E-02 30.07 77015

31616 LTDGTVFDSSYER Unmodified _LTDGTVFDSSYER_ B6SYF5_MAIZE 2 745.3439 1488.6733 0.76432 0.26534 1.0362 66.811 66.811 1.15E-02 29.46 846660

31617 LTDSFMDLYR Oxidation (M) _LTDSFM(ox)DLYR_ B6SHE0_MAIZE 2 638.79755 1275.5805 0.48559 0.1852 0.66839 77.111 77.111 7.11E-01 3.97 226280

31618 LTDSFMDLYR Oxidation (M) _LTDSFM(ox)DLYR_ B6SHE0_MAIZE 2 638.79755 1275.5805 0.35402 0.42917 0.78031 77.501 77.501 4.31E-05 58.4 1503700

31619 LTECVFHLEN Unmodified _LTECVFHLEN_ B4FX41_MAIZE 2 631.29771 1260.5809 0.3128 -0.30288 0.013319 76.178 76.178 3.43E-01 7.14 239300

31620 LTEEEAGMLR Unmodified _LTEEEAGMLR_ B4F8X3_MAIZE 2 574.78444 1147.5543 0.17572 0.43126 0.57766 55.033 55.033 1.62E-03 58.83 2169800

31621 LTEEEAGMLR Unmodified _LTEEEAGMLR_ B4F8X3_MAIZE 2 574.78444 1147.5543 0.088664 -0.04046 0.01914 55.183 55.183 4.40E-05 80.76 380890

31622 LTEEEAGMLR Unmodified _LTEEEAGMLR_ B4F8X3_MAIZE 2 574.78444 1147.5543 0.17748 0.025807 0.17426 57.118 57.118 2.81E-03 47.39 354730

31623 LTEEEAGMLR Oxidation (M) _LTEEEAGM(ox)LR_ B4F8X3_MAIZE 2 582.7819 1163.5492 0.2208 0.23953 0.43485 48.188 48.188 4.31E-05 55.66 941300

31624 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.077455 0.7992 0.72593 40.644 40.644 1.65E-01 35.28 14511000

31625 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.38059 -0.54682 -0.91788 40.895 40.895 1.65E-01 38.21 7298900

31626 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.1814 0.25021 0.074419 40.13 40.13 5.06E-02 36.82 853070

31627 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.050645 0.18596 0.14078 42.874 42.874 5.06E-02 40.69 761210

31628 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.033758 0.22758 0.19988 42.14 42.14 3.77E-01 38.4 985970

31629 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.11466 0.32392 0.21512 42.915 42.915 1.65E-01 29.63 1416900

31630 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.077679 0.23525 0.16315 42.733 42.733 3.77E-01 12.16 1607600

31631 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.097431 0.43845 0.34648 43.489 43.489 3.77E-01 15.1 2420300

31632 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.086038 0.12211 0.043575 40.873 40.873 1.65E-01 40.91 1171700

31633 LTEGCSFR Unmodified _LTEGCSFR_ Q9ZQX9_MAIZE 2 485.22656 968.43856 -0.21332 0.26625 0.05849 44.202 44.202 5.06E-02 35.46 387460

31634 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.6927 -0.15874 0.54079 37.168 37.168 7.64E-09 76.33 2991000

31635 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.70519 -0.37798 0.33533 36.146 36.146 3.56E-04 67.71 207480

31636 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.72171 -0.13433 0.59417 39.231 39.231 3.56E-04 98.3 215470

31637 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.78919 0.18304 0.97884 38.346 38.346 1.49E-02 63.17 186750

31638 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.75168 -0.097598 0.66156 39.272 39.272 3.56E-04 83.29 276300

31639 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.80244 -0.091729 0.71834 39.245 39.245 3.56E-04 82.05 143390

31640 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.6977 0.17517 0.87901 40.103 40.103 7.64E-09 72.45 337750

31641 LTEGTSESSTTVGR Unmodified _LTEGTSESSTTVGR_ B6T6D2_MAIZE 2 712.84681 1423.6791 0.6451 -0.29951 0.35372 40.538 40.538 3.56E-04 80.38 1999300

31642 LTEIDGQAISLFGVFDGHGGSR Unmodified _LTEIDGQAISLFGVFDGHGGSR_ B6TEB8_MAIZE 3 759.38171 2275.1233 0.90833 0.71019 1.629 110.9 110.9 1.53E-06 45.7 268320

31643 LTEPGTYEYLDK Unmodified _LTEPGTYEYLDK_ B6TPE4_MAIZE 2 714.84829 1427.682 0.65382 -0.22013 0.42053 66.653 66.653 2.62E-07 47.66 2448600

31644 LTEQVVFSDPYR Unmodified _LTEQVVFSDPYR_ B6TDT6_MAIZE 2 727.36972 1452.7249 0.80028 -0.96855 -0.16461 75.631 75.631 1.98E-03 56.94 719940
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31645 LTEQVVFSDPYR Unmodified _LTEQVVFSDPYR_ B6TDT6_MAIZE 2 727.36972 1452.7249 0.78353 0.22956 1.0149 76.123 76.123 1.11E-04 54.14 332500

31646 LTEQVVFSDPYR Unmodified _LTEQVVFSDPYR_ B6TDT6_MAIZE 2 727.36972 1452.7249 0.79329 0.12125 0.91672 76.761 76.761 1.68E-09 49.7 427820

31647 LTEQVVFSDPYR Unmodified _LTEQVVFSDPYR_ B6TDT6_MAIZE 2 727.36972 1452.7249 0.77153 -0.011285 0.7635 76.373 76.373 2.62E-07 56.58 375880

31648 LTEQVVFSDPYR Unmodified _LTEQVVFSDPYR_ B6TDT6_MAIZE 2 727.36972 1452.7249 0.78075 0.5216 1.3038 76.708 76.708 1.68E-09 64.91 1236300

31649 LTESLLESK Unmodified _LTESLLESK_ B6U1S0_MAIZE 2 510.2846 1018.5546 0.022687 0.004512 -0.0036758 57.256 57.256 9.73E-03 62.16 482040

31650 LTESLLESK Unmodified _LTESLLESK_ B6U1S0_MAIZE 2 510.2846 1018.5546 -0.082938 -0.10976 -0.22201 57.89 57.89 3.21E-03 47.11 1163600

31651 LTFTVPSLVFSALK Unmodified _LTFTVPSLVFSALK_ B6U2K5_MAIZE 2 761.94761 1521.8807 0.91549 0.33396 1.2545 121.87 121.87 1.29E-01 16.08 931880

31652 LTFTVPSLVFSALK Unmodified _LTFTVPSLVFSALK_ B6U2K5_MAIZE 2 761.94761 1521.8807 0.86009 0.40153 1.2672 122.32 122.32 3.49E-01 16.71 404500

31653 LTFTVPSLVFSALK Unmodified _LTFTVPSLVFSALK_ B6U2K5_MAIZE 2 761.94761 1521.8807 0.86875 0.317 1.1915 122.55 122.55 3.51E-02 29.56 383830

31654 LTFTVPSLVFSALK Unmodified _LTFTVPSLVFSALK_ B6U2K5_MAIZE 2 761.94761 1521.8807 0.87933 0.33102 1.2151 122.77 122.77 1.29E-01 23.61 571030

31655 LTFYDGEFK Unmodified _LTFYDGEFK_ Q5EUD9_MAIZE 2 560.27149 1118.5284 0.059972 0.38548 0.44498 77.808 77.808 3.32E-02 39.48 915280

31656 LTGAEPAGSVLVR Unmodified _LTGAEPAGSVLVR_ B6SQX0_MAIZE 2 635.3617 1268.7089 0.33494 -0.32329 0.0087948 60.521 60.521 2.61E-08 60.44 10275000

31657 LTGAGWGGCAVALVK Unmodified _LTGAGWGGCAVALVK_ B6TZ40_MAIZE 2 730.38993 1458.7653 0.77768 -1.4779 -0.68469 83.235 83.235 1.56E-01 14.42 9146.7

31658 LTGGIPAAFADLPSLR Unmodified _LTGGIPAAFADLPSLR_ B6TDD0_MAIZE 2 799.94867 1597.8828 0.97597 0.3427 1.312 105.85 105.85 1.48E-07 56.74 692170

31659 LTGHSHFVQDVVLSSDGQFALSGSWDGELR Unmodified _LTGHSHFVQDVVLSSDGQFALSGSWDGELR_ B4FKM1_MAIZE 4 811.8969 3243.5585 0.96497 0.062618 1.0407 136.76 136.76 2.79E-01 29.38 485580

31660 LTGLGAR Unmodified _LTGLGAR_ B6TQ06_MAIZE 2 344.21104 686.40752 -0.34091 36.795 36.795 4.50E-01 14.37

31661 LTGLGAR Unmodified _LTGLGAR_ B6TQ06_MAIZE 2 344.21104 686.40752 1.1134 -0.85085 0.25336 37.523 37.523 4.46E-01 20.25 604580

31662 LTGMAFR Oxidation (M) _LTGM(ox)AFR_ B6TDF8_MAIZE 2 406.21018 810.40581 0.22658 -0.0407 0.18253 55.037 55.037 1.00E+00 5.94 8086000

31663 LTGMAFR Oxidation (M) _LTGM(ox)AFR_ B6TDF8_MAIZE 2 406.21018 810.40581 0.29726 0.23667 0.52921 40.439 40.439 5.90E-01 17.73 1343100

31664 LTGMAFR Unmodified _LTGMAFR_ B6TDF8_MAIZE 2 398.21272 794.41089 0.35317 0.285 0.62905 55.539 55.539 8.04E-02 21.87 5872800

31665 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.25752 -0.69786 -0.43801 37.198 37.198 5.90E-01 20.76 2569500

31666 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.25099 0.14677 0.39845 53.269 53.269 5.90E-01 14.87 2713000

31667 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.063972 0.12136 0.18833 37.444 37.444 5.90E-01 15.47 244500

31668 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.10928 -0.41787 -0.30509 36.518 36.518 5.90E-01 16.68 4053300

31669 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.093756 -0.047592 0.047433 53.81 53.81 3.29E-01 14.67 296710

31670 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.21571 -0.40981 -0.19232 39.231 39.231 3.29E-01 18.35 3201400

31671 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.25545 0.62116 0.87557 55.703 55.703 3.29E-01 17.57 552790

31672 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.19419 -0.34647 -0.15 38.521 38.521 8.87E-01 12.47 2854300

31673 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.21102 0.49331 0.70498 55.028 55.028 4.46E-01 17.25 338490

31674 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.12044 -0.29676 -0.17257 39.125 39.125 3.29E-01 23.84 3343700

31675 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.15236 -0.81776 -0.66278 39.918 39.918 5.90E-01 19.1 24818000

31676 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.23663 -0.03384 0.20491 37.09 37.09 1.00E+00 10.52 1543400

31677 LTGMSFR Oxidation (M) _LTGM(ox)SFR_ B6SJZ8_MAIZE 2 414.20764 826.40072 0.024069 -0.33075 -0.30348 40.525 40.525 5.90E-01 22.73 911530

31678 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.24984 -0.2693 -0.022961 53.276 53.276 1.86E-01 21.65 40971000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

31679 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.19401 -0.11885 0.07181 53.81 53.81 1.86E-01 31.01 5377000

31680 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.28458 0.083377 0.3644 55.72 55.72 1.86E-01 31.01 8805000

31681 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.22658 -0.0407 0.18299 55.037 55.037 7.83E-01 12.63 8086000

31682 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.18715 0.13416 0.3189 55.707 55.707 4.46E-01 31.42 4645800

31683 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.19387 -0.63696 -0.44364 55.888 55.888 1.86E-01 23.17 88102000

31684 LTGMSFR Unmodified _LTGMSFR_ B6SJZ8_MAIZE 2 406.21018 810.40581 0.3144 0.45037 0.76023 54.008 54.008 4.46E-01 15.66 1788600

31685 LTGNVEYLYR Unmodified _LTGNVEYLYR_ B6TCV9_MAIZE 2 614.32205 1226.6295 0.32052 0.28004 0.5828 65.476 65.476 5.76E-06 40.21 2520200

31686 LTGNVEYLYR Unmodified _LTGNVEYLYR_ B6TCV9_MAIZE 2 614.32205 1226.6295 0.3966 0.32233 0.70193 67.152 67.152 1.62E-03 28.03 1410300

31687 LTGNVEYLYR Unmodified _LTGNVEYLYR_ B6TCV9_MAIZE 2 614.32205 1226.6295 0.32532 0.92951 1.2364 66.576 66.576 1.84E-04 37.81 737330

31688 LTGNVEYLYR Unmodified _LTGNVEYLYR_ B6TCV9_MAIZE 2 614.32205 1226.6295 0.35719 0.41877 0.75856 66.864 66.864 1.45E-01 13.88 323240

31689 LTGNVEYLYR Unmodified _LTGNVEYLYR_ B6TCV9_MAIZE 2 614.32205 1226.6295 0.37804 0.46923 0.82915 67.1 67.1 1.62E-03 57.87 1193200

31690 LTGQSTVPNVFIGGK Unmodified _LTGQSTVPNVFIGGK_ B4FIR4_MAIZE 2 759.41975 1516.8249 0.7399 -0.16553 0.59052 76.316 76.316 2.05E-04 44.99 479970

31691 LTGSAGEWESIIK Unmodified _LTGSAGEWESIIK_ B4F9F0_MAIZE 2 695.86427 1389.714 0.58064 -0.25501 0.31108 84.103 84.103 3.13E-02 41.78 946110

31692 LTGTEETVR Unmodified _LTGTEETVR_ B4FGH1_MAIZE 2 503.2642 1004.5138 0.12187 0.42788 0.5498 34.91 34.91 1.12E-01 26.43 82562

31693 LTGTEETVR Unmodified _LTGTEETVR_ B4FGH1_MAIZE 2 503.2642 1004.5138 0.056088 -0.40205 -0.3443 34.055 34.055 7.18E-01 15.77 75540

31694 LTGTEETVR Unmodified _LTGTEETVR_ B4FGH1_MAIZE 2 503.2642 1004.5138 -0.0075167 -0.091047 -0.098564 34.798 34.798 3.39E-01 31.67 210550

31695 LTGTEETVR Unmodified _LTGTEETVR_ B4FGH1_MAIZE 2 503.2642 1004.5138 0.082662 0.10425 0.1865 34.923 34.923 3.32E-02 28.07 148860

31696 LTGTQYASSLDLLR Unmodified _LTGTQYASSLDLLR_ B4F8L1_MAIZE 2 769.41466 1536.8148 0.85144 -1.013 -0.16969 87.169 87.169 7.64E-09 83.03 617410

31697 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.059494 -0.1239 -0.18614 90.24 90.24 5.06E-02 28.71 5795600

31698 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.16648 0.022084 -0.14743 90.801 90.801 7.88E-01 13.82 2091600

31699 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.057129 -0.058774 -0.11944 91.074 91.074 1.90E-02 25.16 2224800

31700 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.027208 0.060493 0.029119 90.812 90.812 2.92E-02 27.12 659690

31701 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.13158 0.13598 -2.80E-05 90.427 90.427 1.65E-01 23.42 3499800

31702 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.0085546 -0.18187 -0.19343 91.048 91.048 3.77E-01 12.73 310990

31703 LTIFDITK Unmodified _LTIFDITK_ B6SGB6_MAIZE 2 475.78149 949.54843 -0.066979 0.035763 -0.034287 90.677 90.677 1.00E+00 11.07 233780

31704 LTIINNLLQYHPESSEK Unmodified _LTIINNLLQYHPESSEK_ B6TWB2_MAIZE 3 667.02135 1998.0422 0.47789 0.12481 0.57886 92.458 92.458 4.34E-02 20.24 1551000

31705 LTLAENELK Unmodified _LTLAENELK_ B4F917_MAIZE 2 515.79259 1029.5706 -0.082034 -0.22894 -0.34818 60.133 60.133 1.12E-01 17.37 765780

31706 LTLAQALEFSEPSKPTVVVDTR Unmodified _LTLAQALEFSEPSKPTVVVDTR_ B4FQF7_MAIZE 3 801.10396 2400.29 1.1074 -0.93897 0.16833 98.213 98.213 6.40E-03 15.09 23423

31707 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 0.067018 0.13558 0.19255 108.97 108.97 1.00E+00 4.86 108680

31708 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 0.031955 -0.023014 -0.0017274 109.68 109.68 3.77E-01 22.82 74018

31709 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 0.017961 0.038869 0.046148 109.4 109.4 3.77E-01 15.6 88182

31710 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 -0.036945 -0.024205 -0.070528 109.8 109.8 2.92E-02 39.8 873300

31711 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 -0.047776 -0.021222 -0.07981 109.3 109.3 7.88E-01 15.3 119320

31712 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 -0.073056 -0.032562 -0.11574 110.27 110.27 5.06E-02 30.32 1078100
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31713 LTLFNLFK Unmodified _LTLFNLFK_ B4FNB7_MAIZE 2 498.29985 994.58515 -0.128 0.014401 -0.12355 111.76 111.76 7.88E-01 11.77 47648

31714 LTLHGLVQHYIK Unmodified _LTLHGLVQHYIK_ B6TE13_MAIZE 4 356.21204 1420.8191 0.86756 -0.45641 0.40517 76.265 76.265 2.11E-01 1.56 344160

31715 LTLHGLVQHYIK Unmodified _LTLHGLVQHYIK_ B6TE13_MAIZE 4 356.21204 1420.8191 0.95572 -0.51921 0.43095 76.311 76.311 2.46E-02 13.33 360940

31716 LTLHGLVQHYIK Unmodified _LTLHGLVQHYIK_ B6TE13_MAIZE 4 356.21204 1420.8191 1.0131 -0.48621 0.5217 75.854 75.854 8.04E-02 10.47 1318300

31717 LTLQCTEDYPNKPPTVR Unmodified _LTLQCTEDYPNKPPTVR_ B4FB53_MAIZE 3 678.01045 2031.0095 0.55771 -0.017722 0.53975 65.398 65.398 1.09E-02 24.61 242870

31718 LTLQFTEDYPNKPPTVR Unmodified _LTLQFTEDYPNKPPTVR_ B4FH08_MAIZE 3 673.68971 2018.0473 0.49797 -0.54949 -0.053048 81.605 81.605 4.33E-01 14.54 49929

31719 LTLQFTEDYPNKPPTVR Unmodified _LTLQFTEDYPNKPPTVR_ B4FH08_MAIZE 3 673.68971 2018.0473 0.50478 -0.22847 0.27482 78.466 78.466 1.09E-02 22.48 1897600

31720 LTLQFTEDYPNKPPTVR Unmodified _LTLQFTEDYPNKPPTVR_ B4FH08_MAIZE 3 673.68971 2018.0473 0.49275 -0.23399 0.25694 80.211 80.211 5.13E-09 45.16 6350100

31721 LTLQFTEDYPNKPPTVR Unmodified _LTLQFTEDYPNKPPTVR_ B4FH08_MAIZE 2 1010.0309 2018.0473 1.1243 -0.67154 0.45182 80.318 80.318 1.51E-07 43.86 628290

31722 LTLTDGDVYVPR Unmodified _LTLTDGDVYVPR_ A1XCH8_MAIZE 2 674.85899 1347.7034 0.56768 -2.9432 -2.3608 76.883 76.883 1.11E-04 69.39 1094500

31723 LTLTDGDVYVPR Unmodified _LTLTDGDVYVPR_ A1XCH8_MAIZE 2 674.85899 1347.7034 0.53692 -0.19111 0.35667 77.193 77.193 2.62E-07 70.97 537560

31724 LTLTDGDVYVPR Unmodified _LTLTDGDVYVPR_ A1XCH8_MAIZE 2 674.85899 1347.7034 6.2276 77.755 77.755 7.66E-03 46.48

31725 LTLTDGDVYVPR Unmodified _LTLTDGDVYVPR_ A1XCH8_MAIZE 2 674.85899 1347.7034 0.55963 -0.14935 0.41998 77.419 77.419 1.11E-04 58.92 531200

31726 LTLTMPASMSMER Oxidation (M) _LTLTMPASMSM(ox)ER_ CYSK_MAIZE 2 742.3513 1482.6881 0.84746 -1.0839 -0.25089 72.003 72.003 4.94E-01 15.87 484440

31727 LTLTMPASMSMER Oxidation (M) _LTLTMPASM(ox)SMER_ CYSK_MAIZE 2 742.3513 1482.6881 0.8052 -0.30151 0.48861 76.244 76.244 2.50E-01 22.65 528580

31728 LTLTMPASMSMER Oxidation (M) _LTLTM(ox)PASMSMER_ CYSK_MAIZE 2 742.3513 1482.6881 0.82425 -0.77458 0.034872 71.201 71.201 4.35E-18 65.03 3924600

31729 LTLTMPASMSMER Oxidation (M) _LTLTMPASM(ox)SMER_ CYSK_MAIZE 2 742.3513 1482.6881 0.77581 -0.8191 -0.057627 73.117 73.117 1.15E-02 30.01 3365500

31730 LTLTMPASMSMER Oxidation (M) _LTLTMPASMSM(ox)ER_ CYSK_MAIZE 2 742.3513 1482.6881 0.76368 -0.78537 -0.036452 77.157 77.157 7.84E-04 42.13 4170300

31731 LTLTMPASMSMER 2 Oxidation (M) _LTLTMPASM(ox)SM(ox)ER_ CYSK_MAIZE 2 750.34876 1498.683 0.86492 -0.035706 0.81577 84.807 84.807 2.65E-01 19.52 681530

31732 LTLTMPASMSMER 2 Oxidation (M) _LTLTM(ox)PASM(ox)SMER_ CYSK_MAIZE 2 750.34876 1498.683 0.77596 -0.61659 0.14715 60.594 60.594 2.82E-05 28.53 8865600

31733 LTLTMPASMSMER 2 Oxidation (M) _LTLTM(ox)PASMSM(ox)ER_ CYSK_MAIZE 2 750.34876 1498.683 0.81112 -0.52717 0.27102 63.288 63.288 1.44E-06 41.71 3126600

31734 LTLTMPASMSMER 2 Oxidation (M) _LTLTMPASM(ox)SM(ox)ER_ CYSK_MAIZE 2 750.34876 1498.683 0.78137 -0.79808 -0.028638 66.138 66.138 4.68E-05 49.28 9778900

31735 LTLTMPASMSMER Unmodified _LTLTMPASMSMER_ CYSK_MAIZE 2 734.35385 1466.6931 0.76425 -0.15311 0.59281 84.829 84.829 6.20E-03 34.82 3622000

31736 LTLTMPASMSMER Unmodified _LTLTMPASMSMER_ CYSK_MAIZE 2 734.35385 1466.6931 0.39613 85.764 85.764 1.01E-01 18.09

31737 LTLTMPASMSMER Unmodified _LTLTMPASMSMER_ CYSK_MAIZE 2 734.35385 1466.6931 0.80427 0.09623 0.88113 85.261 85.261 1.15E-02 50.51 6150600

31738 LTLTMPASMSMER 3 Oxidation (M) _LTLTM(ox)PASM(ox)SM(ox)ER_ CYSK_MAIZE 2 758.34622 1514.6779 0.82286 0.1083 0.92185 51.242 51.242 1.59E-02 25.1 57668

31739 LTLTMPASMSMER 3 Oxidation (M) _LTLTM(ox)PASM(ox)SM(ox)ER_ CYSK_MAIZE 2 758.34622 1514.6779 0.8558 0.067398 0.91299 52.561 52.561 7.09E-05 32.52 408430

31740 LTLTMPASMSMER 3 Oxidation (M) _LTLTM(ox)PASM(ox)SM(ox)ER_ CYSK_MAIZE 2 758.34622 1514.6779 0.8324 0.040292 0.86189 51.856 51.856 5.15E-09 43.79 507820

31741 LTLTMPASMSMER 3 Oxidation (M) _LTLTM(ox)PASM(ox)SM(ox)ER_ CYSK_MAIZE 2 758.34622 1514.6779 0.81305 -0.35497 0.44765 53.176 53.176 1.44E-06 36.8 8672800

31742 LTLVDGDVYVPR Unmodified _LTLVDGDVYVPR_ Q9LKL4_MAIZE 2 673.86936 1345.7242 0.56447 0.20542 0.78024 81.646 81.646 9.64E-17 68.31 2783400

31743 LTLVDGDVYVPR Unmodified _LTLVDGDVYVPR_ Q9LKL4_MAIZE 2 673.86936 1345.7242 0.56095 -0.058563 0.51405 82.083 82.083 2.62E-07 59.74 1456800

31744 LTLVDGDVYVPR Unmodified _LTLVDGDVYVPR_ Q9LKL4_MAIZE 2 673.86936 1345.7242 0.56486 0.14271 0.71876 82.529 82.529 1.98E-03 51.26 1018900

31745 LTLVDGDVYVPR Unmodified _LTLVDGDVYVPR_ Q9LKL4_MAIZE 2 673.86936 1345.7242 0.55138 0.0576 0.62081 82.219 82.219 1.11E-04 39.91 1447300

31746 LTMLLTDSQNIK Unmodified _LTMLLTDSQNIK_ B4FY29_MAIZE 2 688.87633 1375.7381 0.60532 -0.15707 0.43479 75.855 75.855 1.60E-02 33.2 154890
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31747 LTMLLTDSQNIK Oxidation (M) _LTM(ox)LLTDSQNIK_ B4FY29_MAIZE 2 696.87378 1391.733 0.65323 -0.1279 0.51444 65.175 65.175 1.68E-09 61.48 783570

31748 LTMVSTEEILLERPR Oxidation (M) _LTM(ox)VSTEEILLERPR_ B4FBV8_MAIZE 3 601.66087 1801.9608 0.19351 -0.036943 0.13975 75.466 75.466 2.34E-01 14.26 1551600

31749 LTMVSTEEILLERPR Unmodified _LTMVSTEEILLERPR_ B4FBV8_MAIZE 3 596.32923 1785.9659 0.2031 0.32365 0.506 86.606 86.606 1.00E+00 35.74 797740

31750 LTNATFQER Unmodified _LTNATFQER_ B4G0G8_MAIZE 2 540.27764 1078.5407 0.040695 -0.11991 -0.09041 44.199 44.199 3.89E-04 56.57 1330900

31751 LTNEYHIYMTR Oxidation (M) _LTNEYHIYM(ox)TR_ B4F9G1_MAIZE 3 486.23449 1455.6816 -0.032752 -0.025432 -0.075592 52.744 52.744 7.13E-05 20.39 817200

31752 LTNEYHIYMTR Oxidation (M) _LTNEYHIYM(ox)TR_ B4F9G1_MAIZE 3 486.23449 1455.6816 -0.095093 0.026914 -0.085485 53.371 53.371 1.73E-05 33.03 3327200

31753 LTNEYHIYMTR Unmodified _LTNEYHIYMTR_ B4F9G1_MAIZE 3 480.90285 1439.6867 -0.15563 0.19781 0.022502 60.913 60.913 6.15E-03 20.88 3913800

31754 LTNIIIDAK Unmodified _LTNIIIDAK_ B4FAI1_MAIZE 2 500.8055 999.59645 0.053929 0.13568 0.16211 64.126 64.126 9.73E-03 50.9 133430

31755 LTNLAEIDPLASLPK Unmodified _LTNLAEIDPLASLPK_ B6TS72_MAIZE 2 797.95616 1593.8978 1.0294 0.000213 1.0058 104.38 104.38 2.05E-04 45.83 117500

31756 LTNLAEIDPLASLPK Unmodified _LTNLAEIDPLASLPK_ B6TS72_MAIZE 2 797.95616 1593.8978 0.98381 0.90475 1.864 105 105 6.53E-30 74.28 486270

31757 LTNLAEIDPLASLPK Unmodified _LTNLAEIDPLASLPK_ B6TS72_MAIZE 2 797.95616 1593.8978 0.94 0.21661 1.1331 104.54 104.54 1.04E-33 80.93 2902900

31758 LTNLAEIDPLASLPK Unmodified _LTNLAEIDPLASLPK_ B6TS72_MAIZE 2 797.95616 1593.8978 0.94579 -0.043597 0.878 105.36 105.36 1.02E-23 62.11 297120

31759 LTNLIEEK Unmodified _LTNLIEEK_ B4FUA7_MAIZE 2 480.27403 958.53351 -0.048686 -0.17146 -0.25643 52.505 52.505 2.92E-02 48.46 860560

31760 LTNLIEEK Unmodified _LTNLIEEK_ B4FUA7_MAIZE 2 480.27403 958.53351 -0.13951 0.57284 0.3972 52.748 52.748 1.90E-02 44.36 173720

31761 LTNLIEEK Unmodified _LTNLIEEK_ B4FUA7_MAIZE 2 480.27403 958.53351 -0.076737 0.70006 0.5855 54.577 54.577 5.06E-02 37.16 3333100

31762 LTNLLNK Unmodified _LTNLLNK_ B6TDM3_MAIZE 2 408.2529 814.49125 0.2332 0.6153 0.8131 51.909 51.909 8.04E-02 39.94 2741000

31763 LTNLLNK Unmodified _LTNLLNK_ B6TDM3_MAIZE 2 408.2529 814.49125 0.30739 0.40578 0.67928 49.467 49.467 4.46E-01 27.89 1615800

31764 LTNLLNK Unmodified _LTNLLNK_ B6TDM3_MAIZE 2 408.2529 814.49125 0.070926 -0.066643 -0.0302 52.795 52.795 1.86E-01 26.21 186190

31765 LTNPSFGDLNHLISATMSGVTCCLR Unmodified _LTNPSFGDLNHLISATMSGVTCCLR_ B4F946_MAIZE 3 922.11202 2763.3142 1.1278 -0.60607 0.5308 123.26 123.26 1.40E-09 45.75 1933600

31766 LTNPSFGDLNHLISATMSGVTCCLR Unmodified _LTNPSFGDLNHLISATMSGVTCCLR_ B4F946_MAIZE 3 922.11202 2763.3142 0.97416 -1.7449 -0.76063 123.83 123.83 5.03E-09 38.94 185390

31767 LTNPSFGDLNHLISATMSGVTCCLR Unmodified _LTNPSFGDLNHLISATMSGVTCCLR_ B4F946_MAIZE 3 922.11202 2763.3142 1.1704 -0.55438 0.62555 127.52 127.52 2.90E-10 44.67 1071200

31768 LTNPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTNPSFGDLNHLISATM(ox)SGVTCCLR_ B4F946_MAIZE 3 927.44366 2779.3091 1.163 -0.94042 0.2338 111.13 111.13 5.03E-09 38.71 391920

31769 LTNPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTNPSFGDLNHLISATM(ox)SGVTCCLR_ B4F946_MAIZE 3 927.44366 2779.3091 1.1933 0.10871 1.312 109.92 109.92 2.39E-09 40.68 292800

31770 LTNPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTNPSFGDLNHLISATM(ox)SGVTCCLR_ B4F946_MAIZE 3 927.44366 2779.3091 1.1555 -0.35716 0.80856 110.75 110.75 4.71E-13 62.08 1768000

31771 LTNPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTNPSFGDLNHLISATM(ox)SGVTCCLR_ B4F946_MAIZE 4 695.83456 2779.3091 0.68808 -0.3147 0.38311 110.72 110.72 1.00E+00 3.15 304770

31772 LTNPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTNPSFGDLNHLISATM(ox)SGVTCCLR_ B4F946_MAIZE 3 927.44366 2779.3091 1.1728 -0.37875 0.80447 112.26 112.26 2.02E-11 51.79 2073600

31773 LTNSELHQVFSEWNK Unmodified _LTNSELHQVFSEWNK_ B4FSV6_MAIZE 3 611.30396 1830.8901 0.31412 0.34472 0.64746 85.677 85.677 4.82E-01 22.43 664040

31774 LTNSELHQVFSEWNK Unmodified _LTNSELHQVFSEWNK_ B4FSV6_MAIZE 3 611.30396 1830.8901 0.32208 0.40735 0.71835 85.346 85.346 1.07E-03 37.1 763630

31775 LTNSELHQVFSEWNK Unmodified _LTNSELHQVFSEWNK_ B4FSV6_MAIZE 2 916.45231 1830.8901 1.134 0.10166 1.2261 85.48 85.48 1.02E-23 67.54 1359900

31776 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.52669 0.63442 1.152 29.527 29.527 1.00E+00 6.59 48059

31777 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.22161 -1.0026 -0.78645 29.181 29.181 5.86E-01 13.28 117720

31778 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.30971 0.50641 0.80623 27.971 27.971 1.00E+00 13.93 25462

31779 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.49672 0.049272 0.5377 30.5 30.5 1.00E+00 12.18 33567

31780 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.50744 -0.050878 0.44802 29.696 29.696 1.00E+00 3.2 44992
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31781 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.45547 0.080493 0.52829 30.227 30.227 1.00E+00 3.58 51996

31782 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.37744 -0.21585 0.15271 30.961 30.961 5.86E-01 14.46 165110

31783 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.50862 -0.16735 0.33402 28.728 28.728 5.86E-01 12.58 231500

31784 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 3 397.85848 1190.5536 0.16568 0.15611 0.31436 31.969 31.969 4.71E-01 7.17 697640

31785 LTNSLMMHGR 2 Oxidation (M) _LTNSLM(ox)M(ox)HGR_ B4FB66_MAIZE 2 596.28408 1190.5536 0.18295 0.56516 0.73888 31.962 31.962 1.78E-04 36.56 126530

31786 LTNSLMMHGR Unmodified _LTNSLMMHGR_ B4FB66_MAIZE 3 387.1952 1158.5638 0.54866 0.29196 0.82307 44.284 44.284 1.26E-02 27.55 3558000

31787 LTNSLMMHGR Unmodified _LTNSLMMHGR_ B4FB66_MAIZE 2 580.28917 1158.5638 0.19959 -0.55391 -0.36792 44.301 44.301 1.62E-03 64.2 975450

31788 LTNSLMMHGR Unmodified _LTNSLMMHGR_ B4FB66_MAIZE 2 580.28917 1158.5638 0.075092 -0.47243 -0.41238 44.858 44.858 7.11E-01 0.09 3016000

31789 LTNSLMMHGR Unmodified _LTNSLMMHGR_ B4FB66_MAIZE 3 387.1952 1158.5638 0.29454 0.26061 0.53866 48.542 48.542 5.86E-01 12.77 824850

31790 LTNSLMMHGR Unmodified _LTNSLMMHGR_ B4FB66_MAIZE 2 580.28917 1158.5638 0.06883 -0.17009 -0.11583 48.517 48.517 1.62E-03 64.31 133370

31791 LTNSLMMHGR Oxidation (M) _LTNSLMM(ox)HGR_ B4FB66_MAIZE 3 392.52684 1174.5587 0.24139 -0.1295 0.10109 41.844 41.844 3.83E-02 24.17 780200

31792 LTNSLMMHGR Oxidation (M) _LTNSLM(ox)MHGR_ B4FB66_MAIZE 2 588.28663 1174.5587 0.16485 0.074833 0.22827 41.828 41.828 4.53E-03 33.47 112390

31793 LTNVAVVR Unmodified _LTNVAVVR_ B4G198_MAIZE 2 436.27163 870.5287 -0.029647 0.51734 0.48756 44.296 44.296 2.92E-02 39.61 31509

31794 LTPAPQTDVSTIGVDEVK Unmodified _LTPAPQTDVSTIGVDEVK_ B4FAS3_MAIZE 2 935.49384 1868.9731 1.2835 0.038266 1.3332 71.944 71.944 1.18E-19 101.18 467780

31795 LTPDEMAELESYAAAGEVLGDR Unmodified _LTPDEMAELESYAAAGEVLGDR_ B4FT62_MAIZE 2 1169.0494 2336.0842 1.2569 -0.12624 1.1137 115.8 115.8 4.59E-36 83.75 288010

31796 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.68595 0.28133 0.95721 72.134 72.134 2.61E-08 59.79 4848000

31797 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.62831 0.075954 0.69597 72.833 72.833 6.20E-03 57 217210

31798 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.7191 0.38936 1.0991 73.239 73.239 6.20E-03 31.13 1181800

31799 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.68506 -0.086522 0.59019 72.795 72.795 1.00E-11 65.68 1937300

31800 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.69673 -0.10099 0.58609 73.343 73.343 2.61E-08 73.79 3989100

31801 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.69849 0.36357 1.0524 73.223 73.223 2.61E-08 66.53 4210200

31802 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.60327 0.16318 0.7573 72.43 72.43 2.50E-15 91.45 6882700

31803 LTPDYDALDVANK Unmodified _LTPDYDALDVANK_ B6UHJ9_MAIZE 2 717.85919 1433.7038 0.60772 0.094215 0.69328 74.031 74.031 1.00E-11 86.36 16872000

31804 LTQAQLAQMINEKPQVIQEYESGK Oxidation (M) _LTQAQLAQM(ox)INEKPQVIQEYESGK_ B4FGM4_MAIZE 3 921.47249 2761.3956 1.0954 -0.66984 0.4096 81.823 81.823 1.24E-13 51.86 504120

31805 LTQAQLAQMINEKPQVIQEYESGK Oxidation (M) _LTQAQLAQM(ox)INEKPQVIQEYESGK_ B4FGM4_MAIZE 3 921.47249 2761.3956 1.0826 -0.32017 0.74615 83.432 83.432 5.14E-24 66.98 2058800

31806 LTQAQLAQMINEKPQVIQEYESGK Unmodified _LTQAQLAQMINEKPQVIQEYESGK_ B4FGM4_MAIZE 3 916.14085 2745.4007 1.1268 0.036401 1.1447 96.89 96.89 1.93E-11 67.57 178700

31809 LTQILGIKPISFQDGVR Unmodified _LTQILGIKPISFQDGVR_ B6TQB4_MAIZE 3 629.03504 1884.0833 0.34419 0.62927 0.97153 90.965 90.965 1.19E-02 14.61 530630

31810 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 3 455.25288 1362.7368 0.19119 0.10714 0.28978 26.915 26.915 1.00E+00 11.47 40431

31811 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 3 455.25288 1362.7368 -0.11289 -0.71085 -0.83032 25.353 25.353 1.00E+00 2.49 18019

31812 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 4 341.69148 1362.7368 1.0917 0.096353 1.1779 25.361 25.361 1.00E+00 3.04 50811

31813 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 3 455.25288 1362.7368 0.091625 -0.24269 -0.15844 26.886 26.886 1.00E+00 3.38 31411

31814 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 4 341.69148 1362.7368 1.2715 -0.12658 1.138 27.537 27.537 1.00E+00 4.56 226970

31815 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 3 455.25288 1362.7368 0.082153 -0.16694 -0.09294 27.538 27.538 4.08E-01 10.04 90682

31816 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 4 341.69148 1362.7368 1.2529 0.006646 1.2495 27.997 27.997 7.21E-01 15.01 96458
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31817 LTQQHGDKPALR Unmodified _LTQQHGDKPALR_ B6T6B3_MAIZE 3 455.25288 1362.7368 0.035567 -0.17754 -0.14932 27.993 27.993 1.00E+00 9.48 21897

31818 LTQTHPDLAGLK Unmodified _LTQTHPDLAGLK_ B4FQJ5_MAIZE 3 431.91023 1292.7089 0.10109 0.28612 0.38396 51.993 51.993 6.54E-02 21.23 1665100

31819 LTQTWLSPTILGEQPLLTK Unmodified _LTQTWLSPTILGEQPLLTK_ B4FV93_MAIZE 2 1070.1066 2138.1987 1.2299 -0.032455 1.1942 111.35 111.35 5.48E-24 66.45 683470

31820 LTQTWLSPTILGEQPLLTK Unmodified _LTQTWLSPTILGEQPLLTK_ B4FV93_MAIZE 2 1070.1066 2138.1987 1.2005 0.15422 1.3515 111.95 111.95 1.06E-14 62.32 255750

31821 LTQTWLSPTILGEQPLLTK Unmodified _LTQTWLSPTILGEQPLLTK_ B4FV93_MAIZE 2 1070.1066 2138.1987 1.195 0.14303 1.3345 112.36 112.36 5.07E-01 4.71 1665800

31822 LTQTWLSPTILGEQPLLTK Unmodified _LTQTWLSPTILGEQPLLTK_ B4FV93_MAIZE 3 713.74018 2138.1987 0.73852 -0.34476 0.39026 112.35 112.35 1.00E+00 0.28 426380

31823 LTSFASNFISDLDR Unmodified _LTSFASNFISDLDR_ B4FK00_MAIZE 2 793.39647 1584.7784 1.0928 0.72649 1.814 105.33 105.33 3.56E-04 69.96 119380

31824 LTSFNIAPDNLSK Unmodified _LTSFNIAPDNLSK_ B6SLP8_MAIZE 2 710.37755 1418.7405 0.71206 0.048114 0.74575 75.902 75.902 5.66E-01 7.3 155930

31825 LTSFNIAPDNLSK Unmodified _LTSFNIAPDNLSK_ B6SLP8_MAIZE 2 710.37755 1418.7405 0.70887 -0.22025 0.47468 76.446 76.446 3.13E-02 32.15 500330

31826 LTSFNIGPDDLGK Unmodified _LTSFNIGPDDLGK_ B6SIH5_MAIZE 2 688.85645 1375.6983 0.63491 0.13991 0.77661 82.453 82.453 3.13E-02 23.79 268250

31827 LTSLASNFISDLDR Unmodified _LTSLASNFISDLDR_ B4F9F9_MAIZE 2 776.40429 1550.794 0.79452 -0.2459 0.53956 103.42 103.42 1.29E-01 34.79 85651

31828 LTSLFEQR Unmodified _LTSLFEQR_ B4F8E9_MAIZE 2 497.27182 992.5291 -0.12443 0.006398 -0.13111 62.904 62.904 1.90E-02 46.94 2763300

31829 LTSLHPEIEELLYSQTENTEHK Unmodified _LTSLHPEIEELLYSQTENTEHK_ SUS2_MAIZE 4 653.57761 2610.2813 0.47262 0.091674 0.54597 90.534 90.534 8.34E-03 7.17 1019700

31830 LTSLHPEIEELLYSQTENTEHK Unmodified _LTSLHPEIEELLYSQTENTEHK_ SUS2_MAIZE 3 871.10105 2610.2813 1.098 0.1365 1.2162 90.524 90.524 2.93E-05 33.09 250110

31831 LTSLHPEIEELLYSQTENTEHK Unmodified _LTSLHPEIEELLYSQTENTEHK_ SUS2_MAIZE 4 653.57761 2610.2813 0.47507 -0.042289 0.41447 90.448 90.448 8.34E-03 7.89 2167200

31832 LTSLHPEIEELLYSQTENTEHK Unmodified _LTSLHPEIEELLYSQTENTEHK_ SUS2_MAIZE 3 871.10105 2610.2813 1.0967 0.11363 1.192 90.459 90.459 9.51E-08 41.69 467620

31833 LTSLMGDSGVK Unmodified _LTSLMGDSGVK_ B6TY52_MAIZE 2 554.28936 1106.5642 0.10461 0.19694 0.30364 58.289 58.289 4.96E-02 44.01 642720

31834 LTSLPPGDSIVVASSFSHMLNLANLAEEVQIAHR Unmodified _LTSLPPGDSIVVASSFSHMLNLANLAEEVQIAHR_ Q9SAZ6_MAIZE 4 904.97526 3615.8719 1.1152 0.069803 1.1762 124.18 124.18 5.75E-02 1.14 5011400

31835 LTSSDPIVQVEAAK Unmodified _LTSSDPIVQVEAAK_ B4F869_MAIZE 2 729.39594 1456.7773 0.72403 -0.53936 0.17713 66.608 66.608 2.96E-06 58.39 1333900

31836 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.1853 0.070648 1.25 92.696 92.696 1.54E-12 63.93 4387700

31837 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.2011 1.0628 2.257 93.091 93.091 1.24E-09 42.96 1433800

31838 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.1281 -0.61115 0.5124 93.349 93.349 1.54E-12 58.94 2475700

31839 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.111 -0.84125 0.26467 93.11 93.11 1.24E-09 63.39 1714400

31840 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.1559 -0.13094 1.02 92.807 92.807 1.43E-21 62.84 10131000

31841 LTSSPWSELDGLQPETK Unmodified _LTSSPWSELDGLQPETK_ MTHR1_MAIZE 2 944.47036 1886.9262 1.1561 0.28995 1.4402 93.113 93.113 1.02E-03 57.14 736870

31842 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 1.135 -0.19955 0.93762 36.92 36.92 1.00E+00 1.29 1775700

31843 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 2 521.28801 1040.5615 0.0018361 -0.4398 -0.43299 36.907 36.907 1.12E-01 41.75 482390

31844 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 0.92496 -0.55809 0.37023 36.2 36.2 2.35E-02 22.76 617690

31845 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 2 521.28801 1040.5615 -0.46898 36.208 36.208 4.98E-02 35.96

31846 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 1.1273 -0.23975 0.89058 38.883 38.883 8.40E-02 22.56 525560

31847 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 1.0178 -0.12313 0.89773 38.071 38.071 8.40E-02 18.74 473500

31848 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 1.0266 -0.011167 1.019 38.705 38.705 1.00E+00 6.32 329850

31849 LTSTHDVLR Unmodified _LTSTHDVLR_ B6SIW6_MAIZE 3 347.8611 1040.5615 1.1298 -0.065714 1.0659 38.604 38.604 2.35E-02 25.18 1023600

31850 LTTIEPLFDTNK Unmodified _LTTIEPLFDTNK_ B6T2E1_MAIZE 2 696.37447 1390.7344 0.57022 -0.009748 0.55522 82.821 82.821 7.72E-03 35.09 1631700
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31851 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1965 -0.34293 0.8674 115.82 115.82 5.03E-09 35.56 434670

31852 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1221 -1.0596 0.077331 115.07 115.07 1.09E-07 35.14 285660

31853 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1167 -0.40246 0.7282 116.43 116.43 5.03E-09 35.82 319820

31854 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.155 -0.79143 0.37739 115.34 115.34 1.09E-07 27.18 557330

31855 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1512 -0.32511 0.83975 116.76 116.76 5.03E-09 31.23 582580

31856 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1727 -0.071652 1.1143 116.2 116.2 2.57E-06 29.22 257510

31857 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1898 -0.40784 0.79593 118.23 118.23 2.02E-11 49.46 197620

31858 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.2445 -0.38906 0.86964 118.93 118.93 2.39E-09 28.74 329400

31859 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.1499 -0.3509 0.81244 116.84 116.84 2.90E-10 40.72 2931700

31860 LTTPSFGDLNHLISATMSGVTCCLR Oxidation (M) _LTTPSFGDLNHLISATM(ox)SGVTCCLR_ TBB5_MAIZE B4 3 923.11191 2766.3139 1.141 -0.45501 0.69913 118.66 118.66 2.02E-11 50.42 3472700

31861 LTTPSFGDLNHLISATMSGVTCCLR Unmodified _LTTPSFGDLNHLISATMSGVTCCLR_ TBB5_MAIZE B4 3 917.78027 2750.319 1.1218 -0.15278 0.9814 124.83 124.83 1.40E-09 58.58 7069000

31862 LTTPSFGDLNHLISATMSGVTCCLR Unmodified _LTTPSFGDLNHLISATMSGVTCCLR_ TBB5_MAIZE B4 3 917.78027 2750.319 1.1309 -0.6116 0.5322 127.18 127.18 6.37E-02 12.26 162850

31863 LTTPSFGDLNHLISATMSGVTCCLR Unmodified _LTTPSFGDLNHLISATMSGVTCCLR_ TBB5_MAIZE B4 3 917.78027 2750.319 1.1283 -0.43922 0.70218 130.28 130.28 5.03E-09 43.25 4028800

31864 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0396 0.33537 1.3779 85.802 85.802 7.68E-22 96.9 1490200

31865 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.006 -0.31164 0.69788 87.588 87.588 1.49E-02 47.55 26629

31866 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0305 0.25399 1.2873 86.226 86.226 7.68E-22 96.6 512240

31867 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0596 0.31934 1.3815 86.528 86.528 2.00E-19 92.27 784790

31868 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0704 0.57495 1.6474 86.19 86.19 2.96E-06 88.3 887300

31869 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0176 0.25579 1.2761 85.858 85.858 3.40E-25 96.95 724260

31870 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0837 0.44759 1.5343 86.558 86.558 7.64E-09 95.94 716730

31871 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 1.0329 -0.11951 0.91704 86.184 86.184 2.96E-06 73.96 4158800

31872 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 0.85373 -0.28299 0.57398 86.002 86.002 2.09E-30 108.54 12757000

31873 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 3 545.62604 1633.8563 -0.028042 0.26174 0.23647 86.013 86.013 1.10E-02 31.52 2056900

31874 LTVEDPVTVEYITR Unmodified _LTVEDPVTVEYITR_ A3FMB9_MAIZE 2 817.93543 1633.8563 0.97162 -0.17343 0.80142 87.382 87.382 3.40E-25 69.63 239330

31875 LTVGYLDDAEMEVVDVLSSK Oxidation (M) _LTVGYLDDAEM(ox)EVVDVLSSK_ B6UHK5_MAIZE 2 1100.0405 2198.0664 1.3655 0.49495 1.8623 126.59 126.59 1.65E-04 70.25 221230

31876 LTVNFVLPYK Unmodified _LTVNFVLPYK_ B4F9I5_MAIZE 2 597.35007 1192.6856 0.17017 0.005353 0.17308 93.805 93.805 1.62E-03 74.02 1238400

31877 LTWDNVK Unmodified _LTWDNVK_ B6TLX2_MAIZE 2 438.23471 874.45487 -0.21361 0.053706 -0.16257 57.782 57.782 1.86E-01 25.83 1553000

31878 LTWTAMYR Unmodified _LTWTAMYR_ B4FFR7_MAIZE 2 521.26294 1040.5113 -0.018542 -0.10537 -0.13867 73.329 73.329 2.92E-02 40.18 2657400

31879 LTWTAMYR Oxidation (M) _LTWTAM(ox)YR_ B4FFR7_MAIZE 2 529.2604 1056.5063 0.11979 0.8694 0.97647 62.381 62.381 1.00E+00 10.77 246390

31880 LTWTAMYR Oxidation (M) _LTWTAM(ox)YR_ B4FFR7_MAIZE 2 529.2604 1056.5063 -0.048259 0.47757 0.4178 61.306 61.306 1.65E-01 33.75 2139300

31881 LTWTAMYR Oxidation (M) _LTWTAM(ox)YR_ B4FFR7_MAIZE 2 529.2604 1056.5063 -0.12846 0.43034 0.29049 64.057 64.057 4.49E-02 42.48 705260

31882 LTYEEGIQMLK Unmodified _LTYEEGIQMLK_ B6TIG4_MAIZE 2 662.8445 1323.6744 0.50288 -0.25406 0.22505 82.573 82.573 4.43E-05 56.13 983180

31883 LTYEEGIQMLK Oxidation (M) _LTYEEGIQM(ox)LK_ B6TIG4_MAIZE 2 670.84195 1339.6694 0.48368 -2.6876 -2.2207 70.773 70.773 4.96E-02 30.96 195450

31884 LTYIFDEETPR Unmodified _LTYIFDEETPR_ B4FED7_MAIZE 2 692.34317 1382.6718 0.62584 1.1536 1.769 79.059 79.059 4.96E-02 38.37 30341
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31885 LTYIFDEETPR Unmodified _LTYIFDEETPR_ B4FED7_MAIZE 2 692.34317 1382.6718 0.58289 0.089536 0.66178 78.762 78.762 1.00E+00 23.67 1129100

31886 LVAADAK Unmodified _LVAADAK_ B4FRH5_MAIZE 2 344.20542 686.39629 1.264 0.008256 1.2437 20.984 20.984 4.46E-01 19.31 24162

31887 LVAADAK Unmodified _LVAADAK_ B4FRH5_MAIZE 2 344.20542 686.39629 1.2302 0.15175 1.3542 20.87 20.87 7.83E-01 12.18 19923

31888 LVAADAK Unmodified _LVAADAK_ B4FRH5_MAIZE 2 344.20542 686.39629 1.1832 0.18498 1.3393 20.825 20.825 1.86E-01 25.41 134680

31889 LVAAEYGVGGDAAPFLCLGGFGNTR Unmodified _LVAAEYGVGGDAAPFLCLGGFGNTR_ B4FLG7_MAIZE 2 1256.6181 2511.2216 1.1323 -0.081947 1.0607 115.95 115.95 1.26E-23 72.91 161250

31890 LVAAGSPGEVCVR Unmodified _LVAAGSPGEVCVR_ B6UBI2_MAIZE 2 657.84536 1313.6762 0.4326 -0.61263 -0.17051 53.045 53.045 2.61E-08 54.37 383960

31891 LVAAGSPGEVCVR Unmodified _LVAAGSPGEVCVR_ B6UBI2_MAIZE 2 657.84536 1313.6762 0.469 -0.10161 0.37602 55.057 55.057 4.68E-05 60.63 690570

31892 LVAAGSPGEVCVR Unmodified _LVAAGSPGEVCVR_ B6UBI2_MAIZE 2 657.84536 1313.6762 0.50394 0.020694 0.53336 55.009 55.009 1.00E-11 77.04 388680

31893 LVAAGSPGEVCVR Unmodified _LVAAGSPGEVCVR_ B6UBI2_MAIZE 2 657.84536 1313.6762 0.49092 0.049912 0.54971 54.907 54.907 4.68E-05 77.34 2082100

31894 LVAALPNGGVLLLENVR Unmodified _LVAALPNGGVLLLENVR_ B6STH5_MAIZE 3 583.35248 1747.0356 0.22867 0.23591 0.45203 106.69 106.69 4.56E-01 8.89 125120

31895 LVAALPNGGVLLLENVR Unmodified _LVAALPNGGVLLLENVR_ B6STH5_MAIZE 2 874.52508 1747.0356 1.1332 0.0443 1.1653 106.97 106.97 1.24E-09 58.68 487220

31896 LVAALPNGGVLLLENVR Unmodified _LVAALPNGGVLLLENVR_ B6STH5_MAIZE 3 583.35248 1747.0356 0.24059 0.07292 0.29993 106.97 106.97 1.00E+00 6.54 291570

31897 LVAALPNGGVLLLENVR Unmodified _LVAALPNGGVLLLENVR_ B6STH5_MAIZE 3 583.35248 1747.0356 0.15559 0.27569 0.41836 106.41 106.41 4.56E-01 9.36 467620

31898 LVAALPNGGVLLLENVR Unmodified _LVAALPNGGVLLLENVR_ B6STH5_MAIZE 2 874.52508 1747.0356 1.1141 0.21158 1.3128 106.4 106.4 1.37E-17 53.19 616230

31899 LVAAQTGTRPEK Unmodified _LVAAQTGTRPEK_ B4FFL1_MAIZE 3 424.24198 1269.7041 -0.10462 0.018714 -0.096524 28.537 28.537 7.21E-01 6.18 1167200

31900 LVAAQTGTRPEK Unmodified _LVAAQTGTRPEK_ B4FFL1_MAIZE 2 635.85933 1269.7041 0.26127 -0.02224 0.22838 28.531 28.531 1.60E-02 44.83 434800

31901 LVAAQTGTRPEK Unmodified _LVAAQTGTRPEK_ B4FFL1_MAIZE 3 424.24198 1269.7041 0.30996 0.44649 0.7438 28.207 28.207 4.08E-01 15.89 51722

31902 LVAAQTGTRPEK Unmodified _LVAAQTGTRPEK_ B4FFL1_MAIZE 3 424.24198 1269.7041 -0.0066153 0.35084 0.33154 31.481 31.481 7.21E-01 8.76 100580

31903 LVAAQTGTRPEK Unmodified _LVAAQTGTRPEK_ B4FFL1_MAIZE 2 635.85933 1269.7041 0.43397 0.060218 0.48311 31.481 31.481 7.72E-03 49.28 22591

31904 LVACQSQYLAPAEAFGVLLVNDAK Unmodified _LVACQSQYLAPAEAFGVLLVNDAK_ B4FJP0_MAIZE 3 859.78423 2576.3309 1.1319 -0.81955 0.30769 127 127 1.68E-04 22.57 195050

31905 LVAEPFTVDNGLLTPTFK Unmodified _LVAEPFTVDNGLLTPTFK_ B6SWC4_MAIZE 2 981.53277 1961.051 1.1518 -0.39481 0.76525 107.24 107.24 8.00E-45 91.15 987150

31906 LVAEPFTVDNGLLTPTFK Unmodified _LVAEPFTVDNGLLTPTFK_ B6SWC4_MAIZE 2 981.53277 1961.051 1.1729 -0.16999 1.0102 107.8 107.8 1.56E-52 100.64 268260

31907 LVAEPFTVDNGLLTPTFK Unmodified _LVAEPFTVDNGLLTPTFK_ B6SWC4_MAIZE 2 981.53277 1961.051 1.2166 -0.40472 0.81988 107.5 107.5 3.54E-16 81.53 422050

31908 LVAESAADAVAAPAPETK Unmodified _LVAESAADAVAAPAPETK_ Q94IQ8_MAIZE 2 855.94907 1709.8836 1.0539 0.29608 1.3292 61.318 61.318 3.54E-16 50.83 515590

31909 LVAFMK Unmodified _LVAFMK_ B4FRI1_MAIZE 2 354.70929 707.40402 0.97569 0.1779 1.137 58.673 58.673 5.26E-01 19.09 2181600

31910 LVAFMK Unmodified _LVAFMK_ B4FRI1_MAIZE 2 354.70929 707.40402 0.94352 0.035062 0.9613 59.34 59.34 5.26E-01 22.36 5862200

31911 LVAFMK Oxidation (M) _LVAFM(ox)K_ B4FRI1_MAIZE 2 362.70674 723.39893 0.85333 -0.58999 0.25324 46.441 46.441 1.00E+00 10.43 1586400

31912 LVANLFQMAR Oxidation (M) _LVANLFQM(ox)AR_ B6T3Y2_MAIZE 2 589.82116 1177.6278 0.22384 0.65694 0.86523 73.995 73.995 4.31E-05 52.85 723370

31913 LVANPGCYPTSIQLPLVPLVK Unmodified _LVANPGCYPTSIQLPLVPLVK_ B4FAI1_MAIZE 2 1140.1452 2278.2759 1.2179 0.02021 1.2388 113.11 113.11 1.23E-19 50.13 1253700

31914 LVAPASR Unmodified _LVAPASR_ B4FWX5_MAIZE 2 357.21886 712.42317 1.0314 -0.563 0.44685 30.308 30.308 7.83E-01 10.12 34022

31915 LVAPASR Unmodified _LVAPASR_ B4FWX5_MAIZE 2 357.21886 712.42317 0.98613 -0.33006 0.63253 29.559 29.559 7.83E-01 9.84 27226

31916 LVAPASR Unmodified _LVAPASR_ B4FWX5_MAIZE 2 357.21886 712.42317 0.93413 -0.37599 0.5358 30.07 30.07 4.46E-01 21.08 139230

31917 LVAPASR Unmodified _LVAPASR_ B4FWX5_MAIZE 2 357.21886 712.42317 1.0491 -0.13159 0.8932 30.426 30.426 1.86E-01 20.86 95166

31918 LVAPPLYVLTTQTLDKDQGISVLTTAVK Unmodified _LVAPPLYVLTTQTLDKDQGISVLTTAVK_ B4FGK8_MAIZE 3 995.56879 2983.6845 1.222 0.061844 1.2882 120.63 120.63 6.44E-03 32.88 514840
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31919 LVASDPVFR Unmodified _LVASDPVFR_ B4F8X3_MAIZE 2 502.28219 1002.5498 -0.050837 -0.017849 -0.064729 59.68 59.68 9.73E-03 51.77 4216900

31920 LVASDPVFR Unmodified _LVASDPVFR_ B4F8X3_MAIZE 2 502.28219 1002.5498 -0.16859 0.097307 -0.068526 60.182 60.182 1.01E-02 47.91 1351900

31921 LVASDPVFR Unmodified _LVASDPVFR_ B4F8X3_MAIZE 2 502.28219 1002.5498 -0.06587 0.062554 6.27E-05 61.681 61.681 3.32E-02 51.67 1801700

31922 LVASDPVFR Unmodified _LVASDPVFR_ B4F8X3_MAIZE 2 502.28219 1002.5498 -0.03236 0.008914 -0.020234 61.043 61.043 1.12E-01 37.93 724890

31923 LVASDPVFR Unmodified _LVASDPVFR_ B4F8X3_MAIZE 2 502.28219 1002.5498 -0.13234 0.070988 -0.057945 61.51 61.51 3.39E-01 27.71 2208600

31924 LVAVETEEMYNAR Oxidation (M) _LVAVETEEM(ox)YNAR_ B6SIL2_MAIZE 2 770.86923 1539.7239 0.83978 0.20477 1.0235 56.965 56.965 7.84E-04 57.32 24654

31925 LVCAQAANANPLYGYYK Unmodified _LVCAQAANANPLYGYYK_ B6TPP7_MAIZE 2 958.47218 1914.9298 1.1592 -0.23244 0.90879 78.059 78.059 4.22E-59 92.01 1801700

31926 LVCHFYR Unmodified _LVCHFYR_ B6TV19_MAIZE 3 332.16909 993.48545 1.2611 0.036712 1.302 43.059 43.059 3.22E-01 16.39 3182500

31927 LVDAKPQPR Unmodified _LVDAKPQPR_ B6T9Y1_MAIZE 3 341.8697 1022.5873 1.1998 -0.033236 1.1517 26.969 26.969 1.96E-01 26.59 122670

31928 LVDAKPQPR Unmodified _LVDAKPQPR_ B6T9Y1_MAIZE 3 341.8697 1022.5873 1.1509 0.076248 1.2131 27.439 27.439 8.82E-01 23.98 280580

31929 LVDASAEPLETQIVVE Unmodified _LVDASAEPLETQIVVE_ B6STD1_MAIZE 2 856.95127 1711.888 1.0342 0.10221 1.1298 94.029 94.029 1.27E-09 44.01 1025400

31930 LVDDANVGTAK Unmodified _LVDDANVGTAK_ B4FSJ7_MAIZE 2 551.79058 1101.5666 0.10045 -0.33282 -0.23099 39.541 39.541 5.66E-08 50.91 717690

31931 LVDDANVGTAK Unmodified _LVDDANVGTAK_ B4FSJ7_MAIZE 2 551.79058 1101.5666 0.0038381 -0.13448 -0.12981 38.674 38.674 1.47E-01 23.39 165990

31932 LVDDANVGTAK Unmodified _LVDDANVGTAK_ B4FSJ7_MAIZE 2 551.79058 1101.5666 0.14023 -0.40197 -0.25995 40.773 40.773 4.48E-03 34.96 338170

31933 LVDDANVGTAK Unmodified _LVDDANVGTAK_ B4FSJ7_MAIZE 2 551.79058 1101.5666 0.11374 -0.09666 0.01946 41.633 41.633 4.48E-03 28.66 604010

31934 LVDDANVGTAK Unmodified _LVDDANVGTAK_ B4FSJ7_MAIZE 2 551.79058 1101.5666 0.032084 0.039778 0.073964 42.914 42.914 3.83E-01 9.45 83520

31935 LVDEFLAK Unmodified _LVDEFLAK_ B4FFB0_MAIZE 2 467.76584 933.51713 0.12888 0.59391 0.70637 68.996 68.996 3.77E-01 7.3 139850

31936 LVDEFLAK Unmodified _LVDEFLAK_ B4FFB0_MAIZE 2 467.76584 933.51713 -0.20894 0.27552 0.051559 69.96 69.96 1.90E-02 43.28 1598900

31937 LVDGGQSQR Unmodified _LVDGGQSQR_ B4FUF3_MAIZE 2 480.24888 958.48321 0.081271 -0.18568 -0.096391 21.82 21.82 1.12E-01 26.43 23649

31938 LVDHILSL Unmodified _LVDHILSL_ B6STN8_MAIZE 2 455.27384 908.53312 -0.00048226 -0.23884 -0.2454 82.891 82.891 1.65E-01 15.88 758120

31939 LVDIGTVTAQQAK Unmodified _LVDIGTVTAQQAK_ Q6R9G1_MAIZE 2 672.38009 1342.7456 0.52698 -0.16174 0.36909 63.71 63.71 2.50E-15 68.27 532670

31940 LVDIGTVTAQQAK Unmodified _LVDIGTVTAQQAK_ Q6R9G1_MAIZE 2 672.38009 1342.7456 0.55545 -0.26222 0.29791 65.046 65.046 1.56E-17 82.39 804080

31941 LVDIGTVTAQQAK Unmodified _LVDIGTVTAQQAK_ Q6R9G1_MAIZE 2 672.38009 1342.7456 0.55854 -0.34168 0.22108 64.396 64.396 1.00E-11 55.74 623690

31942 LVDIGTVTAQQAK Unmodified _LVDIGTVTAQQAK_ Q6R9G1_MAIZE 2 672.38009 1342.7456 0.50664 -0.063072 0.4475 65.29 65.29 1.56E-17 66.06 2568000

31943 LVDLGNKPEWFLNISPEGK Unmodified _LVDLGNKPEWFLNISPEGK_ B4FT31_MAIZE 3 719.38439 2155.1314 0.69237 0.017411 0.69809 103.34 103.34 2.05E-01 5.9 786090

31944 LVDMECSYLTVDFFR Oxidation (M) _LVDM(ox)ECSYLTVDFFR_ B6U4J8_MAIZE 2 955.93678 1909.859 1.282 0.058262 1.3519 108.07 108.07 2.37E-16 74.56 324820

31945 LVDMPEDEAAK Oxidation (M) _LVDM(ox)PEDEAAK_ B4FUE0_MAIZE 2 617.28701 1232.5595 0.3326 -0.11792 0.19803 41.379 41.379 4.96E-02 17.46 113490

31946 LVDMPEDEAAK Oxidation (M) _LVDM(ox)PEDEAAK_ B4FUE0_MAIZE 2 617.28701 1232.5595 0.35171 0.15235 0.48696 40.536 40.536 1.67E-02 25.15 146990

31947 LVDMPEDEAAK Oxidation (M) _LVDM(ox)PEDEAAK_ B4FUE0_MAIZE 2 617.28701 1232.5595 0.35707 0.29779 0.63641 41.462 41.462 4.43E-05 42.39 981320

31948 LVDMPEDEAAK Oxidation (M) _LVDM(ox)PEDEAAK_ B4FUE0_MAIZE 2 617.28701 1232.5595 0.36068 0.17772 0.52137 44.021 44.021 4.43E-05 35.14 484570

31949 LVDMPEDEAAK Oxidation (M) _LVDM(ox)PEDEAAK_ B4FUE0_MAIZE 2 617.28701 1232.5595 0.31299 0.42325 0.71787 42.285 42.285 3.82E-10 42.4 409290

31950 LVDMPEDEAAK Unmodified _LVDMPEDEAAK_ B4FUE0_MAIZE 2 609.28955 1216.5646 0.27381 0.2275 0.47923 54.361 54.361 3.57E-04 30.88 2103900

31951 LVDMPEDEAAK Unmodified _LVDMPEDEAAK_ B4FUE0_MAIZE 2 609.28955 1216.5646 0.19679 -0.70092 -0.52356 55.002 55.002 1.47E-01 10.34 598040

31952 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.32175 0.15066 0.46675 69.797 69.797 1.62E-03 26.74 1325900
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31953 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.22925 1.3821 1.6043 70.312 70.312 7.11E-01 16.45 43235

31954 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.28368 -0.057131 0.22208 71.05 71.05 4.40E-02 26.96 46540

31955 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.2736 -1.4505 -1.1803 69.494 69.494 1.84E-04 27.41 2625700

31956 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.29259 -0.3747 -0.086076 70.254 70.254 9.99E-05 36.54 2340300

31957 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.20632 0.53231 0.73276 81.209 81.209 7.11E-01 5.33 154080

31958 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.2727 -1.2269 -0.95817 70.38 70.38 1.75E-03 33.48 4581600

31959 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.30706 -0.16415 0.1377 71.077 71.077 9.99E-05 52.19 3693100

31960 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.27914 -1.0232 -0.74734 69.839 69.839 4.31E-05 50.2 8496500

31961 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.29019 -0.44232 -0.15669 70.597 70.597 9.71E-04 36.66 6861700

31962 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.22297 -0.52992 -0.31023 69.944 69.944 9.99E-05 52.38 8595900

31963 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.24753 -0.30763 -0.063705 70.658 70.658 4.40E-05 38.94 7865800

31964 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.35592 -2.993 -2.6366 80.918 80.918 4.40E-02 18.63 369320

31965 LVDPMLECLK Oxidation (M) _LVDPM(ox)LECLK_ B6U4D6_MAIZE 2 617.31451 1232.6145 0.35748 -0.34556 0.0079343 70.354 70.354 1.22E-01 24.4 1390400

31966 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.25601 -0.1848 0.063609 80.543 80.543 4.40E-05 54.61 14520000

31967 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.27525 0.17438 0.4413 81.24 81.24 1.84E-04 48.97 3361700

31968 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.25544 0.05499 0.3024 81.617 81.617 1.84E-04 53.54 4525700

31969 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.27475 -0.17497 0.092932 81.272 81.272 5.76E-06 56.82 6434900

31970 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.20205 -0.37006 -0.17405 80.95 80.95 5.76E-06 42.61 7468300

31971 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.26999 0.359 0.62091 81.444 81.444 4.40E-05 50.3 3095700

31972 LVDPMLECLK Unmodified _LVDPMLECLK_ B6U4D6_MAIZE 2 609.31706 1216.6196 0.22264 -0.56524 -0.34952 82.545 82.545 1.25E-02 28.16 260240

31973 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.10199 -0.25482 -0.36982 43.892 43.892 4.40E-05 72.61 10823000

31974 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.17283 -0.14434 -0.32785 44.101 44.101 1.25E-02 34.88 34763

31975 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.18657 -0.29353 -0.49153 43.34 43.34 5.45E-09 67.66 4797300

31976 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.10193 -0.28622 -0.39955 45.932 45.932 5.70E-16 64.32 9233900

31977 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.10588 -0.16418 -0.28252 45.174 45.174 5.76E-06 59.34 6265900

31978 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.26298 -0.65185 -0.92497 45.955 45.955 5.45E-09 68.31 62113000

31979 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.062686 -0.086161 -0.16166 47.298 47.298 1.62E-03 57.32 501690

31980 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.068396 -0.67922 -0.75959 45.855 45.855 1.25E-02 33.61 1694400

31981 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.11231 -0.25844 -0.3836 46.942 46.942 2.81E-03 38.82 1225100

31982 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.097686 -0.19351 -0.30238 44.091 44.091 1.84E-04 51.4 1362100

31983 LVDQALASGK Unmodified _LVDQALASGK_ B6TGG2_MAIZE 2 501.28493 1000.5553 -0.14922 -0.14612 -0.30635 47.48 47.48 1.84E-04 65.77 211510

31984 LVDSLSEQDFR Unmodified _LVDSLSEQDFR_ B4FT62_MAIZE 2 654.82515 1307.6357 0.39495 0.33208 0.7243 69.807 69.807 1.62E-12 68.57 6246500

31985 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.2067 0.26532 1.486 126.52 126.52 2.10E-35 115.75 2226000

31986 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.8349 0.46293 1.3114 126.52 126.52 1.25E-18 74.1 1361500
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31987 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.1979 0.10975 1.3224 126.99 126.99 2.53E-26 106.82 794280

31988 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.80457 0.10623 0.9257 127 127 3.27E-04 28.63 638990

31989 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.1512 0.14464 1.3099 127.3 127.3 2.10E-35 110.07 707000

31990 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.85976 0.06384 0.93818 127.3 127.3 1.28E-07 65.76 539850

31991 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.1897 0.22092 1.4251 127.94 127.94 5.36E-22 76.21 461310

31992 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.89852 0.19238 1.1053 127.93 127.93 4.10E-06 43.23 340540

31993 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.92528 0.054432 0.99449 127.75 127.75 2.00E-02 43.29 377630

31994 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.296 0.017105 1.3277 127.74 127.74 5.36E-22 65.49 237440

31995 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 2 1139.6075 2277.2005 1.2298 -0.47163 0.77333 128.36 128.36 1.54E-06 74.18 346600

31996 LVDTNGAGDAFVGGFLSQLVLGK Unmodified _LVDTNGAGDAFVGGFLSQLVLGK_ B4FFH8_MAIZE 3 760.07411 2277.2005 0.85308 0.29596 1.1625 127.84 127.84 2.49E-15 59.96 2949600

31997 LVDTTGIPFLPTPMGK Unmodified _LVDTTGIPFLPTPMGK_ B4FAJ4_MAIZE 2 843.96039 1685.9062 1.0977 0.7887 1.8975 104.22 104.22 7.42E-06 24.43 481620

31998 LVDTTGIPFLPTPMGK Unmodified _LVDTTGIPFLPTPMGK_ B4FAJ4_MAIZE 2 843.96039 1685.9062 1.1039 -0.016732 1.099 104.26 104.26 7.42E-06 45.48 197610

31999 LVDTTGIPFLPTPMGK Oxidation (M) _LVDTTGIPFLPTPM(ox)GK_ B4FAJ4_MAIZE 2 851.95785 1701.9011 1.0889 -0.31259 0.79003 97.312 97.312 2.16E-02 24.2 240640

32000 LVDTTGIPFLPTPMGK Oxidation (M) _LVDTTGIPFLPTPM(ox)GK_ B4FAJ4_MAIZE 2 851.95785 1701.9011 1.0603 -0.17285 0.90177 96.716 96.716 2.50E-11 75.5 1492300

32001 LVDVLAPR Unmodified _LVDVLAPR_ PURA_MAIZE 2 441.774 881.53345 -0.0012214 0.040657 0.032334 63.685 63.685 1.90E-02 54.1 4688400

32002 LVDVLAPR Unmodified _LVDVLAPR_ PURA_MAIZE 2 441.774 881.53345 -0.13064 0.10813 -0.02834 81.075 81.075 1.00E+00 7.68 205820

32003 LVDYYVPLFFTK Unmodified _LVDYYVPLFFTK_ B4FYV4_MAIZE 2 752.90795 1503.8014 0.86174 0.16222 1.0285 115.38 115.38 2.62E-07 39.42 163530

32004 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 0.069981 -0.1391 -0.10903 45.385 45.385 2.92E-02 27.97 13271000

32005 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 -0.053648 1.185 1.0898 45.719 45.719 3.77E-01 19.1 80367

32006 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 -0.042568 -0.20164 -0.28369 45.074 45.074 7.88E-01 20.28 5563700

32007 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 0.062263 -0.22091 -0.19682 47.56 47.56 1.65E-01 17.07 6855800

32008 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 0.036571 0.42037 0.41685 46.805 46.805 3.77E-01 24.23 3294300

32009 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 -0.039554 0.18969 0.11208 47.604 47.604 3.77E-01 20.78 3262600

32010 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 -0.0061511 -0.48189 -0.52588 47.274 47.274 1.90E-02 49.07 35848000

32011 LVEAEALK Unmodified _LVEAEALK_ B4FAD9_MAIZE 2 436.75802 871.50148 -0.094841 1.4135 1.2771 48.906 48.906 1.00E+00 0.6 402450

32012 LVEAPAHESTFPK Unmodified _LVEAPAHESTFPK_ B4FNZ5_MAIZE 3 475.91727 1424.73 -0.10287 -0.097699 -0.21106 49.699 49.699 4.29E-02 19.01 3419400

32013 LVEEADFK Unmodified _LVEEADFK_ B6U9I3_MAIZE 2 475.74511 949.47566 -0.13473 0.16214 0.010765 53.921 53.921 1.90E-02 51.55 5329300

32014 LVEEADFK Unmodified _LVEEADFK_ B6U9I3_MAIZE 2 475.74511 949.47566 -0.06135 0.19677 0.11867 51.59 51.59 5.06E-02 25.09 1188100

32015 LVEELEK Unmodified _LVEELEK_ B6SXW8_MAIZE 2 430.2422 858.46985 -0.021322 -0.057481 -0.11444 45.561 45.561 1.86E-01 19.14 1229800

32016 LVEELEK Unmodified _LVEELEK_ B6SXW8_MAIZE 2 430.2422 858.46985 -0.0079478 -0.12716 -0.17134 48.228 48.228 1.86E-01 24.42 3014400

32017 LVEELEK Unmodified _LVEELEK_ B6SXW8_MAIZE 2 430.2422 858.46985 0.10071 0.00348 0.066328 47.985 47.985 1.00E+00 5.2 3630900

32018 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 3 329.86221 986.56481 1.3728 0.24385 1.5777 39.393 39.393 1.05E-01 20.34 819530

32019 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 -0.021805 -0.068341 -0.13012 39.361 39.361 3.77E-01 29.47 705040

32020 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 -0.16569 0.12829 -0.076452 38.836 38.836 5.06E-02 27.14 304000
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32021 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 3 329.86221 986.56481 1.2422 0.037067 1.2389 38.868 38.868 2.47E-01 17.17 223730

32022 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 -0.034814 -0.12878 -0.20302 41.498 41.498 1.65E-01 21.94 618630

32023 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 0.003177 -0.16392 -0.19961 40.766 40.766 2.92E-02 41.81 327060

32024 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 3 329.86221 986.56481 1.2263 0.05082 1.2372 41.539 41.539 1.05E-01 29.15 2552700

32025 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 -0.12307 -0.2482 -0.40893 41.533 41.533 5.06E-02 42.59 1899600

32026 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 2 494.28968 986.56481 -0.05227 -0.34333 -0.43346 41.392 41.392 1.65E-01 42.53 1826400

32027 LVEELEKK Unmodified _LVEELEKK_ B6SXW8_MAIZE 3 329.86221 986.56481 1.3674 -0.30177 1.0266 41.398 41.398 2.47E-01 23.54 1733600

32028 LVEGIEDTVGVGK Unmodified _LVEGIEDTVGVGK_ PLDA1_MAIZE 2 658.35882 1314.7031 0.47239 -0.1404 0.34182 68.955 68.955 2.50E-15 66.16 2069400

32029 LVEGIEDTVGVGK Unmodified _LVEGIEDTVGVGK_ PLDA1_MAIZE 2 658.35882 1314.7031 0.63383 -0.71029 -0.064205 69.497 69.497 9.54E-02 40.91 24276

32030 LVEGIEDTVGVGK Unmodified _LVEGIEDTVGVGK_ PLDA1_MAIZE 2 658.35882 1314.7031 0.44522 0.040569 0.49566 69.005 69.005 4.93E-21 82.84 1138400

32031 LVEGIEDTVGVGK Unmodified _LVEGIEDTVGVGK_ PLDA1_MAIZE 2 658.35882 1314.7031 0.48965 -0.24753 0.25301 70.113 70.113 1.00E-11 66.95 592640

32032 LVEGIEDTVGVGK Unmodified _LVEGIEDTVGVGK_ PLDA1_MAIZE 2 658.35882 1314.7031 0.49363 0.000226 0.50404 69.57 69.57 2.50E-15 75.56 851950

32033 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 2 647.85933 1293.7041 0.47319 0.10723 0.58221 59.791 59.791 1.11E-04 51.81 1097800

32034 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 2 647.85933 1293.7041 0.46586 -0.34728 0.12016 60.511 60.511 7.61E-14 78.79 474900

32035 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 3 432.24198 1293.7041 0.098578 0.15967 0.25904 61.846 61.846 1.84E-01 26.08 697880

32036 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 2 647.85933 1293.7041 0.51945 0.45881 0.97956 61.829 61.829 1.68E-09 63.75 601630

32037 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 3 432.24198 1293.7041 0.028477 0.20437 0.23312 61.726 61.726 2.42E-04 37.42 2598800

32038 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 3 432.24198 1293.7041 0.12174 0.30143 0.4232 61.629 61.629 6.54E-02 22.8 1411300

32039 LVEGLVLDHGSR Unmodified _LVEGLVLDHGSR_ B4FF57_MAIZE 2 647.85933 1293.7041 0.46547 0.097366 0.56373 61.641 61.641 2.05E-12 65.96 845230

32040 LVELGYEISDKEFEDFFK Unmodified _LVELGYEISDKEFEDFFK_ B6SWM0_MAIZE 3 736.69642 2207.0674 0.82294 0.13169 0.94561 120.1 120.1 3.47E-07 33.99 687090

32041 LVELLLHPSPSVLIPALR Unmodified _LVELLLHPSPSVLIPALR_ B6T451_MAIZE 3 656.40658 1966.1979 0.47593 0.20968 0.67144 114.11 114.11 2.20E-01 11.22 228610

32042 LVELLLHPSPSVLIPALR Unmodified _LVELLLHPSPSVLIPALR_ B6T451_MAIZE 3 656.40658 1966.1979 0.50703 0.23679 0.72873 114.45 114.45 5.85E-01 4.96 572050

32043 LVELLLHPSPSVLIPALR Unmodified _LVELLLHPSPSVLIPALR_ B6T451_MAIZE 3 656.40658 1966.1979 0.55418 0.20895 0.7489 115.6 115.6 1.19E-01 17.83 341470

32044 LVELLLHPSPSVLIPALR Unmodified _LVELLLHPSPSVLIPALR_ B6T451_MAIZE 3 656.40658 1966.1979 0.51644 0.14086 0.6427 116.88 116.88 5.15E-04 32.92 661520

32045 LVELLLHPSPSVLIPALR Unmodified _LVELLLHPSPSVLIPALR_ B6T451_MAIZE 3 656.40658 1966.1979 0.50005 0.14444 0.62961 116.82 116.82 3.62E-26 61.22 1732500

32046 LVELVGK Unmodified _LVELVGK_ B4FIP2_MAIZE 2 379.24455 756.47454 0.72117 0.82232 1.5321 50.8 50.8 1.86E-01 31.02 562530

32047 LVENDEVLR Unmodified _LVENDEVLR_ B4FSS8_MAIZE 2 543.79312 1085.5717 0.058784 -0.058175 -0.016732 50.953 50.953 9.73E-03 33.07 1084400

32048 LVENDEVLR Unmodified _LVENDEVLR_ B4FSS8_MAIZE 2 543.79312 1085.5717 0.026095 -0.093347 -0.082891 53.121 53.121 3.13E-03 48.22 554310

32049 LVENDEVLR Unmodified _LVENDEVLR_ B4FSS8_MAIZE 2 543.79312 1085.5717 0.03649 0.15618 0.17513 52.43 52.43 3.13E-03 51.71 686620

32050 LVENDEVLR Unmodified _LVENDEVLR_ B4FSS8_MAIZE 2 543.79312 1085.5717 -0.029835 -0.17602 -0.22238 53.226 53.226 3.13E-03 40.96 618500

32051 LVENDEVLR Unmodified _LVENDEVLR_ B4FSS8_MAIZE 2 543.79312 1085.5717 -0.053349 0.12145 0.051304 53.696 53.696 3.13E-03 49.11 15015000

32052 LVENPTSGNAAAAPGK Unmodified _LVENPTSGNAAAAPGK_ B6TP05_MAIZE 2 748.88881 1495.7631 0.77527 0.20478 0.96402 42.892 42.892 2.16E-02 49.81 81961

32053 LVEPLER Unmodified _LVEPLER_ B4FW57_MAIZE 2 428.25036 854.48617 0.1868 1.0453 1.2033 49.025 49.025 4.46E-01 15.24 1191300

32054 LVEPLER Unmodified _LVEPLER_ B4FW57_MAIZE 2 428.25036 854.48617 0.12168 0.37644 0.46996 51.242 51.242 4.46E-01 19.85 1073900
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32055 LVEPLMNLLK Oxidation (M) _LVEPLM(ox)NLLK_ Q41743_MAIZE 2 593.34922 1184.6839 0.17168 0.24157 0.38785 90.768 90.768 4.40E-02 29.42 267990

32056 LVEPLMNLLK Unmodified _LVEPLMNLLK_ Q41743_MAIZE 2 585.35176 1168.689 0.14375 0.21836 0.33282 102.84 102.84 2.81E-03 25.41 173580

32057 LVEQAVGMPSVAQIFK Oxidation (M) _LVEQAVGM(ox)PSVAQIFK_ B4FPS0_MAIZE 2 866.96875 1731.9229 1.0147 -0.20254 0.81271 85.366 85.366 2.02E-24 59.76 543960

32058 LVEQAVGMPSVAQIFK Oxidation (M) _LVEQAVGM(ox)PSVAQIFK_ B4FPS0_MAIZE 2 866.96875 1731.9229 1.0301 -0.24757 0.7829 85.739 85.739 3.76E-20 62.34 906320

32059 LVEQAVGMPSVAQIFK Unmodified _LVEQAVGMPSVAQIFK_ B4FPS0_MAIZE 2 858.97129 1715.928 1.0752 0.17726 1.2499 101.77 101.77 7.42E-06 22.81 229960

32060 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.060413 -0.1831 -0.12486 41.926 41.926 1.62E-03 63.31 489820

32061 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.13175 0.12068 0.2493 44.699 44.699 1.84E-04 50.59 991420

32062 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.14909 0.78616 0.93108 43.903 43.903 1.84E-04 62.96 1339700

32063 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.099243 0.009157 0.10533 44.776 44.776 4.31E-05 64.22 1100500

32064 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.21017 1.5836 1.7883 44.675 44.675 2.81E-03 48.39 920630

32065 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.050563 0.42112 0.46755 45.578 45.578 4.40E-05 69.53 4912400

32066 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 -0.02824 -0.31641 -0.34774 42.663 42.663 4.40E-05 64.25 23330000

32067 LVETGMSDLR Oxidation (M) _LVETGM(ox)SDLR_ B6U8U1_MAIZE 2 568.78444 1135.5543 0.12132 0.035843 0.15312 56.942 56.942 3.43E-01 20.4 636500

32068 LVETGMSDLR Unmodified _LVETGMSDLR_ B6U8U1_MAIZE 2 560.78698 1119.5594 -0.075592 0.18369 0.10111 56.987 56.987 5.70E-16 59.76 12450000

32069 LVEVAQR Unmodified _LVEVAQR_ B6SMK8_MAIZE 2 407.7427 813.47085 0.38545 -0.13968 0.23013 34.92 34.92 8.04E-02 27.1 169250

32070 LVEYDALLVDR Unmodified _LVEYDALLVDR_ Q9SAZ6_MAIZE 2 653.35608 1304.6976 0.437 0.097407 0.52241 86.428 86.428 4.43E-05 47.01 28869

32071 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.93788 -0.14229 0.79459 87.422 87.422 2.96E-06 44.76 390770

32072 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.89739 -0.69151 0.2066 87.87 87.87 1.49E-02 23.47 112630

32073 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.9115 -0.33687 0.57498 87.793 87.793 6.31E-03 32.4 225730

32074 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.90639 0.007261 0.91256 88.062 88.062 2.25E-03 46.6 890120

32075 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.87392 0.05955 0.93309 87.793 87.793 1.95E-13 60.47 2355800

32076 LVFDEPESGVTIIK Unmodified _LVFDEPESGVTIIK_ B6U7Y1_MAIZE 2 773.92179 1545.829 0.86859 -0.094548 0.77421 88.961 88.961 2.96E-06 53.61 231820

32077 LVFLEELAPWIELK Unmodified _LVFLEELAPWIELK_ B6SGJ5_MAIZE 2 850.4871 1698.9596 1.1746 0.28141 1.4346 127.38 127.38 2.00E-19 60.24 421020

32078 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 0.10025 -1.2918 -1.1776 72.76 72.76 6.35E-09 48.8 2769600

32079 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 0.080487 -0.13556 -0.040944 73.979 73.979 4.48E-03 30.58 70511

32080 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 0.12758 0.44878 0.58883 73.161 73.161 3.57E-04 39.99 497390

32081 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 -0.37447 73.893 73.893 5.52E-04 36.26

32082 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 0.11421 0.099901 0.22586 73.071 73.071 7.60E-01 6.77 927660

32083 LVFLGDQSVGK Unmodified _LVFLGDQSVGK_ B4FRS1_MAIZE 2 581.82696 1161.6394 0.10821 0.18999 0.31136 74.815 74.815 3.57E-04 30.25 392480

32084 LVFPPELTYLDLSHNLIR Unmodified _LVFPPELTYLDLSHNLIR_ B6TDD0_MAIZE 3 714.06489 2139.1728 0.72486 0.34821 1.0624 120.96 120.96 6.09E-01 4.7 654720

32085 LVFQALAAAVSGR Unmodified _LVFQALAAAVSGR_ B4FAJ4_MAIZE 2 651.88006 1301.7456 0.45085 -0.059163 0.38361 102.29 102.29 1.00E+00 4.67 271100

32086 LVFQALAAAVSGR Unmodified _LVFQALAAAVSGR_ B4FAJ4_MAIZE 2 651.88006 1301.7456 0.43781 0.33564 0.76425 102.95 102.95 2.61E-08 31.35 1787700

32087 LVFQTLEAIVER Unmodified _LVFQTLEAIVER_ B4F9L9_MAIZE 2 709.40611 1416.7977 0.70664 0.10784 0.80461 114.69 114.69 2.62E-07 47.76 284130

32088 LVFQVCTAK Unmodified _LVFQVCTAK_ B6TDT1_MAIZE 2 533.2917 1064.5688 0.08541 -0.18631 -0.085764 64.538 64.538 1.00E+00 3.54 458890
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32089 LVFQVCTAK Unmodified _LVFQVCTAK_ B6TDT1_MAIZE 2 533.2917 1064.5688 0.094183 -0.49657 -0.38716 63.928 63.928 1.00E+00 6.38 328970

32090 LVFQVCTAK Unmodified _LVFQVCTAK_ B6TDT1_MAIZE 2 533.2917 1064.5688 -0.035361 0.65618 0.63384 64.198 64.198 1.01E-02 42.02 4667700

32091 LVGAFPDVVLR Unmodified _LVGAFPDVVLR_ B6ST18_MAIZE 2 593.35315 1184.6917 0.14414 -2.8681 -2.7077 89.994 89.994 7.60E-01 11.5 353070

32092 LVGAFPDVVLR Unmodified _LVGAFPDVVLR_ B6ST18_MAIZE 2 593.35315 1184.6917 0.20129 0.099082 0.31113 90.28 90.28 4.43E-05 44.47 486290

32093 LVGAVLESAPVGSAIASR Unmodified _LVGAVLESAPVGSAIASR_ B4F7U1_MAIZE 2 848.98324 1695.9519 1.0605 -0.028203 1.024 82.053 82.053 5.25E-26 71.24 1183100

32094 LVGCGSAIPTLGVSNDDLSK Unmodified _LVGCGSAIPTLGVSNDDLSK_ B6SM26_MAIZE 2 1002.0093 2002.0041 1.2477 -0.12043 1.137 83.122 83.122 3.12E-37 72.72 441590

32095 LVGDVDFAAASK Unmodified _LVGDVDFAAASK_ B4FH88_MAIZE 2 596.81405 1191.6136 0.28437 0.11694 0.4034 66.563 66.563 1.68E-09 57.87 876140

32096 LVGDVDFAAASK Unmodified _LVGDVDFAAASK_ B4FH88_MAIZE 2 596.81405 1191.6136 0.19494 0.10583 0.30328 68.273 68.273 9.64E-17 53.07 1093000

32097 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.014321 -0.25743 -0.2841 55.387 55.387 5.06E-02 43.44 13418000

32098 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.19537 0.50323 0.29454 56.606 56.606 3.77E-01 15.25 247580

32099 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.14004 0.023741 -0.13083 55.658 55.658 1.65E-01 22.03 1566100

32100 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.0021383 -0.083827 -0.098838 57.571 57.571 3.77E-01 24.78 1910300

32101 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.028897 -0.20224 -0.24476 56.854 56.854 5.06E-02 29.55 1647500

32102 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.077965 0.073727 -0.016687 57.532 57.532 2.92E-02 31.39 1578400

32103 LVGEYGLR Unmodified _LVGEYGLR_ B6SZS2_MAIZE 2 453.75581 905.49707 -0.083446 -0.14226 -0.23955 56.019 56.019 1.90E-02 37.55 7503100

32104 LVGFQDLR Unmodified _LVGFQDLR_ B4FSA2_MAIZE 2 474.26908 946.52362 -0.067147 0.24981 0.18684 71.343 71.343 1.90E-02 42.27 691150

32105 LVGGSALDATGVPLPDETLDAAK Unmodified _LVGGSALDATGVPLPDETLDAAK_ B6TVD6_MAIZE 2 1105.5812 2209.1478 1.1984 0.082624 1.2823 94.862 94.862 1.06E-12 70.18 1433700

32106 LVGGSALDATGVPLPDETLDEAK Unmodified _LVGGSALDATGVPLPDETLDEAK_ B6THR9_MAIZE 2 1134.5839 2267.1533 1.2104 0.57481 1.7855 94.51 94.51 2.10E-35 107.88 1384900

32107 LVGHFLEETCVNPTFIINHPEIMSPLAK Unmodified _LVGHFLEETCVNPTFIINHPEIMSPLAK_ B4FY29_MAIZE 4 802.41488 3205.6304 1.0153 -0.43678 0.57675 109.49 109.49 2.08E-13 33.24 500260

32108 LVGHFLEETCVNPTFIINHPEIMSPLAK Oxidation (M) _LVGHFLEETCVNPTFIINHPEIM(ox)SPLAK_ B4FY29_MAIZE 4 806.41361 3221.6253 1.0027 -0.17341 0.82772 104.27 104.27 1.62E-01 8.73 307650

32109 LVGHFLEETCVNPTFIINHPEIMSPLAK Oxidation (M) _LVGHFLEETCVNPTFIINHPEIM(ox)SPLAK_ B4FY29_MAIZE 4 806.41361 3221.6253 1.0506 -0.31689 0.73328 109.27 109.27 3.16E-06 33.64 363540

32110 LVGLPK Unmodified _LVGLPK_ B6SXV4_MAIZE 2 313.71543 625.4163 1.4229 0.13855 1.5478 47.976 47.976 2.64E-01 27.29 1948600

32111 LVGLPK Unmodified _LVGLPK_ B6SXV4_MAIZE 2 313.71543 625.4163 1.3067 0.21465 1.5098 48.353 48.353 9.46E-01 24.61 996330

32112 LVGQIAK Unmodified _LVGQIAK_ B6UFB3_MAIZE 2 364.73689 727.45922 0.80879 -0.20013 0.59148 35.287 35.287 7.83E-01 10.87 982350

32113 LVGQIAK Unmodified _LVGQIAK_ B6UFB3_MAIZE 2 364.73689 727.45922 0.77392 -0.094866 0.66239 35.932 35.932 4.46E-01 17.42 943100

32114 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1569 0.12676 1.2759 87.397 87.397 1.27E-09 64.71 681910

32115 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.2153 0.74705 1.9537 87.911 87.911 1.02E-04 54.08 946900

32116 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1329 0.074422 1.2003 87.789 87.789 7.42E-06 64.85 731040

32117 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1723 0.4151 1.5792 88.32 88.32 1.48E-07 50.63 968420

32118 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1105 0.088837 1.1918 88.123 88.123 1.06E-06 72.64 1665400

32119 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.154 0.38987 1.5365 88.667 88.667 3.09E-14 61.95 1568500

32120 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1057 -0.24397 0.85436 87.737 87.737 1.02E-04 47.95 939400

32121 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1799 0.70307 1.8752 88.385 88.385 2.50E-11 65.58 1415400

32122 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1793 -0.066892 1.1048 87.544 87.544 3.76E-20 76.81 1652200
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32123 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1792 0.01667 1.1891 88.123 88.123 1.06E-06 65.64 1249200

32124 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.129 -0.15372 0.9677 88.087 88.087 1.06E-06 61.74 3965700

32125 LVGSYDIMGINYYTSR Oxidation (M) _LVGSYDIM(ox)GINYYTSR_ B5AK47_MAIZE 2 934.44838 1866.8822 1.1607 0.18374 1.3373 88.689 88.689 1.48E-07 61.54 4152800

32126 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.1649 -0.14311 1.0121 98.991 98.991 1.48E-07 67.87 4105900

32127 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.1272 -0.054055 1.0639 99.523 99.523 7.01E-14 59.72 1189200

32128 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.1234 0.27559 1.3887 99.615 99.615 7.01E-14 58.2 1301100

32129 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.1457 0.40299 1.539 99.522 99.522 7.01E-14 66.58 609340

32130 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.2054 0.029762 1.2255 99.097 99.097 7.01E-14 54.09 974300

32131 LVGSYDIMGINYYTSR Unmodified _LVGSYDIMGINYYTSR_ B5AK47_MAIZE 2 926.45092 1850.8873 1.1517 0.33537 1.4766 99.695 99.695 1.27E-09 54.53 4068100

32132 LVGVDVR Unmodified _LVGVDVR_ B6TGL7_MAIZE 2 379.23197 756.44939 0.61998 -1.0274 -0.38713 50.812 50.812 4.46E-01 30.36 1537700

32133 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.42237 -0.060253 0.3752 51.399 51.399 2.50E-15 66.26 35057000

32134 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.38449 0.4086 0.80693 52.196 52.196 4.68E-05 60.09 274680

32135 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.47992 -0.2663 0.22708 51.356 51.356 4.93E-21 68.92 19383000

32136 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.42954 -0.056298 0.38604 53.51 53.51 1.56E-17 68.46 21553000

32137 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.44448 -0.19738 0.2605 52.814 52.814 2.50E-15 51.21 12304000

32138 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.39635 0.17376 0.58398 53.513 53.513 1.56E-17 56.76 7543200

32139 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.42229 -0.23738 0.19898 53.441 53.441 1.56E-17 77.02 21952000

32140 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.45366 -0.13331 0.33318 54.196 54.196 1.56E-17 76.04 1079200

32141 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.44261 0.1594 0.61485 51.859 51.859 1.00E-11 65.53 1673400

32142 LVGVSEETTTGVK Unmodified _LVGVSEETTTGVK_ B6T440_MAIZE 2 660.35628 1318.698 0.45044 0.023958 0.48762 54.975 54.975 2.50E-15 69.39 172280

32143 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 2 738.40684 1474.7991 0.8015 0.014713 0.82356 45.536 45.536 2.25E-03 72.28 1562400

32144 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 3 492.60698 1474.7991 -0.061736 -0.23549 -0.29048 45.559 45.559 8.17E-05 36.98 6258500

32145 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 3 492.60698 1474.7991 -0.1822 -0.14631 -0.32137 45.367 45.367 1.00E+00 9.29 2118500

32146 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 2 738.40684 1474.7991 0.7907 -0.018832 0.77838 45.359 45.359 3.56E-04 60.34 514540

32147 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 3 492.60698 1474.7991 -0.032298 -0.16891 -0.19503 47.05 47.05 3.76E-01 15.99 661170

32148 LVGVSEETTTGVKR Unmodified _LVGVSEETTTGVKR_ B6T440_MAIZE 3 492.60698 1474.7991 -0.041802 -0.43022 -0.46488 47.695 47.695 1.00E+00 8.32 815110

32149 LVGYNTDYIGAISAIEDGIGGPGSK Unmodified _LVGYNTDYIGAISAIEDGIGGPGSK_ B6UCV5_MAIZE 2 1234.1212 2466.2278 1.1956 0.94491 2.1369 118.37 118.37 8.03E-11 97.12 163440

32150 LVGYNTDYIGAISAIEDGIGGPGSK Unmodified _LVGYNTDYIGAISAIEDGIGGPGSK_ B6UCV5_MAIZE 2 1234.1212 2466.2278 1.2386 1.0861 2.3214 118.52 118.52 4.61E-15 96.16 86134

32151 LVGYNTDYIGAISAIEDGIGGPGSK Unmodified _LVGYNTDYIGAISAIEDGIGGPGSK_ B6UCV5_MAIZE 2 1234.1212 2466.2278 1.2048 0.39298 1.595 118.89 118.89 2.17E-36 124.31 571750

32152 LVGYNTDYVGAISAIEDGIK Unmodified _LVGYNTDYVGAISAIEDGIK_ B4FAK2_MAIZE 2 1049.5388 2097.063 1.1994 -0.36155 0.83209 113.24 113.24 3.46E-29 95.37 121610

32153 LVGYNTDYVGAISAIEDGIK Unmodified _LVGYNTDYVGAISAIEDGIK_ B4FAK2_MAIZE 2 1049.5388 2097.063 1.2759 -0.3072 0.96262 112.92 112.92 3.46E-29 115.65 471430

32154 LVGYNTDYVGAISAIEDGIK Unmodified _LVGYNTDYVGAISAIEDGIK_ B4FAK2_MAIZE 2 1049.5388 2097.063 1.2442 0.012647 1.2501 113.66 113.66 3.46E-29 100.71 334200

32155 LVHILK Unmodified _LVHILK_ B4FSW8_MAIZE 2 361.7498 721.48505 0.92437 -0.15111 0.75387 41.413 41.413 2.64E-01 25.66 423490

32156 LVHPDKNPGNPDAALK Unmodified _LVHPDKNPGNPDAALK_ B4FBV4_MAIZE 4 422.22969 1684.8897 0.11199 -0.57262 -0.47257 45.106 45.106 4.93E-01 20.04 4137900
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32157 LVHPDKNPGNPDAALK Unmodified _LVHPDKNPGNPDAALK_ B4FBV4_MAIZE 3 562.63717 1684.8897 0.046303 -0.084752 -0.050972 45.119 45.119 6.54E-03 23.81 1912800

32158 LVHTGPGVVSMANAGPNTNGSQFFICTVK Oxidation (M) _LVHTGPGVVSM(ox)ANAGPNTNGSQFFICTVK_ B6TCE9_MAIZE 3 1007.1637 3018.4692 1.1308 -0.26584 0.8819 81.857 81.857 1.90E-13 52.37 1354400

32159 LVIDHLAQEFGLPLLPPSK Unmodified _LVIDHLAQEFGLPLLPPSK_ B4FG74_MAIZE 3 696.4015 2086.1827 0.65975 0.34927 1.0007 122.98 122.98 5.95E-01 6.49 1744400

32160 LVIDHLAQEFGLPLLPPSK Unmodified _LVIDHLAQEFGLPLLPPSK_ B4FG74_MAIZE 2 1044.0986 2086.1827 1.2652 0.16473 1.4227 122.96 122.96 5.63E-03 27.94 367280

32161 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.20822 0.065182 0.2549 36.527 36.527 1.86E-01 30.05 1931000

32162 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.049559 0.24454 0.27665 35.868 35.868 1.86E-01 35.66 781240

32163 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.19209 -0.00601 0.1676 38.492 38.492 1.86E-01 27.09 990340

32164 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.19673 0.29068 0.46947 37.674 37.674 4.46E-01 18.94 346710

32165 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.11179 -0.19506 -0.10073 38.325 38.325 7.83E-01 18.97 1665900

32166 LVIDKPR Unmodified _LVIDKPR_ B6U8D3_MAIZE 2 420.76872 839.52289 0.17244 -0.023269 0.1313 38.158 38.158 4.46E-01 30.74 2381400

32167 LVIDVK Unmodified _LVIDVK_ B4FVA1_MAIZE 2 343.72599 685.43743 0.79389 -0.31135 0.47943 53.314 53.314 5.26E-01 36.73 6982900

32168 LVIDVK Unmodified _LVIDVK_ B4FVA1_MAIZE 2 343.72599 685.43743 1.0191 0.14758 1.1624 52.764 52.764 5.26E-01 27.99 1041600

32169 LVIDVK Unmodified _LVIDVK_ B4FVA1_MAIZE 2 343.72599 685.43743 1.1084 0.11826 1.2226 54.122 54.122 5.26E-01 21.22 593140

32170 LVIDVK Unmodified _LVIDVK_ B4FVA1_MAIZE 2 343.72599 685.43743 1.0701 0.25096 1.3147 54.821 54.821 1.00E+00 10.63 599960

32171 LVIDVK Unmodified _LVIDVK_ B4FVA1_MAIZE 2 343.72599 685.43743 0.91342 -0.34174 0.56853 56.111 56.111 2.64E-01 33.17 3043500

32172 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.71787 -0.33956 0.37224 66.648 66.648 5.26E-01 29.23 7323100

32173 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.60568 -0.081554 0.51662 67.609 67.609 9.46E-01 19.34 989370

32174 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.70076 0.019346 0.71412 68.478 68.478 1.00E+00 12.79 1581100

32175 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.65536 0.13192 0.78008 67.882 67.882 9.46E-01 20.13 1992900

32176 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.60144 0.12109 0.71498 68.128 68.128 9.46E-01 7.85 1881600

32177 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.71233 0.017144 0.72217 68.202 68.202 2.78E-01 25.53 2512700

32178 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.69759 -0.099595 0.59023 68.333 68.333 2.64E-01 20.91 966290

32179 LVIFPR Unmodified _LVIFPR_ B6T5F2_MAIZE 2 372.74197 743.4694 0.66575 -0.5886 0.071068 67.223 67.223 5.26E-01 23.92 15677000

32180 LVIIANNCPPLR Unmodified _LVIIANNCPPLR_ B6SJ19_MAIZE 2 690.39502 1378.7755 0.65461 0.10337 0.74363 70.631 70.631 2.00E-01 19.83 482190

32181 LVIIANNCPPLR Unmodified _LVIIANNCPPLR_ B6SJ19_MAIZE 2 690.39502 1378.7755 0.54417 0.25632 0.78694 72.249 72.249 1.98E-03 43.57 121580

32182 LVIIANNCPPLR Unmodified _LVIIANNCPPLR_ B6SJ19_MAIZE 2 690.39502 1378.7755 0.60416 0.12364 0.71479 72.959 72.959 7.72E-03 42.67 222580

32183 LVIMVCEGLR Oxidation (M) _LVIM(ox)VCEGLR_ B4FB72_MAIZE 2 603.32267 1204.6308 0.24492 0.7165 0.9627 73.94 73.94 2.81E-03 33.59 47786

32184 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.082406 -0.20747 -0.26657 50.187 50.187 3.57E-04 50.68 23575000

32185 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.26442 0.23786 -0.0023623 50.828 50.828 4.48E-03 44.42 350670

32186 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.14424 0.00399 -0.11711 50.122 50.122 4.48E-03 30.73 4636400

32187 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.041332 -0.20276 -0.21991 52.31 52.31 1.67E-02 45.7 8005500

32188 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.09762 -0.1112 -0.18585 51.624 51.624 4.48E-03 30.86 6667400

32189 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.15095 0.018185 -0.11022 52.422 52.422 4.43E-05 50.88 5994900

32190 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.089994 -0.055657 -0.12281 52.233 52.233 6.35E-09 68.58 4807400
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32191 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.12651 -0.33449 -0.43693 52.805 52.805 3.60E-06 53.87 6136500

32192 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.25644 -0.262 -0.49456 50.549 50.549 3.60E-06 50.94 80942000

32193 LVIVGDGGTGK Unmodified _LVIVGDGGTGK_ B4G1P4_MAIZE 2 508.29276 1014.571 -0.18257 0.15304 -0.0060162 53.819 53.819 3.57E-04 45.66 1642500

32194 LVIVPSK Unmodified _LVIVPSK_ B6U749_MAIZE 2 378.25491 754.49528 0.67728 0.063497 0.73317 51.232 51.232 1.00E+00 0.61 293650

32195 LVIVPSK Unmodified _LVIVPSK_ B6U749_MAIZE 2 378.25491 754.49528 0.61426 0.28658 0.89172 50.518 50.518 1.86E-01 25.76 549830

32196 LVLDATDADGK Unmodified _LVLDATDADGK_ Q4FZ50_MAIZE 2 559.29041 1116.5663 -0.0038689 -0.83284 -0.83472 54.466 54.466 4.96E-02 29.4 39221

32197 LVLDFLVEELK Unmodified _LVLDFLVEELK_ B4FA08_MAIZE 2 659.38685 1316.7592 0.48155 0.52818 0.99652 122.91 122.91 5.66E-08 56.11 426530

32198 LVLDFLVEELK Unmodified _LVLDFLVEELK_ B4FA08_MAIZE 2 659.38685 1316.7592 0.42936 0.33618 0.75366 123.56 123.56 7.60E-01 24.24 183250

32199 LVLDFLVEELK Unmodified _LVLDFLVEELK_ B4FA08_MAIZE 2 659.38685 1316.7592 0.46177 0.41848 0.86764 123.26 123.26 1.62E-12 88.41 2764100

32200 LVLDLSCR Unmodified _LVLDLSCR_ B4FIP2_MAIZE 2 488.26822 974.5219 -0.11463 -0.19185 -0.30772 70.241 70.241 3.77E-01 8.21 691370

32201 LVLDTVSAAFDGK Unmodified _LVLDTVSAAFDGK_ B4FFM6_MAIZE 2 668.36137 1334.7082 0.57962 0.090038 0.67674 91.492 91.492 1.15E-02 43.68 371430

32202 LVLDTVSAAFDGK Unmodified _LVLDTVSAAFDGK_ B4FFM6_MAIZE 2 668.36137 1334.7082 0.41941 0.30588 0.73145 91.578 91.578 4.77E-34 105.29 4736200

32203 LVLEDGSVWTAK Unmodified _LVLEDGSVWTAK_ B4FF47_MAIZE 2 659.35608 1316.6976 0.52802 0.25732 0.78475 78.961 78.961 2.62E-07 35.94 1135100

32204 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 3 569.97853 1706.9138 0.15348 0.45073 0.5917 88.878 88.878 4.82E-01 24.49 2838400

32205 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 2 854.46416 1706.9138 1.0822 -0.11168 0.95978 88.884 88.884 2.37E-16 60.51 1339700

32206 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 3 569.97853 1706.9138 0.15643 0.29306 0.43792 89.829 89.829 1.00E+00 1.91 961470

32207 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 2 854.46416 1706.9138 1.1278 0.61177 1.7284 89.91 89.91 1.02E-23 73.07 427540

32208 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 2 854.46416 1706.9138 1.0981 -0.092589 0.99528 89.652 89.652 2.05E-04 48.34 427200

32209 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 2 854.46416 1706.9138 1.1206 -0.042898 1.0668 89.771 89.771 1.02E-23 72.33 629030

32210 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 3 569.97853 1706.9138 0.092514 0.46468 0.54529 89.799 89.799 1.95E-05 37.71 12902000

32211 LVLEVAQHLGENMVR Unmodified _LVLEVAQHLGENMVR_ ATPBM_MAIZE 2 854.46416 1706.9138 1.0576 -0.3479 0.69896 89.827 89.827 6.53E-30 87.5 6640700

32212 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 3 575.31017 1722.9087 0.10786 0.11031 0.21021 75.134 75.134 8.47E-02 21.7 880380

32213 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 2 862.46162 1722.9087 1.0515 -0.14043 0.90361 75.143 75.143 2.55E-36 52.23 389510

32214 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 3 575.31017 1722.9087 0.16038 0.024956 0.17621 75.575 75.575 1.65E-10 41.77 1937400

32215 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 3 575.31017 1722.9087 0.17305 0.12631 0.29151 75.281 75.281 5.05E-03 18.93 1644200

32216 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 3 575.31017 1722.9087 0.1012 0.059093 0.15238 75.168 75.168 1.07E-03 30.81 2367200

32217 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 2 862.46162 1722.9087 1.1081 -0.15392 0.94646 75.166 75.166 7.50E-32 53.61 795160

32218 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 3 575.31017 1722.9087 0.088742 0.059466 0.13997 75.505 75.505 5.46E-07 42.43 14076000

32219 LVLEVAQHLGENMVR Oxidation (M) _LVLEVAQHLGENM(ox)VR_ ATPBM_MAIZE 2 862.46162 1722.9087 1.0496 -0.20752 0.83391 75.511 75.511 8.96E-67 64.31 4441400

32220 LVLGNALYFK Unmodified _LVLGNALYFK_ B4G1Q6_MAIZE 2 569.33697 1136.6594 0.13143 0.16394 0.27902 87.469 87.469 4.40E-02 23.94 1411100

32221 LVLGNALYFK Unmodified _LVLGNALYFK_ B4G1Q6_MAIZE 2 569.33697 1136.6594 0.063317 0.15863 0.20609 87.106 87.106 4.40E-02 30.71 2121000

32222 LVLGTLSVEK Unmodified _LVLGTLSVEK_ Q94F81_MAIZE 2 529.82643 1057.6383 -0.064348 0.024963 -0.045502 73.073 73.073 4.40E-02 34.29 1925400

32223 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.16499 0.4897 0.64196 58.971 58.971 4.43E-05 41.85 4020600

32224 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.021474 0.28816 0.29887 60.068 60.068 3.83E-01 32.93 88923
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32225 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.095341 0.082083 0.16538 59.335 59.335 5.66E-08 40.25 2089300

32226 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.1227 -0.21412 -0.10324 60.888 60.888 3.57E-04 38.45 2889600

32227 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.082553 -0.33018 -0.25815 60.182 60.182 5.66E-08 47.6 8151900

32228 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.089345 0.84616 0.92303 61.162 61.162 4.48E-03 47.17 1303000

32229 LVLGVNNPASR Unmodified _LVLGVNNPASR_ B4FBC9_MAIZE 2 570.3302 1138.6459 0.034716 0.2178 0.24094 62.169 62.169 1.67E-02 42.7 1347500

32230 LVLHFWSDDDCVK Unmodified _LVLHFWSDDDCVK_ B6TS22_MAIZE 3 545.26082 1632.7606 -0.020587 0.027958 0.023903 85.242 85.242 1.60E-02 23.84 2665800

32231 LVLHHLTDEECVK Unmodified _LVLHHLTDEECVK_ B6UD26_MAIZE 3 531.60822 1591.8028 -0.061463 0.18537 0.12568 54.366 54.366 4.29E-02 16.26 1065000

32232 LVLITLR Unmodified _LVLITLR_ B4FEQ4_MAIZE 2 414.28929 826.56402 0.17733 -0.26581 -0.10406 72.113 72.113 4.49E-02 35.55 32360000

32233 LVLITLR Unmodified _LVLITLR_ B4FEQ4_MAIZE 2 414.28929 826.56402 0.17701 -0.24882 -0.087039 73.589 73.589 4.49E-02 49.03 16388000

32234 LVLITLR Unmodified _LVLITLR_ B4FEQ4_MAIZE 2 414.28929 826.56402 0.092665 -0.05107 0.025693 73.258 73.258 4.46E-01 20.53 5658600

32235 LVLITLR Unmodified _LVLITLR_ B4FEQ4_MAIZE 2 414.28929 826.56402 0.24023 0.31583 0.5387 72.777 72.777 7.83E-01 17.76 1981300

32236 LVLLGDVGAGK Unmodified _LVLLGDVGAGK_ B4F7V6_MAIZE 2 521.31877 1040.623 -0.015835 0.050471 0.038923 74.699 74.699 7.60E-01 12.88 255960

32237 LVLLGDVGAGK Unmodified _LVLLGDVGAGK_ B4F7V6_MAIZE 2 521.31877 1040.623 -0.13286 -0.012757 -0.14095 76.313 76.313 4.43E-05 46.29 784910

32238 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.86742 -0.042033 0.83116 125.04 125.04 7.03E-45 67.95 6769700

32239 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.153 -0.18705 0.97128 125.06 125.06 5.42E-75 65.09 7380500

32240 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.90608 -0.090747 0.82117 125.64 125.64 7.03E-45 79.29 1275600

32241 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.2432 -0.14757 1.1013 125.65 125.65 2.88E-35 74.32 1738200

32242 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.91827 -0.093611 0.82996 126.03 126.03 7.58E-26 56.03 989970

32243 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.1451 -0.11142 1.0392 126.06 126.06 9.42E-50 74.95 1027400

32244 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.93235 0.038795 0.9763 126.9 126.9 3.16E-15 46.89 1137400

32245 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.1664 -0.073998 1.0982 126.9 126.9 3.80E-22 70.7 776040

32246 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.95534 -0.40566 0.55591 126.74 126.74 7.23E-40 60.92 744520

32247 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.2552 -0.31958 0.94182 126.75 126.75 9.42E-50 87.84 836260

32248 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.1883 -0.12614 1.0681 127.34 127.34 5.68E-10 36.94 1420000

32249 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.96617 -0.27964 0.69265 127.29 127.29 9.51E-08 37.81 793800

32250 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 2 1180.16 2358.3055 1.1758 -0.43377 0.74834 126.72 126.72 1.34E-55 69.75 5700100

32251 LVLLGVIGEPLSFVSPMVMLGR 2 Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VM(ox)LGR_ B6U7D8_MAIZE 3 787.10911 2358.3055 0.91182 -0.48762 0.43074 126.74 126.74 1.25E-61 74.25 5346100

32252 LVLLGVIGEPLSFVSPMVMLGR Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VMLGR_ B6U7D8_MAIZE 2 1172.1626 2342.3106 1.1635 -0.19453 0.97326 127.06 127.06 6.58E-08 22.16 2092100

32253 LVLLGVIGEPLSFVSPMVMLGR Oxidation (M) _LVLLGVIGEPLSFVSPM(ox)VMLGR_ B6U7D8_MAIZE 3 781.77747 2342.3106 0.92607 -0.2099 0.71994 127.06 127.06 9.51E-08 34.91 1261000

32254 LVLLGVIGEPLSFVSPMVMLGR Oxidation (M) _LVLLGVIGEPLSFVSPMVM(ox)LGR_ B6U7D8_MAIZE 2 1172.1626 2342.3106 1.0865 0.067602 1.158 127.94 127.94 2.75E-68 83.32 3819200

32255 LVLLGVIGEPLSFVSPMVMLGR Oxidation (M) _LVLLGVIGEPLSFVSPMVM(ox)LGR_ B6U7D8_MAIZE 3 781.77747 2342.3106 0.89125 0.20635 1.1014 127.95 127.95 3.16E-15 49.44 3307500

32256 LVLLGVIGEPLSFVSPMVMLGR Oxidation (M) _LVLLGVIGEPLSFVSPMVM(ox)LGR_ B6U7D8_MAIZE 3 781.77747 2342.3106 0.95548 -0.12994 0.8294 130.58 130.58 2.33E-02 5.87 564310

32257 LVLLGVIGEPLSFVSPMVMLGR Unmodified _LVLLGVIGEPLSFVSPMVMLGR_ B6U7D8_MAIZE 3 776.44583 2326.3157 1.2649 0.36445 1.6315 129.29 129.29 7.58E-26 70.57 1832100

32258 LVLLGVIGEPLSFVSPMVMLGR Unmodified _LVLLGVIGEPLSFVSPMVMLGR_ B6U7D8_MAIZE 2 1164.1651 2326.3157 1.3517 0.10524 1.4592 129.29 129.29 9.69E-63 95.25 1656600
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32259 LVLNISVGESGDR Unmodified _LVLNISVGESGDR_ B4FCG9_MAIZE 2 679.86735 1357.7201 0.5877 -1.0725 -0.48713 77.429 77.429 1.56E-17 68.67 1986400

32260 LVLNISVGESGDR Unmodified _LVLNISVGESGDR_ B4FCG9_MAIZE 2 679.86735 1357.7201 0.49597 0.42335 0.91499 77.883 77.883 1.47E-03 65.28 146360

32261 LVLNISVGESGDR Unmodified _LVLNISVGESGDR_ B4FCG9_MAIZE 2 679.86735 1357.7201 0.57911 -0.26539 0.31021 77.354 77.354 6.20E-03 52.58 319550

32262 LVLNISVGESGDR Unmodified _LVLNISVGESGDR_ B4FCG9_MAIZE 2 679.86735 1357.7201 0.63587 0.32821 0.9599 78.086 78.086 1.47E-03 47.5 237660

32263 LVLNISVGESGDR Unmodified _LVLNISVGESGDR_ B4FCG9_MAIZE 2 679.86735 1357.7201 0.53361 -0.078619 0.45148 78.999 78.999 2.61E-08 47.78 719180

32264 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.078987 -0.12466 -0.22551 68.594 68.594 1.12E-01 24.46 19527000

32265 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.29176 0.093987 -0.21905 70.28 70.28 1.12E-01 29.17 1178800

32266 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.16915 0.083751 -0.10721 69.3 69.3 3.32E-02 27.71 2727900

32267 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.068179 0.019891 -0.071368 70.142 70.142 7.18E-01 26.04 4705200

32268 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.10561 0.037615 -0.090855 69.602 69.602 3.39E-01 36.22 6465100

32269 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.1576 0.27492 0.095024 69.699 69.699 3.39E-01 36.3 9308000

32270 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.14692 0.080361 -0.088653 69.931 69.931 1.12E-01 33.11 36330000

32271 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.15499 -0.11294 -0.2896 69.97 69.97 3.32E-02 29.52 29009000

32272 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.18799 0.026027 -0.18386 69.151 69.151 1.01E-02 28.89 21929000

32273 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.24079 70.827 70.827 4.98E-02 25.21

32274 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.24079 71.236 71.236 4.98E-02 36.51

32275 LVLPGELAK Unmodified _LVLPGELAK_ B4FSE9_MAIZE 2 470.29731 938.58007 -0.24079 71.57 71.57 2.17E-02 21.45

32276 LVLQCVEGR Unmodified _LVLQCVEGR_ B6TQC0_MAIZE 2 537.29223 1072.5699 0.07816 0.53276 0.61465 56.703 56.703 3.21E-03 48.91 1586300

32277 LVLQCVEGR Unmodified _LVLQCVEGR_ B6TQC0_MAIZE 2 537.29223 1072.5699 -0.011441 0.16054 0.15461 58.8 58.8 9.73E-03 42.7 1891700

32278 LVLSAVPSSYCSGQLDPLK Unmodified _LVLSAVPSSYCSGQLDPLK_ B6T6S5_MAIZE 2 1017.5324 2033.0503 1.216 0.052443 1.2677 93.459 93.459 5.48E-24 53.01 499070

32279 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.15204 -0.55676 -0.41646 58.503 58.503 5.66E-08 54.18 6342800

32280 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.032431 -1.2491 -1.2263 59.66 59.66 1.67E-02 26.02 208100

32281 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.10574 -0.55215 -0.45728 59.031 59.031 5.66E-08 52.99 2833100

32282 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.15561 -0.59415 -0.45065 60.583 60.583 4.43E-05 40.9 3325700

32283 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.10706 -0.60909 -0.51368 59.917 59.917 3.60E-06 40.33 12640000

32284 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.19169 -0.68783 -0.50676 60.461 60.461 4.43E-05 38.52 949410

32285 LVLTVNNPASK Unmodified _LVLTVNNPASK_ B6TVE3_MAIZE 2 578.34024 1154.6659 0.060488 -0.32133 -0.27314 61.909 61.909 1.67E-02 54.28 1516500

32286 LVLVAPTLPGGFLEPVR Unmodified _LVLVAPTLPGGFLEPVR_ B4FU03_MAIZE 2 889.53237 1777.0502 1.1619 0.041532 1.2086 115.18 115.18 5.62E-03 15.59 335180

32287 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.2413 -0.20796 1.033 64.296 64.296 1.00E+00 3.33 835560

32288 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.0637 -0.076541 0.98678 69.86 69.86 8.75E-03 39.02 50682

32289 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.0913 -0.30559 0.78522 65.776 65.776 6.12E-02 25.86 166500

32290 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.1813 -0.60058 0.58166 65.77 65.77 1.00E+00 3.7 293530

32291 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.1548 -0.4526 0.7024 66.181 66.181 1.00E+00 9.22 367430

32292 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.2591 -0.4498 0.80915 65.958 65.958 1.00E+00 22.46 743600
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32293 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.2225 -0.017879 1.2041 65.984 65.984 4.68E-01 24.4 918910

32294 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 1.1954 -0.43431 0.76167 65.775 65.775 8.63E-03 36.98 2070300

32295 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 2 509.3446 1016.6746 -0.032869 -0.093001 -0.1265 65.761 65.761 3.13E-03 51.85 334430

32296 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 3 339.89882 1016.6746 0.91858 -0.312 0.60639 68.521 68.521 8.63E-03 35.21 16886000

32297 LVLVHVLPK Unmodified _LVLVHVLPK_ B4FFW5_MAIZE 2 509.3446 1016.6746 -0.1936 -0.007089 -0.20139 68.508 68.508 3.89E-04 53.06 4152500

32298 LVMEAEEGR Oxidation (M) _LVM(ox)EAEEGR_ B4F9P0_MAIZE 2 525.25023 1048.4859 0.12602 0.4558 0.55808 33.707 33.707 1.12E-01 30.89 49527

32299 LVMEAEEGR Oxidation (M) _LVM(ox)EAEEGR_ B4F9P0_MAIZE 2 525.25023 1048.4859 0.10002 0.23338 0.31034 32.88 32.88 1.00E+00 18.01 22869

32300 LVMEAEEGR Unmodified _LVMEAEEGR_ B4F9P0_MAIZE 2 517.25277 1032.491 0.019642 1.0634 1.0535 45.744 45.744 9.73E-03 44.33 1129800

32301 LVMQAVVR Unmodified _LVMQAVVR_ B1P123_MAIZE 2 458.27586 914.53716 0.031588 -1.9275 -1.8947 54.748 54.748 1.65E-01 26.23 493770

32302 LVMQAVVR Unmodified _LVMQAVVR_ B1P123_MAIZE 2 458.27586 914.53716 -0.026937 -0.060694 -0.09121 56.67 56.67 5.06E-02 27.23 919630

32303 LVMQAVVR Unmodified _LVMQAVVR_ B1P123_MAIZE 2 458.27586 914.53716 -0.079818 0.28965 0.20657 57.539 57.539 7.88E-01 11.73 2018400

32304 LVMQAVVR Oxidation (M) _LVM(ox)QAVVR_ B1P123_MAIZE 2 466.27331 930.53207 0.030217 -0.15229 -0.12188 40.717 40.717 3.48E-02 36.31 137800

32305 LVMQAVVR Oxidation (M) _LVM(ox)QAVVR_ B1P123_MAIZE 2 466.27331 930.53207 -0.0084402 -0.39679 -0.40304 40.649 40.649 2.92E-02 23.94 240370

32306 LVMQAVVR Oxidation (M) _LVM(ox)QAVVR_ B1P123_MAIZE 2 466.27331 930.53207 -0.087247 -0.14476 -0.22983 41.42 41.42 2.34E-03 53.38 1249600

32307 LVNDAYAFLSDPSR Unmodified _LVNDAYAFLSDPSR_ B4FGJ9_MAIZE 2 784.39119 1566.7678 0.95839 0.31971 1.2673 87.873 87.873 7.68E-22 103.47 612870

32308 LVNDVGAVVNNDPEVNK Unmodified _LVNDVGAVVNNDPEVNK_ B5AMJ8_MAIZE 2 898.46287 1794.9112 1.1422 -0.29234 0.8509 64.357 64.357 3.42E-29 81.38 582080

32309 LVNDVGAVVNNDPEVNK Unmodified _LVNDVGAVVNNDPEVNK_ B5AMJ8_MAIZE 2 898.46287 1794.9112 1.0558 -0.34152 0.71525 64.604 64.604 8.28E-39 83.23 269900

32310 LVNDVGAVVNNDPEVNK Unmodified _LVNDVGAVVNNDPEVNK_ B5AMJ8_MAIZE 2 898.46287 1794.9112 1.1269 -0.047868 1.0801 65.21 65.21 3.42E-29 61.53 355780

32311 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.1151 0.41507 0.51668 63.948 63.948 3.32E-02 26.31 3662000

32312 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.077237 -0.26927 -0.20365 65.738 65.738 1.12E-01 6.88 2856000

32313 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.16726 0.39518 0.55018 65.117 65.117 1.12E-01 9 1895300

32314 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.014978 0.36713 0.37014 65.414 65.414 1.12E-01 7.9 1950500

32315 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.059624 -3.7835 -3.7292 65.509 65.509 3.13E-03 33.85 18511000

32316 LVNEFDQIK Unmodified _LVNEFDQIK_ B4FSZ7_MAIZE 2 553.29804 1104.5815 0.18077 -0.034649 0.13401 64.325 64.325 7.18E-01 0.81 124920

32317 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 0.024859 0.37387 0.40006 62.17 62.17 1.40E-01 15.22 1669000

32318 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 -0.12672 -0.20313 -0.3259 65.752 65.752 1.40E-01 24.26 107410

32319 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 -0.10643 0.25522 0.1509 63.261 63.261 1.40E-01 18.98 533650

32320 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 0.024564 -0.020131 0.0063995 64.276 64.276 1.00E+00 1.11 758710

32321 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 0.028063 0.32619 0.35726 63.673 63.673 3.45E-01 10.54 728030

32322 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 -0.013744 0.07731 0.065668 64.023 64.023 5.15E-02 18.14 710850

32323 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 3 448.90794 1343.702 -0.19268 -0.067883 -0.25617 66.046 66.046 1.73E-05 40.41 5234300

32324 LVNFTHLMPTR Oxidation (M) _LVNFTHLM(ox)PTR_ B4FEE3_MAIZE 2 672.85827 1343.702 0.50391 -0.078302 0.42946 66.048 66.048 3.82E-10 57.23 389840

32325 LVNFTHLMPTR Unmodified _LVNFTHLMPTR_ B4FEE3_MAIZE 3 443.5763 1327.7071 0.042069 0.14449 0.18483 76.053 76.053 4.33E-07 37.64 6375300

32326 LVNFTHLMPTR Unmodified _LVNFTHLMPTR_ B4FEE3_MAIZE 2 664.86081 1327.7071 0.5717 0.53087 1.1018 76.014 76.014 1.67E-02 53.9 1108500



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

32327 LVNFTHLMPTR Unmodified _LVNFTHLMPTR_ B4FEE3_MAIZE 3 443.5763 1327.7071 -0.14648 0.40658 0.25965 79.18 79.18 9.88E-04 30.71 1557500

32328 LVNHFVMEFK Oxidation (M) _LVNHFVM(ox)EFK_ B4FRL9_MAIZE 3 427.22164 1278.6431 0.084736 0.27259 0.35831 62.66 62.66 1.26E-02 23.89 761240

32329 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 3 420.89603 1259.6663 0.1842 -0.007978 0.17795 62.353 62.353 5.86E-01 7.67 1125100

32330 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 2 630.84041 1259.6663 0.40817 0.022189 0.43219 62.345 62.345 4.40E-02 39.87 394720

32331 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 2 630.84041 1259.6663 0.41148 -0.17894 0.23511 61.778 61.778 1.62E-03 42.35 747310

32332 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 3 420.89603 1259.6663 0.14671 -0.18053 -0.032669 61.797 61.797 1.26E-02 30.87 2323900

32333 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 2 630.84041 1259.6663 0.35106 0.11506 0.46728 62.194 62.194 4.40E-02 42.59 1006200

32334 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 3 420.89603 1259.6663 0.057155 -0.020688 0.039076 62.217 62.217 1.67E-03 34.94 3808200

32335 LVNHFVQEFK Unmodified _LVNHFVQEFK_ B6SZ69_MAIZE 3 420.89603 1259.6663 0.24079 0.26565 0.50608 61.498 61.498 5.86E-01 5.66 891720

32336 LVNLHSSTPAAAEATTSKPK Unmodified _LVNLHSSTPAAAEATTSKPK_ B4FBU2_MAIZE 4 506.52592 2022.0746 -0.15702 -0.37694 -0.54802 50.037 50.037 1.55E-03 23.37 676310

32337 LVNTLGTPK Unmodified _LVNTLGTPK_ B6ST94_MAIZE 2 471.78457 941.55458 -0.04426 0.15274 0.10608 44.219 44.219 1.01E-02 46.53 426220

32338 LVNTLGTPK Unmodified _LVNTLGTPK_ B6ST94_MAIZE 2 471.78457 941.55458 -0.21886 0.185 -0.034153 47.658 47.658 9.73E-03 33.06 448430

32339 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.63118 0.27756 0.89193 33.064 33.064 5.26E-01 30.34 251340

32340 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.75559 0.14071 0.87944 32.171 32.171 5.26E-01 28.21 65043

32341 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.89316 0.047592 0.92184 34.838 34.838 1.00E+00 8.02 134090

32342 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.81766 -0.044595 0.75588 34.015 34.015 1.00E+00 12.7 285880

32343 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.85912 -0.11581 0.72544 35.499 35.499 2.64E-01 32.94 392290

32344 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.94962 0.062413 0.99574 33.082 33.082 5.26E-01 26.06 154630

32345 LVNVER Unmodified _LVNVER_ B4FK49_MAIZE 2 365.21632 728.41809 0.55792 -0.53485 0.0063164 36.156 36.156 2.64E-01 36.11 5153400

32346 LVPAAAAVDAR Unmodified _LVPAAAAVDAR_ B6TFS9_MAIZE 2 527.3062 1052.5978 -0.00010581 -0.19689 -0.21635 50.415 50.415 3.83E-01 0.93 2075100

32347 LVPAAAAVDAR Unmodified _LVPAAAAVDAR_ B6TFS9_MAIZE 2 527.3062 1052.5978 0.019286 -0.12721 -0.12735 52.647 52.647 1.47E-01 12.3 628870

32348 LVPASLAIVNVGPGFR Unmodified _LVPASLAIVNVGPGFR_ B6TQS8_MAIZE 3 537.319 1608.9352 -0.016692 0.026456 0.011302 97.919 97.919 2.60E-01 13.5 602730

32349 LVPASLAIVNVGPGFR Unmodified _LVPASLAIVNVGPGFR_ B6TQS8_MAIZE 2 805.47486 1608.9352 1.0031 0.025835 1.0303 97.931 97.931 7.42E-06 39.98 408550

32350 LVPEYSPSLDEDGICK Unmodified _LVPEYSPSLDEDGICK_ Q9M640_MAIZE 2 911.43239 1820.8502 1.146 0.49984 1.6411 75.42 75.42 1.02E-04 58.51 738350

32351 LVPEYSPSLDEDGICK Unmodified _LVPEYSPSLDEDGICK_ Q9M640_MAIZE 2 911.43239 1820.8502 1.1704 -0.009707 1.1567 76.41 76.41 7.01E-14 78.91 679470

32352 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1729 0.63113 1.8061 104.42 104.42 1.06E-12 55.76 745020

32353 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.1109 0.3938 1.5065 104.41 104.41 1.39E-03 13.52 654620

32354 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.3422 0.42329 1.7682 104.9 104.9 4.97E-06 68.17 273300

32355 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.0401 0.55748 1.5993 104.87 104.87 4.17E-01 4.79 275740

32356 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1275 0.46703 1.5972 105 105 1.32E-07 54.7 584970

32357 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.0903 0.44403 1.5367 105 105 3.54E-06 54.17 477790

32358 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1443 0.40196 1.549 105.02 105.02 1.06E-12 102.31 703800

32359 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.1416 0.12604 1.2707 104.54 104.54 9.30E-07 41.29 693570

32360 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.2056 0.31774 1.5263 104.51 104.51 1.32E-07 55.57 1026500
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32361 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1518 0.38938 1.5442 105.29 105.29 5.36E-22 85.14 2231700

32362 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.1049 0.079977 1.187 105.3 105.3 8.12E-10 58.82 1393100

32363 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.0738 -0.023437 1.0532 104.85 104.85 7.29E-08 69.49 9493700

32364 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1258 0.11267 1.2412 104.86 104.86 2.53E-26 69.82 12211000

32365 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.1142 0.33458 1.4515 105.33 105.33 5.43E-06 36.69 183000

32366 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 2 1305.1239 2608.2333 1.0691 0.049062 1.1215 106.71 106.71 1.54E-06 47.44 197790

32367 LVPFNPEYQDESVLWTESGDVGK Unmodified _LVPFNPEYQDESVLWTESGDVGK_ B4G0K5_MAIZE 3 870.41838 2608.2333 1.0825 -0.2197 0.86662 106.74 106.74 4.26E-05 24.27 160390

32368 LVPGWTKPICIGR Unmodified _LVPGWTKPICIGR_ B4G249_MAIZE 2 748.92394 1495.8333 0.83271 0.034358 0.87255 73.464 73.464 3.13E-02 41.03 1099600

32369 LVPGWTKPICIGR Unmodified _LVPGWTKPICIGR_ B4G249_MAIZE 3 499.61839 1495.8333 -0.046037 -0.10068 -0.14082 73.47 73.47 1.00E+00 2.03 3816500

32370 LVPGWTKPICIGR Unmodified _LVPGWTKPICIGR_ B4G249_MAIZE 2 748.92394 1495.8333 0.80781 -0.009467 0.80473 74.448 74.448 9.54E-02 30.08 238160

32371 LVPGWTKPICIGR Unmodified _LVPGWTKPICIGR_ B4G249_MAIZE 2 748.92394 1495.8333 0.81599 -0.16767 0.65452 74.82 74.82 3.13E-02 26.84 404790

32372 LVPLLLSPNK Unmodified _LVPLLLSPNK_ B4FJT5_MAIZE 2 547.35262 1092.6907 -0.04753 0.18529 0.1163 80.47 80.47 1.25E-02 29.03 4318600

32373 LVPLLTEAGAIAGSASK Unmodified _LVPLLTEAGAIAGSASK_ B6THA1_MAIZE 3 533.31017 1596.9087 -0.185 0.082475 -0.11879 106.76 106.76 4.10E-01 16.26 669820

32374 LVPLLTEAGAIAGSASK Unmodified _LVPLLTEAGAIAGSASK_ B6THA1_MAIZE 2 799.46161 1596.9087 0.93765 0.02849 0.95009 101.37 101.37 8.28E-39 85.16 221270

32375 LVPLLTEAGAIVTAR Unmodified _LVPLLTEAGAIVTAR_ B6SN61_MAIZE 3 508.64337 1522.9083 -0.10148 -0.13434 -0.24446 123.09 123.09 1.00E+00 13.86 22268

32376 LVPLLTEAGAIVTAR Unmodified _LVPLLTEAGAIVTAR_ B6SN61_MAIZE 2 762.46142 1522.9083 0.8184 0.14785 0.95668 111.84 111.84 1.04E-33 106.48 618710

32377 LVPLLTEAGAIVTAR Unmodified _LVPLLTEAGAIVTAR_ B6SN61_MAIZE 3 508.64337 1522.9083 -0.13575 -0.028124 -0.17335 111.86 111.86 5.62E-02 23.89 458930

32378 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.2805 0.10657 -0.17312 62.138 62.138 7.18E-01 9.09 737010

32379 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.16974 0.19835 0.028506 61.311 61.311 7.18E-01 8.11 1202000

32380 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.054777 0.32073 0.26558 62.63 62.63 1.00E+00 5.29 2237000

32381 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.074788 0.36199 0.28612 61.981 61.981 1.00E+00 13.34 3182200

32382 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.12331 0.36966 0.245 62.417 62.417 1.00E+00 17.16 2539900

32383 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.053665 0.9633 0.90849 62.378 62.378 3.39E-01 19.04 2962700

32384 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.15126 0.30334 0.15065 62.767 62.767 3.39E-01 22.16 12318000

32385 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.25149 0.016088 -0.23505 61.104 61.104 1.01E-02 36.97 76230000

32386 LVPVGYGIK Unmodified _LVPVGYGIK_ B6SLK4_MAIZE 2 473.29203 944.5695 -0.23543 0.30907 0.074336 63.946 63.946 1.12E-01 22.15 3441200

32387 LVPYNPDFLDESVLWTESR Unmodified _LVPYNPDFLDESVLWTESR_ B6STP1_MAIZE 2 1140.5628 2279.111 1.2371 0.19092 1.4252 119.69 119.69 4.53E-07 89.63 500270

32388 LVPYNPDFLDESVLWTESR Unmodified _LVPYNPDFLDESVLWTESR_ B6STP1_MAIZE 3 760.71095 2279.111 0.90717 0.23054 1.1349 121.08 121.08 2.45E-02 19.61 461840

32389 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.1969 0.22046 1.4112 93.916 93.916 4.53E-07 68.06 659510

32390 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.2502 0.1922 1.4366 94.399 94.399 4.53E-07 85.16 255510

32391 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.1551 0.16058 1.3093 94.603 94.603 4.53E-07 76.94 356750

32392 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.1663 0.20107 1.361 94.44 94.44 1.06E-14 74.05 619440

32393 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.2738 -0.023727 1.2441 94.02 94.02 5.48E-24 79.94 482500

32394 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.1982 0.06521 1.258 94.658 94.658 4.44E-10 70.36 973800
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32395 LVPYNPDYQDESVLWTESR Unmodified _LVPYNPDYQDESVLWTESR_ B4FUK7_MAIZE 2 1156.0475 2310.0804 1.1679 0.22459 1.3867 94.203 94.203 5.48E-24 84.57 9965200

32396 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1774 0.088525 1.2601 92.309 92.309 5.89E-20 95.07 2185000

32397 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 3 751.69893 2252.075 0.86536 0.22174 1.0814 92.321 92.321 2.84E-03 36.95 983890

32398 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.256 -0.032458 1.219 95.193 95.193 8.65E-01 29.87 19224

32399 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.192 0.44439 1.6307 92.83 92.83 4.53E-07 52.2 370780

32400 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1279 0.42103 1.5432 92.982 92.982 1.06E-14 68.98 970770

32401 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1296 0.37853 1.5023 92.792 92.792 5.89E-20 89.79 1489700

32402 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.2129 0.27982 1.4877 92.413 92.413 2.86E-31 102.79 1560200

32403 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1592 0.031073 1.1845 92.937 92.937 1.06E-14 99.48 4482500

32404 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 3 751.69893 2252.075 0.83476 -0.099917 0.72897 92.927 92.927 4.09E-04 47.6 2702900

32405 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1545 -0.085363 1.0641 92.579 92.579 5.48E-24 97.1 26640000

32406 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 3 751.69893 2252.075 0.77074 0.12022 0.88484 92.569 92.569 4.09E-04 32.46 13778000

32407 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.2059 1.0577 2.2575 92.704 92.704 5.48E-24 69.73 349990

32408 LVPYNPGYQDESVLWTESR Unmodified _LVPYNPGYQDESVLWTESR_ B4G0K5_MAIZE 2 1127.0448 2252.075 1.1308 0.33336 1.4585 93.829 93.829 1.06E-14 77.89 901140

32409 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 0.0040452 0.20947 0.19375 37.78 37.78 7.88E-01 11.64 254200

32410 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 0.16664 0.04876 0.19558 40.383 40.383 7.88E-01 15.96 440830

32411 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 0.071632 0.015722 0.066809 40.356 40.356 1.65E-01 24.44 591370

32412 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 0.044322 0.60416 0.62792 52 52 1.00E+00 0.76 1036800

32413 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 0.056288 0.23755 0.27331 70.449 70.449 7.88E-01 14.51 1035200

32414 LVQEAGLK Unmodified _LVQEAGLK_ AMYB_MAIZE 2 429.25819 856.50182 -0.0069051 1.1743 1.1446 52.645 52.645 3.77E-01 12.06 8634800

32418 LVQGSLLK Unmodified _LVQGSLLK_ PCNA_MAIZE Q 2 429.27638 856.5382 0.14522 -0.77605 -0.6421 50.029 50.029 7.88E-01 13.66 2720600

32419 LVQGSLLK Unmodified _LVQGSLLK_ PCNA_MAIZE Q 2 429.27638 856.5382 0.080011 0.28 0.34711 41.455 41.455 5.06E-02 19.46 1335500

32420 LVQHQPTQHPTSEELSIGK Unmodified _LVQHQPTQHPTSEELSIGK_ B6TG58_MAIZE 4 533.0301 2128.0913 -0.029657 0.13865 0.10631 47.733 47.733 1.00E+00 3.7 1078600

32421 LVQHQPTQHPTSEELSIGK Unmodified _LVQHQPTQHPTSEELSIGK_ B6TG58_MAIZE 4 533.0301 2128.0913 -0.11302 -0.38295 -0.49635 51.579 51.579 3.70E-01 14.79 2722000

32422 LVQHQPTQHPTSEELSIGK Unmodified _LVQHQPTQHPTSEELSIGK_ B6TG58_MAIZE 3 710.37104 2128.0913 0.66613 0.054063 0.71909 51.574 51.574 5.53E-03 30.78 589000

32423 LVQHQPTQYPTSEELSIGR Unmodified _LVQHQPTQYPTSEELSIGR_ B4FPT6_MAIZE 3 728.37456 2182.1018 0.72255 -0.36001 0.35874 66.145 66.145 2.77E-04 67.85 349490

32424 LVQIEHALTAVGSGQTSLGIK Unmodified _LVQIEHALTAVGSGQTSLGIK_ B4FFX7_MAIZE 2 1061.597 2121.1794 1.1607 -0.51803 0.6428 87.373 87.373 1.44E-84 105.97 692520

32425 LVQIEHALTAVGSGQTSLGIK Unmodified _LVQIEHALTAVGSGQTSLGIK_ B4FFX7_MAIZE 3 708.06707 2121.1794 0.62636 -0.51803 0.10836 87.661 87.661 2.97E-04 63.18 8846900

32426 LVQIEHALTAVGSGQTSLGIK Unmodified _LVQIEHALTAVGSGQTSLGIK_ B4FFX7_MAIZE 3 708.06707 2121.1794 0.67214 0.015717 0.68752 89.296 89.296 1.00E+00 9.54 244770

32427 LVQPPEGTFF Unmodified _LVQPPEGTFF_ B6SK03_MAIZE 2 567.79513 1133.5757 0.021794 0.21855 0.25631 95.687 95.687 1.45E-01 13.26 2277500

32428 LVQSGVDSGAR Unmodified _LVQSGVDSGAR_ B4G066_MAIZE 2 544.78837 1087.5622 0.076954 0.15899 0.24353 32.738 32.738 3.60E-06 51.5 504030

32429 LVQSGVDSGAR Unmodified _LVQSGVDSGAR_ B4G066_MAIZE 2 544.78837 1087.5622 0.074297 0.13127 0.21333 34.257 34.257 3.60E-06 49.21 334620

32430 LVQSGVDSGAR Unmodified _LVQSGVDSGAR_ B4G066_MAIZE 2 544.78837 1087.5622 0.15522 0.30688 0.4695 33.352 33.352 3.60E-06 51.52 187780

32431 LVQSGVDSGAR Unmodified _LVQSGVDSGAR_ B4G066_MAIZE 2 544.78837 1087.5622 0.090424 -0.019038 0.079194 34.157 34.157 4.48E-03 44.06 307620



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

32432 LVQSGVDSGAR Unmodified _LVQSGVDSGAR_ B4G066_MAIZE 2 544.78837 1087.5622 0.060961 -0.071355 -0.0030901 34.271 34.271 3.60E-06 56.48 1768700

32433 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.87991 -0.30823 0.57874 79.85 79.85 1.00E-11 59.77 1968600

32434 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.92123 0.73882 1.6671 79.918 79.918 9.54E-02 25.59 23586

32435 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.64909 -0.9301 -0.27185 82.042 82.042 4.35E-18 71.22 6447500

32436 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.87177 -0.30347 0.57542 80.582 80.582 2.50E-15 64.99 789340

32437 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.88972 0.45958 1.356 80.977 80.977 4.68E-05 50.75 553260

32438 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.91702 0.45278 1.3759 80.601 80.601 1.47E-03 57.88 626980

32439 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.89295 1.9186 2.8162 104.61 104.61 1.00E+00 7.22 117960

32440 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.89685 0.29252 1.1961 80.315 80.315 6.20E-03 49.15 604130

32441 LVQSPNSFFMDVK Oxidation (M) _LVQSPNSFFM(ox)DVK_ Q9ZQX9_MAIZE 2 764.37923 1526.7439 0.85214 0.39635 1.2559 81.952 81.952 6.20E-03 42.56 384360

32442 LVQSPNSFFMDVK Unmodified _LVQSPNSFFMDVK_ Q9ZQX9_MAIZE 2 756.38178 1510.749 0.79504 -0.52564 0.27401 86.208 86.208 1.56E-17 71.09 7459100

32443 LVQSPNSFFMDVK Unmodified _LVQSPNSFFMDVK_ Q9ZQX9_MAIZE 2 756.38178 1510.749 0.74491 -0.56897 0.18134 88.945 88.945 1.00E-11 36.52 370800

32444 LVQSPNSFFMDVK Unmodified _LVQSPNSFFMDVK_ Q9ZQX9_MAIZE 2 756.38178 1510.749 0.88529 -0.095711 0.79478 87.072 87.072 1.56E-17 56.46 803170

32445 LVSAAGTGFFYVK Unmodified _LVSAAGTGFFYVK_ B6T030_MAIZE 2 680.369 1358.7234 0.51398 -0.51357 0.010781 85.817 85.817 1.47E-03 68.39 103640

32446 LVSAGIVQMR Oxidation (M) _LVSAGIVQM(ox)R_ B4FA63_MAIZE 2 545.30788 1088.6012 0.063357 0.16885 0.22793 52.763 52.763 7.11E-01 12.38 701070

32447 LVSAGIVQMR Oxidation (M) _LVSAGIVQM(ox)R_ B4FA63_MAIZE 2 545.30788 1088.6012 0.037828 0.21391 0.24774 52.085 52.085 1.84E-04 51.75 1701100

32448 LVSAGIVQMR Oxidation (M) _LVSAGIVQM(ox)R_ B4FA63_MAIZE 2 545.30788 1088.6012 -0.050837 0.19703 0.14324 52.836 52.836 9.99E-05 35.41 3887400

32449 LVSAGIVQMR Unmodified _LVSAGIVQMR_ B4FA63_MAIZE 2 537.31043 1072.6063 -0.048382 0.32673 0.27207 64.117 64.117 1.62E-03 51.95 1270900

32450 LVSDAMTTEGSAK Unmodified _LVSDAMTTEGSAK_ Q9M585_MAIZE 2 655.31884 1308.6231 0.53168 0.25234 0.77726 45.595 45.595 1.47E-03 57.89 623850

32451 LVSDAMTTEGSAK Unmodified _LVSDAMTTEGSAK_ Q9M585_MAIZE 2 655.31884 1308.6231 0.51701 0.55796 1.0675 47.767 47.767 1.47E-03 67.03 1088500

32452 LVSDAMTTEGSAK Unmodified _LVSDAMTTEGSAK_ Q9M585_MAIZE 2 655.31884 1308.6231 0.4155 0.21804 0.62559 48.548 48.548 1.56E-17 75.29 3511400

32453 LVSDAMTTEGSAK Oxidation (M) _LVSDAM(ox)TTEGSAK_ Q9M585_MAIZE 2 663.3163 1324.618 0.54492 0.07628 0.6179 34.094 34.094 1.00E-11 65.93 162540

32454 LVSDAMTTEGSAK Oxidation (M) _LVSDAM(ox)TTEGSAK_ Q9M585_MAIZE 2 663.3163 1324.618 0.57926 -0.074493 0.5008 33.194 33.194 1.15E-02 52.37 126340

32455 LVSDAMTTEGSAK Oxidation (M) _LVSDAM(ox)TTEGSAK_ Q9M585_MAIZE 2 663.3163 1324.618 0.61374 -0.060953 0.54889 34.019 34.019 2.61E-08 70.31 135070

32456 LVSDAMTTEGSAK Oxidation (M) _LVSDAM(ox)TTEGSAK_ Q9M585_MAIZE 2 663.3163 1324.618 0.53439 -0.047978 0.4831 34.129 34.129 4.93E-21 69.07 646570

32457 LVSDAMTTEGSAK Oxidation (M) _LVSDAM(ox)TTEGSAK_ Q9M585_MAIZE 2 663.3163 1324.618 0.4928 -0.084759 0.40441 34.857 34.857 1.88E-16 75.57 2031100

32458 LVSDEIIINLLSK Unmodified _LVSDEIIINLLSK_ B6SLP1_MAIZE 2 728.9347 1455.8548 0.75013 0.28698 1.0132 120.46 120.46 2.61E-08 44.31 499090

32459 LVSDEIIINLLSR Unmodified _LVSDEIIINLLSR_ B6THB3_MAIZE 2 742.93777 1483.861 0.8415 0.27118 1.09 122.1 122.1 2.61E-08 55.43 161740

32460 LVSDEIIINLLSR Unmodified _LVSDEIIINLLSR_ B6THB3_MAIZE 3 495.62761 1483.861 0.060096 -1.1831 -1.1425 122.06 122.06 1.00E+00 5 42339

32461 LVSEAGIGTVASGVSK Unmodified _LVSEAGIGTVASGVSK_ GLTB_MAIZE 2 737.90921 1473.8039 0.77812 -0.08271 0.69866 64.906 64.906 9.46E-03 42.22 122420

32462 LVSEGYVLTVLAPNDEAMAR Oxidation (M) _LVSEGYVLTVLAPNDEAM(ox)AR_ B6TRG3_MAIZE 2 1082.5514 2163.0882 1.2097 -0.030171 1.17 98.474 98.474 2.51E-05 35.8 747740

32463 LVSGGFDSVVK Unmodified _LVSGGFDSVVK_ B4FQL2_MAIZE 2 554.30586 1106.5972 0.056986 0.1993 0.27596 63.117 63.117 1.47E-01 21.62 2910400

32464 LVSGGFDSVVK Unmodified _LVSGGFDSVVK_ B4FQL2_MAIZE 2 554.30586 1106.5972 0.084531 -0.32291 -0.21663 64.797 64.797 4.48E-03 32.24 482290

32465 LVSGGFDSVVK Unmodified _LVSGGFDSVVK_ B4FQL2_MAIZE 2 554.30586 1106.5972 0.099842 -0.34816 -0.22743 64.194 64.194 4.48E-03 35.23 394360
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32466 LVSGGFDSVVK Unmodified _LVSGGFDSVVK_ B4FQL2_MAIZE 2 554.30586 1106.5972 0.045987 0.1705 0.23693 64.871 64.871 4.96E-02 18.38 577210

32467 LVSGGFDSVVK Unmodified _LVSGGFDSVVK_ B4FQL2_MAIZE 2 554.30586 1106.5972 0.0099064 0.18434 0.21399 63.457 63.457 4.48E-03 27.96 1285400

32468 LVSGLIPDAGTIHAHGQETVK Unmodified _LVSGLIPDAGTIHAHGQETVK_ B4F9K0_MAIZE 4 536.54311 2142.1433 -0.057811 -0.24594 -0.29944 68.938 68.938 1.74E-01 13.49 10476000

32469 LVSGLIPDAGTIHAHGQETVK Unmodified _LVSGLIPDAGTIHAHGQETVK_ B4F9K0_MAIZE 3 715.05505 2142.1433 0.68836 -0.22681 0.4658 68.88 68.88 3.16E-03 29.68 3232100

32470 LVSGSTTLVEASTVEQIR Unmodified _LVSGSTTLVEASTVEQIR_ MI25_MAIZE 2 945.51256 1889.0106 1.0795 0.059967 1.1413 80.905 80.905 1.18E-19 90.44 480710

32471 LVSGTDMSVTR Unmodified _LVSGTDMSVTR_ B6T5Z1_MAIZE 2 583.29771 1164.5809 0.21535 -1.0343 -0.80642 49.809 49.809 4.43E-05 51.26 2866900

32472 LVSGTDMSVTR Unmodified _LVSGTDMSVTR_ B6T5Z1_MAIZE 2 583.29771 1164.5809 0.083847 -0.049164 0.046032 52.655 52.655 3.60E-06 52.06 4874700

32473 LVSGTDMSVTR Oxidation (M) _LVSGTDM(ox)SVTR_ B6T5Z1_MAIZE 2 591.29517 1180.5758 0.19646 -0.42973 -0.2169 36.059 36.059 3.57E-04 55.56 96137

32474 LVSGTDMSVTR Oxidation (M) _LVSGTDM(ox)SVTR_ B6T5Z1_MAIZE 2 591.29517 1180.5758 0.28834 -0.31494 -0.01207 39.046 39.046 1.47E-01 28.14 137960

32475 LVSGTDMSVTR Oxidation (M) _LVSGTDM(ox)SVTR_ B6T5Z1_MAIZE 2 591.29517 1180.5758 0.29303 -0.23684 0.072244 38.18 38.18 1.67E-02 48.3 153340

32476 LVSGTDMSVTR Oxidation (M) _LVSGTDM(ox)SVTR_ B6T5Z1_MAIZE 2 591.29517 1180.5758 0.15301 0.25169 0.41936 39.933 39.933 3.57E-04 74.38 1861200

32477 LVSLGIKPVFLTGR Unmodified _LVSLGIKPVFLTGR_ B6TV55_MAIZE 3 500.64845 1498.9235 -0.12481 -0.0705 -0.193 90.896 90.896 1.87E-13 37.89 3045200

32478 LVSLGIKPVFLTGR Unmodified _LVSLGIKPVFLTGR_ B6TV55_MAIZE 2 750.46904 1498.9235 0.82814 -0.30534 0.52492 90.894 90.894 3.51E-02 47.22 298620

32479 LVSLGIKPVFLTGR Unmodified _LVSLGIKPVFLTGR_ B6TV55_MAIZE 3 500.64845 1498.9235 -0.172 0.030841 -0.13898 92.804 92.804 1.32E-03 43.13 865130

32480 LVSQLGK Unmodified _LVSQLGK_ Q9SAZ6_MAIZE 2 372.73435 743.45414 0.77268 -0.050373 0.71143 35.747 35.747 7.83E-01 12.81 812540

32481 LVSQLGK Unmodified _LVSQLGK_ Q9SAZ6_MAIZE 2 372.73435 743.45414 0.61244 -0.080213 0.52308 34.743 34.743 8.04E-02 31.16 803780

32482 LVSQLGK Unmodified _LVSQLGK_ Q9SAZ6_MAIZE 2 372.73435 743.45414 0.73339 -0.18107 0.5411 37.428 37.428 8.04E-02 33.96 799180

32483 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.76445 -0.21548 0.54132 109.3 109.3 2.00E-19 76.55 6232500

32484 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 3 491.95936 1472.8562 -0.0025536 -0.318 -0.32847 109.13 109.13 1.00E+00 0.42 760850

32485 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.75724 -0.24511 0.50432 109.97 109.97 3.40E-25 82.15 3973600

32486 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 3 491.95936 1472.8562 -0.16305 -0.023095 -0.19447 109.91 109.91 5.17E-02 32.01 1120300

32487 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.73831 -0.25522 0.47614 110.11 110.11 3.40E-25 98.59 5322400

32488 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 3 491.95936 1472.8562 -0.037185 -0.21992 -0.26453 110.08 110.08 6.81E-01 24.39 1549600

32489 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.74435 -0.33765 0.39914 110.34 110.34 3.40E-25 87.68 4372200

32490 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.75726 -0.21633 0.53407 110.33 110.33 7.68E-22 101.19 1361900

32491 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 3 491.95936 1472.8562 -0.029387 -0.23873 -0.27634 110.25 110.25 1.00E+00 2.78 306710

32492 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.74439 -0.3338 0.40367 111.07 111.07 2.09E-30 95.47 9388400

32493 LVSQVISSLTASLR Unmodified _LVSQVISSLTASLR_ B6SPX4_MAIZE 2 737.4354 1472.8562 0.81457 0.063129 0.86999 112.99 112.99 1.95E-13 59.09 220830

32494 LVSVHSSQQIYTR Unmodified _LVSVHSSQQIYTR_ B4FSL2_MAIZE 2 759.40717 1516.7998 0.80076 0.29052 1.0898 52.235 52.235 2.61E-08 75.06 732500

32495 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0791 -0.11297 0.95565 89.618 89.618 3.40E-25 94.84 9022900

32496 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.165 -0.15391 1.0009 91.446 91.446 3.49E-01 29.33 18305

32497 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.1043 -0.070975 1.0223 90.052 90.052 2.00E-19 110.43 4124000

32498 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0817 0.069407 1.1399 90.421 90.421 2.00E-19 94.42 3692300

32499 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0406 -0.046793 0.98333 90.16 90.16 2.00E-19 81.11 5524700
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32500 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0968 -0.026783 1.0594 89.849 89.849 2.00E-19 102.38 3860300

32501 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0928 0.066377 1.1474 90.317 90.317 2.00E-19 95.87 4423600

32502 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.0719 -0.4099 0.65153 90.168 90.168 2.00E-19 80.71 47528000

32503 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 3 596.93739 1787.7903 0.18444 0.46549 0.63822 90.016 90.016 7.27E-01 10.22 2757600

32504 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.068 0.02371 1.0809 89.771 89.771 2.00E-19 80.35 1080500

32505 LVSWYDNEWGYSNR Unmodified _LVSWYDNEWGYSNR_ B6SJZ8_MAIZE 2 894.90245 1787.7903 1.082 0.26724 1.3387 91.038 91.038 2.00E-19 97.45 724340

32506 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0731 -0.23969 0.82764 91.422 91.422 7.68E-22 118.78 14415000

32507 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.1223 -0.16761 0.9501 93.221 93.221 2.25E-03 33.1 47291

32508 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0896 0.009295 1.0935 91.883 91.883 2.00E-19 94.8 3674400

32509 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0775 0.032943 1.1046 92.15 92.15 7.64E-09 74.07 4294500

32510 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0317 0.048454 1.0746 91.914 91.914 7.68E-22 78.48 6809100

32511 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.1036 -0.009774 1.0887 91.606 91.606 1.95E-13 80.03 4003100

32512 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.1112 0.049935 1.1556 91.998 91.998 1.95E-13 69.41 1653800

32513 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.09 -0.16168 0.92252 91.87 91.87 7.68E-22 83.53 19048000

32514 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0463 0.20156 1.2421 91.636 91.636 2.00E-19 68.3 957800

32515 LVSWYDNEWGYSTR Unmodified _LVSWYDNEWGYSTR_ G3PE_MAIZE 2 888.40483 1774.7951 1.0363 -0.34057 0.69046 92.896 92.896 7.64E-09 82.96 795710

32516 LVTDKHEWGFMQSSPDEASLLR Oxidation (M) _LVTDKHEWGFM(ox)QSSPDEASLLR_ B4G080_MAIZE 3 854.74796 2561.222 0.99213 -0.40347 0.58566 79.543 79.543 9.18E-07 48.64 2315300

32517 LVTDKHEWGFMQSSPDEASLLR Unmodified _LVTDKHEWGFMQSSPDEASLLR_ B4G080_MAIZE 4 637.31406 2545.2271 0.32804 -0.096426 0.22658 88.844 88.844 7.91E-01 6 4172500

32518 LVTDKHEWGFMQSSPDEASLLR Unmodified _LVTDKHEWGFMQSSPDEASLLR_ B4G080_MAIZE 3 849.41632 2545.2271 1.0456 -0.37656 0.66487 88.835 88.835 5.99E-10 64.78 776540

32519 LVTEALLPLLQLSSSGR Unmodified _LVTEALLPLLQLSSSGR_ B6T2Z1_MAIZE 2 899.02765 1796.0407 1.1254 0.25997 1.3715 121.55 121.55 5.62E-03 25 550130

32520 LVTEALLPLLQLSSSGR Unmodified _LVTEALLPLLQLSSSGR_ B6T2Z1_MAIZE 3 599.68753 1796.0407 0.22843 0.29449 0.50895 121.55 121.55 2.56E-01 19.1 337150

32521 LVTGSLAYDDIWFGGR Unmodified _LVTGSLAYDDIWFGGR_ B6UHK5_MAIZE 2 885.44649 1768.8784 1.221 0.18855 1.4161 106.27 106.27 4.21E-20 66.56 224610

32522 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.043389 0.057068 0.009563 68.809 68.809 3.21E-03 42.07 7633600

32523 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.11652 0.057869 -0.062872 69.508 69.508 7.18E-01 14.32 1561600

32524 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.028473 0.07741 0.046128 70.323 70.323 1.01E-02 32.3 2048300

32525 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.082895 0.1868 0.10045 69.851 69.851 1.01E-02 51.28 2196600

32526 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.041522 0.59304 0.54665 70.05 70.05 3.39E-01 15.34 2300600

32527 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.096841 0.051777 -0.049033 70.133 70.133 1.00E+00 6.1 1215600

32528 LVTPLTLQR Unmodified _LVTPLTLQR_ B6T4E7_MAIZE 2 520.82677 1039.639 -0.16376 -0.049638 -0.21579 69.362 69.362 1.01E-02 36.69 11593000

32529 LVTVEDIVR Unmodified _LVTVEDIVR_ B4FAE5_MAIZE 2 522.30841 1042.6023 -0.11755 -0.33423 -0.44731 77.009 77.009 3.32E-02 33.57 3082100

32530 LVTVEDIVR Unmodified _LVTVEDIVR_ B4FAE5_MAIZE 2 522.30841 1042.6023 -0.043784 -0.47034 -0.51081 77.574 77.574 1.01E-02 36.69 5162900

32531 LVTVEDIVR Unmodified _LVTVEDIVR_ B4FAE5_MAIZE 2 522.30841 1042.6023 -0.032451 -0.2819 -0.30974 77.199 77.199 3.32E-02 25.7 2960400

32532 LVTVEDIVR Unmodified _LVTVEDIVR_ B4FAE5_MAIZE 2 522.30841 1042.6023 -0.039614 0.066924 0.030204 76.956 76.956 1.12E-01 26.17 869220

32533 LVTVEDIVR Unmodified _LVTVEDIVR_ B4FAE5_MAIZE 2 522.30841 1042.6023 -0.072295 -0.51389 -0.58142 78.408 78.408 1.00E+00 8.78 170890
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32534 LVTVHDPISLDDGNLELALHGSFLPVPSPEK Unmodified _LVTVHDPISLDDGNLELALHGSFLPVPSPEK_ B6U262_MAIZE 4 828.18959 3308.7293 0.98829 -0.67456 0.31568 115.85 115.85 1.00E+00 2.51 95938

32535 LVTVHDPISLDDGNLELALHGSFLPVPSPEK Unmodified _LVTVHDPISLDDGNLELALHGSFLPVPSPEK_ B6U262_MAIZE 4 828.18959 3308.7293 1.0176 0.06361 1.0816 116.6 116.6 8.54E-02 21.32 468290

32536 LVTVVNPGNPSGAFIPR Unmodified _LVTVVNPGNPSGAFIPR_ B6TMW7_MAIZE 2 869.48595 1736.9574 1.1319 0.072746 1.2114 83.575 83.575 1.43E-21 68.46 747310

32537 LVTVVNPGNPSGAFIPR Unmodified _LVTVVNPGNPSGAFIPR_ B6TMW7_MAIZE 2 869.48595 1736.9574 1.0591 -0.076688 0.98973 84.181 84.181 2.72E-05 41.16 176900

32538 LVTVVNPGNPSGAFIPR Unmodified _LVTVVNPGNPSGAFIPR_ B6TMW7_MAIZE 2 869.48595 1736.9574 1.1113 -0.010896 1.1078 84.129 84.129 1.37E-17 73.38 166600

32539 LVTVVNPGNPSGAFIPR Unmodified _LVTVVNPGNPSGAFIPR_ B6TMW7_MAIZE 2 869.48595 1736.9574 1.0925 -0.16192 0.93808 84.073 84.073 1.43E-21 76.01 714320

32540 LVVALWNR Unmodified _LVVALWNR_ B4FA27_MAIZE 2 485.79527 969.57599 -0.062572 0.041168 -0.034841 80.066 80.066 3.48E-02 42.77 2037500

32541 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.042212 -0.43948 -0.47815 48.171 48.171 1.62E-03 47.32 8565600

32542 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.12005 -0.16354 -0.2808 47.954 47.954 4.40E-02 36.32 3073700

32543 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.037153 -0.31408 -0.34753 50.367 50.367 4.40E-05 66.05 4393000

32544 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.057055 -0.34355 -0.39596 49.922 49.922 4.40E-02 51.55 6193300

32545 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.054839 0.004962 -0.046906 50.145 50.145 5.76E-06 62.22 725610

32546 LVVANVGDSR Unmodified _LVVANVGDSR_ B4F7V3_MAIZE 2 515.28801 1028.5615 -0.094179 -0.24892 -0.33985 48.187 48.187 1.62E-03 62.7 2220500

32547 LVVAPQNFVIK Unmodified _LVVAPQNFVIK_ B6SIM7_MAIZE 2 614.37662 1226.7387 0.32614 -0.11126 0.21434 81.021 81.021 1.47E-01 21.13 898680

32548 LVVAPQNFVIK Unmodified _LVVAPQNFVIK_ B6SIM7_MAIZE 2 614.37662 1226.7387 0.28629 0.032124 0.31738 81.801 81.801 3.83E-01 12.85 190330

32549 LVVAPQNFVIK Unmodified _LVVAPQNFVIK_ B6SIM7_MAIZE 2 614.37662 1226.7387 0.3638 -0.23462 0.12791 81.75 81.75 1.67E-02 20.83 283160

32550 LVVAPQNFVIK Unmodified _LVVAPQNFVIK_ B6SIM7_MAIZE 2 614.37662 1226.7387 0.17165 -0.11706 0.053638 81.53 81.53 6.35E-09 59.97 9452000

32551 LVVAPQNFVIK Unmodified _LVVAPQNFVIK_ B6SIM7_MAIZE 2 614.37662 1226.7387 0.23636 0.14251 0.37714 83.27 83.27 4.48E-03 19.59 1218900

32552 LVVATGGGAVIR Unmodified _LVVATGGGAVIR_ B4FPS0_MAIZE 2 556.84295 1111.6713 0.11624 -0.54095 -0.41169 58.197 58.197 4.56E-01 22.73 325180

32553 LVVATGGGAVIRPINWSYMK Oxidation (M) _LVVATGGGAVIRPINWSYM(ox)K_ B4F8E9_MAIZE 3 716.72599 2147.1561 0.73279 -0.57914 0.15254 83.728 83.728 1.06E-01 14.06 374380

32554 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 3 457.22622 1368.6568 0.062376 0.023523 0.098755 31.691 31.691 1.79E-02 24.07 1066900

32555 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 2 685.33569 1368.6568 0.6404 -0.43532 0.21905 31.688 31.688 1.11E-04 49.62 200470

32556 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 3 457.22622 1368.6568 -0.11993 -0.43324 -0.5391 30.343 30.343 1.79E-02 22.5 536270

32557 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 2 685.33569 1368.6568 0.58943 -0.11614 0.4867 30.337 30.337 1.60E-02 36.93 83857

32558 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 3 457.22622 1368.6568 0.049501 0.10604 0.16684 33.054 33.054 8.36E-03 33.16 242650

32559 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 2 685.33569 1368.6568 0.68814 -0.23078 0.47014 33.025 33.025 6.74E-02 21.07 46622

32560 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 3 457.22622 1368.6568 0.064111 -0.065837 0.011727 32.148 32.148 3.25E-03 25.89 340070

32561 LVVCDQHGSQAR Unmodified _LVVCDQHGSQAR_ B4F918_MAIZE 2 685.33569 1368.6568 0.70058 -0.27407 0.43952 32.151 32.151 4.56E-01 22.31 48576

32562 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.069107 0.30414 0.2316 41.86 41.86 3.39E-01 13.52 3279500

32563 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.25833 0.010776 -0.24914 41.75 41.75 3.39E-01 24.74 477690

32564 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.16541 -0.11451 -0.28144 41.047 41.047 3.39E-01 32.58 1353300

32565 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.066331 -0.12438 -0.19256 43.885 43.885 7.18E-01 25.53 1633000

32566 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.049113 -0.23016 -0.28092 43.109 43.109 3.32E-02 23.91 1067500

32567 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.05041 0.41427 0.36125 43.986 43.986 3.39E-01 15.37 416370
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32568 LVVDAETDK Unmodified _LVVDAETDK_ B4FWU6_MAIZE 2 495.26112 988.50769 -0.096867 -0.036988 -0.13613 43.875 43.875 1.12E-01 23.48 2294000

32570 LVVDDISYDFVK Unmodified _LVVDDISYDFVK_ B6T2K9_MAIZE 2 706.86903 1411.7235 0.6801 0.56855 1.2575 96.252 96.252 6.74E-02 12.37 306830

32571 LVVDEATNDDNSVVALHPDTMER Unmodified _LVVDEATNDDNSVVALHPDTMER_ B6T8X9_MAIZE 3 847.40263 2539.186 1.1094 0.15471 1.265 76.135 76.135 1.22E-26 72.12 1069300

32572 LVVDEATNDDNSVVALHPDTMER Unmodified _LVVDEATNDDNSVVALHPDTMER_ B6T8X9_MAIZE 3 847.40263 2539.186 1.081 -0.16404 0.91805 76.399 76.399 3.06E-22 72.95 313680

32573 LVVDEATNDDNSVVALHPDTMER Unmodified _LVVDEATNDDNSVVALHPDTMER_ B6T8X9_MAIZE 3 847.40263 2539.186 1.0546 -0.15326 0.90281 76.994 76.994 2.28E-57 85.8 552030

32574 LVVDEATNDDNSVVALHPDTMER Unmodified _LVVDEATNDDNSVVALHPDTMER_ B6T8X9_MAIZE 3 847.40263 2539.186 1.0234 -0.16334 0.86205 76.648 76.648 3.06E-22 65.7 1690400

32575 LVVDEATNDDNSVVALHPDTMER Oxidation (M) _LVVDEATNDDNSVVALHPDTM(ox)ER_ B6T8X9_MAIZE 3 852.73426 2555.181 1.0473 -0.22543 0.8257 71.821 71.821 7.03E-07 38.83 51394

32576 LVVDEATNDDNSVVALHPDTMER Oxidation (M) _LVVDEATNDDNSVVALHPDTM(ox)ER_ B6T8X9_MAIZE 3 852.73426 2555.181 1.0492 -0.046787 1.0051 70.919 70.919 3.06E-22 64.39 967330

32577 LVVDEATNDDNSVVALHPDTMER Oxidation (M) _LVVDEATNDDNSVVALHPDTM(ox)ER_ B6T8X9_MAIZE 3 852.73426 2555.181 1.0089 -0.089384 0.92279 71.699 71.699 3.06E-22 54.8 2736700

32578 LVVDEATNDDNSVVALHPDTMER Oxidation (M) _LVVDEATNDDNSVVALHPDTM(ox)ER_ B6T8X9_MAIZE 3 852.73426 2555.181 0.99768 -0.42545 0.57585 71.264 71.264 1.80E-18 43.91 8659700

32579 LVVDEATNDDNSVVALHPDTMER Oxidation (M) _LVVDEATNDDNSVVALHPDTM(ox)ER_ B6T8X9_MAIZE 3 852.73426 2555.181 0.99746 -0.16757 0.83339 72.689 72.689 1.07E-13 56.89 562580

32580 LVVDFIAQELGVPLLPPSK Unmodified _LVVDFIAQELGVPLLPPSK_ B6TZ91_MAIZE 2 1018.0955 2034.1765 1.2122 0.20986 1.421 128.09 128.09 5.07E-01 1.23 240270

32581 LVVDFIAQELGVPLLPPSK Unmodified _LVVDFIAQELGVPLLPPSK_ B6TZ91_MAIZE 2 1018.0955 2034.1765 1.2023 0.03919 1.2406 127.96 127.96 5.07E-01 0.07 2906100

32582 LVVDNFLMGWWDHVEK Oxidation (M) _LVVDNFLM(ox)GWWDHVEK_ Q71RX2_MAIZE 3 668.66098 2002.9611 0.49736 0.25562 0.76117 129.55 129.55 2.89E-01 4.99 1246500

32583 LVVDNFLMGWWDHVEK Oxidation (M) _LVVDNFLM(ox)GWWDHVEK_ Q71RX2_MAIZE 2 1002.4878 2002.9611 1.2425 0.46281 1.7129 129.55 129.55 1.51E-03 21.03 82126

32584 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 0.017309 0.19644 0.20907 57.709 57.709 1.65E-01 28.77 2547600

32585 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 -0.24088 -0.11871 -0.36112 58.29 58.29 3.77E-01 25.37 969060

32586 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 -0.12675 -0.063643 -0.19452 57.693 57.693 1.65E-01 22.82 593630

32587 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 0.017641 -0.066915 -0.05374 59.55 59.55 3.77E-01 16.48 620250

32588 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 0.0032914 -0.006388 -0.0058369 58.859 58.859 1.65E-01 24.97 596310

32589 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 -0.037776 0.5421 0.50014 59.468 59.468 1.65E-01 26.96 746970

32590 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 0.046819 0.29715 0.34011 59.615 59.615 7.88E-01 10.45 488790

32591 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 -0.093702 1.4694 1.3692 60.1 60.1 1.00E+00 2.65 121940

32592 LVVEDVAR Unmodified _LVVEDVAR_ B4FQH2_MAIZE 2 450.76109 899.50763 -0.21405 -0.040272 -0.25651 60.834 60.834 3.77E-01 28.34 9037400

32593 LVVEDVR Unmodified _LVVEDVR_ B4FQS9_MAIZE 2 415.24254 828.47052 -0.19508 1.2181 1.024 48.526 48.526 1.86E-01 23.73 241430

32594 LVVEDVR Unmodified _LVVEDVR_ B4FQS9_MAIZE 2 415.24254 828.47052 0.22152 0.21472 0.43801 49.601 49.601 1.86E-01 24.4 529880

32595 LVVEDVR Unmodified _LVVEDVR_ B4FQS9_MAIZE 2 415.24254 828.47052 0.22757 -0.12725 0.10309 50.299 50.299 9.32E-03 49.12 1240800

32596 LVVFGR Unmodified _LVVFGR_ B6TNI1_MAIZE 2 345.7185 689.42245 1.1421 -0.23576 0.91892 57.481 57.481 2.64E-01 25.54 812310

32597 LVVIPDHYIFTSDGR Unmodified _LVVIPDHYIFTSDGR_ B4FG11_MAIZE 3 577.97367 1730.8992 0.21354 0.13929 0.36109 87.967 87.967 1.14E-02 26.7 603370

32598 LVVIVDVVDQNR Unmodified _LVVIVDVVDQNR_ B4FUA9_MAIZE 2 684.89591 1367.7773 0.62215 0.32474 0.95892 85.515 85.515 7.61E-14 60.94 1084700

32599 LVVIVDVVDQNR Unmodified _LVVIVDVVDQNR_ B4FUA9_MAIZE 2 684.89591 1367.7773 0.59031 0.26534 0.86903 85.625 85.625 4.56E-01 2.09 215140

32600 LVVKPDMLFGK Unmodified _LVVKPDMLFGK_ B6TD54_MAIZE 3 416.24578 1245.7155 0.25822 -0.024777 0.23135 78.99 78.99 1.00E+00 2.94 1709200

32601 LVVKPDMLFGK Unmodified _LVVKPDMLFGK_ B6TD54_MAIZE 3 416.24578 1245.7155 0.19774 -0.33386 -0.13567 79.928 79.928 6.15E-03 24.56 3578000

32602 LVVKPDMLFGK Oxidation (M) _LVVKPDM(ox)LFGK_ B6TD54_MAIZE 3 421.57742 1261.7104 0.098152 0.14622 0.24629 73.106 73.106 3.45E-01 14.24 35399
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32603 LVVKPDMLFGK Oxidation (M) _LVVKPDM(ox)LFGK_ B6TD54_MAIZE 3 421.57742 1261.7104 0.22092 -0.072879 0.14983 71.846 71.846 1.00E+00 0.41 328080

32604 LVVKPDMLFGK Oxidation (M) _LVVKPDM(ox)LFGK_ B6TD54_MAIZE 3 421.57742 1261.7104 0.21295 -0.0168 0.19796 71.437 71.437 1.00E+00 7.4 334670

32605 LVVKPDMLFGK Oxidation (M) _LVVKPDM(ox)LFGK_ B6TD54_MAIZE 3 421.57742 1261.7104 0.19028 0.34746 0.53774 71.542 71.542 3.45E-01 14.81 1329400

32606 LVVLGIPWDVDTEGLR Unmodified _LVVLGIPWDVDTEGLR_ B4FE67_MAIZE 2 891.49344 1780.9723 1.1295 0.26257 1.4006 121.95 121.95 9.46E-03 23.77 124830

32607 LVVLGIPWDVDTEGLR Unmodified _LVVLGIPWDVDTEGLR_ B4FE67_MAIZE 2 891.49344 1780.9723 1.151 0.26509 1.4247 122.37 122.37 4.21E-20 65.5 562190

32608 LVVLPLYPQYSISTSGSSIR Unmodified _LVVLPLYPQYSISTSGSSIR_ B6TQ47_MAIZE 2 1090.6017 2179.1889 1.2278 0.34251 1.5641 104.74 104.74 6.57E-12 66.48 831170

32609 LVVNYCDWGGSSR Unmodified _LVVNYCDWGGSSR_ B4FA94_MAIZE 2 756.84863 1511.6827 0.78393 0.25059 1.0454 75.897 75.897 1.00E-11 81.59 136500

32610 LVVNYCDWGGSSR Unmodified _LVVNYCDWGGSSR_ B4FA94_MAIZE 2 756.84863 1511.6827 0.80326 0.21591 1.0296 76.684 76.684 2.50E-15 74.77 240360

32611 LVVPAGAAR Unmodified _LVVPAGAAR_ B4FC48_MAIZE 2 427.26634 852.51814 -0.066182 0.64062 0.5618 48.164 48.164 3.32E-02 25.98 394600

32612 LVVPNSSCGGIIGK Unmodified _LVVPNSSCGGIIGK_ B4FS84_MAIZE 2 700.88194 1399.7493 0.68526 -0.35543 0.33913 66.332 66.332 1.29E-01 28.06 679940

32613 LVVPNSSCGGIIGK Unmodified _LVVPNSSCGGIIGK_ B4FS84_MAIZE 2 700.88194 1399.7493 0.63395 -0.20697 0.43682 66.446 66.446 6.31E-03 36.29 1796400

32614 LVVPTLLFFGASGTR Unmodified _LVVPTLLFFGASGTR_ B6UBZ5_MAIZE 2 789.45613 1576.8977 0.95337 -0.62543 0.34236 119.81 119.81 1.04E-33 77.86 530510

32615 LVVSDVFR Unmodified _LVVSDVFR_ B6ST61_MAIZE 2 467.77146 933.52837 0.0053001 -0.006614 0.012095 75.661 75.661 2.92E-02 34.91 615390

32616 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.93459 -0.26838 0.67548 85.134 85.134 3.55E-03 34.92 779160

32617 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.91485 -0.57626 0.34761 85.984 85.984 2.43E-04 26.93 1022200

32618 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.89755 -0.38155 0.52547 85.906 85.906 2.43E-04 34.86 1623600

32619 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.89041 -0.432 0.46748 86.754 86.754 2.43E-04 40.5 1843500

32620 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.87061 -0.30556 0.57488 86.111 86.111 2.43E-04 35.15 1878800

32621 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.87058 -0.39093 0.48938 86.96 86.96 2.85E-04 31.88 1930500

32622 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.8685 -0.265 0.61226 85.856 85.856 2.85E-04 29.56 2909100

32623 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 3 774.05562 2319.145 0.85285 -0.39436 0.46761 86.719 86.719 3.48E-04 43.86 3525100

32624 LVVSTSCSLMHTAVDLVNETK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETK_ Q8W529_MAIZE 2 1160.5798 2319.145 1.1864 -0.32321 0.873 86.7 86.7 6.49E-18 69.56 299060

32625 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 768.72398 2303.1501 0.85277 -0.35948 0.50034 101.9 101.9 3.55E-03 21.86 6503600

32626 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 768.72398 2303.1501 0.9107 -0.44411 0.4745 102.78 102.78 2.85E-04 33.14 3080200

32627 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 2 1152.5823 2303.1501 1.261 -0.13671 1.1319 102.77 102.77 1.08E-14 74.62 384200

32628 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 768.72398 2303.1501 0.86323 -0.27327 0.59804 102.9 102.9 5.35E-30 58.9 2962900

32629 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 3 768.72398 2303.1501 0.83034 -0.084332 0.75372 103.31 103.31 9.19E-08 40.26 2878700

32630 LVVSTSCSLMHTAVDLVNETK Unmodified _LVVSTSCSLMHTAVDLVNETK_ Q8W529_MAIZE 2 1152.5823 2303.1501 1.1817 0.010321 1.1994 103.29 103.29 3.89E-34 87.48 459490

32631 LVVSTSCSLMHTAVDLVNETKLDDEIK Unmodified _LVVSTSCSLMHTAVDLVNETKLDDEIK_ B6UF55_MAIZE 4 755.1347 3016.5097 0.86505 -0.10654 0.76051 111.84 111.84 5.39E-02 3.38 1662400

32632 LVVSTSCSLMHTAVDLVNETKLDDEIK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETKLDDEIK_ B6UF55_MAIZE 4 759.13343 3032.5046 0.8352 -0.44691 0.39217 98.36 98.36 2.43E-03 6.42 755710

32633 LVVSTSCSLMHTAVDLVNETKLDDEIK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETKLDDEIK_ B6UF55_MAIZE 4 759.13343 3032.5046 0.87169 -0.33229 0.54236 98.468 98.468 1.30E-01 1.55 521920

32634 LVVSTSCSLMHTAVDLVNETKLDDEIK Oxidation (M) _LVVSTSCSLM(ox)HTAVDLVNETKLDDEIK_ B6UF55_MAIZE 4 759.13343 3032.5046 0.87616 -0.10606 0.77276 99.611 99.611 5.31E-01 1.18 793040

32635 LVVYLSSR Unmodified _LVVYLSSR_ B6TU24_MAIZE 2 468.77928 935.54402 -0.24886 0.30247 0.042235 61.313 61.313 2.92E-02 17.37 324710

32636 LVVYPLSLVGVSMR Oxidation (M) _LVVYPLSLVGVSM(ox)R_ B4F9T3_MAIZE 2 774.94454 1547.8745 0.88793 0.19849 1.0902 103.4 103.4 3.48E-20 58.21 1480000
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32637 LVVYPLSLVGVSMR Unmodified _LVVYPLSLVGVSMR_ B4F9T3_MAIZE 2 766.94709 1531.8796 0.91486 0.62331 1.5383 112.85 112.85 3.40E-25 66.13 361120

32638 LVYLYLINYAK Unmodified _LVYLYLINYAK_ B6UA40_MAIZE 2 686.89739 1371.7802 0.65899 -1.1231 -0.49389 103.29 103.29 1.67E-02 27.95 699940

32639 LVYLYLINYAK Unmodified _LVYLYLINYAK_ B6UA40_MAIZE 2 686.89739 1371.7802 0.57029 -1.1719 -0.63177 103.95 103.95 4.48E-03 31.63 432100

32640 LVYLYLINYAK Unmodified _LVYLYLINYAK_ B6UA40_MAIZE 2 686.89739 1371.7802 0.63349 -1.2996 -0.69584 103.99 103.99 4.43E-05 60.22 380040

32641 LVYQTALMESGFNLPDPK Oxidation (M) _LVYQTALM(ox)ESGFNLPDPK_ B6U0V6_MAIZE 2 1020.0113 2038.0081 1.1907 -0.052405 1.1328 96.244 96.244 3.54E-16 82.08 320380

32642 LVYQTALMESGFNLPDPK Oxidation (M) _LVYQTALM(ox)ESGFNLPDPK_ B6U0V6_MAIZE 2 1020.0113 2038.0081 1.1849 -0.21934 0.96002 96.329 96.329 4.65E-12 72.24 461110

32643 LVYQTALMESGFNLPDPK Oxidation (M) _LVYQTALM(ox)ESGFNLPDPK_ B6U0V6_MAIZE 2 1020.0113 2038.0081 1.1408 0.049698 1.1851 96.237 96.237 1.56E-52 94.05 1612600

32644 LVYQTALMESGFNLPDPK Oxidation (M) _LVYQTALM(ox)ESGFNLPDPK_ B6U0V6_MAIZE 3 680.34332 2038.0081 0.57919 0.24008 0.81317 96.192 96.192 2.12E-07 44.23 1210300

32645 LVYQTALMESGFNLPDPK Unmodified _LVYQTALMESGFNLPDPK_ B6U0V6_MAIZE 2 1012.0139 2022.0132 1.1651 -0.6436 0.51437 102.57 102.57 1.77E-34 70.01 304190

32646 LVYQVGALPTK Unmodified _LVYQVGALPTK_ B4FD21_MAIZE 2 594.85298 1187.6914 0.20485 -0.13172 0.070016 67.767 67.767 1.67E-02 26.94 252330

32647 LVYQVGALPTK Unmodified _LVYQVGALPTK_ B4FD21_MAIZE 2 594.85298 1187.6914 0.24309 -0.085439 0.15448 68.68 68.68 3.60E-06 51.63 380170

32648 LVYQVGALPTK Unmodified _LVYQVGALPTK_ B4FD21_MAIZE 2 594.85298 1187.6914 0.27839 -0.051251 0.22378 68.127 68.127 4.48E-03 21.8 311050

32649 LVYQVGALPTK Unmodified _LVYQVGALPTK_ B4FD21_MAIZE 2 594.85298 1187.6914 0.20132 0.21831 0.41671 68.28 68.28 5.66E-08 61.62 1147500

32650 LVYQVGGALPTK Unmodified _LVYQVGGALPTK_ B6UDT4_MAIZE 2 623.36371 1244.7129 0.40515 1.4349 1.8393 67.044 67.044 1.98E-03 33.46 292450

32651 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.040771 1.5262 1.4664 45.004 45.004 4.49E-02 36.45 15133000

32652 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.14897 0.36726 0.20229 44.767 44.767 4.49E-02 35.02 551190

32653 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.25178 47.282 47.282 1.09E-01 27.22

32654 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.29338 46.54 46.54 1.28E-06 27.74

32655 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.56706 47.35 47.35 2.09E-01 31.44

32656 LVYQYTK Unmodified _LVYQYTK_ B4FGQ6_MAIZE 2 457.75274 913.49092 -0.21728 1.9488 1.7134 48.611 48.611 9.32E-03 39.93 3624200

32657 LVYTIFAR Unmodified _LVYTIFAR_ B4F855_MAIZE 2 491.78965 981.56475 -0.21175 -0.24354 -0.46525 79.129 79.129 2.92E-02 36.91 101100

32658 LVYTIFAR Unmodified _LVYTIFAR_ B4F855_MAIZE 2 491.78965 981.56475 -0.018298 -1.0445 -1.0703 79.172 79.172 5.06E-02 16.87 119840

32659 LVYTIFAR Unmodified _LVYTIFAR_ B4F855_MAIZE 2 491.78965 981.56475 -0.076606 0.076601 -0.010929 79.054 79.054 5.06E-02 22.79 304490

32660 LVYTIFAR Unmodified _LVYTIFAR_ B4F855_MAIZE 2 491.78965 981.56475 -0.039918 -0.15702 -0.20755 79.255 79.255 1.65E-01 42.34 659740

32661 LVYTTAANSPK Unmodified _LVYTTAANSPK_ B6UEK3_MAIZE 2 582.8166 1163.6186 0.18815 0.12583 0.29895 42.481 42.481 3.57E-04 45.44 822790

32662 LVYTTAANSPK Unmodified _LVYTTAANSPK_ B6UEK3_MAIZE 2 582.8166 1163.6186 0.16458 0.00806 0.15741 54.567 54.567 1.00E+00 10.64 823980

32663 LWAIDKPNIAQPPR Unmodified _LWAIDKPNIAQPPR_ Q94IQ6_MAIZE 3 540.30698 1617.8991 -0.0094059 0.19739 0.16605 73.102 73.102 9.21E-03 18.73 598220

32664 LWALEIANCR Unmodified _LWALEIANCR_ B6SXV4_MAIZE 2 623.32406 1244.6336 0.33609 0.36163 0.67404 88.572 88.572 4.40E-05 42.64 963410

32665 LWALEIANCR Unmodified _LWALEIANCR_ B6SXV4_MAIZE 2 623.32406 1244.6336 0.31705 -0.15456 0.14019 89.285 89.285 1.84E-04 51.6 175380

32666 LWALEIANCR Unmodified _LWALEIANCR_ B6SXV4_MAIZE 2 623.32406 1244.6336 0.52385 0.28622 0.78767 89.447 89.447 1.62E-03 48.28 207380

32667 LWATNEVR Unmodified _LWATNEVR_ B4F9R6_MAIZE 2 494.76417 987.51378 -0.12415 3.1591 3.0102 53.543 53.543 1.65E-01 19.32 10351000

32668 LWATNEVR Unmodified _LWATNEVR_ B4F9R6_MAIZE 2 494.76417 987.51378 -0.21836 0.71044 0.47382 57.339 57.339 5.06E-02 32.87 3093300

32669 LWCSQNHPDLVLPSLR Unmodified _LWCSQNHPDLVLPSLR_ B4FQR3_MAIZE 3 645.66836 1933.9832 0.40422 0.081161 0.48447 87.931 87.931 1.05E-01 14.34 1398800

32670 LWDLDAEGVR Unmodified _LWDLDAEGVR_ B6TFN9_MAIZE 2 587.29857 1172.5826 0.16588 0.34577 0.50446 81.528 81.528 3.43E-01 21.54 460760
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32671 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.33124 0.20898 0.54281 88.516 88.516 3.60E-06 63.03 17443000

32672 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.31679 -1.6831 -1.3604 90.062 90.062 1.47E-01 21.51 21232

32673 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.41079 -0.092935 0.32091 88.969 88.969 6.35E-09 53.2 2627900

32674 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.37462 0.23148 0.60884 89.314 89.314 3.83E-01 19.17 2181500

32675 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.34929 0.094573 0.44755 88.775 88.775 4.43E-05 41.72 1282500

32676 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.46088 0.92527 1.3875 89.288 89.288 4.43E-05 49.12 800590

32677 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.31523 0.18882 0.50667 88.924 88.924 5.66E-08 69.64 7629000

32678 LWDLSTGLTTR Unmodified _LWDLSTGLTTR_ B4FKM1_MAIZE 2 631.8406 1261.6667 0.33153 -0.047184 0.28864 90.071 90.071 3.57E-04 51.5 138920

32679 LWDVSTGK Unmodified _LWDVSTGK_ B6SSB6_MAIZE 2 453.23999 904.46543 0.087092 0.042972 0.13619 56.113 56.113 1.00E+00 2.34 472230

32680 LWDVSTGK Unmodified _LWDVSTGK_ B6SSB6_MAIZE 2 453.23999 904.46543 -0.089989 0.87125 0.78519 58.763 58.763 2.92E-02 29.05 5369700

32681 LWDWDK Unmodified _LWDWDK_ B4FIP7_MAIZE 2 431.70833 861.4021 0.14182 0.056239 0.19293 74.043 74.043 5.26E-01 14.44 1548100

32682 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.6612 0.011949 0.6728 99.318 99.318 7.61E-14 73.45 13157000

32683 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.7238 -0.12307 0.60048 102.59 102.59 2.00E-01 22.37 17960

32684 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.68193 -0.042935 0.63814 99.91 99.91 7.61E-14 64.94 6314200

32685 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.66724 0.033544 0.69992 100.03 100.03 2.05E-12 64.87 5283100

32686 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.63628 0.030622 0.66676 99.909 99.909 9.64E-17 55.07 6497400

32687 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.7302 0.41024 1.1393 99.529 99.529 2.62E-07 50.25 607330

32688 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.73473 0.26158 0.9962 100.07 100.07 8.05E-01 30.08 1007400

32689 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.68018 0.1843 0.86348 99.601 99.601 7.72E-03 46.37 1691000

32690 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.64962 -0.076794 0.57205 99.925 99.925 1.11E-04 28.43 816810

32691 LWGENFFDPATK Unmodified _LWGENFFDPATK_ B6U0S1_MAIZE 2 712.84588 1423.6772 0.66015 0.49913 1.1582 100.96 100.96 2.05E-12 58.89 350630

32692 LWGENFFDPATKK Unmodified _LWGENFFDPATKK_ B6U0S1_MAIZE 3 518.26467 1551.7722 -0.030831 0.018844 -0.017757 87.126 87.126 7.68E-03 29.69 3936800

32693 LWGENFFDPATKK Unmodified _LWGENFFDPATKK_ B6U0S1_MAIZE 3 518.26467 1551.7722 -0.12563 0.063662 -0.067916 87.96 87.96 1.02E-01 14.04 1192000

32694 LWGENFFDPATKK Unmodified _LWGENFFDPATKK_ B6U0S1_MAIZE 3 518.26467 1551.7722 -0.015223 -0.007184 -0.028201 88.139 88.139 1.41E-02 30.41 1128200

32695 LWGENFFDPATKK Unmodified _LWGENFFDPATKK_ B6U0S1_MAIZE 3 518.26467 1551.7722 -0.01667 0.002497 -0.020122 87.85 87.85 1.41E-02 21.96 1306000

32696 LWHQLTLK Unmodified _LWHQLTLK_ B4FQ29_MAIZE 3 346.87468 1037.6022 0.94834 59.281 59.281 7.77E-02 32.69

32697 LWHQLTLK Unmodified _LWHQLTLK_ B4FQ29_MAIZE 3 346.87468 1037.6022 0.37008 61.838 61.838 8.19E-01 1.05

32698 LWHQLTLK Unmodified _LWHQLTLK_ B4FQ29_MAIZE 3 346.87468 1037.6022 1.0869 -0.37524 0.70093 61.515 61.515 2.69E-02 34.35 2151000

32699 LWHSHAYEVK Unmodified _LWHSHAYEVK_ B6UI56_MAIZE 3 423.88401 1268.6302 0.21811 0.56194 0.76453 40.188 40.188 1.26E-02 32.35 628940

32700 LWHSHAYEVK Unmodified _LWHSHAYEVK_ B6UI56_MAIZE 3 423.88401 1268.6302 0.17502 0.6856 0.844 40.868 40.868 1.25E-01 15.09 1701000

32701 LWLEEDTASAASK Unmodified _LWLEEDTASAASK_ B6TCX5_MAIZE 2 710.85136 1419.6882 0.61745 0.015608 0.6092 71.412 71.412 1.56E-17 58.2 153590

32702 LWNSDHGHVLEACK Unmodified _LWNSDHGHVLEACK_ B4FMP6_MAIZE 4 417.20051 1664.7729 0.17723 -0.30608 -0.12919 52.289 52.289 6.14E-02 16.81 4942100

32703 LWNSGPDLVVPR Unmodified _LWNSGPDLVVPR_ B6SXY1_MAIZE 2 676.86969 1351.7248 0.5549 -0.10162 0.45532 81.137 81.137 2.62E-07 60.07 2448200

32704 LWNSGPDLVVPR Unmodified _LWNSGPDLVVPR_ B6SXY1_MAIZE 2 676.86969 1351.7248 0.57448 -0.096221 0.48108 81.702 81.702 2.62E-07 54.96 542510
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32705 LWNSGPDLVVPR Unmodified _LWNSGPDLVVPR_ B6SXY1_MAIZE 2 676.86969 1351.7248 0.58367 -0.23205 0.35365 82.076 82.076 7.72E-03 55.88 793940

32706 LWNSGPDLVVPR Unmodified _LWNSGPDLVVPR_ B6SXY1_MAIZE 2 676.86969 1351.7248 0.61382 -0.2248 0.39059 81.779 81.779 7.72E-03 33.56 536940

32707 LWNSGPDLVVPR Unmodified _LWNSGPDLVVPR_ B6SXY1_MAIZE 2 676.86969 1351.7248 0.55315 0.24164 0.79629 81.892 81.892 9.64E-17 74.26 5324100

32708 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 0.059248 0.17683 0.23019 60.669 60.669 3.21E-03 44.39 8941700

32709 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 -0.062785 0.59783 0.52905 52.242 52.242 7.18E-01 6.24 222380

32710 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 0.073791 0.24857 0.31676 62.726 62.726 9.73E-03 48.69 1778500

32711 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 0.093272 0.18317 0.27083 62.139 62.139 3.21E-03 49.72 1587800

32712 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 0.072817 0.162 0.22876 62.578 62.578 3.21E-03 43.68 991670

32713 LWNTLGECK Unmodified _LWNTLGECK_ B4FKM1_MAIZE 2 560.77641 1119.5383 0.032051 -0.12254 -0.096228 62.893 62.893 3.21E-03 50.04 7724500

32714 LWQNEAVIR Unmodified _LWQNEAVIR_ B6T174_MAIZE 2 564.81165 1127.6087 -0.03917 0.21159 0.152 64.08 64.08 1.01E-02 40.16 260970

32715 LWSMVPAEK Unmodified _LWSMVPAEK_ B4FQD7_MAIZE 2 530.77843 1059.5423 0.024227 0.16138 0.16452 70.385 70.385 1.12E-01 14.18 1400800

32716 LWSMVPAEK Unmodified _LWSMVPAEK_ B4FQD7_MAIZE 2 530.77843 1059.5423 -0.11329 0.37225 0.23858 73.012 73.012 1.00E+00 0.97 681180

32717 LWSMVPAEK Oxidation (M) _LWSM(ox)VPAEK_ B4FQD7_MAIZE 2 538.77589 1075.5372 -0.081582 0.14818 0.050038 58.679 58.679 3.05E-02 24.35 1279500

32718 LWSMVPAGK Unmodified _LWSMVPAGK_ B4G1Q1_MAIZE 2 494.76786 987.52117 0.03722 -2.5472 -2.514 68.967 68.967 7.18E-01 19.65 349150

32719 LWSMVPAGK Unmodified _LWSMVPAGK_ B4G1Q1_MAIZE 2 494.76786 987.52117 -0.16047 -2.5533 -2.7178 71.741 71.741 7.18E-01 14.17 207570

32720 LWSMVPAGK Oxidation (M) _LWSM(ox)VPAGK_ B4G1Q1_MAIZE 2 502.76532 1003.5161 -0.21284 -0.16788 -0.38481 56.864 56.864 1.12E-01 30.15 413450

32721 LWSMVPTDK Unmodified _LWSMVPTDK_ B4G0Z5_MAIZE 2 538.77588 1075.5372 0.040813 0.60762 0.6459 72.091 72.091 3.32E-02 18.84 2224400

32722 LWSMVPTDK Oxidation (M) _LWSM(ox)VPTDK_ B4G0Z5_MAIZE 2 546.77334 1091.5321 -0.069295 0.083674 0.016913 59.71 59.71 3.05E-02 33.77 2087800

32723 LWYVLLK Unmodified _LWYVLLK_ B6STW7_MAIZE 2 467.79166 933.56878 -0.20175 0.44904 0.22508 94.236 94.236 4.49E-02 23.23 796870

32724 LYAESVAR Unmodified _LYAESVAR_ B4FSB0_MAIZE 2 454.74544 907.47633 -0.043455 -0.17199 -0.24786 51.736 51.736 1.65E-01 18.08 9381200

32725 LYAQVRPNAVALVDAFNYTDHYLGSVLGR Unmodified _LYAQVRPNAVALVDAFNYTDHYLGSVLGR_ B4F8X3_MAIZE 4 806.42282 3221.6622 1.0073 0.36887 1.3712 122.97 122.97 1.70E-08 34.97 3778300

32726 LYAQVRPNAVALVDAFNYTDHYLGSVLGR Unmodified _LYAQVRPNAVALVDAFNYTDHYLGSVLGR_ B4F8X3_MAIZE 4 806.42282 3221.6622 1.0354 -0.11637 0.91572 130.53 130.53 1.72E-04 26.84 562350

32727 LYAVVDK Unmodified _LYAVVDK_ B6TMF3_MAIZE 2 404.23418 806.4538 0.07536 -0.017696 0.046669 48.218 48.218 9.32E-03 35.63 2227000

32728 LYDCGTR Unmodified _LYDCGTR_ B6TJ22_MAIZE 2 442.70017 883.3858 0.22338 0.18564 0.41546 32.454 32.454 4.46E-01 12.76 39064

32729 LYDCGTR Unmodified _LYDCGTR_ B6TJ22_MAIZE 2 442.70017 883.3858 -0.0037031 0.56847 0.56995 32.967 32.967 8.04E-02 30.41 235310

32730 LYDCGTR Unmodified _LYDCGTR_ B6TJ22_MAIZE 2 442.70017 883.3858 0.034718 -0.35053 -0.30923 30.644 30.644 9.32E-03 35.17 1930000

32731 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.18275 0.009217 0.19835 77.469 77.469 4.40E-02 20.36 49189

32732 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.21975 0.22261 0.44822 77.019 77.019 5.76E-06 58.03 2133800

32733 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.23403 0.28434 0.52359 77.779 77.779 2.81E-03 31.11 4011100

32734 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.27952 0.56883 0.853 77.414 77.414 5.45E-09 53.74 2540500

32735 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.2269 0.70017 0.93119 77.072 77.072 1.84E-04 52.56 550730

32736 LYDDLTTGFR Unmodified _LYDDLTTGFR_ VATA_MAIZE B6 2 600.7984 1199.5823 0.19012 0.30768 0.5034 78.401 78.401 4.40E-02 33.3 375880

32737 LYDGPDDR Unmodified _LYDGPDDR_ B4FLG7_MAIZE 2 475.71434 949.41412 -0.088804 0.29771 0.20745 37.359 37.359 1.00E+00 5 6728.3

32738 LYDGPDDR Unmodified _LYDGPDDR_ B4FLG7_MAIZE 2 475.71434 949.41412 -0.071938 -0.5816 -0.65337 37.559 37.559 2.92E-02 35.56 764910



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

32739 LYDMIDVLR Oxidation (M) _LYDM(ox)IDVLR_ B4FH75_MAIZE 2 577.29972 1152.5849 0.1511 1.4278 1.567 77.574 77.574 2.35E-01 9.33 535550

32740 LYDMIDVLR Unmodified _LYDMIDVLR_ B4FH75_MAIZE 2 569.30227 1136.59 0.099305 0.8405 0.92464 96.119 96.119 1.63E-07 60.12 329930

32741 LYDSLSAK Unmodified _LYDSLSAK_ B6T9J4_MAIZE 2 448.73983 895.4651 -0.11444 0.21246 0.068101 45.278 45.278 3.77E-01 16.52 134390

32742 LYDSLSAK Unmodified _LYDSLSAK_ B6T9J4_MAIZE 2 448.73983 895.4651 0.025601 0.010006 0.0070253 47.706 47.706 3.77E-01 15.29 960470

32743 LYEGGIQLPK Unmodified _LYEGGIQLPK_ Q9LKL4_MAIZE 2 559.31623 1116.6179 0.10997 0.2399 0.33 69.304 69.304 5.76E-06 58.2 1666500

32744 LYEGGIQLPK Unmodified _LYEGGIQLPK_ Q9LKL4_MAIZE 2 559.31623 1116.6179 0.039001 3.4351 3.4482 69.896 69.896 4.40E-05 58.95 896970

32745 LYEGGIQLPK Unmodified _LYEGGIQLPK_ Q9LKL4_MAIZE 2 559.31623 1116.6179 0.19434 70.07 70.07 9.37E-06 55.04

32746 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.042546 0.19978 0.14215 72.833 72.833 8.04E-02 19.99 2256600

32747 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.16031 0.35481 0.17932 73.365 73.365 8.04E-02 19.4 549370

32748 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.026955 0.31523 0.27442 74.158 74.158 4.49E-02 27.39 847240

32749 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.0433 0.24984 0.19292 73.734 73.734 8.04E-02 27.83 825050

32750 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.054358 0.22057 0.1523 73.778 73.778 4.49E-02 38.29 446490

32751 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.061252 0.35417 0.2784 74.048 74.048 4.49E-02 24.55 1905100

32752 LYELFCK Unmodified _LYELFCK_ B4FRH5_MAIZE 2 486.74659 971.47863 -0.16629 0.55058 0.36842 73.855 73.855 4.49E-02 41.79 7540300

32753 LYEPLYSK Unmodified _LYEPLYSK_ Q8L8G5_MAIZE 2 506.77113 1011.5277 0.013758 1.2648 1.2422 58.651 58.651 3.77E-01 5.13 803760

32754 LYEPLYSK Unmodified _LYEPLYSK_ Q8L8G5_MAIZE 2 506.77113 1011.5277 -0.19991 0.17802 -0.056242 60 60 3.77E-01 21.44 213120

32755 LYEPLYSK Unmodified _LYEPLYSK_ Q8L8G5_MAIZE 2 506.77113 1011.5277 -0.035553 0.13063 0.060654 60.742 60.742 3.77E-01 12.48 478060

32756 LYEPLYSK Unmodified _LYEPLYSK_ Q8L8G5_MAIZE 2 506.77113 1011.5277 -0.028841 -0.044619 -0.10734 60.086 60.086 7.88E-01 16.43 672000

32757 LYEPLYSK Unmodified _LYEPLYSK_ Q8L8G5_MAIZE 2 506.77113 1011.5277 -0.13036 0.31763 0.15265 60.606 60.606 1.65E-01 29.35 13292000

32758 LYEPLYTK Unmodified _LYEPLYTK_ Q84UX6_MAIZE 2 513.77895 1025.5433 -0.089054 0.22467 0.10745 61.328 61.328 5.06E-02 24.51 8134200

32759 LYEQQIEQLGNFQLR Unmodified _LYEQQIEQLGNFQLR_ B4F8L9_MAIZE 2 939.98906 1877.9636 1.1721 0.094289 1.2502 98.68 98.68 2.40E-39 76.73 1789300

32760 LYEQQIEQLGNFQLR Unmodified _LYEQQIEQLGNFQLR_ B4F8L9_MAIZE 2 939.98906 1877.9636 1.187 0.18635 1.3568 98.873 98.873 1.04E-33 62.51 213940

32761 LYEQQIEQLGNFQLR Unmodified _LYEQQIEQLGNFQLR_ B4F8L9_MAIZE 2 939.98906 1877.9636 1.1752 0.38771 1.5456 99.964 99.964 1.04E-33 62.42 181080

32762 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.97196 0.39088 1.3512 124.41 124.41 6.77E-01 10.81 15914

32763 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.91324 0.11468 1.0171 113.3 113.3 2.96E-06 42.2 613600

32764 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.91164 0.099188 0.99927 113.3 113.3 2.96E-06 46.7 1125500

32765 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.92155 0.17056 1.0801 113.29 113.29 7.64E-09 39.31 923430

32766 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.96237 0.14446 1.0957 113.01 113.01 3.56E-04 43.75 643970

32767 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.88362 -0.076974 0.79495 113.57 113.57 1.95E-13 67.52 10276000

32768 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.96599 -0.029202 0.92562 113.05 113.05 6.77E-01 12.91 207730

32769 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.95959 0.24105 1.1886 114.41 114.41 3.51E-02 23.64 168950

32770 LYEVVPPILTELGK Unmodified _LYEVVPPILTELGK_ B4FIC0_MAIZE 2 785.95817 1569.9018 0.92047 -0.30587 0.60441 117.31 117.31 3.51E-02 15.25 61253

32771 LYGAICASPAIALEPHGLLK Unmodified _LYGAICASPAIALEPHGLLK_ B6TU74_MAIZE 3 698.71872 2093.1343 0.62489 0.054401 0.66287 92.134 92.134 1.85E-01 3.1 706100

32772 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.67775 -0.36367 0.31158 71.417 71.417 7.16E-02 34.69 1395800
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32773 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.61311 -0.099253 0.51212 72.926 72.926 4.08E-13 52.45 78541

32774 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.66968 -0.23136 0.43682 72.047 72.047 2.98E-17 83.03 918240

32775 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.67943 -0.077081 0.60035 72.743 72.743 1.68E-09 73.26 1077500

32776 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.69718 -0.23635 0.45894 72.342 72.342 9.47E-36 76.15 1054200

32777 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.70697 -0.173 0.53245 72.317 72.317 6.98E-15 69.84 957530

32778 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 -0.28051 72.622 72.622 3.22E-03 46.2

32779 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.69406 -0.30507 0.38669 72.462 72.462 6.74E-02 27.04 857420

32780 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.57296 -0.16637 0.404 72.06 72.06 2.98E-17 74.47 15938000

32781 LYGAVMSWNVTR Oxidation (M) _LYGAVM(ox)SWNVTR_ B6SKA0_MAIZE 2 706.85319 1411.6918 0.66635 0.42334 1.0875 73.681 73.681 2.07E-09 52.65 223580

32782 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.64569 -0.52369 0.11781 83.679 83.679 9.64E-17 67.24 3838700

32783 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.65003 -0.028374 0.61688 84.246 84.246 2.05E-12 43.23 699940

32784 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.62387 0.10993 0.72878 84.627 84.627 1.68E-09 46.03 747710

32785 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.68666 -0.094795 0.58719 84.335 84.335 1.68E-09 36.38 746690

32786 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.6363 -0.25525 0.37645 84.033 84.033 7.61E-14 52.13 774720

32787 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.70861 0.82336 1.5254 84.488 84.488 2.62E-07 40.28 1093900

32788 LYGAVMSWNVTR Unmodified _LYGAVMSWNVTR_ B6SKA0_MAIZE 2 698.85573 1395.6969 0.51041 -0.79668 -0.28973 84.003 84.003 2.97E-31 63.28 12441000

32789 LYGDDWR Unmodified _LYGDDWR_ B6TJ44_MAIZE 2 462.71414 923.41373 -0.092703 0.37218 0.27448 61.041 61.041 8.04E-02 29.39 760420

32790 LYGDLK Unmodified _LYGDLK_ B4FR99_MAIZE 2 354.69997 707.38539 0.79315 0.070079 0.84278 43.054 43.054 2.64E-01 24.56 191120

32791 LYGDLK Unmodified _LYGDLK_ B4FR99_MAIZE 2 354.69997 707.38539 0.87813 0.070519 0.92657 46.577 46.577 1.00E+00 7.58 144470

32792 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.33241 0.29571 0.61199 60.194 60.194 7.83E-01 6.69 901350

32793 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.13602 -0.13112 -0.0093049 60.758 60.758 4.46E-01 16.34 429170

32794 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.28569 0.043927 0.3156 62.242 62.242 7.83E-01 8.71 875450

32795 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.25765 -0.18589 0.057613 61.625 61.625 7.83E-01 16.86 611800

32796 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.24856 0.19824 0.43078 62.076 62.076 7.83E-01 15.75 374630

32797 LYGLPTR Unmodified _LYGLPTR_ B4FZ29_MAIZE 2 410.2398 818.46504 0.22595 0.096244 0.30635 62.065 62.065 8.04E-02 33.87 7640300

32798 LYGMPLSPNVVR Unmodified _LYGMPLSPNVVR_ B4FK84_MAIZE 2 673.36847 1344.7224 0.47445 81.444 81.444 5.17E-01 9.72

32799 LYGMPLSPNVVR Oxidation (M) _LYGM(ox)PLSPNVVR_ B4FK84_MAIZE 2 681.36593 1360.7173 0.5154 0.72978 1.239 66.694 66.694 4.91E-03 24.89 98883

32800 LYGMPLSPNVVR Oxidation (M) _LYGM(ox)PLSPNVVR_ B4FK84_MAIZE 2 681.36593 1360.7173 0.47378 0.14154 0.60926 65.597 65.597 2.16E-07 35.75 4975700

32801 LYGPDDFAQLENMPTR Oxidation (M) _LYGPDDFAQLENM(ox)PTR_ B6U897_MAIZE 2 941.93563 1881.8567 1.136 -0.24845 0.88262 85.625 85.625 3.09E-14 71.51 287630

32802 LYGQSISAVTAGVK Unmodified _LYGQSISAVTAGVK_ B6SSJ8_MAIZE 2 697.38792 1392.7613 0.64565 -2.1711 -1.5253 68.51 68.51 2.25E-03 33.74 428650

32803 LYGTGSLER Unmodified _LYGTGSLER_ Q9FQC6_MAIZE 2 498.26146 994.50836 -0.10063 -0.25882 -0.37209 49.624 49.624 9.73E-03 34.6 829530

32804 LYGTTLVTGFAR Unmodified _LYGTTLVTGFAR_ B6SWZ4_MAIZE 2 649.85879 1297.703 0.46532 -0.3805 0.094478 83.392 83.392 2.00E-01 26.59 153670

32805 LYGTTLVTGFAR Unmodified _LYGTTLVTGFAR_ B6SWZ4_MAIZE 2 649.85879 1297.703 0.45029 0.011374 0.47094 83.699 83.699 1.60E-02 38.9 308880

32806 LYGTTLVTGFAR Unmodified _LYGTTLVTGFAR_ B6SWZ4_MAIZE 2 649.85879 1297.703 0.48104 0.8733 1.362 83.544 83.544 9.64E-17 53.49 1183100
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32807 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 0.98986 -9.04E-05 0.98398 86.25 86.25 5.87E-44 78.31 1461000

32808 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 1.0228 0.17329 1.1898 86.689 86.689 1.42E-33 68.48 468470

32809 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 0.98594 0.042687 1.0225 87.008 87.008 7.73E-25 66.57 638150

32810 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 0.98177 0.10245 1.0786 86.674 86.674 7.73E-25 59.72 695220

32811 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 1.0184 -0.044547 0.9683 86.41 86.41 7.73E-25 58.49 602730

32812 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 1.0227 0.1846 1.2007 86.964 86.964 4.21E-20 62.89 599560

32813 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 0.96648 -0.35167 0.60897 86.633 86.633 1.67E-64 100.39 13630000

32814 LYGVEPVESAVLNGGK Unmodified _LYGVEPVESAVLNGGK_ CYSK_MAIZE 2 816.43559 1630.8566 0.96891 -0.31931 0.64369 86.474 86.474 1.42E-33 93.29 285790

32815 LYGVEPVESAVLNGGKPGPHK Unmodified _LYGVEPVESAVLNGGKPGPHK_ CYSK_MAIZE 4 537.79165 2147.1375 0.055425 -0.3065 -0.25352 73.323 73.323 1.74E-01 6.79 2416200

32816 LYGVEPVESAVLNGGKPGPHK Unmodified _LYGVEPVESAVLNGGKPGPHK_ CYSK_MAIZE 4 537.79165 2147.1375 -0.037129 -0.22646 -0.26606 74.241 74.241 1.74E-01 30.41 365230

32817 LYGVEPVESAVLNGGKPGPHK Unmodified _LYGVEPVESAVLNGGKPGPHK_ CYSK_MAIZE 4 537.79165 2147.1375 0.066594 -0.28242 -0.21872 74.308 74.308 8.74E-04 42.86 571120

32818 LYGVEPVESAVLNGGKPGPHK Unmodified _LYGVEPVESAVLNGGKPGPHK_ CYSK_MAIZE 4 537.79165 2147.1375 -0.16853 -0.73093 -0.90069 74.248 74.248 2.97E-04 28.91 14311000

32819 LYGVEPVESAVLNGGKPGPHK Unmodified _LYGVEPVESAVLNGGKPGPHK_ CYSK_MAIZE 3 716.71978 2147.1375 0.70743 0.10134 0.80489 74.278 74.278 9.62E-03 10.46 2814200

32820 LYGWAISPFVSR Unmodified _LYGWAISPFVSR_ Q9FQC4_MAIZE 2 698.37461 1394.7347 0.66424 0.10178 0.76115 104.08 104.08 1.98E-03 23.98 298760

32821 LYHPDMTVEEAVDLVDK Oxidation (M) _LYHPDM(ox)TVEEAVDLVDK_ B6T4A2_MAIZE 3 663.98731 1988.9401 0.4988 0.052389 0.55131 92.268 92.268 1.19E-01 35.37 643830

32822 LYHPDMTVEEAVDLVDK Unmodified _LYHPDMTVEEAVDLVDK_ B6T4A2_MAIZE 3 658.65567 1972.9452 0.52526 0.32193 0.84462 98.855 98.855 4.33E-01 21.36 250800

32823 LYIGLSGLATDAQTLYQR Unmodified _LYIGLSGLATDAQTLYQR_ B4FZ41_MAIZE 3 661.68971 1982.0473 0.58365 0.12081 0.6944 108.25 108.25 1.00E+00 0.39 395800

32824 LYIGLSGLATDAQTLYQR Unmodified _LYIGLSGLATDAQTLYQR_ B4FZ41_MAIZE 2 992.03092 1982.0473 1.1943 -0.3409 0.84393 110.39 110.39 1.18E-19 84.11 237610

32825 LYIGLSGLATDAQTLYQR Unmodified _LYIGLSGLATDAQTLYQR_ B4FZ41_MAIZE 2 992.03092 1982.0473 1.1457 0.094287 1.2307 114.26 114.26 1.56E-52 106.87 554490

32826 LYIGLSGLATDAQTLYQR Unmodified _LYIGLSGLATDAQTLYQR_ B4FZ41_MAIZE 3 661.68971 1982.0473 0.48492 -0.018728 0.45579 114.01 114.01 2.73E-05 40.93 340740

32827 LYIGNLDPR Unmodified _LYIGNLDPR_ B6SL90_MAIZE 2 530.79292 1059.5713 -0.074963 -0.4776 -0.57201 71.117 71.117 3.21E-03 59.01 2496000

32828 LYILDHHDNFMPFLVR Unmodified _LYILDHHDNFMPFLVR_ Q9LKL4_MAIZE 4 508.26337 2029.0244 0.0096188 -0.39871 -0.39157 105.43 105.43 1.00E+00 13.97 1010800

32829 LYILDHHDNFMPFLVR Unmodified _LYILDHHDNFMPFLVR_ Q9LKL4_MAIZE 4 508.26337 2029.0244 -0.13273 -0.19513 -0.32937 106.62 106.62 1.00E+00 5.52 184490

32830 LYILDHHDNFMPFLVR Oxidation (M) _LYILDHHDNFM(ox)PFLVR_ Q9LKL4_MAIZE 4 512.2621 2045.0193 -0.13948 -0.20926 -0.3488 95.522 95.522 1.00E+00 7.08 992730

32831 LYILDHHDNFMPFLVR Oxidation (M) _LYILDHHDNFM(ox)PFLVR_ Q9LKL4_MAIZE 3 682.68038 2045.0193 0.56132 -0.52368 0.037495 95.484 95.484 4.55E-03 23.86 247470

32832 LYILIDEIYK Unmodified _LYILIDEIYK_ B4FRD9_MAIZE 2 641.8683 1281.722 0.49634 0.70087 1.1636 102.59 102.59 7.11E-01 2.5 289490

32833 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.6373 0.063433 0.70372 112.44 112.44 6.43E-02 4.61 388710

32834 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.66352 0.14798 0.81509 112.85 112.85 6.27E-03 4.44 887760

32835 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.71184 0.16808 0.88308 113.93 113.93 1.68E-03 8.88 371710

32836 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.68917 -0.004964 0.68806 113.84 113.84 3.27E-04 14.89 468460

32837 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.75341 0.20228 0.95892 117.19 117.19 6.43E-02 8.14 133530

32838 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.65818 0.035386 0.69629 114.05 114.05 1.68E-03 8.6 1976300

32839 LYIQTIDLDHEDKFDFDPLDVTK Unmodified _LYIQTIDLDHEDKFDFDPLDVTK_ B6UHU1_MAIZE 4 695.84709 2779.3592 0.71694 0.1131 0.83308 116.82 116.82 6.27E-03 4.42 413260

32840 LYISNLDFGVSNDDIK Unmodified _LYISNLDFGVSNDDIK_ B6T346_MAIZE 2 906.95435 1811.8941 1.1202 0.88387 1.9971 97.9 97.9 7.73E-25 75.1 738580
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32841 LYISNLDFGVSNEDIK Unmodified _LYISNLDFGVSNEDIK_ B4FUT7_MAIZE 2 913.96217 1825.9098 1.1315 0.21429 1.3347 97.401 97.401 4.21E-20 77.04 346780

32842 LYITLVR Unmodified _LYITLVR_ B6SIL2_MAIZE 2 439.27892 876.54329 -0.11234 0.44161 0.31142 75.7 75.7 4.49E-02 42.8 438570

32843 LYIVEALNTVSLPSSK Unmodified _LYIVEALNTVSLPSSK_ B6UEC0_MAIZE 2 867.48783 1732.9611 1.0767 -0.19351 0.86731 104.17 104.17 1.42E-33 77.78 321310

32844 LYLDELQK Unmodified _LYLDELQK_ B6SP66_MAIZE 2 511.28186 1020.5492 0.029782 0.96879 0.96741 68.07 68.07 5.06E-02 18.6 627890

32845 LYLDELQK Unmodified _LYLDELQK_ B6SP66_MAIZE 2 511.28186 1020.5492 -0.021003 0.8403 0.78855 69.545 69.545 7.88E-01 17.34 523720

32846 LYLLAVGR Unmodified _LYLLAVGR_ B6TRK0_MAIZE 2 452.78437 903.55419 -0.16114 0.73795 0.555 79.435 79.435 3.77E-01 25.19 397580

32847 LYLSEQTDGSVPNTLVIANCEVVKPR Unmodified _LYLSEQTDGSVPNTLVIANCEVVKPR_ Q94F77_MAIZE 3 968.17081 2901.4906 1.2603 -0.23803 1.0212 90.012 90.012 1.83E-11 58.68 546350

32848 LYLSEQTDGSVPNTLVIANCEVVKPR Unmodified _LYLSEQTDGSVPNTLVIANCEVVKPR_ Q94F77_MAIZE 3 968.17081 2901.4906 1.193 -0.29048 0.9014 90.455 90.455 2.07E-15 64.71 1598900

32849 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.49762 0.23619 0.69579 26.815 26.815 5.26E-01 23.81 81142

32850 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.27416 0.2647 0.50068 24.922 24.922 4.12E-01 22.92 36152

32851 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.44182 0.047592 0.45136 27.924 27.924 6.90E-01 8.71 89283

32852 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.43389 -0.15969 0.23773 27.393 27.393 4.12E-01 24.83 131620

32853 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.48712 0.20223 0.65263 27.59 27.59 4.12E-01 22.49 13481

32854 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.4814 0.10293 0.54621 28.147 28.147 6.90E-01 16.62 58999

32855 LYMEAR Oxidation (M) _LYM(ox)EAR_ B6U0S1_MAIZE 2 399.69436 797.37417 0.54292 0.44936 0.95482 26.754 26.754 4.12E-01 16.04 45886

32856 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.48763 0.27746 0.72205 39.538 39.538 1.00E+00 7.12 2139900

32857 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.38007 0.27909 0.61641 38.984 38.984 5.26E-01 12.72 576530

32858 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.4896 0.65805 1.1021 41.609 41.609 9.46E-01 8.83 559420

32859 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.44957 -0.074219 0.33248 40.962 40.962 5.26E-01 12.62 969860

32860 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.52822 0.11492 0.60031 41.409 41.409 9.46E-01 9.79 305580

32861 LYMEAR Unmodified _LYMEAR_ B6U0S1_MAIZE 2 391.69691 781.37926 0.42985 1.005 1.389 42.175 42.175 9.46E-01 14.96 718500

32862 LYMEARPLEEGLAEAIDDGR Oxidation (M) _LYM(ox)EARPLEEGLAEAIDDGR_ B6U0S1_MAIZE 3 755.36696 2263.0791 0.84874 0.24487 1.0694 93.673 93.673 2.26E-05 47.37 1294300

32863 LYMEARPLEEGLAEAIDDGR Oxidation (M) _LYM(ox)EARPLEEGLAEAIDDGR_ B6U0S1_MAIZE 3 755.36696 2263.0791 0.85746 0.31404 1.1473 93.817 93.817 3.70E-04 49.2 503150

32864 LYMEARPLEEGLAEAIDDGR Oxidation (M) _LYM(ox)EARPLEEGLAEAIDDGR_ B6U0S1_MAIZE 3 755.36696 2263.0791 0.85492 0.44568 1.2763 93.762 93.762 1.55E-03 45.9 872670

32865 LYNPYQDLNLPYR Unmodified _LYNPYQDLNLPYR_ B6SJS3_MAIZE 2 834.92265 1667.8308 1.0538 0.27521 1.3061 91.191 91.191 1.15E-02 42.24 146650

32866 LYNPYQDLNLPYR Unmodified _LYNPYQDLNLPYR_ B6SJS3_MAIZE 2 834.92265 1667.8308 0.99147 -0.20382 0.76581 92.363 92.363 2.61E-08 62.25 319430

32867 LYQALQLEGLPK Unmodified _LYQALQLEGLPK_ B6THD2_MAIZE 2 686.89538 1371.7762 0.7067 0.93106 1.6125 83.846 83.846 1.68E-09 44.07 236130

32868 LYQLGIDWTTPEHGSINNPR Unmodified _LYQLGIDWTTPEHGSINNPR_ B4G0F3_MAIZE 3 771.05371 2310.1393 0.93051 0.3975 1.3218 87.055 87.055 8.21E-12 39.75 519580

32869 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.0697 0.23596 1.3006 102.9 102.9 5.17E-06 34.67 2442600

32870 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.1718 0.21687 1.3837 102.79 102.79 1.96E-09 83.19 1107100

32871 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.0508 -0.02222 1.0235 103.38 103.38 2.49E-15 74.36 3742500

32872 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.3269 -0.13752 1.1847 103.34 103.34 1.96E-09 68.68 966230

32873 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.0274 -0.24377 0.77907 103.42 103.42 3.62E-09 59.11 3937800

32874 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.1027 0.062394 1.1602 103.36 103.36 2.10E-35 74.56 1113400
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32875 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.0262 -0.16315 0.85798 103.39 103.39 5.17E-06 42.83 1973000

32876 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.1634 0.26259 1.4207 103.34 103.34 1.54E-06 60.55 615860

32877 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.0696 -0.11569 0.94915 102.89 102.89 5.14E-05 25.22 984270

32878 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.2629 0.008172 1.2664 102.88 102.88 1.96E-09 47.15 320030

32879 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 856.77199 2567.2941 1.067 0.054263 1.116 103.62 103.62 5.14E-05 17.5 2318100

32880 LYQMQETGALLFPAINVNDSVTK Oxidation (M) _LYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1284.6543 2567.2941 1.1887 0.077245 1.2605 103.55 103.55 1.74E-18 85.43 762150

32881 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 851.44035 2551.2992 1.0365 -0.15277 0.87793 112.2 112.2 1.54E-22 63.29 6761700

32882 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.1319 -0.024205 1.1017 112.22 112.22 1.06E-12 57.6 3300700

32883 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 851.44035 2551.2992 1.028 -0.063901 0.95756 112.73 112.73 2.49E-15 58.63 1678400

32884 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.3241 -0.12975 1.1881 112.72 112.72 1.06E-12 65.22 591860

32885 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.1192 0.028778 1.1421 112.81 112.81 1.96E-09 61.47 549880

32886 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 851.44035 2551.2992 1.0338 -0.038246 0.98971 112.81 112.81 3.62E-09 42.97 1532900

32887 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.1695 -0.20754 0.95581 112.86 112.86 2.10E-05 42.94 214890

32888 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 851.44035 2551.2992 1.0508 -0.12445 0.91983 112.87 112.87 4.10E-06 23.56 556120

32889 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.2809 -0.6734 0.60239 112.55 112.55 1.76E-04 23.78 187970

32890 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 2 1276.6569 2551.2992 1.1912 0.1172 1.302 113.3 113.3 1.54E-06 45.97 666000

32891 LYQMQETGALLFPAINVNDSVTK Unmodified _LYQMQETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 851.44035 2551.2992 1.1046 0.36845 1.4666 113.24 113.24 8.30E-06 32.19 1576300

32892 LYQPHEGNEDQR Unmodified _LYQPHEGNEDQR_ B4FDX9_MAIZE 3 495.89542 1484.6644 -0.14097 -0.45081 -0.60535 36.681 36.681 2.11E-01 13.7 68122

32893 LYQVEYAFK Unmodified _LYQVEYAFK_ B4F7U0_MAIZE 2 580.80296 1159.5914 0.031214 0.73102 0.74297 74.469 74.469 3.32E-02 25.99 206830

32894 LYQVEYAFK Unmodified _LYQVEYAFK_ B4F7U0_MAIZE 2 580.80296 1159.5914 0.0041525 0.22403 0.20827 73.526 73.526 3.89E-04 61.25 18186000

32895 LYRDDLLEDLLKEPDEITIK Unmodified _LYRDDLLEDLLKEPDEITIK_ B6U1K3_MAIZE 4 608.57962 2430.2894 0.26106 0.24686 0.48634 115.67 115.67 1.00E+00 11.31 294300

32896 LYRDDLLEDLLKEPDEITIK Unmodified _LYRDDLLEDLLKEPDEITIK_ B6U1K3_MAIZE 4 608.57962 2430.2894 0.32608 -0.071735 0.23367 116.1 116.1 4.20E-02 25.53 261850

32897 LYRPDMTVEEAVDLVDK Oxidation (M) _LYRPDM(ox)TVEEAVDLVDK_ B6SIM7_MAIZE 2 1004.9984 2007.9823 1.1974 0.12233 1.3157 96.546 96.546 7.09E-34 43.44 179800

32898 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 3 437.24695 1308.719 0.11811 0.10408 0.22282 54.811 54.811 2.42E-04 35.18 2411500

32899 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 3 437.24695 1308.719 0.084652 0.11865 0.20459 57.206 57.206 3.25E-03 44.48 1910200

32900 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 3 437.24695 1308.719 0.076429 0.18161 0.26022 56.513 56.513 1.84E-01 17.46 537290

32901 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 3 437.24695 1308.719 -0.045362 -0.021208 -0.06518 57.124 57.124 6.54E-02 14.55 3464500

32902 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 2 655.36679 1308.719 0.4693 -0.32914 0.14375 57.122 57.122 7.72E-03 31.24 533950

32903 LYRPGSVGFVSK Unmodified _LYRPGSVGFVSK_ B6U233_MAIZE 3 437.24695 1308.719 0.096655 0.19937 0.29869 55.812 55.812 8.36E-03 28.39 1014700

32904 LYSIASTR Unmodified _LYSIASTR_ B4FI05_MAIZE 2 455.75327 909.49198 -0.051376 0.21278 0.13638 50.759 50.759 1.00E+00 7.24 568220

32905 LYSIASTR Unmodified _LYSIASTR_ B4FI05_MAIZE 2 455.75327 909.49198 -0.01446 0.37393 0.3341 50.515 50.515 2.92E-02 37.33 2013000

32906 LYSIASTR Unmodified _LYSIASTR_ B4FI05_MAIZE 2 455.75327 909.49198 -0.087435 0.048883 -0.064897 51.12 51.12 2.34E-03 45.06 9838100

32907 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.70104 -0.074933 0.62062 109.67 109.67 9.90E-15 56.1 6041300

32908 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 2 1075.5386 2149.0626 1.2063 -0.067023 1.1333 109.67 109.67 2.86E-31 118.83 1116200
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32909 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.71205 -0.028387 0.67818 110.33 110.33 1.72E-05 44.69 2349400

32910 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 2 1075.5386 2149.0626 1.2041 -0.22429 0.97402 110.33 110.33 5.48E-24 120.8 263160

32911 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.71183 0.1616 0.86685 110.41 110.41 1.41E-07 60.34 1965800

32912 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 2 1075.5386 2149.0626 1.1591 0.05178 1.2049 110.42 110.42 1.84E-40 107.02 240960

32913 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.70494 0.21488 0.91305 110.48 110.48 2.45E-02 29.19 1891000

32914 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 2 1075.5386 2149.0626 1.2045 0.058536 1.2576 110.48 110.48 4.53E-07 84.6 213290

32915 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.76737 -0.004818 0.75647 110.4 110.4 1.41E-07 49.61 748030

32916 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.77933 0.11759 0.89053 110.97 110.97 1.00E+00 3.8 427310

32917 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.69259 0.18881 0.87538 110.19 110.19 9.90E-15 44.37 4254800

32918 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 2 1075.5386 2149.0626 1.2846 0.36237 1.6412 110.2 110.2 5.48E-24 94.84 522190

32919 LYSLDAGSIIHSLCFSPNR Unmodified _LYSLDAGSIIHSLCFSPNR_ B4FKM1_MAIZE 3 717.36148 2149.0626 0.79262 -0.11087 0.6756 112.53 112.53 2.84E-03 37.18 90302

32920 LYTGCNDIISLR Unmodified _LYTGCNDIISLR_ B6TW99_MAIZE 2 712.86375 1423.7129 0.73263 0.14919 0.87523 78.075 78.075 1.98E-03 50.59 1207400

32921 LYVANVGDSR Unmodified _LYVANVGDSR_ B6TEB8_MAIZE 2 547.28546 1092.5564 0.053975 0.83973 0.88552 53.359 53.359 1.62E-03 40.21 734890

32922 LYVDAADPAGR Unmodified _LYVDAADPAGR_ B6SNY0_MAIZE 2 574.29075 1146.5669 -0.0048372 0.16777 0.15236 56.219 56.219 3.60E-06 47.87 325720

32923 LYVDQPGYVDLHWGMFVPAIK Unmodified _LYVDQPGYVDLHWGMFVPAIK_ B4F8X3_MAIZE 3 816.7522 2447.2348 0.99451 0.034247 1.0337 116.39 116.39 2.72E-06 26.93 734270

32924 LYVDQPGYVDLHWGMFVPAIK Oxidation (M) _LYVDQPGYVDLHWGM(ox)FVPAIK_ B4F8X3_MAIZE 3 822.08384 2463.2297 1.0093 0.10272 1.1178 110.68 110.68 2.97E-04 37.07 167420

32925 LYVDQPGYVDLHWGMFVPAIK Oxidation (M) _LYVDQPGYVDLHWGM(ox)FVPAIK_ B4F8X3_MAIZE 3 822.08384 2463.2297 1.0193 0.090625 1.1165 110.85 110.85 7.80E-02 5.7 109630

32926 LYVDQPGYVDLHWGMFVPAIK Oxidation (M) _LYVDQPGYVDLHWGM(ox)FVPAIK_ B4F8X3_MAIZE 3 822.08384 2463.2297 1.117 0.024455 1.1482 111.5 111.5 2.06E-04 33.38 144510

32927 LYVDQPGYVDLHWGMFVPAIK Oxidation (M) _LYVDQPGYVDLHWGM(ox)FVPAIK_ B4F8X3_MAIZE 3 822.08384 2463.2297 1.1298 0.90379 2.0393 112.18 112.18 9.62E-03 13.04 53416

32928 LYVEAGEVEK Unmodified _LYVEAGEVEK_ B6ST71_MAIZE 2 568.79533 1135.5761 0.049832 -0.42018 -0.39159 53.498 53.498 1.00E+00 10.47 42349

32929 LYVEAGEVEK Unmodified _LYVEAGEVEK_ B6ST71_MAIZE 2 568.79533 1135.5761 0.16163 0.16736 0.3068 54.856 54.856 1.45E-01 21.49 348330

32930 LYVEAGEVEK Unmodified _LYVEAGEVEK_ B6ST71_MAIZE 2 568.79533 1135.5761 0.10422 0.038221 0.11942 54.774 54.774 1.25E-02 24.39 615170

32931 LYVISALAGTK Unmodified _LYVISALAGTK_ B6TJ63_MAIZE 2 568.33971 1134.6649 0.062032 0.21339 0.25738 82.696 82.696 4.43E-05 44.15 2347300

32932 LYWGDAR Unmodified _LYWGDAR_ B4G087_MAIZE 2 440.71923 879.4239 -0.052889 0.56969 0.50143 59.2 59.2 1.00E+00 7.81 31625

32933 LYWGDAR Unmodified _LYWGDAR_ B4G087_MAIZE 2 440.71923 879.4239 -0.16812 0.36933 0.18452 61.403 61.403 1.86E-01 17.92 3498300

32934 LYYCEISSLPQGIEGFR Unmodified _LYYCEISSLPQGIEGFR_ B6U134_MAIZE 2 1016.4959 2030.9772 1.2281 -0.23778 0.98212 101.52 101.52 5.62E-03 36.35 679740

32935 LYYCEISSLPQGIEGFR Unmodified _LYYCEISSLPQGIEGFR_ B6U134_MAIZE 2 1016.4959 2030.9772 1.1385 -0.91172 0.21956 102.1 102.1 5.62E-03 30.7 290680

32936 LYYCEISSLPQGIEGFR Unmodified _LYYCEISSLPQGIEGFR_ B6U134_MAIZE 2 1016.4959 2030.9772 1.134 -0.77369 0.35297 102.08 102.08 2.72E-05 29.79 201840

32937 LYYCEISSLPQGIEGFR Unmodified _LYYCEISSLPQGIEGFR_ B6U134_MAIZE 2 1016.4959 2030.9772 1.1815 -0.82987 0.34442 102.15 102.15 5.62E-03 27.85 259030

32939 LYYNDFLR Unmodified _LYYNDFLR_ B6T895_MAIZE 2 552.27965 1102.5447 0.14449 0.29968 0.42337 81.696 81.696 1.65E-01 32.27 668630

32940 LYYNDFLR Unmodified _LYYNDFLR_ B6T895_MAIZE 2 552.27965 1102.5447 0.077594 0.50517 0.5623 82.269 82.269 3.77E-01 21.6 216940

32941 LYYNDFLR Unmodified _LYYNDFLR_ B6T895_MAIZE 2 552.27965 1102.5447 0.08332 0.036708 0.099601 82.742 82.742 7.88E-01 8.63 269800

32942 LYYNDFLR Unmodified _LYYNDFLR_ B6T895_MAIZE 2 552.27965 1102.5447 0.16644 0.31047 0.45702 82.383 82.383 3.77E-01 13.6 251330

32943 MAAAAAVYRR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)AAAAAVYRR_ B6UGW2_MAIZE 3 379.86596 1136.5761 0.4336 0.35129 0.74511 48.447 48.447 1.25E-01 6.54 163730
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32944 MAAANGVR Unmodified _MAAANGVR_ B4FAE5_MAIZE 2 395.20543 788.39631 0.53093 -0.24918 0.25513 22.434 22.434 5.06E-02 30.57 14583

32945 MAAANGVR Unmodified _MAAANGVR_ B4FAE5_MAIZE 2 395.20543 788.39631 0.45159 -0.12572 0.29813 23.374 23.374 5.06E-02 30.15 48568

32946 MAADLLVMGSHGYGFIQR 2 Oxidation (M) _M(ox)AADLLVM(ox)GSHGYGFIQR_ B4FH43_MAIZE 3 666.65724 1996.9499 0.48423 -0.43788 0.047693 82.616 82.616 2.80E-16 48.94 424430

32947 MAALAEAAR Unmodified _MAALAEAAR_ B4F9G0_MAIZE 2 452.23947 902.46439 0.21618 1.2275 1.3881 42.801 42.801 3.32E-02 26.44 769400

32948 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.97866 0.10891 1.091 96.606 96.606 1.62E-13 55.65 1353100

32949 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 1.0252 0.35321 1.3819 100.72 100.72 1.26E-03 32.66 20404

32950 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.97018 0.012567 0.98591 97.307 97.307 1.49E-10 44.82 1225800

32951 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.9437 -0.049272 0.89787 97.257 97.257 4.93E-30 62.23 1885700

32952 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.94051 0.008042 0.95183 97.115 97.115 3.65E-24 75.19 2215700

32953 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.9732 -0.22553 0.75135 96.711 96.711 4.93E-30 79.71 1513500

32954 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.92698 -0.4163 0.51412 97.204 97.204 9.24E-37 72.11 14128000

32955 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 3 541.28508 1620.8334 0.048256 0.53445 0.58542 97.15 97.15 1.00E+00 4.25 1244500

32956 MAALFAGFPETVPVR Oxidation (M) _M(ox)AALFAGFPETVPVR_ B4FBK8_MAIZE 2 811.42398 1620.8334 0.96698 0.8372 1.8064 97.291 97.291 3.67E-03 32.99 509850

32957 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.96212 0.12773 1.0896 103.29 103.29 1.12E-07 62.84 1797200

32958 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.94874 0.37473 1.3236 104.03 104.03 1.26E-03 21.34 155860

32959 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.96532 0.20462 1.1697 104.02 104.02 7.01E-11 57.98 271070

32960 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.99808 -0.11816 0.88021 104.05 104.05 1.12E-07 58.16 252480

32961 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 1.046 0.068801 1.115 103.53 103.53 2.05E-04 24.7 216760

32962 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.93248 -0.21873 0.71461 104.15 104.15 2.40E-39 87.57 5074900

32963 MAALFAGFPETVPVR Unmodified _MAALFAGFPETVPVR_ B4FBK8_MAIZE 2 803.42652 1604.8385 0.98186 -0.30021 0.68248 103.72 103.72 1.60E-05 36.32 415410

32964 MAALYAGFPDTVPLK Unmodified _MAALYAGFPDTVPLK_ B6TR05_MAIZE 2 797.4209 1592.8273 1.0525 -0.27963 0.76591 95.66 95.66 1.60E-05 43.18 234870

32965 MAALYAGFPDTVPLK Unmodified _MAALYAGFPDTVPLK_ B6TR05_MAIZE 2 797.4209 1592.8273 0.96189 -0.066548 0.88821 96.275 96.275 2.37E-16 60.95 1395700

32966 MAALYAGFPDTVPLK Oxidation (M) _M(ox)AALYAGFPDTVPLK_ B6TR05_MAIZE 2 805.41836 1608.8222 0.96585 0.080982 1.042 90.287 90.287 3.65E-24 56.35 2130300

32967 MAAMIDQLQIR 2 Oxidation (M) _M(ox)AAM(ox)IDQLQIR_ B4FU14_MAIZE 2 661.33377 1320.653 0.37698 -0.098725 0.26034 64.055 64.055 5.11E-11 45.46 295060

32968 MAAMIDQLQIR Oxidation (M) _MAAM(ox)IDQLQIR_ B4FU14_MAIZE 2 653.33632 1304.6581 0.43231 -0.36096 0.05163 71.24 71.24 2.73E-06 57.12 67176

32969 MAAMIDQLQIR Oxidation (M) _M(ox)AAMIDQLQIR_ B4FU14_MAIZE 2 653.33632 1304.6581 0.42077 -0.7488 -0.34737 75.248 75.248 3.57E-04 26.74 45199

32970 MAAQTVGNSVSEFLSGFSDGK Oxidation (M) _M(ox)AAQTVGNSVSEFLSGFSDGK_ B4FKW0_MAIZE 3 716.66864 2146.9841 0.71984 -0.22242 0.50574 114.46 114.46 3.79E-01 9.33 374040

32971 MAAQTVGNSVSEFLSGFSDGK Oxidation (M) _M(ox)AAQTVGNSVSEFLSGFSDGK_ B4FKW0_MAIZE 2 1074.4993 2146.9841 1.177 -0.071041 1.1138 114.49 114.49 1.29E-11 115.02 298090

32972 MAAQTVGNSVSEFLSGFSDGK Oxidation (M) _M(ox)AAQTVGNSVSEFLSGFSDGK_ B4FKW0_MAIZE 3 716.66864 2146.9841 0.68075 -0.12961 0.55893 117.61 117.61 1.06E-06 69.06 410250

32973 MAAQTVGNSVSEFLSGFSDGK Oxidation (M) _M(ox)AAQTVGNSVSEFLSGFSDGK_ B4FKW0_MAIZE 2 1074.4993 2146.9841 1.1482 -0.055087 1.1007 117.6 117.6 1.08E-14 95.38 328340

32974 MAARVPAADLNQHLSSPFIAR Oxidation (M) _M(ox)AARVPAADLNQHLSSPFIAR_ B4FNU5_MAIZE 3 761.06718 2280.1797 0.79002 1.0536 1.8274 123.03 123.03 2.92E-02 3.44 3631900

32975 MAASLVR Unmodified _MAASLVR_ B6T3V1_MAIZE 2 374.21272 746.41089 0.8232 -0.29371 0.50063 39.634 39.634 1.86E-01 25.15 321030

32976 MADATAALSAR Unmodified _MADATAALSAR_ B6TBS1_MAIZE 2 539.2715 1076.5284 0.12218 -4.5542 -4.4526 42.648 42.648 4.96E-02 18.21 463430

32977 MADKEVGIEAK Oxidation (M) _M(ox)ADKEVGIEAK_ B6UBU3_MAIZE 2 603.80537 1205.5962 0.40355 0.090979 0.4709 31.399 31.399 3.83E-01 7.63 16095
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32978 MADKEVGIEAK Unmodified _MADKEVGIEAK_ B6UBU3_MAIZE 3 397.54103 1189.6013 0.35845 -0.10369 0.22657 38.207 38.207 1.15E-01 17.78 193120

32979 MADMYTSLQSSR 2 Oxidation (M) _M(ox)ADM(ox)YTSLQSSR_ B4FQ64_MAIZE 2 711.30541 1420.5963 0.68456 -0.25193 0.42356 48.376 48.376 1.76E-15 73.26 819540

32980 MAFTGDALIIR Oxidation (M) _M(ox)AFTGDALIIR_ B6TF86_MAIZE 2 612.32627 1222.638 0.40109 0.48026 0.87246 77.568 77.568 3.83E-01 5.4 181300

32981 MAFTGDALIIR Oxidation (M) _M(ox)AFTGDALIIR_ B6TF86_MAIZE 2 612.32627 1222.638 0.18206 0.17984 0.35389 77.081 77.081 6.35E-09 58.35 7291200

32982 MAFTGDALIIR Unmodified _MAFTGDALIIR_ B6TF86_MAIZE 2 604.32882 1206.6431 0.20471 0.78302 0.97571 86.627 86.627 1.62E-12 95.72 3631300

32983 MAFTVSFSPANVQMLQAR Unmodified _MAFTVSFSPANVQMLQAR_ B6TPK4_MAIZE 2 999.50042 1996.9863 1.1243 -1.4753 -0.35226 91.016 91.016 3.01E-01 3.78 3328200

32984 MAFTVSFSPANVQMLQAR Unmodified _MAFTVSFSPANVQMLQAR_ B6TPK4_MAIZE 2 999.50042 1996.9863 1.1111 -1.5068 -0.3975 91.668 91.668 5.17E-01 0.47 671580

32985 MAFVVLR Unmodified _MAFVVLR_ B6TIG4_MAIZE 2 418.24657 834.47858 0.23211 0.14207 0.36991 73.61 73.61 1.86E-01 34.79 930360

32986 MAGAVR Unmodified _MAGAVR_ B4FFP6_MAIZE 2 302.66541 603.31627 5.9571 28.142 28.142 5.32E-01 10.51

32987 MAGAVR Oxidation (M) _M(ox)AGAVR_ B4FFP6_MAIZE 2 310.66287 619.31118 1.4597 -0.32704 1.1174 10.312 10.312 1.00E+00 9.25 18949

32988 MAGAVR Oxidation (M) _M(ox)AGAVR_ B4FFP6_MAIZE 2 310.66287 619.31118 1.4614 0.42205 1.8692 10.594 10.594 5.26E-01 23.17 105940

32989 MAGGGKKEK Oxidation (M) _M(ox)AGGGKKEK_ B6U832_MAIZE 2 461.24475 920.47495 0.050797 0.67834 0.70251 79.495 79.495 7.35E-02 21.02 434910

32990 MAGPFQEVAFNTPEGTVSAPFK Oxidation (M) _M(ox)AGPFQEVAFNTPEGTVSAPFK_ B6T401_MAIZE 3 781.04382 2340.1096 0.89402 -0.088218 0.81331 101.55 101.55 6.40E-03 19.03 245520

32991 MAGPFQEVAFNTPEGTVSAPFK Oxidation (M) _M(ox)AGPFQEVAFNTPEGTVSAPFK_ B6T401_MAIZE 2 1171.0621 2340.1096 1.1262 0.10579 1.2384 101.55 101.55 4.59E-36 111.2 224840

32992 MAIQNATGPR Unmodified _MAIQNATGPR_ B6U1K3_MAIZE 2 529.77421 1057.5339 0.05087 -0.25376 -0.22169 42.263 42.263 1.84E-04 63.37 437060

32993 MAIVDDRR Unmodified _MAIVDDRR_ Q49HE2_MAIZE 3 325.83953 974.49675 1.4494 -0.18131 1.2545 39.2 39.2 1.00E+00 21.83 258450

32994 MAIVDDRR Unmodified _MAIVDDRR_ Q49HE2_MAIZE 2 488.25565 974.49675 0.0027848 -0.46864 -0.47913 39.2 39.2 1.65E-01 25.08 169390

32995 MAIVDDRR Oxidation (M) _M(ox)AIVDDRR_ Q49HE2_MAIZE 3 331.17116 990.49166 1.357 0.49524 1.8376 28.221 28.221 1.00E+00 22 9038.5

32996 MAIVDDRR Oxidation (M) _M(ox)AIVDDRR_ Q49HE2_MAIZE 3 331.17116 990.49166 1.3793 -0.34979 1.0185 28.729 28.729 1.00E+00 17.3 10721

32997 MALDDLCGLTGENVGPLPGYIEDAVK Oxidation (M) _M(ox)ALDDLCGLTGENVGPLPGYIEDAVK_ B6UHS0_MAIZE 3 921.7787 2762.3143 1.1024 0.018146 1.1223 121.71 121.71 7.49E-12 59.11 414780

32998 MALDDLCGLTGENVGPLPGYIEDAVK Oxidation (M) _M(ox)ALDDLCGLTGENVGPLPGYIEDAVK_ B6UHS0_MAIZE 2 1382.1644 2762.3143 1.0598 0.14377 1.2061 121.7 121.7 3.93E-10 38.21 135350

32999 MALECAR Oxidation (M) _M(ox)ALECAR_ B6T8X5_MAIZE 2 433.69658 865.3786 0.21933 0.41547 0.61268 28.025 28.025 1.26E-01 37.52 37801

33000 MALLQPAAR Unmodified _MALLQPAAR_ B4F8V9_MAIZE 2 485.77876 969.54297 -0.0044064 -0.57964 -0.61869 56.871 56.871 9.73E-03 46.97 1655900

33001 MALLQPAAR Oxidation (M) _M(ox)ALLQPAAR_ B4F8V9_MAIZE 2 493.77622 985.53789 -0.16866 0.18816 -0.011422 44.464 44.464 9.56E-03 35.69 258610

33002 MALLQPAAR Oxidation (M) _M(ox)ALLQPAAR_ B4F8V9_MAIZE 2 493.77622 985.53789 -0.011039 0.43215 0.3896 46.944 46.944 9.56E-03 34.71 310760

33003 MANADLGR Oxidation (M) _M(ox)ANADLGR_ B4FVJ0_MAIZE 2 432.20563 862.3967 0.21971 0.29488 0.49224 25.991 25.991 2.90E-02 55.35 27189

33004 MANADLGR Oxidation (M) _M(ox)ANADLGR_ B4FVJ0_MAIZE 2 432.20563 862.3967 0.13399 0.64975 0.76095 25.88 25.88 1.65E-01 36.96 33297

33005 MANGATEPPVSGVLK Acetyl (Protein N-term) _(ac)MANGATEPPVSGVLK_ B6U6H2_MAIZE 2 756.88997 1511.7654 0.95968 1.5227 2.4712 105.92 105.92 4.63E-02 9.67 144040

33006 MAPGIGGFGGLFPYNDDYLVASTDGVGTK Oxidation (M) _M(ox)APGIGGFGGLFPYNDDYLVASTDGVGTK_ B6T882_MAIZE 3 979.13213 2934.3746 1.245 0.28059 1.5403 119.11 119.11 2.74E-02 21.98 677240

33007 MAPITDQIVIGTSGTLIK Oxidation (M) _M(ox)APITDQIVIGTSGTLIK_ B6SLS0_MAIZE 2 937.5188 1873.0231 1.2391 -0.056974 1.1852 91.218 91.218 1.18E-19 56.19 384620

33008 MARRLCR Unmodified _MARRLCR_ B6TFF1_MAIZE 2 481.76038 961.5062 -0.10882 -0.60738 -0.74016 61.486 61.486 4.46E-01 12.21 737260

33009 MASFVGAMAISDLVK 2 Oxidation (M) _M(ox)ASFVGAM(ox)AISDLVK_ B6T8X5_MAIZE 2 786.39403 1570.7735 0.93161 -1.5889 -0.65711 93.279 93.279 6.37E-03 33.69 90649

33010 MASFVGAMAISDLVK 2 Oxidation (M) _M(ox)ASFVGAM(ox)AISDLVK_ B6T8X5_MAIZE 2 786.39403 1570.7735 0.93596 0.18065 1.1148 94.282 94.282 2.68E-04 56.38 165680

33011 MASFVGAMAISDLVK 2 Oxidation (M) _M(ox)ASFVGAM(ox)AISDLVK_ B6T8X5_MAIZE 2 786.39403 1570.7735 1.0044 -0.45013 0.55283 93.813 93.813 2.05E-04 58.67 140170



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

33012 MASFVGAMAISDLVK 2 Oxidation (M) _M(ox)ASFVGAM(ox)AISDLVK_ B6T8X5_MAIZE 2 786.39403 1570.7735 0.87057 -1.0229 -0.15351 93.196 93.196 4.45E-20 63.47 326630

33013 MASILEPSK Unmodified _MASILEPSK_ B4F9G8_MAIZE 2 488.26261 974.51067 0.010329 0.21465 0.191 53.615 53.615 1.12E-01 24.47 587010

33014 MASILEPSK Oxidation (M) _M(ox)ASILEPSK_ B4F9G8_MAIZE 2 496.26007 990.50558 -0.15035 0.47557 0.29363 43.7 43.7 1.12E-01 26.4 157630

33015 MASILEPSKPSYFPAMTK Unmodified _MASILEPSKPSYFPAMTK_ B4F9G8_MAIZE 3 666.67401 1997.0002 0.56771 -0.21585 0.33221 82.125 82.125 5.85E-01 3.15 884720

33016 MASILEPSKPSYFPAMTK 2 Oxidation (M) _M(ox)ASILEPSKPSYFPAM(ox)TK_ B4F9G8_MAIZE 3 677.33729 2028.99 0.53635 -0.098778 0.42253 70.944 70.944 3.92E-01 13.16 57064

33017 MASPSPPPQPAAAGVPK Unmodified _MASPSPPPQPAAAGVPK_ B6T9Q7_MAIZE 2 801.91906 1601.8236 0.90362 1.3346 2.2261 84.52 84.52 8.75E-01 1.8 778820

33018 MASPSPPPQPAAAGVPK Unmodified _MASPSPPPQPAAAGVPK_ B6T9Q7_MAIZE 2 801.91906 1601.8236 0.9888 1.4594 2.4362 85.282 85.282 5.92E-01 4.67 810930

33019 MASQPAAANAR Oxidation (M) _M(ox)ASQPAAANAR_ B4FQY4_MAIZE 2 552.26675 1102.5189 0.18644 0.047437 0.20091 28.296 28.296 1.00E+00 0.99 79347

33020 MASQPAAANAR Oxidation (M) _M(ox)ASQPAAANAR_ B4FQY4_MAIZE 2 552.26675 1102.5189 0.085553 -0.1877 -0.13433 21.634 21.634 1.67E-02 40.53 4887.8

33021 MASSCQNVEIPGK Unmodified _MASSCQNVEIPGK_ B4FFZ9_MAIZE 2 710.83159 1419.6486 0.65236 1.1007 1.7455 102.4 102.4 2.65E-01 7.05 200910

33022 MASSCQNVEIPGK Unmodified _MASSCQNVEIPGK_ B4FFZ9_MAIZE 2 710.83159 1419.6486 0.6673 0.3174 0.97737 103.58 103.58 1.00E+00 1.96 93819

33023 MASSCQNVEIPGK Unmodified _MASSCQNVEIPGK_ B4FFZ9_MAIZE 2 710.83159 1419.6486 0.68417 0.30049 0.97841 104.76 104.76 1.00E+00 7.21 95117

33024 MATLAEAAR Unmodified _MATLAEAAR_ B4FVJ0_MAIZE 2 467.24475 932.47495 -0.045376 0.27002 0.18515 43.731 43.731 9.73E-03 44.51 3918700

33025 MATLAEAAR Unmodified _MATLAEAAR_ B4FVJ0_MAIZE 2 467.24475 932.47495 0.034028 0.5334 0.52654 45.921 45.921 1.01E-02 37.84 834580

33026 MATLAEAAR Unmodified _MATLAEAAR_ B4FVJ0_MAIZE 2 467.24475 932.47495 -0.060227 0.26346 0.16334 45.187 45.187 3.21E-03 50.31 1330600

33027 MATLAEAAR Unmodified _MATLAEAAR_ B4FVJ0_MAIZE 2 467.24475 932.47495 0.024387 0.94145 0.92511 45.891 45.891 3.21E-03 57.47 1181000

33028 MATLAEAAR Unmodified _MATLAEAAR_ B4FVJ0_MAIZE 2 467.24475 932.47495 -0.059133 0.35812 0.25887 45.719 45.719 3.32E-02 47.67 3847200

33029 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 -0.15712 -0.59798 -0.78884 34.241 34.241 3.39E-01 25.67 106720

33030 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 -0.013426 0.065516 0.015948 36.98 36.98 3.32E-02 46.4 262700

33031 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 0.041318 -0.45618 -0.44988 36.186 36.186 9.56E-03 63.22 273180

33032 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 0.025018 0.40582 0.395 36.797 36.797 9.87E-03 40.98 204830

33033 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 -0.022814 0.1995 0.14082 36.761 36.761 1.01E-02 36.3 615650

33034 MATLAEAAR Oxidation (M) _M(ox)ATLAEAAR_ B4FVJ0_MAIZE 2 475.24221 948.46987 -0.09946 -0.26794 -0.40199 37.662 37.662 9.56E-03 54 515030

33035 MAVPQVDDIVR Oxidation (M) _M(ox)AVPQVDDIVR_ Q9ZQY2_MAIZE 2 629.82664 1257.6387 0.37456 -0.89147 -0.50698 68.64 68.64 1.47E-01 13.32 330130

33036 MAVPQVDDIVR Oxidation (M) _M(ox)AVPQVDDIVR_ Q9ZQY2_MAIZE 2 629.82664 1257.6387 0.42392 0.16172 0.5933 68.108 68.108 4.96E-02 17.86 442810

33037 MAVPQVDDIVR Oxidation (M) _M(ox)AVPQVDDIVR_ Q9ZQY2_MAIZE 2 629.82664 1257.6387 0.41085 0.44811 0.86622 68.223 68.223 5.32E-01 14.83 348800

33038 MAVPQVDDIVR Oxidation (M) _M(ox)AVPQVDDIVR_ Q9ZQY2_MAIZE 2 629.82664 1257.6387 0.39279 -0.12558 0.27593 68.539 68.539 1.47E-01 13.71 528940

33039 MAVPQVDDIVR Oxidation (M) _M(ox)AVPQVDDIVR_ Q9ZQY2_MAIZE 2 629.82664 1257.6387 0.29736 -0.12971 0.1759 68.614 68.614 4.43E-05 29.01 8260500

33040 MAVPQVDDIVR Unmodified _MAVPQVDDIVR_ Q9ZQY2_MAIZE 2 621.82918 1241.6438 0.27745 0.008439 0.29152 79.129 79.129 3.57E-04 52.55 5423000

33041 MAWVPYVPLEDR Unmodified _MAWVPYVPLEDR_ B6TIQ8_MAIZE 2 738.37121 1474.7279 0.85548 0.75099 1.5962 99.067 99.067 4.56E-01 11.31 508330

33042 MAYIYK Unmodified _MAYIYK_ B4G0R0_MAIZE 2 394.7042 787.39385 0.46337 0.076201 0.49724 48.09 48.09 2.78E-01 21.81 6068700

33043 MAYIYK Unmodified _MAYIYK_ B4G0R0_MAIZE 2 394.7042 787.39385 0.46216 0.52278 0.94141 49.805 49.805 9.46E-01 16.79 266050

33044 MAYIYK Unmodified _MAYIYK_ B4G0R0_MAIZE 2 394.7042 787.39385 0.39719 0.48615 0.83933 50.976 50.976 5.26E-01 14.21 301710

33045 MAYIYK Unmodified _MAYIYK_ B4G0R0_MAIZE 2 394.7042 787.39385 0.18593 0.26544 0.40882 51.724 51.724 2.64E-01 21.77 538800
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33046 MAYIYK Oxidation (M) _M(ox)AYIYK_ B4G0R0_MAIZE 2 402.70166 803.38876 0.11424 1.9865 2.06 42.206 42.206 1.00E+00 2.71 125030

33047 MCIDDGR Oxidation (M) _M(ox)CIDDGR_ B4FP94_MAIZE 2 441.67584 881.33713 0.22138 -0.02743 0.20599 25.407 25.407 7.83E-01 23.19 5223.5

33048 MCIDDGR Unmodified _MCIDDGR_ B4FP94_MAIZE 2 433.67839 865.34222 0.060553 0.048075 0.11466 39.87 39.87 8.04E-02 36.63 650320

33049 MCMPAPTVEQFVDAVK Unmodified _MCMPAPTVEQFVDAVK_ B4F9X9_MAIZE 2 911.93045 1821.8463 1.1614 -0.50764 0.66274 106.45 106.45 7.12E-01 2.34 161560

33050 MCMPAPTVEQFVDAVK 2 Oxidation (M) _M(ox)CM(ox)PAPTVEQFVDAVK_ B4F9X9_MAIZE 2 927.92536 1853.8362 1.1941 -0.53459 0.67288 92.483 92.483 5.02E-29 56.73 526680

33051 MCSFAGAAK Unmodified _MCSFAGAAK_ B6SWM0_MAIZE 2 471.71223 941.4099 -0.017563 0.35008 0.32436 41.656 41.656 3.39E-01 19.3 318710

33052 MDAAALESLILDLHAIEVVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAAALESLILDLHAIEVVK_ B4G0S0_MAIZE 2 1105.0929 2208.1712 1.1913 0.14421 1.3151 131.33 131.33 1.52E-147 101.51 1429800

33053 MDAAALESLILDLHAIEVVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAAALESLILDLHAIEVVK_ B4G0S0_MAIZE 3 737.06433 2208.1712 0.78093 0.10029 0.86013 131.32 131.32 2.26E-05 41.43 676130

33054 MDAFSAVMDK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)DAFSAVM(ox)DK_ Q9ST24_MAIZE 2 594.74921 1187.4839 0.13141 0.25463 0.38021 68.851 68.851 2.81E-03 36.19 3175100

33055 MDAFSAVMDK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)DAFSAVM(ox)DK_ Q9ST24_MAIZE 2 594.74921 1187.4839 0.1982 0.19208 0.38458 70.651 70.651 1.62E-03 37.78 148860

33056 MDAFSAVMDK Acetyl (Protein N-term),Oxidation (M) _(ac)MDAFSAVM(ox)DK_ Q9ST24_MAIZE 2 586.75175 1171.4889 0.17255 0.31525 0.47773 86.433 86.433 4.20E-02 24.12 421480

33057 MDAIDSVVDPLR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAIDSVVDPLR_ B6T5R2_MAIZE 2 694.83994 1387.6653 0.5568 0.016611 0.57142 103.25 103.25 1.98E-03 32.06 144760

33058 MDAIDSVVDPLRDFAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAIDSVVDPLRDFAK_ B6T5R2_MAIZE 2 925.45366 1848.8928 1.197 0.027072 1.2218 116.59 116.59 8.05E-02 19.44 123180

33059 MDAIDSVVDPLRDFAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAIDSVVDPLRDFAK_ B6T5R2_MAIZE 2 925.45366 1848.8928 1.1304 0.049682 1.1782 122.24 122.24 3.11E-02 20.82 88551

33060 MDAIDSVVDPLRDFAK Acetyl (Protein N-term) _(ac)MDAIDSVVDPLRDFAK_ B6T5R2_MAIZE 2 917.4562 1832.8979 0.33062 123.94 123.94 9.88E-02 11.77

33061 MDASAAGAGGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAAGAGGK_ B6SJU3_MAIZE 2 497.21893 992.42331 -0.048841 -0.28546 -0.35049 26.892 26.892 4.48E-03 47.45 9940.8

33062 MDASAAGAGGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAAGAGGK_ B6SJU3_MAIZE 2 497.21893 992.42331 0.11073 -0.32513 -0.23078 25.084 25.084 3.83E-01 15.03 5534.1

33063 MDASAAGAGGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAAGAGGK_ B6SJU3_MAIZE 2 497.21893 992.42331 -0.1028 0.060244 -0.058356 27.666 27.666 4.43E-05 58.29 22837

33064 MDASAAGAGGK Acetyl (Protein N-term) _(ac)MDASAAGAGGK_ B6SJU3_MAIZE 2 489.22147 976.4284 -0.19393 0.45556 0.24057 45.471 45.471 6.35E-09 62.24 275020

33065 MDASAEVDHLAAER Acetyl (Protein N-term) _(ac)MDASAEVDHLAAER_ B4F8X3_MAIZE 2 778.85411 1555.6937 0.91065 -0.15853 0.7281 79.937 79.937 2.09E-30 94.87 1555500

33066 MDASAEVDHLAAER Acetyl (Protein N-term) _(ac)MDASAEVDHLAAER_ B4F8X3_MAIZE 2 778.85411 1555.6937 0.89 -0.19716 0.66884 80.242 80.242 2.00E-19 65.86 236930

33067 MDASAEVDHLAAER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAEVDHLAAER_ B4F8X3_MAIZE 2 786.85157 1571.6886 0.92567 -0.13854 0.76623 69.85 69.85 2.30E-45 89.93 818670

33068 MDASAEVDHLAAER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAEVDHLAAER_ B4F8X3_MAIZE 2 786.85157 1571.6886 0.93436 -0.11974 0.79275 70.84 70.84 7.55E-37 94.32 891680

33069 MDASAEVDHLAAER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAEVDHLAAER_ B4F8X3_MAIZE 2 786.85157 1571.6886 0.95868 -0.29653 0.64096 70.366 70.366 1.95E-13 62.22 292010

33070 MDASAEVDHLAAER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DASAEVDHLAAER_ B4F8X3_MAIZE 2 786.85157 1571.6886 0.9418 -0.14053 0.77998 70.448 70.448 2.30E-45 94.36 840340

33071 MDATANDVPSEFDVQGYPTLYFVTPSGK Oxidation (M) _M(ox)DATANDVPSEFDVQGYPTLYFVTPSGK_ Q5EUE1_MAIZE 2 1533.2079 3064.4012 1.1832 -0.28643 0.90727 112.94 112.94 1.36E-04 37.93 456400

33072 MDATANSDVQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DATANSDVQR_ B6TKH0_MAIZE 2 633.27497 1264.5354 0.44737 -0.009791 0.42953 38.966 38.966 7.43E-05 51.02 185750

33073 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.57734 0.074058 0.62858 52.88 52.88 2.97E-31 90.59 3707900

33074 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.56442 0.1726 0.71374 52.815 52.815 2.05E-12 59.5 700860

33075 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.59114 0.29235 0.86025 55.039 55.039 7.61E-14 91.94 1280700

33076 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.63576 0.34257 0.95432 54.296 54.296 7.02E-22 82.52 1058700

33077 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.59057 0.041658 0.60896 55.001 55.001 9.64E-17 98.18 834200

33078 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.58667 0.046652 0.60975 55.041 55.041 9.64E-17 104.43 2103700

33079 MDATAQELTEEK Unmodified _MDATAQELTEEK_ MDHC_MAIZE 2 683.31376 1364.613 0.52224 -0.39042 0.10898 55.67 55.67 2.97E-31 83.95 32813000
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33080 MDATAQELTEEK Oxidation (M) _M(ox)DATAQELTEEK_ MDHC_MAIZE 2 691.31121 1380.6079 0.55756 -0.52903 0.0095704 48.555 48.555 9.45E-19 85.68 17766000

33081 MDATTPK Unmodified _MDATTPK_ B6TWN7_MAIZE 2 382.18637 762.35819 0.73083 0.37276 1.0951 20.642 20.642 1.00E+00 7.08 31258

33082 MDATTPK Unmodified _MDATTPK_ B6TWN7_MAIZE 2 382.18637 762.35819 0.72507 0.21535 0.9335 22.294 22.294 1.86E-01 28.43 38857

33083 MDATTPK Unmodified _MDATTPK_ B6TWN7_MAIZE 2 382.18637 762.35819 0.52043 0.71582 1.2275 21.402 21.402 1.00E+00 0.04 5483.3

33084 MDATTPK Unmodified _MDATTPK_ B6TWN7_MAIZE 2 382.18637 762.35819 0.70488 0.17319 0.87156 22.874 22.874 1.00E+00 22.98 12665

33085 MDATTPK Unmodified _MDATTPK_ B6TWN7_MAIZE 2 382.18637 762.35819 0.71662 -0.88113 -0.16868 23.704 23.704 7.83E-01 30.32 42703

33086 MDAVDSVVDPLR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAVDSVVDPLR_ B6SPB6_MAIZE 2 687.83212 1373.6497 0.49005 -0.054371 0.44223 94.196 94.196 2.05E-12 57.72 313280

33087 MDAVDSVVDPLR Acetyl (Protein N-term) _(ac)MDAVDSVVDPLR_ B6SPB6_MAIZE 2 679.83466 1357.6548 0.57948 0.77322 1.3545 110.91 110.91 4.56E-01 7.45 12407

33088 MDAVDSVVDPLRDFAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DAVDSVVDPLRDFAK_ B6SPB6_MAIZE 2 918.44583 1834.8771 1.1736 0.056744 1.2338 114.12 114.12 8.05E-02 13.45 38013

33089 MDDFQTLR Oxidation (M) _M(ox)DDFQTLR_ B6TDM3_MAIZE 2 521.23712 1040.4597 -0.071262 0.1508 0.085347 54.809 54.809 1.90E-02 43.03 1548800

33090 MDDFQTLR Oxidation (M) _M(ox)DDFQTLR_ B6TDM3_MAIZE 2 521.23712 1040.4597 -0.05229 0.39742 0.34969 52.466 52.466 1.06E-01 25.15 1022100

33091 MDDFQTLR Unmodified _MDDFQTLR_ B6TDM3_MAIZE 2 513.23967 1024.4648 -0.111 0.20157 0.092515 61.352 61.352 1.90E-02 57.07 1467400

33092 MDDKFK Oxidation (M) _M(ox)DDKFK_ ADF3_MAIZE B 2 400.18637 798.35819 0.19213 0.018443 0.20428 16.628 16.628 3.36E-01 18.8 66752

33093 MDEAQVVESK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEAQVVESK_ A1YLY4_MAIZE 2 597.27136 1192.5282 0.16602 0.33152 0.48325 54.268 54.268 1.25E-02 31.65 602640

33094 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.1647 0.37981 1.5386 111.41 111.41 1.02E-23 43.21 342330

33095 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.0966 0.29606 1.3877 112.32 112.32 2.37E-16 62.42 39690

33096 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.1078 0.45074 1.5534 111.9 111.9 6.53E-30 61.21 802820

33097 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.1305 0.56663 1.6914 111.83 111.83 6.53E-30 65.97 516130

33098 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.2101 0.61008 1.8147 111.2 111.2 1.02E-23 55.37 269780

33099 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.1248 0.49386 1.6133 112.15 112.15 2.40E-39 86.97 2930400

33100 MDEEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEEYDVIVLGTGLK_ B4G082_MAIZE 2 870.42404 1738.8335 1.1014 -2.8938 -1.7942 111.83 111.83 2.05E-04 32.54 264240

33101 MDEEYDVIVLGTGLK Acetyl (Protein N-term) _(ac)MDEEYDVIVLGTGLK_ B4G082_MAIZE 2 862.42658 1722.8386 1.1075 0.38161 1.4821 122.46 122.46 6.53E-30 54.76 1441900

33102 MDEVTEAVNNLNISGVGAAGVAGAEGHK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEVTEAVNNLNISGVGAAGVAGAEGHK_ B6T175_MAIZE 3 923.44337 2767.3083 1.1075 -0.27487 0.82748 104.49 104.49 1.03E-44 91.39 489520

33103 MDEVTEAVNNLNISGVGAAGVAGAEGHKK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DEVTEAVNNLNISGVGAAGVAGAEGHKK_ B6T175_MAIZE 3 966.14169 2895.4032 1.1346 -0.14572 0.98183 97.305 97.305 6.84E-23 65.73 672530

33104 MDEVTEAVNNLNISGVGAAGVAGAEGHKK Acetyl (Protein N-term) _(ac)MDEVTEAVNNLNISGVGAAGVAGAEGHKK_ B6T175_MAIZE 3 960.81005 2879.4083 1.174 -0.65461 0.51174 115.77 115.77 3.33E-02 25.74 46642

33105 MDFIPGVDGPSEGVPR Unmodified _MDFIPGVDGPSEGVPR_ B4FUF3_MAIZE 2 836.9036 1671.7927 1.0724 -0.51361 0.57259 87.637 87.637 1.48E-07 46.52 397250

33106 MDFVPEK Unmodified _MDFVPEK_ B4FID1_MAIZE 2 433.20985 864.40514 0.11026 0.232 0.33612 55.705 55.705 4.46E-01 22.28 2087600

33107 MDFVPEK Unmodified _MDFVPEK_ B4FID1_MAIZE 2 433.20985 864.40514 -0.1019 0.19445 0.087683 59.057 59.057 4.46E-01 29.31 982000

33108 MDFVPEK Oxidation (M) _M(ox)DFVPEK_ B4FID1_MAIZE 2 441.2073 880.40006 -0.13361 0.53503 0.40011 47.225 47.225 4.36E-02 42.79 685060

33109 MDFVPEK Oxidation (M) _M(ox)DFVPEK_ B4FID1_MAIZE 2 441.2073 880.40006 -0.14485 0.56002 0.41377 48.187 48.187 1.86E-01 15.59 660900

33110 MDGAVQTAYPR Oxidation (M) _M(ox)DGAVQTAYPR_ B6TJT9_MAIZE 2 612.78751 1223.5605 0.26456 0.21895 0.48211 45.26 45.26 3.60E-06 47.65 1041700

33111 MDGAVQTAYPR Oxidation (M) _M(ox)DGAVQTAYPR_ B6TJT9_MAIZE 2 612.78751 1223.5605 0.24953 0.34489 0.59251 42.311 42.311 4.43E-05 63.58 1033200

33112 MDGAVQTAYPR Unmodified _MDGAVQTAYPR_ B6TJT9_MAIZE 2 604.79005 1207.5656 0.25588 0.25087 0.50125 48.511 48.511 3.57E-04 68.14 481900

33113 MDGGAGEEGKQER Acetyl (Protein N-term) _(ac)MDGGAGEEGKQER_ B4FVL1_MAIZE 2 703.30425 1404.594 0.65854 -0.46606 0.17514 35.478 35.478 2.61E-08 90.44 988000
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33114 MDGGAGEEGKQER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DGGAGEEGKQER_ B4FVL1_MAIZE 2 711.30171 1420.5889 0.82334 -0.63264 0.17683 25.075 25.075 1.00E+00 5.13 6766.8

33115 MDGGAGEEGKQER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DGGAGEEGKQER_ B4FVL1_MAIZE 2 711.30171 1420.5889 0.73985 0.067656 0.79232 26.16 26.16 7.75E-03 65.56 18172

33116 MDGGYYGGR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DGGYYGGR_ B6STP1_MAIZE 2 517.20582 1032.3971 -0.021093 0.24357 0.22071 46.217 46.217 3.32E-02 30.26 481520

33117 MDIDYQVLHDAFFK Oxidation (M) _M(ox)DIDYQVLHDAFFK_ B4FNE5_MAIZE 3 586.61163 1756.8131 0.23521 0.044177 0.28297 100.9 100.9 4.40E-03 28.95 286810

33118 MDIDYQVLHDAFFK Oxidation (M) _M(ox)DIDYQVLHDAFFK_ B4FNE5_MAIZE 3 586.61163 1756.8131 0.25324 0.071227 0.3284 100.83 100.83 3.01E-06 47.52 377360

33119 MDIDYQVLHDAFFK Unmodified _MDIDYQVLHDAFFK_ B4FNE5_MAIZE 3 581.27999 1740.8181 0.21607 0.14869 0.36587 108.6 108.6 4.14E-01 19.22 108750

33120 MDIDYQVLHDAFFK Unmodified _MDIDYQVLHDAFFK_ B4FNE5_MAIZE 3 581.27999 1740.8181 0.28726 0.058291 0.34686 108.66 108.66 4.14E-01 12.56 153080

33121 MDIIDLEDETIDAEILNSMAVTNDHFK Oxidation (M) _MDIIDLEDETIDAEILNSM(ox)AVTNDHFK_ B6T8X9_MAIZE 3 1036.8178 3107.4315 1.2969 0.36899 1.6567 123.94 123.94 9.10E-01 0.36 371630

33122 MDIIDLEDETIDAEILNSMAVTNDHFK 2 Oxidation (M) _M(ox)DIIDLEDETIDAEILNSM(ox)AVTNDHFK_ B6T8X9_MAIZE 3 1042.1494 3123.4264 1.1752 -0.32727 0.84101 119.66 119.66 2.30E-17 58.52 755950

33123 MDLALLEK Unmodified _MDLALLEK_ B4FQS9_MAIZE 2 466.7597 931.50485 -0.0057315 0.1597 0.11848 77.545 77.545 2.92E-02 41.95 925490

33124 MDLALLEK Unmodified _MDLALLEK_ B4FQS9_MAIZE 2 466.7597 931.50485 -0.11515 -1.8112 -1.958 78.641 78.641 1.65E-01 27.52 504660

33125 MDLALLEK Oxidation (M) _M(ox)DLALLEK_ B4FQS9_MAIZE 2 474.75716 947.49977 -0.169 0.019911 -0.17828 64.603 64.603 3.57E-02 39.75 46640

33126 MDLALLEK Oxidation (M) _M(ox)DLALLEK_ B4FQS9_MAIZE 2 474.75716 947.49977 -0.14849 -0.082679 -0.2605 66.263 66.263 1.94E-02 40.51 123900

33127 MDLPVVDLTPYLGAAAGGPAASGVEELR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DLPVVDLTPYLGAAAGGPAASGVEELR_ B6TNK2_MAIZE 3 943.14426 2826.411 1.17 0.036064 1.2016 125.53 125.53 3.65E-06 21.89 540210

33128 MDLSAVQAALSDK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DLSAVQAALSDK_ B4FX41_MAIZE 2 703.84522 1405.6759 0.7418 1.0309 1.755 97.498 97.498 6.20E-03 47.46 318090

33129 MDNLITLVNK Acetyl (Protein N-term) _(ac)MDNLITLVNK_ B6U4J8_MAIZE 2 601.82611 1201.6377 0.2075 0.71343 0.89872 114.02 114.02 3.43E-01 16.24 112570

33130 MDNLITLVNK Acetyl (Protein N-term) _(ac)MDNLITLVNK_ B6U4J8_MAIZE 2 601.82611 1201.6377 0.33438 0.11033 0.42214 114.09 114.09 7.11E-01 8.17 132990

33131 MDNLITLVNK Acetyl (Protein N-term) _(ac)MDNLITLVNK_ B6U4J8_MAIZE 2 601.82611 1201.6377 0.25822 0.35779 0.59448 113.5 113.5 1.84E-04 42.18 747650

33132 MDNLITLVNK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DNLITLVNK_ B6U4J8_MAIZE 2 609.82356 1217.6326 0.35051 -0.95598 -0.62156 90.647 90.647 1.25E-02 29.84 1304600

33133 MDNLYLVGFR Oxidation (M) _M(ox)DNLYLVGFR_ B4FB72_MAIZE 2 622.31062 1242.6067 0.33601 0.74003 1.071 85.939 85.939 1.45E-01 7.36 362200

33134 MDPAPQTHPILSYVLSR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPAPQTHPILSYVLSR_ B6TES9_MAIZE 2 992.00385 1981.9931 1.2808 -0.4753 0.79931 98.658 98.658 1.24E-09 43.08 188190

33135 MDPAPQTHPILSYVLSR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPAPQTHPILSYVLSR_ B6TES9_MAIZE 2 992.00385 1981.9931 1.2505 0.85534 2.0982 99.075 99.075 5.62E-03 26.55 332100

33136 MDPGAGAHYSAR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPGAGAHYSAR_ B6TK34_MAIZE 2 645.78022 1289.5459 0.39935 0.062551 0.44845 41.707 41.707 7.72E-03 52.14 575320

33137 MDPKPDASAPAAVPAEHAAYPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPKPDASAPAAVPAEHAAYPR_ B6SJ51_MAIZE 3 774.03907 2319.0954 0.84926 -0.34903 0.48167 57.496 57.496 2.93E-05 37.06 1290300

33138 MDPSSEPLYAQVEPYDSGFLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPSSEPLYAQVEPYDSGFLK_ B4F869_MAIZE 2 1216.0541 2430.0937 1.233 1.3651 2.5885 112.05 112.05 9.65E-03 8.39 264880

33139 MDPVATWGLTPLAGADPEIYDLLER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 3 934.46159 2800.3629 1.17 -0.085892 1.0771 129.25 129.25 8.88E-19 59.41 1498200

33140 MDPVATWGLTPLAGADPEIYDLLER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 3 934.46159 2800.3629 1.0009 -0.38034 0.6147 129.67 129.67 9.95E-03 14.19 219100

33141 MDPVATWGLTPLAGADPEIYDLLER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 3 934.46159 2800.3629 0.75483 -0.22773 0.52035 129.91 129.91 4.62E-09 38.97 326690

33142 MDPVATWGLTPLAGADPEIYDLLER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 3 934.46159 2800.3629 1.0796 0.042866 1.1157 130.38 130.38 1.31E-27 53.53 4223200

33143 MDPVATWGLTPLAGADPEIYDLLER Acetyl (Protein N-term) _(ac)MDPVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 3 929.12995 2784.368 1.0585 0.23199 1.2815 130.38 130.38 9.27E-08 32.25 1100500

33144 MDPVSTWGLTPLAGADPEIYDLLER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DPVSTWGLTPLAGADPEIYDLLER_ B6T7J7_MAIZE 3 939.79323 2816.3579 1.3126 -0.69369 0.61394 129.46 129.46 2.18E-06 21.14 218360

33145 MDQQGAGGDAEVPAGLGLTAAEYEQLR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DQQGAGGDAEVPAGLGLTAAEYEQLR_ B6TSB9_MAIZE 3 935.77138 2804.2923 1.2094 -0.36058 0.84199 105.77 105.77 6.10E-05 15.88 174500

33146 MDRPSGTSYQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DRPSGTSYQR_ B6TCC3_MAIZE 2 678.30406 1354.5936 0.57575 -0.24927 0.31865 37.793 37.793 4.29E-02 17.48 262540

33147 MDSMASDDSNQGAAAK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)DSM(ox)ASDDSNQGAAAK_ B6TKK2_MAIZE 2 836.82489 1671.6352 1.1322 -0.14594 0.97278 32.998 32.998 7.42E-06 53.92 31593
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33148 MDSMASDDSNQGAAAKPK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)DSM(ox)ASDDSNQGAAAKPK_ B6TKK2_MAIZE 2 949.39875 1896.783 1.2374 0.020938 1.2423 33.261 33.261 2.22E-01 9.48 60479

33149 MDSSALSNPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DSSALSNPR_ B6SLJ2_MAIZE 2 568.25605 1134.4975 0.060547 0.42258 0.46077 44.339 44.339 1.45E-01 30.11 70519

33150 MDSSGGGGGAQIK Acetyl (Protein N-term) _(ac)MDSSGGGGGAQIK_ B6T484_MAIZE 2 603.7746 1205.5347 0.20704 -0.067752 0.14069 50.261 50.261 2.65E-01 9.1 992260

33151 MDSSGGGGGAQIK Oxidation (M) _M(ox)DSSGGGGGAQIK_ B6T484_MAIZE 3 394.18028 1179.519 0.22948 1.4812 1.7165 87.903 87.903 1.00E+00 0.15 75755

33152 MDSYANADAR Oxidation (M) _M(ox)DSYANADAR_ B4F8E9_MAIZE 2 565.23257 1128.4506 0.18569 0.36935 0.53153 29.869 29.869 1.69E-03 43.43 131600

33153 MDSYANADAR Unmodified _MDSYANADAR_ B4F8E9_MAIZE 2 557.23511 1112.4557 0.072055 0.39529 0.43963 35.958 35.958 1.25E-02 44.7 433330

33154 MDTFFLSHGSPTLSIDDNIPAR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DTFFLSHGSPTLSIDDNIPAR_ B4FQS1_MAIZE 2 1246.5917 2491.1689 1.1122 0.36073 1.4743 105.87 105.87 5.42E-45 72.03 255490

33155 MDTFFLSHGSPTLSIDDNIPAR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DTFFLSHGSPTLSIDDNIPAR_ B4FQS1_MAIZE 3 831.39692 2491.1689 1.0269 0.041201 1.07 105.88 105.88 6.40E-03 23.73 590690

33156 MDTSSPAALVNAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DTSSPAALVNAK_ B6TIS3_MAIZE 2 681.83212 1361.6497 0.56375 0.46664 1.0131 65.294 65.294 6.20E-03 32.78 37621

33157 MDVEYDVIVLGTGLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)DVEYDVIVLGTGLK_ B4FSB0_MAIZE 2 855.43695 1708.8593 -0.82862 123 123 2.04E-06 28.97

33158 MDVLLSDILGPIGISQDEK Oxidation (M) _M(ox)DVLLSDILGPIGISQDEK_ B6SHI1_MAIZE 2 1030.035 2058.0555 1.1773 1.2943 2.4665 121.67 121.67 1.06E-14 69.14 150770

33159 MDVLLSDILGPIGISQDEK Oxidation (M) _M(ox)DVLLSDILGPIGISQDEK_ B6SHI1_MAIZE 2 1030.035 2058.0555 1.182 0.18073 1.3585 121.9 121.9 5.89E-20 69.8 207100

33160 MEAAAAAVLHR Acetyl (Protein N-term) _(ac)MEAAAAAVLHR_ B4FAT8_MAIZE 2 591.30842 1180.6023 0.2205 0.63102 0.81277 88.585 88.585 6.35E-09 82.79 1421800

33161 MEAAAAAVLHR Acetyl (Protein N-term) _(ac)MEAAAAAVLHR_ B4FAT8_MAIZE 2 591.30842 1180.6023 0.16023 0.051394 0.1739 89.222 89.222 6.35E-09 59.18 146050

33162 MEAAAAAVLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAAAAAVLHR_ B4FAT8_MAIZE 2 599.30587 1196.5972 0.26372 -0.24908 -0.01897 65.16 65.16 4.96E-02 24.57 241330

33163 MEAAAAAVLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAAAAAVLHR_ B4FAT8_MAIZE 2 599.30587 1196.5972 0.19444 0.26871 0.42975 65.292 65.292 7.99E-38 78.12 1470400

33164 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.80132 0.76974 1.559 115.49 115.49 9.49E-01 0.59 85486

33165 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.86341 -1.5289 -0.67367 115.43 115.43 1.00E+00 8.49 157830

33166 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.86649 0.29376 1.1499 115.45 115.45 2.65E-01 14 167880

33167 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.89431 0.076168 0.95969 114.92 114.92 2.65E-01 12.03 189940

33168 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.21965 114.59 114.59 3.32E-01 15.28

33169 MEAPPVALFDTLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EAPPVALFDTLK_ B4F7V1_MAIZE 2 745.38399 1488.7534 0.21965 115.44 115.44 1.05E-06 66.14

33170 MEAPPVALFDTLK Acetyl (Protein N-term) _(ac)MEAPPVALFDTLK_ B4F7V1_MAIZE 2 737.38653 1472.7585 0.74301 -0.26164 0.46887 123.85 123.85 9.54E-02 9.72 695310

33171 MEAQLVK Oxidation (M) _M(ox)EAQLVK_ B4FAJ4_MAIZE 2 417.72312 833.43169 0.25572 -0.14268 0.089566 30.176 30.176 8.04E-02 26.33 59623

33172 MEATGAASQPSAPQTTHPAVAPLAFLLGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EATGAASQPSAPQTTHPAVAPLAFLLGK_ B6T7L5_MAIZE 3 974.16729 2919.48 1.1851 0.16785 1.3463 118.18 118.18 2.14E-01 18.86 106400

33173 MEAVGSQSGATAESVR Oxidation (M) _M(ox)EAVGSQSGATAESVR_ B6SRE7_MAIZE 2 798.37013 1594.7257 0.93824 0.078771 1.0121 39.961 39.961 7.73E-25 89.17 508490

33174 MEAVGSQSGATAESVR Oxidation (M) _M(ox)EAVGSQSGATAESVR_ B6SRE7_MAIZE 2 798.37013 1594.7257 0.91277 -0.33237 0.57639 43.424 43.424 7.73E-25 81.07 1518700

33175 MEAVGSQSGATAESVR Unmodified _MEAVGSQSGATAESVR_ B6SRE7_MAIZE 2 790.37267 1578.7308 0.90317 -0.05665 0.84 46.059 46.059 5.87E-44 107.2 686350

33176 MEAVGSQSGATAESVR Unmodified _MEAVGSQSGATAESVR_ B6SRE7_MAIZE 2 790.37267 1578.7308 0.87446 -0.61125 0.25781 49.271 49.271 1.34E-51 101.16 2281900

33177 MECVLGLVGR Acetyl (Protein N-term) _(ac)MECVLGLVGR_ B6SIM7_MAIZE 2 588.2992 1174.5838 0.2906 0.87162 1.1622 120.18 120.18 7.11E-01 13.06 261360

33178 MECVLGLVGR Acetyl (Protein N-term) _(ac)MECVLGLVGR_ B6SIM7_MAIZE 2 588.2992 1174.5838 0.15771 0.11213 0.27037 120.47 120.47 7.11E-01 8.98 651500

33179 MECVLGLVGR Acetyl (Protein N-term) _(ac)MECVLGLVGR_ B6SIM7_MAIZE 2 588.2992 1174.5838 0.181 -0.005192 0.17671 121.13 121.13 3.43E-01 6.98 58126

33180 MECVLGVVGR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ECVLGVVGR_ B6T4A2_MAIZE 2 589.28883 1176.5631 0.17454 0.63997 0.82679 80.468 80.468 3.43E-01 4.07 606300

33181 MEDEELVDQK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EDEELVDQK_ B6TLS6_MAIZE 2 647.27938 1292.5442 0.39505 -0.12525 0.25165 57.132 57.132 1.62E-03 34.68 84005



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

33182 MEDEELVDQKK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EDEELVDQKK_ B6TLS6_MAIZE 2 711.32686 1420.6392 0.54957 0.041212 0.56922 48.804 48.804 1.63E-02 54.15 561650

33183 MEDEELVDQKK Acetyl (Protein N-term) _(ac)MEDEELVDQKK_ B6TLS6_MAIZE 2 703.32941 1404.6443 0.64275 0.094686 0.71261 60.058 60.058 4.48E-03 38.46 54916

33184 MEDLSVEELASNLSTYK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EDLSVEELASNLSTYK_ B6T3P2_MAIZE 2 993.96425 1985.914 1.2901 0.15988 1.4272 117.79 117.79 1.43E-21 66.22 454550

33185 MEDNLLDFFPSAK Oxidation (M) _M(ox)EDNLLDFFPSAK_ B4FI21_MAIZE 2 771.86087 1541.7072 0.9517 -0.048707 0.89514 106.8 106.8 1.56E-17 82.35 240740

33186 MEDNLLDFFPSAK Oxidation (M) _M(ox)EDNLLDFFPSAK_ B4FI21_MAIZE 2 771.86087 1541.7072 0.87962 -0.5258 0.34635 107.41 107.41 1.00E-11 54.88 254930

33187 MEDNLLDFFPSAK Oxidation (M) _M(ox)EDNLLDFFPSAK_ B4FI21_MAIZE 2 771.86087 1541.7072 0.91602 0.17895 1.0867 107.56 107.56 4.93E-21 89.79 734760

33188 MEDNLLDFFPSAK Oxidation (M) _M(ox)EDNLLDFFPSAK_ B4FI21_MAIZE 2 771.86087 1541.7072 0.89927 0.85016 1.7403 107.14 107.14 6.20E-03 39.64 194890

33189 MEDNLLDFFPSAK Unmodified _MEDNLLDFFPSAK_ B4FI21_MAIZE 2 763.86342 1525.7123 0.91008 -0.016136 0.88289 111.42 111.42 6.20E-03 44.42 390440

33190 MEDNLLDFFPSAK Unmodified _MEDNLLDFFPSAK_ B4FI21_MAIZE 2 763.86342 1525.7123 0.9244 0.012851 0.92702 112.14 112.14 2.61E-08 40.87 271690

33191 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.1986 0.30459 0.46908 31.207 31.207 9.92E-02 15.42 44889

33192 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.12587 0.18628 0.27937 30.274 30.274 1.62E-03 40.11 105920

33193 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.10595 0.11075 0.18287 30.974 30.974 1.69E-03 28.54 177860

33194 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.088215 0.023454 0.077844 31.227 31.227 2.97E-03 32.83 524500

33195 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.094781 0.22171 0.28262 38.481 38.481 1.25E-02 26.98 302220

33196 MEEAAPVAEK Oxidation (M) _M(ox)EEAAPVAEK_ B4FR90_MAIZE 2 545.75789 1089.5012 0.036162 0.067174 0.069912 31.809 31.809 2.81E-03 40 77250

33197 MEEAAPVAEK Unmodified _MEEAAPVAEK_ B4FR90_MAIZE 2 537.76043 1073.5063 -0.0042579 0.33594 0.29417 38.499 38.499 1.84E-04 50.2 738060

33198 MEEAAPVAEK Unmodified _MEEAAPVAEK_ B4FR90_MAIZE 2 537.76043 1073.5063 0.024545 0.10365 0.090979 38.494 38.494 4.40E-02 41.63 1864700

33199 MEEAAPVAEK Unmodified _MEEAAPVAEK_ B4FR90_MAIZE 2 537.76043 1073.5063 0.0003605 -0.14458 -0.18076 39.398 39.398 2.81E-03 35.08 312880

33200 MEEMIDLTGDGGVLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EEMIDLTGDGGVLK_ B4G033_MAIZE 2 833.38914 1664.7637 1.0509 -0.65378 0.39376 100.79 100.79 1.65E-02 10.26 101030

33201 MEEMIDLTGDGGVLK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EEMIDLTGDGGVLK_ B4G033_MAIZE 2 833.38914 1664.7637 1.1692 0.87316 2.0367 103.52 103.52 6.37E-03 16.02 112270

33202 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.5765 -0.1891 0.37027 44.449 44.449 2.64E-01 26.31 8897100

33203 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.46195 0.004031 0.44818 44.108 44.108 9.46E-01 15.03 1965500

33204 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.56983 -0.054322 0.49642 46.651 46.651 9.46E-01 22.44 2149600

33205 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.53615 0.10106 0.61747 45.98 45.98 1.00E+00 10.79 1167600

33206 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.49458 0.36738 0.84381 46.716 46.716 1.00E+00 18.74 691160

33207 MEFSPR Unmodified _MEFSPR_ ATPAM_MAIZE 2 383.68126 765.34796 0.54804 0.10127 0.62992 46.39 46.39 5.26E-01 23.01 4191000

33208 MEFWGLEVKPGSTVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EFWGLEVKPGSTVK_ B6SK06_MAIZE 2 883.44511 1764.8757 1.1752 0.29026 1.4638 91.638 91.638 1.40E-04 29.55 799590

33209 MEFWGLEVKPGSTVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EFWGLEVKPGSTVK_ B6SK06_MAIZE 2 883.44511 1764.8757 1.0806 -0.19437 0.88511 92.198 92.198 4.93E-30 56.4 655480

33210 MEFWGLEVKPGSTVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EFWGLEVKPGSTVK_ B6SK06_MAIZE 2 883.44511 1764.8757 1.1385 -0.052824 1.0839 91.858 91.858 1.49E-10 36.14 334910

33211 MEFWGLEVKPGSTVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EFWGLEVKPGSTVK_ B6SK06_MAIZE 2 883.44511 1764.8757 1.1663 0.32359 1.4887 93.431 93.431 1.62E-13 46.48 276670

33212 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.0942 -0.030448 1.0597 105.65 105.65 1.60E-05 51.3 2539800

33213 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.0505 0.059625 1.1063 106.25 106.25 1.12E-07 45.54 150760

33214 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.15 -0.23659 0.9097 106.28 106.28 1.26E-03 50.79 246260

33215 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.1377 0.012757 1.1469 106.3 106.3 1.60E-05 37.01 140230
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33216 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.1188 -0.20725 0.90835 106.45 106.45 1.02E-23 60.75 578670

33217 MEFWGLEVKPGSTVK Acetyl (Protein N-term) _(ac)MEFWGLEVKPGSTVK_ B6SK06_MAIZE 2 875.44765 1748.8807 1.0949 -0.02299 1.0681 106.03 106.03 1.12E-07 54.86 1314600

33218 MEGDGTNLDAAIESLLNVEK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGDGTNLDAAIESLLNVEK_ B6TBF5_MAIZE 2 1089.0175 2176.0205 1.2715 0.21983 1.4743 127.73 127.73 1.78E-03 17.47 110790

33219 MEGDGTNLDAAIESLLNVEK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGDGTNLDAAIESLLNVEK_ B6TBF5_MAIZE 2 1089.0175 2176.0205 1.1727 0.35733 1.5126 127.96 127.96 2.55E-01 7 138750

33220 MEGKEEDVR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGKEEDVR_ B4F7S3_MAIZE 2 575.75588 1149.4972 0.30877 0.23398 0.51936 28.69 28.69 8.17E-01 6.45 14263

33221 MEGKEEDVR Acetyl (Protein N-term) _(ac)MEGKEEDVR_ B4F7S3_MAIZE 2 567.75842 1133.5023 0.14837 0.27299 0.39332 40.5 40.5 9.73E-03 41.06 2060500

33222 MEGKPVEGFNHSTSSLLAR Oxidation (M) _M(ox)EGKPVEGFNHSTSSLLAR_ B4G0N0_MAIZE 4 519.75992 2075.0106 -0.01266 -0.28356 -0.30287 58.985 58.985 2.05E-01 24.28 891310

33223 MEGQFQVGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGQFQVGK_ B6SKN3_MAIZE 2 541.25277 1080.491 -0.058728 0.26621 0.20833 56.244 56.244 9.73E-03 33.9 1630400

33224 MEGQFQVGK Acetyl (Protein N-term) _(ac)MEGQFQVGK_ B6SKN3_MAIZE 2 533.25532 1064.4961 -0.026569 0.28049 0.25092 71.316 71.316 3.21E-03 22.48 677320

33225 MEGSAAAPLR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGSAAAPLR_ B6TLA2_MAIZE 2 530.75822 1059.5019 -0.070147 0.34598 0.24316 50.502 50.502 3.43E-01 12.34 1200600

33226 MEGSAAQAPGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EGSAAQAPGK_ B4FWN1_MAIZE 2 552.75314 1103.4917 0.029104 0.072764 0.079264 33.867 33.867 4.96E-02 50.77 117710

33227 MEGSSEIWAAPLSEYR Oxidation (M) _M(ox)EGSSEIWAAPLSEYR_ B4F9X0_MAIZE 2 921.42236 1840.8302 1.1859 0.29814 1.4615 89.307 89.307 5.89E-55 121.74 758310

33228 MEGVESYDVDIMEQK 2 Oxidation (M) _M(ox)EGVESYDVDIM(ox)EQK_ B6SPL7_MAIZE 2 902.88442 1803.7543 0.9601 -0.91122 0.044052 65.005 65.005 1.48E-102 69.21 4650300

33229 MEGVESYDVDIMEQK 2 Oxidation (M) _M(ox)EGVESYDVDIM(ox)EQK_ B6SPL7_MAIZE 3 602.2587 1803.7543 0.11704 -0.54366 -0.43152 64.941 64.941 1.07E-03 45.89 380960

33230 MEGVESYDVDIMEQK Oxidation (M) _MEGVESYDVDIM(ox)EQK_ B6SPL7_MAIZE 2 894.88696 1787.7594 1.0296 -0.44982 0.57361 70.864 70.864 4.03E-47 64.97 721870

33231 MEGVESYDVDIMEQK Oxidation (M) _M(ox)EGVESYDVDIMEQK_ B6SPL7_MAIZE 2 894.88696 1787.7594 1.0355 -0.19363 0.8353 76.915 76.915 9.24E-37 85.73 601350

33232 MEGVESYDVDIMEQK Oxidation (M) _M(ox)EGVESYDVDIMEQK_ B6SPL7_MAIZE 3 596.92707 1787.7594 0.16856 -0.10693 0.05397 76.901 76.901 8.47E-02 19.57 89519

33233 MEGVESYDVDIMEQK Unmodified _MEGVESYDVDIMEQK_ B6SPL7_MAIZE 2 886.8895 1771.7645 1.117 -0.007742 1.1001 82.744 82.744 6.37E-03 38.44 41834

33234 MEGVETFDIDLK Oxidation (M) _M(ox)EGVETFDIDLK_ B6SQL3_MAIZE 2 706.83433 1411.6541 0.60926 -0.013732 0.59641 84.268 84.268 7.61E-14 65.41 3191900

33235 MEGVETFDIDLK Unmodified _MEGVETFDIDLK_ B6SQL3_MAIZE 2 698.83687 1395.6592 0.68309 0.96847 1.6487 90.826 90.826 7.61E-14 69.92 947530

33236 MEHYLYSGEK Oxidation (M) _M(ox)EHYLYSGEK_ B6TPZ1_MAIZE 3 424.85702 1271.5492 0.011303 0.27566 0.26384 40.107 40.107 1.00E+00 7.3 234460

33237 MEHYLYSGEK Oxidation (M) _M(ox)EHYLYSGEK_ B6TPZ1_MAIZE 2 636.7819 1271.5492 0.36243 0.014563 0.35417 40.095 40.095 4.40E-02 22.95 26989

33238 MEIAADSLYK Unmodified _MEIAADSLYK_ Q9ZQY0_MAIZE 2 570.78391 1139.5533 0.11522 -0.6418 -0.55909 66.905 66.905 1.25E-02 33.31 902580

33239 MEIAADSLYK Unmodified _MEIAADSLYK_ Q9ZQY0_MAIZE 2 570.78391 1139.5533 0.049017 0.17951 0.19466 68.447 68.447 1.25E-02 35.47 4638000

33240 MEIAADSLYK Oxidation (M) _M(ox)EIAADSLYK_ Q9ZQY0_MAIZE 2 578.78136 1155.5482 0.10476 0.6767 0.75019 59.187 59.187 4.40E-02 38.1 1756400

33241 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.017126 0.26721 0.21906 46.992 46.992 2.90E-02 23.67 884560

33242 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.086426 -0.15311 -0.26803 47.614 47.614 7.88E-01 13.38 18665

33243 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.17212 0.34588 0.14443 46.812 46.812 2.28E-02 38.73 933180

33244 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.053857 0.31105 0.22727 49.285 49.285 1.94E-02 28.01 1773300

33245 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.038268 0.35877 0.29038 48.534 48.534 3.57E-02 29.57 919740

33246 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.099129 0.085138 -0.044144 49.357 49.357 1.06E-01 26.15 813960

33247 MEIIPNPK Oxidation (M) _M(ox)EIIPNPK_ B4FAD9_MAIZE 2 479.25733 956.5001 -0.10121 0.29364 0.16281 49.095 49.095 1.94E-02 27.72 5519900

33248 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.04532 0.22972 0.14935 57.491 57.491 1.65E-01 35.12 4804400

33249 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.17338 0.25715 0.049268 57.91 57.91 1.65E-01 32.5 850110
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33250 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.053348 -0.19164 -0.27878 59.566 59.566 1.65E-01 23.83 1509600

33251 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.01163 -0.55449 -0.59906 58.745 58.745 1.65E-01 24.91 911480

33252 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.059913 -0.30686 -0.40031 59.357 59.357 3.77E-01 26.13 695170

33253 MEIIPNPK Unmodified _MEIIPNPK_ B4FAD9_MAIZE 2 471.25987 940.50519 -0.12513 0.34086 0.18111 59.454 59.454 2.92E-02 30.61 10576000

33254 MEKDIDEVGK Unmodified _MEKDIDEVGK_ B6TDM3_MAIZE 3 388.52527 1162.554 0.50751 0.12349 0.61201 39.211 39.211 9.79E-02 18.36 492870

33255 MEKDIDEVGK Unmodified _MEKDIDEVGK_ B6TDM3_MAIZE 3 388.52527 1162.554 0.58812 0.45346 1.0232 36.359 36.359 2.55E-01 20.34 294670

33256 MELAQTNTGNTPK Oxidation (M) _M(ox)ELAQTNTGNTPK_ B4FKC9_MAIZE 2 710.84047 1419.6664 0.71126 -0.059147 0.64351 37.258 37.258 2.50E-15 86.21 266230

33257 MELAQTNTGNTPK Unmodified _MELAQTNTGNTPK_ B4FKC9_MAIZE 2 702.84302 1403.6715 0.65863 0.019687 0.66651 46.78 46.78 4.93E-21 82.12 970140

33258 MELFADIAPK Oxidation (M) _M(ox)ELFADIAPK_ B6TBT3_MAIZE 2 575.79427 1149.574 0.12595 -0.13527 -0.028491 76.16 76.16 4.33E-06 59.43 533760

33259 MELFADIAPK Unmodified _MELFADIAPK_ B6TBT3_MAIZE 2 567.79682 1133.5791 0.095567 1.1093 1.1792 86.843 86.843 1.00E+00 6.43 550170

33260 MELGATTALYPLHR Acetyl (Protein N-term) _(ac)MELGATTALYPLHR_ B4F850_MAIZE 2 807.91906 1613.8236 1.0346 -0.085951 0.92891 98.035 98.035 1.95E-13 66.01 617270

33261 MELGATTALYPLHR Acetyl (Protein N-term) _(ac)MELGATTALYPLHR_ B4F850_MAIZE 2 807.91906 1613.8236 0.97074 -0.21378 0.73755 98.32 98.32 2.00E-19 54.57 1608000

33262 MELGATTALYPLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELGATTALYPLHR_ B4F850_MAIZE 2 815.91652 1629.8185 0.95366 -1.6913 -0.75186 85.804 85.804 4.25E-13 54.43 141450

33263 MELGATTALYPLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELGATTALYPLHR_ B4F850_MAIZE 2 815.91652 1629.8185 0.94046 -0.76906 0.15572 86.117 86.117 9.13E-21 35.1 248400

33264 MELGATTALYPLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELGATTALYPLHR_ B4F850_MAIZE 2 815.91652 1629.8185 1.1751 -0.81606 0.34264 85.857 85.857 2.61E-06 42.28 298610

33265 MELGATTALYPLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELGATTALYPLHR_ B4F850_MAIZE 2 815.91652 1629.8185 1.0601 -0.79631 0.24832 85.521 85.521 4.25E-13 56.67 250260

33266 MELGATTALYPLHR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELGATTALYPLHR_ B4F850_MAIZE 2 815.91652 1629.8185 0.96684 -0.37097 0.57905 85.787 85.787 2.30E-45 92.73 5644600

33267 MELLLSQLSGK Unmodified _MELLLSQLSGK_ B4FI88_MAIZE 2 609.84176 1217.669 0.37111 0.30075 0.64665 90.139 90.139 3.60E-06 41.17 586620

33268 MELLLSQLSGK Unmodified _MELLLSQLSGK_ B4FI88_MAIZE 2 609.84176 1217.669 0.069638 -0.18194 -0.13543 92.663 92.663 1.62E-12 81.04 2223600

33269 MELLLSQLSGK Unmodified _MELLLSQLSGK_ B4FI88_MAIZE 2 609.84176 1217.669 0.37521 1.5573 1.9061 90.544 90.544 3.57E-04 44.46 974500

33270 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 0.26874 0.66469 0.91248 75.566 75.566 1.67E-02 17.88 47715

33271 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 0.018075 -0.42312 -0.42449 80.81 80.81 6.51E-11 56.02 15798000

33272 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 0.36484 0.56418 0.90712 90.713 90.713 7.60E-01 18.14 6146

33273 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 -0.291 86.11 86.11 6.43E-01 9.26

33274 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 0.24017 -0.15621 0.062421 79.831 79.831 1.47E-01 20.39 2065700

33275 MELLLSQLSGK Oxidation (M) _M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 617.83921 1233.6639 0.2766 0.38141 0.63721 81.236 81.236 1.00E+00 5.81 621270

33276 MELLLSQLSGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 638.8445 1275.6744 0.312 -0.21463 0.073218 99.13 99.13 4.43E-05 47.37 228190

33277 MELLLSQLSGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 638.8445 1275.6744 0.38109 0.1883 0.54527 105.8 105.8 3.60E-06 63.18 40566

33278 MELLLSQLSGK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ELLLSQLSGK_ B4FI88_MAIZE 2 638.8445 1275.6744 0.38108 0.094229 0.45139 106.74 106.74 4.96E-02 13.13 27898

33279 MELLLSQLSGK Acetyl (Protein N-term) _(ac)MELLLSQLSGK_ B4FI88_MAIZE 2 630.84704 1259.6795 0.23009 0.23074 0.43187 98.789 98.789 6.35E-09 56.36 405180

33280 MELLLSQLSGK Acetyl (Protein N-term) _(ac)MELLLSQLSGK_ B4FI88_MAIZE 2 630.84704 1259.6795 0.37016 0.18946 0.53159 129.24 129.24 1.00E+00 5.9 16498

33281 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.67008 1.0049 1.6651 97.765 97.765 4.96E-02 21.04 547080

33282 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.48481 0.015527 0.49274 100.85 100.85 5.17E-08 63.42 405070

33283 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.2264 97.961 97.961 1.65E-01 27.56
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33284 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.2264 98.376 98.376 1.65E-01 21.71

33285 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.61464 1.0985 1.7043 97.671 97.671 3.57E-04 42.14 556430

33286 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.60143 0.97185 1.5638 98.259 98.259 4.29E-02 18.44 501430

33287 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.55165 0.70559 1.2485 98.184 98.184 6.35E-09 57.27 1426100

33288 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.50246 -0.28302 0.21263 99.271 99.271 8.62E-09 52.02 10119000

33289 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.60647 0.70119 1.299 103.35 103.35 3.83E-01 7.97 59892

33290 MELPEWVDIVK Oxidation (M) _M(ox)ELPEWVDIVK_ B4FD90_MAIZE 2 687.85232 1373.6901 0.6087 0.27169 0.87216 105.78 105.78 1.47E-01 14.69 42911

33291 MELPEWVDIVK Unmodified _MELPEWVDIVK_ B4FD90_MAIZE 2 679.85486 1357.6952 0.57016 0.002086 0.56096 108.39 108.39 4.43E-05 37.86 2077100

33292 MELPEWVDIVK Unmodified _MELPEWVDIVK_ B4FD90_MAIZE 2 679.85486 1357.6952 0.50623 -0.1486 0.34666 111.28 111.28 9.05E-18 57.52 2552300

33293 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.58264 0.14024 0.7091 101.16 101.16 9.45E-19 66.95 3104000

33294 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.52181 0.2478 0.75605 104.79 104.79 1.98E-03 53.23 114060

33295 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.56862 -0.029978 0.52488 101.73 101.73 2.23E-12 56.27 3019000

33296 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.55939 -0.12425 0.42115 101.73 101.73 3.15E-15 59.9 4886400

33297 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.54599 -0.28995 0.24254 101.65 101.65 1.88E-13 59.56 5687900

33298 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.52506 0.075125 0.58618 101.26 101.26 3.15E-15 57.36 4290600

33299 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.56962 0.3932 0.94823 101.77 101.77 1.22E-09 65.89 5565100

33300 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.50537 -0.42669 0.065595 101.32 101.32 1.88E-13 48.21 53909000

33301 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 3 454.9161 1361.7265 -0.0081911 0.27096 0.24728 101.28 101.28 1.00E+00 3.3 319870

33302 MELVDAAFPLLK Oxidation (M) _M(ox)ELVDAAFPLLK_ MDHC_MAIZE 2 681.87051 1361.7265 0.52538 0.2884 0.79943 101.78 101.78 2.05E-12 58.03 1200900

33303 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.52988 -0.11634 0.39594 111.26 111.26 9.64E-17 81.09 10114000

33304 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.53925 0.20969 0.7309 111.83 111.83 2.62E-07 66.89 977010

33305 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.55106 0.18209 0.7162 111.84 111.84 2.05E-12 67.38 1713200

33306 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.55682 0.2352 0.77492 111.82 111.82 2.62E-07 48.05 1612100

33307 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.53534 0.21124 0.72968 111.48 111.48 1.68E-09 57.14 1225600

33308 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.54426 0.19405 0.72085 112 112 7.61E-14 57.87 3084800

33309 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.47652 -0.11401 0.34547 111.45 111.45 7.02E-22 96.85 29370000

33310 MELVDAAFPLLK Unmodified _MELVDAAFPLLK_ MDHC_MAIZE 2 673.87306 1345.7316 0.55103 0.12905 0.66331 112.46 112.46 7.72E-03 49.53 291540

33311 MENAASAIAK Oxidation (M) _M(ox)ENAASAIAK_ B6TFW9_MAIZE 2 511.25277 1020.491 -0.045404 -2.5706 -2.6528 42.491 42.491 7.11E-01 2.72 87322

33312 MENQGPKPIR Acetyl (Protein N-term) _(ac)MENQGPKPIR_ B4FGN7_MAIZE 2 606.3137 1210.6128 0.30021 0.22136 0.49267 46.455 46.455 3.43E-01 44.13 1314600

33313 MENQGPKPIR Acetyl (Protein N-term) _(ac)MENQGPKPIR_ B4FGN7_MAIZE 2 606.3137 1210.6128 0.21364 0.12371 0.30888 49.345 49.345 7.11E-01 25.3 1650400

33314 MENQGPKPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ENQGPKPIR_ B4FGN7_MAIZE 2 614.31115 1226.6078 0.27924 -0.13746 0.11724 34.56 34.56 9.92E-02 29.84 193420

33315 MENQGPKPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ENQGPKPIR_ B4FGN7_MAIZE 2 614.31115 1226.6078 0.33952 -0.064098 0.25103 37.468 37.468 3.38E-02 26.49 229960

33316 MENQGPKPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ENQGPKPIR_ B4FGN7_MAIZE 2 614.31115 1226.6078 0.2361 -0.10911 0.10183 38.263 38.263 3.38E-02 34.88 2638400

33317 MEPEVPLVIPEVNPEAMANVR 2 Oxidation (M) _M(ox)EPEVPLVIPEVNPEAM(ox)ANVR_ B4F8G4_MAIZE 3 789.39587 2365.1658 0.96134 -0.34178 0.60767 95.722 95.722 3.35E-04 23.09 503050
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33318 MEPEVPLVIPEVNPEAMANVR Oxidation (M) _M(ox)EPEVPLVIPEVNPEAMANVR_ B4F8G4_MAIZE 3 784.06423 2349.1709 0.94768 0.17335 1.1074 107.66 107.66 2.97E-04 17.2 177800

33319 MEQVLEVLR Oxidation (M) _M(ox)EQVLEVLR_ B6TR63_MAIZE 2 566.80517 1131.5958 0.059181 -0.3215 -0.27547 69.761 69.761 2.74E-03 46.02 351880

33320 MESFLTEK Unmodified _MESFLTEK_ B4F8E9_MAIZE 2 492.73897 983.46338 -0.087752 0.34794 0.23962 60.693 60.693 5.06E-02 21.36 1346700

33321 MESGTGNGDSEVQR Unmodified _MESGTGNGDSEVQR_ B4FSF1_MAIZE 2 733.81244 1465.6103 0.86874 -0.12391 0.7454 30.366 30.366 6.31E-03 66.6 58032

33322 MESGTGNGDSEVQR Unmodified _MESGTGNGDSEVQR_ B4FSF1_MAIZE 2 733.81244 1465.6103 0.84005 0.27548 1.1149 31.824 31.824 6.77E-01 26.69 27069

33323 MESGTGNGDSEVQR Unmodified _MESGTGNGDSEVQR_ B4FSF1_MAIZE 2 733.81244 1465.6103 0.88868 0.10094 0.99022 30.981 30.981 1.49E-02 48.97 18670

33324 MESGTGNGDSEVQR Unmodified _MESGTGNGDSEVQR_ B4FSF1_MAIZE 2 733.81244 1465.6103 0.85152 -0.18028 0.67112 31.951 31.951 2.25E-03 58.61 76148

33325 MESLGVLLLHPLDTYLEQELDRR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESLGVLLLHPLDTYLEQELDRR_ B6SRY1_MAIZE 3 933.48462 2797.432 1.1523 0.52025 1.6581 126.21 126.21 1.59E-18 39.47 1113600

33326 MESLGVLLLHPLDTYLEQELDRR Acetyl (Protein N-term) _(ac)MESLGVLLLHPLDTYLEQELDRR_ B6SRY1_MAIZE 3 928.15298 2781.4371 1.0125 -0.014436 0.9825 129.32 129.32 6.49E-11 53.32 1368100

33327 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1795 0.58429 1.7595 77.197 77.197 1.98E-04 17.11 521820

33328 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.0399 -0.47509 0.56191 78.18 78.18 4.03E-03 31.32 535620

33329 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1112 0.003682 1.111 77.537 77.537 3.98E-13 24.98 415670

33330 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.159 0.16815 1.3227 78.136 78.136 1.57E-31 25.37 553870

33331 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1535 0.2034 1.3526 77.702 77.702 2.17E-05 14.57 853470

33332 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1872 -0.20157 0.98228 77.544 77.544 3.58E-28 40.21 810750

33333 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1474 -0.045675 1.0973 78.132 78.132 2.35E-39 51.6 809510

33334 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1468 -0.052917 1.0895 77.994 77.994 1.57E-31 43.84 1064200

33335 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.0903 -0.26076 0.82545 77.493 77.493 1.98E-04 19.53 1392900

33336 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.0105 -0.95023 0.057427 78.997 78.997 2.35E-39 68.32 28831000

33337 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 3 609.29895 1824.875 0.19402 0.011483 0.20227 78.961 78.961 1.00E+00 13.99 3297200

33338 MESTFIMIKPDGVQR Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)ESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 913.44478 1824.875 1.1137 -1.2845 -0.17265 93.597 93.597 4.63E-02 14.13 248470

33339 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTFIMIKPDGVQR_ B4FK49_MAIZE 2 905.44732 1808.8801 1.1556 -1.0544 0.096089 83.929 83.929 1.26E-03 24.89 583780

33340 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)MESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 905.44732 1808.8801 1.1647 0.41945 1.5774 89.307 89.307 1.28E-40 50.81 788740

33341 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)MESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 905.44732 1808.8801 1.1713 -0.42376 0.74229 90.874 90.874 1.02E-03 27.15 19646

33342 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTFIMIKPDGVQR_ B4FK49_MAIZE 2 905.44732 1808.8801 1.0416 -0.9271 0.10957 85.516 85.516 1.86E-33 58 8079400

33343 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTFIMIKPDGVQR_ B4FK49_MAIZE 3 603.96731 1808.8801 0.22768 0.86296 1.0823 85.511 85.511 1.00E+00 15.67 305570

33344 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)MESTFIM(ox)IKPDGVQR_ B4FK49_MAIZE 2 905.44732 1808.8801 1.0398 -0.68938 0.345 90.685 90.685 8.96E-67 66.44 6824300

33345 MESTFIMIKPDGVQR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTFIMIKPDGVQR_ B4FK49_MAIZE 3 603.96731 1808.8801 0.20293 0.10669 0.30246 90.659 90.659 1.00E+00 3.34 680680

33346 MESTFIMIKPDGVQR Acetyl (Protein N-term) _(ac)MESTFIMIKPDGVQR_ B4FK49_MAIZE 2 897.44986 1792.8852 1.1538 0.036368 1.1811 96.767 96.767 6.53E-30 65.27 1195200

33347 MESTFIMIKPDGVQR Acetyl (Protein N-term) _(ac)MESTFIMIKPDGVQR_ B4FK49_MAIZE 2 897.44986 1792.8852 1.0574 -0.47519 0.57492 98.301 98.301 2.40E-39 87.71 1603600

33348 MESTSGEDAPK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTSGEDAPK_ B6SLG3_MAIZE 2 605.25063 1208.4867 0.38694 0.45866 0.82781 32.546 32.546 5.32E-01 0.08 55143

33349 MESTSGEDAPK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ESTSGEDAPK_ B6SLG3_MAIZE 2 605.25063 1208.4867 0.305 0.19042 0.47802 33.672 33.672 3.83E-01 15.9 511520

33350 METAAVAASSAGR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)ETAAVAASSAGR_ B4FH43_MAIZE 2 640.30098 1278.5874 0.35349 0.1499 0.48094 54.675 54.675 1.00E-11 69.71 586880

33351 MEVAAASAR Oxidation (M) _M(ox)EVAAASAR_ B6T653_MAIZE 2 461.22656 920.43857 0.025743 -0.42524 -0.42884 37.457 37.457 1.00E+00 4.3 142950
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33352 MEVAAASAR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EVAAASAR_ B6T653_MAIZE 2 482.23184 962.44913 -0.085684 0.062851 -0.058961 42.088 42.088 3.13E-03 70.48 1506200

33353 MEVAAASAR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)EVAAASAR_ B6T653_MAIZE 2 482.23184 962.44913 -0.20503 0.040899 -0.19967 45.361 45.361 3.13E-03 91.73 1289500

33354 MEVAAASAR Acetyl (Protein N-term) _(ac)MEVAAASAR_ B6T653_MAIZE 2 474.23438 946.45422 -0.035931 0.12197 0.044497 59.66 59.66 9.73E-03 50.34 446960

33355 MEVATDEAFTPIK Unmodified _MEVATDEAFTPIK_ B4FRR1_MAIZE 2 726.35797 1450.7014 0.71425 -0.99391 -0.28615 74.104 74.104 3.13E-02 12.11 452900

33356 MEVGFLGLGIMGK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)EVGFLGLGIM(ox)GK_ B6T4X5_MAIZE 2 713.35946 1424.7044 0.71196 -0.25002 0.4633 108.31 108.31 1.47E-03 37.11 379030

33357 MEVPYCIVK Unmodified _MEVPYCIVK_ B4F7Y1_MAIZE 2 569.78539 1137.5562 0.14657 0.14466 0.28749 72.442 72.442 3.32E-02 18.29 3439600

33358 MEVRPMVALR 2 Oxidation (M) _M(ox)EVRPM(ox)VALR_ B6SQB3_MAIZE 3 411.88626 1232.6369 0.059462 -0.039275 0.0077995 45.636 45.636 3.83E-02 16.75 275860

33359 MEVRPMVALR Oxidation (M) _MEVRPM(ox)VALR_ B6SQB3_MAIZE 3 406.55462 1216.642 0.1736 -0.22682 -0.068588 54.475 54.475 5.86E-01 5.61 73851

33362 MFAPTK Oxidation (M) _M(ox)FAPTK_ B4F9G0_MAIZE 2 355.68073 709.3469 1.033 -0.24454 0.78261 28.018 28.018 1.00E+00 9.77 39543

33363 MFAPTK Oxidation (M) _M(ox)FAPTK_ B4F9G0_MAIZE 2 355.68073 709.3469 1.1088 -0.24529 0.85628 28.831 28.831 9.46E-01 8.48 47384

33364 MFAPTK Oxidation (M) _M(ox)FAPTK_ B4F9G0_MAIZE 2 355.68073 709.3469 1.0823 0.039478 1.1149 29.389 29.389 9.46E-01 5.09 50251

33365 MFAPTK Oxidation (M) _M(ox)FAPTK_ B4F9G0_MAIZE 2 355.68073 709.3469 1.0165 -0.083213 0.92524 29.739 29.739 5.26E-01 12.78 120830

33366 MFAPTK Unmodified _MFAPTK_ B4F9G0_MAIZE 2 347.68327 693.35198 1.1864 0.056997 1.2315 38.066 38.066 1.00E+00 17.58 81406

33367 MFAPTK Unmodified _MFAPTK_ B4F9G0_MAIZE 2 347.68327 693.35198 1.1062 0.052752 1.145 38.898 38.898 1.00E+00 3.2 521390

33368 MFCGLDHIYCVFLGR Oxidation (M) _M(ox)FCGLDHIYCVFLGR_ B6T2A6_MAIZE 3 635.29325 1902.8579 0.45939 -0.053523 0.42342 114.67 114.67 5.05E-03 22.67 93373

33369 MFDASHYEHCR Unmodified _MFDASHYEHCR_ Q5YFA2_MAIZE 4 363.90004 1451.571 0.90994 0.10673 1.0135 47.788 47.788 3.96E-01 15.25 792170

33370 MFDGFNLR Unmodified _MFDGFNLR_ B6SGP1_MAIZE 2 500.23947 998.46439 -0.086274 0.14345 0.054925 82.876 82.876 2.92E-02 41.68 438350

33371 MFDITFENEK Unmodified _MFDITFENEK_ B4FNF8_MAIZE 2 637.2921 1272.5696 0.46822 0.61609 1.0725 84.602 84.602 1.45E-01 22.35 529140

33372 MFDLIEQYNLNGHIR Oxidation (M) _M(ox)FDLIEQYNLNGHIR_ SUS2_MAIZE 3 626.97708 1877.9094 0.43884 -0.042768 0.38209 88.547 88.547 2.04E-04 42.89 284630

33373 MFEANVR Oxidation (M) _M(ox)FEANVR_ B4FIY7_MAIZE 2 441.71055 881.40654 -2.9623 40.828 40.828 6.81E-01 4.07

33374 MFEANVR Oxidation (M) _M(ox)FEANVR_ B4FIY7_MAIZE 2 441.71055 881.40654 0.025812 0.32459 0.3357 38.695 38.695 1.26E-01 25.89 1317800

33375 MFEANVR Oxidation (M) _M(ox)FEANVR_ B4FIY7_MAIZE 2 441.71055 881.40654 -0.14355 0.17846 0.020764 41.402 41.402 1.26E-01 36.4 511020

33376 MFEANVR Oxidation (M) _M(ox)FEANVR_ B4FIY7_MAIZE 2 441.71055 881.40654 -0.13301 0.14215 -0.0050717 42.249 42.249 1.26E-01 32.6 776550

33377 MFEANVR Unmodified _MFEANVR_ B4FIY7_MAIZE 2 433.71309 865.41162 0.051416 0.21151 0.24357 46.617 46.617 4.49E-02 41.78 1396600

33378 MFEANVR Unmodified _MFEANVR_ B4FIY7_MAIZE 2 433.71309 865.41162 -0.07934 0.62899 0.52946 49.843 49.843 8.04E-02 36.14 919550

33379 MFEFSNVDVLR Oxidation (M) _M(ox)FEFSNVDVLR_ B4FVK0_MAIZE 2 686.83192 1371.6493 0.68423 0.26696 0.95487 89.742 89.742 1.47E-01 14.72 190820

33380 MFFLFPDPHFK Oxidation (M) _M(ox)FFLFPDPHFK_ B6SHG7_MAIZE 3 481.23729 1440.69 -0.012741 -0.36729 -0.36659 102.38 102.38 4.01E-02 19.72 115360

33381 MFFLFPDPHFK Oxidation (M) _M(ox)FFLFPDPHFK_ B6SHG7_MAIZE 3 481.23729 1440.69 0.017349 -0.31106 -0.27996 103.27 103.27 5.48E-03 25.99 164510

33382 MFGDFQK Unmodified _MFGDFQK_ TKTC_MAIZE B4 2 436.70219 871.38982 0.07298 0.40484 0.48565 58.915 58.915 4.46E-01 18.54 2928000

33383 MFGDFQK Unmodified _MFGDFQK_ TKTC_MAIZE B4 2 436.70219 871.38982 -0.050586 0.25047 0.20684 59.247 59.247 1.00E+00 0.96 420880

33384 MFGDFQK Unmodified _MFGDFQK_ TKTC_MAIZE B4 2 436.70219 871.38982 0.0025527 0.32969 0.33907 60.87 60.87 1.86E-01 16.73 1254800

33385 MFGDFQK Oxidation (M) _M(ox)FGDFQK_ TKTC_MAIZE B4 2 444.69965 887.38474 0.032234 0.009277 0.053572 52.436 52.436 7.83E-01 10.55 761690

33386 MFGDFQK Oxidation (M) _M(ox)FGDFQK_ TKTC_MAIZE B4 2 444.69965 887.38474 0.049891 -3.57E-06 0.061324 51.778 51.778 5.25E-01 12.9 460090

33387 MFGDFQK Oxidation (M) _M(ox)FGDFQK_ TKTC_MAIZE B4 2 444.69965 887.38474 -0.033243 0.3452 0.32191 52.585 52.585 1.26E-01 28.17 1130200
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33388 MFGFGHHGQNPPAHGGVHQPTFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)FGFGHHGQNPPAHGGVHQPTFK_ B4G0K5_MAIZE 5 509.44153 2542.1713 -0.14833 -0.48734 -0.61842 57.936 57.936 2.39E-01 11.11 21295000

33389 MFGFGHHGQNPPAHGGVHQPTFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)FGFGHHGQNPPAHGGVHQPTFK_ B4G0K5_MAIZE 4 636.5501 2542.1713 0.34531 -0.12584 0.23649 57.899 57.899 2.98E-04 18.93 3459400

33390 MFGFGHHGQNPPAHGGVHQPTFK Acetyl (Protein N-term) _(ac)MFGFGHHGQNPPAHGGVHQPTFK_ B4G0K5_MAIZE 4 632.55137 2526.1764 0.35944 -0.25267 0.1227 65.386 65.386 7.34E-03 21.52 975180

33391 MFGFVHLYNGQEAVSTGFIK Oxidation (M) _M(ox)FGFVHLYNGQEAVSTGFIK_ B4F8B8_MAIZE 3 754.3735 2260.0987 0.86673 0.34974 1.2245 95.544 95.544 1.62E-02 24.45 529920

33392 MFGVLR Unmodified _MFGVLR_ B6U4H0_MAIZE 2 361.70453 721.39452 0.86643 -0.067889 0.79722 65.84 65.84 2.64E-01 20.04 908660

33393 MFGYATDETPELMPLSHVLATK 2 Oxidation (M) _M(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FUE7_MAIZE 3 828.39928 2482.176 1.0952 -0.18956 0.90393 94.481 94.481 1.82E-12 39.17 369700

33394 MFGYATDETPELMPLSHVLATK Oxidation (M) _MFGYATDETPELM(ox)PLSHVLATK_ B4FUE7_MAIZE 3 823.06764 2466.1811 1.0533 0.23769 1.2868 100.92 100.92 5.93E-08 31.26 402410

33395 MFLGSLPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)FLGSLPR_ B4FCR0_MAIZE 2 489.7575 977.50044 -0.23349 0.24056 -0.0053247 92.859 92.859 2.92E-02 41.02 208470

33396 MFMEDVPNYR Unmodified _MFMEDVPNYR_ B4G043_MAIZE 2 651.28629 1300.558 0.45101 -0.14792 0.2922 76.351 76.351 1.45E-01 11.12 783150

33397 MFPQADAHPAHEPLAGR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)FPQADAHPAHEPLAGR_ B6TPJ3_MAIZE 3 634.9687 1901.8843 0.33215 -0.12986 0.19158 59.927 59.927 1.01E-03 45.35 2656500

33398 MFPQGFETADLPSK Oxidation (M) _M(ox)FPQGFETADLPSK_ B4FYU6_MAIZE 2 792.37415 1582.7337 0.94785 -0.10357 0.84722 79.013 79.013 2.00E-19 60.39 433850

33399 MFSDYLSETK Oxidation (M) _M(ox)FSDYLSETK_ B6TQK1_MAIZE 2 618.77628 1235.538 0.2307 0.10018 0.32196 67.971 67.971 1.69E-03 38.93 90507

33400 MFSDYLSETK Unmodified _MFSDYLSETK_ B6TQK1_MAIZE 2 610.77882 1219.5431 0.22565 0.38378 0.59743 75.335 75.335 1.62E-03 43.73 542940

33401 MFVADGGELLMAQSYAK Oxidation (M) _MFVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 923.93933 1845.8641 1.1748 -0.11759 1.0481 88.395 88.395 8.28E-39 66.75 544340

33402 MFVADGGELLMAQSYAK Oxidation (M) _M(ox)FVADGGELLMAQSYAK_ B4FUH2_MAIZE 2 923.93933 1845.8641 1.1678 -0.043908 1.1143 89.617 89.617 3.55E-81 92.46 730340

33403 MFVADGGELLMAQSYAK Oxidation (M) _MFVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 923.93933 1845.8641 1.1378 -0.095713 1.0326 88.894 88.894 2.91E-51 82.56 128450

33404 MFVADGGELLMAQSYAK Oxidation (M) _M(ox)FVADGGELLMAQSYAK_ B4FUH2_MAIZE 2 923.93933 1845.8641 1.1237 0.085232 1.1993 90.012 90.012 1.37E-17 89.57 261300

33405 MFVADGGELLMAQSYAK Oxidation (M) _MFVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 923.93933 1845.8641 1.1591 -0.022836 1.1261 89.138 89.138 4.07E-45 73.15 122990

33406 MFVADGGELLMAQSYAK Unmodified _MFVADGGELLMAQSYAK_ B4FUH2_MAIZE 2 915.94187 1829.8692 1.1629 -0.27137 0.87937 96.469 96.469 3.33E-51 85.45 1303400

33407 MFVADGGELLMAQSYAK 2 Oxidation (M) _M(ox)FVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 931.93679 1861.859 1.1326 -0.72491 0.40078 82.415 82.415 1.14E-33 72.56 420440

33408 MFVADGGELLMAQSYAK 2 Oxidation (M) _M(ox)FVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 931.93679 1861.859 1.1774 -0.42452 0.74552 82.851 82.851 6.26E-55 75.79 432730

33409 MFVADGGELLMAQSYAK 2 Oxidation (M) _M(ox)FVADGGELLM(ox)AQSYAK_ B4FUH2_MAIZE 2 931.93679 1861.859 1.1675 -0.71325 0.44745 82.551 82.551 4.28E-45 86.23 408350

33410 MFVDKHEPETER Oxidation (M) _M(ox)FVDKHEPETER_ B6SRL2_MAIZE 3 511.90492 1532.6929 -0.11042 -0.10477 -0.22349 32.652 32.652 7.68E-01 8.35 53374

33411 MFVDKHEPETER Oxidation (M) _M(ox)FVDKHEPETER_ B6SRL2_MAIZE 3 511.90492 1532.6929 0.076781 -0.28975 -0.21981 34.565 34.565 9.16E-03 30.26 101870

33412 MFVDYNEPPTER Unmodified _MFVDYNEPPTER_ B4FIT6_MAIZE 2 749.33757 1496.6606 0.85025 0.069101 0.91079 66.091 66.091 7.61E-14 65.69 869570

33413 MFVDYNEPPTER Unmodified _MFVDYNEPPTER_ B4FIT6_MAIZE 2 749.33757 1496.6606 0.8373 0.006121 0.83537 67.016 67.016 9.64E-17 71.88 596630

33414 MFVDYNEPPTER Oxidation (M) _M(ox)FVDYNEPPTER_ B4FIT6_MAIZE 2 757.33502 1512.6555 0.84318 0.081856 0.91965 60.103 60.103 9.45E-19 51.84 1466400

33415 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.92993 -0.18854 0.73059 88.326 88.326 4.77E-34 73.25 630410

33416 MFVLDEADEMLSR Oxidation (M) _M(ox)FVLDEADEMLSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.9391 -0.10195 0.82709 96.913 96.913 1.64E-47 63.43 1233500

33417 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.9443 0.2261 1.1597 88.639 88.639 4.35E-18 50.91 175200

33418 MFVLDEADEMLSR Oxidation (M) _M(ox)FVLDEADEMLSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.89355 -0.11005 0.77358 97.38 97.38 1.64E-47 66.44 711800

33419 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.91511 -0.25291 0.65165 88.997 88.997 2.54E-30 65.5 203380

33420 MFVLDEADEMLSR Oxidation (M) _M(ox)FVLDEADEMLSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.91397 -0.0339 0.8696 97.517 97.517 4.77E-34 73.52 858770

33421 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 1.0169 0.13805 1.1446 88.707 88.707 2.50E-15 70.82 211520
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33422 MFVLDEADEMLSR Oxidation (M) _M(ox)FVLDEADEMLSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.92257 -0.069499 0.84231 97.404 97.404 1.64E-47 74.08 664820

33423 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.96802 -0.072437 0.88548 89.029 89.029 2.54E-30 66.25 721090

33424 MFVLDEADEMLSR Oxidation (M) _MFVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.9329 -0.42005 0.50324 89.87 89.87 1.78E-24 85.4 639410

33425 MFVLDEADEMLSR Oxidation (M) _M(ox)FVLDEADEMLSR_ B4FBK3_MAIZE 2 786.35764 1570.7007 0.93869 -0.20104 0.72753 97.619 97.619 1.64E-47 62.58 1469200

33426 MFVLDEADEMLSR Unmodified _MFVLDEADEMLSR_ B4FBK3_MAIZE 2 778.36018 1554.7058 0.89479 -0.18631 0.69571 109.06 109.06 4.77E-34 74.14 3824800

33427 MFVLDEADEMLSR Unmodified _MFVLDEADEMLSR_ B4FBK3_MAIZE 2 778.36018 1554.7058 0.89232 -0.10153 0.77801 109.57 109.57 1.56E-17 57.55 255620

33428 MFVLDEADEMLSR Unmodified _MFVLDEADEMLSR_ B4FBK3_MAIZE 2 778.36018 1554.7058 0.8995 0.14472 1.0303 109.7 109.7 1.09E-26 59.64 307540

33429 MFVLDEADEMLSR Unmodified _MFVLDEADEMLSR_ B4FBK3_MAIZE 2 778.36018 1554.7058 0.90408 0.10545 0.99577 109.9 109.9 1.64E-47 88.55 1013800

33430 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.93749 0.060584 0.9896 78.51 78.51 1.81E-65 66.98 384200

33431 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.9547 -0.11967 0.82774 79.088 79.088 9.22E-115 84.85 520970

33432 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.92616 -0.26816 0.65071 79.108 79.108 4.94E-53 71.99 698960

33433 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.94825 -0.067742 0.87277 79.724 79.724 3.24E-96 66.78 717690

33434 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.96017 0.022371 0.97411 78.733 78.733 9.22E-115 68.23 475050

33435 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.96219 -0.038132 0.91618 79.397 79.397 1.81E-65 90.4 586260

33436 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 1.0339 0.3693 1.3944 79.104 79.104 6.22E-28 75.35 292600

33437 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.95794 -0.25556 0.69462 79.156 79.156 1.81E-65 71.73 1103100

33438 MFVLDEADEMLSR 2 Oxidation (M) _M(ox)FVLDEADEM(ox)LSR_ B4FBK3_MAIZE 2 794.3551 1586.6956 0.9622 -0.2543 0.70072 79.759 79.759 1.81E-65 83.06 1426400

33439 MFYFFFESR Oxidation (M) _M(ox)FYFFFESR_ B4FBF2_MAIZE 2 645.28662 1288.5587 0.49405 0.45365 0.94999 106.77 106.77 1.00E+00 4.27 391420

33440 MFYFFFESR Acetyl (Protein N-term) _(ac)MFYFFFESR_ B4FBF2_MAIZE 2 658.29444 1314.5743 0.49553 0.41806 0.90967 126.64 126.64 1.12E-01 12.92 55056

33441 MFYGPGGPYALFAGK Oxidation (M) _M(ox)FYGPGGPYALFAGK_ B6TM12_MAIZE 2 796.38432 1590.7541 0.96316 -0.71121 0.25419 28.054 28.054 1.00E+00 3.73 21746

33442 MFYGPGGPYALFAGK Oxidation (M) _M(ox)FYGPGGPYALFAGK_ B6TM12_MAIZE 2 796.38432 1590.7541 0.96311 -0.093051 0.87177 93.456 93.456 1.53E-05 28.26 459240

33443 MFYGPGGPYALFAGK Oxidation (M) _M(ox)FYGPGGPYALFAGK_ B6TM12_MAIZE 2 796.38432 1590.7541 0.96933 0.87575 1.8459 93.802 93.802 1.12E-07 30.58 385070

33444 MGAAVGQDCDLLEEVCGWINEK Oxidation (M) _M(ox)GAAVGQDCDLLEEVCGWINEK_ B4FZU9_MAIZE 3 837.37139 2509.0923 1.0618 -1.2689 -0.20224 122.05 122.05 2.30E-105 100.85 1703000

33445 MGAAVGQDCDLLEEVCGWINEK Oxidation (M) _M(ox)GAAVGQDCDLLEEVCGWINEK_ B4FZU9_MAIZE 2 1255.5534 2509.0923 1.1977 -0.64198 0.56005 122.07 122.07 3.03E-22 95.28 769760

33446 MGAEYLAK Unmodified _MGAEYLAK_ B6SKP8_MAIZE 2 441.72312 881.43169 -0.018778 0.18515 0.12848 47.863 47.863 1.65E-01 20.57 748570

33447 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 0.075864 0.05153 0.13264 60.533 60.533 1.00E+00 1.03 858540

33448 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 -0.14243 -0.066332 -0.20355 62.083 62.083 1.62E-03 58.44 120990

33449 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 -0.046597 0.52404 0.48181 61.155 61.155 1.16E-02 47.95 1054900

33450 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 0.051293 0.39557 0.45139 62.569 62.569 3.76E-05 55.31 1695000

33451 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 0.046537 0.016678 0.068325 61.984 61.984 1.62E-03 45.71 2223400

33452 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 0.041057 0.034208 0.079964 62.379 62.379 1.84E-04 77.91 746090

33453 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 -0.0093902 -0.2491 -0.25411 62.284 62.284 5.26E-05 63.06 6885100

33454 MGAFTLGVNR Oxidation (M) _M(ox)GAFTLGVNR_ B4FFP2_MAIZE 2 541.27658 1080.5386 -0.038359 0.096621 0.062128 62.708 62.708 2.81E-03 60.85 7566800

33455 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 -0.0055922 0.16547 0.16033 68.939 68.939 1.62E-03 90.02 3950900
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33456 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 -0.079321 0.029362 -0.049678 69.596 69.596 1.62E-03 81.61 870270

33457 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 0.0089523 0.35664 0.36548 70.469 70.469 1.84E-04 76.02 1348700

33458 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 0.014112 0.14782 0.16174 69.971 69.971 2.81E-03 67.96 957650

33459 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 0.0026561 -0.02543 -0.020848 70.06 70.06 1.00E+00 9.06 560620

33460 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 -0.020972 0.12075 0.099865 70.229 70.229 1.62E-03 63.58 6179700

33461 MGAFTLGVNR Unmodified _MGAFTLGVNR_ B4FFP2_MAIZE 2 533.27913 1064.5437 -0.079825 -0.078902 -0.15848 70.326 70.326 1.62E-03 77.59 8528300

33462 MGAIEVK Unmodified _MGAIEVK_ B6THU9_MAIZE 2 374.20711 746.39966 0.73739 -0.65517 0.060223 42.209 42.209 1.86E-01 22.76 546200

33463 MGAILASGILDAGGR Oxidation (M) _M(ox)GAILASGILDAGGR_ B4G120_MAIZE 2 709.37703 1416.7395 0.73514 -1.249 -0.52136 81.764 81.764 1.12E-07 44.9 402830

33464 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.1669 0.07738 1.2468 122.9 122.9 1.00E+00 7.61 6131300

33465 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 4 795.66659 3178.6373 0.99082 0.7091 1.7023 122.89 122.89 2.79E-01 9.56 1155600

33466 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.1951 -0.16457 1.034 123.49 123.49 2.79E-01 31.65 1006500

33467 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.1767 -0.39371 0.78687 125.98 125.98 1.00E+00 15.65 601730

33468 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.2645 -0.08496 1.1831 126.57 126.57 1.00E+00 0.38 884600

33469 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.2368 -0.18013 1.0597 126.39 126.39 7.47E-01 9.15 603820

33470 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.0435 -0.001936 1.0443 129.63 129.63 4.47E-03 26.19 9303300

33471 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 4 795.66659 3178.6373 0.83152 -0.024901 0.80958 129.63 129.63 3.65E-06 38.4 5550200

33472 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 3 1060.553 3178.6373 1.1323 -0.20725 0.92879 130.36 130.36 1.87E-02 35.72 2011200

33473 MGAPPKPDVPVITPQELAEADGILFGFPTR Oxidation (M) _M(ox)GAPPKPDVPVITPQELAEADGILFGFPTR_ B6TFN1_MAIZE 4 795.66659 3178.6373 0.8855 0.032792 0.92125 130.38 130.38 3.65E-06 39.15 1137400

33474 MGASIIR Oxidation (M) _M(ox)GASIIR_ B6SNF9_MAIZE 2 382.21018 762.40581 0.60975 -0.43204 0.15662 39.098 39.098 6.89E-02 41.9 191530

33475 MGASIVR Unmodified _MGASIVR_ B6U6W0_MAIZE 2 367.2049 732.39524 0.81419 0.22254 1.0203 41.874 41.874 8.04E-02 39.65 1026000

33476 MGDLDSYEIEGGETK Unmodified _MGDLDSYEIEGGETK_ B6T556_MAIZE 2 822.35889 1642.7032 1.0254 -0.01994 0.99577 69.634 69.634 8.98E-47 88.36 753180

33477 MGDLDSYEIEGGETK Unmodified _MGDLDSYEIEGGETK_ B6T556_MAIZE 2 822.35889 1642.7032 0.99957 -0.80324 0.18786 70.893 70.893 1.04E-33 82.01 1243600

33478 MGDLDSYEIEGGETK Unmodified _MGDLDSYEIEGGETK_ B6T556_MAIZE 2 822.35889 1642.7032 1.0005 -0.15476 0.83639 69.783 69.783 8.98E-47 93.62 340260

33479 MGDLDSYEIEGGETK Oxidation (M) _M(ox)GDLDSYEIEGGETK_ B6T556_MAIZE 2 830.35635 1658.6981 1.0225 -0.14113 0.87412 64.294 64.294 5.76E-43 95 1485600

33480 MGDLDSYEIEGGETK Oxidation (M) _M(ox)GDLDSYEIEGGETK_ B6T556_MAIZE 2 830.35635 1658.6981 0.97562 0.098768 1.0664 62.557 62.557 2.40E-39 92.65 865950

33481 MGEEVLK Oxidation (M) _M(ox)GEEVLK_ B6THR9_MAIZE 2 411.2073 820.40006 0.017065 33.157 33.157 2.09E-01 25.36

33482 MGFTEDFLR Unmodified _MGFTEDFLR_ B4FQC6_MAIZE 2 558.26314 1114.5117 0.12039 0.21068 0.33237 87.073 87.073 1.00E+00 0.77 451720

33483 MGFTEDFLR Unmodified _MGFTEDFLR_ B4FQC6_MAIZE 2 558.26314 1114.5117 0.12986 0.078426 0.21176 87.361 87.361 1.01E-02 29.14 251150

33484 MGFTEDFLR Oxidation (M) _M(ox)GFTEDFLR_ B4FQC6_MAIZE 2 566.2606 1130.5066 0.084158 0.28433 0.37347 78.95 78.95 2.03E-01 17.6 681840

33485 MGFYPYAAVTEESAIAALK Oxidation (M) _M(ox)GFYPYAAVTEESAIAALK_ B6THG3_MAIZE 2 1024.5059 2046.9972 1.1634 0.85702 2.0006 106.59 106.59 4.44E-10 71.71 150290

33486 MGFYPYAAVTEESAIAALK Oxidation (M) _M(ox)GFYPYAAVTEESAIAALK_ B6THG3_MAIZE 2 1024.5059 2046.9972 1.2074 1.6699 2.8572 106.69 106.69 1.13E-11 56.54 136570

33487 MGGIISGDSPRHSSPASK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)GGIISGDSPRHSSPASK_ B4FE15_MAIZE 2 921.44416 1840.8738 1.1566 -0.26843 0.88184 87.377 87.377 9.21E-02 5.35 459560

33488 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.14995 -0.17648 -0.02529 24.117 24.117 3.81E-03 29.66 38888

33489 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 362.19045 1083.5495 1.0174 0.40772 1.4251 24.106 24.106 9.68E-02 27.17 87460
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33490 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 362.19045 1083.5495 0.79483 0.46294 1.258 22.448 22.448 1.00E+00 5.58 16738

33491 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 -0.0093095 -0.32706 -0.3354 22.425 22.425 8.05E-01 13.63 5891

33492 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.1648 -0.48123 -0.31554 24.469 24.469 4.56E-01 18.69 10359

33493 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 362.19045 1083.5495 0.96894 0.2091 1.1791 24.467 24.467 2.30E-01 15.08 24022

33494 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.19728 -0.5119 -0.31282 24.021 24.021 1.00E+00 7.64 11608

33495 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 362.19045 1083.5495 0.95833 0.45068 1.4097 24.02 24.02 9.68E-02 33.75 39653

33496 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.23516 -0.54771 -0.31041 24.118 24.118 1.00E+00 7.81 6712.1

33497 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.13348 -1.3067 -1.1708 24.705 24.705 1.00E+00 5.98 3683.1

33498 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 362.19045 1083.5495 0.91645 0.1935 1.1091 24.581 24.581 2.30E-01 23.38 357030

33499 MGHAGAIVAGGK Oxidation (M) _M(ox)GHAGAIVAGGK_ B6TH57_MAIZE 2 542.78203 1083.5495 0.013768 -0.11475 -0.099175 24.572 24.572 1.07E-05 45.23 109170

33500 MGHAGAIVAGGK Unmodified _MGHAGAIVAGGK_ B6TH57_MAIZE 3 356.85881 1067.5546 1.0325 0.050402 1.0782 32.169 32.169 6.20E-01 16.98 46653

33501 MGHAGAIVAGGK Unmodified _MGHAGAIVAGGK_ B6TH57_MAIZE 3 356.85881 1067.5546 0.97656 -0.28357 0.69196 32.332 32.332 1.25E-01 29.43 838700

33502 MGHAGAIVAGGK Unmodified _MGHAGAIVAGGK_ B6TH57_MAIZE 2 534.78458 1067.5546 -0.0027337 0.22787 0.2218 32.333 32.333 2.62E-07 49.77 263960

33503 MGLNDKEIVALSGAHTLGR Oxidation (M) _M(ox)GLNDKEIVALSGAHTLGR_ B4FHN3_MAIZE 4 500.26638 1997.0364 -0.078171 -0.17214 -0.25827 72.1 72.1 5.53E-03 41.5 1196800

33504 MGLNDKEIVALSGAHTLGR Oxidation (M) _M(ox)GLNDKEIVALSGAHTLGR_ B4FHN3_MAIZE 3 666.68608 1997.0364 0.46876 0.031666 0.49162 72.119 72.119 5.25E-21 46.02 1506500

33505 MGLNDKEIVALSGAHTLGR Unmodified _MGLNDKEIVALSGAHTLGR_ B4FHN3_MAIZE 4 496.26765 1981.0415 -0.081666 0.37212 0.27778 78.093 78.093 2.20E-02 20.02 789070

33506 MGLNDKEIVALSGAHTLGR Unmodified _MGLNDKEIVALSGAHTLGR_ B4FHN3_MAIZE 3 661.35444 1981.0415 0.48496 -0.20132 0.27297 78.094 78.094 2.77E-04 48.56 811470

33507 MGLSDKDIVALSGGHTLGR Oxidation (M) _M(ox)GLSDKDIVALSGGHTLGR_ B4FA06_MAIZE 4 486.50583 1941.9942 -0.051676 -0.72082 -0.76754 72.607 72.607 1.95E-02 22.17 435460

33508 MGLSDKDIVALSGGHTLGR Unmodified _MGLSDKDIVALSGGHTLGR_ B4FA06_MAIZE 4 482.5071 1925.9993 0.012603 -0.53317 -0.51896 79.068 79.068 9.22E-01 4.78 348860

33509 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 0.99639 0.022191 1.0158 131.05 131.05 8.46E-01 25.58 240630

33510 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 3 1124.5585 3370.6537 1.2089 -0.02409 1.1824 131.04 131.04 1.41E-12 68.94 85659

33511 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 1.104 0.26875 1.3685 131.24 131.24 2.72E-01 6.92 712250

33512 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 1.0573 -0.17757 0.87628 130.62 130.62 5.55E-08 76.66 3952200

33513 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 3 1124.5585 3370.6537 1.2131 0.010823 1.2203 130.55 130.55 6.46E-34 108.16 2419000

33514 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 1.1019 -0.048216 1.0507 137.11 137.11 9.58E-01 10.42 324550

33515 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 3 1124.5585 3370.6537 1.2581 0.14967 1.4042 137.11 137.11 5.55E-08 44.68 271460

33516 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 1.0569 -0.1034 0.95074 130.66 130.66 8.33E-02 30.14 571400

33517 MGMGTGLAVGAAAGVLGGLALAGGASYLEDKFEER 2 Oxidation (M) _M(ox)GM(ox)GTGLAVGAAAGVLGGLALAGGASYLEDKFEER_ B4F9K2_MAIZE 4 843.67071 3370.6537 1.009 -0.22495 0.78132 131.13 131.13 7.13E-01 17.87 249040

33518 MGNIEVK Oxidation (M) _M(ox)GNIEVK_ B4FY83_MAIZE 2 403.70747 805.40039 0.4228 -0.41408 -0.0091376 27.018 27.018 1.26E-01 39.55 29111

33519 MGNIEVK Unmodified _MGNIEVK_ B4FY83_MAIZE 2 395.71001 789.40547 0.3177 -0.047201 0.24771 39.936 39.936 4.46E-01 17.29 816710

33520 MGNPSVEVTEENRDASQEAK Oxidation (M) _M(ox)GNPSVEVTEENRDASQEAK_ B6TL91_MAIZE 3 736.33421 2205.9808 0.81565 -0.27821 0.52419 46.423 46.423 3.70E-04 46.75 756110

33521 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.055291 -0.19826 -0.24613 57.66 57.66 9.73E-03 30.62 1302300

33522 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 0.002407 -0.020978 -0.010823 66.613 66.613 9.73E-03 44.94 354100

33523 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.20897 0.084503 -0.11693 58.369 58.369 3.21E-03 52 543430
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33524 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.045378 -0.21018 -0.24655 59.98 59.98 3.21E-03 53.89 763560

33525 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.066862 -0.066477 -0.12481 59.301 59.301 9.73E-03 57.67 806380

33526 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.071613 -0.50619 -0.56767 59.863 59.863 3.21E-03 46.63 567560

33527 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.006486 -0.1122 -0.11096 59.647 59.647 9.73E-03 48.48 551550

33528 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.10125 0.77102 0.67515 60.217 60.217 3.21E-03 62.19 568130

33529 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.1514 0.45944 0.31611 58.476 58.476 9.73E-03 55.5 3694700

33530 MGNVFTIGK Oxidation (M) _M(ox)GNVFTIGK_ B4FMI5_MAIZE 2 491.75495 981.49535 -0.15347 0.36279 0.21702 61.417 61.417 9.73E-03 46 180140

33531 MGNVFTIGK Unmodified _MGNVFTIGK_ B4FMI5_MAIZE 2 483.7575 965.50044 -0.056018 -0.042587 -0.09379 66.628 66.628 1.01E-02 50.97 5179000

33532 MGNVFTIGK Unmodified _MGNVFTIGK_ B4FMI5_MAIZE 2 483.7575 965.50044 -0.13355 0.68043 0.54971 67.456 67.456 3.32E-02 54.76 182180

33533 MGNVFTIGK Unmodified _MGNVFTIGK_ B4FMI5_MAIZE 2 483.7575 965.50044 -0.061607 1.0533 0.99439 68.386 68.386 1.01E-02 45.31 251160

33534 MGNVFTIGK Unmodified _MGNVFTIGK_ B4FMI5_MAIZE 2 483.7575 965.50044 -0.067948 0.99859 0.93292 68.07 68.07 1.01E-02 54.55 220080

33535 MGNVFTIGK Unmodified _MGNVFTIGK_ B4FMI5_MAIZE 2 483.7575 965.50044 -0.076804 -0.39474 -0.46621 67.162 67.162 9.73E-03 59.33 942120

33536 MGQFELSHR Oxidation (M) _M(ox)GQFELSHR_ B4F872_MAIZE 3 374.17832 1119.5131 0.7912 0.096439 0.88087 41.766 41.766 4.78E-02 30 339270

33537 MGQFELSHR Unmodified _MGQFELSHR_ B4F872_MAIZE 3 368.84668 1103.5182 0.81461 -0.36911 0.43814 49.634 49.634 5.45E-01 19.37 655280

33538 MGQGTPGGMGKQGGAGDRK 2 Oxidation (M) _M(ox)GQGTPGGM(ox)GKQGGAGDRK_ B6T9J2_MAIZE 2 911.42016 1820.8258 1.1212 0.93297 2.067 87.604 87.604 2.65E-01 6.58 479210

33539 MGQIEVLTGTQGEIR Oxidation (M) _M(ox)GQIEVLTGTQGEIR_ Q6RFK3_MAIZE 2 824.42216 1646.8298 1.0294 -0.002593 1.0275 69.427 69.427 2.40E-39 128.9 316050

33540 MGQIEVLTGTQGEIR Oxidation (M) _M(ox)GQIEVLTGTQGEIR_ Q6RFK3_MAIZE 2 824.42216 1646.8298 1.0164 -0.063528 0.9545 69.509 69.509 2.40E-39 109.83 1294300

33541 MGQIEVLTGTQGEIR Oxidation (M) _M(ox)GQIEVLTGTQGEIR_ Q6RFK3_MAIZE 2 824.42216 1646.8298 1.0301 -0.23722 0.79372 69.962 69.962 2.40E-39 93.13 1816600

33542 MGQIEVLTGTQGEIR Unmodified _MGQIEVLTGTQGEIR_ Q6RFK3_MAIZE 2 816.4247 1630.8349 1.0279 0.17724 1.2039 76.643 76.643 1.04E-33 105.22 1181300

33543 MGQLELSHR Unmodified _MGQLELSHR_ Q49HE2_MAIZE 3 357.51856 1069.5339 0.95781 0.19723 1.1364 44.802 44.802 9.39E-03 45.89 1384500

33544 MGQLELSHR Unmodified _MGQLELSHR_ Q49HE2_MAIZE 3 357.51856 1069.5339 0.9335 0.11729 1.0313 45.7 45.7 8.40E-02 34.76 1131800

33545 MGQLELSHR Oxidation (M) _M(ox)GQLELSHR_ Q49HE2_MAIZE 3 362.8502 1085.5288 0.86562 -0.18623 0.66449 37.284 37.284 4.78E-02 44.87 174900

33546 MGSEVYHVLK Oxidation (M) _M(ox)GSEVYHVLK_ B4G191_MAIZE 3 393.53399 1177.5801 0.44267 0.47779 0.91354 46.943 46.943 9.94E-03 34.32 1826000

33547 MGSEVYHVLK Unmodified _MGSEVYHVLK_ B4G191_MAIZE 3 388.20235 1161.5852 0.51322 0.37651 0.87996 54.811 54.811 2.94E-01 28.95 2847800

33548 MGSEVYHVLK Unmodified _MGSEVYHVLK_ B4G191_MAIZE 2 581.79989 1161.5852 0.17706 0.078639 0.24704 54.809 54.809 1.62E-03 73.04 1127400

33549 MGSQVLVPFR Oxidation (M) _M(ox)GSQVLVPFR_ B4FUI0_MAIZE 2 575.30788 1148.6012 0.066639 0.1161 0.19335 69.11 69.11 1.62E-03 53.83 2937400

33550 MGSQVLVPFR Unmodified _MGSQVLVPFR_ B4FUI0_MAIZE 2 567.31043 1132.6063 0.12464 0.52706 0.65842 74.958 74.958 7.11E-01 20.31 1335000

33551 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.32741 0.15114 0.47537 36.171 36.171 1.00E+00 4.14 384150

33552 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.14447 -0.087556 0.053514 35.728 35.728 6.83E-01 8.76 445090

33553 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 2 614.81079 1227.607 0.37411 1.1628 1.5322 38.223 38.223 6.39E-04 26.46 157960

33554 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 4 307.90903 1227.607 1.7249 -0.644 1.0805 38.305 38.305 1.00E+00 3.76 106930

33555 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.28775 -0.13488 0.15062 38.296 38.296 2.94E-01 19.09 805620

33556 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.28371 0.15825 0.43893 37.484 37.484 9.94E-03 13.09 394600

33557 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.22678 0.085418 0.30997 38.116 38.116 7.88E-02 8.66 615260
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33558 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.26015 -0.39292 -0.13606 37.712 37.712 2.83E-03 29.91 3635000

33559 MGVEVYHHLK Oxidation (M) _M(ox)GVEVYHHLK_ B6T3P9_MAIZE 3 410.20962 1227.607 0.2527 0.69913 0.94623 38.706 38.706 2.83E-03 20.49 513820

33560 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 3 404.87798 1211.6121 0.3734 -0.10811 0.25773 43.741 43.741 3.83E-02 26.48 4178500

33561 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 4 303.9103 1211.6121 1.4219 0.28228 1.6949 43.72 43.72 1.00E+00 0.07 892190

33562 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 2 606.81333 1211.6121 0.28779 0.24266 0.52284 43.731 43.731 1.84E-04 42.59 694660

33563 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 3 404.87798 1211.6121 0.19278 0.042529 0.22846 44.035 44.035 3.83E-02 21.19 765870

33564 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 4 303.9103 1211.6121 1.155 0.082971 1.2302 44.051 44.051 1.00E+00 22.21 201440

33565 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 4 303.9103 1211.6121 1.6735 -0.18185 1.4848 46.388 46.388 1.00E+00 14.59 226540

33566 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 2 606.81333 1211.6121 0.397 1.0974 1.4863 46.319 46.319 2.81E-03 34.71 197470

33567 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 3 404.87798 1211.6121 0.32877 1.2609 1.5784 46.355 46.355 1.25E-01 22.89 1122900

33568 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 4 303.9103 1211.6121 1.3906 0.39254 1.7735 45.616 45.616 1.00E+00 17.97 509510

33569 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 3 404.87798 1211.6121 0.31196 -0.28114 0.025669 45.7 45.7 1.00E+00 11.46 8019500

33570 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 2 606.81333 1211.6121 0.28476 -0.10122 0.1768 45.702 45.702 1.84E-04 40.64 1344100

33571 MGVEVYHHLK Unmodified _MGVEVYHHLK_ B6T3P9_MAIZE 4 303.9103 1211.6121 1.4671 -0.046743 1.4146 45.695 45.695 2.94E-01 18.29 995030

33572 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.28418 -0.096484 0.17921 43.539 43.539 6.37E-13 50.17 1379000

33573 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.42016 -0.17535 0.23514 43.539 43.539 1.00E+00 1.4 860850

33574 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.39252 0.54938 0.93089 51.553 51.553 1.00E+00 6.47 521130

33575 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.24366 0.50565 0.73986 44.828 44.828 1.69E-03 35.17 26222

33576 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.3032 -0.57604 -0.27941 44.816 44.816 1.00E+00 11.29 12289

33577 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.22761 0.19729 0.41589 43.516 43.516 6.37E-13 47.69 2029600

33578 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.22654 0.37412 0.59151 43.489 43.489 9.94E-03 27.47 1141800

33579 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.2352 0.029329 0.25541 46.005 46.005 1.64E-08 43.28 3375100

33580 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.34473 -0.10101 0.2353 45.979 45.979 2.83E-03 32.63 2168800

33581 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.24793 0.028958 0.26899 45.233 45.233 6.37E-13 62.27 3342000

33582 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.22544 0.45036 0.66731 46.047 46.047 1.64E-08 43.47 2628800

33583 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.25661 0.30259 0.55066 46.033 46.033 2.86E-02 25.54 1979800

33584 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.17477 -0.62029 -0.45385 45.46 45.46 3.27E-19 46.8 27762000

33585 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 3 402.53762 1204.591 0.28609 -0.38204 -0.10476 45.464 45.464 1.68E-03 31.55 11944000

33586 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.20666 0.41279 0.61022 46.661 46.661 6.37E-13 50.39 1849000

33587 MGVEVYHNLK Oxidation (M) _M(ox)GVEVYHNLK_ ENO1_MAIZE 2 603.3028 1204.591 0.27751 0.29766 0.56592 44.051 44.051 6.37E-13 55.02 421400

33588 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.21971 0.25429 0.46203 51.506 51.506 4.40E-05 60.43 4440700

33589 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.41692 0.058261 0.4615 51.507 51.507 1.26E-02 24.49 7918400

33590 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.29003 0.22015 0.49697 52.012 52.012 1.00E+00 18.57 1601400

33591 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.20779 -0.068426 0.12673 51.966 51.966 1.84E-04 59.05 798290
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33592 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.39657 0.29494 0.67759 53.87 53.87 1.00E+00 17.15 2463300

33593 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.21651 -0.26791 -0.062808 53.86 53.86 1.84E-04 56.56 1599900

33594 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.25754 -0.39692 -0.15016 53.167 53.167 1.84E-04 57.22 1030100

33595 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.30767 0.45218 0.74599 53.857 53.857 1.25E-01 36.81 2249700

33596 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.18068 0.14846 0.31713 53.86 53.86 5.76E-06 65.81 940580

33597 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.31702 -0.54559 -0.23924 53.496 53.496 1.26E-02 33.32 36926000

33598 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.16078 -0.20485 -0.055827 53.5 53.5 4.40E-05 63.51 14211000

33599 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 2 595.30534 1188.5961 0.13435 -0.18607 -0.063288 54.363 54.363 1.84E-04 56.37 1514900

33600 MGVEVYHNLK Unmodified _MGVEVYHNLK_ ENO1_MAIZE 3 397.20599 1188.5961 0.36139 0.54926 0.89577 54.341 54.341 3.83E-02 25.98 2911800

33601 MGVQEVLVK Oxidation (M) _M(ox)GVQEVLVK_ B6TFE4_MAIZE 2 509.78371 1017.5529 -0.07506 0.32126 0.25031 53.79 53.79 2.55E-03 58.69 1148800

33602 MGVQEVLVK Unmodified _MGVQEVLVK_ B6TFE4_MAIZE 2 501.78625 1001.558 -0.10161 -0.033445 -0.13451 63.666 63.666 3.13E-03 48.99 1229600

33603 MGVTHCTIAHALEK Oxidation (M) _M(ox)GVTHCTIAHALEK_ SUS2_MAIZE 3 528.5938 1582.7596 0.065929 -0.47001 -0.40097 45.282 45.282 1.59E-01 16.83 315680

33604 MGVTHCTIAHALEK Oxidation (M) _M(ox)GVTHCTIAHALEK_ SUS2_MAIZE 4 396.69717 1582.7596 0.48728 0.20792 0.69732 45.258 45.258 1.00E+00 1.83 495780

33605 MGVTSVLVENGVNLDMFK 2 Oxidation (M) _M(ox)GVTSVLVENGVNLDM(ox)FK_ B4FHW6_MAIZE 2 992.98955 1983.9645 1.192 -2.6259 -1.4212 99.136 99.136 1.77E-34 56.21 125110

33606 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.22601 0.41161 0.61274 52.662 52.662 1.64E-08 72.53 3564900

33607 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.26822 -0.088161 0.1565 59.767 59.767 1.84E-04 50.26 1291300

33608 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.19819 0.49948 0.67325 52.836 52.836 1.84E-04 74.07 2206500

33609 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.23363 0.22059 0.43057 54.943 54.943 4.40E-05 64.92 2910600

33610 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.29126 0.4312 0.69801 61.711 61.711 1.69E-03 52.33 480790

33611 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.22539 0.39702 0.5978 54.2 54.2 3.76E-05 73.87 2508900

33612 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.23127 0.58332 0.79075 54.869 54.869 3.76E-05 83.57 1710700

33613 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.22677 0.14137 0.34343 54.759 54.759 5.26E-05 74.44 2451700

33614 MGYVNEALER Oxidation (M) _M(ox)GYVNEALER_ B6U7D8_MAIZE 2 599.28206 1196.5496 0.16478 0.12497 0.26576 55.372 55.372 3.76E-05 78.74 21591000

33615 MGYVNEALER Unmodified _MGYVNEALER_ B6U7D8_MAIZE 2 591.28461 1180.5547 0.17112 0.13975 0.28323 59.767 59.767 4.40E-05 77.5 14629000

33616 MGYVNEALER Unmodified _MGYVNEALER_ B6U7D8_MAIZE 2 591.28461 1180.5547 0.1761 0.19709 0.34467 60.211 60.211 1.62E-03 63.99 2545600

33617 MGYVNEALER Unmodified _MGYVNEALER_ B6U7D8_MAIZE 2 591.28461 1180.5547 0.18654 0.29324 0.45219 61.727 61.727 1.62E-03 46.82 3138700

33618 MGYVNEALER Unmodified _MGYVNEALER_ B6U7D8_MAIZE 2 591.28461 1180.5547 0.18591 0.54116 0.69923 61.568 61.568 2.81E-03 54.89 5531900

33619 MGYVNEALER Unmodified _MGYVNEALER_ B6U7D8_MAIZE 2 591.28461 1180.5547 0.16127 0.02299 0.15744 61.724 61.724 4.40E-05 73.74 31942000

33620 MHANHFLVTDFLK Oxidation (M) _M(ox)HANHFLVTDFLK_ B4F8M8_MAIZE 3 530.26954 1587.7868 -0.017111 -0.22772 -0.24181 78.375 78.375 9.87E-02 32 650160

33621 MHANHFLVTDFLK Oxidation (M) _M(ox)HANHFLVTDFLK_ B4F8M8_MAIZE 3 530.26954 1587.7868 -0.075914 0.061887 -0.011306 80.199 80.199 1.00E+00 18.77 642170

33622 MHANHFLVTDFLK Oxidation (M) _M(ox)HANHFLVTDFLK_ B4F8M8_MAIZE 3 530.26954 1587.7868 0.0029714 -0.13628 -0.1308 80.155 80.155 4.23E-03 24.85 3184900

33623 MHANHFLVTDFLK Oxidation (M) _M(ox)HANHFLVTDFLK_ B4F8M8_MAIZE 3 530.26954 1587.7868 -0.050836 -0.082391 -0.13067 80.213 80.213 8.46E-03 36.41 2576600

33624 MHANHFLVTDFLK Unmodified _MHANHFLVTDFLK_ B4F8M8_MAIZE 3 524.9379 1571.7919 0.046771 -0.27109 -0.2234 81.914 81.914 1.28E-01 19.25 489620

33625 MHANHFLVTDFLK Unmodified _MHANHFLVTDFLK_ B4F8M8_MAIZE 3 524.9379 1571.7919 -0.0055766 -0.17359 -0.17817 83.906 83.906 4.23E-03 26.49 647660
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33626 MHDPSEIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HDPSEIR_ B4F9F0_MAIZE 2 521.73475 1041.4549 0.01181 0.46046 0.45386 37.183 37.183 3.57E-02 30.41 331570

33627 MHFHDCFVR Unmodified _MHFHDCFVR_ B4FSW5_MAIZE 3 416.85155 1247.5328 0.25812 -0.17379 0.10411 49.334 49.334 2.35E-02 27.83 352880

33628 MHFHDCFVR Unmodified _MHFHDCFVR_ B4FSW5_MAIZE 3 416.85155 1247.5328 0.18613 -0.94647 -0.74017 51.347 51.347 2.96E-03 35.8 12037000

33629 MHFHDCFVR Unmodified _MHFHDCFVR_ B4FSW5_MAIZE 2 624.77368 1247.5328 0.36831 0.43226 0.81933 51.336 51.336 3.32E-02 35.38 662430

33630 MHFHDCFVR Unmodified _MHFHDCFVR_ B4FSW5_MAIZE 3 416.85155 1247.5328 0.17418 0.16432 0.35698 51.967 51.967 5.45E-01 10.58 1703800

33631 MHFHDCFVR Oxidation (M) _M(ox)HFHDCFVR_ B4FSW5_MAIZE 3 422.18319 1263.5277 0.092589 -0.37936 -0.26348 44.086 44.086 8.52E-03 24.86 2729000

33632 MHFHDCFVR Oxidation (M) _M(ox)HFHDCFVR_ B4FSW5_MAIZE 3 422.18319 1263.5277 0.17682 -0.34147 -0.14113 43.066 43.066 3.30E-03 25.34 2765300

33633 MHFHDCFVR Oxidation (M) _M(ox)HFHDCFVR_ B4FSW5_MAIZE 3 422.18319 1263.5277 0.11602 0.73634 0.8722 44.266 44.266 3.27E-01 10.17 689460

33634 MHGLAGVK Oxidation (M) _M(ox)HGLAGVK_ B4FMB1_MAIZE 2 414.72346 827.43236 0.072154 0.29601 0.36665 25.991 25.991 1.06E-01 32.85 77048

33635 MHIAQGIVK Unmodified _MHIAQGIVK_ B4FKK9_MAIZE 2 498.78659 995.55862 -0.033776 0.27221 0.22558 46.971 46.971 3.32E-02 20.62 524610

33636 MHIAQGIVK Unmodified _MHIAQGIVK_ B4FKK9_MAIZE 2 498.78659 995.55862 -0.11381 0.21694 0.089367 47.973 47.973 1.01E-02 33.31 1331700

33637 MHIAQGIVK Oxidation (M) _M(ox)HIAQGIVK_ B4FKK9_MAIZE 2 506.78404 1011.5535 -0.097678 0.032006 -0.073495 37.199 37.199 2.27E-02 34.66 392920

33638 MHIAQGVVK Oxidation (M) _M(ox)HIAQGVVK_ B6T638_MAIZE 2 499.77622 997.53789 0.12036 -0.28855 -0.16553 30.307 30.307 7.18E-01 9.6 16816

33639 MHIAQGVVK Oxidation (M) _M(ox)HIAQGVVK_ B6T638_MAIZE 2 499.77622 997.53789 -0.061068 -0.097088 -0.15626 30.866 30.866 2.27E-02 19.01 51878

33640 MHPASLILGAR Oxidation (M) _M(ox)HPASLILGAR_ B4FBW5_MAIZE 3 394.5535 1180.6387 0.43183 0.34231 0.75291 54.619 54.619 6.17E-01 23.51 904300

33641 MHPASLILGAR Oxidation (M) _M(ox)HPASLILGAR_ B4FBW5_MAIZE 2 591.32661 1180.6387 0.17385 0.069579 0.2246 54.619 54.619 1.09E-01 18.29 878680

33642 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.98593 -0.037795 0.92397 78.752 78.752 4.44E-53 87.38 1494500

33643 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.91998 0.015522 0.91232 80.801 80.801 1.48E-18 77.27 170070

33644 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.95619 -0.29072 0.64158 79.461 79.461 1.12E-33 66.71 886290

33645 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.90033 -0.34252 0.53413 79.826 79.826 1.09E-26 64.1 533750

33646 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.97838 -0.21314 0.74122 79.503 79.503 6.20E-03 25.76 235500

33647 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 0.9329 -1.8168 -0.90624 79.094 79.094 9.25E-22 60.29 339050

33648 MHSTNLLLEEPIR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)HSTNLLLEEPIR_ B4F9G8_MAIZE 2 805.91397 1609.8134 1.0056 -0.16439 0.81713 79.619 79.619 9.25E-22 85.56 470520

33649 MHSTNLLLEEPIR Acetyl (Protein N-term) _(ac)MHSTNLLLEEPIR_ B4F9G8_MAIZE 2 797.91652 1593.8185 0.96823 0.8173 1.7579 87.556 87.556 1.56E-17 78.86 2566600

33650 MIAAIDTVR Unmodified _MIAAIDTVR_ B4FLA2_MAIZE 2 495.27605 988.53755 -0.051432 0.52567 0.45855 58.704 58.704 3.32E-02 28.81 716620

33651 MIAAIDTVR Unmodified _MIAAIDTVR_ B4FLA2_MAIZE 2 495.27605 988.53755 -0.10766 1.356 1.2304 60.614 60.614 3.13E-03 48.35 5192400

33652 MIAAIDTVR Unmodified _MIAAIDTVR_ B4FLA2_MAIZE 2 495.27605 988.53755 -0.030837 -0.25711 -0.30172 59.488 59.488 1.01E-02 26.85 262660

33653 MIAAIDTVR Oxidation (M) _M(ox)IAAIDTVR_ B4FLA2_MAIZE 2 503.27351 1004.5325 -0.16684 -0.12961 -0.30778 51.052 51.052 1.12E-01 16.75 143640

33654 MIAAIDTVR Oxidation (M) _M(ox)IAAIDTVR_ B4FLA2_MAIZE 2 503.27351 1004.5325 -0.01434 -0.010809 -0.03795 52.522 52.522 4.31E-03 33.28 441490

33655 MIAAIDTVR Oxidation (M) _M(ox)IAAIDTVR_ B4FLA2_MAIZE 2 503.27351 1004.5325 -0.056594 -0.47032 -0.53738 53.27 53.27 2.27E-02 18.3 381140

33656 MIAAIDTVR Oxidation (M) _M(ox)IAAIDTVR_ B4FLA2_MAIZE 2 503.27351 1004.5325 -0.075732 0.081356 -0.0056919 53.009 53.009 3.21E-03 26.8 3970400

33657 MIAAIDTVR Oxidation (M) _M(ox)IAAIDTVR_ B4FLA2_MAIZE 2 503.27351 1004.5325 -0.024285 0.12333 0.086427 51.472 51.472 9.56E-03 28.42 280060

33658 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 0.62485 0.15107 0.75617 35.675 35.675 1.86E-01 20.09 1095800

33659 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 0.48576 0.74596 1.2101 34.539 34.539 1.00E+00 8.92 227410
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33660 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 0.61252 -0.017991 0.5755 37.306 37.306 1.00E+00 16.76 431920

33661 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 -0.39087 37.15 37.15 3.20E-01 19.44

33662 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 0.64593 -0.35249 0.27709 37.221 37.221 7.83E-01 20.64 1938700

33663 MIADVSK Unmodified _MIADVSK_ B6T9P0_MAIZE 2 382.20456 762.39458 0.71243 -0.52227 0.17397 35.329 35.329 1.00E+00 13.5 98826

33664 MIEESLK Oxidation (M) _M(ox)IEESLK_ B4F9G1_MAIZE 2 433.22041 864.42627 0.083394 0.28056 0.32774 39.56 39.56 1.00E+00 28.55 489930

33665 MIEESLK Oxidation (M) _M(ox)IEESLK_ B4F9G1_MAIZE 2 433.22041 864.42627 0.034503 -0.41817 -0.41998 40.065 40.065 6.89E-02 32.39 486590

33666 MIEESLK Unmodified _MIEESLK_ B4F9G1_MAIZE 2 425.22295 848.43135 0.086321 -0.091788 -0.046624 47.084 47.084 1.86E-01 28.61 4091100

33667 MIEVVLNDR Oxidation (M) _M(ox)IEVVLNDR_ B4FFL1_MAIZE 2 552.78952 1103.5645 -0.14792 0.041458 -0.11635 60.306 60.306 3.02E-12 54.6 890150

33668 MIEVVLNDR Oxidation (M) _M(ox)IEVVLNDR_ B4FFL1_MAIZE 2 552.78952 1103.5645 0.066219 0.30024 0.35641 64.663 64.663 1.00E+00 2.67 1398000

33669 MIEYSYVNAPLQK Unmodified _MIEYSYVNAPLQK_ B6TYG2_MAIZE 2 778.39488 1554.7752 0.91136 -0.23518 0.65132 72.884 72.884 1.00E-11 57.72 1135600

33670 MIEYSYVNAPLQK Unmodified _MIEYSYVNAPLQK_ B6TYG2_MAIZE 2 778.39488 1554.7752 0.88921 -0.29018 0.57453 73.816 73.816 1.56E-17 84.3 4573200

33671 MIEYSYVNAPLQK Oxidation (M) _M(ox)IEYSYVNAPLQK_ B6TYG2_MAIZE 2 786.39234 1570.7701 0.83537 -0.6691 0.14477 69.409 69.409 4.68E-05 47.43 27003

33672 MIEYSYVNAPLQK Oxidation (M) _M(ox)IEYSYVNAPLQK_ B6TYG2_MAIZE 2 786.39234 1570.7701 0.92076 0.12296 1.021 68.769 68.769 6.20E-03 51.17 144900

33673 MIEYSYVNAPLQK Oxidation (M) _M(ox)IEYSYVNAPLQK_ B6TYG2_MAIZE 2 786.39234 1570.7701 0.91047 0.12556 1.0135 69.601 69.601 9.25E-22 80.4 3650500

33674 MIEYSYVNAPLQK Oxidation (M) _M(ox)IEYSYVNAPLQK_ B6TYG2_MAIZE 2 786.39234 1570.7701 0.91405 -0.09739 0.79541 70.514 70.514 4.68E-05 48.52 137560

33675 MIGGVLVER Oxidation (M) _M(ox)IGGVLVER_ B6TB46_MAIZE 2 495.27605 988.53755 -0.23066 -0.20351 -0.43374 59.228 59.228 3.60E-07 54.68 684630

33676 MIGGVLVER Unmodified _MIGGVLVER_ B6TB46_MAIZE 2 487.27859 972.54264 -0.19942 -0.58006 -0.78174 67.049 67.049 3.89E-04 55.36 578760

33677 MIGTDAFQETPIVEVTR Oxidation (M) _M(ox)IGTDAFQETPIVEVTR_ B4G0C6_MAIZE 2 961.98004 1921.9455 1.2465 0.33485 1.5872 88.339 88.339 4.73E-05 39.45 483680

33678 MILDDWKR Unmodified _MILDDWKR_ B6TY76_MAIZE 3 359.52343 1075.5485 0.97833 -0.22266 0.73689 67.439 67.439 2.91E-02 33.74 719090

33679 MILNQSSNK Oxidation (M) _M(ox)ILNQSSNK_ B6TCV8_MAIZE 3 350.84646 1049.5175 -5.5692 76.101 76.101 2.38E-01 8.74

33680 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.13772 0.18493 0.30326 69.828 69.828 3.21E-03 29.84 2792600

33681 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.073814 0.42317 0.47747 71.766 71.766 3.21E-03 33.19 63275

33682 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.1381 0.40665 0.52582 71.317 71.317 3.13E-03 31.89 3616100

33683 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.14533 0.74899 0.8741 70.919 70.919 9.73E-03 42.59 1219100

33684 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.12521 -0.023215 0.08314 71.134 71.134 3.21E-03 29.11 7795700

33685 MINFYTNLK Oxidation (M) _M(ox)INFYTNLK_ ATPAM_MAIZE 2 580.29444 1158.5743 0.10727 0.38256 0.46987 71.068 71.068 3.89E-04 44.06 961860

33686 MINFYTNLK Unmodified _MINFYTNLK_ ATPAM_MAIZE 2 572.29698 1142.5794 0.085474 0.23344 0.29556 76.839 76.839 9.73E-03 47.9 10724000

33687 MINFYTNLK Unmodified _MINFYTNLK_ ATPAM_MAIZE 2 572.29698 1142.5794 0.060509 0.45944 0.49749 77.685 77.685 9.73E-03 32.95 1877600

33688 MINFYTNLK Unmodified _MINFYTNLK_ ATPAM_MAIZE 2 572.29698 1142.5794 0.098822 0.17275 0.24868 78.136 78.136 1.01E-02 29.18 2093400

33689 MINFYTNLK Unmodified _MINFYTNLK_ ATPAM_MAIZE 2 572.29698 1142.5794 0.094476 0.064287 0.13569 77.766 77.766 9.73E-03 36.83 888490

33690 MINFYTNLK Unmodified _MINFYTNLK_ ATPAM_MAIZE 2 572.29698 1142.5794 0.090337 0.068983 0.13663 77.869 77.869 9.73E-03 41.69 8305900

33691 MIPFFDFSVVEK Oxidation (M) _M(ox)IPFFDFSVVEK_ EIF3A_MAIZE 2 737.86797 1473.7214 0.78389 -0.084078 0.71 112.46 112.46 1.60E-02 20.87 257320

33692 MIPFFDFSVVEK Oxidation (M) _M(ox)IPFFDFSVVEK_ EIF3A_MAIZE 2 737.86797 1473.7214 0.83518 -0.31272 0.53365 112.48 112.48 8.05E-01 0.43 188290

33693 MISILAQER Oxidation (M) _M(ox)ISILAQER_ B6TU24_MAIZE 2 538.79207 1075.5696 -0.12101 0.49675 0.34745 60.026 60.026 7.35E-02 17.97 196200
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33694 MISNEPVNPR Oxidation (M) _M(ox)ISNEPVNPR_ PLDA1_MAIZE 2 586.79006 1171.5656 0.22892 0.099599 0.31018 37.075 37.075 1.62E-03 36.08 509420

33695 MISNEPVNPR Oxidation (M) _M(ox)ISNEPVNPR_ PLDA1_MAIZE 2 586.79006 1171.5656 0.17636 0.079883 0.23881 36.989 36.989 7.11E-01 17.99 14597

33696 MISNEPVNPR Oxidation (M) _M(ox)ISNEPVNPR_ PLDA1_MAIZE 2 586.79006 1171.5656 0.14259 0.13107 0.25459 36.276 36.276 1.84E-04 36.22 397470

33697 MISNEPVNPR Oxidation (M) _M(ox)ISNEPVNPR_ PLDA1_MAIZE 2 586.79006 1171.5656 0.24725 0.28659 0.515 39.112 39.112 1.69E-03 32.28 215560

33698 MISNEPVNPR Oxidation (M) _M(ox)ISNEPVNPR_ PLDA1_MAIZE 2 586.79006 1171.5656 0.24756 0.29145 0.51903 38.277 38.277 5.45E-09 54.45 244890

33699 MISNEPVNPR Unmodified _MISNEPVNPR_ PLDA1_MAIZE 2 578.7926 1155.5706 0.13619 -0.024094 0.091186 42.232 42.232 1.62E-03 59.48 5255600

33700 MISTSEEIAQVGTISANGER Oxidation (M) _M(ox)ISTSEEIAQVGTISANGER_ CH61_MAIZE C 2 1055.0101 2108.0056 1.286 0.018434 1.2935 75.24 75.24 1.22E-73 126.15 625650

33701 MITGDQLAIGK Unmodified _MITGDQLAIGK_ Q43271_MAIZE 2 573.813 1145.6114 0.13827 0.012944 0.14216 63.438 63.438 4.96E-02 13.31 2009900

33702 MITGDQLAIGK Unmodified _MITGDQLAIGK_ Q43271_MAIZE 2 573.813 1145.6114 0.21512 -1.1771 -0.96937 58.641 58.641 1.00E+00 11.47 353560

33703 MITSLDPGDSIVIAK Unmodified _MITSLDPGDSIVIAK_ CAPP2_MAIZE 2 780.4211 1558.8276 0.94698 0.00287 0.94462 85.493 85.493 1.26E-03 41.86 531510

33704 MITSLDPGDSIVIAK Oxidation (M) _M(ox)ITSLDPGDSIVIAK_ CAPP2_MAIZE 2 788.41856 1574.8226 0.82684 -0.78888 0.035897 79.758 79.758 6.53E-30 71.55 341490

33705 MITSLDPGDSIVIAK Oxidation (M) _M(ox)ITSLDPGDSIVIAK_ CAPP2_MAIZE 2 788.41856 1574.8226 0.8408 -0.62169 0.21746 80.176 80.176 2.37E-16 59.56 305250

33706 MIYDVNSPLFR Oxidation (M) _M(ox)IYDVNSPLFR_ B6SM71_MAIZE 2 685.84229 1369.67 0.54257 -0.011913 0.52417 84.216 84.216 2.05E-05 50.21 97686

33707 MIYDVNSPLFR Unmodified _MIYDVNSPLFR_ B6SM71_MAIZE 2 677.84483 1353.6751 0.58399 -0.096673 0.47824 91.301 91.301 7.60E-01 10.27 15031

33708 MKDNPEAMEEDEVDEIAEIK 2 Oxidation (M) _M(ox)KDNPEAM(ox)EEDEVDEIAEIK_ B4FZM3_MAIZE 3 789.67866 2366.0141 0.95999 -0.17063 0.76635 78.148 78.148 1.69E-03 38.62 367980

33709 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 3 409.54103 1225.6013 0.31041 0.57316 0.85463 47.757 47.757 4.45E-03 39.99 2340200

33710 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 3 409.54103 1225.6013 0.15276 0.064675 0.19106 47.847 47.847 5.04E-04 54.4 485670

33711 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 3 409.54103 1225.6013 0.28726 0.12266 0.38347 50.171 50.171 1.52E-02 48.31 1188600

33712 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 3 409.54103 1225.6013 0.26392 -0.12479 0.11395 49.388 49.388 4.45E-03 47.1 2180200

33713 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 3 409.54103 1225.6013 0.13027 -0.55036 -0.44547 50.203 50.203 1.52E-02 47.27 8315800

33714 MKDTAEAYLGK Unmodified _MKDTAEAYLGK_ B4FW90_MAIZE 2 613.80791 1225.6013 0.24713 0.095038 0.31502 50.205 50.205 6.35E-09 87.61 1825700

33715 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 -0.22954 42.06 42.06 7.32E-01 7.38

33716 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 0.11517 0.1774 0.26958 41.849 41.849 4.33E-02 35.21 1168000

33717 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 2 621.80537 1241.5962 0.29404 -0.13591 0.13591 41.844 41.844 6.51E-11 71.52 453840

33718 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 2 621.80537 1241.5962 0.28091 -0.30115 -0.042352 44.491 44.491 6.88E-15 61.53 903490

33719 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 0.24308 0.15149 0.37041 44.487 44.487 4.33E-02 31.27 1795500

33720 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 0.1918 0.17858 0.34638 43.772 43.772 4.45E-03 35.82 4307100

33721 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 2 621.80537 1241.5962 0.32107 -0.3981 -0.099562 43.75 43.75 6.51E-11 67.32 1768100

33722 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 0.050789 -0.37813 -0.34955 44.579 44.579 1.52E-02 47.33 16271000

33723 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 2 621.80537 1241.5962 0.25942 -0.15584 0.081269 44.573 44.573 6.51E-11 63.81 5525300

33724 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 3 414.87267 1241.5962 0.23292 0.27667 0.4855 50.197 50.197 6.17E-01 17.23 1189600

33725 MKDTAEAYLGK Oxidation (M) _M(ox)KDTAEAYLGK_ B4FW90_MAIZE 2 621.80537 1241.5962 0.3831 0.068068 0.42822 50.19 50.19 3.57E-04 27.37 263670

33726 MKDTDSEEELKEAFR Unmodified _MKDTDSEEELKEAFR_ B4FBY6_MAIZE 3 609.95249 1826.8356 0.33664 0.4929 0.80659 65.489 65.489 1.65E-10 57.11 284400

33727 MKEGQNDIYYITGESK Oxidation (M) _M(ox)KEGQNDIYYITGESK_ B6TB25_MAIZE 3 631.29626 1890.8669 0.36274 -0.21688 0.12936 59.391 59.391 1.00E+00 3.05 480640
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33728 MKEGQNDIYYITGESK Oxidation (M) _M(ox)KEGQNDIYYITGESK_ B6TB25_MAIZE 3 631.29626 1890.8669 0.43283 -0.23903 0.17766 60.277 60.277 1.05E-01 22.52 826380

33729 MKELEGICNPIIAK Unmodified _MKELEGICNPIIAK_ B6TFA7_MAIZE 3 539.28972 1614.8473 0.086891 -0.43266 -0.37005 71.623 71.623 3.82E-03 33.36 363660

33730 MKELESLCNPIIAK Oxidation (M) _M(ox)KELESLCNPIIAK_ B6T2Q6_MAIZE 3 554.62488 1660.8528 0.10358 -0.12633 -0.048683 66.333 66.333 1.59E-01 29.71 516360

33731 MKELESLCNPIIAK Oxidation (M) _M(ox)KELESLCNPIIAK_ B6T2Q6_MAIZE 2 831.43368 1660.8528 1.0865 -0.18843 0.87268 66.569 66.569 1.82E-25 71.17 348290

33732 MKELESLCNPIIAK Unmodified _MKELESLCNPIIAK_ B6T2Q6_MAIZE 3 549.29324 1644.8579 -0.0058003 -0.35504 -0.38814 72.427 72.427 9.21E-03 30.01 1221700

33733 MKETAEAYLGK Oxidation (M) _M(ox)KETAEAYLGK_ B6UGG5_MAIZE 3 419.54456 1255.6118 0.21203 0.3128 0.49339 43.573 43.573 4.33E-02 34.63 330510

33734 MKETAEAYLGK Oxidation (M) _M(ox)KETAEAYLGK_ B6UGG5_MAIZE 3 419.54456 1255.6118 0.18185 0.22791 0.37742 42.876 42.876 4.45E-03 37.47 885280

33735 MKETAEAYLGK Oxidation (M) _M(ox)KETAEAYLGK_ B6UGG5_MAIZE 3 419.54456 1255.6118 0.062512 0.041551 0.07307 43.686 43.686 4.45E-03 47.27 4614000

33736 MKETAEAYLGK Unmodified _MKETAEAYLGK_ B6UGG5_MAIZE 3 414.21292 1239.6169 0.20367 -0.13714 0.032955 49.224 49.224 1.00E+00 4.26 511660

33737 MKETAEAYLGK Unmodified _MKETAEAYLGK_ B6UGG5_MAIZE 3 414.21292 1239.6169 0.22028 0.093185 0.27805 48.464 48.464 1.52E-02 53.31 1068500

33738 MKETAEAYLGK Unmodified _MKETAEAYLGK_ B6UGG5_MAIZE 3 414.21292 1239.6169 0.12318 -0.32902 -0.23829 49.301 49.301 4.33E-02 32.44 3896800

33739 MKETAEAYLGK Unmodified _MKETAEAYLGK_ B6UGG5_MAIZE 2 620.81574 1239.6169 0.33707 -0.11363 0.189 49.281 49.281 3.60E-06 49.1 987210

33740 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 2 628.8132 1255.6118 0.46039 0.55627 0.98556 45.272 45.272 1.67E-02 23.93 475480

33741 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 3 419.54456 1255.6118 0.20253 0.26024 0.43154 47.636 47.636 1.00E+00 3.25 504350

33742 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 3 419.54456 1255.6118 0.16399 0.18013 0.31346 46.92 46.92 4.33E-02 38.9 1231300

33743 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 2 628.8132 1255.6118 0.40856 0.208 0.58636 46.911 46.911 4.43E-05 56.54 411060

33744 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 3 419.54456 1255.6118 0.088896 0.10128 0.16004 47.728 47.728 4.45E-03 45.2 4252800

33745 MKETAESYLGK Unmodified _MKETAESYLGK_ B4F8Q2_MAIZE 2 628.8132 1255.6118 0.32191 0.15703 0.44797 47.724 47.724 3.57E-04 61.06 1677100

33746 MKETAESYLGK Oxidation (M) _M(ox)KETAESYLGK_ B4F8Q2_MAIZE 3 424.87619 1271.6068 0.1949 -0.11677 0.051291 42.303 42.303 1.00E+00 3.34 310100

33747 MKETAESYLGK Oxidation (M) _M(ox)KETAESYLGK_ B4F8Q2_MAIZE 3 424.87619 1271.6068 0.14985 0.061992 0.1839 41.607 41.607 2.92E-01 28.43 1142300

33748 MKETAESYLGK Oxidation (M) _M(ox)KETAESYLGK_ B4F8Q2_MAIZE 2 636.81065 1271.6068 0.46639 0.40093 0.84055 41.616 41.616 5.17E-08 72.65 521900

33749 MKETAESYLGK Oxidation (M) _M(ox)KETAESYLGK_ B4F8Q2_MAIZE 2 636.81065 1271.6068 0.3645 -0.057246 0.28051 42.283 42.283 5.17E-08 56.12 1731600

33750 MKETAESYLGK Oxidation (M) _M(ox)KETAESYLGK_ B4F8Q2_MAIZE 3 424.87619 1271.6068 0.023461 0.091385 0.08754 42.307 42.307 1.52E-02 31.54 4381400

33751 MKGDYYR Oxidation (M) _M(ox)KGDYYR_ 14331_MAIZE 1 2 474.71583 947.4171 -0.89295 22.059 22.059 5.81E-01 5.9

33752 MKGDYYR Oxidation (M) _M(ox)KGDYYR_ 14331_MAIZE 1 2 474.71583 947.4171 0.19055 -0.80882 -0.63706 21.772 21.772 1.00E+00 11.08 2250.4

33753 MKGDYYR Oxidation (M) _M(ox)KGDYYR_ 14331_MAIZE 1 2 474.71583 947.4171 -0.039045 -0.28839 -0.34773 22.2 22.2 8.25E-01 19.33 19694

33754 MKGDYYR Oxidation (M) _M(ox)KGDYYR_ 14331_MAIZE 1 2 474.71583 947.4171 0.018093 -0.2179 -0.22005 21.905 21.905 4.46E-01 24.64 104540

33755 MKGDYYR Unmodified _MKGDYYR_ 14331_MAIZE 1 2 466.71837 931.42219 0.035319 -0.12614 -0.11474 28.049 28.049 1.00E+00 25.18 124680

33756 MKGDYYR Unmodified _MKGDYYR_ 14331_MAIZE 1 3 311.48134 931.42219 1.39 0.076775 1.4413 28.052 28.052 8.66E-01 26.21 97877

33757 MKPAVEAEADER Oxidation (M) _M(ox)KPAVEAEADER_ B6TH09_MAIZE 3 454.55037 1360.6293 -0.0097896 -0.16325 -0.20055 33.884 33.884 1.79E-02 43.41 188800

33758 MKPAVEAEADER Oxidation (M) _M(ox)KPAVEAEADER_ B6TH09_MAIZE 3 454.55037 1360.6293 0.041542 -0.078213 -0.065772 31.162 31.162 1.79E-02 45.21 418360

33759 MKPAVEAEADER Oxidation (M) _M(ox)KPAVEAEADER_ B6TH09_MAIZE 2 681.32192 1360.6293 0.63078 -0.22888 0.37341 31.168 31.168 5.82E-02 11.29 80096

33760 MKPAVEAEADER Unmodified _MKPAVEAEADER_ B6TH09_MAIZE 3 449.21873 1344.6344 0.042939 0.39972 0.40996 39.296 39.296 7.21E-01 5.07 362840

33761 MKPAVEAEADER Unmodified _MKPAVEAEADER_ B6TH09_MAIZE 3 449.21873 1344.6344 0.05261 0.023448 0.044528 36.442 36.442 8.36E-03 31.5 539330
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33762 MKPGFDPSK Oxidation (M) _M(ox)KPGFDPSK_ B6T962_MAIZE 2 511.75241 1021.4903 0.07016 -0.025388 0.042781 29.702 29.702 2.03E-01 15.3 42292

33763 MKPGFDPSK Oxidation (M) _M(ox)KPGFDPSK_ B6T962_MAIZE 3 341.50403 1021.4903 1.35 -0.15951 1.1868 29.818 29.818 1.00E+00 6.74 20706

33764 MKPGFDPSK Unmodified _MKPGFDPSK_ B6T962_MAIZE 2 503.75495 1005.4954 -0.026775 -5.3953 -5.4179 36.974 36.974 3.39E-01 12.35 296430

33765 MLAAILR Unmodified _MLAAILR_ B4FBJ5_MAIZE 2 394.24657 786.47858 0.48626 0.18814 0.62931 64.655 64.655 8.04E-02 33.75 965170

33766 MLAAILR Oxidation (M) _M(ox)LAAILR_ B4FBJ5_MAIZE 2 402.24402 802.47349 -0.12835 57.654 57.654 5.97E-09 32.86

33767 MLAELSR Oxidation (M) _M(ox)LAELSR_ B4F8V9_MAIZE 2 418.22075 834.42694 0.26724 -0.23063 0.0021577 41.022 41.022 7.83E-01 8.35 320420

33768 MLAELSR Oxidation (M) _M(ox)LAELSR_ B4F8V9_MAIZE 2 418.22075 834.42694 0.073571 -0.59961 -0.56025 40.548 40.548 2.77E-01 21.47 259070

33769 MLAELSR Oxidation (M) _M(ox)LAELSR_ B4F8V9_MAIZE 2 418.22075 834.42694 0.13122 -0.89197 -0.79294 43.133 43.133 4.49E-02 29.03 312240

33770 MLAELSR Oxidation (M) _M(ox)LAELSR_ B4F8V9_MAIZE 2 418.22075 834.42694 0.1954 -0.41432 -0.25153 43.181 43.181 8.04E-02 22.97 214090

33771 MLAELSR Unmodified _MLAELSR_ B4F8V9_MAIZE 2 410.22329 818.43202 0.29951 0.71237 0.96991 50.078 50.078 8.04E-02 18.38 1327500

33772 MLAELSR Unmodified _MLAELSR_ B4F8V9_MAIZE 2 410.22329 818.43202 0.15573 0.9371 1.0501 52.266 52.266 7.83E-01 14.28 519870

33773 MLAIFQK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LAIFQK_ B6T2A6_MAIZE 2 454.74914 907.48373 0.023323 0.024726 0.02315 87.587 87.587 1.86E-01 39.11 355740

33774 MLAMLELR 2 Oxidation (M) _M(ox)LAM(ox)LELR_ B4FY98_MAIZE 2 504.76446 1007.5144 -0.1027 0.004985 -0.1284 64.126 64.126 4.92E-22 39.88 672560

33775 MLAMLELR Oxidation (M) _MLAM(ox)LELR_ B4FY98_MAIZE 2 496.76701 991.51946 -0.12831 -0.46532 -0.62846 71.353 71.353 7.88E-01 13.67 539560

33776 MLASCVTK Unmodified _MLASCVTK_ B6TJ78_MAIZE 2 455.23025 908.44595 0.0041933 0.1486 0.14989 38.06 38.06 5.06E-02 34.58 2580600

33777 MLASCVTK Unmodified _MLASCVTK_ B6TJ78_MAIZE 2 455.23025 908.44595 0.018508 -0.048176 -0.031115 40.116 40.116 3.77E-01 19.34 390450

33778 MLASCVTK Unmodified _MLASCVTK_ B6TJ78_MAIZE 2 455.23025 908.44595 -0.015691 -0.20565 -0.22364 39.34 39.34 3.77E-01 15.65 249520

33779 MLASCVTK Unmodified _MLASCVTK_ B6TJ78_MAIZE 2 455.23025 908.44595 -0.017333 0.046237 0.027391 39.838 39.838 5.06E-02 26.01 1768400

33780 MLASCVTK Oxidation (M) _M(ox)LASCVTK_ B6TJ78_MAIZE 2 463.22771 924.44087 0.034736 -1.0511 -1.0131 32.545 32.545 2.90E-02 27.37 216520

33781 MLAVFDPTVAK Oxidation (M) _M(ox)LAVFDPTVAK_ B6TDK1_MAIZE 2 604.3232 1206.6318 0.17151 0.4192 0.59346 72.395 72.395 5.74E-07 34.34 1601500

33782 MLAVFDPTVAK Unmodified _MLAVFDPTVAK_ B6TDK1_MAIZE 2 596.32574 1190.6369 0.16974 0.51466 0.68351 81.35 81.35 3.60E-06 62.77 334870

33783 MLAVFDPTVAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LAVFDPTVAK_ B6TDK1_MAIZE 2 625.32848 1248.6424 0.25255 0.4839 0.73426 95.002 95.002 3.83E-01 21.75 3446300

33784 MLAVLDTNILWVNPDCGLK Oxidation (M) _M(ox)LAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1094.5607 2187.1068 1.2084 -0.40226 0.80746 115.82 115.82 1.51E-46 101.23 2717600

33785 MLAVLDTNILWVNPDCGLK Oxidation (M) _M(ox)LAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 3 730.04287 2187.1068 0.8058 -0.26006 0.54707 115.45 115.45 7.02E-03 24.79 367410

33786 MLAVLDTNILWVNPDCGLK Oxidation (M) _M(ox)LAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1094.5607 2187.1068 1.2116 -0.46192 0.75148 116.06 116.06 4.14E-41 85.99 2030800

33787 MLAVLDTNILWVNPDCGLK Oxidation (M) _M(ox)LAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 3 730.04287 2187.1068 0.7604 0.21934 0.98105 115.85 115.85 2.26E-03 24.98 286160

33788 MLAVLDTNILWVNPDCGLK Oxidation (M) _M(ox)LAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1094.5607 2187.1068 1.1544 -0.42488 0.73129 116.26 116.26 1.04E-35 78.18 2088200

33789 MLAVLDTNILWVNPDCGLK Unmodified _MLAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1086.5632 2171.1119 1.184 -0.30644 0.87686 121.1 121.1 5.13E-03 30.08 4997600

33790 MLAVLDTNILWVNPDCGLK Unmodified _MLAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1086.5632 2171.1119 1.2272 -0.50263 0.7245 121.4 121.4 4.44E-10 67.77 435930

33791 MLAVLDTNILWVNPDCGLK Unmodified _MLAVLDTNILWVNPDCGLK_ B4G1T4_MAIZE 2 1086.5632 2171.1119 1.1712 -0.67324 0.49837 121.66 121.66 3.71E-05 56.77 370800

33792 MLAVPNLDK Oxidation (M) _M(ox)LAVPNLDK_ B6T3L4_MAIZE 2 508.77589 1015.5372 -0.061079 -0.053861 -0.13213 62.299 62.299 1.12E-01 15.88 709110

33793 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.47061 -0.14082 0.3448 101.61 101.61 1.00E+00 5.04 573940

33794 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.49372 -0.31548 0.19473 103.78 103.78 7.11E-01 4.63 5179.7

33795 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.41447 0.0963 0.52518 102.12 102.12 2.81E-03 23.32 419410
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33796 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.45645 0.50547 0.97635 102.22 102.22 1.00E+00 2.49 726280

33797 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.4785 0.095911 0.58896 102.12 102.12 7.11E-01 3.17 280300

33798 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.41128 0.26729 0.69318 101.66 101.66 4.40E-02 35.69 1282500

33799 MLDFDFLCGR Oxidation (M) _M(ox)LDFDFLCGR_ B6U233_MAIZE 2 645.28629 1288.558 0.43661 -0.22247 0.22981 102 102 1.45E-01 27.7 317230

33800 MLDFDFLCGR Unmodified _MLDFDFLCGR_ B6U233_MAIZE 2 637.28883 1272.5631 0.43063 0.1949 0.63815 108.63 108.63 1.62E-03 50.38 1148200

33801 MLDFDFLCGR Unmodified _MLDFDFLCGR_ B6U233_MAIZE 2 637.28883 1272.5631 0.38923 0.35055 0.75173 109.2 109.2 1.62E-03 58.09 109870

33802 MLDFDFLCGR Unmodified _MLDFDFLCGR_ B6U233_MAIZE 2 637.28883 1272.5631 0.44319 0.25976 0.71502 109.31 109.31 1.62E-03 43.26 136840

33803 MLDFDFLCGR Unmodified _MLDFDFLCGR_ B6U233_MAIZE 2 637.28883 1272.5631 0.48046 0.29184 0.78383 108.81 108.81 1.84E-04 55.92 192810

33804 MLDHLVGLLK Oxidation (M) _M(ox)LDHLVGLLK_ B4FFK7_MAIZE 3 385.55825 1153.6529 0.30865 0.012758 0.31462 76.737 76.737 2.30E-02 24.68 226250

33805 MLDINLFR Unmodified _MLDINLFR_ B4FQC4_MAIZE 2 511.27859 1020.5426 -0.00675 0.53471 0.50756 95.187 95.187 2.34E-03 43.51 541140

33806 MLDINLFR Unmodified _MLDINLFR_ B4FQC4_MAIZE 2 511.27859 1020.5426 0.07839 95.442 95.442 2.39E-06 52.91

33807 MLDINLFR Unmodified _MLDINLFR_ B4FQC4_MAIZE 2 511.27859 1020.5426 -0.040388 0.2685 0.20935 95.899 95.899 3.48E-02 45.71 2340400

33808 MLDINLFR Oxidation (M) _M(ox)LDINLFR_ B4FQC4_MAIZE 2 519.27605 1036.5376 -0.048367 0.067819 0.0042666 88.094 88.094 2.34E-03 48.95 3330000

33809 MLDIVALEK Oxidation (M) _M(ox)LDIVALEK_ B4FQC4_MAIZE 2 524.29137 1046.5682 -0.19397 74.129 74.129 1.92E-02 23.34

33810 MLDIVALEK Oxidation (M) _M(ox)LDIVALEK_ B4FQC4_MAIZE 2 524.29137 1046.5682 -0.048655 0.043096 -0.028102 74.496 74.496 1.91E-04 48.82 2638800

33811 MLDLFPVVR Oxidation (M) _M(ox)LDLFPVVR_ B6U6D8_MAIZE 2 553.30735 1104.6002 -0.12903 0.16583 0.042542 93.811 93.811 1.91E-04 33.74 736040

33812 MLDLFPVVR Unmodified _MLDLFPVVR_ B6U6D8_MAIZE 2 545.30989 1088.6052 -0.00010039 0.003333 0.0055792 103.58 103.58 3.32E-02 23.15 20967

33813 MLDMGFEPQIR 2 Oxidation (M) _M(ox)LDM(ox)GFEPQIR_ B6SKY4_MAIZE 2 684.81796 1367.6214 0.60705 0.18054 0.78339 66.955 66.955 4.96E-02 19.27 163270

33814 MLDMGFEPQIR 2 Oxidation (M) _M(ox)LDM(ox)GFEPQIR_ B6SKY4_MAIZE 2 684.81796 1367.6214 0.68138 0.56016 1.2361 67.971 67.971 3.83E-07 45.27 245500

33815 MLDMGFEPQIR 2 Oxidation (M) _M(ox)LDM(ox)GFEPQIR_ B6SKY4_MAIZE 2 684.81796 1367.6214 0.6628 0.46854 1.1264 67.361 67.361 4.43E-05 47.46 255090

33816 MLDMGFEPQIR 2 Oxidation (M) _M(ox)LDM(ox)GFEPQIR_ B6SKY4_MAIZE 2 684.81796 1367.6214 0.63618 0.71834 1.349 67.682 67.682 4.54E-08 39.66 432480

33817 MLEDEKPVRTPR Oxidation (M) _M(ox)LEDEKPVRTPR_ B6SSD5_MAIZE 2 743.88776 1485.761 0.87442 1.3589 2.2169 115.09 115.09 2.00E-01 5.19 84446

33818 MLEGDGLAER Oxidation (M) _M(ox)LEGDGLAER_ Q94IJ4_MAIZE 2 553.76096 1105.5074 0.1069 -0.074527 0.014694 45.726 45.726 2.81E-03 43.62 244640

33819 MLELMR Unmodified _MLELMR_ B4FIC0_MAIZE 2 396.70896 791.40337 0.45084 -0.61393 -0.19991 63.239 63.239 1.00E+00 17.49 1156600

33820 MLELMR Unmodified _MLELMR_ B4FIC0_MAIZE 2 396.70896 791.40337 0.37271 -1.3904 -1.052 64.906 64.906 2.78E-01 34.26 7140100

33821 MLELMR 2 Oxidation (M) _M(ox)LELM(ox)R_ B4FIC0_MAIZE 2 412.70387 823.3932 0.2818 0.057286 0.31126 43.761 43.761 2.76E-01 14.81 1204400

33822 MLELMR Oxidation (M) _MLELM(ox)R_ B4FIC0_MAIZE 2 404.70642 807.39828 0.29583 0.07293 0.33408 52.066 52.066 2.76E-01 24.35 2121600

33823 MLESLDMR Unmodified _MLESLDMR_ B6TE13_MAIZE 2 497.73845 993.46234 0.018284 0.45679 0.44634 64.987 64.987 2.92E-02 34.5 949880

33824 MLESLDMR Unmodified _MLESLDMR_ B6TE13_MAIZE 2 497.73845 993.46234 -0.010221 -0.093778 -0.13124 66.553 66.553 3.48E-02 51.36 438420

33825 MLEVEHPAAK Oxidation (M) _M(ox)LEVEHPAAK_ B6TKY3_MAIZE 2 570.78952 1139.5645 0.11315 2.0987 2.1834 34.538 34.538 1.45E-01 5.88 184210

33826 MLEVEHPAAK Oxidation (M) _M(ox)LEVEHPAAK_ B6TKY3_MAIZE 2 570.78952 1139.5645 0.080138 0.46296 0.51793 33.57 33.57 1.25E-02 27.43 63076

33827 MLEVEHPAAK Oxidation (M) _M(ox)LEVEHPAAK_ B6TKY3_MAIZE 2 570.78952 1139.5645 0.16161 -0.32974 -0.19251 36.188 36.188 2.97E-03 15.1 75292

33828 MLEVEHPAAK Oxidation (M) _M(ox)LEVEHPAAK_ B6TKY3_MAIZE 3 380.86211 1139.5645 0.56469 4.4159 4.9456 36.034 36.034 1.00E+00 6.03 235710

33829 MLEVEHPAAK Oxidation (M) _M(ox)LEVEHPAAK_ B6TKY3_MAIZE 2 570.78952 1139.5645 0.17975 -0.26487 -0.10778 36.005 36.005 4.40E-02 22.47 87319
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33830 MLEVEHPAAK Unmodified _MLEVEHPAAK_ B6TKY3_MAIZE 2 562.79207 1123.5696 0.14238 -0.48497 -0.36813 39.903 39.903 2.81E-03 41.1 590430

33831 MLEVEHPAAK Unmodified _MLEVEHPAAK_ B6TKY3_MAIZE 3 375.53047 1123.5696 0.70111 -0.00525 0.66917 39.883 39.883 2.47E-03 32.23 2192300

33832 MLEVEHPAAK Unmodified _MLEVEHPAAK_ B6TKY3_MAIZE 3 375.53047 1123.5696 0.72229 -0.13219 0.56395 42.123 42.123 3.11E-02 36.52 247940

33833 MLEVEHPAAK Unmodified _MLEVEHPAAK_ B6TKY3_MAIZE 3 375.53047 1123.5696 0.61787 0.37837 0.96696 42.071 42.071 3.11E-02 28.13 592620

33834 MLFDIQR Unmodified _MLFDIQR_ B4FBK3_MAIZE 2 461.74439 921.47422 -0.0033875 0.35099 0.33561 75.732 75.732 9.32E-03 40.62 1114200

33835 MLFDIQR Unmodified _MLFDIQR_ B4FBK3_MAIZE 2 461.74439 921.47422 -0.014478 0.15524 0.12884 76.903 76.903 9.32E-03 26.08 975230

33836 MLFDIQR Oxidation (M) _M(ox)LFDIQR_ B4FBK3_MAIZE 2 469.74185 937.46914 -0.15869 0.098946 -0.066592 67.303 67.303 8.04E-02 17.07 41482

33837 MLFFSYFK Oxidation (M) _M(ox)LFFSYFK_ B6UER1_MAIZE 2 549.77007 1097.5256 -0.014817 0.17337 0.15705 100.06 100.06 3.57E-02 17.63 49768

33838 MLGFAPIR Unmodified _MLGFAPIR_ B6TJL6_MAIZE 2 452.7573 903.50004 0.039063 0.15009 0.17491 76.32 76.32 1.65E-01 24.84 493690

33839 MLGLAK Unmodified _MLGLAK_ B6SHM4_MAIZE 2 316.69364 631.37272 1.5108 -0.28392 1.1916 47.876 47.876 1.00E+00 0.51 575640

33840 MLGLAK Unmodified _MLGLAK_ B6SHM4_MAIZE 2 316.69364 631.37272 1.3969 0.017677 1.3797 48.846 48.846 2.64E-01 29.22 2874900

33841 MLGQILITK Unmodified _MLGQILITK_ B4FRH5_MAIZE 2 508.81227 1015.61 -0.0091246 -0.11467 -0.14175 73.425 73.425 3.89E-04 44.14 792540

33842 MLGQILITK Unmodified _MLGQILITK_ B4FRH5_MAIZE 2 508.81227 1015.61 -0.11509 0.25672 0.12344 74.501 74.501 3.89E-04 42.09 1196700

33843 MLGQILITK Oxidation (M) _M(ox)LGQILITK_ B4FRH5_MAIZE 2 516.80973 1031.6049 -0.12988 -0.31294 -0.45687 65.65 65.65 9.73E-03 37.34 194330

33844 MLGQILITK Oxidation (M) _M(ox)LGQILITK_ B4FRH5_MAIZE 2 516.80973 1031.6049 -0.11043 0.11936 -0.0062746 66.63 66.63 1.01E-02 20.78 1405000

33845 MLGQILVTK Unmodified _MLGQILVTK_ B6TS21_MAIZE 2 501.80445 1001.5943 -0.0078803 0.052989 0.036962 68.604 68.604 3.13E-03 34.56 1029700

33846 MLGQILVTK Unmodified _MLGQILVTK_ B6TS21_MAIZE 2 501.80445 1001.5943 0.044417 0.2952 0.33113 70.217 70.217 9.73E-03 38.42 160760

33847 MLGQILVTK Unmodified _MLGQILVTK_ B6TS21_MAIZE 2 501.80445 1001.5943 0.02318 0.21949 0.23442 69.671 69.671 1.12E-01 28 222510

33848 MLGQILVTK Unmodified _MLGQILVTK_ B6TS21_MAIZE 2 501.80445 1001.5943 -0.049184 0.1802 0.12147 69.952 69.952 3.39E-01 17.91 870230

33849 MLGQILVTK Unmodified _MLGQILVTK_ B6TS21_MAIZE 2 501.80445 1001.5943 -0.12715 -0.006484 -0.14252 69.991 69.991 3.21E-03 25.01 3065700

33850 MLGQILVTK Oxidation (M) _M(ox)LGQILVTK_ B6TS21_MAIZE 2 509.8019 1017.5893 -0.11108 0.18466 0.068069 61.996 61.996 3.89E-04 40.64 2250500

33851 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.4141 31.357 31.357 5.82E-01 18.53

33852 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 2.0775 30.694 30.694 3.54E-01 13.46

33853 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.6804 -0.57488 1.0909 32.582 32.582 1.00E+00 1.44 19019

33854 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 3.0726 33.191 33.191 5.82E-01 9.65

33855 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.4141 31.737 31.737 4.70E-01 20.98

33856 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.4141 32.308 32.308 3.54E-01 17.56

33857 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 0.41904 32.268 32.268 5.82E-01 10.94

33858 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 2.0775 32.895 32.895 6.70E-01 9.56

33859 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.3778 -0.19015 1.1704 32.797 32.797 3.29E-01 23.06 837270

33860 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 2 453.23673 904.45891 -0.038069 -0.006613 -0.061879 32.796 32.796 4.36E-02 24.89 490800

33861 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.3656 -0.12713 1.2212 33.505 33.505 8.87E-01 20.76 1194300

33862 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 2 453.23673 904.45891 -0.036055 0.25432 0.20091 33.555 33.555 1.49E-02 29.9 516860

33863 MLHAVYR Oxidation (M) _M(ox)LHAVYR_ B6TPH0_MAIZE 3 302.49358 904.45891 1.0824 31.139 31.139 5.82E-01 17.13
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33864 MLHAVYR Unmodified _MLHAVYR_ B6TPH0_MAIZE 2 445.23927 888.46399 -0.013187 0.45654 0.41986 39.103 39.103 4.46E-01 15.15 1509700

33865 MLISMVETELEK 2 Oxidation (M) _M(ox)LISM(ox)VETELEK_ B4FQM2_MAIZE 2 727.85949 1453.7044 0.78067 -0.060408 0.70084 82.755 82.755 7.62E-03 15.31 188300

33866 MLISMVETELEK 2 Oxidation (M) _M(ox)LISM(ox)VETELEK_ B4FQM2_MAIZE 2 727.85949 1453.7044 0.75364 -0.38471 0.34993 80.855 80.855 1.63E-18 53.06 698190

33867 MLISMVETELEK 2 Oxidation (M) _M(ox)LISM(ox)VETELEK_ B4FQM2_MAIZE 2 727.85949 1453.7044 0.79438 -0.80158 -0.026145 82.184 82.184 1.21E-21 58.77 849550

33868 MLISMVETELEKR 2 Oxidation (M) _M(ox)LISM(ox)VETELEKR_ B4FQM2_MAIZE 3 537.60912 1609.8055 0.010724 -0.082397 -0.093784 77.675 77.675 6.66E-04 22.93 804140

33869 MLISMVETELEKR 2 Oxidation (M) _M(ox)LISM(ox)VETELEKR_ B4FQM2_MAIZE 3 537.60912 1609.8055 0.020252 -0.21285 -0.21428 78.871 78.871 6.66E-04 27.78 771060

33870 MLLATPLQADAPTMALSAPPSR Oxidation (M) _MLLATPLQADAPTM(ox)ALSAPPSR_ B6SLC9_MAIZE 3 756.72907 2267.1654 0.85668 -0.050265 0.79298 111.98 111.98 1.91E-01 4.04 1478400

33871 MLLENSPQEAQAK Unmodified _MLLENSPQEAQAK_ B6TE97_MAIZE 2 729.86649 1457.7184 0.77544 0.083785 0.82736 52.425 52.425 1.09E-26 77.66 1196300

33872 MLLENSPQEAQAR Unmodified _MLLENSPQEAQAR_ B4FD27_MAIZE 2 743.86956 1485.7246 0.80151 -0.39842 0.37373 54.189 54.189 1.56E-17 84.82 694550

33873 MLLGLNATGFGR Oxidation (M) _M(ox)LLGLNATGFGR_ Q9M588_MAIZE 2 633.33717 1264.6598 0.38356 -0.66541 -0.28251 83.19 83.19 1.11E-04 42.02 446430

33874 MLLNLHK Oxidation (M) _M(ox)LLNLHK_ B4FLQ8_MAIZE 2 442.75476 883.49496 -0.018189 0.27752 0.2301 47.145 47.145 4.36E-02 27.59 3648400

33875 MLLNLHK Unmodified _MLLNLHK_ B4FLQ8_MAIZE 2 434.7573 867.50004 0.030478 0.040104 0.037643 53.802 53.802 4.46E-01 25.88 1683900

33876 MLLSSPTCPVLEVLGK Oxidation (M) _M(ox)LLSSPTCPVLEVLGK_ B6TDY7_MAIZE 2 880.47026 1758.926 1.0995 -0.15141 0.9513 101.28 101.28 1.48E-07 50.63 422550

33877 MLMTHVDLIEK 2 Oxidation (M) _M(ox)LM(ox)THVDLIEK_ B4FJG4_MAIZE 3 454.56496 1360.6731 -0.088644 -0.22195 -0.31749 58.128 58.128 6.15E-03 17.85 32183

33878 MLNAEFNGIAR Unmodified _MLNAEFNGIAR_ B6T7B6_MAIZE 2 618.3137 1234.6128 0.33811 0.42107 0.73033 70.303 70.303 4.43E-05 49.88 1010400

33879 MLNDEAFAK Unmodified _MLNDEAFAK_ B6SL40_MAIZE 2 519.74987 1037.4852 -0.027605 -0.17036 -0.2253 54.608 54.608 3.32E-02 27.58 1556800

33880 MLNDEAFAK Unmodified _MLNDEAFAK_ B6SL40_MAIZE 2 519.74987 1037.4852 -0.053789 -0.094656 -0.17516 56.686 56.686 9.73E-03 33.22 1038000

33881 MLNDEAFAK Oxidation (M) _M(ox)LNDEAFAK_ B6SL40_MAIZE 2 527.74732 1053.4801 -0.10272 1.0355 0.90673 47.289 47.289 1.12E-01 30.48 335120

33882 MLNDEAFAK Oxidation (M) _M(ox)LNDEAFAK_ B6SL40_MAIZE 2 527.74732 1053.4801 0.0062248 0.1558 0.13834 49.796 49.796 1.12E-01 16.06 451470

33883 MLNDEAFAK Oxidation (M) _M(ox)LNDEAFAK_ B6SL40_MAIZE 2 527.74732 1053.4801 -0.042661 0.28271 0.21653 49.903 49.903 9.56E-03 34.81 1310200

33884 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.0044354 0.18382 0.14921 45.016 45.016 1.94E-02 42.11 1397700

33885 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.11902 0.1107 -0.037699 44.615 44.615 1.90E-02 46.25 680640

33886 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.011045 -0.016209 -0.057151 47.255 47.255 2.90E-02 37.79 677360

33887 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.0058173 -0.04713 -0.082151 46.512 46.512 1.90E-02 35.4 852310

33888 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.056235 0.060151 -0.024988 47.375 47.375 1.90E-02 44.94 892400

33889 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.0031536 0.035894 0.0022118 47.088 47.088 3.03E-02 43.27 711370

33890 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.074677 0.61711 0.51118 48.045 48.045 2.28E-02 43.7 743050

33891 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.028625 -0.082427 -0.14033 45.246 45.246 2.90E-02 44.97 336020

33892 MLNEDELR Oxidation (M) _M(ox)LNEDELR_ B4FIX8_MAIZE 2 518.24241 1034.4703 -0.16774 -0.079074 -0.27603 48.492 48.492 4.20E-04 45.28 2970100

33893 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.069773 0.31285 0.20801 52.068 52.068 2.92E-02 49.29 11816000

33894 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.12531 0.11578 -0.042485 52.762 52.762 7.88E-01 8.58 22057

33895 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.11543 0.6299 0.47894 52.139 52.139 2.92E-02 48.11 955570

33896 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 0.0026374 0.36081 0.329 54.335 54.335 1.90E-02 42.4 988200

33897 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 0.026965 0.26372 0.25674 53.647 53.647 2.92E-02 44.41 1125800
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33898 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.049914 0.82299 0.73819 54.361 54.361 1.90E-02 40.34 936420

33899 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.12405 -0.37705 -0.5337 54.889 54.889 5.06E-02 53.46 1478000

33900 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.048665 0.63004 0.54669 52.506 52.506 1.90E-02 25.79 442910

33901 MLNEDELR Unmodified _MLNEDELR_ B4FIX8_MAIZE 2 510.24495 1018.4753 -0.18807 0.11119 -0.11141 55.592 55.592 1.90E-02 44.41 3466400

33902 MLNEDELRDAVLLVFANK Unmodified _MLNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 697.36987 2089.0878 0.6187 0.26087 0.86016 123.43 123.43 2.03E-05 44.1 4652200

33903 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.67461 0.061533 0.72029 121.93 121.93 5.15E-04 49.63 3438400

33904 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.68532 0.32834 0.99618 122.23 122.23 2.03E-05 40.35 2227700

33905 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.68988 0.27041 0.94395 122.87 122.87 1.02E-02 34.13 851360

33906 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.69578 0.47797 1.1559 123.23 123.23 5.85E-01 22.07 826200

33907 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.63724 0.16147 0.78151 122.08 122.08 2.10E-02 49.28 1337200

33908 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 3 702.70151 2105.0827 0.60588 -0.11574 0.4744 129.8 129.8 5.15E-04 48.96 6955500

33909 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 4 527.27795 2105.0827 -0.090457 -0.20505 -0.31103 129.78 129.78 1.00E+00 13.88 688950

33910 MLNEDELRDAVLLVFANK Oxidation (M) _M(ox)LNEDELRDAVLLVFANK_ B4FIX8_MAIZE 2 1053.5486 2105.0827 1.1178 -0.10244 0.99944 129.8 129.8 7.13E-53 52.24 696020

33911 MLPAWNQSTMGK 2 Oxidation (M) _M(ox)LPAWNQSTM(ox)GK_ B6T033_MAIZE 2 698.3234 1394.6323 0.5927 -0.43241 0.15418 56.336 56.336 2.05E-12 38.24 1289800

33912 MLPAWNQSTMGK Oxidation (M) _MLPAWNQSTM(ox)GK_ B6T033_MAIZE 2 690.32595 1378.6373 0.63405 0.89646 1.5197 60.86 60.86 6.74E-02 19.14 527400

33913 MLPAWNQSTMGK Oxidation (M) _M(ox)LPAWNQSTMGK_ B6T033_MAIZE 2 690.32595 1378.6373 -0.61728 64.845 64.845 7.66E-03 16.36

33914 MLPAWNQSTMGK Unmodified _MLPAWNQSTMGK_ B6T033_MAIZE 2 682.32849 1362.6424 0.58959 -0.078642 0.49876 69.356 69.356 8.05E-01 11.93 273600

33915 MLPPELVNNILGVSLANFPDLSK Oxidation (M) _M(ox)LPPELVNNILGVSLANFPDLSK_ B4FHN0_MAIZE 3 833.11721 2496.3298 1.1065 0.44362 1.5397 126.32 126.32 1.61E-06 54 694720

33916 MLPPELVNNILGVSLANFPDLSK Oxidation (M) _M(ox)LPPELVNNILGVSLANFPDLSK_ B4FHN0_MAIZE 2 1249.1722 2496.3298 1.2013 0.041433 1.2323 126.34 126.34 2.53E-26 86.38 582460

33917 MLPPELVNNILGVSLANFPDLSK Unmodified _MLPPELVNNILGVSLANFPDLSK_ B4FHN0_MAIZE 3 827.78557 2480.3349 1.0647 0.26565 1.3176 128.36 128.36 1.61E-06 58.43 887490

33918 MLPSPGGCDEEIGLFLYR Oxidation (M) _M(ox)LPSPGGCDEEIGLFLYR_ B4FYW7_MAIZE 2 1035.4872 2068.9598 1.1792 -0.21244 0.9665 105.49 105.49 3.67E-78 102.19 492990

33919 MLPSPGGCDEEIGLFLYR Oxidation (M) _M(ox)LPSPGGCDEEIGLFLYR_ B4FYW7_MAIZE 3 690.66054 2068.9598 0.67037 -0.45508 0.21461 105.46 105.46 1.00E+00 0.07 84234

33920 MLQFINYR Oxidation (M) _M(ox)LQFINYR_ B4FP70_MAIZE 2 550.7815 1099.5485 -0.043276 0.21382 0.15221 72.029 72.029 2.92E-02 42.33 88765

33921 MLQFINYR Oxidation (M) _M(ox)LQFINYR_ B4FP70_MAIZE 2 550.7815 1099.5485 0.16759 -1.7453 -1.5925 71.087 71.087 1.65E-01 21.02 239580

33922 MLQFINYR Oxidation (M) _M(ox)LQFINYR_ B4FP70_MAIZE 2 550.7815 1099.5485 -0.014354 0.45411 0.42097 72.63 72.63 1.90E-02 45.85 313860

33923 MLREELQLLQEPGSYVGEVVK Oxidation (M) _M(ox)LREELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 3 811.76131 2432.2621 1.0595 0.27964 1.328 100.62 100.62 9.62E-03 20.79 190470

33924 MLREELQLLQEPGSYVGEVVK Oxidation (M) _M(ox)LREELQLLQEPGSYVGEVVK_ B4FSF1_MAIZE 3 811.76131 2432.2621 1.0291 -0.15563 0.86197 100.82 100.82 8.74E-04 58.92 428270

33925 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.089049 -0.28142 -0.19451 26.36 26.36 7.18E-01 13.12 21289

33926 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.063175 -0.37133 -0.31073 27.32 27.32 7.18E-01 11.92 8985.4

33927 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.1028 -0.18849 -0.089348 27.853 27.853 7.18E-01 7.34 11174

33928 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.086597 -0.86175 -0.77608 26.712 26.712 7.18E-01 15.01 19400

33929 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.093329 0.034354 0.12517 27.206 27.206 7.35E-02 24.3 15252

33930 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.073981 0.025935 0.097806 27.047 27.047 7.18E-01 24.26 20764

33931 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.1161 -0.17097 -0.056624 27.594 27.594 3.39E-01 12.51 18543
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33932 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.080364 -0.70424 -0.6255 27.604 27.604 1.12E-01 21.1 16908

33933 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.066597 -0.15773 -0.09358 28.083 28.083 7.18E-01 12.44 15025

33934 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 -0.088879 0.032113 -0.060269 27.796 27.796 3.32E-02 30.47 18067

33935 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 -0.020488 -0.31146 -0.335 28.347 28.347 7.35E-02 19.52 14425

33936 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 -0.045982 -0.90744 -0.95423 26.077 26.077 9.56E-03 28.71 287940

33937 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 -0.036857 -0.023386 -0.063604 26.537 26.537 3.21E-03 44.27 230450

33938 MLSCAGADR Oxidation (M) _M(ox)LSCAGADR_ B4FPT8_MAIZE 2 498.7155 995.41645 0.08513 -0.067589 0.014806 27.641 27.641 1.00E+00 8.96 6006.8

33939 MLSCAGADR Unmodified _MLSCAGADR_ B4FPT8_MAIZE 2 490.71804 979.42153 -0.022907 -0.16301 -0.19299 33.997 33.997 3.32E-02 24.39 668910

33940 MLSCAGADR Unmodified _MLSCAGADR_ B4FPT8_MAIZE 2 490.71804 979.42153 0.00038263 -0.30473 -0.31029 34.649 34.649 1.00E+00 17.51 93302

33941 MLSCAGADR Unmodified _MLSCAGADR_ B4FPT8_MAIZE 2 490.71804 979.42153 0.05345 0.083501 0.13015 35.373 35.373 7.18E-01 13.62 97517

33942 MLSCAGADR Unmodified _MLSCAGADR_ B4FPT8_MAIZE 2 490.71804 979.42153 0.027395 1.966 1.9819 36.254 36.254 3.39E-01 21.32 81575

33943 MLSCAGADR Unmodified _MLSCAGADR_ B4FPT8_MAIZE 2 490.71804 979.42153 -0.06804 -0.049347 -0.12482 33.459 33.459 1.01E-02 42.35 1040300

33944 MLSFYAPGWCGEVR Oxidation (M) _M(ox)LSFYAPGWCGEVR_ B6SJF4_MAIZE 2 844.88162 1687.7487 0.9932 -0.35314 0.64584 91.514 91.514 7.68E-22 61.36 1087700

33945 MLSFYAPGWCGEVR Unmodified _MLSFYAPGWCGEVR_ B6SJF4_MAIZE 2 836.88416 1671.7538 0.90048 -2.3478 -1.4412 97.322 97.322 2.96E-06 56.07 270750

33946 MLSGIIDGLTGANK Acetyl (Protein N-term) _(ac)MLSGIIDGLTGANK_ Q8W0V2_MAIZE 2 716.37923 1430.7439 0.75287 -0.4157 0.32418 128.09 128.09 3.51E-02 21.55 741700

33947 MLSGIIDGLTGANK Acetyl (Protein N-term) _(ac)MLSGIIDGLTGANK_ Q8W0V2_MAIZE 2 716.37923 1430.7439 0.7033 -1.1786 -0.48706 128.52 128.52 6.77E-01 10.5 164270

33948 MLSGIIDGLTGANK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LSGIIDGLTGANK_ Q8W0V2_MAIZE 2 724.37669 1446.7388 0.76642 0.52583 1.2801 117.91 117.91 3.49E-01 6.86 193450

33949 MLSGIIDGLTGANK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LSGIIDGLTGANK_ Q8W0V2_MAIZE 2 724.37669 1446.7388 0.72862 0.083457 0.80115 118.63 118.63 3.49E-01 11.1 139740

33950 MLSGIIDGLTGANK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LSGIIDGLTGANK_ Q8W0V2_MAIZE 2 724.37669 1446.7388 0.75911 0.50172 1.2489 118.05 118.05 6.77E-01 7.55 159600

33951 MLSGIIDGLTGANK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)LSGIIDGLTGANK_ Q8W0V2_MAIZE 2 724.37669 1446.7388 0.79047 0.31449 1.093 118.74 118.74 1.49E-02 19.44 252210

33952 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.019332 -0.29207 -0.31694 51.067 51.067 1.21E-01 18.61 1464000

33953 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.15973 -0.21595 -0.38094 51.686 51.686 1.21E-01 18.89 2165200

33954 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 619.2967 1854.8683 0.29044 -0.22457 0.060188 51.679 51.679 2.80E-28 64.93 815400

33955 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 619.2967 1854.8683 0.31784 0.14679 0.45831 53.54 53.54 3.57E-09 43.8 1716800

33956 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.056116 -0.087727 -0.15044 53.547 53.547 5.29E-01 20.37 4177400

33957 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.061414 -0.16535 -0.23345 52.895 52.895 2.11E-02 25.94 3091700

33958 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 619.2967 1854.8683 0.35503 -0.2597 0.089164 52.9 52.9 2.13E-20 63.79 947050

33959 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.12649 0.25492 0.12152 53.585 53.585 1.87E-02 25 5095900

33960 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 619.2967 1854.8683 0.29566 0.10612 0.39609 53.583 53.583 1.80E-11 62.05 1528400

33961 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.11655 -0.51213 -0.63364 53.15 53.15 1.90E-03 26.62 32931000

33962 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 619.2967 1854.8683 0.28539 -0.40916 -0.12888 53.15 53.15 2.80E-28 60.07 9338800

33963 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 0.015202 0.070623 0.079473 52.021 52.021 4.32E-02 32.42 822960

33964 MLSPHVLGEDHYNTAR Oxidation (M) _M(ox)LSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 464.72435 1854.8683 -0.16863 0.26977 0.093886 55.627 55.627 1.87E-02 19.62 312130

33965 MLSPHVLGEDHYNTAR Unmodified _MLSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 460.72562 1838.8734 -0.0079325 -0.16493 -0.18041 56.017 56.017 4.32E-02 6.76 4204400
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33966 MLSPHVLGEDHYNTAR Unmodified _MLSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 613.96507 1838.8734 0.38576 0.65297 1.0291 56.021 56.021 9.16E-07 37.89 1012300

33967 MLSPHVLGEDHYNTAR Unmodified _MLSPHVLGEDHYNTAR_ ATPBM_MAIZE 3 613.96507 1838.8734 0.28761 -0.43844 -0.15797 57.973 57.973 1.27E-15 51.52 4791000

33968 MLSPHVLGEDHYNTAR Unmodified _MLSPHVLGEDHYNTAR_ ATPBM_MAIZE 4 460.72562 1838.8734 -0.094366 -0.18937 -0.29236 57.982 57.982 1.21E-01 14.79 23165000

33969 MLVDDIGDVTITNDGATILK Oxidation (M) _M(ox)LVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1060.5432 2119.0719 1.254 0.035381 1.2975 99.837 99.837 3.79E-06 67.81 205260

33970 MLVDDIGDVTITNDGATILK Oxidation (M) _M(ox)LVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1060.5432 2119.0719 1.2005 -0.031963 1.1766 100.23 100.23 3.79E-06 45.41 365310

33971 MLVDDIGDVTITNDGATILK Oxidation (M) _M(ox)LVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1060.5432 2119.0719 1.1941 0.01975 1.2221 100.32 100.32 2.55E-01 10.91 435390

33972 MLVDDIGDVTITNDGATILK Oxidation (M) _M(ox)LVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1060.5432 2119.0719 1.2673 -0.042147 1.2332 100.2 100.2 1.32E-42 69.17 172680

33973 MLVDDIGDVTITNDGATILK Oxidation (M) _M(ox)LVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1060.5432 2119.0719 1.3438 0.33173 1.6832 99.745 99.745 8.25E-66 83.62 367760

33974 MLVDDIGDVTITNDGATILK Unmodified _MLVDDIGDVTITNDGATILK_ B6TKY3_MAIZE 2 1052.5457 2103.0769 1.2132 -0.21994 0.99935 106.2 106.2 9.41E-18 51.35 334780

33975 MLVFDPSR Unmodified _MLVFDPSR_ B6T484_MAIZE 2 482.74967 963.48479 0.034284 -0.8357 -0.80024 70.349 70.349 1.65E-01 17.89 372040

33976 MLVFDPSR Unmodified _MLVFDPSR_ B6T484_MAIZE 2 482.74967 963.48479 -0.0096403 0.12499 0.11431 71.668 71.668 3.77E-01 23.67 281090

33977 MLVFDPSR Unmodified _MLVFDPSR_ B6T484_MAIZE 2 482.74967 963.48479 -0.13598 0.32712 0.1894 71.749 71.749 5.06E-02 24.7 1849700

33978 MLVFDPSR Oxidation (M) _M(ox)LVFDPSR_ B6T484_MAIZE 2 490.74713 979.4797 -0.12006 -0.28426 -0.40172 63.168 63.168 2.90E-02 20.89 832430

33979 MLVGGAGDLK Unmodified _MLVGGAGDLK_ B4FF57_MAIZE 2 480.76278 959.511 -0.020571 0.020515 -0.0008833 54.459 54.459 1.84E-04 41.12 1238200

33980 MLVGGAGDLK Unmodified _MLVGGAGDLK_ B4FF57_MAIZE 2 480.76278 959.511 -0.079034 -0.31891 -0.39865 56.559 56.559 1.62E-03 44.91 1030200

33981 MLVGGAGDLK Unmodified _MLVGGAGDLK_ B4FF57_MAIZE 2 480.76278 959.511 -0.0405 -0.075969 -0.11723 56.404 56.404 1.25E-02 45.04 765570

33982 MLVGGAGDLK Oxidation (M) _M(ox)LVGGAGDLK_ B4FF57_MAIZE 2 488.76024 975.50592 -0.20024 -0.099236 -0.29607 46.245 46.245 9.92E-02 16.37 373480

33983 MLVGGAGDLK Oxidation (M) _M(ox)LVGGAGDLK_ B4FF57_MAIZE 2 488.76024 975.50592 -0.051739 -0.38295 -0.43165 48.734 48.734 1.16E-02 34.65 625320

33984 MLVGGAGDLK Oxidation (M) _M(ox)LVGGAGDLK_ B4FF57_MAIZE 2 488.76024 975.50592 -0.13779 -0.19576 -0.33052 48.856 48.856 1.69E-03 45.78 2500700

33985 MLVIGSEPPFK Unmodified _MLVIGSEPPFK_ B6TGB2_MAIZE 2 609.33357 1216.6526 0.30593 0.2722 0.57059 81.722 81.722 4.43E-05 56.34 1546100

33986 MLVIGSEPPFK Unmodified _MLVIGSEPPFK_ B6TGB2_MAIZE 2 609.33357 1216.6526 0.26392 0.13657 0.39244 82.394 82.394 1.67E-02 28.22 184590

33987 MLVIGSEPPFK Unmodified _MLVIGSEPPFK_ B6TGB2_MAIZE 2 609.33357 1216.6526 0.30703 0.23735 0.53619 82.515 82.515 4.48E-03 25.13 1278300

33988 MLVIGSEPPFK Oxidation (M) _M(ox)LVIGSEPPFK_ B6TGB2_MAIZE 2 617.33102 1232.6475 0.30899 0.33598 0.63923 74.352 74.352 7.43E-05 37.21 285720

33989 MLVIGSEPPFK Oxidation (M) _M(ox)LVIGSEPPFK_ B6TGB2_MAIZE 2 617.33102 1232.6475 0.34045 0.51407 0.84851 74.942 74.942 4.48E-03 23.51 375320

33990 MLVIGSEPPFK Oxidation (M) _M(ox)LVIGSEPPFK_ B6TGB2_MAIZE 2 617.33102 1232.6475 0.37378 0.3073 0.67625 74.491 74.491 3.57E-04 24.27 345900

33991 MLVIGSEPPFK Oxidation (M) _M(ox)LVIGSEPPFK_ B6TGB2_MAIZE 2 617.33102 1232.6475 0.35337 0.061702 0.4102 74.778 74.778 4.96E-02 19.58 1037100

33992 MLVLKPR Oxidation (M) _M(ox)LVLKPR_ B4F9X0_MAIZE 2 436.77295 871.53134 0.035533 1.1453 1.1567 38.989 38.989 1.26E-01 28.1 376010

33993 MLVLKPR Unmodified _MLVLKPR_ B4F9X0_MAIZE 2 428.77549 855.53643 0.081076 0.27088 0.32362 46.373 46.373 8.04E-02 32.32 1340100

33994 MLVNVTADHR Oxidation (M) _M(ox)LVNVTADHR_ B4FUZ2_MAIZE 3 391.20112 1170.5815 0.50308 0.47077 0.97296 43.368 43.368 3.98E-05 51.7 1257700

33995 MLVNVTADHR Oxidation (M) _M(ox)LVNVTADHR_ B4FUZ2_MAIZE 2 586.29805 1170.5815 0.24555 0.32896 0.57415 43.357 43.357 1.64E-08 75 556990

33996 MLVNVTADHR Unmodified _MLVNVTADHR_ B4FUZ2_MAIZE 3 385.86949 1154.5866 0.54374 -0.083334 0.45654 50.47 50.47 1.65E-04 39.01 2573500

33997 MLVNVTADHR Unmodified _MLVNVTADHR_ B4FUZ2_MAIZE 2 578.30059 1154.5866 0.1969 -0.025305 0.16892 50.477 50.477 5.76E-06 67.92 641230

33998 MLVVGSEPPFK Oxidation (M) _M(ox)LVVGSEPPFK_ B6T7G7_MAIZE 2 610.3232 1218.6318 0.26041 0.15132 0.41526 67.977 67.977 5.21E-03 28.68 301710

33999 MLVVGSEPPFK Oxidation (M) _M(ox)LVVGSEPPFK_ B6T7G7_MAIZE 2 610.3232 1218.6318 0.33412 -0.3895 -0.05163 68.25 68.25 4.96E-02 19.79 342600
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34000 MLVVGSEPPFK Unmodified _MLVVGSEPPFK_ B6T7G7_MAIZE 2 602.32574 1202.6369 0.20275 0.30384 0.50579 75.826 75.826 3.57E-04 39.14 252270

34001 MLVVGSEPPFK Unmodified _MLVVGSEPPFK_ B6T7G7_MAIZE 2 602.32574 1202.6369 0.30612 0.29372 0.59988 76.362 76.362 1.00E+00 3.75 265440

34002 MLVVGSEPPFK Unmodified _MLVVGSEPPFK_ B6T7G7_MAIZE 2 602.32574 1202.6369 0.27034 0.91686 1.1852 76.257 76.257 4.48E-03 40.27 1013400

34003 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 2 1227.0933 2452.172 1.1863 0.13654 1.3197 127.14 127.14 2.85E-03 40.27 97297

34004 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 3 818.39793 2452.172 0.99173 0.12145 1.1093 127.16 127.16 9.86E-04 47.1 78227

34005 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 3 818.39793 2452.172 1.0191 -0.015237 1.0007 125.2 125.2 3.00E-04 38.6 340190

34006 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 2 1227.0933 2452.172 1.1269 0.10262 1.226 125.15 125.15 7.17E-26 79.36 353110

34007 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 2 1227.0933 2452.172 1.0642 0.058851 1.1195 126.87 126.87 7.95E-49 110.08 2554000

34008 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 3 818.39793 2452.172 0.94084 0.028266 0.96501 126.85 126.85 3.77E-10 74.11 1545500

34009 MLVYQDLLSGDELLSDSFTYK Oxidation (M) _M(ox)LVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 2 1227.0933 2452.172 1.1362 0.19587 1.3284 137.26 137.26 1.23E-19 97.62 93555

34010 MLVYQDLLSGDELLSDSFTYK Acetyl (Protein N-term) _(ac)MLVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 3 827.06981 2478.1876 0.98215 0.20449 1.1791 129.09 129.09 1.07E-02 29.53 181630

34011 MLVYQDLLSGDELLSDSFTYK Acetyl (Protein N-term) _(ac)MLVYQDLLSGDELLSDSFTYK_ B4FL17_MAIZE 2 1240.1011 2478.1876 1.1375 0.007972 1.1387 129.09 129.09 1.23E-19 61.68 91709

34012 MLWDVLMEAVQWSGK Oxidation (M) _M(ox)LWDVLMEAVQWSGK_ B4FI21_MAIZE 2 904.93913 1807.8637 1.252 0.96893 2.2162 127.26 127.26 1.56E-01 6.81 227740

34013 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 -0.047727 0.001402 -0.072184 25.883 25.883 7.18E-01 10.96 20900

34014 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 0.134 0.058004 0.16482 27.103 27.103 3.39E-01 19.59 7009.1

34015 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 0.14679 0.20874 0.32775 26.609 26.609 7.35E-02 23.04 24296

34016 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 0.19458 0.15135 0.31778 27.404 27.404 2.03E-01 10.18 10641

34017 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 -0.0051313 0.21136 0.17916 27.5 27.5 9.56E-03 23.48 46053

34018 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 0.087714 0.12358 0.18307 26.043 26.043 9.73E-03 28.44 25351

34019 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 -0.11091 -0.37231 -0.50991 28.614 28.614 2.74E-03 35.73 1164600

34020 MLYASSNQK Oxidation (M) _M(ox)LYASSNQK_ ADF3_MAIZE B 2 529.25277 1056.491 -0.026744 -0.22276 -0.27689 37.43 37.43 7.18E-01 7.52 229810

34021 MLYASSNQK Unmodified _MLYASSNQK_ ADF3_MAIZE B 2 521.25532 1040.4961 -0.016274 0.60635 0.55699 36.637 36.637 1.12E-01 27.55 179920

34022 MLYASSNQK Unmodified _MLYASSNQK_ ADF3_MAIZE B 2 521.25532 1040.4961 -0.12942 -0.25594 -0.41692 37.433 37.433 9.73E-03 37.17 2289700

34023 MMAFGGNNR Unmodified _MMAFGGNNR_ B4F9F9_MAIZE 2 499.22075 996.42695 -0.0098132 -0.20684 -0.23151 47.381 47.381 1.12E-01 38.86 506670

34024 MMENIDPEEMK 3 Oxidation (M) _M(ox)M(ox)ENIDPEEM(ox)K_ B6TQQ8_MAIZE 2 707.78038 1413.5462 0.67773 -0.19166 0.46356 43.338 43.338 1.49E-09 54.69 206100

34025 MMGVVGMDSR 3 Oxidation (M) _M(ox)M(ox)GVVGM(ox)DSR_ B6THA7_MAIZE 2 565.73558 1129.4566 0.11379 0.38751 0.51497 30.638 30.638 4.14E-05 50.81 86430

34026 MMGVVGMDSR 2 Oxidation (M) _MM(ox)GVVGM(ox)DSR_ B6THA7_MAIZE 2 557.73812 1113.4617 0.056269 0.32267 0.38916 39.13 39.13 1.29E-03 31.18 195610

34027 MMGVVGMDSR 2 Oxidation (M) _M(ox)MGVVGM(ox)DSR_ B6THA7_MAIZE 2 557.73812 1113.4617 0.046677 0.013722 0.072259 41.556 41.556 7.11E-01 8.3 484920

34028 MMGVVGMDSR 2 Oxidation (M) _M(ox)M(ox)GVVGMDSR_ B6THA7_MAIZE 2 557.73812 1113.4617 0.033781 0.74657 0.78982 44.512 44.512 1.25E-02 35.17 405170

34029 MMGVVGMDSR Oxidation (M) _M(ox)MGVVGMDSR_ B6THA7_MAIZE 2 549.74066 1097.4668 -0.030592 -0.036555 -0.057327 55.025 55.025 4.40E-02 49.78 558770

34030 MMLEGSNR Unmodified _MMLEGSNR_ B4FU37_MAIZE 2 469.21514 936.41572 0.020142 0.29679 0.28788 39.307 39.307 5.06E-02 29.19 702810

34031 MMLEGSNR Unmodified _MMLEGSNR_ B4FU37_MAIZE 2 469.21514 936.41572 -0.079973 0.2383 0.12883 39.382 39.382 2.34E-03 39.53 726410

34032 MMLEGSNR 2 Oxidation (M) _M(ox)M(ox)LEGSNR_ B4FU37_MAIZE 2 485.21005 968.40555 0.056689 -0.32914 -0.29188 19.547 19.547 9.57E-01 14.57 34612

34033 MMLEGSNR Oxidation (M) _M(ox)MLEGSNR_ B4FU37_MAIZE 2 477.21259 952.41064 0.10115 0.3551 0.43138 29.386 29.386 3.57E-02 29.77 95891
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34034 MMLEGSNR Oxidation (M) _MM(ox)LEGSNR_ B4FU37_MAIZE 2 477.21259 952.41064 0.027453 -0.12578 -0.12188 32.554 32.554 1.33E-01 16.91 105390

34035 MMLSAVAGR 2 Oxidation (M) _M(ox)M(ox)LSAVAGR_ B6SUK9_MAIZE 2 484.23861 966.46267 -0.031306 -0.27109 -0.31247 37.497 37.497 1.06E-02 37.83 253840

34036 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.72764 -0.21774 0.51755 88.289 88.289 7.16E-02 41.28 421780

34037 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.67829 0.041592 0.72732 89.002 89.002 1.68E-09 60.33 447830

34038 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.69081 0.027107 0.72546 89.151 89.151 6.98E-15 73.42 743110

34039 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.68969 0.029503 0.72615 88.802 88.802 3.52E-11 59.6 1368600

34040 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.70538 0.032164 0.74516 88.508 88.508 1.68E-09 74.16 942820

34041 MMLTFSVFPSPK 2 Oxidation (M) _M(ox)M(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 708.84872 1415.6829 0.66222 -0.55608 0.1142 89.021 89.021 9.47E-36 62.05 7419100

34042 MMLTFSVFPSPK Oxidation (M) _M(ox)MLTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.68331 0.28308 0.97071 97.835 97.835 6.64E-08 53.69 859560

34043 MMLTFSVFPSPK Oxidation (M) _M(ox)MLTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.65926 0.39716 1.0608 98.5 98.5 7.72E-03 37.89 298010

34044 MMLTFSVFPSPK Oxidation (M) _M(ox)MLTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.67533 0.30051 0.97957 98.424 98.424 1.22E-09 56.99 524910

34045 MMLTFSVFPSPK Oxidation (M) _M(ox)MLTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.69724 0.42231 1.1231 98.294 98.294 2.23E-12 74.14 518010

34046 MMLTFSVFPSPK Oxidation (M) _MM(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.68434 0.29828 0.98768 97.907 97.907 2.29E-02 47.6 461830

34047 MMLTFSVFPSPK Oxidation (M) _M(ox)MLTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.6623 0.2704 0.93666 96.736 96.736 9.64E-17 59.23 2351800

34048 MMLTFSVFPSPK Oxidation (M) _MM(ox)LTFSVFPSPK_ TBB5_MAIZE B4 2 700.85127 1399.688 0.63835 -0.17684 0.46691 98.487 98.487 1.87E-21 86.19 4826300

34049 MMLTFSVFPSPK Unmodified _MMLTFSVFPSPK_ TBB5_MAIZE B4 2 692.85381 1383.6931 0.63456 -0.00275 0.63311 104.35 104.35 2.62E-07 57.31 1655800

34050 MMMTSGEAVK 2 Oxidation (M) _M(ox)MM(ox)TSGEAVK_ ADT1_MAIZE B 2 558.74033 1115.4661 0.2316 -0.14179 0.082596 27.556 27.556 1.00E+00 3.06 12318

34051 MMMTSGEAVK 2 Oxidation (M) _M(ox)M(ox)MTSGEAVK_ ADT1_MAIZE B 2 558.74033 1115.4661 0.2141 -0.38538 -0.17882 24.856 24.856 1.00E+00 12.15 11888

34052 MMMTSGEAVK 2 Oxidation (M) _M(ox)MM(ox)TSGEAVK_ ADT1_MAIZE B 2 558.74033 1115.4661 0.25953 0.080795 0.33292 27.21 27.21 1.00E+00 7.02 9867.1

34053 MMMTSGEAVK Oxidation (M) _M(ox)MMTSGEAVK_ ADT1_MAIZE B 2 550.74287 1099.4712 0.14454 0.75155 0.88225 36.754 36.754 1.00E+00 14.59 142050

34054 MMMTSGEAVK Oxidation (M) _MM(ox)MTSGEAVK_ ADT1_MAIZE B 2 550.74287 1099.4712 0.12162 0.13307 0.24369 38.283 38.283 4.53E-03 38.64 331590

34055 MMMTSGEAVK Unmodified _MMMTSGEAVK_ ADT1_MAIZE B 2 542.74541 1083.4763 0.044133 -0.48106 -0.45183 44.336 44.336 1.25E-02 44.54 7911300

34056 MMMTSGEAVK 3 Oxidation (M) _M(ox)M(ox)M(ox)TSGEAVK_ ADT1_MAIZE B 2 566.73779 1131.461 0.27425 -0.22345 0.047579 17.509 17.509 1.00E+00 27.93 5282.7

34057 MMQVLSLMLNVK 3 Oxidation (M) _M(ox)M(ox)QVLSLM(ox)LNVK_ B4FA63_MAIZE 2 727.87442 1453.7343 0.77903 -0.02631 0.74391 78.659 78.659 1.28E-13 33.18 679950

34058 MMSAANPQVK Acetyl (Protein N-term),2 Oxidation (M) _(ac)M(ox)M(ox)SAANPQVK_ B6THW0_MAIZE 2 575.76519 1149.5158 0.21874 -0.34271 -0.14271 36.849 36.849 3.43E-01 9.19 108160

34059 MMSPFLTQR Oxidation (M) _M(ox)MSPFLTQR_ B6TVE3_MAIZE 2 563.77282 1125.5311 0.15755 0.089883 0.24244 61.799 61.799 7.18E-01 1.76 297310

34060 MMSPFLTQR Oxidation (M) _M(ox)MSPFLTQR_ B6TVE3_MAIZE 2 563.77282 1125.5311 0.15442 -0.016378 0.13355 63.896 63.896 1.00E+00 8.74 274860

34061 MMSPFLTQR Oxidation (M) _M(ox)MSPFLTQR_ B6TVE3_MAIZE 2 563.77282 1125.5311 0.12716 0.27959 0.40215 63.276 63.276 2.27E-02 31.84 1015700

34062 MMSPFLTQR Unmodified _MMSPFLTQR_ B6TVE3_MAIZE 2 555.77536 1109.5362 0.11635 0.61074 0.71817 70.936 70.936 3.21E-03 47.69 1867400

34063 MMSPFLTQR Unmodified _MMSPFLTQR_ B6TVE3_MAIZE 2 555.77536 1109.5362 0.17362 0.34972 0.51429 71.955 71.955 1.12E-01 45.81 360170

34064 MMSPFLTQR 2 Oxidation (M) _M(ox)M(ox)SPFLTQR_ B6TVE3_MAIZE 2 571.77028 1141.526 0.21339 0.54024 0.75244 70.907 70.907 6.55E-04 40.65 498800

34065 MMSPFLTQR 2 Oxidation (M) _M(ox)M(ox)SPFLTQR_ B6TVE3_MAIZE 2 571.77028 1141.526 0.15778 0.0327 0.18905 54.002 54.002 6.60E-03 43.18 541230

34066 MMSSESDPSLNAEHR 2 Oxidation (M) _M(ox)M(ox)SSESDPSLNAEHR_ B6U9F3_MAIZE 3 574.90678 1721.6985 0.17333 -0.28349 -0.1258 33.386 33.386 5.05E-03 35.87 202570

34067 MNAASTAAAAPAPAATVQVPR Oxidation (M) _M(ox)NAASTAAAAPAPAATVQVPR_ B4FR02_MAIZE 3 661.34231 1981.0051 1.0919 130.92 130.92 7.51E-01 1.89
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34068 MNAASTAAAAPAPAATVQVPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NAASTAAAAPAPAATVQVPR_ B4FR02_MAIZE 2 1012.5151 2023.0157 1.0996 -0.24935 0.83306 69.992 69.992 6.01E-71 100.24 2243500

34069 MNALAATSR Acetyl (Protein N-term) _(ac)MNALAATSR_ B4F9J5_MAIZE 2 488.74766 975.48076 -0.011826 -0.1351 -0.18448 67.682 67.682 7.18E-01 6.88 521130

34070 MNALAATSR Acetyl (Protein N-term) _(ac)MNALAATSR_ B4F9J5_MAIZE 2 488.74766 975.48076 -0.044063 0.16032 0.078268 69.201 69.201 1.12E-01 13.35 581690

34071 MNALAATSR Acetyl (Protein N-term) _(ac)MNALAATSR_ B4F9J5_MAIZE 2 488.74766 975.48076 -0.11508 0.14682 -0.0061361 69.327 69.327 7.18E-01 2.86 798030

34072 MNALAATTR Acetyl (Protein N-term) _(ac)MNALAATTR_ B4FFP2_MAIZE 2 495.75548 989.49642 -0.059182 -0.30048 -0.39073 70.879 70.879 7.18E-01 8.58 2496400

34073 MNALAATTR Acetyl (Protein N-term) _(ac)MNALAATTR_ B4FFP2_MAIZE 2 495.75548 989.49642 -0.036126 0.30631 0.23677 72.126 72.126 7.18E-01 4.27 467620

34074 MNALAATTR Acetyl (Protein N-term) _(ac)MNALAATTR_ B4FFP2_MAIZE 2 495.75548 989.49642 -0.078526 0.77566 0.66399 72.261 72.261 3.32E-02 21.87 3566100

34075 MNALAATTR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NALAATTR_ B4FFP2_MAIZE 2 503.75294 1005.4913 -0.036894 0.42353 0.35725 53.022 53.022 7.18E-01 2.99 928480

34076 MNALAATTR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NALAATTR_ B4FFP2_MAIZE 2 503.75294 1005.4913 -0.034964 0.19318 0.12917 52.228 52.228 1.00E+00 2.2 707830

34077 MNALAATTR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NALAATTR_ B4FFP2_MAIZE 2 503.75294 1005.4913 -0.066768 -0.040973 -0.13623 53.208 53.208 9.73E-03 30.45 3736100

34078 MNALAATTR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NALAATTR_ B4FFP2_MAIZE 2 503.75294 1005.4913 -0.13017 0.34396 0.18462 53.926 53.926 8.17E-01 0.68 3371300

34079 MNALAATTR Oxidation (M) _M(ox)NALAATTR_ B4FFP2_MAIZE 2 482.74766 963.48077 -3.5569 40.219 40.219 1.88E-01 14.55

34080 MNAPDRYER Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NAPDRYER_ B4FJS1_MAIZE 2 605.26949 1208.5244 0.21233 -0.12304 0.058184 39.732 39.732 9.56E-03 25.37 309340

34081 MNDADVSK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NDADVSK_ B4FVD5_MAIZE 2 469.20021 936.38586 0.0026363 -0.3601 -0.372 28.561 28.561 1.00E+00 5.84 9126.7

34082 MNDADVSK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NDADVSK_ B4FVD5_MAIZE 2 469.20021 936.38586 0.061918 -0.017998 0.029978 26.819 26.819 1.06E-01 31.83 74523

34083 MNDADVSK Acetyl (Protein N-term) _(ac)MNDADVSK_ B4FVD5_MAIZE 2 461.20275 920.39095 -0.042913 0.19567 0.13294 44.099 44.099 1.00E+00 7.11 491540

34084 MNDIAPNLTSLIGEVVGAR Oxidation (M) _M(ox)NDIAPNLTSLIGEVVGAR_ B6TNS0_MAIZE 2 993.51986 1985.0252 1.1919 0.28591 1.4704 123.73 123.73 1.08E-64 113.4 787820

34085 MNDIAPNLTSLIGEVVGAR Oxidation (M) _M(ox)NDIAPNLTSLIGEVVGAR_ B6TNS0_MAIZE 2 993.51986 1985.0252 1.0283 -0.3786 0.64286 124.29 124.29 5.57E-58 109.47 1606100

34086 MNDIAPNLTSLIGEVVGAR Oxidation (M) _M(ox)NDIAPNLTSLIGEVVGAR_ B6TNS0_MAIZE 2 993.51986 1985.0252 1.0751 -0.21673 0.85083 124.55 124.55 1.84E-40 91.43 314700

34087 MNDIAPNLTSLIGEVVGAR Oxidation (M) _M(ox)NDIAPNLTSLIGEVVGAR_ B6TNS0_MAIZE 2 993.51986 1985.0252 1.3186 -0.020891 1.2907 124.06 124.06 1.06E-14 63.52 344670

34088 MNDIAPNLTSLIGEVVGAR Unmodified _MNDIAPNLTSLIGEVVGAR_ B6TNS0_MAIZE 2 985.52241 1969.0303 1.296 -2.26 -0.97152 124.99 124.99 5.89E-20 62.3 1307000

34089 MNEPTVCVSTTNR Unmodified _MNEPTVCVSTTNR_ B4FG11_MAIZE 2 754.84523 1507.6759 0.87544 -0.48143 0.40254 54.112 54.112 2.50E-15 94.35 620170

34090 MNIDDGR Unmodified _MNIDDGR_ B4FAG0_MAIZE 2 410.68453 819.3545 0.23071 -0.25681 -0.036772 37.547 37.547 4.49E-02 47.28 1903000

34091 MNIGSRPSK Unmodified _MNIGSRPSK_ CAPP2_MAIZE 2 495.26348 988.5124 0.13064 1.2318 1.3338 29.339 29.339 7.18E-01 9.35 56097

34092 MNLDDAFEQK Oxidation (M) _M(ox)NLDDAFEQK_ Q9M584_MAIZE 2 613.77153 1225.5285 0.28611 0.009177 0.28228 58.639 58.639 1.62E-03 38.03 540270

34093 MNNLLTDSFELPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NNLLTDSFELPR_ B6TDM3_MAIZE 2 804.39033 1606.7661 0.95781 0.38548 1.3267 109.83 109.83 5.66E-01 2.79 1165200

34094 MNNLLTDSFELPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NNLLTDSFELPR_ B6TDM3_MAIZE 2 804.39033 1606.7661 1.0209 0.35796 1.3625 109.91 109.91 1.00E-11 42.88 287350

34095 MNNLLTDSFELPR Acetyl (Protein N-term) _(ac)MNNLLTDSFELPR_ B6TDM3_MAIZE 2 796.39287 1590.7712 1.0314 -1.5559 -0.54063 122.53 122.53 3.13E-02 11.98 712770

34096 MNPEYDYLFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NPEYDYLFK_ B4FAE1_MAIZE 2 689.3052 1376.5959 0.61999 -0.062141 0.53562 94.623 94.623 1.00E+00 5.75 889030

34097 MNPEYDYLFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NPEYDYLFK_ B4FAE1_MAIZE 2 689.3052 1376.5959 0.58144 0.18925 0.74829 95.31 95.31 3.43E-01 14.36 53229

34098 MNPEYDYLFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NPEYDYLFK_ B4FAE1_MAIZE 2 689.3052 1376.5959 0.6132 0.41844 1.0086 94.944 94.944 3.43E-01 2.61 547200

34099 MNPEYDYLFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NPEYDYLFK_ B4FAE1_MAIZE 2 689.3052 1376.5959 0.64545 0.46002 1.0833 94.935 94.935 7.11E-01 19.38 234390

34100 MNPEYDYLFK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NPEYDYLFK_ B4FAE1_MAIZE 2 689.3052 1376.5959 0.5633 0.01448 0.55544 95.604 95.604 7.11E-01 7.44 1467500

34101 MNPEYDYLFK Acetyl (Protein N-term) _(ac)MNPEYDYLFK_ B4FAE1_MAIZE 2 681.30775 1360.6009 0.56184 0.51225 1.0488 107.36 107.36 1.00E+00 4.14 178210
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34102 MNPLVSVLHLYDVVNAPGVTADISHMNTGAVVR 2 Oxidation (M) _M(ox)NPLVSVLHLYDVVNAPGVTADISHM(ox)NTGAVVR_ B4FZW5_MAIZE 4 881.20244 3520.7807 1.1195 -0.12537 1.0006 118.6 118.6 8.89E-11 37.53 1642000

34103 MNPSDLVK Oxidation (M) _M(ox)NPSDLVK_ B6TUB8_MAIZE 2 460.23131 918.44807 -0.0051368 0.096693 0.081105 45.245 45.245 1.06E-01 34.87 770790

34104 MNPSELVK Oxidation (M) _M(ox)NPSELVK_ B6TAK0_MAIZE 2 467.23914 932.46372 0.022574 0.35323 0.35335 41.357 41.357 7.88E-01 18.01 154830

34105 MNPSELVK Oxidation (M) _M(ox)NPSELVK_ B6TAK0_MAIZE 2 467.23914 932.46372 0.022508 0.41146 0.41109 40.67 40.67 2.90E-02 30.99 159140

34106 MNPSELVK Oxidation (M) _M(ox)NPSELVK_ B6TAK0_MAIZE 2 467.23914 932.46372 -0.014171 0.57475 0.53876 41.158 41.158 1.06E-01 15.61 591070

34107 MNPSELVK Unmodified _MNPSELVK_ B6TAK0_MAIZE 2 459.24168 916.4688 -0.020714 0.43935 0.39327 54.71 54.71 3.77E-01 34.49 1227200

34108 MNSGHTAGIR Oxidation (M) _M(ox)NSGHTAGIR_ B4FAZ6_MAIZE 2 530.25364 1058.4927 0.037661 -0.26597 -0.23357 15.682 15.682 3.43E-01 29.49 3951.4

34109 MNSSTVGMSPVSEK 2 Oxidation (M) _M(ox)NSSTVGM(ox)SPVSEK_ B4F9L2_MAIZE 2 743.33162 1484.6487 0.82354 -0.47992 0.34585 35.204 35.204 2.96E-06 60.64 154740

34110 MNTDITASTKPEYPVVDR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NTDITASTKPEYPVVDR_ B6SRG1_MAIZE 2 1048.0042 2093.9939 1.1306 -0.062947 1.0634 68.798 68.798 8.90E-03 60.89 411030

34111 MNTDITASTKPEYPVVDRNPAFTK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NTDITASTKPEYPVVDRNPAFTK_ B6SRG1_MAIZE 3 918.45321 2752.3378 1.1172 0.4813 1.5942 74.524 74.524 2.48E-05 26.75 96144

34112 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.65505 -0.35155 0.30167 33.335 33.335 7.42E-01 6.83 358090

34113 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.63072 0.048243 0.67513 35.468 35.468 5.88E-01 11.55 124520

34114 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.61713 0.070485 0.68579 34.769 34.769 9.36E-01 15.4 81868

34115 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.55689 -0.14023 0.41585 35.111 35.111 5.88E-01 17.52 124560

34116 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.67188 -0.069955 0.59865 34.158 34.158 9.36E-01 7.26 116690

34117 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 4 385.19777 1536.762 0.57815 -0.58943 -0.012511 32.753 32.753 3.84E-02 24.37 1924600

34118 MNTKPSHGPIHFR Oxidation (M) _M(ox)NTKPSHGPIHFR_ B4FAM6_MAIZE 3 513.26127 1536.762 -0.0021292 -0.38251 -0.38688 32.735 32.735 2.26E-05 43.16 233250

34119 MNTKPSHGPIHFR Unmodified _MNTKPSHGPIHFR_ B4FAM6_MAIZE 4 381.19904 1520.7671 0.67893 -0.21685 0.45665 37.225 37.225 9.36E-01 16.12 1273800

34120 MNTKPSHGPIHFR Unmodified _MNTKPSHGPIHFR_ B4FAM6_MAIZE 4 381.19904 1520.7671 0.65376 -0.27675 0.37277 37.988 37.988 5.88E-01 17.13 1288100

34121 MNVEEEVGR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)NVEEEVGR_ B6UF37_MAIZE 2 560.7506 1119.4866 -0.02586 0.61481 0.56971 55.18 55.18 1.12E-01 19.55 101720

34122 MNVNPDVNFEELAR Oxidation (M) _M(ox)NVNPDVNFEELAR_ B4FBJ7_MAIZE 2 832.39086 1662.7672 1.089 0.018416 1.0952 80.014 80.014 7.68E-22 64.25 848180

34123 MNVVSNASCTTNCLAPLAK Oxidation (M) _M(ox)NVVSNASCTTNCLAPLAK_ B6TDF8_MAIZE 2 1033.987 2065.9595 1.1932 -0.55979 0.63394 68.238 68.238 1.08E-64 129.27 2137300

34124 MNVVSNASCTTNCLAPLAK Unmodified _MNVVSNASCTTNCLAPLAK_ B6TDF8_MAIZE 2 1025.9896 2049.9646 1.2149 -0.29508 0.91851 74.107 74.107 5.57E-58 102.37 1479100

34125 MPAAMAAAAAQR Unmodified _MPAAMAAAAAQR_ B6TLK7_MAIZE 2 580.28917 1158.5638 0.18567 -0.81555 -0.66938 34.896 34.896 6.74E-02 10.81 157150

34126 MPAAPGDPAAAAAMVDR Unmodified _MPAAPGDPAAAAAMVDR_ B6TKG5_MAIZE 2 806.38452 1610.7545 0.98223 -0.45681 0.509 74.01 74.01 1.37E-17 71.86 1107800

34127 MPAAPGDPAAAAAMVDR Unmodified _MPAAPGDPAAAAAMVDR_ B6TKG5_MAIZE 2 806.38452 1610.7545 0.97597 -0.54153 0.41824 74.911 74.911 1.24E-09 72.51 1558600

34128 MPAAPGDPAAAAAMVDR 2 Oxidation (M) _M(ox)PAAPGDPAAAAAM(ox)VDR_ B6TKG5_MAIZE 2 822.37944 1642.7443 1.0002 0.56705 1.5547 59.432 59.432 3.98E-51 65.4 1114800

34129 MPAAPGDPAAAAAMVDR Oxidation (M) _MPAAPGDPAAAAAM(ox)VDR_ B6TKG5_MAIZE 2 814.38198 1626.7494 0.98863 -0.19049 0.78501 65.443 65.443 2.91E-51 71.99 1206300

34130 MPAAPGDPAAAAAMVDR Oxidation (M) _MPAAPGDPAAAAAM(ox)VDR_ B6TKG5_MAIZE 2 814.38198 1626.7494 0.98642 -0.20893 0.76411 66.004 66.004 1.53E-10 49.88 1170300

34131 MPAAPGDPAAAAAMVDR Oxidation (M) _M(ox)PAAPGDPAAAAAMVDR_ B6TKG5_MAIZE 2 814.38198 1626.7494 1.0001 -0.354 0.6328 68.381 68.381 8.01E-11 54.01 988080

34132 MPAVGLGVWR Oxidation (M) _M(ox)PAVGLGVWR_ B4FMP6_MAIZE 2 551.29732 1100.5801 0.0023184 0.93874 0.94609 74.146 74.146 3.38E-02 36.88 1324100

34133 MPAVGLGVWR Unmodified _MPAVGLGVWR_ B4FMP6_MAIZE 2 543.29986 1084.5852 -0.031727 -0.85216 -0.8785 84.048 84.048 1.84E-04 51.5 2290200

34134 MPDVAMTLAVVALFADGPTAIR 2 Oxidation (M) _M(ox)PDVAM(ox)TLAVVALFADGPTAIR_ O24566_MAIZE 3 764.39732 2290.1701 0.84287 -0.1181 0.72799 126.66 126.66 5.39E-04 37.83 157560

34135 MPDVAMTLAVVALFADGPTAIR 2 Oxidation (M) _M(ox)PDVAM(ox)TLAVVALFADGPTAIR_ O24566_MAIZE 3 764.39732 2290.1701 0.8959 -0.14628 0.75374 126.99 126.99 6.40E-03 57.53 201830
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34136 MPDVAMTLAVVALFADGPTAIR 2 Oxidation (M) _M(ox)PDVAM(ox)TLAVVALFADGPTAIR_ O24566_MAIZE 3 764.39732 2290.1701 0.91799 -0.59557 0.32702 128.31 128.31 1.22E-04 41.04 434210

34137 MPDVAMTLAVVALFADGPTAIR 2 Oxidation (M) _M(ox)PDVAM(ox)TLAVVALFADGPTAIR_ O24566_MAIZE 2 1146.0923 2290.1701 1.2507 -0.33577 0.91865 128.2 128.2 4.86E-05 30.25 330190

34138 MPDVKSAAATVAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)PDVKSAAATVAK_ B6T3T8_MAIZE 2 673.85285 1345.6912 0.53627 -0.43185 0.089861 85.867 85.867 2.24E-01 6.81 28866

34139 MPECYIR Oxidation (M) _M(ox)PECYIR_ B6UB12_MAIZE 2 492.71751 983.42047 -0.16274 0.052427 -0.12347 43.841 43.841 2.77E-01 38.47 185080

34140 MPECYIR Unmodified _MPECYIR_ B6UB12_MAIZE 2 484.72005 967.42555 -0.19409 -0.12756 -0.33835 53.013 53.013 1.86E-01 36.47 413900

34141 MPISSDLSNPR Unmodified _MPISSDLSNPR_ B6UIE1_MAIZE 2 608.80316 1215.5918 0.29721 -0.04184 0.23826 55.619 55.619 1.67E-02 59.76 1246200

34142 MPISSDLSNPR Unmodified _MPISSDLSNPR_ B6UIE1_MAIZE 2 608.80316 1215.5918 0.2583 -0.50673 -0.2646 55.828 55.828 1.47E-01 46.89 182540

34143 MPISSDLSNPR Unmodified _MPISSDLSNPR_ B6UIE1_MAIZE 2 608.80316 1215.5918 0.23407 -0.23593 -0.018339 58.175 58.175 5.66E-08 70.77 8850500

34144 MPISSDLSNPR Oxidation (M) _M(ox)PISSDLSNPR_ B6UIE1_MAIZE 2 616.80062 1231.5867 0.24819 -0.66126 -0.42618 49.601 49.601 6.51E-11 79.13 5811400

34145 MPLMPELVFEDISQDHAR 2 Oxidation (M) _M(ox)PLM(ox)PELVFEDISQDHAR_ B6U6K9_MAIZE 3 720.67485 2159.0027 0.74254 0.14156 0.87818 94.726 94.726 5.31E-03 23.23 382280

34146 MPQMLLDYK 2 Oxidation (M) _M(ox)PQM(ox)LLDYK_ B6T337_MAIZE 2 585.78031 1169.5461 0.17789 -0.3329 -0.16837 60.845 60.845 3.27E-01 21.71 182750

34147 MPSSEFMR 2 Oxidation (M) _M(ox)PSSEFM(ox)R_ PCNA_MAIZE 2 508.71243 1015.4103 -0.46484 33.889 33.889 1.48E-01 19.81

34148 MPVFVFSLYNEDLKPGPGTER Oxidation (M) _M(ox)PVFVFSLYNEDLKPGPGTER_ B6TIF7_MAIZE 3 804.73499 2411.1831 1.0679 1.1129 2.1807 97.533 97.533 3.16E-03 26.56 280780

34149 MPWLAIPQGDIK Unmodified _MPWLAIPQGDIK_ B4FLB0_MAIZE 2 684.87085 1367.7271 0.64023 -0.64621 -0.016582 95.03 95.03 1.98E-03 28.61 423560

34150 MPWLAIPQGDIK Oxidation (M) _M(ox)PWLAIPQGDIK_ B4FLB0_MAIZE 2 692.86831 1383.7221 0.66185 0.26584 0.91844 86.612 86.612 8.52E-03 49.92 191340

34151 MPWLAIPQGDIK Oxidation (M) _M(ox)PWLAIPQGDIK_ B4FLB0_MAIZE 2 692.86831 1383.7221 0.61797 0.071165 0.67952 86.055 86.055 9.45E-19 44.18 1296100

34152 MPWLAVPFSDSEGR Unmodified _MPWLAVPFSDSEGR_ B4FLB0_MAIZE 2 796.38231 1590.7501 0.98365 0.15686 1.1381 105.27 105.27 1.49E-02 28.06 341590

34153 MPWLAVPFSDSEGR Unmodified _MPWLAVPFSDSEGR_ B4FLB0_MAIZE 2 796.38231 1590.7501 0.97489 0.036928 1.0101 105.39 105.39 1.49E-02 16.26 653590

34154 MPWLAVPFSDSEGR Oxidation (M) _M(ox)PWLAVPFSDSEGR_ B4FLB0_MAIZE 2 804.37977 1606.745 0.98364 -0.21007 0.77407 95.876 95.876 2.61E-06 49.45 289430

34155 MPWLAVPFSDSEGR Oxidation (M) _M(ox)PWLAVPFSDSEGR_ B4FLB0_MAIZE 2 804.37977 1606.745 0.95929 -0.12773 0.83228 95.34 95.34 4.25E-13 47.2 1593700

34156 MPYQPLVLR Unmodified _MPYQPLVLR_ B6ETR5_MAIZE 2 558.81534 1115.6161 0.12055 0.10025 0.20449 73.297 73.297 3.89E-04 44.07 1064300

34157 MPYQPLVLR Unmodified _MPYQPLVLR_ B6ETR5_MAIZE 2 558.81534 1115.6161 0.064355 0.19775 0.24575 74.157 74.157 3.39E-01 21.53 397800

34158 MPYQPLVLR Oxidation (M) _M(ox)PYQPLVLR_ B6ETR5_MAIZE 2 566.8128 1131.6111 0.1261 -0.020634 0.094441 65.862 65.862 9.56E-03 27.52 465870

34159 MQADSTLPAAQR Unmodified _MQADSTLPAAQR_ B4FBF6_MAIZE 2 644.81934 1287.6241 0.44642 0.18136 0.6125 44.731 44.731 2.62E-07 52.11 808150

34160 MQAGLLVLGSR Oxidation (M) _M(ox)QAGLLVLGSR_ B6U2R1_MAIZE 2 580.82644 1159.6383 0.12494 -0.091235 0.027759 72.213 72.213 1.62E-12 61.11 219110

34161 MQAGLLVLGSR Unmodified _MQAGLLVLGSR_ B6U2R1_MAIZE 2 572.82898 1143.6434 0.11083 0.10601 0.20571 80.284 80.284 4.43E-05 76.95 135800

34162 MQALPGVFFFYDLSPIK Oxidation (M) _M(ox)QALPGVFFFYDLSPIK_ B4FKC8_MAIZE 2 995.01316 1988.0118 1.1188 0.39771 1.5197 125.24 125.24 2.72E-05 19.75 221100

34163 MQAPKPTAPLK Oxidation (M) _M(ox)QAPKPTAPLK_ B6TRW8_MAIZE 3 399.89352 1196.6587 0.41013 -0.060177 0.33063 36.087 36.087 1.00E+00 5.54 76409

34164 MQAPKPTAPLK Oxidation (M) _M(ox)QAPKPTAPLK_ B6TRW8_MAIZE 2 599.33664 1196.6587 0.31928 0.13635 0.43584 35.987 35.987 8.97E-04 29.4 171550

34165 MQAPKPTAPSK Oxidation (M) _M(ox)QAPKPTAPSK_ B6SJN5_MAIZE 2 586.31062 1170.6067 0.33813 -0.24767 0.073208 25.846 25.846 2.55E-01 16.08 9604.5

34166 MQAPKPTAPSK Unmodified _MQAPKPTAPSK_ B6SJN5_MAIZE 3 385.87787 1154.6118 0.59251 -0.085929 0.48623 34.78 34.78 1.15E-01 20.27 502370

34167 MQAPKPTAPSK Unmodified _MQAPKPTAPSK_ B6SJN5_MAIZE 2 578.31317 1154.6118 0.2682 -0.062544 0.18409 34.784 34.784 1.47E-01 35.76 75485

34168 MQAPKPTAPSK Unmodified _MQAPKPTAPSK_ B6SJN5_MAIZE 3 385.87787 1154.6118 0.58831 -0.02436 0.54229 35.679 35.679 6.17E-01 14.64 69297

34169 MQAPPAPSSVDLPLAVAPPPVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)QAPPAPSSVDLPLAVAPPPVK_ B6TWE1_MAIZE 3 747.40469 2239.1922 0.81279 0.056552 0.86358 100.9 100.9 1.91E-01 1.78 1281200
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34170 MQDYTLK Oxidation (M) _M(ox)QDYTLK_ B6T6D7_MAIZE 2 457.71804 913.42152 -0.1886 0.51808 0.31719 41.076 41.076 8.04E-02 25.81 215020

34171 MQDYTLK Unmodified _MQDYTLK_ B6T6D7_MAIZE 2 449.72058 897.4266 -0.15556 0.16521 -0.0054943 48.086 48.086 1.86E-01 28.41 622810

34172 MQEFPDWQTSALSDGLHFTPVGNK Oxidation (M) _M(ox)QEFPDWQTSALSDGLHFTPVGNK_ B6THH7_MAIZE 3 907.75863 2720.2541 1.1542 -0.021677 1.1404 105.24 105.24 1.84E-07 39.25 203060

34173 MQEHFEDFYEDIYEELGK Oxidation (M) _M(ox)QEHFEDFYEDIYEELGK_ B4FAF4_MAIZE 3 780.00006 2336.9783 0.92436 0.28463 1.1969 114.4 114.4 1.02E-03 37.3 496400

34174 MQFPAILNDR Oxidation (M) _M(ox)QFPAILNDR_ B6SPS1_MAIZE 2 610.80825 1219.6019 0.19198 0.35606 0.537 74.57 74.57 2.81E-03 27.37 140050

34175 MQGASHMLLEEPFR Acetyl (Protein N-term) _(ac)MQGASHMLLEEPFR_ B4F8J8_MAIZE 2 844.40018 1686.7858 1.0939 0.012272 1.0879 97.861 97.861 8.77E-41 90.96 416520

34176 MQGFPFYDK Oxidation (M) _M(ox)QGFPFYDK_ B6U285_MAIZE 2 574.75769 1147.5008 0.1209 0.32439 0.45127 71.313 71.313 3.21E-03 27.62 565860

34177 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.50898 0.44946 0.95418 42.225 42.225 5.26E-01 24.87 2020400

34178 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.49477 -1.3419 -0.84669 55.808 55.808 3.36E-01 26.08 2441400

34179 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.14353 -0.90916 -0.76529 43.067 43.067 3.36E-01 25 5301200

34180 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.35596 0.11527 0.46872 41.535 41.535 3.36E-01 27.74 3191400

34181 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.34518 -0.44853 -0.10492 42.102 42.102 3.36E-01 22.99 2524000

34182 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.36598 0.12296 0.48556 56.694 56.694 5.26E-01 19.32 407740

34183 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.47686 0.11807 0.59234 43.997 43.997 5.26E-01 24.63 2764000

34184 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.4777 -0.081825 0.3942 44.504 44.504 3.36E-01 22.82 2318600

34185 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.49126 0.038623 0.52728 58.275 58.275 3.36E-01 23.86 605610

34186 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.42633 0.42017 0.84232 43.358 43.358 5.26E-01 25.77 1826600

34187 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.44106 -0.4204 0.019111 43.91 43.91 9.46E-01 14.88 1388900

34188 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.34872 0.49081 0.83596 43.982 43.982 3.36E-01 22.03 1789900

34189 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.37239 0.13715 0.50637 44.51 44.51 5.26E-01 21.35 1588700

34190 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.47442 0.03295 0.50546 43.624 43.624 5.26E-01 23.67 1307400

34191 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.49138 0.34304 0.83146 44.178 44.178 3.36E-01 21.95 1374000

34192 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.45529 0.12965 0.58082 44.483 44.483 3.36E-01 17.03 1964900

34193 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.45245 0.10659 0.55569 44.927 44.927 5.26E-01 24.27 1274100

34194 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.48017 -0.7853 -0.30564 42.055 42.055 3.36E-01 28.71 5318200

34195 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.48483 -0.43421 0.047803 42.622 42.622 3.36E-01 33.7 3714000

34196 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.21322 0.023426 0.23429 45.576 45.576 3.36E-01 22.49 2513000
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34197 MQIFVK Oxidation (M) _M(ox)QIFVK_ B4FPT7_MAIZE 2 391.21747 780.4204 0.23162 -0.084209 0.14596 46.095 46.095 5.26E-01 21.12 2228400

34198 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.26571 -0.54038 -0.28123 57.599 57.599 5.26E-01 25.01 3684700

34199 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.46657 -0.55078 -0.090109 56.634 56.634 5.26E-01 34.21 5026000

34200 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.55142 -0.5908 -0.046975 58.254 58.254 9.46E-01 37.73 5623100

34201 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.52773 -0.4039 0.11613 57.575 57.575 5.26E-01 34.75 3152000

34202 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.43613 -0.1923 0.23711 58.131 58.131 5.26E-01 34.9 2929700

34203 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.53864 -0.56326 -0.032648 57.83 57.83 5.26E-01 37.66 5323700

34204 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.53866 -0.42544 0.10687 58.617 58.617 5.26E-01 37.65 7274300

34205 MQIFVK Unmodified _MQIFVK_ B4FPT7_MAIZE 2 383.22002 764.42548 0.55029 -0.46037 0.084025 56.814 56.814 5.26E-01 33.95 7479400

34206 MQIFVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)QIFVK_ B4FPT7_MAIZE 2 412.22276 822.43096 0.098698 0.36072 0.44974 60.683 60.683 9.46E-01 18.51 120470

34207 MQIFVK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)QIFVK_ B4FPT7_MAIZE 2 412.22276 822.43096 0.050165 -0.16698 -0.12679 62.781 62.781 9.46E-01 12.51 234840

34208 MQIFVK Acetyl (Protein N-term) _(ac)MQIFVK_ B4FPT7_MAIZE 2 404.2253 806.43605 0.16348 0.58172 0.72998 61.756 61.756 2.64E-01 18.81 89282

34209 MQIFVK Acetyl (Protein N-term) _(ac)MQIFVK_ B4FPT7_MAIZE 2 404.2253 806.43605 0.14103 0.038589 0.16459 63.268 63.268 5.26E-01 12.74 169140

34210 MQIFVK Acetyl (Protein N-term) _(ac)MQIFVK_ B4FPT7_MAIZE 2 404.2253 806.43605 0.22482 0.41804 0.62775 83.855 83.855 1.00E+00 6.47 54509

34211 MQIKVETEGEEK Oxidation (M) _M(ox)QIKVETEGEEK_ B4FLR0_MAIZE 2 718.85051 1435.6865 0.70656 4.054 4.7343 61.975 61.975 4.56E-01 6.23 536490

34212 MQNEIDSILEKPIIPVDLYR Oxidation (M) _M(ox)QNEIDSILEKPIIPVDLYR_ B6TAH4_MAIZE 3 801.42604 2401.2563 0.99585 0.19731 1.1755 112.45 112.45 8.21E-12 52.5 523360

34213 MQPPFSIR Oxidation (M) _M(ox)QPPFSIR_ Q94KS6_MAIZE 2 496.25512 990.49569 -0.040378 0.48571 0.43952 58.45 58.45 3.77E-01 18.43 374040

34214 MQRLLEAR Acetyl (Protein N-term) _(ac)MQRLLEAR_ B6SHS3_MAIZE 2 529.7924 1057.5702 5.3443 87.175 87.175 2.77E-01 5.02

34215 MQTVAELVK Unmodified _MQTVAELVK_ Q9LKL4_MAIZE 2 509.78371 1017.5529 -0.034443 0.10968 0.063662 61.236 61.236 3.32E-02 19.2 1518900

34216 MQTVAELVK Oxidation (M) _M(ox)QTVAELVK_ Q9LKL4_MAIZE 2 517.78117 1033.5478 -0.11961 1.2166 1.0866 52.197 52.197 7.35E-02 29.96 485880

34217 MQVPFSFR Oxidation (M) _M(ox)QVPFSFR_ B4F9K0_MAIZE 2 514.25512 1026.4957 -0.077231 0.20135 0.13354 70.616 70.616 1.00E+00 7.71 683010

34218 MQVPFSFR Unmodified _MQVPFSFR_ B4F9K0_MAIZE 2 506.25766 1010.5008 -0.12199 0.19424 0.077772 82.657 82.657 3.77E-01 21.16 1071500

34219 MQVPFSFRPK Unmodified _MQVPFSFRPK_ B4F9K0_MAIZE 3 412.89011 1235.6485 0.3193 0.47004 0.78619 71.092 71.092 1.26E-02 23.25 698180

34220 MQVPFSFRPK Unmodified _MQVPFSFRPK_ B4F9K0_MAIZE 3 412.89011 1235.6485 0.26886 0.10464 0.37338 72.298 72.298 1.00E+00 8.32 683860

34221 MQVPFSFRPK Unmodified _MQVPFSFRPK_ B4F9K0_MAIZE 3 412.89011 1235.6485 0.18578 -0.068018 0.11784 72.129 72.129 3.83E-02 38.34 14044000

34222 MQVPFSFRPK Unmodified _MQVPFSFRPK_ B4F9K0_MAIZE 2 618.83153 1235.6485 0.294 0.30992 0.60341 72.126 72.126 4.40E-02 42.24 1625100

34223 MRPILMK 2 Oxidation (M) _M(ox)RPILM(ox)K_ B6SSB6_MAIZE 3 307.50672 919.49833 1.4714 -0.15842 1.2858 28.382 28.382 8.66E-01 6.73 113020

34224 MRPILMK Oxidation (M) _M(ox)RPILMK_ B6SSB6_MAIZE 2 452.75898 903.50341 -0.05999 -1.2375 -1.3266 37.113 37.113 2.77E-01 20.88 209650

34225 MRPILMK Oxidation (M) _M(ox)RPILMK_ B6SSB6_MAIZE 3 302.17508 903.50341 1.4222 37.069 37.069 2.56E-01 17.68

34226 MSAMDSSSR Unmodified _MSAMDSSSR_ B6T556_MAIZE 2 486.19968 970.38482 -0.049654 -0.26301 -0.33322 29.461 29.461 1.01E-02 32.69 57834
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34227 MSASELLNHPFLK Unmodified _MSASELLNHPFLK_ O49975_MAIZE 3 496.26227 1485.765 0.023036 -0.28533 -0.28337 85.788 85.788 1.60E-02 18.16 316900

34228 MSCPAMAQLLSNTLYYK Oxidation (M) _M(ox)SCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 1003.9728 2005.9311 1.2445 1.6796 2.9073 104.15 104.15 1.37E-17 58.72 236980

34229 MSCPAMAQLLSNTLYYK Oxidation (M) _M(ox)SCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 1003.9728 2005.9311 1.2172 1.9913 3.1916 104.81 104.81 7.46E-02 4.23 127660

34230 MSCPAMAQLLSNTLYYK Oxidation (M) _M(ox)SCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 1003.9728 2005.9311 1.3905 2.6309 4.0038 104.4 104.4 1.91E-01 0.86 63150

34231 MSCPAMAQLLSNTLYYK Oxidation (M) _MSCPAM(ox)AQLLSNTLYYK_ B4FRQ7_MAIZE 2 1003.9728 2005.9311 1.1839 -0.078578 1.0907 86.819 86.819 1.43E-21 70.89 264340

34232 MSCPAMAQLLSNTLYYK Oxidation (M) _M(ox)SCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 1003.9728 2005.9311 1.2246 1.3103 2.5185 105.87 105.87 6.43E-43 108.49 1086500

34233 MSCPAMAQLLSNTLYYK Unmodified _MSCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 995.97539 1989.9362 1.2375 -0.60921 0.61166 110.15 110.15 1.54E-12 66.46 384430

34234 MSCPAMAQLLSNTLYYK Unmodified _MSCPAMAQLLSNTLYYK_ B4FRQ7_MAIZE 2 995.97539 1989.9362 1.2309 0.29515 1.5091 112.33 112.33 1.54E-12 59.98 172330

34235 MSCPAMAQLLSNTLYYK 2 Oxidation (M) _M(ox)SCPAM(ox)AQLLSNTLYYK_ B4FRQ7_MAIZE 2 1011.9703 2021.9261 1.1111 -0.49931 0.59918 82.39 82.39 3.23E-86 105.2 2056400

34236 MSDLIYRPEDEVLAELENFK Oxidation (M) _M(ox)SDLIYRPEDEVLAELENFK_ Q94F77_MAIZE 3 809.72979 2426.1675 0.99882 -0.13129 0.8484 119.53 119.53 7.26E-03 26 149810

34237 MSDLIYRPEDEVLAELENFK Oxidation (M) _M(ox)SDLIYRPEDEVLAELENFK_ Q94F77_MAIZE 3 809.72979 2426.1675 1.0747 0.82497 1.8788 120.62 120.62 1.69E-03 27.31 92879

34238 MSDLIYRPEDEVLAELENFK Oxidation (M) _M(ox)SDLIYRPEDEVLAELENFK_ Q94F77_MAIZE 3 809.72979 2426.1675 1.03 0.37135 1.3819 120.97 120.97 1.31E-21 50.14 694150

34239 MSDPGLIR Oxidation (M) _M(ox)SDPGLIR_ B4FQA2_MAIZE 2 452.73148 903.4484 -0.074729 -0.031069 -0.11568 44.505 44.505 1.90E-02 42.08 8878600

34240 MSDPGLIR Oxidation (M) _M(ox)SDPGLIR_ B4FQA2_MAIZE 2 452.73148 903.4484 0.021646 0.52125 0.53311 41.939 41.939 5.06E-02 31.38 382970

34241 MSDPGLIR Unmodified _MSDPGLIR_ B4FQA2_MAIZE 2 444.73402 887.45349 -0.031727 0.22709 0.181 53.359 53.359 5.06E-02 34.93 3201500

34242 MSETMDNFER 2 Oxidation (M) _M(ox)SETM(ox)DNFER_ Q84LS4_MAIZE 2 646.2501 1290.4857 0.39321 -0.20257 0.18231 36.313 36.313 4.06E-05 45.28 1222200

34243 MSETMDNFER Oxidation (M) _MSETM(ox)DNFER_ Q84LS4_MAIZE 2 638.25265 1274.4907 0.41556 -0.18005 0.22473 43.091 43.091 4.20E-02 60.38 418370

34244 MSETMDNFER Oxidation (M) _M(ox)SETMDNFER_ Q84LS4_MAIZE 2 638.25265 1274.4907 0.37521 -0.2334 0.13118 49.48 49.48 4.40E-05 55.73 536890

34245 MSETMDNFER Unmodified _MSETMDNFER_ Q84LS4_MAIZE 2 630.25519 1258.4958 0.35602 -0.035379 0.30486 56.176 56.176 1.84E-04 76.06 586030

34246 MSILNTAGSGK Oxidation (M) _M(ox)SILNTAGSGK_ B5AMJ8_MAIZE 2 547.77916 1093.5438 -0.002201 0.20562 0.19057 40.954 40.954 4.48E-03 31.15 193830

34247 MSILNTAGSGK Oxidation (M) _M(ox)SILNTAGSGK_ B5AMJ8_MAIZE 2 547.77916 1093.5438 0.073001 0.073495 0.13433 42.909 42.909 3.57E-04 54.32 291560

34248 MSIVDEMYLASLINK 2 Oxidation (M) _M(ox)SIVDEM(ox)YLASLINK_ B6TJL6_MAIZE 2 879.93626 1757.858 1.1519 -0.71663 0.41629 103.2 103.2 1.12E-07 48.11 288510

34249 MSKDEADVSGDLSGLTDK Oxidation (M) _M(ox)SKDEADVSGDLSGLTDK_ B4FPD1_MAIZE 3 628.62281 1882.8466 0.31232 0.13318 0.44617 65.57 65.57 2.20E-01 22.37 71364

34250 MSKSGALDLASGLGGK Acetyl (Protein N-term) _(ac)MSKSGALDLASGLGGK_ P93852_MAIZE 2 767.4007 1532.7868 0.83432 -0.96396 -0.14363 118.45 118.45 1.81E-01 2.93 88199

34251 MSLGLPVAATVNCADNTGAK Unmodified _MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 995.49025 1988.9659 1.2255 0.30653 1.5317 83.635 83.635 4.56E-22 74.37 933810

34252 MSLGLPVAATVNCADNTGAK Unmodified _MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 995.49025 1988.9659 1.2127 -0.1248 1.088 84.112 84.112 9.41E-18 74.02 668940

34253 MSLGLPVAATVNCADNTGAK Unmodified _MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 995.49025 1988.9659 1.1823 -0.30709 0.87509 83.853 83.853 3.12E-37 106.66 340280

34254 MSLGLPVAATVNCADNTGAK Unmodified _MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 995.49025 1988.9659 1.1059 -0.48136 0.62495 85.346 85.346 3.46E-29 82.7 3105400

34255 MSLGLPVAATVNCADNTGAK Oxidation (M) _M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1003.4877 2004.9609 1.2194 -0.23056 0.99115 75.77 75.77 1.18E-02 39.44 36410

34256 MSLGLPVAATVNCADNTGAK Oxidation (M) _M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1003.4877 2004.9609 1.2237 -0.098672 1.1271 75.472 75.472 2.77E-53 95.02 761390

34257 MSLGLPVAATVNCADNTGAK Oxidation (M) _M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1003.4877 2004.9609 1.1304 -0.27619 0.85702 74.923 74.923 8.25E-66 122.11 854190

34258 MSLGLPVAATVNCADNTGAK Oxidation (M) _M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1003.4877 2004.9609 1.0861 -0.79724 0.29165 76.49 76.49 2.44E-47 115.09 6007200

34259 MSLGLPVAATVNCADNTGAK Oxidation (M) _M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 3 669.32756 2004.9609 0.47691 -0.38676 0.093555 76.497 76.497 2.76E-04 59.46 1196000

34260 MSLGLPVAATVNCADNTGAK Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)SLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1024.493 2046.9714 1.1658 -0.60335 0.56197 87.71 87.71 3.12E-37 99.47 302720
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34261 MSLGLPVAATVNCADNTGAK Acetyl (Protein N-term) _(ac)MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 2 1016.4955 2030.9765 1.1674 -0.15165 1.0132 88.051 88.051 4.84E-09 67.06 172020

34262 MSLGLPVAATVNCADNTGAK Acetyl (Protein N-term) _(ac)MSLGLPVAATVNCADNTGAK_ B4FGL4_MAIZE 3 677.99945 2030.9765 0.58402 0.29493 0.87574 88.048 88.048 3.07E-02 33.87 216970

34263 MSLLEWFANEYKK Unmodified _MSLLEWFANEYKK_ B4FQK5_MAIZE 3 553.61308 1657.8174 0.10677 -0.11778 -0.040033 114.14 114.14 1.28E-01 25.48 254960

34264 MSMNPFCEIAVEEALR 2 Oxidation (M) _M(ox)SM(ox)NPFCEIAVEEALR_ B6TPR6_MAIZE 2 964.93118 1927.8478 1.1611 -0.11134 1.0374 97.776 97.776 7.89E-44 75 371510

34265 MSMYPEACR 2 Oxidation (M) _M(ox)SM(ox)YPEACR_ B6TPA4_MAIZE 2 588.72775 1175.4409 0.13427 0.16489 0.28702 34.027 34.027 3.04E-03 30.72 1585100

34266 MSMYPEACR Oxidation (M) _MSM(ox)YPEACR_ B6TPA4_MAIZE 2 580.73029 1159.446 0.14031 -0.19598 -0.071293 39.511 39.511 3.38E-03 44.97 920520

34267 MSMYPEACR Oxidation (M) _M(ox)SMYPEACR_ B6TPA4_MAIZE 2 580.73029 1159.446 0.17085 -0.19943 -0.043115 43.734 43.734 7.35E-02 25.8 378950

34268 MSMYPEACR Unmodified _MSMYPEACR_ B6TPA4_MAIZE 2 572.73283 1143.4511 0.070672 0.15804 0.21038 52.451 52.451 3.32E-02 21.94 1682600

34269 MSPADLVSNWEVYYLNR Oxidation (M) _M(ox)SPADLVSNWEVYYLNR_ B4F916_MAIZE 2 1036.9909 2071.9673 1.2746 -1.4754 -0.2123 118.95 118.95 1.51E-07 38.91 107900

34270 MSPEAGPIMR 2 Oxidation (M) _M(ox)SPEAGPIM(ox)R_ B4FBF2_MAIZE 2 560.75991 1119.5053 0.046255 1.0132 1.0422 79.664 79.664 3.43E-01 1.19 304530

34271 MSPLVSELHLYDIANVK Oxidation (M) _M(ox)SPLVSELHLYDIANVK_ B4FFV3_MAIZE 3 649.00816 1944.0026 0.53533 0.29925 0.82093 96.218 96.218 1.19E-01 16.98 170740

34272 MSPLVSELHLYDIANVK Oxidation (M) _M(ox)SPLVSELHLYDIANVK_ B4FFV3_MAIZE 2 973.0086 1944.0026 1.2249 0.074506 1.2866 95.817 95.817 1.45E-38 98.71 527980

34273 MSPLVSELHLYDIANVK Oxidation (M) _M(ox)SPLVSELHLYDIANVK_ B4FFV3_MAIZE 3 649.00816 1944.0026 0.41014 0.098169 0.49515 95.895 95.895 4.63E-11 29.65 5094800

34274 MSPPELIK Oxidation (M) _M(ox)SPPELIK_ B4FPA0_MAIZE 2 465.75188 929.4892 -0.043365 0.73509 0.66538 49.051 49.051 3.57E-02 24.15 612500

34275 MSQMDILTGSAGEIR Unmodified _MSQMDILTGSAGEIR_ B4FHG3_MAIZE 2 804.88964 1607.7647 1.0025 -0.2562 0.73537 83.527 83.527 2.37E-16 88.67 282650

34276 MSQMDILTGSAGEIR Unmodified _MSQMDILTGSAGEIR_ B4FHG3_MAIZE 2 804.88964 1607.7647 0.9814 -0.48626 0.48392 84.388 84.388 2.40E-39 98.49 805680

34277 MSQMDILTGSAGEIR Unmodified _MSQMDILTGSAGEIR_ B4FHG3_MAIZE 2 804.88964 1607.7647 0.96382 -0.4606 0.49203 84.072 84.072 1.04E-33 103.47 4549300

34278 MSQMDILTGSAGEIR Oxidation (M) _M(ox)SQMDILTGSAGEIR_ B4FHG3_MAIZE 2 812.8871 1623.7596 1.0173 -0.94073 0.068104 78.601 78.601 6.50E-61 97.99 736120

34279 MSQMDILTGSAGEIR Oxidation (M) _MSQM(ox)DILTGSAGEIR_ B4FHG3_MAIZE 2 812.8871 1623.7596 0.94196 -0.60116 0.33302 71.644 71.644 6.53E-30 90.33 2231400

34280 MSQMDILTGSAGEIR Oxidation (M) _MSQM(ox)DILTGSAGEIR_ B4FHG3_MAIZE 2 812.8871 1623.7596 0.96919 -0.59131 0.36925 72.208 72.208 2.40E-39 89.29 3804900

34281 MSQMDILTGSAGEIR Oxidation (M) _M(ox)SQMDILTGSAGEIR_ B4FHG3_MAIZE 2 812.8871 1623.7596 0.97487 -0.50632 0.46053 78.481 78.481 6.50E-61 111.26 6730000

34282 MSQMDILTGSAGEIR Oxidation (M) _M(ox)SQMDILTGSAGEIR_ B4FHG3_MAIZE 3 542.26049 1623.7596 0.021309 0.29183 0.30337 78.484 78.484 1.00E+00 4.01 1031900

34283 MSQMDILTGSAGEIR 2 Oxidation (M) _M(ox)SQM(ox)DILTGSAGEIR_ B4FHG3_MAIZE 2 820.88455 1639.7546 0.98823 -0.22305 0.75898 66.11 66.11 5.91E-61 102.62 5418900

34284 MSQMDILTGSAGEIR 2 Oxidation (M) _M(ox)SQM(ox)DILTGSAGEIR_ B4FHG3_MAIZE 2 820.88455 1639.7546 0.98594 -0.49138 0.48898 66.549 66.549 1.39E-37 109.8 2653100

34285 MSQYFASLKPGDVVEVK Oxidation (M) _M(ox)SQYFASLKPGDVVEVK_ B6TCK3_MAIZE 3 638.66076 1912.9605 0.30767 0.26945 0.57562 77.119 77.119 5.01E-03 21.48 3457700

34286 MSQYFASLKPGDVVEVK Oxidation (M) _M(ox)SQYFASLKPGDVVEVK_ B6TCK3_MAIZE 2 957.4875 1912.9605 1.1497 0.039964 1.1887 77.085 77.085 2.17E-07 45.73 416370

34287 MSQYFASLKPGDVVEVK Unmodified _MSQYFASLKPGDVVEVK_ B6TCK3_MAIZE 3 633.32912 1896.9655 0.35276 -0.31978 0.030813 81.414 81.414 1.09E-02 22.85 1003400

34292 MSVDWAFSSGPAK Unmodified _MSVDWAFSSGPAK_ B6SLI2_MAIZE 2 691.82409 1381.6336 0.59228 -0.12791 0.46405 83.19 83.19 6.20E-03 37.85 722880

34293 MSVDWAFSSGPAK Oxidation (M) _M(ox)SVDWAFSSGPAK_ B6SLI2_MAIZE 2 699.82155 1397.6286 0.65533 0.82364 1.4805 73.9 73.9 5.66E-01 27.21 96373

34294 MTANFTEEDLK Unmodified _MTANFTEEDLK_ B6SNE0_MAIZE 2 649.80029 1297.586 0.48836 -0.047898 0.42512 62.847 62.847 1.47E-01 38.52 595040

34295 MTANFTEEDLK Unmodified _MTANFTEEDLK_ B6SNE0_MAIZE 2 649.80029 1297.586 0.29037 0.12961 0.40589 63.711 63.711 4.43E-05 60.07 1103300

34296 MTANFTEEDLK Oxidation (M) _M(ox)TANFTEEDLK_ B6SNE0_MAIZE 2 657.79774 1313.5809 0.2823 -0.11821 0.15296 55.89 55.89 5.66E-08 65.19 2090000

34297 MTEEIGEQVQIVGDDLLVTNPTR Oxidation (M) _M(ox)TEEIGEQVQIVGDDLLVTNPTR_ B6T3P9_MAIZE 2 1287.1418 2572.269 1.1247 0.090356 1.2189 105.38 105.38 5.36E-22 102.85 296370

34298 MTEEIGEQVQIVGDDLLVTNPTR Oxidation (M) _M(ox)TEEIGEQVQIVGDDLLVTNPTR_ B6T3P9_MAIZE 2 1287.1418 2572.269 1.205 -0.012957 1.1962 105.4 105.4 5.36E-22 89.13 220380
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34299 MTEEIGEQVQIVGDDLLVTNPTR Oxidation (M) _M(ox)TEEIGEQVQIVGDDLLVTNPTR_ B6T3P9_MAIZE 2 1287.1418 2572.269 1.2075 -0.005167 1.206 106.01 106.01 2.53E-26 130.11 471920

34315 MTLDFHTNK Unmodified _MTLDFHTNK_ B4FID1_MAIZE 3 369.51482 1105.5226 0.79912 0.38851 1.1854 53.876 53.876 5.45E-01 10.82 2553400

34316 MTLDFHTNK Unmodified _MTLDFHTNK_ B4FID1_MAIZE 3 369.51482 1105.5226 0.51401 -0.17567 0.33819 57.736 57.736 5.45E-01 10.8 1516100

34317 MTLDFHTNK Unmodified _MTLDFHTNK_ B4FID1_MAIZE 2 553.76859 1105.5226 0.025712 0.74064 0.76511 57.736 57.736 9.73E-03 59.07 278040

34318 MTLDFHTNK Oxidation (M) _M(ox)TLDFHTNK_ B4FID1_MAIZE 2 561.76605 1121.5175 -0.00022863 0.24231 0.24484 45.746 45.746 3.32E-02 24.37 435780

34319 MTLDFHTNK Oxidation (M) _M(ox)TLDFHTNK_ B4FID1_MAIZE 2 561.76605 1121.5175 0.027779 1.8794 1.9069 46.271 46.271 9.73E-03 44.59 351240

34320 MTLDFHTNK Oxidation (M) _M(ox)TLDFHTNK_ B4FID1_MAIZE 3 374.84646 1121.5175 0.47207 0.088058 0.56312 46.272 46.272 9.63E-01 10.7 1256500

34321 MTLDFHTNKK Unmodified _MTLDFHTNKK_ B4FID1_MAIZE 2 617.81607 1233.6176 0.38082 0.46427 0.83688 44.569 44.569 4.40E-02 23.44 677490

34322 MTLDFHTNKK Unmodified _MTLDFHTNKK_ B4FID1_MAIZE 3 412.21314 1233.6176 0.060137 -0.26141 -0.20718 48.947 48.947 1.26E-02 15.61 1287100

34323 MTLDFHTNKK Unmodified _MTLDFHTNKK_ B4FID1_MAIZE 2 617.81607 1233.6176 0.30025 -0.058752 0.23397 48.943 48.943 1.25E-02 29.08 152450

34324 MTLDFHTNKK Oxidation (M) _M(ox)TLDFHTNKK_ B4FID1_MAIZE 3 417.54478 1249.6125 0.032979 0.46133 0.48908 37.614 37.614 1.26E-02 15.01 499210

34325 MTLDFHTNKK Oxidation (M) _M(ox)TLDFHTNKK_ B4FID1_MAIZE 2 625.81353 1249.6125 0.34913 0.39571 0.74057 37.606 37.606 2.40E-01 19.19 56895

34326 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.98051 0.25083 1.2332 104.29 104.29 1.29E-01 26.4 8615.5

34327 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.92575 -1.2454 -0.31607 101.96 101.96 7.64E-09 44.1 167450

34328 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.94582 0.052104 1.0006 101.91 101.91 1.95E-13 64.7 282280

34329 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.92232 0.10646 1.0306 102.14 102.14 1.74E-50 80.24 2181100

34330 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.98449 0.37195 1.3579 101.66 101.66 7.64E-09 58.34 256940

34331 MTLFNIFGDDASPK Oxidation (M) _M(ox)TLFNIFGDDASPK_ B4G1Z4_MAIZE 2 786.37415 1570.7337 0.84607 -0.4504 0.39884 102.07 102.07 2.09E-30 81.83 2707700

34332 MTLFNIFGDDASPK Unmodified _MTLFNIFGDDASPK_ B4G1Z4_MAIZE 2 778.37669 1554.7388 0.97606 -2.5432 -1.5629 112.47 112.47 7.64E-09 69.59 142060

34333 MTLFNIFGDDASPK Unmodified _MTLFNIFGDDASPK_ B4G1Z4_MAIZE 2 778.37669 1554.7388 0.90944 -0.62651 0.28348 113.25 113.25 7.68E-22 84.08 1835200

34334 MTLFTGSSR Oxidation (M) _M(ox)TLFTGSSR_ Q8W0Q2_MAIZE 2 508.24749 1014.4804 -0.014289 0.10599 0.097257 47.342 47.342 2.03E-01 19.62 775450

34335 MTNNLSTESIFSR Oxidation (M) _M(ox)TNNLSTESIFSR_ B4F917_MAIZE 2 758.35903 1514.7035 0.85709 0.017375 0.86276 71.28 71.28 1.00E-11 80.76 880540

34336 MTNNLSTESIFSR Unmodified _MTNNLSTESIFSR_ B4F917_MAIZE 2 750.36157 1498.7086 0.87579 0.27643 1.1383 75.703 75.703 6.20E-03 59.69 316600

34337 MTPGSSAAGSGVVVPR Acetyl (Protein N-term),Oxidation (M) _(ac)M(ox)TPGSSAAGSGVVVPR_ B6TBV0_MAIZE 2 765.88267 1529.7508 0.82198 -0.013163 0.81918 64.589 64.589 7.01E-14 64.18 947870

34338 MTPNITDITQPAR Oxidation (M) _M(ox)TPNITDITQPAR_ B4FZU9_MAIZE 2 737.37194 1472.7293 0.79116 -0.066306 0.72121 67.291 67.291 2.50E-15 63.96 1655400

34339 MTPNITDITQPAR Unmodified _MTPNITDITQPAR_ B4FZU9_MAIZE 2 729.37448 1456.7344 0.78001 -0.26425 0.5108 72.273 72.273 6.20E-03 43.88 798920

34340 MTPNITDITQPAR Unmodified _MTPNITDITQPAR_ B4FZU9_MAIZE 2 729.37448 1456.7344 0.73811 0.072264 0.80542 72.183 72.183 2.61E-08 91.83 2361600

34341 MTSNFTEEDLK Oxidation (M) _M(ox)TSNFTEEDLK_ B6T8N8_MAIZE 2 665.7952 1329.5758 0.42798 0.12054 0.54039 58.237 58.237 3.57E-04 44.69 137480

34342 MTTDDVFLSFLPLAHILDR Oxidation (M) _M(ox)TTDDVFLSFLPLAHILDR_ B6UC45_MAIZE 3 740.71716 2219.1296 0.91991 0.75538 1.6789 127.75 127.75 1.57E-11 50.74 321620

34343 MTTPVLTSVVPGAGPLR Oxidation (M) _M(ox)TTPVLTSVVPGAGPLR_ B4FSU4_MAIZE 2 856.4742 1710.9338 1.0075 -0.18146 0.84179 83.343 83.343 1.54E-12 57.97 1591600

34344 MTVEYENCK Unmodified _MTVEYENCK_ B6SH83_MAIZE 2 587.24937 1172.4842 0.22304 0.12257 0.33255 43.611 43.611 1.12E-01 47.06 826660

34345 MTVEYENCK Unmodified _MTVEYENCK_ B6SH83_MAIZE 2 587.24937 1172.4842 0.23824 -0.28077 -0.053566 45.776 45.776 3.21E-03 44.98 324390

34346 MTVEYENCK Unmodified _MTVEYENCK_ B6SH83_MAIZE 2 587.24937 1172.4842 0.24888 -0.09164 0.14511 45.006 45.006 3.21E-03 48.92 275480

34347 MTVEYENCK Unmodified _MTVEYENCK_ B6SH83_MAIZE 2 587.24937 1172.4842 0.12547 -0.34337 -0.22851 45.866 45.866 3.21E-03 60.89 3895700
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34348 MTVEYENCK Oxidation (M) _M(ox)TVEYENCK_ B6SH83_MAIZE 2 595.24683 1188.4791 0.27194 0.050853 0.31298 35.758 35.758 1.01E-02 31.93 362370

34349 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 1.0326 0.18797 1.2015 10.563 10.563 9.46E-01 11.6 11050

34350 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 1.2317 -0.33482 0.87783 10.623 10.623 2.64E-01 20.9 52206

34351 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 1.1501 0.30067 1.4302 10.741 10.741 5.26E-01 15.91 74829

34352 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 1.2111 -0.64667 0.54855 16.518 16.518 9.46E-01 10.63 14285

34353 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 1.1624 0.004272 1.1494 9.8242 9.8242 5.26E-01 12.38 43547

34354 MVAQAR Oxidation (M) _M(ox)VAQAR_ B6U4D6_MAIZE 2 346.18142 690.34829 0.96516 0.44756 1.3937 10.465 10.465 2.64E-01 22.79 23843

34355 MVAQAR Unmodified _MVAQAR_ B6U4D6_MAIZE 2 338.18397 674.35338 1.1444 -0.37847 0.74201 15.323 15.323 9.46E-01 18.19 11733

34356 MVAQAR Unmodified _MVAQAR_ B6U4D6_MAIZE 2 338.18397 674.35338 1.2757 0.17337 1.4228 16.56 16.56 1.00E+00 12.73 54060

34357 MVAQAR Unmodified _MVAQAR_ B6U4D6_MAIZE 2 338.18397 674.35338 1.2516 0.12889 1.3539 14.922 14.922 1.00E+00 9.61 51764

34358 MVAQAR Unmodified _MVAQAR_ B6U4D6_MAIZE 2 338.18397 674.35338 1.4089 -0.52269 0.86213 15.943 15.943 1.00E+00 8.8 10933

34359 MVDADGKVENEKEK Unmodified _MVDADGKVENEKEK_ B6U752_MAIZE 3 531.25926 1590.7559 0.097751 -0.78784 -0.70847 30.369 30.369 4.14E-01 8.6 19201

34360 MVEAYLVAHPDEFA Oxidation (M) _M(ox)VEAYLVAHPDEFA_ B6SQM6_MAIZE 2 804.37415 1606.7337 0.88676 -0.44318 0.43673 84.177 84.177 9.13E-21 55.38 357670

34361 MVEEADKFAK Oxidation (M) _M(ox)VEEADKFAK_ B6UFB3_MAIZE 2 592.28681 1182.5591 0.28627 -0.12126 0.14589 36.797 36.797 4.33E-06 56.93 136450

34362 MVEEADKFAK Oxidation (M) _M(ox)VEEADKFAK_ B6UFB3_MAIZE 2 592.28681 1182.5591 0.29447 0.067916 0.34214 37.466 37.466 4.33E-06 40.86 196120

34363 MVEEADKFAK Unmodified _MVEEADKFAK_ B6UFB3_MAIZE 2 584.28936 1166.5642 0.27603 -0.3378 -0.085397 44.686 44.686 1.84E-04 49.95 279480

34364 MVEEEITEGLK Oxidation (M) _M(ox)VEEEITEGLK_ B6SR23_MAIZE 2 647.31577 1292.617 0.41432 0.65846 1.0528 65.163 65.163 3.60E-06 31.79 226420

34365 MVEIMINQASTCDLK 2 Oxidation (M) _M(ox)VEIM(ox)INQASTCDLK_ B4FAV3_MAIZE 2 892.915 1783.8154 1.1268 -0.50404 0.61831 68.538 68.538 1.22E-47 88.27 292850

34366 MVEPGHLDQLLHPQFENPSAYK Oxidation (M) _M(ox)VEPGHLDQLLHPQFENPSAYK_ PPDK1_MAIZE 4 642.31533 2565.2322 0.4739 -0.15245 0.31503 86.091 86.091 1.22E-04 12.57 630410

34367 MVFVTLPTIK Oxidation (M) _M(ox)VFVTLPTIK_ B6TF16_MAIZE 2 582.83849 1163.6624 0.161 0.36843 0.53831 75.592 75.592 3.38E-02 12.55 734580

34368 MVGDQVAQWYPYDIK Oxidation (M) _M(ox)VGDQVAQWYPYDIK_ B6TWC4_MAIZE 2 914.93236 1827.8502 1.1997 0.17083 1.3714 91.649 91.649 1.26E-03 37.95 19764

34369 MVGFAPLTSR Oxidation (M) _M(ox)VGFAPLTSR_ B4FN29_MAIZE 2 547.78678 1093.559 0.14007 1.3121 1.4541 66.191 66.191 1.00E+00 10.39 635240

34370 MVGFAPLTSR Unmodified _MVGFAPLTSR_ B4FN29_MAIZE 2 539.78933 1077.5641 -0.0011064 0.26225 0.26228 73.782 73.782 2.81E-03 28.95 3338900

34371 MVGHYWLR Oxidation (M) _M(ox)VGHYWLR_ B6TAY2_MAIZE 3 359.84813 1076.5226 0.83082 0.51574 1.3425 54.778 54.778 1.88E-01 32.01 1032900

34372 MVGVYELK Unmodified _MVGVYELK_ B4FMF7_MAIZE 2 469.75442 937.49429 -0.021382 0.41316 0.37874 63.627 63.627 3.77E-01 14.99 578750

34373 MVGVYELK Unmodified _MVGVYELK_ B4FMF7_MAIZE 2 469.75442 937.49429 -0.13213 0.10443 -0.040669 63.943 63.943 1.90E-02 43.21 2916500

34374 MVGYALQAADILAK Oxidation (M) _M(ox)VGYALQAADILAK_ B6TKX6_MAIZE 2 740.39743 1478.7803 0.7707 0.13753 0.88844 88.348 88.348 1.74E-50 88.57 230460

34375 MVGYALQAADILAK Oxidation (M) _M(ox)VGYALQAADILAK_ B6TKX6_MAIZE 2 740.39743 1478.7803 0.8705 0.49386 1.3437 87.998 87.998 8.88E-56 76.45 284580

34376 MVGYALQAADILAK Oxidation (M) _M(ox)VGYALQAADILAK_ B6TKX6_MAIZE 2 740.39743 1478.7803 0.80456 -0.2546 0.53052 87.788 87.788 1.74E-50 85.52 291900

34377 MVGYALQAADILAK Oxidation (M) _M(ox)VGYALQAADILAK_ B6TKX6_MAIZE 2 740.39743 1478.7803 0.82406 0.18382 0.9877 88.184 88.184 7.64E-09 56.18 471170

34378 MVGYALQAADILAK Oxidation (M) _M(ox)VGYALQAADILAK_ B6TKX6_MAIZE 2 740.39743 1478.7803 0.77564 -0.29606 0.46069 87.929 87.929 2.07E-117 85.41 4759300

34379 MVGYALQAAEILSK Oxidation (M) _M(ox)VGYALQAAEILSK_ Q9ZQY2_MAIZE 2 755.40271 1508.7909 0.82202 0.10659 0.90675 90.057 90.057 1.06E-98 98.94 2786700

34380 MVGYALQAAEILSK Unmodified _MVGYALQAAEILSK_ Q9ZQY2_MAIZE 2 747.40525 1492.796 0.79496 0.18785 0.95799 96.889 96.889 8.77E-41 101.71 1867900

34381 MVHNGIEYGDMQLIAEAYDVLK 2 Oxidation (M) _M(ox)VHNGIEYGDM(ox)QLIAEAYDVLK_ O81237_MAIZE 3 847.73818 2540.1927 1.0275 -0.12968 0.88864 109.12 109.12 2.65E-03 34.2 274720
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34382 MVHNGIEYGDMQLIAEAYDVLK 2 Oxidation (M) _M(ox)VHNGIEYGDM(ox)QLIAEAYDVLK_ O81237_MAIZE 3 847.73818 2540.1927 1.167 -0.42444 0.73294 109.93 109.93 2.00E-03 30.75 139260

34383 MVHNGIEYGDMQLIAEAYDVLK 2 Oxidation (M) _M(ox)VHNGIEYGDM(ox)QLIAEAYDVLK_ O81237_MAIZE 3 847.73818 2540.1927 1.0963 -0.11805 0.96918 110.38 110.38 1.59E-04 59.67 748990

34384 MVHNGIEYGDMQLIAEAYDVLK Oxidation (M) _MVHNGIEYGDM(ox)QLIAEAYDVLK_ O81237_MAIZE 3 842.40654 2524.1978 1.1005 0.008655 1.0972 121.84 121.84 2.33E-02 26.17 444660

34385 MVHNGIEYGDMQLISEAYDVLK 2 Oxidation (M) _M(ox)VHNGIEYGDM(ox)QLISEAYDVLK_ B4FSV6_MAIZE 3 853.06982 2556.1876 1.1127 -0.013138 1.0915 105.97 105.97 2.65E-03 32.64 420180

34386 MVINHLDK Oxidation (M) _M(ox)VINHLDK_ B6TJR6_MAIZE 3 329.17603 984.50625 1.4346 -0.049254 1.3747 30.659 30.659 1.00E+00 9.58 80206

34387 MVINHLDK Oxidation (M) _M(ox)VINHLDK_ B6TJR6_MAIZE 2 493.2604 984.50625 0.078804 0.52565 0.59148 30.622 30.622 3.77E-01 7.27 43743

34388 MVINHLDK Oxidation (M) _M(ox)VINHLDK_ B6TJR6_MAIZE 2 493.2604 984.50625 -0.13156 -0.93721 -1.0781 29.339 29.339 1.00E+00 1.75 21309

34389 MVINHLDK Unmodified _MVINHLDK_ B6TJR6_MAIZE 3 323.84439 968.51134 1.4285 0.42228 1.8321 38.991 38.991 1.05E-01 29.46 2006800

34390 MVINHLDK Unmodified _MVINHLDK_ B6TJR6_MAIZE 2 485.26294 968.51134 -0.16206 -4.4395 -4.608 39.152 39.152 1.00E+00 0.42 383500

34391 MVINHLDK Unmodified _MVINHLDK_ B6TJR6_MAIZE 3 323.84439 968.51134 0.67113 38.852 38.852 3.43E-01 16.24

34392 MVINHLDK Unmodified _MVINHLDK_ B6TJR6_MAIZE 3 323.84439 968.51134 1.2906 40.723 40.723 3.43E-01 13.28

34393 MVIPDALK Unmodified _MVIPDALK_ B4FAM6_MAIZE 2 443.75696 885.49937 0.048373 0.22613 0.25601 69.111 69.111 3.77E-01 21.73 4023400

34394 MVIPDALK Unmodified _MVIPDALK_ B4FAM6_MAIZE 2 443.75696 885.49937 0.015041 0.2898 0.28562 69.567 69.567 1.65E-01 17.85 2335500

34395 MVIPDALK Oxidation (M) _M(ox)VIPDALK_ B4FAM6_MAIZE 2 451.75442 901.49429 -0.10815 1.3467 1.2211 57.445 57.445 1.65E-01 12.25 319820

34396 MVIPDALK Oxidation (M) _M(ox)VIPDALK_ B4FAM6_MAIZE 2 451.75442 901.49429 0.036831 0.40983 0.43294 58.503 58.503 1.06E-01 11.27 371700

34397 MVIPDALK Oxidation (M) _M(ox)VIPDALK_ B4FAM6_MAIZE 2 451.75442 901.49429 0.021311 0.59568 0.60175 59.118 59.118 4.76E-01 15.77 344680

34398 MVIPDALK Oxidation (M) _M(ox)VIPDALK_ B4FAM6_MAIZE 2 451.75442 901.49429 -0.051641 0.33907 0.27278 57.734 57.734 3.03E-02 30.9 5070400

34399 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.042815 -0.28217 -0.33403 48.499 48.499 1.62E-03 40.22 2180600

34400 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.17396 0.23396 0.050217 48.499 48.499 1.25E-02 45.23 423570

34401 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.040283 -0.13195 -0.18266 50.832 50.832 1.62E-03 34.15 743400

34402 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.10383 -0.11155 -0.22583 50.851 50.851 1.62E-03 45.8 1242300

34403 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.084403 -0.37647 -0.46923 50.606 50.606 1.62E-03 41.57 8062000

34404 MVITAAGNVK Unmodified _MVITAAGNVK_ B4F932_MAIZE 2 502.28388 1002.5532 -0.034305 1.7481 1.7007 58.493 58.493 7.11E-01 3.37 3255100

34405 MVITAAGNVK Oxidation (M) _M(ox)VITAAGNVK_ B4F932_MAIZE 2 510.28133 1018.5481 -0.16424 -0.74268 -0.91216 37.985 37.985 2.81E-03 25.26 334390

34406 MVITAAGNVK Oxidation (M) _M(ox)VITAAGNVK_ B4F932_MAIZE 2 510.28133 1018.5481 -0.090039 -1.0903 -1.1849 40.68 40.68 1.84E-04 35.72 501280

34407 MVITAAGNVK Oxidation (M) _M(ox)VITAAGNVK_ B4F932_MAIZE 2 510.28133 1018.5481 -0.012315 -0.9007 -0.91769 39.923 39.923 1.84E-04 31.16 383390

34408 MVITAAGNVK Oxidation (M) _M(ox)VITAAGNVK_ B4F932_MAIZE 2 510.28133 1018.5481 -0.062443 -0.73025 -0.79754 40.665 40.665 6.39E-04 38.09 1025100

34409 MVITAAGNVK Oxidation (M) _M(ox)VITAAGNVK_ B4F932_MAIZE 2 510.28133 1018.5481 -0.054476 -0.25247 -0.31209 40.327 40.327 5.26E-05 55.82 2522000

34410 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 3 360.18318 1077.5277 0.96876 -0.39667 0.56598 51.953 51.953 1.00E+00 6.38 764630

34411 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 3 360.18318 1077.5277 0.80906 0.19848 1.0013 52.143 52.143 3.28E-02 24.72 580540

34412 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 3 360.18318 1077.5277 0.93539 0.2861 1.2155 54.262 54.262 3.02E-01 28.03 730930

34413 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 2 539.77113 1077.5277 0.06682 54.205 54.205 4.66E-02 37.81

34414 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 3 360.18318 1077.5277 0.8947 0.47582 1.363 53.58 53.58 3.28E-02 32.19 468430

34415 MVLDDWKR Oxidation (M) _M(ox)VLDDWKR_ B6T7G7_MAIZE 3 360.18318 1077.5277 0.91465 0.1379 1.0456 54.038 54.038 7.62E-02 23.48 2140500
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34416 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 3 354.85154 1061.5328 1.0101 0.096137 1.0974 61.226 61.226 3.14E-02 36.79 3958400

34417 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 3 354.85154 1061.5328 0.88941 -0.33265 0.54862 61.769 61.769 2.91E-02 39 383950

34418 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 3 354.85154 1061.5328 1.0146 -0.01364 0.9923 63.173 63.173 1.37E-01 26.57 632690

34419 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 3 354.85154 1061.5328 1.006 -0.62452 0.37307 62.547 62.547 1.00E+00 16.78 428660

34420 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 3 354.85154 1061.5328 0.98578 -0.13631 0.84111 62.965 62.965 1.00E+00 16.08 4362200

34421 MVLDDWKR Unmodified _MVLDDWKR_ B6T7G7_MAIZE 2 531.77368 1061.5328 -0.046098 -0.14479 -0.19985 62.937 62.937 2.92E-02 50.19 922930

34422 MVLPGDNVTANFELISPVPLEPGQR Oxidation (M) _M(ox)VLPGDNVTANFELISPVPLEPGQR_ B4FVB2_MAIZE 3 903.80206 2708.3844 1.1118 -1.9755 -0.8606 113.42 113.42 2.22E-01 6.02 144230

34423 MVLPGDNVTANFELISPVPLEPGQR Oxidation (M) _M(ox)VLPGDNVTANFELISPVPLEPGQR_ B4FVB2_MAIZE 3 903.80206 2708.3844 1.1841 -0.034418 1.1506 113.49 113.49 3.14E-02 0.46 69583

34424 MVLPGDNVTANFELISPVPLEPGQR Oxidation (M) _M(ox)VLPGDNVTANFELISPVPLEPGQR_ B4FVB2_MAIZE 3 903.80206 2708.3844 1.1337 -1.4401 -0.30396 113.99 113.99 4.19E-09 28.47 1483200

34425 MVLPGDNVTANFELISPVPLEPGQR Oxidation (M) _M(ox)VLPGDNVTANFELISPVPLEPGQR_ B4FVB2_MAIZE 2 1355.1995 2708.3844 1.2002 -0.46683 0.7343 113.98 113.98 1.26E-23 87.61 367700

34426 MVLPGDNVTANFELISPVPLEPGQR Oxidation (M) _M(ox)VLPGDNVTANFELISPVPLEPGQR_ B4FVB2_MAIZE 3 903.80206 2708.3844 1.189 0.71357 1.9018 113.37 113.37 7.59E-08 20.18 497930

34427 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.49047 -0.79516 -0.32104 50.746 50.746 9.46E-01 30 4850600

34428 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.36825 0.037943 0.38889 50.968 50.968 2.64E-01 29.82 568790

34429 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.50868 -0.24993 0.24154 53.028 53.028 5.26E-01 32.73 624390

34430 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.46747 0.13587 0.58503 52.329 52.329 2.78E-01 34.53 441790

34431 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.45596 -0.17224 0.26765 53.126 53.126 5.26E-01 28.37 341770

34432 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.49766 -0.53143 -0.051177 52.813 52.813 2.78E-01 33.33 1540200

34433 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.43679 -0.60428 -0.18445 53.285 53.285 2.78E-01 33.15 15784000

34434 MVLQMR Unmodified _MVLQMR_ B4FTD2_MAIZE 2 389.20913 776.4037 0.53956 -0.2465 0.27591 51.196 51.196 2.64E-01 26.94 814050

34435 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.39513 -0.065941 0.31946 50.75 50.75 2.39E-01 17.22 1210100

34436 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.21147 0.50524 0.70588 24.024 24.024 5.26E-01 13.22 8292.2

34437 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.39631 -1.5902 -1.1994 25.886 25.886 1.00E+00 4.58 19345

34438 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.42317 -1.3783 -0.96152 25.462 25.462 5.26E-01 9.5 16106

34439 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.42907 -0.49752 -0.077052 26.096 26.096 5.26E-01 18.35 19864

34440 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.43721 0.085776 0.51535 25.583 25.583 1.00E+00 11.2 11150

34441 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 3.6171 26.147 26.147 2.89E-01 14.01

34442 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.46439 -0.36249 0.094113 26.294 26.294 9.46E-01 8.1 13189

34443 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.44012 -0.14478 0.28778 26.917 26.917 2.64E-01 27.74 13703

34444 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.33062 -0.94678 -0.62335 26.265 26.265 2.64E-01 26.96 212750

34445 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.31448 -0.81813 -0.51129 26.926 26.926 4.41E-03 29.53 288820
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34446 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.48408 -0.57185 -0.095948 25.07 25.07 2.64E-01 20.81 37138

34447 MVLQMR 2 Oxidation (M) _M(ox)VLQM(ox)R_ B4FTD2_MAIZE 2 405.20404 808.39353 0.49651 -0.71287 -0.22381 25.671 25.671 2.64E-01 17.07 33132

34448 MVLQMR Oxidation (M) _MVLQM(ox)R_ B4FTD2_MAIZE 2 397.20658 792.39862 0.39708 -0.53227 -0.14806 37.575 37.575 6.90E-01 21.91 603610

34449 MVLQMR Oxidation (M) _MVLQM(ox)R_ B4FTD2_MAIZE 2 397.20658 792.39862 0.36854 -0.84777 -0.4908 38.135 38.135 4.12E-01 26.07 651700

34450 MVMAVSCAK Unmodified _MVMAVSCAK_ B6SWZ4_MAIZE 2 498.73739 995.46022 0.00476 0.22904 0.22756 46.834 46.834 3.39E-01 4.17 332650

34451 MVMLAK 2 Oxidation (M) _M(ox)VM(ox)LAK_ B6TGG2_MAIZE 2 362.69024 723.36592 0.83438 -0.50153 0.31575 27.86 27.86 7.80E-01 10.18 215790

34452 MVMLAK 2 Oxidation (M) _M(ox)VM(ox)LAK_ B6TGG2_MAIZE 2 362.69024 723.36592 0.85441 -0.73654 0.10071 29.193 29.193 2.70E-01 10.94 210300

34453 MVMLAK Oxidation (M) _M(ox)VMLAK_ B6TGG2_MAIZE 2 354.69278 707.371 0.94323 -1.1293 -0.2072 34.524 34.524 2.43E-01 25.6 284490

34454 MVMLAK Oxidation (M) _MVM(ox)LAK_ B6TGG2_MAIZE 2 354.69278 707.371 0.87965 -0.12274 0.73294 37.928 37.928 2.76E-01 24.65 699120

34455 MVMLAK Oxidation (M) _MVM(ox)LAK_ B6TGG2_MAIZE 2 354.69278 707.371 0.9139 -0.14253 0.74674 39.414 39.414 2.76E-01 24.51 759550

34456 MVMLAK Unmodified _MVMLAK_ B6TGG2_MAIZE 2 346.69532 691.37609 0.91603 2.2754 3.1543 45.742 45.742 5.26E-01 18.06 13260000

34457 MVMSGAAPMGK Unmodified _MVMSGAAPMGK_ B4FQP4_MAIZE 2 540.25595 1078.4973 0.031705 0.148 0.16709 49.117 49.117 4.48E-03 47.78 2866900

34458 MVMSGAAPMGK Unmodified _MVMSGAAPMGK_ B4FQP4_MAIZE 2 540.25595 1078.4973 -0.010166 -0.26836 -0.28954 51.388 51.388 3.60E-06 57.92 406410

34459 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VM(ox)SGAAPMGK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.1033 0.06634 0.16411 49.119 49.119 2.27E-02 35.5 713010

34460 MVMSGAAPMGK 2 Oxidation (M) _MVM(ox)SGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.055754 -0.118 -0.067166 25.99 25.99 8.77E-01 4.32 5022.1

34461 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VMSGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.031908 0.2386 0.26461 29.608 29.608 1.67E-02 14.88 21050

34462 MVMSGAAPMGK 2 Oxidation (M) _MVM(ox)SGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.19179 0.12954 0.31579 28.499 28.499 4.96E-02 46.89 10418

34463 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VMSGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.22006 0.5888 0.80256 33.134 33.134 1.67E-02 34.68 46154

34464 MVMSGAAPMGK 2 Oxidation (M) _MVM(ox)SGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.26352 -0.64105 -0.38231 27.782 27.782 4.96E-02 21.21 5880.1

34465 MVMSGAAPMGK 2 Oxidation (M) _MVM(ox)SGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.23198 -0.41095 -0.1832 28.41 28.41 1.67E-02 30.09 24990

34466 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VM(ox)SGAAPMGK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.19516 -1.1404 -0.9478 31.4 31.4 1.94E-04 27.21 33506

34467 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VM(ox)SGAAPMGK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.2187 -0.42176 -0.20797 31.991 31.991 4.96E-02 16.43 52416

34468 MVMSGAAPMGK 2 Oxidation (M) _M(ox)VMSGAAPM(ox)GK_ B4FQP4_MAIZE 2 556.25086 1110.4872 0.17667 0.32746 0.49787 32.987 32.987 3.57E-04 31.8 112810

34469 MVMSGAAPMGK Oxidation (M) _MVMSGAAPM(ox)GK_ B4FQP4_MAIZE 2 548.25341 1094.4923 0.0055262 -0.30975 -0.31261 38.32 38.32 3.83E-01 10.67 68204

34470 MVMSGAAPMGK Oxidation (M) _MVM(ox)SGAAPMGK_ B4FQP4_MAIZE 2 548.25341 1094.4923 0.1058 0.20887 0.3052 38.385 38.385 3.57E-04 41.14 162930

34471 MVMSGAAPMGK Oxidation (M) _MVMSGAAPM(ox)GK_ B4FQP4_MAIZE 2 548.25341 1094.4923 -0.0040524 -2.2452 -2.2544 41.119 41.119 3.57E-04 51.62 693600

34472 MVMSGAAPMGK Oxidation (M) _M(ox)VMSGAAPMGK_ B4FQP4_MAIZE 2 548.25341 1094.4923 0.10932 -0.86925 -0.76668 43.455 43.455 4.48E-03 30.17 336760

34473 MVMSGAAPMGK 3 Oxidation (M) _M(ox)VM(ox)SGAAPM(ox)GK_ B4FQP4_MAIZE 2 564.24832 1126.4821 0.27604 -0.007388 0.26711 20.733 20.733 2.44E-02 21.4 14826

34474 MVNHFVEEFK Oxidation (M) _M(ox)VNHFVEEFK_ B4FSP6_MAIZE 3 432.54115 1294.6016 0.13291 0.19513 0.32691 62.899 62.899 2.94E-01 3.25 329900

34475 MVNHFVEEFK Oxidation (M) _M(ox)VNHFVEEFK_ B4FSP6_MAIZE 3 432.54115 1294.6016 0.05213 0.31405 0.36406 62.643 62.643 2.94E-01 17.99 1214500

34476 MVNHFVEEFK Unmodified _MVNHFVEEFK_ B4FSP6_MAIZE 3 427.20951 1278.6067 0.02169 0.063767 0.081362 67.468 67.468 5.86E-01 2.87 619850

34477 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.11561 0.16675 0.28599 52.061 52.061 1.26E-02 14.13 3878900

34478 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.43708 0.16212 0.60241 52.057 52.057 4.33E-06 36.88 2671400

34479 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.14757 -0.032686 0.11779 57.783 57.783 1.00E+00 1.38 1040300
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34480 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 -0.088102 0.26712 0.18342 56.275 56.275 2.94E-01 19.95 187570

34481 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.37031 -0.32579 0.05006 56.272 56.272 1.00E+00 4.51 49850

34482 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.4314 -0.14091 0.29569 53.119 53.119 4.33E-06 44.79 1843200

34483 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 -0.019714 0.10259 0.086673 53.133 53.133 2.83E-03 23 4016700

34484 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.07327 -0.027391 0.048588 54.853 54.853 2.83E-03 22.09 6370300

34485 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.42301 -0.18973 0.23765 54.851 54.851 6.37E-13 44.96 3716000

34486 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.031427 -0.006098 0.028632 54.214 54.214 1.26E-02 22.78 8847400

34487 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.42586 -0.14756 0.28202 54.196 54.196 6.37E-13 41.48 4528900

34488 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 -0.06636 -0.061548 -0.12253 54.842 54.842 5.02E-04 27.83 19960000

34489 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.34611 -0.23316 0.11838 54.832 54.832 1.64E-08 49.3 10764000

34490 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.051485 0.049768 0.10425 60.117 60.117 5.86E-01 13.26 1187800

34491 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.47147 0.40381 0.87897 60.158 60.158 1.62E-03 51.28 555690

34492 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.47334 -0.10748 0.36943 54.299 54.299 6.39E-04 28.64 485390

34493 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.058978 0.21182 0.27441 54.921 54.921 1.26E-02 9.57 920110

34494 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 0.12113 0.3293 0.45461 53.396 53.396 1.67E-03 26.63 2956700

34495 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 2 647.81607 1293.6176 0.39618 -0.09355 0.30703 53.389 53.389 6.39E-04 25.34 1147900

34496 MVNHFVQEFK Oxidation (M) _M(ox)VNHFVQEFK_ HSP70_MAIZE 3 432.21314 1293.6176 -0.078889 1.3972 1.3193 57.098 57.098 1.25E-01 19.03 198480

34497 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 2 639.81862 1277.6227 0.39821 0.046327 0.44545 57.784 57.784 2.81E-03 44.52 4020800

34498 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.12934 -0.30746 -0.1762 57.786 57.786 4.03E-05 36.75 11472000

34499 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.0098637 0.26747 0.27896 59.049 59.049 2.99E-03 30.67 1785400

34500 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 2 639.81862 1277.6227 0.34344 -0.33208 0.014085 59.071 59.071 1.84E-04 45.56 479630

34501 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.13294 -0.004066 0.1308 60.249 60.249 2.99E-03 35.85 4802700

34502 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 2 639.81862 1277.6227 0.39797 0.32389 0.72371 60.238 60.238 1.84E-04 46.76 1254100

34503 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.090521 0.082539 0.17451 59.653 59.653 2.99E-03 30.67 4159900

34504 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 2 639.81862 1277.6227 0.42901 -0.27124 0.16004 59.652 59.652 1.84E-04 43.13 971260

34505 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 2 639.81862 1277.6227 0.3559 0.30944 0.66726 60.168 60.168 1.62E-03 41.85 3489900

34506 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 -0.00042762 -0.22123 -0.22009 60.169 60.169 1.67E-03 31.31 14316000

34507 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.15417 0.25177 0.40787 59.801 59.801 5.86E-01 9.02 1359000

34508 MVNHFVQEFK Unmodified _MVNHFVQEFK_ HSP70_MAIZE 3 426.8815 1277.6227 0.13394 0.016923 0.15287 60.183 60.183 2.99E-03 26 676940

34509 MVNNIR Unmodified _MVNNIR_ B4G0K5_MAIZE 2 373.70252 745.39049 0.82195 -0.45263 0.34078 29.199 29.199 1.00E+00 12.31 67511

34510 MVNNIR Unmodified _MVNNIR_ B4G0K5_MAIZE 2 373.70252 745.39049 0.75969 -0.96932 -0.23697 30.176 30.176 1.00E+00 7.09 43641

34511 MVNNIR Unmodified _MVNNIR_ B4G0K5_MAIZE 2 373.70252 745.39049 0.69434 -0.95102 -0.28334 30.625 30.625 5.26E-01 22.54 1921200

34512 MVNNIR Oxidation (M) _M(ox)VNNIR_ B4G0K5_MAIZE 2 381.69998 761.38541 0.7271 -0.32285 0.38081 21.21 21.21 1.00E+00 12.33 35393

34513 MVNNIR Oxidation (M) _M(ox)VNNIR_ B4G0K5_MAIZE 2 381.69998 761.38541 0.60614 -0.1451 0.43767 20.066 20.066 3.36E-01 27.32 221250
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34514 MVNNIR Oxidation (M) _M(ox)VNNIR_ B4G0K5_MAIZE 2 381.69998 761.38541 0.45679 -0.25011 0.18372 21.789 21.789 1.00E+00 0.42 4544.7

34515 MVNNIYLNFDAFHGDK Unmodified _MVNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 633.30157 1896.8829 0.41721 0.1548 0.56616 91.389 91.389 8.78E-05 46.99 1031300

34516 MVNNIYLNFDAFHGDK Unmodified _MVNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 633.30157 1896.8829 0.43534 3.3322 3.757 91.827 91.827 4.93E-01 3.42 159210

34517 MVNNIYLNFDAFHGDK Unmodified _MVNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 633.30157 1896.8829 0.3417 0.40209 0.73788 91.774 91.774 2.58E-07 32.79 5564400

34518 MVNNIYLNFDAFHGDK Unmodified _MVNNIYLNFDAFHGDK_ B4FUK7_MAIZE 2 949.44871 1896.8829 1.1711 -0.19309 0.97202 91.607 91.607 1.48E-07 60.02 439340

34519 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.3934 -0.032071 0.35723 87.927 87.927 3.78E-02 19.35 268440

34520 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.45882 0.28612 0.74088 87.94 87.94 2.58E-21 44.82 697980

34521 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.43931 -0.004263 0.43198 87.719 87.719 2.54E-09 50.01 689410

34522 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.38468 -0.20926 0.17199 87.999 87.999 2.71E-20 58.77 2247900

34523 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.36719 0.16944 0.53187 87.814 87.814 4.24E-33 51.95 13733000

34524 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 2 957.44617 1912.8778 1.1504 -1.0842 0.063928 87.792 87.792 1.27E-09 74.55 1409000

34525 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.41712 -0.73061 -0.31625 87.642 87.642 1.67E-02 27.59 231100

34526 MVNNIYLNFDAFHGDK Oxidation (M) _M(ox)VNNIYLNFDAFHGDK_ B4FUK7_MAIZE 3 638.6332 1912.8778 0.39875 -0.20349 0.19286 89.366 89.366 7.40E-17 48.87 493220

34527 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 630.55257 2518.1812 0.43413 -0.076185 0.36044 80.202 80.202 2.15E-02 9 584040

34528 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 5 504.64351 2518.1812 -0.041333 -0.40928 -0.44699 81.322 81.322 1.00E+00 6.07 1896700

34529 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 630.55257 2518.1812 0.40954 0.041047 0.45356 81.315 81.315 2.04E-03 16.79 1492000

34530 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 630.55257 2518.1812 0.3007 -0.2204 0.083287 80.971 80.971 5.39E-04 26.26 6531400

34531 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 5 504.64351 2518.1812 -0.13617 -0.29704 -0.4313 80.974 80.974 6.40E-03 15.25 8155600

34532 MVNNIYLNFDAFHGDKDHGGVR Unmodified _MVNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 3 840.401 2518.1812 1.0748 -0.31967 0.75775 80.938 80.938 5.93E-08 34.86 592900

34533 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 634.5513 2534.1761 0.40545 -0.29729 0.11198 77.771 77.771 6.40E-03 21.38 548160

34534 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 634.5513 2534.1761 0.40631 -0.90573 -0.49323 77.569 77.569 1.33E-02 21.79 798270

34535 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 5 507.84249 2534.1761 -0.1428 0.16155 0.021285 77.196 77.196 6.81E-02 14.09 11846000

34536 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 634.5513 2534.1761 0.32209 -0.063373 0.26304 77.203 77.203 1.22E-04 34.2 12301000

34537 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 3 845.73264 2534.1761 1.0533 -0.21017 0.84771 77.154 77.154 7.50E-16 60.09 1254400

34538 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 5 507.84249 2534.1761 -0.13313 -0.52655 -0.65509 80.373 80.373 1.91E-01 2.68 374210

34539 MVNNIYLNFDAFHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDAFHGDKDHGGVR_ B4G0K5_MAIZE 4 634.5513 2534.1761 0.36989 -0.094065 0.27985 80.361 80.361 5.39E-04 21.1 345850

34540 MVNNIYLNFDALHGDK Unmodified _MVNNIYLNFDALHGDK_ B4G019_MAIZE 3 621.97345 1862.8985 0.31999 -0.2272 0.082056 88.456 88.456 1.00E+00 11.17 518320

34541 MVNNIYLNFDALHGDK Unmodified _MVNNIYLNFDALHGDK_ B4G019_MAIZE 3 621.97345 1862.8985 0.34651 -0.87067 -0.53307 88.617 88.617 2.58E-07 41.67 320930

34542 MVNNIYLNFDALHGDK Oxidation (M) _M(ox)VNNIYLNFDALHGDK_ B4G019_MAIZE 3 627.30509 1878.8934 0.29086 0.13523 0.41748 84.342 84.342 1.95E-02 31.42 1418800

34543 MVNNIYLNFDALHGDKDHGGVR Unmodified _MVNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 5 497.84664 2484.1968 -0.019397 -0.34956 -0.36951 78.562 78.562 1.00E+00 3.81 885130

34544 MVNNIYLNFDALHGDKDHGGVR Unmodified _MVNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 5 497.84664 2484.1968 -0.097542 0.059993 -0.039015 78.139 78.139 1.91E-01 15.51 4010700

34545 MVNNIYLNFDALHGDKDHGGVR Unmodified _MVNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 5 497.84664 2484.1968 -0.093199 -0.28893 -0.38278 81.579 81.579 1.00E+00 10.22 234580

34546 MVNNIYLNFDALHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 4 626.05521 2500.1917 0.33925 0.64587 0.98379 74.937 74.937 6.81E-02 6.37 673600

34547 MVNNIYLNFDALHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 5 501.04562 2500.1917 -0.15985 -0.30509 -0.46332 77.642 77.642 6.81E-02 4.82 602920
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34548 MVNNIYLNFDALHGDKDHGGVR Oxidation (M) _M(ox)VNNIYLNFDALHGDKDHGGVR_ B4G019_MAIZE 4 626.05521 2500.1917 0.31311 -0.2443 0.069815 77.643 77.643 3.84E-01 4.19 393920

34549 MVPFAGWSMPIQYR 2 Oxidation (M) _M(ox)VPFAGWSM(ox)PIQYR_ B6TQ06_MAIZE 2 857.90764 1713.8007 1.0925 -0.19388 0.89831 89.269 89.269 1.35E-33 65.03 723040

34550 MVPFAGWSMPIQYR Oxidation (M) _M(ox)VPFAGWSMPIQYR_ B6TQ06_MAIZE 2 849.91018 1697.8058 1.0991 0.12565 1.2222 101.11 101.11 2.00E-19 75.43 379300

34551 MVPTKPMVVETFSEYPPLGR Oxidation (M) _MVPTKPM(ox)VVETFSEYPPLGR_ B6UHJ4_MAIZE 3 765.39016 2293.1487 0.92965 -1.2944 -0.36236 83.043 83.043 1.97E-01 18.46 355270

34552 MVPTKPMVVETFSEYPPLGR Unmodified _MVPTKPMVVETFSEYPPLGR_ B6UHJ4_MAIZE 3 760.05853 2277.1537 0.87574 -0.39295 0.48305 89.431 89.431 1.87E-03 40.05 872600

34553 MVPTKPMVVETFSQYPPLGR Oxidation (M) _MVPTKPM(ox)VVETFSQYPPLGR_ O50018_MAIZE 3 765.06216 2292.1646 0.91377 -0.12927 0.78933 84.812 84.812 4.20E-02 19.61 466810

34554 MVPTKPMVVETFSQYPPLGR Unmodified _MVPTKPMVVETFSQYPPLGR_ O50018_MAIZE 3 759.73052 2276.1697 0.87296 0.12748 1.0031 87.951 87.951 9.26E-02 19.05 1183800

34555 MVPTKPMVVETFSQYPPLGR 2 Oxidation (M) _M(ox)VPTKPM(ox)VVETFSQYPPLGR_ O50018_MAIZE 3 770.3938 2308.1596 0.91992 0.23606 1.1628 83.432 83.432 1.00E+00 12.91 19271

34556 MVPTKPMVVETFSQYPPLGR 2 Oxidation (M) _M(ox)VPTKPM(ox)VVETFSQYPPLGR_ O50018_MAIZE 3 770.3938 2308.1596 0.87464 -0.080254 0.79988 79.537 79.537 9.26E-02 22.7 358590

34557 MVPTKPMVVETFSQYPPLGR 2 Oxidation (M) _M(ox)VPTKPM(ox)VVETFSQYPPLGR_ O50018_MAIZE 3 770.3938 2308.1596 0.89866 -0.10621 0.79842 79.824 79.824 1.97E-01 14.7 361110

34558 MVQDAEK Unmodified _MVQDAEK_ B6T2Q6_MAIZE 2 410.6971 819.37965 0.36279 0.30754 0.65145 17.21 17.21 1.00E+00 14.69 14672

34559 MVQDAEK Unmodified _MVQDAEK_ B6T2Q6_MAIZE 2 410.6971 819.37965 0.36506 0.27087 0.61639 17.337 17.337 7.83E-01 12.82 31792

34560 MVQDAEK Unmodified _MVQDAEK_ B6T2Q6_MAIZE 2 410.6971 819.37965 0.32917 0.22996 0.53929 15.788 15.788 4.46E-01 24.03 37094

34561 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 2 642.32426 1282.634 0.45782 -0.087044 0.34773 37.338 37.338 5.66E-08 51.3 215070

34562 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 3 428.55193 1282.634 0.02214 0.21935 0.21758 36.813 36.813 6.79E-01 14.8 141550

34563 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 3 428.55193 1282.634 0.15915 3.38E-05 0.13576 39.549 39.549 9.88E-04 35.19 371710

34564 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 3 428.55193 1282.634 0.12713 -0.074867 0.029809 38.74 38.74 6.15E-03 28.22 847080

34565 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 2 642.32426 1282.634 0.4649 -0.11151 0.33117 38.742 38.742 5.66E-08 51.95 366200

34566 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 3 428.55193 1282.634 0.0021676 -0.20637 -0.22562 39.498 39.498 9.88E-04 42.32 6797900

34567 MVQEAELHAQK Unmodified _MVQEAELHAQK_ B4F8Q2_MAIZE 2 642.32426 1282.634 0.37659 -0.12841 0.22588 39.502 39.502 5.66E-08 51.2 1440900

34568 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 -0.012688 0.26593 0.23096 30.485 30.485 4.01E-02 28.27 53992

34569 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 -0.024287 0.10422 0.060225 30.966 30.966 4.01E-02 25.71 59668

34570 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.48064 0.35987 0.81903 30.978 30.978 1.63E-02 33.58 26780

34571 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.18895 0.57969 0.74547 33.154 33.154 4.64E-01 13.21 113540

34572 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.55076 0.16156 0.69111 33.149 33.149 2.05E-05 41.75 72317

34573 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.54655 -0.10796 0.41761 33.684 33.684 8.97E-04 55.92 59864

34574 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 -0.29262 33.647 33.647 1.22E-02 23.55

34575 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.13514 -0.043406 0.071135 32.211 32.211 2.25E-01 21.62 251950

34576 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.53341 0.20994 0.72229 32.246 32.246 5.74E-07 40.49 146350

34577 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.097861 -0.27211 -0.19404 32.846 32.846 1.60E-02 26.95 334040

34578 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.53856 -0.23823 0.28098 32.807 32.807 8.62E-09 49.1 130580

34579 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.23386 0.45327 0.66541 38.718 38.718 2.25E-01 3.19 152830

34580 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.075434 -0.10062 -0.045684 32.943 32.943 4.01E-02 21.18 879600

34581 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.48722 -0.20304 0.26435 32.959 32.959 5.17E-08 47.21 458770
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34582 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 3 433.88357 1298.6289 0.060084 -0.32932 -0.28944 33.586 33.586 1.08E-03 34.49 1203800

34583 MVQEAELHAQK Oxidation (M) _M(ox)VQEAELHAQK_ B4F8Q2_MAIZE 2 650.32172 1298.6289 0.50537 -0.2169 0.26898 33.561 33.561 6.51E-11 54.62 436660

34584 MVQEAELHAQKDQER Oxidation (M) _M(ox)VQEAELHAQKDQER_ B4F8Q2_MAIZE 4 457.7218 1826.8581 0.11166 -0.57337 -0.47823 33.562 33.562 8.47E-02 25.15 67744

34585 MVQEAELHAQKDQER Oxidation (M) _M(ox)VQEAELHAQKDQER_ B4F8Q2_MAIZE 4 457.7218 1826.8581 0.091124 -0.15079 -0.076583 33.996 33.996 4.08E-01 8.67 93495

34586 MVQEAELHAQKDQER Unmodified _MVQEAELHAQKDQER_ B4F8Q2_MAIZE 3 604.62834 1810.8632 0.31371 -0.13999 0.15338 39.187 39.187 8.47E-02 22 158200

34587 MVQEHSGLHVQPHK Oxidation (M) _M(ox)VQEHSGLHVQPHK_ B6SWM0_MAIZE 3 548.27546 1641.8046 0.14299 -0.40661 -0.25971 28.59 28.59 1.83E-01 13.65 94087

34588 MVQEHSGLHVQPHK Unmodified _MVQEHSGLHVQPHK_ B6SWM0_MAIZE 3 542.94382 1625.8096 0.12062 -0.23656 -0.11337 32.763 32.763 1.83E-01 11.25 135020

34589 MVSVHSSQQIYTR Oxidation (M) _M(ox)VSVHSSQQIYTR_ B4FG22_MAIZE 3 517.92432 1550.7511 -0.15028 0.30763 0.15811 46.792 46.792 8.83E-03 24.99 1987200

34590 MVSVHSSQQIYTR Oxidation (M) _M(ox)VSVHSSQQIYTR_ B4FG22_MAIZE 2 776.38284 1550.7511 0.8661 -0.32303 0.54505 46.809 46.809 8.82E-27 64.76 291840

34591 MVSVHSSQQIYTR Unmodified _MVSVHSSQQIYTR_ B4FG22_MAIZE 3 512.59268 1534.7562 -0.16695 -0.22798 -0.39563 51.644 51.644 3.08E-01 20.65 1300200

34592 MVSVLR Unmodified _MVSVLR_ B4FR89_MAIZE 2 352.70982 703.40508 1.081 -0.22714 0.84643 46.749 46.749 1.00E+00 20.66 1268000

34593 MVSVLR Unmodified _MVSVLR_ B4FR89_MAIZE 2 352.70982 703.40508 1.0993 -0.241 0.84926 49.093 49.093 9.46E-01 20.24 235700

34594 MVSVLR Unmodified _MVSVLR_ B4FR89_MAIZE 2 352.70982 703.40508 1.0025 -0.39817 0.59697 48.443 48.443 1.00E+00 1.75 313200

34595 MVSVLR Unmodified _MVSVLR_ B4FR89_MAIZE 2 352.70982 703.40508 0.9505 -0.20696 0.73451 49.134 49.134 9.46E-01 25.2 370680

34596 MVSVLR Unmodified _MVSVLR_ B4FR89_MAIZE 2 352.70982 703.40508 0.97902 -0.89955 0.074365 47.187 47.187 2.64E-01 30.07 9393700

34597 MVSVLR Oxidation (M) _M(ox)VSVLR_ B4FR89_MAIZE 2 360.70727 719.4 0.90099 -0.49165 0.40659 37.441 37.441 2.64E-01 38.55 2661100

34598 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 899.13392 2694.3799 1.1631 -0.39008 0.77648 101.92 101.92 2.86E-06 24.14 356560

34599 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.53384 -0.34786 0.18971 102.78 102.78 2.48E-05 19.19 1419100

34600 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 899.13392 2694.3799 1.017 -1.4524 -0.43128 102.75 102.75 2.86E-06 23.48 276220

34601 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.54294 -0.1068 0.43932 102.85 102.85 3.17E-02 9.02 2970600

34602 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 899.13392 2694.3799 1.0871 -0.89771 0.19335 102.84 102.84 9.99E-12 40.25 521400

34603 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.5546 -0.2259 0.33215 103.1 103.1 1.47E-01 9.31 2160400

34604 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 899.13392 2694.3799 1.0929 -0.58665 0.50958 103.09 103.09 1.00E-07 41.8 448080

34605 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.57549 0.17929 0.75775 103.2 103.2 9.31E-02 4.44 1046300

34606 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 899.13392 2694.3799 1.1161 -0.16571 0.95299 103.3 103.3 8.32E-20 55.82 1783800

34607 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.53477 -0.014652 0.52346 103.32 103.32 6.07E-03 10.03 9270000

34608 MVTDGTENHLVLWDLRPLGLTGNK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 674.60226 2694.3799 0.57329 0.27974 0.85497 105.7 105.7 9.31E-02 1.24 554900

34609 MVTDGTENHLVLWDLRPLGLTGNK Unmodified _MVTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 670.60353 2678.385 0.55647 0.040115 0.59794 104.29 104.29 6.07E-03 7.78 1931200

34610 MVTDGTENHLVLWDLRPLGLTGNK Unmodified _MVTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 893.80228 2678.385 1.1685 -0.26753 0.90252 104.29 104.29 1.68E-04 17.67 384630

34611 MVTDGTENHLVLWDLRPLGLTGNK Unmodified _MVTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 3 893.80228 2678.385 1.183 0.044145 1.2289 106.14 106.14 1.64E-08 32.62 365000

34612 MVTDGTENHLVLWDLRPLGLTGNK Unmodified _MVTDGTENHLVLWDLRPLGLTGNK_ B4FBF4_MAIZE 4 670.60353 2678.385 0.56028 0.006809 0.56788 106.14 106.14 3.17E-02 12.08 2197600

34613 MVTDGTENHLVLWDLRPLGLTGNKVEK Oxidation (M) _M(ox)VTDGTENHLVLWDLRPLGLTGNKVEK_ B4FBF4_MAIZE 4 763.65375 3050.5859 0.91722 -0.31661 0.60107 96.681 96.681 4.81E-02 5.28 596550

34614 MVVDVSK Unmodified _MVVDVSK_ B6TCM9_MAIZE 2 389.21239 776.41023 0.56487 -2.0342 -1.4553 41.303 41.303 8.04E-02 20.17 1373900

34615 MVVDVSK Unmodified _MVVDVSK_ B6TCM9_MAIZE 2 389.21239 776.41023 0.43962 0.41838 0.86605 44.225 44.225 7.83E-01 13.66 1958300
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34616 MVVDVSK Oxidation (M) _M(ox)VVDVSK_ B6TCM9_MAIZE 2 397.20985 792.40514 0.41025 -0.62565 -0.2025 32.866 32.866 6.89E-02 30.95 113680

34617 MVWEGK Unmodified _MVWEGK_ B6TG38_MAIZE 2 375.18617 748.3578 0.45602 -0.27348 0.17325 47.853 47.853 5.26E-01 17.52 117650

34618 MYAWDDFLK Unmodified _MYAWDDFLK_ B6UC45_MAIZE 2 594.77334 1187.5321 0.29705 0.75721 1.0421 103.22 103.22 3.39E-01 10.58 332770

34619 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.095907 0.21517 0.28329 44.37 44.37 8.04E-02 26.3 2559900

34620 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 -0.035337 0.8705 0.80657 44.816 44.816 7.83E-01 15.97 20043

34621 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 -0.030451 -0.30001 -0.35668 44.067 44.067 1.00E+00 5.03 148310

34622 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.10504 0.14517 0.22157 45.897 45.897 1.00E+00 14.83 360640

34623 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.052943 0.42026 0.4439 46.628 46.628 7.83E-01 12.46 531850

34624 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.085477 0.17951 0.23646 46.38 46.38 1.86E-01 22.66 1019100

34625 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.040589 0.49086 0.50354 47.343 47.343 1.00E+00 4.22 1143400

34626 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 0.081901 0.43497 0.48863 44.687 44.687 4.46E-01 17.88 1179900

34627 MYDIQAK Unmodified _MYDIQAK_ B4FZQ0_MAIZE 2 434.7153 867.41604 -0.1278 0.68113 0.52372 47.953 47.953 4.46E-01 21.82 2657300

34628 MYDIQAK Oxidation (M) _M(ox)YDIQAK_ B4FZQ0_MAIZE 2 442.71275 883.41095 -0.001024 1.238 1.2106 37.544 37.544 1.00E+00 3 15633

34629 MYDIQAK Oxidation (M) _M(ox)YDIQAK_ B4FZQ0_MAIZE 2 442.71275 883.41095 0.11787 0.17132 0.26447 36.638 36.638 4.46E-01 15.51 306970

34630 MYDIQAK Oxidation (M) _M(ox)YDIQAK_ B4FZQ0_MAIZE 2 442.71275 883.41095 0.17451 0.80523 0.95392 37.54 37.54 7.83E-01 14.19 267790

34631 MYDIQAK Oxidation (M) _M(ox)YDIQAK_ B4FZQ0_MAIZE 2 442.71275 883.41095 -0.12437 0.59631 0.44772 39.978 39.978 4.36E-02 26.34 482390

34632 MYDIQAK Oxidation (M) _M(ox)YDIQAK_ B4FZQ0_MAIZE 2 442.71275 883.41095 -0.11362 0.63027 0.49141 40.897 40.897 4.36E-02 35.36 946260

34633 MYEVKDPNCIFVFK Oxidation (M) _M(ox)YEVKDPNCIFVFK_ B6SIX3_MAIZE 3 602.62488 1804.8528 0.24392 -0.23714 0.010132 84.723 84.723 3.01E-06 41.7 138570

34634 MYFDELLPR Oxidation (M) _M(ox)YFDELLPR_ B4FNK8_MAIZE 2 600.2919 1198.5692 0.19478 0.47956 0.6591 89.753 89.753 3.02E-12 54.88 1199200

34635 MYFDELLPR Unmodified _MYFDELLPR_ B4FNK8_MAIZE 2 592.29444 1182.5743 0.22268 0.19088 0.39591 99.292 99.292 9.73E-03 17.84 364600

34636 MYFSDFK Unmodified _MYFSDFK_ B6TQ06_MAIZE 2 469.20985 936.40514 -0.025838 0.25977 0.22745 72.106 72.106 1.86E-01 22.28 572080

34637 MYFSDFK Unmodified _MYFSDFK_ B6TQ06_MAIZE 2 469.20985 936.40514 -0.13192 0.76656 0.62724 72.003 72.003 1.00E+00 15.5 1810700

34638 MYLQYYINEK Unmodified _MYLQYYINEK_ B6SN85_MAIZE 2 682.83139 1363.6482 0.47704 -0.10104 0.34287 80.443 80.443 2.81E-03 29.54 151330

34639 MYLQYYINEK Acetyl (Protein N-term) _(ac)MYLQYYINEK_ B6SN85_MAIZE 2 703.83667 1405.6588 0.66014 -0.11495 0.50912 93.935 93.935 2.81E-03 13.74 38566

34640 MYNSLVER Oxidation (M) _M(ox)YNSLVER_ B4FU14_MAIZE 2 514.24749 1026.4804 -0.22358 0.49898 0.25172 44.378 44.378 2.92E-02 42.75 247700

34641 MYNSLVER Oxidation (M) _M(ox)YNSLVER_ B4FU14_MAIZE 2 514.24749 1026.4804 -0.19715 0.13268 -0.086355 45.009 45.009 1.90E-02 28.33 241730

34642 MYSGVSLNSFLK Oxidation (M) _M(ox)YSGVSLNSFLK_ B6TZ66_MAIZE 2 681.34212 1360.6697 0.61172 1.1034 1.7057 88.044 88.044 8.52E-03 33.89 458190

34643 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.24805 0.34835 0.56901 68.644 68.644 4.31E-03 45.87 719580

34644 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.24645 0.67473 0.89397 75.451 75.451 7.35E-02 18.95 934190

34645 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.093475 -0.91912 -0.84944 70.009 70.009 1.12E-01 17.41 20937

34646 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.15955 0.38857 0.52161 69.105 69.105 3.60E-07 47.42 1114900

34647 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.21306 0.40202 0.58886 70.09 70.09 2.74E-03 43.48 1114900

34648 MYSLIDEYK Oxidation (M) _M(ox)YSLIDEYK_ SUS1_MAIZE B6 2 589.27591 1176.5373 0.2 0.28641 0.45932 69.611 69.611 3.60E-07 51.21 2100800

34649 MYSLIDEYK Unmodified _MYSLIDEYK_ SUS1_MAIZE B6 2 581.27846 1160.5424 0.15164 0.46213 0.58258 75.364 75.364 9.73E-03 38.95 5243800
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34650 MYSLIDEYK Unmodified _MYSLIDEYK_ SUS1_MAIZE B6 2 581.27846 1160.5424 0.11796 0.50165 0.58896 75.878 75.878 3.21E-03 40.35 1141000

34651 MYSLIDEYK Unmodified _MYSLIDEYK_ SUS1_MAIZE B6 2 581.27846 1160.5424 0.16866 0.50083 0.63814 76.553 76.553 9.73E-03 44.68 811540

34652 MYVTMDR Unmodified _MYVTMDR_ B6TGG2_MAIZE 2 458.20678 914.39901 -0.0078019 -0.056655 -0.072687 49.682 49.682 7.83E-01 11.2 1852300

34653 MYVTMDR Unmodified _MYVTMDR_ B6TGG2_MAIZE 2 458.20678 914.39901 -0.031234 0.049779 0.011115 51.903 51.903 7.83E-01 18.02 667820

34654 MYVTMDR Unmodified _MYVTMDR_ B6TGG2_MAIZE 2 458.20678 914.39901 -0.13588 0.080324 -0.062974 51.944 51.944 8.04E-02 30.51 4422100

34655 MYVTMDR 2 Oxidation (M) _M(ox)YVTM(ox)DR_ B6TGG2_MAIZE 2 474.2017 946.38884 0.072776 0.10254 0.17623 29.883 29.883 1.00E+00 12.88 14998

34656 MYVTMDR 2 Oxidation (M) _M(ox)YVTM(ox)DR_ B6TGG2_MAIZE 2 474.2017 946.38884 0.058446 -0.2377 -0.17903 31.01 31.01 1.86E-01 29.38 12408

34657 MYVTMDR 2 Oxidation (M) _M(ox)YVTM(ox)DR_ B6TGG2_MAIZE 2 474.2017 946.38884 -0.012013 -0.095609 -0.10753 29.688 29.688 7.34E-02 27.65 182400

34658 MYVTMDR 2 Oxidation (M) _M(ox)YVTM(ox)DR_ B6TGG2_MAIZE 2 474.2017 946.38884 0.020789 -1.0825 -1.0598 31.323 31.323 5.45E-03 28.77 157030

34659 MYVTMDR Oxidation (M) _MYVTM(ox)DR_ B6TGG2_MAIZE 2 466.20424 930.39392 -0.059523 0.098326 0.034756 38.071 38.071 8.04E-02 22.4 610290

34660 MYVTMDR Oxidation (M) _M(ox)YVTMDR_ B6TGG2_MAIZE 2 466.20424 930.39392 -0.112 0.57339 0.45736 43.654 43.654 4.36E-02 30.24 2268500

34661 MYVTMDR Oxidation (M) _M(ox)YVTMDR_ B6TGG2_MAIZE 2 466.20424 930.39392 -0.15285 0.5605 0.40317 44.593 44.593 4.46E-01 11.86 2550700

34662 MYVTMDR Oxidation (M) _M(ox)YVTMDR_ B6TGG2_MAIZE 2 466.20424 930.39392 -0.03715 0.44657 0.4059 51.937 51.937 4.46E-01 19.64 419900

34663 MYVTMDRYENDWDVVK 2 Oxidation (M) _M(ox)YVTM(ox)DRYENDWDVVK_ B6TGG2_MAIZE 3 699.30817 2094.9027 0.66354 -0.006505 0.65768 71.035 71.035 1.08E-05 19.94 1026000

34664 MYVTMDRYENDWDVVK Oxidation (M) _M(ox)YVTMDRYENDWDVVK_ B6TGG2_MAIZE 3 693.97653 2078.9078 0.69295 -0.0768 0.61452 80.62 80.62 1.00E+00 7.64 431260

34665 NAAAGVSGLNAGNAASIPSK Unmodified _NAAAGVSGLNAGNAASIPSK_ B6SGP7_MAIZE 2 885.46066 1768.9068 1.0104 0.099561 1.0886 61.285 61.285 9.41E-18 95.74 358480

34666 NAAAQIVALVK Unmodified _NAAAQIVALVK_ B4FB72_MAIZE 2 549.3375 1096.6604 -0.073261 0.26893 0.16929 82.578 82.578 3.83E-01 11.8 207210

34667 NAAASEATFER Unmodified _NAAASEATFER_ B6SZK9_MAIZE 2 583.77546 1165.5364 0.1976 0.088789 0.2569 42.168 42.168 5.66E-08 81.24 684500

34668 NAAASEATFER Unmodified _NAAASEATFER_ B6SZK9_MAIZE 2 583.77546 1165.5364 0.15812 0.30527 0.4337 41.688 41.688 3.57E-04 69.7 196350

34669 NAAASEATFER Unmodified _NAAASEATFER_ B6SZK9_MAIZE 2 583.77546 1165.5364 0.10626 0.15834 0.23522 42.337 42.337 4.43E-05 75.73 1079300

34670 NAAELEECR Unmodified _NAAELEECR_ B6SZL1_MAIZE 2 546.24294 1090.4713 -0.0068613 0.17691 0.13735 37.068 37.068 1.63E-07 72.15 1255300

34671 NAAIAGTVVAVPTLVGCR Unmodified _NAAIAGTVVAVPTLVGCR_ B4FNN2_MAIZE 2 884.99054 1767.9665 1.0786 0.001544 1.0913 91.473 91.473 1.05E-02 41.73 101710

34672 NAAIANSYFVGSINR Unmodified _NAAIANSYFVGSINR_ B4FSZ8_MAIZE 2 798.91008 1595.8056 0.98476 -0.1045 0.8606 76.48 76.48 2.37E-16 105.74 653150

34673 NAANEAAQVSIGK Unmodified _NAANEAAQVSIGK_ B4G0T4_MAIZE 2 636.83077 1271.647 0.37621 0.057484 0.40432 50.167 50.167 2.65E-01 13.53 521640

34674 NAANEAAQVSIGK Unmodified _NAANEAAQVSIGK_ B4G0T4_MAIZE 2 636.83077 1271.647 0.31043 -0.022676 0.25864 47.647 47.647 1.00E-11 83.43 2946500

34675 NAASSDEIQLR Unmodified _NAASSDEIQLR_ B6T5B3_MAIZE 2 602.30184 1202.5891 0.17667 -0.14482 0.0045812 51.94 51.94 4.48E-03 39.57 145020

34676 NAAYIGTPGK Unmodified _NAAYIGTPGK_ B4FAL9_MAIZE 2 496.264 990.51345 -0.23063 0.2034 -0.044612 40.016 40.016 4.40E-02 44.97 155930

34677 NAAYIGTPGK Unmodified _NAAYIGTPGK_ B4FAL9_MAIZE 2 496.264 990.51345 -0.19118 0.094785 -0.11333 41.891 41.891 4.40E-05 49.13 9771400

34678 NAAYIGTPGK Unmodified _NAAYIGTPGK_ B4FAL9_MAIZE 2 496.264 990.51345 -0.1219 -0.39414 -0.5331 41.797 41.797 4.40E-05 62.12 10662000

34679 NAAYIGTPGK Unmodified _NAAYIGTPGK_ B4FAL9_MAIZE 2 496.264 990.51345 -0.097718 0.011198 -0.10448 39.867 39.867 1.84E-04 45.16 1168100

34680 NAAYIGTPGK Unmodified _NAAYIGTPGK_ B4FAL9_MAIZE 2 496.264 990.51345 -0.18284 0.24564 0.045165 43.346 43.346 5.76E-06 51.66 495740

34681 NADFGCLCSNYWNK Unmodified _NADFGCLCSNYWNK_ B6ST99_MAIZE 2 874.86141 1747.7083 1.1408 0.15245 1.2939 83.232 83.232 3.51E-02 19.47 23072

34682 NADGLSFAVPIDSVIK Unmodified _NADGLSFAVPIDSVIK_ B6TZ03_MAIZE 2 823.44342 1644.8723 1.0435 -3.7585 -2.7123 104.21 104.21 7.01E-14 51.26 405650

34683 NADPFDGDMTSK Oxidation (M) _NADPFDGDM(ox)TSK_ B6TJH8_MAIZE 2 657.26935 1312.5241 0.47328 -0.12692 0.35362 46.904 46.904 1.85E-01 15.07 486670
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34684 NAESNADVK Unmodified _NAESNADVK_ B4FNT0_MAIZE 2 474.22507 946.43559 0.18118 -0.56693 -0.4123 14.312 14.312 1.00E+00 7.81 2259.4

34685 NAESNADVK Unmodified _NAESNADVK_ B4FNT0_MAIZE 2 474.22507 946.43559 -0.090088 -0.34192 -0.46066 16.004 16.004 3.39E-01 19.49 5117.5

34686 NAFHALYR Unmodified _NAFHALYR_ B4FBF6_MAIZE 3 331.17513 990.50355 1.3164 0.3884 1.6772 47.147 47.147 5.41E-01 19.79 1809200

34687 NAFHALYR Unmodified _NAFHALYR_ B4FBF6_MAIZE 3 331.17513 990.50355 1.1907 0.14645 1.3108 47.657 47.657 1.00E+00 5.93 306300

34688 NAFYQATIK Unmodified _NAFYQATIK_ B4FVL1_MAIZE 2 528.27965 1054.5447 -0.0079794 -0.32353 -0.35123 55.843 55.843 7.18E-01 10.91 1793500

34689 NAFYQATIK Unmodified _NAFYQATIK_ B4FVL1_MAIZE 2 528.27965 1054.5447 -0.10126 -0.19438 -0.31628 56.391 56.391 3.32E-02 18.9 570170

34690 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.1463 -0.23618 -0.10265 27.004 27.004 1.65E-01 25.11 19930

34691 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 -0.3707 26.41 26.41 4.41E-01 12.36

34692 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.097973 -0.50405 -0.41631 27.97 27.97 1.00E+00 12.05 11912

34693 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.094685 -0.32532 -0.24166 28.816 28.816 1.00E+00 10.45 11082

34694 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.15862 -0.41266 -0.26478 27.435 27.435 3.77E-01 14.38 19424

34695 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.1314 -0.59581 -0.47562 28.135 28.135 1.00E+00 7.85 14762

34696 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.15219 -0.077309 0.062867 27.721 27.721 3.77E-01 27.31 11750

34697 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.16265 0.005338 0.15559 28.408 28.408 7.88E-01 9.83 12748

34698 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.009862 -1.6959 -1.6952 29.08 29.08 7.88E-01 19.28 10685

34699 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 -0.0068705 -0.005309 -0.025072 28.558 28.558 2.92E-02 37.16 114300

34700 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.10113 0.12169 0.21053 26.825 26.825 2.92E-02 38.02 68712

34701 NAGDMLDR Oxidation (M) _NAGDM(ox)LDR_ B6T556_MAIZE 2 454.20054 906.38653 0.081728 0.11507 0.18346 27.453 27.453 3.77E-01 19.6 115510

34702 NAGDMLDR Unmodified _NAGDMLDR_ B6T556_MAIZE 2 446.20308 890.39162 0.052904 0.76978 0.8054 42.433 42.433 5.06E-02 30.49 1996600

34703 NAGDMLDR Unmodified _NAGDMLDR_ B6T556_MAIZE 2 446.20308 890.39162 0.028168 0.78818 0.79782 45.239 45.239 3.48E-02 43.17 2730500

34704 NAGHTPVTIFSSR Unmodified _NAGHTPVTIFSSR_ B6UFR9_MAIZE 3 462.909 1385.7052 -0.025226 0.09862 0.077602 56.43 56.43 8.46E-03 40.24 1769200

34705 NAGHTPVTIFSSR Unmodified _NAGHTPVTIFSSR_ B6UFR9_MAIZE 2 693.85986 1385.7052 0.66861 -0.32499 0.35002 56.437 56.437 9.54E-02 33.74 354260

34706 NAGINTTFR Unmodified _NAGINTTFR_ B6TDF5_MAIZE 2 497.25925 992.50394 -0.19263 0.10157 -0.097004 51.36 51.36 3.32E-02 23.55 977770

34707 NAGLIVTWITDPMHGNTIK Oxidation (M) _NAGLIVTWITDPM(ox)HGNTIK_ B6TAK0_MAIZE 3 699.6981 2096.0725 0.67838 -0.18188 0.49732 95.931 95.931 1.00E+00 0.29 310860

34708 NAGLIVTWITDPMHGNTIK Oxidation (M) _NAGLIVTWITDPM(ox)HGNTIK_ B6TAK0_MAIZE 3 699.6981 2096.0725 0.71651 -0.095749 0.62246 95.933 95.933 9.57E-01 4.33 268460

34709 NAGLIVTWITDPMHGNTIK Oxidation (M) _NAGLIVTWITDPM(ox)HGNTIK_ B6TAK0_MAIZE 3 699.6981 2096.0725 0.68996 -0.1577 0.53371 95.947 95.947 5.79E-03 37.44 908810

34710 NAGVCSGHTLGQYYGLGSETR Unmodified _NAGVCSGHTLGQYYGLGSETR_ B6SZN0_MAIZE 3 743.0114 2226.0124 0.87708 1.0052 1.8879 66.52 66.52 2.97E-04 42.65 907650

34711 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.1743 -1.1791 0.0020569 117.68 117.68 5.25E-26 76.5 227180

34712 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.2231 0.18136 1.4098 125.41 125.41 5.17E-01 8.44 11543

34713 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.0902 -0.71831 0.37798 117.88 117.88 5.25E-26 71.78 172830

34714 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.1506 -0.18369 0.97186 118.02 118.02 3.87E-04 37.6 163570

34715 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.135 -1.4518 -0.30949 118.27 118.27 3.54E-16 67.63 145080

34716 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.2479 0.020738 1.2744 117.74 117.74 3.87E-04 30.55 199510

34717 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.1771 0.17977 1.3625 117.78 117.78 8.94E-06 74.99 198490
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34718 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.0829 0.11683 1.205 119.86 119.86 2.32E-57 101.22 2690200

34719 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.1741 -0.63114 0.54956 137.09 137.09 7.30E-02 12.8 50245

34720 NAGVLALFDVDGTLTAPR Unmodified _NAGVLALFDVDGTLTAPR_ B4FR89_MAIZE 2 915.49143 1828.9683 1.146 0.71514 1.8657 121.27 121.27 5.17E-01 3.99 41235

34721 NAGVNGSVVTEK Unmodified _NAGVNGSVVTEK_ B6SH83_MAIZE 2 587.80676 1173.599 0.14585 -0.043622 0.10498 35.806 35.806 6.74E-02 50.88 367510

34722 NAGVNGSVVTEK Unmodified _NAGVNGSVVTEK_ B6SH83_MAIZE 2 587.80676 1173.599 0.25276 -0.002838 0.25175 37.817 37.817 1.98E-03 55.13 303160

34723 NAGVNGSVVTEK Unmodified _NAGVNGSVVTEK_ B6SH83_MAIZE 2 587.80676 1173.599 0.094835 -0.25084 -0.15303 38.508 38.508 1.98E-03 58.82 7325600

34724 NAIDFYEGMGADVLPQWR Oxidation (M) _NAIDFYEGM(ox)GADVLPQWR_ B6SUK9_MAIZE 2 1049.4886 2096.9626 1.1529 -0.068166 1.0816 105.31 105.31 4.65E-12 73.96 457860

34725 NAIEAGFDGVEIHGAHGFLLEQFMK Oxidation (M) _NAIEAGFDGVEIHGAHGFLLEQFM(ox)K_ Q49HE2_MAIZE 3 916.11464 2745.3221 1.2282 0.055227 1.2823 103.84 103.84 3.05E-05 19.4 440470

34726 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.74552 0.24222 0.96088 115.75 115.75 2.50E-15 86.18 1702800

34727 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.72875 0.25559 0.9572 116.3 116.3 2.50E-15 91.58 773120

34728 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 3 480.62045 1438.8395 -0.15646 -0.16836 -0.35169 116.3 116.3 4.23E-03 33.48 93564

34729 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.73452 0.21926 0.9272 116.36 116.36 1.56E-17 91.07 870400

34730 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 3 480.62045 1438.8395 0.019395 -0.17828 -0.18568 116.34 116.34 1.60E-02 41.4 143560

34731 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.752 0.076567 0.80208 116.44 116.44 2.61E-08 39.63 745280

34732 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 3 480.62045 1438.8395 0.062295 -0.44538 -0.4091 116.41 116.41 6.66E-04 32.96 71829

34733 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.74548 0.33772 1.0573 116.22 116.22 1.47E-03 53.52 484310

34734 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 3 480.62045 1438.8395 0.053765 -0.43026 -0.40211 116.18 116.18 1.00E+00 2.41 56374

34735 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.78761 0.33404 1.0945 116.86 116.86 1.56E-17 48.34 387560

34736 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 2 720.42704 1438.8395 0.68958 0.33826 1.0016 116.08 116.08 4.93E-21 87.71 7290300

34737 NAIELGLLEVLQK Unmodified _NAIELGLLEVLQK_ B6TKG5_MAIZE 3 480.62045 1438.8395 -0.098447 -0.15936 -0.28504 116.05 116.05 5.97E-15 58.73 1009200

34738 NAINVEQAFMAMAASIK Oxidation (M) _NAINVEQAFM(ox)AMAASIK_ B4FQY4_MAIZE 2 912.95277 1823.891 1.2184 4.4521 5.6407 120.87 120.87 7.46E-02 13.02 74937

34739 NALADDIER Unmodified _NALADDIER_ B6TL18_MAIZE 2 508.754 1015.4934 -0.16883 0.0903 -0.10793 52.924 52.924 3.32E-02 30.17 42795

34740 NALDETLHAFCNN Unmodified _NALDETLHAFCNN_ B4FS26_MAIZE 2 759.83572 1517.6569 0.85599 -0.4648 0.38509 93.697 93.697 2.61E-08 52.39 457100

34741 NALDWASR Unmodified _NALDWASR_ B4FVE1_MAIZE 2 466.73287 931.45118 -0.095977 0.58029 0.45835 61.5 61.5 2.34E-03 50.89 2701200

34742 NALDWASR Unmodified _NALDWASR_ B4FVE1_MAIZE 2 466.73287 931.45118 -0.20099 0.47419 0.24842 63.999 63.999 3.48E-02 43.89 2614200

34743 NALENYAYNMR Oxidation (M) _NALENYAYNM(ox)R_ HSP70_MAIZE 2 687.80898 1373.6034 0.64035 0.47275 1.0743 59.914 59.914 7.13E-03 28.61 576820

34744 NALENYAYNMR Oxidation (M) _NALENYAYNM(ox)R_ HSP70_MAIZE 2 687.80898 1373.6034 0.58593 0.34246 0.88942 59.244 59.244 2.73E-06 37.6 1659900

34745 NALENYAYNMR Oxidation (M) _NALENYAYNM(ox)R_ HSP70_MAIZE 2 687.80898 1373.6034 0.55204 0.084852 0.59849 59.768 59.768 2.73E-06 45.4 3059900

34746 NALENYAYNMR Oxidation (M) _NALENYAYNM(ox)R_ HSP70_MAIZE 2 687.80898 1373.6034 0.57436 -0.13669 0.40014 58.418 58.418 1.36E-04 42.18 376770

34747 NALENYAYNMR Unmodified _NALENYAYNMR_ HSP70_MAIZE 2 679.81152 1357.6085 0.62992 0.22069 0.80947 71.23 71.23 4.43E-05 52.11 406160

34748 NALENYAYNMR Unmodified _NALENYAYNMR_ HSP70_MAIZE 2 679.81152 1357.6085 0.62901 0.26793 0.85462 70.813 70.813 3.57E-04 56.8 604330

34749 NALENYAYNMR Unmodified _NALENYAYNMR_ HSP70_MAIZE 2 679.81152 1357.6085 0.53544 0.16685 0.66047 70.849 70.849 3.60E-06 53.88 1814800

34750 NALICVQR Unmodified _NALICVQR_ B6SIW6_MAIZE 2 487.26602 972.51748 0.036905 0.49677 0.52344 51.776 51.776 3.77E-01 27.92 412570

34751 NALICVQR Unmodified _NALICVQR_ B6SIW6_MAIZE 2 487.26602 972.51748 -0.020007 0.12869 0.098569 52.31 52.31 2.92E-02 28.27 845360
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34752 NALILCEK Unmodified _NALILCEK_ B6T563_MAIZE 2 480.76278 959.511 -0.13425 1.0556 0.8904 55.277 55.277 1.65E-01 29.61 783730

34753 NALLLCER Unmodified _NALLLCER_ B6THD4_MAIZE 2 494.76585 987.51715 -0.094656 0.16838 0.046237 59.486 59.486 2.92E-02 34.21 767050

34754 NAMYPVVPGHEIVGVVTGVGGGVTR Oxidation (M) _NAM(ox)YPVVPGHEIVGVVTGVGGGVTR_ B4FU39_MAIZE 3 827.7688 2480.2846 1.0425 0.044226 1.1096 90.556 90.556 3.76E-09 63.22 649870

34755 NANEATSTAQVK Unmodified _NANEATSTAQVK_ B6U752_MAIZE 2 617.30712 1232.5997 0.50852 0.12965 0.61762 26.384 26.384 4.56E-01 29.23 10363

34756 NAPDGSFFLLHACAHNPTGVDPTEEQWR Unmodified _NAPDGSFFLLHACAHNPTGVDPTEEQWR_ B4F9G1_MAIZE 4 792.36635 3165.4363 0.95065 -0.38998 0.5665 93.125 93.125 1.94E-01 9.21 733370

34757 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.1116 -0.018011 1.0758 119.87 119.87 3.42E-29 70.29 3631900

34758 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.1259 -0.35242 0.75636 120.29 120.29 4.07E-45 86.82 5300700

34759 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.0925 -0.41387 0.66148 120.47 120.47 3.42E-29 73.05 8249700

34760 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 3 614.99977 1841.9775 0.32222 0.24846 0.55135 120.44 120.44 6.49E-01 5.52 527890

34761 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.032 -0.68244 0.33283 120.61 120.61 4.07E-45 96.36 23798000

34762 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.1748 0.3265 1.4837 120.15 120.15 8.28E-39 82.99 1473300

34763 NAPSIIFIDEIDSIAPK Unmodified _NAPSIIFIDEIDSIAPK_ B6T8X9_MAIZE 2 921.99602 1841.9775 1.1406 0.11303 1.2356 125.42 125.42 1.24E-09 45.17 44751

34764 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 0.012817 -0.06894 -0.053138 82.139 82.139 1.00E+00 1.04 508000

34765 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 -0.16351 0.051409 -0.10782 83.065 83.065 1.00E+00 2.18 216560

34766 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 -0.010753 -0.075177 -0.082057 83.286 83.286 7.68E-01 9.87 282770

34767 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 0.002986 -0.10233 -0.094571 83.055 83.055 1.00E+00 7.01 326380

34768 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 -0.04749 -0.0216 -0.065395 83.037 83.037 1.00E+00 1.31 1581800

34769 NAPYVWVHFPGR Unmodified _NAPYVWVHFPGR_ B6TIG6_MAIZE 3 481.58244 1441.7255 -0.10471 -0.035403 -0.13718 82.69 82.69 2.11E-01 14.72 992430

34770 NAQAAGVTAHYYEDETAPTGTCAVCVVGGER Unmodified _NAQAAGVTAHYYEDETAPTGTCAVCVVGGER_ B4FFH8_MAIZE 3 1085.4874 3253.4404 1.2289 -0.11027 1.1273 73.166 73.166 1.01E-02 39.3 1358300

34771 NAQLSESEIK Unmodified _NAQLSESEIK_ PP1_MAIZE 2 559.78804 1117.5615 -0.010019 0.52224 0.47606 45.484 45.484 1.62E-03 58.74 2892800

34772 NASVLCLTTVK Unmodified _NASVLCLTTVK_ B6T769_MAIZE 2 603.33155 1204.6486 0.29856 0.40325 0.70597 67.293 67.293 4.48E-03 38.45 2136100

34773 NASVLCLTTVK Unmodified _NASVLCLTTVK_ B6T769_MAIZE 2 603.33155 1204.6486 0.19905 0.047425 0.25212 69.262 69.262 4.96E-02 23.06 57739

34774 NASVLCLTTVK Unmodified _NASVLCLTTVK_ B6T769_MAIZE 2 603.33155 1204.6486 0.25496 0.10764 0.36748 68.216 68.216 1.67E-02 25.15 286290

34775 NASVLCLTTVK Unmodified _NASVLCLTTVK_ B6T769_MAIZE 2 603.33155 1204.6486 0.24983 -0.2114 0.042737 69.023 69.023 4.48E-03 41.57 317070

34776 NASVLCLTTVK Unmodified _NASVLCLTTVK_ B6T769_MAIZE 2 603.33155 1204.6486 0.2925 -0.22007 0.077125 68.441 68.441 3.57E-04 57.79 293960

34777 NATELLYDMVNALNPADR Unmodified _NATELLYDMVNALNPADR_ B6U266_MAIZE 2 1010.4938 2018.9731 1.2298 0.16955 1.3786 128.03 128.03 3.54E-16 58.67 107320

34778 NATFAAIEEGIVPGGGAAYVHLSTFVPAIK Unmodified _NATFAAIEEGIVPGGGAAYVHLSTFVPAIK_ B6SXW8_MAIZE 3 1000.8658 2999.5757 1.2253 -0.080995 1.1426 119.45 119.45 3.28E-20 44.13 852410

34779 NATFAAIEEGIVPGGGAAYVHLSTFVPAIK Unmodified _NATFAAIEEGIVPGGGAAYVHLSTFVPAIK_ B6SXW8_MAIZE 3 1000.8658 2999.5757 1.3045 -0.052349 1.25 124.59 124.59 3.07E-06 39.43 267570

34780 NATLTNEKETDACPIR Unmodified _NATLTNEKETDACPIR_ B6U0S1_MAIZE 3 611.63175 1831.8734 0.29397 -0.089804 0.19135 45.978 45.978 1.87E-02 18.42 3480500

34781 NATLTNEKETDACPIR Unmodified _NATLTNEKETDACPIR_ B6U0S1_MAIZE 3 611.63175 1831.8734 0.23565 -0.078668 0.14478 47.006 47.006 1.87E-02 25.64 116180

34782 NATLTNEKETDACPIR Unmodified _NATLTNEKETDACPIR_ B6U0S1_MAIZE 3 611.63175 1831.8734 0.28251 -0.023152 0.24637 45.724 45.724 4.32E-02 12.28 1273500

34783 NATLTNEKETDACPIR Unmodified _NATLTNEKETDACPIR_ B6U0S1_MAIZE 3 611.63175 1831.8734 0.32255 -0.04903 0.26007 48.189 48.189 2.89E-01 11.07 1281200

34784 NATLTNEKETDACPIR Unmodified _NATLTNEKETDACPIR_ B6U0S1_MAIZE 3 611.63175 1831.8734 0.31886 -0.12396 0.18255 47.423 47.423 1.21E-01 14.66 1511100

34785 NATWTLSNFCR Unmodified _NATWTLSNFCR_ B6T451_MAIZE 2 685.31951 1368.6245 0.67067 -0.031277 0.6409 79.515 79.515 3.83E-01 18.07 480040
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34786 NATWTLSNFCR Unmodified _NATWTLSNFCR_ B6T451_MAIZE 2 685.31951 1368.6245 0.64866 0.70519 1.3535 80.691 80.691 4.96E-02 33.41 461600

34787 NATWTLSNFCR Unmodified _NATWTLSNFCR_ B6T451_MAIZE 2 685.31951 1368.6245 0.65923 0.3784 1.0376 80.36 80.36 4.96E-02 40.54 571030

34788 NATWTLSNFCR Unmodified _NATWTLSNFCR_ B6T451_MAIZE 2 685.31951 1368.6245 0.60802 0.80198 1.4096 80.037 80.037 1.67E-02 53.11 1932800

34789 NATWTLSNFCR Unmodified _NATWTLSNFCR_ B6T451_MAIZE 2 685.31951 1368.6245 0.58299 -0.045313 0.53885 80.469 80.469 4.48E-03 45.88 3506400

34790 NAVDHLSGFNVANR Unmodified _NAVDHLSGFNVANR_ B6TKN1_MAIZE 3 505.25506 1512.7433 -0.1785 -0.23186 -0.41484 65.077 65.077 1.83E-01 9.57 111190

34791 NAVDHLSGFNVANR Unmodified _NAVDHLSGFNVANR_ B6TKN1_MAIZE 3 505.25506 1512.7433 -0.18445 -0.24482 -0.43364 66.063 66.063 3.01E-06 32.57 1266600

34792 NAVEAYVYDMR Unmodified _NAVEAYVYDMR_ B6SV64_MAIZE 2 665.80844 1329.6023 0.54192 0.10221 0.62421 76.566 76.566 4.48E-03 42.6 979530

34793 NAVEAYVYDMR Unmodified _NAVEAYVYDMR_ B6SV64_MAIZE 2 665.80844 1329.6023 0.52249 0.26864 0.77055 77.251 77.251 4.43E-05 48.38 311050

34794 NAVEAYVYDMR Oxidation (M) _NAVEAYVYDM(ox)R_ B6SV64_MAIZE 2 673.8059 1345.5973 0.45785 -0.58994 -0.1488 64.08 64.08 3.57E-04 42.21 226420

34795 NAVFDAVR Unmodified _NAVFDAVR_ B6TFK6_MAIZE 2 446.23778 890.46102 -0.020522 0.067666 0.04443 55.954 55.954 3.77E-01 19.93 4698200

34796 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.85894 -0.31733 0.5492 70.291 70.291 7.73E-25 87.49 4365600

34797 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.84524 0.51831 1.3708 71.452 71.452 2.01E-03 52.16 62683

34798 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.86349 -0.1974 0.67361 70.654 70.654 7.01E-14 58.09 1937200

34799 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.8289 -0.32233 0.51337 71.498 71.498 1.42E-33 74.69 4253100

34800 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.83421 -0.12794 0.71332 71.046 71.046 7.01E-14 63.56 3390700

34801 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.85385 0.20991 1.071 71.136 71.136 4.21E-20 98.69 1454300

34802 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.88564 -0.82537 0.068342 71.461 71.461 7.42E-06 55.07 618670

34803 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.81115 -0.11504 0.70334 70.685 70.685 4.21E-20 73.34 1724600

34804 NAVFGDSSALSPGGVR Unmodified _NAVFGDSSALSPGGVR_ B4FBF4_MAIZE 2 767.38644 1532.7583 0.84377 0.013445 0.86419 72.389 72.389 7.73E-25 84.1 529270

34805 NAVITVPAYFNDSQR Unmodified _NAVITVPAYFNDSQR_ B4FRL9_MAIZE 2 847.92847 1693.8424 1.0813 0.20108 1.2781 83.943 83.943 1.26E-03 38.73 270590

34806 NAVITVPAYFNDSQR Unmodified _NAVITVPAYFNDSQR_ B4FRL9_MAIZE 2 847.92847 1693.8424 1.1032 0.3178 1.4158 83.634 83.634 7.01E-11 59.98 608520

34807 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 1.0009 -0.15509 0.84653 77.556 77.556 1.02E-23 68.16 8835300

34808 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 1.0583 0.16647 1.2255 78.861 78.861 1.56E-01 16.22 19851

34809 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 0.9759 -0.25006 0.7274 78.563 78.563 1.02E-23 88.72 7349500

34810 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 3 560.94952 1679.8267 0.11972 0.14415 0.26459 78.194 78.194 1.00E+00 8.5 1089900

34811 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 1.0969 0.73162 1.8283 78.483 78.483 1.60E-05 32.39 574260

34812 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 1.0546 0.12547 1.1813 78.366 78.366 2.05E-04 39.46 982460

34813 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 0.94954 0.052111 1.0027 78.032 78.032 1.12E-07 45.85 2982900

34814 NAVVTVPAYFNDSQR Unmodified _NAVVTVPAYFNDSQR_ HSP70_MAIZE 2 840.92064 1679.8267 1.003 -0.10118 0.90327 79.465 79.465 1.65E-02 32.28 310580

34815 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 -0.18249 40.259 40.259 2.19E-04 45.05

34816 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 -0.010409 0.56239 0.53232 39.534 39.534 3.32E-02 27.1 120160

34817 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 0.057557 -0.37018 -0.33099 42.348 42.348 3.32E-02 20.17 304540

34818 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 0.084224 0.10089 0.16711 41.657 41.657 3.89E-04 62.55 327050
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34819 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 -0.051604 -0.47264 -0.54212 42.372 42.372 7.18E-01 13.75 485430

34820 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 -0.0025952 0.21427 0.19224 42.994 42.994 1.01E-02 43.61 4938000

34821 NAYQLTDQK Unmodified _NAYQLTDQK_ B4F7V3_MAIZE 2 540.76965 1079.5247 -0.041852 -0.37469 -0.43413 40.286 40.286 1.01E-02 47.23 1304900

34822 NCAPIMLR Oxidation (M) _NCAPIM(ox)LR_ B6T684_MAIZE 2 495.7466 989.47865 -0.1689 -0.12224 -0.30551 50.287 50.287 1.00E+00 3.16 29948

34823 NCAPIMLR Oxidation (M) _NCAPIM(ox)LR_ B6T684_MAIZE 2 495.7466 989.47865 -0.11723 0.1182 -0.013079 49.812 49.812 2.74E-01 22.48 4786800

34824 NCAPIMLR Unmodified _NCAPIMLR_ B6T684_MAIZE 2 487.74914 973.48374 -0.12476 -0.30607 -0.44893 58.626 58.626 1.00E+00 4.17 550540

34825 NCAPIMLR Unmodified _NCAPIMLR_ B6T684_MAIZE 2 487.74914 973.48374 -0.12541 -0.22403 -0.36793 56.75 56.75 2.92E-02 27.22 3256900

34826 NCDDFQVTGK Unmodified _NCDDFQVTGK_ B6SZD6_MAIZE 2 592.25604 1182.4975 0.20444 0.33154 0.55769 45.564 45.564 5.76E-06 49.76 3665500

34827 NCDDFQVTGK Unmodified _NCDDFQVTGK_ B6SZD6_MAIZE 2 592.25604 1182.4975 0.16921 0.32128 0.51273 44.983 44.983 1.84E-04 43.55 1322500

34828 NCDDFQVTGK Unmodified _NCDDFQVTGK_ B6SZD6_MAIZE 2 592.25604 1182.4975 0.19533 0.085647 0.30247 47.705 47.705 4.40E-05 57.88 3835200

34829 NCDDFQVTGK Unmodified _NCDDFQVTGK_ B6SZD6_MAIZE 2 592.25604 1182.4975 0.14497 -0.088295 0.078775 46.933 46.933 5.45E-09 57.32 13306000

34830 NCDDFQVTGK Unmodified _NCDDFQVTGK_ B6SZD6_MAIZE 2 592.25604 1182.4975 0.22785 0.007378 0.25657 45.716 45.716 1.62E-03 39.84 207070

34831 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.1588 -0.12401 0.035425 34.04 34.04 1.00E+00 18.57 122540

34832 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.019255 0.28283 0.30279 33.438 33.438 5.06E-02 24.3 68985

34833 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.025253 0.07309 0.098922 32.685 32.685 7.88E-01 31.8 33126

34834 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.14577 -0.012529 0.13377 35.626 35.626 3.77E-01 24.24 61876

34835 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.20461 -0.1736 0.031473 34.819 34.819 2.92E-02 31.87 82600

34836 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.049607 0.007504 0.05785 36.349 36.349 2.92E-02 37.39 853820

34837 NCDFQMER Oxidation (M) _NCDFQM(ox)ER_ B4G194_MAIZE 2 558.21586 1114.4172 0.15184 -0.21716 -0.065283 33.595 33.595 3.77E-01 27.99 108710

34838 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.05035 0.11678 0.16305 46.855 46.855 3.48E-02 59.95 4511200

34839 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 -0.07709 -0.19151 -0.27119 47.094 47.094 5.06E-02 29.77 108090

34840 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.0032279 -0.034171 -0.034398 46.545 46.545 1.90E-02 47.69 641030

34841 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.079951 0.14591 0.22158 49.14 49.14 2.92E-02 42.44 616260

34842 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.089949 -0.17309 -0.086261 48.42 48.42 3.48E-02 43.2 614020

34843 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.073166 0.51743 0.58647 49.243 49.243 2.92E-02 45.42 530650

34844 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 -0.028958 -0.46433 -0.49613 49.766 49.766 1.90E-02 49.48 7070700

34845 NCDFQMER Unmodified _NCDFQMER_ B4G194_MAIZE 2 550.21841 1098.4223 0.0095633 0.1884 0.1943 47.129 47.129 5.06E-02 24.82 647670

34846 NCDFQTER Unmodified _NCDFQTER_ B4FTD2_MAIZE 2 535.222 1068.4295 -0.020381 0.2287 0.21269 37.097 37.097 3.77E-01 19.06 728640

34847 NCDFQVER Unmodified _NCDFQVER_ B4FZ84_MAIZE 2 534.23237 1066.4502 0.031796 0.073342 0.11006 45.049 45.049 2.92E-02 33.35 1224600

34848 NCDFQVER Unmodified _NCDFQVER_ B4FZ84_MAIZE 2 534.23237 1066.4502 -0.034811 0.2302 0.20088 44.617 44.617 5.06E-02 34.21 260410

34849 NCDFQVER Unmodified _NCDFQVER_ B4FZ84_MAIZE 2 534.23237 1066.4502 0.054799 0.30903 0.36842 46.491 46.491 2.92E-02 24.92 324700

34850 NCDFQVER Unmodified _NCDFQVER_ B4FZ84_MAIZE 2 534.23237 1066.4502 -0.070432 -0.13487 -0.19982 48.053 48.053 2.92E-02 28.45 4112600

34851 NCDPEGPLMLYVSK Oxidation (M) _NCDPEGPLM(ox)LYVSK_ B6U0S1_MAIZE 2 819.87874 1637.7429 1.0119 0.37373 1.3816 77.711 77.711 3.48E-20 67.46 833670

34852 NCDPEGPLMLYVSK Oxidation (M) _NCDPEGPLM(ox)LYVSK_ B6U0S1_MAIZE 2 819.87874 1637.7429 0.96989 0.32387 1.2912 78.883 78.883 4.31E-03 28.38 56633
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34853 NCDPEGPLMLYVSK Oxidation (M) _NCDPEGPLM(ox)LYVSK_ B6U0S1_MAIZE 2 819.87874 1637.7429 0.97018 0.058294 1.0257 78.147 78.147 3.87E-29 83.5 866650

34854 NCDPEGPLMLYVSK Oxidation (M) _NCDPEGPLM(ox)LYVSK_ B6U0S1_MAIZE 2 819.87874 1637.7429 0.98372 0.2442 1.2238 78.742 78.742 3.40E-25 73.68 939550

34855 NCDPEGPLMLYVSK Oxidation (M) _NCDPEGPLM(ox)LYVSK_ B6U0S1_MAIZE 2 819.87874 1637.7429 0.97783 -0.00013 0.97403 78.36 78.36 5.36E-25 66.75 1238800

34856 NCDPEGPLMLYVSK Unmodified _NCDPEGPLMLYVSK_ B6U0S1_MAIZE 2 811.88128 1621.748 0.97748 -0.047756 0.9235 87.074 87.074 7.68E-22 63.64 2909700

34857 NCDPEGPLMLYVSK Unmodified _NCDPEGPLMLYVSK_ B6U0S1_MAIZE 2 811.88128 1621.748 0.95441 0.12609 1.0747 87.67 87.67 1.95E-13 51.85 339550

34858 NCDPEGPLMLYVSK Unmodified _NCDPEGPLMLYVSK_ B6U0S1_MAIZE 2 811.88128 1621.748 0.98418 0.11604 1.0946 88.041 88.041 2.96E-06 59.82 223690

34859 NCDPEGPLMLYVSK Unmodified _NCDPEGPLMLYVSK_ B6U0S1_MAIZE 2 811.88128 1621.748 1.0111 0.31517 1.3205 87.665 87.665 3.40E-25 69.69 200760

34860 NCFAIASDR Unmodified _NCFAIASDR_ B4FZ41_MAIZE 2 527.24274 1052.4709 -0.092285 -0.16936 -0.26894 50.305 50.305 3.32E-02 20.02 382200

34861 NCFAIASDR Unmodified _NCFAIASDR_ B4FZ41_MAIZE 2 527.24274 1052.4709 -0.13667 0.40444 0.26002 53.979 53.979 3.13E-03 57.64 2256300

34862 NCFAIASDRR Unmodified _NCFAIASDRR_ B4FZ41_MAIZE 3 403.86462 1208.572 0.11817 -0.54253 -0.43465 47.208 47.208 1.00E+00 27.11 834610

34863 NCFAIASDRR Unmodified _NCFAIASDRR_ B4FZ41_MAIZE 2 605.29329 1208.572 0.19999 -0.65836 -0.4688 47.198 47.198 4.40E-02 24.41 321210

34864 NCGDIVHQQIVER Unmodified _NCGDIVHQQIVER_ B6SY37_MAIZE 3 523.2597 1566.7573 -0.0042985 -0.15115 -0.14917 54.998 54.998 1.28E-01 33.9 720180

34865 NCLKEPFK Unmodified _NCLKEPFK_ ATP5E_MAIZE 3 345.84791 1034.5219 0.87569 -0.19962 0.66273 43.156 43.156 1.05E-01 26.35 569480

34866 NCLKEPFK Unmodified _NCLKEPFK_ ATP5E_MAIZE 2 518.26822 1034.5219 -0.26266 0.38132 0.10229 43.093 43.093 5.06E-02 26.84 1241700

34867 NCLPDQVVVQR Unmodified _NCLPDQVVVQR_ B4FKD5_MAIZE 2 664.34298 1326.6714 0.5404 -0.14638 0.40635 58.265 58.265 4.48E-03 13.16 799030

34868 NCLPDQVVVQR Unmodified _NCLPDQVVVQR_ B4FKD5_MAIZE 2 664.34298 1326.6714 0.42066 -0.23501 0.19962 58.784 58.784 6.35E-09 56.53 4073500

34869 NCLVQLYSK Unmodified _NCLVQLYSK_ CAPP2_MAIZE 2 562.79206 1123.5696 0.14799 1.0436 1.1811 63.938 63.938 1.01E-02 20.78 174330

34870 NCLVQLYSK Unmodified _NCLVQLYSK_ CAPP2_MAIZE 2 562.79206 1123.5696 0.20593 0.1179 0.31385 65.11 65.11 9.73E-03 38.94 296770

34871 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.19 0.16373 1.3558 104.87 104.87 4.22E-59 86.65 621930

34872 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.1312 0.16887 1.3027 105.48 105.48 1.43E-21 81.18 228620

34873 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.1761 -0.02786 1.1514 105.44 105.44 1.37E-17 54.1 284940

34874 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.176 -0.15775 1.0215 105.41 105.41 1.43E-21 61.86 145850

34875 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.1947 -0.47756 0.71988 105.58 105.58 1.22E-02 34.44 268740

34876 NCNLPGIVVDLPTLTEK Unmodified _NCNLPGIVVDLPTLTEK_ B6TII5_MAIZE 2 942.00077 1881.987 1.1864 -0.32015 0.86921 105.98 105.98 1.54E-12 39.12 166330

34877 NCPEFAFTFLGAAR Unmodified _NCPEFAFTFLGAAR_ B4FQP4_MAIZE 2 800.88247 1599.7504 0.96092 0.017394 0.97976 104.7 104.7 1.95E-13 61.3 1317900

34878 NCPEFAFTFLGAAR Unmodified _NCPEFAFTFLGAAR_ B4FQP4_MAIZE 2 800.88247 1599.7504 0.94014 0.037349 0.97951 105.35 105.35 2.00E-19 83.03 860480

34879 NCPEFAFTFLGAAR Unmodified _NCPEFAFTFLGAAR_ B4FQP4_MAIZE 2 800.88247 1599.7504 0.92861 0.18449 1.1155 105.35 105.35 3.40E-25 65.05 991140

34880 NCPEFAFTFLGAAR Unmodified _NCPEFAFTFLGAAR_ B4FQP4_MAIZE 2 800.88247 1599.7504 0.95942 0.37309 1.3348 105.37 105.37 7.64E-09 56.54 366190

34881 NCPEFAFTFLGAAR Unmodified _NCPEFAFTFLGAAR_ B4FQP4_MAIZE 2 800.88247 1599.7504 0.95982 -0.013471 0.94924 104.98 104.98 8.77E-41 87.56 1830100

34882 NCQLAELELADLK Unmodified _NCQLAELELADLK_ B4FAV4_MAIZE 2 758.88742 1515.7603 0.89245 -0.49493 0.37525 89.124 89.124 1.56E-17 78.58 355700

34883 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 0.082763 -0.35369 -0.28661 34.617 34.617 4.50E-01 2.56 309480

34884 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 0.036042 -0.30281 -0.28216 36.466 36.466 1.00E+00 2.7 100410

34885 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 0.067202 -0.41683 -0.36546 35.629 35.629 1.00E+00 1.1 82374

34886 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 0.082551 -0.046038 0.020017 36.379 36.379 7.68E-01 13.26 149730
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34887 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 -0.012549 -0.20761 -0.23678 37.118 37.118 1.00E+00 5.61 373870

34888 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 3 524.21946 1569.6365 -0.099549 -0.45144 -0.56692 34.244 34.244 8.04E-02 18.74 4882200

34889 NCSQEERDEFEK Unmodified _NCSQEERDEFEK_ B4FR89_MAIZE 2 785.82555 1569.6365 0.91154 -0.013125 0.88203 34.244 34.244 2.62E-07 50.03 555180

34890 NCSQEERDEFEKYDK Unmodified _NCSQEERDEFEKYDK_ B4FR89_MAIZE 3 659.61454 1975.8218 0.4483 -0.24824 0.18342 48.617 48.617 5.05E-03 24.53 1772500

34891 NCVPVSTDK Unmodified _NCVPVSTDK_ B4FPL1_MAIZE 2 510.24495 1018.4753 -0.27098 -0.25733 -0.51178 31.529 31.529 3.39E-01 17.7 1086200

34892 NCVPVSTDK Unmodified _NCVPVSTDK_ B4FPL1_MAIZE 2 510.24495 1018.4753 -0.093252 -1.1017 -1.1763 33.321 33.321 1.00E+00 1.18 7382

34893 NCVPVSTDK Unmodified _NCVPVSTDK_ B4FPL1_MAIZE 2 510.24495 1018.4753 0.026623 0.35119 0.39319 31.816 31.816 3.39E-01 16.38 99686

34894 NCVPVSTDK Unmodified _NCVPVSTDK_ B4FPL1_MAIZE 2 510.24495 1018.4753 -0.12714 0.18973 0.078853 34.983 34.983 1.00E+00 8.29 153230

34895 NCYDALPENGK Unmodified _NCYDALPENGK_ B6TKG5_MAIZE 2 640.78242 1279.5503 0.43762 0.3003 0.72277 48.176 48.176 4.96E-02 41.51 929300

34896 NCYDALPENGK Unmodified _NCYDALPENGK_ B6TKG5_MAIZE 2 640.78242 1279.5503 0.48794 0.48832 0.96016 50.39 50.39 3.83E-01 20.42 226510

34897 NCYDALPENGK Unmodified _NCYDALPENGK_ B6TKG5_MAIZE 2 640.78242 1279.5503 0.36673 -0.078317 0.27413 51.108 51.108 4.48E-03 34.15 3850200

34898 NDANYTALTPLWFLER Unmodified _NDANYTALTPLWFLER_ B4FAE2_MAIZE 2 962.48361 1922.9527 1.1706 0.30989 1.4671 123.63 123.63 1.42E-33 66.64 377770

34899 NDEEDAKEELYSLVTVAEIPAEGLK Unmodified _NDEEDAKEELYSLVTVAEIPAEGLK_ Q5XLD9_MAIZE 3 921.45879 2761.3546 1.161 0.2757 1.4147 128.22 128.22 3.35E-01 11.01 221500

34900 NDEEDAKEELYSLVTVAEIPAEGLK Unmodified _NDEEDAKEELYSLVTVAEIPAEGLK_ Q5XLD9_MAIZE 3 921.45879 2761.3546 1.0319 0.21036 1.2211 129.09 129.09 1.88E-03 27.82 3026200

34901 NDEEDAKEELYSLVTVAEIPPEGLK Unmodified _NDEEDAKEELYSLVTVAEIPPEGLK_ B6SJJ1_MAIZE 3 930.13068 2787.3702 1.0833 0.10811 1.1722 126.77 126.77 2.46E-05 37.22 2343900

34902 NDEFVSYASAEAR Unmodified _NDEFVSYASAEAR_ B6SLS6_MAIZE 2 729.82842 1457.6423 0.74735 0.035227 0.76259 67.414 67.414 1.47E-03 24.63 707330

34903 NDEIYDAIDVK Unmodified _NDEIYDAIDVK_ B4FU92_MAIZE 2 647.81171 1293.6089 0.39383 -0.028309 0.349 75.767 75.767 3.60E-06 59.1 343590

34904 NDFDPAAYDSLK Unmodified _NDFDPAAYDSLK_ B6UEH7_MAIZE 2 678.30933 1354.6041 0.57056 0.005488 0.56451 75.953 75.953 1.98E-03 50.12 548360

34905 NDFFITGESYAGHYIPAFASR Unmodified _NDFFITGESYAGHYIPAFASR_ B4FBF2_MAIZE 3 788.37456 2362.1018 0.96418 0.17816 1.1378 109.24 109.24 2.96E-18 49.28 831190

34906 NDFFITGESYAGHYIPAFASR Unmodified _NDFFITGESYAGHYIPAFASR_ B4FBF2_MAIZE 3 788.37456 2362.1018 0.93452 0.37594 1.3062 119.96 119.96 9.62E-03 19.37 102580

34907 NDFGSIDILVHSLANGPEVTK Unmodified _NDFGSIDILVHSLANGPEVTK_ B6TYG2_MAIZE 3 742.71821 2225.1328 0.79655 0.17592 0.97291 115.72 115.72 1.74E-01 17.71 145950

34908 NDFGSIDILVHSLANGPEVTK Unmodified _NDFGSIDILVHSLANGPEVTK_ B6TYG2_MAIZE 3 742.71821 2225.1328 0.82303 0.049839 0.87302 115.87 115.87 3.35E-04 29.15 160780

34909 NDFGSIDILVHSLANGPEVTK Unmodified _NDFGSIDILVHSLANGPEVTK_ B6TYG2_MAIZE 3 742.71821 2225.1328 0.86099 0.16389 1.0245 116.11 116.11 1.74E-01 17.44 132350

34910 NDFGSIDILVHSLANGPEVTK Unmodified _NDFGSIDILVHSLANGPEVTK_ B6TYG2_MAIZE 3 742.71821 2225.1328 0.91893 0.73392 1.6521 116.14 116.14 3.16E-03 17.29 123850

34911 NDFGSIDILVHSLANGPEVTK Unmodified _NDFGSIDILVHSLANGPEVTK_ B6TYG2_MAIZE 3 742.71821 2225.1328 0.79832 0.11658 0.91483 115.74 115.74 3.35E-08 47.95 1330200

34912 NDFGSIDILVHSLANGPEVTKPLLETSR Unmodified _NDFGSIDILVHSLANGPEVTKPLLETSR_ B6TFF6_MAIZE 4 756.40156 3021.5771 0.87425 0.38404 1.2534 120.56 120.56 7.11E-02 11.11 229180

34913 NDFGSIDILVHSLANGPEVTKPLLETSR Unmodified _NDFGSIDILVHSLANGPEVTKPLLETSR_ B6TFF6_MAIZE 4 756.40156 3021.5771 0.85473 0.096964 0.94792 122.18 122.18 1.33E-04 20.63 614820

34914 NDFTEDDKAAFK Unmodified _NDFTEDDKAAFK_ B4FC49_MAIZE 2 700.82006 1399.6256 0.11503 54.437 54.437 1.19E-03 52.59

34915 NDGTGCTSIYGTK Unmodified _NDGTGCTSIYGTK_ B6TBT3_MAIZE 2 687.30372 1372.5929 0.55433 0.3068 0.87653 42.209 42.209 1.47E-03 63.98 1579500

34916 NDGVGENFNR Unmodified _NDGVGENFNR_ B6UBU3_MAIZE 2 561.25215 1120.4897 0.18497 -0.1962 -0.014519 42.908 42.908 1.25E-02 28.05 296850

34917 NDGVGENFNR Unmodified _NDGVGENFNR_ B6UBU3_MAIZE 2 561.25215 1120.4897 0.091487 0.27179 0.35883 43.82 43.82 1.25E-02 29.93 676300

34918 NDHDIFQTFEGDNTVLLQQVAGDLLK Unmodified _NDHDIFQTFEGDNTVLLQQVAGDLLK_ B6SST0_MAIZE 3 977.4892 2929.4458 1.153 -1.7639 -0.60321 126.92 126.92 7.02E-03 35.56 406330

34919 NDIPIYEAEVGSAPK Unmodified _NDIPIYEAEVGSAPK_ B6SHR1_MAIZE 2 801.90413 1601.7937 0.94893 0.50925 1.4374 75.244 75.244 7.01E-11 60.14 153380

34920 NDISGNITR Unmodified _NDISGNITR_ B6STJ0_MAIZE 2 495.25416 988.49377 -0.097857 0.022087 -0.089465 39.731 39.731 3.32E-02 43.73 500790
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34921 NDISGNITR Unmodified _NDISGNITR_ B6STJ0_MAIZE 2 495.25416 988.49377 -0.1839 -0.073026 -0.27083 43.114 43.114 3.21E-03 68.87 929780

34922 NDLYQCFPHLK Unmodified _NDLYQCFPHLK_ B6ST26_MAIZE 3 478.89933 1433.6762 -0.24499 0.40866 0.16184 76.167 76.167 1.91E-02 17.95 415150

34923 NDLYQCFPHLK Unmodified _NDLYQCFPHLK_ B6ST26_MAIZE 2 717.84536 1433.6762 0.675 -0.29164 0.38276 76.149 76.149 4.48E-03 36.7 98560

34924 NDPLFLLDLAK Unmodified _NDPLFLLDLAK_ B4FDW8_MAIZE 2 629.85572 1257.6969 0.37097 0.41534 0.76921 115.08 115.08 3.60E-06 45.58 343600

34925 NDQVDLLKPDATVILR Unmodified _NDQVDLLKPDATVILR_ B6SHT0_MAIZE 3 604.00715 1808.9996 0.20434 0.15949 0.35889 89.29 89.29 4.93E-01 27.51 77957

34926 NDQVDLLKPDATVILR Unmodified _NDQVDLLKPDATVILR_ B6SHT0_MAIZE 3 604.00715 1808.9996 0.1618 0.035944 0.19187 88.467 88.467 7.42E-06 38.27 5180300

34927 NDQVDLLKPDATVILR Unmodified _NDQVDLLKPDATVILR_ B6SHT0_MAIZE 2 905.50708 1808.9996 1.0735 0.11112 1.1792 88.459 88.459 7.42E-06 42.99 701550

34928 NDQVDLLKPDATVILR Unmodified _NDQVDLLKPDATVILR_ B6SHT0_MAIZE 3 604.00715 1808.9996 0.26474 0.41903 0.67726 91.201 91.201 7.63E-01 3.08 103480

34929 NDQVDLLKPNATVILR Unmodified _NDQVDLLKPNATVILR_ B4FR03_MAIZE 3 603.67914 1808.0156 0.16507 0.16691 0.32072 84.002 84.002 5.53E-12 45.13 3581800

34930 NDQVDLLKPNATVILR Unmodified _NDQVDLLKPNATVILR_ B4FR03_MAIZE 2 905.01508 1808.0156 1.0664 -0.020586 1.0358 84.003 84.003 5.51E-02 24.88 482490

34931 NDQVDVIRPGTTVELR Unmodified _NDQVDVIRPGTTVELR_ B6T6D1_MAIZE 3 604.65852 1810.9537 0.17504 0.12608 0.30652 68.973 68.973 8.21E-03 35.84 146970

34932 NDQVDVIRPGTTVELR Unmodified _NDQVDVIRPGTTVELR_ B6T6D1_MAIZE 3 604.65852 1810.9537 0.29628 -0.10352 0.19721 68.557 68.557 1.21E-01 27.22 530900

34933 NDQVDVIRPGTTVELR Unmodified _NDQVDVIRPGTTVELR_ B6T6D1_MAIZE 3 604.65852 1810.9537 0.14961 0.25429 0.40936 69.772 69.772 1.90E-03 36.07 2883700

34934 NDQVDVIRPGTTVELR Unmodified _NDQVDVIRPGTTVELR_ B6T6D1_MAIZE 2 906.48414 1810.9537 1.0721 0.025129 1.1025 69.759 69.759 1.81E-01 38.34 579860

34935 NDSPGLLWK Unmodified _NDSPGLLWK_ B6T174_MAIZE 2 515.27182 1028.5291 -0.18483 0.26449 0.067646 71.083 71.083 1.12E-01 20.55 157830

34936 NDSYMLHLILPSK Unmodified _NDSYMLHLILPSK_ B4FSF1_MAIZE 3 510.93768 1529.7912 -0.022112 -0.37722 -0.4201 91.636 91.636 1.41E-02 18.31 275810

34937 NDSYMLHLILPSK Oxidation (M) _NDSYM(ox)LHLILPSK_ B4FSF1_MAIZE 3 516.26931 1545.7861 -0.11736 0.21855 0.082525 80.49 80.49 1.00E+00 3.23 200600

34938 NDTDLTASDLK Unmodified _NDTDLTASDLK_ PPDK1_MAIZE 2 596.78823 1191.5619 0.25665 -0.085156 0.16645 52.483 52.483 6.35E-09 66.71 589910

34939 NDTPISQNEIR Unmodified _NDTPISQNEIR_ B6T8V1_MAIZE 2 643.8204 1285.6262 0.5454 0.47561 1.0024 48.233 48.233 4.48E-03 34.69 566690

34940 NDTPISQNEIR Unmodified _NDTPISQNEIR_ B6T8V1_MAIZE 2 643.8204 1285.6262 0.42904 -0.000529 0.41084 51.106 51.106 3.57E-04 38.37 1195600

34941 NDVELGK Unmodified _NDVELGK_ B6T0Q2_MAIZE 2 387.70324 773.39193 0.52374 0.0072 0.51586 31.434 31.434 7.83E-01 9.44 21158

34942 NDVELGK Unmodified _NDVELGK_ B6T0Q2_MAIZE 2 387.70324 773.39193 0.3142 0.69763 0.99601 32.14 32.14 8.04E-02 40.78 101550

34943 NDVFQYLASSLAK Unmodified _NDVFQYLASSLAK_ B4FHF0_MAIZE 2 728.37755 1454.7405 0.75104 0.17373 0.90975 112.43 112.43 1.47E-03 60.24 123050

34944 NDVFQYLASSLAK Unmodified _NDVFQYLASSLAK_ B4FHF0_MAIZE 2 728.37755 1454.7405 0.76002 0.27031 1.0153 112.49 112.49 1.15E-02 47.35 233670

34945 NDVFQYLASSLAK Unmodified _NDVFQYLASSLAK_ B4FHF0_MAIZE 2 728.37755 1454.7405 0.82878 0.44325 1.2567 112.48 112.48 1.00E-11 66.56 239920

34946 NDWIVDSTYNLR Unmodified _NDWIVDSTYNLR_ Q94IJ4_MAIZE 2 748.36243 1494.7103 0.91168 0.58336 1.4876 88.113 88.113 1.11E-04 39.54 111970

34947 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.2233 -0.069041 1.1446 100.9 100.9 1.77E-34 101.45 840940

34948 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.1835 -0.015199 1.1589 101.4 101.4 9.02E-03 22.6 330740

34949 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.1467 -0.017095 1.1198 101.53 101.53 1.56E-52 98.99 600060

34950 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.1748 -0.026182 1.1391 101.44 101.44 1.77E-34 83.36 476190

34951 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.3041 0.148 1.4428 100.94 100.94 5.25E-26 89.72 250500

34952 NDYYGGDSTSLNLNQLWK Unmodified _NDYYGGDSTSLNLNQLWK_ B4FSB0_MAIZE 2 1044.4871 2086.9596 1.1754 0.01184 1.1773 101.66 101.66 1.77E-34 88.58 3254900

34953 NEAFDFNVALSDHEK Unmodified _NEAFDFNVALSDHEK_ B4FAZ6_MAIZE 3 579.26892 1734.7849 0.11694 0.031452 0.13841 79.784 79.784 2.65E-02 15.73 683730

34954 NEAFNCSNGDLFK Unmodified _NEAFNCSNGDLFK_ B4FN54_MAIZE 2 758.33027 1514.646 0.85834 -0.029493 0.82455 69.913 69.913 2.61E-08 74.82 997280
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34955 NEALSQVDDAVR Unmodified _NEALSQVDDAVR_ B6SXZ1_MAIZE 2 658.82568 1315.6368 0.606 -3.0376 -2.437 60.074 60.074 7.72E-03 41.12 947250

34956 NEALSQVDDAVR Unmodified _NEALSQVDDAVR_ B6SXZ1_MAIZE 2 658.82568 1315.6368 0.61806 -3.0423 -2.4302 59.365 59.365 1.98E-03 49.6 489580

34957 NECGIEEGVVAGMPSTK Unmodified _NECGIEEGVVAGMPSTK_ B6TLR9_MAIZE 2 889.40839 1776.8022 1.1261 -0.38779 0.73838 70.174 70.174 1.54E-12 63.85 249740

34958 NECINHSFVYEAPLPVSR Unmodified _NECINHSFVYEAPLPVSR_ B6TAJ3_MAIZE 3 711.34583 2131.0157 0.61032 -0.15747 0.44678 76.867 76.867 1.02E-02 23.39 5885300

34959 NECINHSFVYEAPLPVSR Unmodified _NECINHSFVYEAPLPVSR_ B6TAJ3_MAIZE 2 1066.5151 2131.0157 1.1792 0.19588 1.3689 76.812 76.812 5.25E-26 70.56 482450

34960 NECPHIVVGTPGR Unmodified _NECPHIVVGTPGR_ B6TE13_MAIZE 3 479.24187 1434.7038 -0.15212 0.035021 -0.10476 48.709 48.709 3.10E-02 25.53 489620

34961 NECPHIVVGTPGR Unmodified _NECPHIVVGTPGR_ B6TE13_MAIZE 3 479.24187 1434.7038 -0.071113 -0.66266 -0.71914 50.992 50.992 6.84E-03 25.99 732410

34962 NECPHIVVGTPGR Unmodified _NECPHIVVGTPGR_ B6TE13_MAIZE 3 479.24187 1434.7038 0.0019202 -0.48948 -0.47343 50.206 50.206 8.26E-01 5.84 440470

34963 NECPHIVVGTPGR Unmodified _NECPHIVVGTPGR_ B6TE13_MAIZE 3 479.24187 1434.7038 -0.058848 -0.031857 -0.077867 50.778 50.778 1.26E-06 39.65 1563300

34964 NEDIQLR Unmodified _NEDIQLR_ B6TLT1_MAIZE 2 444.2327 886.45084 0.022339 0.22019 0.21397 44.757 44.757 1.86E-01 29.97 779610

34965 NEDIQLR Unmodified _NEDIQLR_ B6TLT1_MAIZE 2 444.2327 886.45084 -0.069072 0.091541 -0.0060422 44.801 44.801 4.49E-02 35.89 2788000

34966 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 3 370.52063 1108.5401 0.76931 -0.049069 0.69342 40.569 40.569 5.45E-01 9.34 7554400

34967 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 2 555.2773 1108.5401 0.076234 0.23509 0.28427 40.568 40.568 3.21E-03 45.08 3252400

34968 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 2 555.2773 1108.5401 0.0036865 0.16038 0.13776 41.405 41.405 1.01E-02 56.1 58975

34969 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 3 370.52063 1108.5401 0.66575 0.096273 0.73399 40.245 40.245 5.45E-01 12.37 765360

34970 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 2 555.2773 1108.5401 0.014185 0.21806 0.20383 40.246 40.246 3.21E-03 49.53 382290

34971 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 3 370.52063 1108.5401 0.78427 -0.03991 0.71745 42.832 42.832 2.35E-01 14.67 751010

34972 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 2 555.2773 1108.5401 0.12294 -0.28077 -0.1853 42.83 42.83 3.21E-03 50.51 348240

34973 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 3 370.52063 1108.5401 0.74341 0.16231 0.87675 42.155 42.155 2.35E-01 17.79 943250

34974 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 2 555.2773 1108.5401 0.11321 0.18666 0.27166 42.155 42.155 3.21E-03 52.72 293090

34975 NEDKLEFSK Unmodified _NEDKLEFSK_ B4F7Y1_MAIZE 3 370.52063 1108.5401 0.79191 -0.11886 0.64695 40.824 40.824 2.35E-01 14.95 1794400

34976 NEEAFNEYFAK Unmodified _NEEAFNEYFAK_ B4FLB0_MAIZE 2 681.30405 1360.5935 0.60153 -0.076375 0.49609 73.537 73.537 1.67E-02 33.83 413740

34977 NEEAGQPESATEK Unmodified _NEEAGQPESATEK_ B4FQ54_MAIZE 2 695.31006 1388.6056 0.82801 0.16534 0.96645 26.421 26.421 9.54E-02 26.43 9390.8

34978 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 3 365.86462 1094.572 0.88406 0.139 0.9918 39.648 39.648 2.35E-02 20.21 2715800

34979 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 2 548.29329 1094.572 0.079802 -0.17985 -0.12877 39.656 39.656 3.21E-03 50.62 853730

34980 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 2 548.29329 1094.572 -0.014499 0.092262 0.049185 39.474 39.474 3.13E-03 51.51 254150

34981 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 3 365.86462 1094.572 0.743 1.6458 2.3542 41.455 41.455 9.63E-01 6.71 973770

34982 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 3 365.86462 1094.572 0.71984 0.18603 0.8762 41.903 41.903 8.40E-02 20.93 893330

34983 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 2 548.29329 1094.572 0.079846 -0.16174 -0.11186 54.242 54.242 1.00E+00 3.73 597270

34984 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 3 365.86462 1094.572 0.82389 -0.29469 0.49926 39.973 39.973 2.35E-01 12.24 5139600

34985 NEEHVNLIK Unmodified _NEEHVNLIK_ B6SRI4_MAIZE 2 548.29329 1094.572 -0.0324 0.078061 0.016873 39.961 39.961 3.89E-04 50.5 1315600

34986 NEELKQELHNVEK Unmodified _NEELKQELHNVEK_ B6T3T7_MAIZE 3 537.27753 1608.8107 -0.078432 0.027695 -0.082481 50.754 50.754 6.66E-04 21.71 2591600

34987 NEFSLESK Unmodified _NEFSLESK_ B4FIB2_MAIZE 2 477.23236 952.45018 -0.066543 -0.67883 -0.77305 50.119 50.119 3.77E-01 29.64 2415300

34988 NEFSLESK Unmodified _NEFSLESK_ B4FIB2_MAIZE 2 477.23236 952.45018 -0.35374 -0.59181 -0.97147 50.203 50.203 1.65E-01 23.9 533920
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34989 NEFSLESK Unmodified _NEFSLESK_ B4FIB2_MAIZE 2 477.23236 952.45018 -0.18432 -1.2795 -1.49 52.428 52.428 5.06E-02 22.81 596600

34990 NEFSLESK Unmodified _NEFSLESK_ B4FIB2_MAIZE 2 477.23236 952.45018 -0.051863 -0.085314 -0.16485 51.753 51.753 3.77E-01 20.66 426890

34991 NEFSLESK Unmodified _NEFSLESK_ B4FIB2_MAIZE 2 477.23236 952.45018 -0.14823 0.32989 0.15211 50.504 50.504 3.77E-01 25.65 2940400

34992 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.56089 0.94233 1.4851 52.096 52.096 1.00E+00 4.09 751600

34993 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.5421 0.14379 0.66923 54.192 54.192 9.46E-01 23.03 877410

34994 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.38431 -0.31109 0.058254 54.084 54.084 5.26E-01 27.65 494680

34995 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.52705 0.14548 0.65439 54.373 54.373 5.26E-01 20.61 669970

34996 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.5282 -1.1193 -0.60536 56.224 56.224 9.46E-01 28.34 523030

34997 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.49029 -0.28529 0.19004 55.511 55.511 9.46E-01 22.44 581900

34998 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.42345 0.36485 0.77205 54.462 54.462 1.00E+00 13.41 1089600

34999 NEFVIR Unmodified _NEFVIR_ B6TSB3_MAIZE 2 389.21632 776.41809 0.4982 0.3328 0.81426 54.157 54.157 5.26E-01 25.03 1922200

35000 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 -0.035265 0.091533 0.041388 49.79 49.79 5.76E-06 53.36 5940200

35001 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 -0.070425 0.16165 0.075301 49.83 49.83 4.40E-05 53.02 677290

35002 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 -0.006385 0.46485 0.44221 51.995 51.995 2.81E-03 48.99 1083600

35003 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 0.01706 0.49407 0.49581 51.277 51.277 4.40E-05 62.03 1145600

35004 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 -0.046132 0.13693 0.074976 52.053 52.053 1.84E-04 44.79 1358900

35005 NEGGAMVPIR Unmodified _NEGGAMVPIR_ B4FAD1_MAIZE 2 522.26876 1042.523 -0.095496 -0.77813 -0.88787 51.749 51.749 1.62E-03 36.91 38632000

35006 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 -0.035437 0.79291 0.74524 40.597 40.597 1.45E-01 31.1 37174

35007 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 -0.058855 -4.2196 -4.2816 39.743 39.743 4.53E-03 46.31 1121000

35008 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 0.023323 -3.5971 -3.5773 42.535 42.535 4.40E-02 32.66 1746600

35009 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 0.015383 -1.3946 -1.387 41.734 41.734 1.84E-04 50.27 1656000

35010 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 -0.01382 -4.0653 -4.082 42.563 42.563 2.81E-03 45.21 3422400

35011 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 -0.07196 -0.49025 -0.57296 42.27 42.27 1.84E-04 56.16 17948000

35012 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 -0.085575 0.14594 0.049575 43.159 43.159 1.25E-02 35.48 1527100

35013 NEGGAMVPIR Oxidation (M) _NEGGAM(ox)VPIR_ B4FAD1_MAIZE 2 530.26622 1058.5179 0.033475 -3.49 -3.4607 40.541 40.541 4.40E-02 20.31 842080

35014 NEGHYIIASDWK Unmodified _NEGHYIIASDWK_ B4FBC2_MAIZE 3 478.23337 1431.6783 -0.0026018 0.80764 0.78555 62.763 62.763 8.04E-02 9.99 856330

35015 NEGHYIIASDWK Unmodified _NEGHYIIASDWK_ B4FBC2_MAIZE 3 478.23337 1431.6783 -0.046987 0.39398 0.32861 64.345 64.345 8.04E-02 15.39 1226200

35016 NEGKEGEDGGSTAGLLAK Unmodified _NEGKEGEDGGSTAGLLAK_ B6T5R1_MAIZE 3 578.28312 1731.8275 0.08404 0.16295 0.23331 44.574 44.574 3.43E-01 22.01 2262000

35017 NEGLVLLADEVYQENIYVDNKK Unmodified _NEGLVLLADEVYQENIYVDNKK_ B6TBZ8_MAIZE 3 856.10603 2565.2962 1.0673 0.038088 1.0877 110.64 110.64 2.50E-19 42.89 161670

35018 NEGLVLLADEVYQENIYVDNKK Unmodified _NEGLVLLADEVYQENIYVDNKK_ B6TBZ8_MAIZE 3 856.10603 2565.2962 1.0988 -0.22216 0.8594 111.11 111.11 1.59E-04 31.14 194210

35019 NEGLVLLADEVYQENIYVDNKK Unmodified _NEGLVLLADEVYQENIYVDNKK_ B6TBZ8_MAIZE 3 856.10603 2565.2962 1.1249 0.16963 1.2766 112.22 112.22 4.64E-06 30.03 476170

35020 NEGLVLLADEVYQENIYVEDKPFHSFK Unmodified _NEGLVLLADEVYQENIYVEDKPFHSFK_ Q5GAU1_MAIZE 4 799.90139 3195.5764 1.0124 0.19427 1.1973 130.7 130.7 1.33E-06 34.37 378550

35021 NEGLVLLADEVYQENIYVEDKPFHSFK Unmodified _NEGLVLLADEVYQENIYVEDKPFHSFK_ Q5GAU1_MAIZE 4 799.90139 3195.5764 1.0123 0.10164 1.1042 137.92 137.92 1.00E+00 2.61 143920

35022 NEIDSVAWK Unmodified _NEIDSVAWK_ B6SKP8_MAIZE 2 531.26674 1060.5189 -0.024777 0.18214 0.13976 63.613 63.613 3.32E-02 45.52 1564300
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35023 NELVALLSK Unmodified _NELVALLSK_ Q8L5H0_MAIZE 2 493.79767 985.5808 -0.0033077 0.013743 -0.022354 81.505 81.505 9.73E-03 41.39 718700

35024 NELVALLSK Unmodified _NELVALLSK_ Q8L5H0_MAIZE 2 493.79767 985.5808 -0.17639 0.098872 -0.11013 82.373 82.373 1.01E-02 22.98 444090

35025 NELVALLSK Unmodified _NELVALLSK_ Q8L5H0_MAIZE 2 493.79767 985.5808 -0.048566 -0.10359 -0.18364 82.717 82.717 3.21E-03 37.2 355710

35026 NELVALLSK Unmodified _NELVALLSK_ Q8L5H0_MAIZE 2 493.79767 985.5808 -0.034636 0.074248 0.0068678 82.388 82.388 3.13E-03 51.62 640040

35027 NENKEVAVNDFLPAAAAR Unmodified _NENKEVAVNDFLPAAAAR_ B4FCR7_MAIZE 3 643.66567 1927.9752 0.35421 0.089408 0.41953 75.181 75.181 3.33E-03 45.41 2846000

35028 NEQDPSLTFR Unmodified _NEQDPSLTFR_ B6TF74_MAIZE 2 603.79111 1205.5677 0.1993 0.8624 1.0528 57.8 57.8 1.45E-01 26.33 1377500

35029 NEQGYSIFIK Unmodified _NEQGYSIFIK_ B6UBU3_MAIZE 2 599.80877 1197.603 0.26506 0.55375 0.79817 72.959 72.959 3.43E-01 32.23 512800

35030 NEQVDLLKPDTTVIFR Unmodified _NEQVDLLKPDTTVIFR_ B4FT80_MAIZE 3 630.01067 1887.0102 0.41833 0.22274 0.64072 88.971 88.971 8.21E-03 33.75 463860

35031 NEQVDLLKPDTTVIFR Unmodified _NEQVDLLKPDTTVIFR_ B4FT80_MAIZE 3 630.01067 1887.0102 0.29048 -0.14608 0.14422 91.083 91.083 3.89E-09 49.41 2963400

35032 NEVLSDVR Unmodified _NEVLSDVR_ B6T8I3_MAIZE 2 466.24581 930.47706 -0.067142 0.14003 0.062566 47.893 47.893 5.06E-02 33.69 439020

35033 NEVLSDVR Unmodified _NEVLSDVR_ B6T8I3_MAIZE 2 466.24581 930.47706 -0.11295 -0.19303 -0.31445 45.163 45.163 2.92E-02 39.4 2696600

35034 NEVLSDVR Unmodified _NEVLSDVR_ B6T8I3_MAIZE 2 466.24581 930.47706 -0.16732 0.23154 0.053809 48.457 48.457 2.92E-02 35.69 526170

35035 NEVYAATVTPR Unmodified _NEVYAATVTPR_ B4G0V9_MAIZE 2 610.81713 1219.6197 0.046068 0.1601 0.19757 49.686 49.686 6.35E-09 81.78 3342300

35036 NEVYAATVTPR Unmodified _NEVYAATVTPR_ B4G0V9_MAIZE 2 610.81713 1219.6197 0.27447 -0.24558 0.019812 49.456 49.456 1.00E+00 9.67 465180

35037 NEVYAATVTPR Unmodified _NEVYAATVTPR_ B4G0V9_MAIZE 2 610.81713 1219.6197 0.24421 0.492 0.72617 52.681 52.681 5.66E-08 73.1 1009100

35038 NEWGWCK Unmodified _NEWGWCK_ B6T3P9_MAIZE 2 490.20817 978.40178 -0.044069 0.27321 0.22511 60.253 60.253 1.00E+00 2.03 2152000

35039 NEWGWCK Unmodified _NEWGWCK_ B6T3P9_MAIZE 2 490.20817 978.40178 -0.1687 0.5484 0.37646 60.817 60.817 1.00E+00 6.17 430120

35040 NEWGWCK Unmodified _NEWGWCK_ B6T3P9_MAIZE 2 490.20817 978.40178 -0.034657 0.63822 0.59852 61.856 61.856 4.46E-01 12.54 774100

35041 NFAENIVEEFNNK Unmodified _NFAENIVEEFNNK_ B6U821_MAIZE 2 784.37299 1566.7314 0.88671 0.45127 1.3137 99.983 99.983 4.68E-05 45.36 567040

35042 NFDELVVK Unmodified _NFDELVVK_ Q5EUD5_MAIZE 2 482.26092 962.5073 0.017919 -0.029314 -0.014178 67.502 67.502 7.88E-01 9.98 414190

35043 NFDELVVK Unmodified _NFDELVVK_ Q5EUD5_MAIZE 2 482.26092 962.5073 -0.060585 0.14605 0.082509 67.798 67.798 7.88E-01 7.97 430950

35044 NFDELVVK Unmodified _NFDELVVK_ Q5EUD5_MAIZE 2 482.26092 962.5073 -0.096317 -0.058859 -0.15857 67.985 67.985 5.06E-02 28.12 6847500

35045 NFEAILR Unmodified _NFEAILR_ B4FGR6_MAIZE 2 431.7427 861.47085 -0.013216 0.041381 -0.0033491 68.495 68.495 4.46E-01 13.82 44646

35046 NFEAILR Unmodified _NFEAILR_ B4FGR6_MAIZE 2 431.7427 861.47085 0.11262 0.46923 0.54951 68.233 68.233 1.86E-01 29.13 855170

35047 NFEAILR Unmodified _NFEAILR_ B4FGR6_MAIZE 2 431.7427 861.47085 0.017308 0.31372 0.29861 68.34 68.34 9.32E-03 47.99 5907200

35048 NFEAILR Unmodified _NFEAILR_ B4FGR6_MAIZE 2 431.7427 861.47085 -0.080304 0.35098 0.23826 69.651 69.651 1.86E-01 16.67 276600

35049 NFEGADHEEFVK Unmodified _NFEGADHEEFVK_ Q5EUD0_MAIZE 2 711.32023 1420.6259 0.68993 0.10522 0.78838 55.091 55.091 1.68E-09 43.95 1122100

35050 NFFEEHLHTDEEIR Unmodified _NFFEEHLHTDEEIR_ B6SKN3_MAIZE 3 605.94807 1814.8224 0.21885 0.36525 0.57286 71.603 71.603 6.14E-02 14.29 1555800

35051 NFFGSQLQSFETELSVPK Unmodified _NFFGSQLQSFETELSVPK_ B6SNW4_MAIZE 2 1029.5126 2057.0106 1.2192 0.25665 1.4768 120.9 120.9 1.18E-19 66.75 197230

35052 NFFVYVQNYNEADPVTHQGLDLTR Unmodified _NFFVYVQNYNEADPVTHQGLDLTR_ B4G082_MAIZE 3 947.45946 2839.3566 1.2292 0.013796 1.2465 103.1 103.1 8.51E-10 40.43 184720

35053 NFGVTEFVNPK Unmodified _NFGVTEFVNPK_ ADHX_MAIZE 2 626.32205 1250.6295 0.33429 -0.079722 0.26111 76.581 76.581 5.66E-08 38.4 5782300

35054 NFGVTEFVNPK Unmodified _NFGVTEFVNPK_ ADHX_MAIZE 2 626.32205 1250.6295 0.33201 -0.03808 0.3006 77.231 77.231 3.60E-06 44.86 1723200

35055 NFGVTEFVNPK Unmodified _NFGVTEFVNPK_ ADHX_MAIZE 2 626.32205 1250.6295 0.34943 0.019606 0.37626 77.741 77.741 3.60E-06 36.65 1648700

35056 NFGVTEFVNPK Unmodified _NFGVTEFVNPK_ ADHX_MAIZE 2 626.32205 1250.6295 0.36327 0.066091 0.43712 77.363 77.363 3.57E-04 21.34 1170800
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35057 NFGVTEFVNPK Unmodified _NFGVTEFVNPK_ ADHX_MAIZE 2 626.32205 1250.6295 0.35083 -0.16671 0.19113 77.627 77.627 3.57E-04 35.13 1068600

35058 NFLAVLADNGR Unmodified _NFLAVLADNGR_ B6TBW2_MAIZE 2 595.31984 1188.6251 0.25749 0.36645 0.61181 89.725 89.725 4.96E-02 19.91 478030

35059 NFLAVLADNGR Unmodified _NFLAVLADNGR_ B6TBW2_MAIZE 2 595.31984 1188.6251 0.2361 0.18191 0.40597 89.428 89.428 1.47E-01 16.47 718330

35060 NFLAVLADNGR Unmodified _NFLAVLADNGR_ B6TBW2_MAIZE 2 595.31984 1188.6251 0.18063 0.68105 0.84845 89.245 89.245 5.66E-08 67.31 1266500

35061 NFLAVLADNGR Unmodified _NFLAVLADNGR_ B6TBW2_MAIZE 2 595.31984 1188.6251 0.15994 -0.20748 -0.059361 90.804 90.804 5.66E-08 73.35 3806200

35062 NFLPGYQQVVQGEWNVAGIAHR Unmodified _NFLPGYQQVVQGEWNVAGIAHR_ B6TRR5_MAIZE 3 828.42414 2482.2506 1.0681 -0.4357 0.63432 103.9 103.9 6.40E-03 13.21 346460

35063 NFLPGYQQVVQGEWNVAGIAHR Unmodified _NFLPGYQQVVQGEWNVAGIAHR_ B6TRR5_MAIZE 3 828.42414 2482.2506 1.0107 0.23119 1.2429 103.09 103.09 5.93E-08 28.46 2626000

35064 NFMIDFMMGGVSAAVSK Oxidation (M) _NFMIDFM(ox)MGGVSAAVSK_ ADT1_MAIZE 2 910.92263 1819.8307 1.2009 -0.80882 0.39574 114.07 114.07 1.24E-09 39.95 189910

35065 NFNLEEQAK Unmodified _NFNLEEQAK_ B6UIE1_MAIZE 2 546.76965 1091.5247 0.094579 0.45364 0.51497 53.094 53.094 9.73E-03 31.37 446220

35066 NFQFPTLR Unmodified _NFQFPTLR_ B6TIF5_MAIZE 2 511.77453 1021.5345 0.047454 0.035995 0.0822 81.899 81.899 1.65E-01 22.85 217090

35067 NFQHPDPYIVPWAPGGTK Unmodified _NFQHPDPYIVPWAPGGTK_ B6SHX4_MAIZE 3 675.33901 2022.9952 0.50573 -0.11615 0.396 85.946 85.946 8.87E-01 3.78 1220900

35068 NFQHPDPYIVPWAPGGTK Unmodified _NFQHPDPYIVPWAPGGTK_ B6SHX4_MAIZE 2 1012.5049 2022.9952 1.1479 -0.37073 0.78175 85.963 85.963 1.05E-02 24.83 97675

35069 NFSSPLNQLQNR Unmodified _NFSSPLNQLQNR_ B6TRV3_MAIZE 2 709.36276 1416.711 0.69033 -0.27403 0.40004 71.633 71.633 2.62E-07 53.39 991490

35070 NFSSPLNQLQNR Unmodified _NFSSPLNQLQNR_ B6TRV3_MAIZE 2 709.36276 1416.711 0.70831 0.23788 0.93009 72.235 72.235 4.56E-01 33.98 236990

35071 NFSSPLNQLQNR Unmodified _NFSSPLNQLQNR_ B6TRV3_MAIZE 2 709.36276 1416.711 0.75061 0.34224 1.0763 72.91 72.91 1.98E-03 54.51 921360

35072 NFTDIDDK Unmodified _NFTDIDDK_ B6SH65_MAIZE 2 484.222 966.42944 -0.0015891 0.38388 0.38225 51.728 51.728 1.00E+00 8 290550

35073 NFTDIDDK Unmodified _NFTDIDDK_ B6SH65_MAIZE 2 484.222 966.42944 -0.049894 0.50321 0.45364 51.824 51.824 1.65E-01 15.71 752140

35074 NFTSPPNMIVIR Unmodified _NFTSPPNMIVIR_ B6TNU0_MAIZE 2 694.87138 1387.7282 0.69893 -0.31503 0.37561 80.887 80.887 2.00E-01 6.79 782810

35075 NFVELAR Unmodified _NFVELAR_ B4FUB5_MAIZE 2 424.73488 847.4552 -0.09785 1.6082 1.4862 60.731 60.731 4.49E-02 34.02 1882500

35076 NFVGIHTPK Unmodified _NFVGIHTPK_ B6TIG4_MAIZE 2 506.78236 1011.5502 -0.016204 -0.0431 -0.0544 47.407 47.407 9.73E-03 27.22 1510900

35077 NFVGIHTPK Unmodified _NFVGIHTPK_ B6TIG4_MAIZE 2 506.78236 1011.5502 -0.142 0.88841 0.74934 47.817 47.817 7.18E-01 10.13 495440

35078 NFVGIHTPK Unmodified _NFVGIHTPK_ B6TIG4_MAIZE 2 506.78236 1011.5502 -0.47155 50.092 50.092 1.88E-01 13.38

35079 NFVVINQK Unmodified _NFVVINQK_ B4FF57_MAIZE 2 481.27691 960.53927 -0.028634 0.74616 0.71099 52.594 52.594 7.88E-01 16.97 1241100

35080 NFVVINQK Unmodified _NFVVINQK_ B4FF57_MAIZE 2 481.27691 960.53927 -0.041052 0.46298 0.41495 54.931 54.931 7.88E-01 23.43 521640

35081 NFVVINQK Unmodified _NFVVINQK_ B4FF57_MAIZE 2 481.27691 960.53927 -0.11523 0.55719 0.43552 54.938 54.938 3.77E-01 24.2 1507600

35082 NFYPGDK Unmodified _NFYPGDK_ B4FNK1_MAIZE 2 420.69796 839.38137 -0.018268 0.22741 0.2009 45.142 45.142 1.86E-01 15.53 887940

35083 NGANFALGGATALDQAFLASK Unmodified _NGANFALGGATALDQAFLASK_ B4FA08_MAIZE 2 1019.0236 2036.0327 1.2021 -0.16351 1.0284 107.44 107.44 8.95E-08 78.41 152590

35084 NGANFALGGATALDQAFLASK Unmodified _NGANFALGGATALDQAFLASK_ B4FA08_MAIZE 2 1019.0236 2036.0327 1.2058 0.35455 1.5498 106.97 106.97 7.74E-05 45.47 1078400

35085 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.4054 0.13944 0.54236 47.64 47.64 6.74E-02 28.81 1712700

35086 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.38766 -0.035777 0.34954 47.514 47.514 1.60E-02 36.79 457190

35087 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.39629 0.038921 0.43182 49.902 49.902 2.00E-01 40.01 856130

35088 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.40318 -0.11467 0.28695 49.107 49.107 1.98E-03 69.46 1190800

35089 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.37036 -0.14847 0.21978 50.006 50.006 6.74E-02 43.18 1436900

35090 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.35666 0.11426 0.46872 49.811 49.811 1.11E-04 62.42 5894400
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35091 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.30096 -0.62443 -0.32452 50.509 50.509 2.62E-07 53.68 28691000

35092 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.39188 0.070766 0.46051 48.081 48.081 7.72E-03 58.69 423690

35093 NGAVCLAPTNPR Unmodified _NGAVCLAPTNPR_ B4G0K5_MAIZE 2 635.32205 1268.6295 0.33894 0.15229 0.48882 51.35 51.35 1.98E-03 66.37 687460

35094 NGDGEIDFDEFIR Unmodified _NGDGEIDFDEFIR_ B4FY36_MAIZE 2 763.84153 1525.6685 0.86419 0.008424 0.8739 100.36 100.36 1.15E-02 27.85 72250

35095 NGEFLSPDDEK Unmodified _NGEFLSPDDEK_ B6T6D8_MAIZE 2 625.78041 1249.5463 0.3258 -0.46379 -0.14737 56.496 56.496 3.57E-04 61.62 184880

35096 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.30397 0.12182 0.41767 64.166 64.166 1.86E-01 46.05 34985

35097 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.4292 0.376 0.79603 63.554 63.554 7.83E-01 16.32 326480

35098 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.43437 0.62123 1.0462 63.699 63.699 8.04E-02 41.36 723460

35099 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.39966 0.2533 0.64373 64.231 64.231 4.46E-01 11.53 890140

35100 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.43636 0.12704 0.55593 62.729 62.729 4.49E-02 44.13 2026200

35101 NGFIVIK Unmodified _NGFIVIK_ B6SIL7_MAIZE 2 395.74471 789.47487 0.1559 -0.019603 0.1299 65.42 65.42 8.04E-02 45.79 11068000

35102 NGGLAPGGFNFDAK Unmodified _NGGLAPGGFNFDAK_ B4FHJ2_MAIZE 2 682.83331 1363.6521 0.60782 -1.2981 -0.68565 76.082 76.082 3.51E-02 25.97 328450

35103 NGGLAPGGFNFDAK Unmodified _NGGLAPGGFNFDAK_ B4FHJ2_MAIZE 2 682.83331 1363.6521 0.64078 -0.40064 0.24423 75.622 75.622 1.29E-01 14.62 432710

35104 NGHVEIIANDQGNR Unmodified _NGHVEIIANDQGNR_ B4FW90_MAIZE 3 512.92197 1535.7441 -0.14933 -0.13068 -0.29143 41.936 41.936 7.27E-01 12.28 6871200

35105 NGHVEIIANDQGNR Unmodified _NGHVEIIANDQGNR_ B4FW90_MAIZE 2 768.87931 1535.7441 0.87414 -0.020636 0.84163 41.938 41.938 2.00E-19 71.82 995810

35106 NGIIDLFFQDR Unmodified _NGIIDLFFQDR_ B6TRV3_MAIZE 2 669.34605 1336.6776 0.59017 0.1415 0.73097 119.92 119.92 4.96E-02 29.59 336460

35107 NGIIDLFFQDR Unmodified _NGIIDLFFQDR_ B6TRV3_MAIZE 2 669.34605 1336.6776 0.54166 0.50952 1.0511 120.37 120.37 1.67E-02 34.78 223820

35108 NGIIDLFFQDR Unmodified _NGIIDLFFQDR_ B6TRV3_MAIZE 2 669.34605 1336.6776 0.58694 0.20545 0.7926 120.52 120.52 1.67E-02 22.38 190220

35109 NGIIDLFFQDR Unmodified _NGIIDLFFQDR_ B6TRV3_MAIZE 2 669.34605 1336.6776 0.56252 -0.09907 0.46422 120.5 120.5 4.96E-02 21.06 133460

35110 NGIIDLFFQDR Unmodified _NGIIDLFFQDR_ B6TRV3_MAIZE 2 669.34605 1336.6776 0.61372 0.34894 0.96146 120.89 120.89 1.00E+00 6.48 471650

35111 NGKPGDAPLLPLPK Unmodified _NGKPGDAPLLPLPK_ Q9XE93_MAIZE 3 472.94516 1415.8136 -0.056881 0.023703 -0.048648 66.52 66.52 1.98E-02 19.29 578390

35112 NGLLEVQK Unmodified _NGLLEVQK_ B6TAY2_MAIZE 2 450.76109 899.50763 -0.14032 -0.14035 -0.29926 49.334 49.334 3.77E-01 24.94 319640

35113 NGLLEVQK Unmodified _NGLLEVQK_ B6TAY2_MAIZE 2 450.76109 899.50763 -0.033163 -0.061356 -0.11534 51.583 51.583 1.65E-01 16.4 397520

35114 NGLLEVQK Unmodified _NGLLEVQK_ B6TAY2_MAIZE 2 450.76109 899.50763 -0.046569 0.2008 0.13436 51.707 51.707 1.65E-01 26.53 1373400

35115 NGMASVGANDTSR Oxidation (M) _NGM(ox)ASVGANDTSR_ B6THA7_MAIZE 2 648.28587 1294.5572 0.60264 -0.41942 0.18192 26.285 26.285 5.66E-01 30.43 4759.9

35116 NGMASVGANDTSR Oxidation (M) _NGM(ox)ASVGANDTSR_ B6THA7_MAIZE 2 648.28587 1294.5572 0.48844 0.10359 0.58993 26.394 26.394 3.13E-02 53.66 34636

35117 NGMASVGANDTSR Unmodified _NGMASVGANDTSR_ B6THA7_MAIZE 2 640.28841 1278.5623 0.34658 -0.18012 0.16138 38.908 38.908 1.15E-02 42.88 654960

35118 NGNTGYDDIR Unmodified _NGNTGYDDIR_ TKTC_MAIZE B4 2 562.75198 1123.4894 0.14356 -0.057768 0.081393 39.453 39.453 2.81E-03 53.17 933990

35119 NGNTGYDDIR Unmodified _NGNTGYDDIR_ TKTC_MAIZE B4 2 562.75198 1123.4894 0.037769 0.18654 0.21939 38.711 38.711 1.25E-02 69.44 265560

35120 NGNTGYDDIR Unmodified _NGNTGYDDIR_ TKTC_MAIZE B4 2 562.75198 1123.4894 0.14964 0.1633 0.30722 41.526 41.526 1.25E-02 43.59 466970

35121 NGNTGYDDIR Unmodified _NGNTGYDDIR_ TKTC_MAIZE B4 2 562.75198 1123.4894 0.16908 0.21226 0.37617 40.844 40.844 4.40E-02 46.53 466680

35122 NGNTGYDDIR Unmodified _NGNTGYDDIR_ TKTC_MAIZE B4 2 562.75198 1123.4894 0.071075 -0.18237 -0.11586 41.653 41.653 2.81E-03 48.12 1833700

35123 NGPGAPGGQSWTVEWLR Unmodified _NGPGAPGGQSWTVEWLR_ B4FHN3_MAIZE 2 906.44482 1810.8751 1.1744 0.25303 1.4331 94.488 94.488 2.47E-02 44.81 240060

35124 NGPGAPGGQSWTVEWLR Unmodified _NGPGAPGGQSWTVEWLR_ B4FHN3_MAIZE 2 906.44482 1810.8751 1.1609 0.31717 1.4835 94.755 94.755 1.91E-01 26.42 666090
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35125 NGPSLMPGGSFEAYK Unmodified _NGPSLMPGGSFEAYK_ B4FSV6_MAIZE 2 777.86649 1553.7184 0.91668 0.45137 1.3574 77.148 77.148 1.26E-03 37.1 1186600

35126 NGPSLMPGGSFEAYK Unmodified _NGPSLMPGGSFEAYK_ B4FSV6_MAIZE 2 777.86649 1553.7184 0.99443 0.63913 1.6229 77.706 77.706 3.88E-01 16.85 195370

35127 NGPSLMPGGSFEAYK Unmodified _NGPSLMPGGSFEAYK_ B4FSV6_MAIZE 2 777.86649 1553.7184 0.94087 0.95252 1.8818 78.218 78.218 2.05E-04 49.73 286230

35128 NGPSLMPGGSFEAYK Unmodified _NGPSLMPGGSFEAYK_ B4FSV6_MAIZE 2 777.86649 1553.7184 0.88496 -0.020043 0.85469 78.078 78.078 2.05E-04 49.97 3721200

35129 NGPSLMPGGSFEAYK Oxidation (M) _NGPSLM(ox)PGGSFEAYK_ B4FSV6_MAIZE 2 785.86395 1569.7133 0.92726 0.26248 1.182 67.598 67.598 6.37E-03 51.84 284690

35130 NGPSLMPGGSFEAYK Oxidation (M) _NGPSLM(ox)PGGSFEAYK_ B4FSV6_MAIZE 2 785.86395 1569.7133 0.96907 0.63432 1.595 68.513 68.513 4.63E-02 31.56 483010

35131 NGPSLMPGGSFEAYK Oxidation (M) _NGPSLM(ox)PGGSFEAYK_ B4FSV6_MAIZE 2 785.86395 1569.7133 0.9186 0.33238 1.2432 68.042 68.042 1.19E-02 35.36 523460

35132 NGPSLMPGGSFEAYK Oxidation (M) _NGPSLM(ox)PGGSFEAYK_ B4FSV6_MAIZE 2 785.86395 1569.7133 0.96188 0.38399 1.3379 68.112 68.112 6.37E-03 46.41 350110

35133 NGPSLMPGGSFEAYK Oxidation (M) _NGPSLM(ox)PGGSFEAYK_ B4FSV6_MAIZE 2 785.86395 1569.7133 0.9034 -0.16363 0.73241 68.455 68.455 2.05E-04 68.44 3406400

35134 NGPVEVAFTVYEDFAHYK Unmodified _NGPVEVAFTVYEDFAHYK_ B6TLR9_MAIZE 3 696.00206 2084.9844 0.69325 1.426 2.1181 130.38 130.38 1.02E-03 39.26 1331900

35135 NGPVEVAFTVYEDFAHYK Unmodified _NGPVEVAFTVYEDFAHYK_ B6TLR9_MAIZE 2 1043.4995 2084.9844 1.204 0.48611 1.6908 130.6 130.6 8.94E-06 79.18 393120

35136 NGPVEVAFTVYEDFAHYK Unmodified _NGPVEVAFTVYEDFAHYK_ B6TLR9_MAIZE 3 696.00206 2084.9844 0.59998 -1.5029 -0.89941 130.61 130.61 5.31E-03 36.09 7879900

35137 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.18557 -0.22699 -0.049688 52.541 52.541 7.60E-01 7.46 929930

35138 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.093555 -0.04588 0.039847 54.035 54.035 3.83E-01 24.89 31268

35139 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.088353 -0.52858 -0.44844 54.912 54.912 1.00E+00 1.49 387700

35140 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.20462 0.019881 0.21511 54.202 54.202 1.47E-01 30.47 418380

35141 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.21458 0.16761 0.37263 54.654 54.654 1.47E-01 25.61 591020

35142 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.14275 0.13488 0.26861 55.228 55.228 3.83E-01 14.37 1073900

35143 NGQLIGTQSLK Unmodified _NGQLIGTQSLK_ B4FR89_MAIZE 2 579.82749 1157.6404 0.0098281 0.004782 0.006007 53.171 53.171 4.96E-02 27.42 12297000

35144 NGSVMLTFFPAVGQR Oxidation (M) _NGSVM(ox)LTFFPAVGQR_ B4FU36_MAIZE 2 820.41668 1638.8188 1.0241 0.19543 1.2308 93.296 93.296 7.01E-11 65.92 145470

35145 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.46953 0.26913 0.73389 40.615 40.615 1.98E-03 81.98 1029400

35146 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.44536 0.035 0.47698 42.816 42.816 1.60E-02 56.79 225210

35147 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.4312 -0.27725 0.1514 42.052 42.052 7.72E-03 47.53 332250

35148 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.38722 -0.97196 -0.58739 42.926 42.926 1.98E-03 72.33 469510

35149 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.42089 -0.051859 0.36561 42.694 42.694 1.11E-04 76.23 1175100

35150 NGTACLAPTNPR Unmodified _NGTACLAPTNPR_ B4FUK7_MAIZE 2 636.31168 1270.6088 0.33712 -0.22115 0.11244 43.476 43.476 1.11E-04 75.69 9312300

35151 NGTCAWLRPDGK Unmodified _NGTCAWLRPDGK_ B4FIE9_MAIZE 2 687.83278 1373.651 0.58778 -0.29965 0.28945 53.347 53.347 2.00E-01 33.3 3023600

35152 NGTCAWLRPDGK Unmodified _NGTCAWLRPDGK_ B4FIE9_MAIZE 3 458.89095 1373.651 -0.064479 0.17646 0.11319 53.353 53.353 7.21E-01 4.32 11789000

35153 NGTCPWLRPDGK Unmodified _NGTCPWLRPDGK_ B4FAD1_MAIZE 3 467.56283 1399.6667 0.045324 0.11761 0.16766 54.949 54.949 1.84E-01 14.45 271940

35154 NGTCPWLRPDGK Unmodified _NGTCPWLRPDGK_ B4FAD1_MAIZE 3 467.56283 1399.6667 -0.071974 0.10108 0.03436 54.576 54.576 6.54E-02 19.18 7965100

35155 NGTCPWLRPDGK Unmodified _NGTCPWLRPDGK_ B4FAD1_MAIZE 2 700.84061 1399.6667 0.66828 -0.039668 0.63448 54.581 54.581 1.60E-02 31.56 1667200

35156 NGVCLLYR Unmodified _NGVCLLYR_ B4FB23_MAIZE 2 497.76057 993.50658 -0.1787 0.18828 0.0051788 64.441 64.441 2.92E-02 49.94 243370

35157 NGVEEVLGLGELNDFEK Unmodified _NGVEEVLGLGELNDFEK_ B4FVH1_MAIZE 2 931.46254 1860.9105 1.1809 0.06122 1.2327 109.63 109.63 1.24E-09 53.72 152500

35158 NGVEEVLGLGELNDFEK Unmodified _NGVEEVLGLGELNDFEK_ B4FVH1_MAIZE 2 931.46254 1860.9105 1.2666 0.42344 1.6813 109.22 109.22 1.54E-12 63.47 115970



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

35159 NGVEEVLGLGELNDFEK Unmodified _NGVEEVLGLGELNDFEK_ B4FVH1_MAIZE 2 931.46254 1860.9105 1.2 -0.024427 1.1666 109.89 109.89 1.43E-21 75.06 243780

35160 NGVEEVLGLGELNDFEK Unmodified _NGVEEVLGLGELNDFEK_ B4FVH1_MAIZE 2 931.46254 1860.9105 1.1568 0.016971 1.1644 109.3 109.3 4.07E-45 81.42 2613400

35161 NGVEEVLGLGELNDFEK Unmodified _NGVEEVLGLGELNDFEK_ B4FVH1_MAIZE 3 621.31078 1860.9105 0.31211 0.051362 0.35472 109.3 109.3 9.61E-01 8.95 375960

35162 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1781 -1.35 -0.18418 109.42 109.42 1.37E-17 64.67 499950

35163 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1552 0.11837 1.2596 109.96 109.96 1.54E-12 57.52 187160

35164 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1419 0.11106 1.2387 110.04 110.04 1.37E-17 97.4 436630

35165 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1389 0.30048 1.4247 110.05 110.05 8.28E-39 84.27 599580

35166 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.2124 0.084615 1.2827 109.68 109.68 8.28E-39 73.39 478770

35167 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.2258 0.39131 1.602 110.37 110.37 8.28E-39 80.81 1314400

35168 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 3 625.98267 1874.9262 0.47943 0.90546 1.3684 110.29 110.29 9.61E-01 6.97 165870

35169 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1443 -0.41879 0.71192 109.78 109.78 4.07E-45 93.34 11957000

35170 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 3 625.98267 1874.9262 0.32925 0.23404 0.54887 109.77 109.77 6.76E-01 4.82 2113600

35171 NGVEEVLGLGELNEFEK Unmodified _NGVEEVLGLGELNEFEK_ B4FZU8_MAIZE 2 938.47036 1874.9262 1.1674 -0.14104 1.0127 110.63 110.63 1.24E-09 53.23 141950

35172 NGVEEVLGLGELNEFEKK Unmodified _NGVEEVLGLGELNEFEKK_ B4FZU8_MAIZE 3 668.68099 2003.0211 0.52736 0.31502 0.82537 100.75 100.75 1.31E-01 24.48 654690

35173 NGVEEVLGLGELSDFEK Unmodified _NGVEEVLGLGELSDFEK_ B4FRJ1_MAIZE 2 917.95709 1833.8996 1.1532 0.11027 1.257 112.76 112.76 3.42E-29 80.94 2098500

35174 NGVEEVLGLGELSDFEKEGLEK Unmodified _NGVEEVLGLGELSDFEKEGLEK_ B4FRJ1_MAIZE 3 797.73571 2390.1853 0.9488 0.42876 1.3647 111.83 111.83 8.27E-10 39.93 2035100

35175 NGVEEVLGLGELSDFEKEGLEK Unmodified _NGVEEVLGLGELSDFEKEGLEK_ B4FRJ1_MAIZE 2 1196.0999 2390.1853 1.1995 0.35011 1.5371 111.81 111.81 6.41E-05 60.85 293300

35176 NGVLLVTVPK Unmodified _NGVLLVTVPK_ Q41815_MAIZE 2 520.32914 1038.6437 -0.06583 0.421 0.36131 70.874 70.874 1.45E-01 26.18 663030

35177 NGVTVETVVGAR Unmodified _NGVTVETVVGAR_ B6SMC1_MAIZE 2 601.3304 1200.6463 0.028839 -0.12119 -0.074571 61.602 61.602 2.62E-07 49.73 2364400

35178 NGVVPADETTFK Unmodified _NGVVPADETTFK_ B4FG11_MAIZE 2 639.32224 1276.6299 0.39761 -0.2455 0.16126 58.429 58.429 6.74E-02 22.67 1605800

35179 NHAASVGGHAVDGCR Unmodified _NHAASVGGHAVDGCR_ B6TUF5_MAIZE 3 503.23214 1506.6746 -0.091547 -0.43331 -0.51204 31.331 31.331 1.14E-02 40.53 33033

35188 NHEILAEEIQERDEEALK Unmodified _NHEILAEEIQERDEEALK_ Q8L8G5_MAIZE 3 722.69396 2165.06 0.74719 -0.23926 0.47421 69.781 69.781 1.02E-03 27.62 2497800

35189 NHGSFDFVFVDADKDNYLNYHER Unmodified _NHGSFDFVFVDADKDNYLNYHER_ CAMT1_MAIZE 4 701.31903 2801.247 0.66298 0.30263 0.96595 90.081 90.081 1.00E+00 8.41 941470

35190 NHGSFDFVFVDADKDNYLNYHER Unmodified _NHGSFDFVFVDADKDNYLNYHER_ CAMT1_MAIZE 4 701.31903 2801.247 0.58537 -0.006274 0.57917 91.936 91.936 1.13E-10 50.24 4306300

35191 NHLCGALFK Unmodified _NHLCGALFK_ B6TBG4_MAIZE 2 530.27384 1058.5331 -0.068267 0.11854 0.046065 52.216 52.216 3.32E-02 26.73 1066500

35192 NHPDKGGDPEK Unmodified _NHPDKGGDPEK_ O65160_MAIZE 3 398.52303 1192.5473 0.47894 -0.1234 0.34836 10.144 10.144 2.92E-01 22.13 44787

35193 NHSPSFVIQTFVPDLTVSDAAGSAQR Unmodified _NHSPSFVIQTFVPDLTVSDAAGSAQR_ B4FJE0_MAIZE 3 915.45946 2743.3566 1.1248 0.033109 1.1671 104.51 104.51 4.35E-08 46.6 336550

35194 NHSPSFVIQTFVPDLTVSDAAGSAQR Unmodified _NHSPSFVIQTFVPDLTVSDAAGSAQR_ B4FJE0_MAIZE 3 915.45946 2743.3566 1.1565 -0.2371 0.92836 104.52 104.52 5.74E-03 30.03 216510

35195 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 0.061567 0.13955 0.1873 28.158 28.158 1.65E-01 25.43 256730

35196 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 -0.12059 0.033082 -0.099175 26.651 26.651 3.77E-01 21.71 42965

35197 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 0.073904 -0.15559 -0.094858 28.921 28.921 3.77E-01 7.85 40486

35198 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 0.1085 0.13772 0.23408 28.172 28.172 1.65E-01 38.3 43666

35199 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 0.096665 -0.004708 0.079201 28.485 28.485 1.00E+00 2.76 34805

35200 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 0.077633 -0.008599 0.055355 28.79 28.79 1.00E+00 13.51 42507
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35201 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 2 456.26908 910.52362 -0.044406 -0.26518 -0.32073 29.085 29.085 7.88E-01 14.05 975100

35202 NHSVIITK Unmodified _NHSVIITK_ B6TKG5_MAIZE 3 304.51515 910.52362 2.1603 29.018 29.018 6.18E-01 10.25

35203 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.5095 -0.026191 0.47711 25.8 25.8 2.00E-01 13.12 5878.8

35204 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.57283 -0.32427 0.24314 25.242 25.242 2.00E-01 13.81 10297

35205 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.64678 -0.18544 0.45543 25.563 25.563 8.05E-01 18.36 6796.3

35206 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.64386 -0.22797 0.41088 26.097 26.097 1.00E+00 7.25 4894.7

35207 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.48909 -0.12622 0.3572 26.179 26.179 2.00E-01 21.69 12752

35208 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 3 430.19369 1287.5592 0.16943 0.008703 0.1709 24.755 24.755 1.55E-01 34.06 571360

35209 NHYVEGGDAGNR Unmodified _NHYVEGGDAGNR_ B4F8K1_MAIZE 2 644.78689 1287.5592 0.4481 -0.040227 0.40278 24.753 24.753 1.60E-02 29.57 292960

35210 NHYVEGGDAGNRENYINELIK Unmodified _NHYVEGGDAGNRENYINELIK_ B4F8K1_MAIZE 3 802.38753 2404.1408 0.9362 -0.22442 0.69097 73.351 73.351 8.77E-02 16.3 853780

35211 NIANVVLLR Unmodified _NIANVVLLR_ B6TIK7_MAIZE 2 506.31911 1010.6237 -0.0658 -0.000777 -0.089703 76.77 76.77 3.21E-03 43.19 1335800

35212 NIAVIVGTVTDDKR Unmodified _NIAVIVGTVTDDKR_ B6SJC8_MAIZE 2 750.92265 1499.8308 0.86185 -0.22634 0.64044 69.807 69.807 1.95E-13 56.22 1278500

35213 NIAVIVGTVTDDKR Unmodified _NIAVIVGTVTDDKR_ B6SJC8_MAIZE 2 750.92265 1499.8308 0.76565 -0.27039 0.50099 72.813 72.813 7.64E-09 73.04 842900

35214 NIAVIVGTVTDDKR Unmodified _NIAVIVGTVTDDKR_ B6SJC8_MAIZE 3 500.95086 1499.8308 -0.1551 -0.33507 -0.48507 72.83 72.83 6.14E-02 17.23 407000

35215 NIDISPNYSPVLNTDDAYASQEVNGPDGK Unmodified _NIDISPNYSPVLNTDDAYASQEVNGPDGK_ BGLC_MAIZE 3 1031.8143 3092.4211 1.2185 -0.18448 1.0289 91.18 91.18 1.98E-01 16.09 830760

35216 NIDSFVSEWGIDNLEK Unmodified _NIDSFVSEWGIDNLEK_ B6T6B3_MAIZE 2 933.44943 1864.8843 1.1325 -1.0968 0.028652 113.16 113.16 1.27E-09 88.57 186930

35217 NIDSFVSEWGIDNLEK Unmodified _NIDSFVSEWGIDNLEK_ B6T6B3_MAIZE 2 933.44943 1864.8843 1.1234 -0.31941 0.79588 113.79 113.79 7.73E-25 105.45 180150

35218 NIDSFVSEWGIDNLEK Unmodified _NIDSFVSEWGIDNLEK_ B6T6B3_MAIZE 2 933.44943 1864.8843 1.265 0.1988 1.4547 113.44 113.44 1.42E-33 83.95 94061

35219 NIDSFVSEWGIDNLEK Unmodified _NIDSFVSEWGIDNLEK_ B6T6B3_MAIZE 2 933.44943 1864.8843 1.1147 -0.17864 0.92788 114.16 114.16 5.87E-44 112.59 734120

35220 NIDVANTVSR Unmodified _NIDVANTVSR_ Q8S531_MAIZE 2 544.78837 1087.5622 0.045446 0.6852 0.72428 49.328 49.328 1.00E+00 10.12 33362

35221 NIDVANTVSR Unmodified _NIDVANTVSR_ Q8S531_MAIZE 2 544.78837 1087.5622 0.049829 0.57321 0.61592 51.23 51.23 1.84E-04 39.53 1259500

35222 NIEEIQGK Unmodified _NIEEIQGK_ B6T790_MAIZE 2 465.74818 929.48181 -0.094095 0.008058 -0.11687 37.4 37.4 1.00E+00 2.31 26285

35223 NIEEIQGK Unmodified _NIEEIQGK_ B6T790_MAIZE 2 465.74818 929.48181 -0.20334 39.176 39.176 8.85E-02 17.13

35224 NIEEWPQR Unmodified _NIEEWPQR_ B4FHN3_MAIZE 2 536.26453 1070.5145 0.091566 2.887 2.9473 57.872 57.872 1.00E+00 2.33 241250

35225 NIEEWPQR Unmodified _NIEEWPQR_ B4FHN3_MAIZE 2 536.26453 1070.5145 -0.021361 0.78313 0.7342 55.915 55.915 5.06E-02 12.4 598120

35226 NIELEGNFDQIK Unmodified _NIELEGNFDQIK_ B4F7X6_MAIZE 2 710.35936 1418.7042 0.73676 -0.047398 0.67065 78.874 78.874 1.60E-02 29.18 16878

35227 NIELEGTFDQIK Unmodified _NIELEGTFDQIK_ B6TSP3_MAIZE 2 703.86173 1405.7089 0.67502 0.6145 1.276 82.604 82.604 4.56E-01 6.05 1610400

35228 NIENYVLR Unmodified _NIENYVLR_ B4FY29_MAIZE 2 510.77727 1019.54 -0.055084 -0.69966 -0.78531 66.076 66.076 7.88E-01 15.2 1274100

35229 NIENYVLR Unmodified _NIENYVLR_ B4FY29_MAIZE 2 510.77727 1019.54 -0.1138 0.29785 0.15228 66.795 66.795 1.65E-01 19.74 529570

35230 NIENYVLR Unmodified _NIENYVLR_ B4FY29_MAIZE 2 510.77727 1019.54 -0.096555 -0.77337 -0.89936 67.823 67.823 5.06E-02 25.19 1051200

35231 NIENYVLR Unmodified _NIENYVLR_ B4FY29_MAIZE 2 510.77727 1019.54 -0.070515 1.25 1.147 67.359 67.359 5.06E-02 21.87 3635100

35232 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 0.038312 -0.27261 -0.25413 29.027 29.027 4.08E-01 5.89 544390

35233 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 2 684.82875 1367.643 0.68209 0.077623 0.73934 29.028 29.028 1.98E-03 37.21 163300

35234 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 -0.12957 0.13667 -0.013816 27.321 27.321 1.00E+00 1.28 76990
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35235 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 0.058546 -0.15275 -0.11416 30.111 30.111 6.54E-02 14.58 63231

35236 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 0.082602 0.056876 0.1186 29.26 29.26 1.84E-01 13.02 60320

35237 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 0.081209 -0.12911 -0.066676 29.869 29.869 4.08E-01 9.31 62840

35238 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 3 456.88826 1367.643 0.029423 -0.33307 -0.3224 28.248 28.248 7.21E-01 5.72 358140

35239 NIEQHASDNVNK Unmodified _NIEQHASDNVNK_ B4FB55_MAIZE 2 684.82875 1367.643 0.67625 -0.008423 0.64839 28.221 28.221 1.11E-04 34.44 83903

35240 NIEVAVMTK Oxidation (M) _NIEVAVM(ox)TK_ A3FMB9_MAIZE 2 510.77334 1019.5321 -0.1348 -0.36015 -0.50565 46.429 46.429 3.21E-03 40.16 2786100

35241 NIEVAVMTK Unmodified _NIEVAVMTK_ A3FMB9_MAIZE 2 502.77588 1003.5372 -0.14696 -0.11981 -0.28278 57.815 57.815 9.73E-03 20.69 4184800

35242 NIFQSLDLAWTLLR Unmodified _NIFQSLDLAWTLLR_ B6T9C0_MAIZE 2 845.46977 1688.925 1.0809 0.13901 1.209 128.67 128.67 7.68E-22 100.72 7660300

35243 NIFQSLDLAWTLLR Unmodified _NIFQSLDLAWTLLR_ B6T9C0_MAIZE 3 563.98227 1688.925 0.09674 0.15736 0.24169 128.68 128.68 1.00E+00 10.95 4845600

35244 NIFQSLDLAWTLLR Unmodified _NIFQSLDLAWTLLR_ B6T9C0_MAIZE 2 845.46977 1688.925 1.098 0.24082 1.3279 131.84 131.84 3.40E-25 100.31 3618800

35245 NIFQSLDLAWTLLR Unmodified _NIFQSLDLAWTLLR_ B6T9C0_MAIZE 3 563.98227 1688.925 0.10001 0.20648 0.29541 131.84 131.84 1.10E-02 33.28 3479700

35246 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.31572 0.03337 0.36128 70.99 70.99 2.75E-01 6.23 892070

35247 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.32267 -0.001337 0.33279 71.732 71.732 1.35E-01 5.46 1991000

35248 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 2 930.93088 1859.8472 1.1443 0.10297 1.2586 71.734 71.734 1.54E-12 86.13 346270

35249 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.34506 0.01603 0.37338 71.292 71.292 6.76E-01 3.16 1966500

35250 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.31382 -0.088294 0.23765 71.341 71.341 2.75E-01 3.84 1611400

35251 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.24809 -0.25408 0.0054417 71.719 71.719 5.28E-02 13.01 29302000

35252 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 2 930.93088 1859.8472 1.1193 -0.19654 0.93498 71.713 71.713 1.43E-21 96.49 4919000

35253 NIGFVSNDVGLDADHCK Unmodified _NIGFVSNDVGLDADHCK_ B4FAD1_MAIZE 3 620.95635 1859.8472 0.29185 0.2568 0.55993 72.726 72.726 1.00E+00 1.22 201810

35254 NIIAEGADLSDLAVEHSLCPSK Unmodified _NIIAEGADLSDLAVEHSLCPSK_ B4FDW3_MAIZE 3 780.38977 2338.1475 0.91848 -0.26046 0.64752 103.06 103.06 2.04E-03 14.19 384440

35255 NIIGHVSGWLLTDSR Unmodified _NIIGHVSGWLLTDSR_ B4FHD0_MAIZE 4 417.72705 1666.8791 0.23086 -0.63229 -0.3991 46.369 46.369 1.00E+00 2.39 3617200

35256 NIIGHVSGWLLTDSR Unmodified _NIIGHVSGWLLTDSR_ B4FHD0_MAIZE 3 556.63364 1666.8791 0.072882 0.093965 0.16723 94.849 94.849 8.47E-02 13 322020

35257 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 3 580.64443 1738.9115 0.16231 0.060625 0.20534 70.986 70.986 4.82E-01 8.79 4213500

35258 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 2 870.46301 1738.9115 1.046 -0.19011 0.83924 70.99 70.99 1.04E-33 59.76 691320

35259 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 3 580.64443 1738.9115 0.13304 -0.049551 0.067328 77.124 77.124 2.34E-01 30.11 27455

35260 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 3 580.64443 1738.9115 0.1302 0.22775 0.34115 72.089 72.089 8.03E-01 12.3 1638600

35261 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 2 870.46301 1738.9115 1.0719 0.11389 1.1685 72.072 72.072 2.40E-39 68.78 284600

35262 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 2 870.46301 1738.9115 1.1489 -3.427 -2.2904 72.634 72.634 6.53E-30 67.69 656220

35263 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 3 580.64443 1738.9115 0.16232 0.21064 0.35575 72.184 72.184 4.82E-01 13.32 1694000

35264 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 3 580.64443 1738.9115 0.052147 0.21729 0.25297 72.128 72.128 5.46E-07 42.57 11578000

35265 NIIHFNTLANQAVER Unmodified _NIIHFNTLANQAVER_ VATA_MAIZE B6 2 870.46301 1738.9115 1.0462 -0.40379 0.62692 72.135 72.135 1.04E-33 82.02 1513600

35266 NIIHGSDGPETAK Unmodified _NIIHGSDGPETAK_ B6TKC5_MAIZE 2 669.83605 1337.6575 0.49912 -0.40572 0.085469 38.262 38.262 2.61E-08 44.34 470030

35267 NIIHGSDGPETAK Unmodified _NIIHGSDGPETAK_ B6TKC5_MAIZE 3 446.89312 1337.6575 -0.1791 -0.20088 -0.3891 38.259 38.259 1.41E-02 24.47 2496300

35268 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.47863 0.34711 0.81342 102.57 102.57 1.00E+00 14.62 387240
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35269 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.40654 0.36793 0.76254 101.41 101.41 1.00E+00 9.43 391000

35270 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 3 856.43073 2566.2704 1.0455 0.21415 1.2483 119.04 119.04 1.13E-10 37.89 324820

35271 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 3 856.43073 2566.2704 1.0298 0.007237 1.0259 121.36 121.36 4.22E-13 50.28 399390

35272 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.35821 0.17752 0.52405 121.35 121.35 3.08E-02 22.88 1991700

35273 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.40202 0.18532 0.57577 122.8 122.8 5.28E-01 10.57 337900

35274 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 3 856.43073 2566.2704 1.0899 0.12531 1.2046 122.74 122.74 9.65E-06 22.21 71665

35275 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.42053 -0.1233 0.28603 124.83 124.83 1.00E+00 11.73 152980

35276 NIIHGSDGPETAKDEIALWFEPK Unmodified _NIIHGSDGPETAKDEIALWFEPK_ B6TKC5_MAIZE 4 642.57487 2566.2704 0.41976 -0.2402 0.16885 127.83 127.83 1.00E+00 18.38 187190

35277 NIIIATGSVPFVPK Unmodified _NIIIATGSVPFVPK_ B6U7D0_MAIZE 2 728.43213 1454.8497 0.7588 0.29676 1.0547 92.332 92.332 6.77E-01 2.53 358780

35278 NIIIATGSVPFVPK Unmodified _NIIIATGSVPFVPK_ B6U7D0_MAIZE 2 728.43213 1454.8497 0.72177 0.057678 0.77928 92.211 92.211 2.00E-19 61.45 6852900

35279 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 0.0090337 -0.22943 -0.22342 69.454 69.454 3.39E-01 21.76 1376700

35280 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 -0.024609 0.17151 0.14316 75.827 75.827 1.00E+00 13.1 2441000

35281 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 -0.11271 -0.49073 -0.60625 76.592 76.592 3.39E-01 15.4 788360

35282 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 -0.001661 -0.2168 -0.22167 70.93 70.93 3.39E-01 16.19 662380

35283 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 -0.072634 77.012 77.012 9.17E-02 21.53

35284 NIINGTVFR Unmodified _NIINGTVFR_ B4G249_MAIZE 2 517.29309 1032.5716 -0.064679 0.11038 0.041659 76.859 76.859 3.39E-01 30.32 2137500

35285 NILDEVDACDPFR Unmodified _NILDEVDACDPFR_ B4G270_MAIZE 2 782.35903 1562.7035 1.005 0.29665 1.3033 106.73 106.73 1.56E-17 62.65 247120

35286 NILEIDKER Unmodified _NILEIDKER_ Q5YFA2_MAIZE 3 377.21191 1128.6139 0.69909 -0.11672 0.5443 52.788 52.788 2.35E-01 19.76 1131700

35287 NILEIDKER Unmodified _NILEIDKER_ Q5YFA2_MAIZE 2 565.31422 1128.6139 0.1154 -0.016597 0.06079 52.791 52.791 1.01E-02 30.26 2523900

35288 NILEIDKER Unmodified _NILEIDKER_ Q5YFA2_MAIZE 2 565.31422 1128.6139 0.049097 -0.095501 -0.082532 53.211 53.211 3.21E-03 28.81 272730

35289 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.84958 -0.034792 0.81133 94.701 94.701 4.93E-21 63 1912700

35290 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.0077433 0.079108 0.067575 94.693 94.693 8.46E-03 15.52 987110

35291 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.84313 0.041323 0.88132 125.31 125.31 1.47E-03 38.71 52655

35292 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.13549 -0.004764 -0.14253 125.32 125.32 1.28E-01 11 69625

35293 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.0031391 -0.076183 -0.082837 95.752 95.752 5.88E-01 6.81 385570

35294 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 0.017857 -0.16231 -0.14719 95.718 95.718 5.88E-01 8.99 394700

35295 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.91298 0.2654 1.1748 95.712 95.712 2.61E-08 48.13 334030

35296 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.0031598 -0.12835 -0.13502 95.751 95.751 1.00E+00 1.66 446790

35297 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.11164 -0.14899 -0.26276 95.357 95.357 5.88E-01 2.8 2422600

35298 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.79657 -0.28198 0.51242 95.355 95.355 4.93E-21 49.22 2482500

35299 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.17521 0.1744 -0.0042971 96.596 96.596 2.15E-08 49.34 10014000

35300 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.72895 0.082881 0.80908 96.598 96.598 1.09E-26 65.98 9292100

35301 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 2 760.44778 1518.881 0.81971 0.13113 0.94767 99.143 99.143 1.00E-11 50.18 440910

35302 NILFVISKPDVFK Unmodified _NILFVISKPDVFK_ B6T903_MAIZE 3 507.30094 1518.881 -0.12179 -0.057824 -0.18274 99.143 99.143 8.46E-03 27.8 363150
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35303 NILLLDSEGKR Unmodified _NILLLDSEGKR_ B6T365_MAIZE 2 629.3617 1256.7089 0.3993 0.049731 0.42179 62.065 62.065 3.57E-04 49.06 1041500

35304 NILLLDSEGKR Unmodified _NILLLDSEGKR_ B6T365_MAIZE 2 629.3617 1256.7089 0.36471 -0.3715 -0.032973 62.969 62.969 4.43E-05 54.22 257250

35305 NILLLDSEGKR Unmodified _NILLLDSEGKR_ B6T365_MAIZE 2 629.3617 1256.7089 0.41424 0.10932 0.49706 63.878 63.878 1.67E-02 38.94 271370

35306 NILLLDSEGKR Unmodified _NILLLDSEGKR_ B6T365_MAIZE 3 419.91023 1256.7089 -0.026501 1.0808 1.0251 65.736 65.736 4.33E-02 21.49 603310

35307 NILLLDSEGKR Unmodified _NILLLDSEGKR_ B6T365_MAIZE 2 629.3617 1256.7089 0.28569 -0.10803 0.15152 65.741 65.741 3.57E-04 29.78 2039300

35308 NILLVNSAANHLK Unmodified _NILLVNSAANHLK_ B6STV2_MAIZE 3 469.60866 1405.8041 -0.062837 -0.13589 -0.22709 64.829 64.829 2.66E-01 2.93 2158900

35309 NILLVNSAANHLK Unmodified _NILLVNSAANHLK_ B6STV2_MAIZE 2 703.90935 1405.8041 0.67367 -0.13304 0.51169 64.823 64.823 4.68E-05 48.07 1009400

35310 NILQQLQEMGIIDVD Oxidation (M) _NILQQLQEM(ox)GIIDVD_ B4FP25_MAIZE 2 872.94293 1743.8713 1.1077 0.4346 1.5361 122.27 122.27 7.01E-11 51.82 150550

35311 NILQQLQEMGIIDVDPK Unmodified _NILQQLQEMGIIDVDPK_ B4FP25_MAIZE 3 652.01531 1953.0241 0.50799 0.54402 1.0402 123.34 123.34 6.49E-01 5.71 474940

35312 NILQQLQEMGIIDVDPK Unmodified _NILQQLQEMGIIDVDPK_ B4FP25_MAIZE 2 977.51933 1953.0241 1.1339 -0.85217 0.27263 129.02 129.02 3.42E-29 66.43 328950

35313 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.2534 -0.16352 1.0821 122.28 122.28 3.69E-01 16.26 10291

35314 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.2398 -0.02233 1.2095 123.51 123.51 3.69E-01 11.38 13578

35315 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 3 657.34695 1969.019 0.50997 0.018299 0.52023 123.57 123.57 4.34E-02 14.18 16108

35316 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.3551 0.77475 2.1207 110.76 110.76 1.22E-02 25.2 88834

35317 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.2663 0.88472 2.1413 112.79 112.79 1.51E-07 33.12 160590

35318 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.1858 -0.016941 1.1609 112.19 112.19 1.37E-17 88.84 291060

35319 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 3 657.34695 1969.019 0.52559 -0.38768 0.13073 112.21 112.21 1.75E-02 20.48 207260

35320 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 3 657.34695 1969.019 0.50869 0.023688 0.52428 114.17 114.17 1.75E-02 18.15 297280

35321 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.1685 -0.15 1.0102 114.16 114.16 8.02E-09 63.45 288490

35322 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.1166 -0.20434 0.90446 114.87 114.87 8.28E-39 113.81 1708900

35323 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 3 657.34695 1969.019 0.4328 0.047056 0.47223 114.84 114.84 4.04E-49 59.87 1032200

35324 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 3 657.34695 1969.019 0.43395 0.024202 0.45011 117.35 117.35 4.04E-49 63.15 1504500

35325 NILQQLQEMGIIDVDPK Oxidation (M) _NILQQLQEM(ox)GIIDVDPK_ B4FP25_MAIZE 2 985.51679 1969.019 1.1217 -0.14035 0.97343 117.27 117.27 4.07E-45 72.45 1515400

35326 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.49401 -0.35995 0.10642 94.849 94.849 2.05E-12 55.12 30503000

35327 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.52765 0.081388 0.58043 99.77 99.77 1.98E-03 46.06 71302

35328 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.53042 -0.081112 0.42047 95.665 95.665 7.61E-14 61.02 13562000

35329 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.50007 -0.19617 0.27531 95.675 95.675 1.68E-09 60.47 15399000

35330 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.48665 -0.080995 0.37639 95.543 95.543 2.05E-12 50.38 9559200

35331 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.46656 0.10105 0.53888 95.222 95.222 8.05E-01 4.49 5340600

35332 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.48887 -0.45591 0.0054257 95.609 95.609 1.68E-09 54.94 23899000

35333 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.47997 0.085466 0.53588 95.686 95.686 1.11E-04 42.14 2228200

35334 NILSTINPELLK Unmodified _NILSTINPELLK_ ATPAM_MAIZE 2 677.90066 1353.7868 0.50814 0.20187 0.68148 96.965 96.965 1.98E-03 45.48 999340

35335 NILTGSPQNK Unmodified _NILTGSPQNK_ B6UEQ3_MAIZE 2 536.29329 1070.572 0.10498 -0.12017 -0.031259 43.562 43.562 4.40E-02 27.79 762390

35336 NILTGSPQNK Unmodified _NILTGSPQNK_ B6UEQ3_MAIZE 2 536.29329 1070.572 -0.057569 -0.39511 -0.46709 43.178 43.178 1.45E-01 13.44 252400
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35337 NILTGSPQNK Unmodified _NILTGSPQNK_ B6UEQ3_MAIZE 2 536.29329 1070.572 0.040277 -0.6156 -0.59039 45.731 45.731 3.43E-01 13.81 383090

35338 NIMAVDKK Oxidation (M) _NIM(ox)AVDKK_ B6TGN6_MAIZE 2 467.75495 933.49535 0.0017151 -0.28007 -0.30091 19.199 19.199 3.77E-01 10.74 5163

35339 NIMGIYDVDTR Oxidation (M) _NIM(ox)GIYDVDTR_ B4FF47_MAIZE 2 656.81373 1311.6129 0.50585 -0.094996 0.40966 66.346 66.346 5.66E-08 59.46 1074200

35340 NIMGIYDVDTR Unmodified _NIMGIYDVDTR_ B4FF47_MAIZE 2 648.81627 1295.618 0.46961 0.58745 1.0515 78.748 78.748 1.00E+00 12.69 1076100

35341 NIMVLER Unmodified _NIMVLER_ B6TQK1_MAIZE 2 437.74439 873.47422 -0.050317 -0.51912 -0.59701 61.142 61.142 4.46E-01 13.47 36367

35342 NIMVLER Unmodified _NIMVLER_ B6TQK1_MAIZE 2 437.74439 873.47422 -0.117 0.54418 0.39685 62.904 62.904 1.86E-01 17.53 770470

35343 NIMVLER Oxidation (M) _NIM(ox)VLER_ B6TQK1_MAIZE 2 445.74185 889.46914 -0.1652 0.31062 0.11888 52.959 52.959 4.49E-02 27.61 2487400

35344 NINEVIAPK Unmodified _NINEVIAPK_ B4G191_MAIZE 2 499.28747 996.5604 -0.11071 -0.078185 -0.22038 51.804 51.804 3.21E-03 36.86 8736800

35345 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.0765 0.10801 1.1641 117.56 117.56 1.58E-25 98.99 2532600

35346 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.1343 -0.021589 1.0931 117.53 117.53 2.78E-32 98.87 803810

35347 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.0376 0.058476 1.0759 117.99 117.99 1.58E-15 61.59 3623900

35348 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.3233 -0.23188 1.0723 117.96 117.96 2.78E-32 93.1 854680

35349 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.0248 0.048746 1.0539 118.2 118.2 2.94E-21 67.02 4409700

35350 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.0744 -0.017016 1.038 118.18 118.18 1.11E-37 105.48 1669300

35351 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.0259 0.035602 1.0418 118.53 118.53 2.94E-21 64.2 4967300

35352 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.1121 -0.074002 1.0189 118.47 118.47 7.52E-55 130.28 1690800

35353 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 4 651.07523 2600.2718 0.54277 0.32288 0.84459 118.42 118.42 7.26E-01 11.8 322840

35354 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.0227 -0.23719 0.76666 118.18 118.18 1.87E-13 51.36 9495700

35355 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.1365 -0.17028 0.94686 118.14 118.14 2.08E-67 117.43 2996400

35356 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 4 651.07523 2600.2718 0.48142 0.17507 0.63699 118.03 118.03 5.54E-08 27.37 880560

35357 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 3 867.76455 2600.2718 1.1165 0.071131 1.1674 118.72 118.72 4.68E-10 52.38 699660

35358 NINPDEAVAYGAAVQAAILSGEGNEK Unmodified _NINPDEAVAYGAAVQAAILSGEGNEK_ B6T2Q6_MAIZE 2 1301.1432 2600.2718 1.1773 0.02968 1.1877 117.93 117.93 1.11E-37 112.68 210580

35359 NINVNAIAPGFIASDMTAELGEELEK Oxidation (M) _NINVNAIAPGFIASDM(ox)TAELGEELEK_ B4FTC8_MAIZE 3 921.45662 2761.348 1.1789 0.037411 1.1987 111.09 111.09 8.27E-03 14.8 214070

35360 NINVNAIAPGFIASDMTAELGEELEKK Unmodified _NINVNAIAPGFIASDMTAELGEELEKK_ B4FTC8_MAIZE 3 958.8233 2873.4481 1.1425 -0.18344 0.93743 120.46 120.46 5.39E-02 19.22 674300

35361 NINVNAIAPGFIASDMTAELGEELEKK Unmodified _NINVNAIAPGFIASDMTAELGEELEKK_ B4FTC8_MAIZE 3 958.8233 2873.4481 1.1657 0.037129 1.1809 128.85 128.85 2.43E-03 25.51 388140

35362 NINVNAIAPGFIASDMTAELGEELEKK Oxidation (M) _NINVNAIAPGFIASDM(ox)TAELGEELEKK_ B4FTC8_MAIZE 3 964.15494 2889.443 1.1856 -0.028469 1.1373 105.65 105.65 2.43E-03 22.03 451140

35363 NIPAPEFGSLQTWER Unmodified _NIPAPEFGSLQTWER_ B4FSN5_MAIZE 2 872.93629 1743.858 1.2981 3.5495 4.8339 94.548 94.548 6.37E-03 28.82 106210

35364 NIPEDDPR Unmodified _NIPEDDPR_ Q4W437_MAIZE 2 478.22761 954.44067 -0.010804 -0.22577 -0.25322 35.335 35.335 3.77E-01 6.17 604700

35365 NIPEICVR Unmodified _NIPEICVR_ B4FHE5_MAIZE 2 500.76585 999.51715 -0.058442 -0.18584 -0.25488 61.802 61.802 7.88E-01 0.93 314750

35366 NIPEICVR Unmodified _NIPEICVR_ B4FHE5_MAIZE 2 500.76585 999.51715 -0.20368 0.16963 -0.044729 64.402 64.402 5.06E-02 20.57 1012300

35367 NISAHLGVAVPHIELK Unmodified _NISAHLGVAVPHIELK_ B6T757_MAIZE 3 566.66142 1696.9624 0.047821 0.089734 0.12401 81.806 81.806 8.21E-03 28.32 413970

35368 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.89477 -0.06348 0.84759 94.651 94.651 3.40E-25 68.09 5763900

35369 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.86979 0.19015 1.0764 96.328 96.328 7.64E-09 72.48 122800

35370 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.90235 0.11849 1.036 95.189 95.189 7.68E-22 61.59 1461400
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35371 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.92704 0.55822 1.4998 95.384 95.384 2.00E-19 80.38 973290

35372 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.89625 0.11454 1.0261 95.183 95.183 7.68E-22 81.77 1560500

35373 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.9247 -0.05636 0.88374 94.787 94.787 3.40E-25 84.06 1424900

35374 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.9756 0.55647 1.5466 95.395 95.395 2.00E-19 67.07 968470

35375 NISFTVWDVGGQDK Unmodified _NISFTVWDVGGQDK_ B4FIX8_MAIZE 2 783.38336 1564.7522 0.92019 -0.12033 0.81562 94.933 94.933 2.00E-19 89.96 910550

35376 NISVIAVCPK Unmodified _NISVIAVCPK_ B6U4F8_MAIZE 2 550.81026 1099.606 -0.0043162 0.54166 0.53308 62.577 62.577 7.11E-01 7.76 338910

35377 NISVIAVCPK Unmodified _NISVIAVCPK_ B6U4F8_MAIZE 2 550.81026 1099.606 0.070993 -0.22463 -0.15688 63.125 63.125 7.11E-01 13.88 310490

35378 NISVIAVCPK Unmodified _NISVIAVCPK_ B6U4F8_MAIZE 2 550.81026 1099.606 0.057661 0.45049 0.50307 63.526 63.526 1.45E-01 25.5 3055000

35379 NITGNPEVR Unmodified _NITGNPEVR_ B6T144_MAIZE 2 500.26453 998.51451 -0.33764 -0.12343 -0.47314 36.836 36.836 3.32E-02 25.41 3458200

35380 NITGNPEVR Unmodified _NITGNPEVR_ B6T144_MAIZE 2 500.26453 998.51451 -0.46669 36.686 36.686 2.17E-02 28.04

35381 NITGNPEVR Unmodified _NITGNPEVR_ B6T144_MAIZE 2 500.26453 998.51451 -0.15681 0.16955 0.00028274 40.178 40.178 1.01E-02 15.17 327070

35382 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.19237 -0.44331 -0.26977 35.095 35.095 1.00E+00 5.96 2934

35383 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 -0.032526 0.016634 -0.034303 37.103 37.103 1.62E-03 52.51 312910

35384 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.039533 0.27107 0.29109 36.332 36.332 2.81E-03 45.79 329800

35385 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.14877 0.11481 0.2429 39.228 39.228 1.45E-01 20.23 504050

35386 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.16725 0.015221 0.1623 38.408 38.408 1.25E-02 32.75 330410

35387 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.1161 0.14192 0.2385 39.105 39.105 1.62E-03 45.53 801870

35388 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.16226 0.47662 0.61797 39.12 39.12 1.25E-02 25.98 588860

35389 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 -0.015258 -0.29095 -0.32457 37.047 37.047 1.84E-04 57.32 9801900

35390 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 -0.033143 -0.5024 -0.55466 40.5 40.5 4.40E-05 50.22 31745000

35391 NITVNEAQSR Unmodified _NITVNEAQSR_ B6STA5_MAIZE 2 566.29128 1130.568 0.050069 0.056609 0.086964 42.222 42.222 1.45E-01 31.77 162140

35392 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 3 361.87675 1082.6084 0.91721 -0.15541 0.73716 51.425 51.425 5.45E-01 12.6 1546200

35393 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 2 542.31148 1082.6084 0.14145 -2.1035 -1.9825 51.385 51.385 9.73E-03 26.11 465130

35394 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 3 361.87675 1082.6084 0.77333 0.093756 0.84344 51.834 51.834 8.40E-02 24.21 561160

35395 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 2 542.31148 1082.6084 -0.034057 -2.5665 -2.6194 51.811 51.811 9.73E-03 40.48 144730

35396 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 3 361.87675 1082.6084 0.91179 -0.010601 0.87837 53.835 53.835 9.63E-01 10.73 408030

35397 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 3 361.87675 1082.6084 0.87165 0.047108 0.89402 53.525 53.525 9.39E-03 32.28 2424100

35398 NIVDPEKLR Unmodified _NIVDPEKLR_ B6TBY8_MAIZE 2 542.31148 1082.6084 0.12921 -2.5254 -2.4147 53.317 53.317 3.32E-02 25.83 332480

35399 NIVELR Unmodified _NIVELR_ B6UF43_MAIZE 2 372.22415 742.43374 0.62855 0.11077 0.70787 48.619 48.619 2.64E-01 21.82 545590

35400 NIVEPAQQATR Unmodified _NIVEPAQQATR_ B6TRV3_MAIZE 2 613.82803 1225.6415 0.33726 -0.088548 0.2317 40.894 40.894 3.57E-04 35.47 549570

35401 NIVEPAQQATR Unmodified _NIVEPAQQATR_ B6TRV3_MAIZE 2 613.82803 1225.6415 0.28945 0.023882 0.29607 40.294 40.294 1.67E-02 36.44 188590

35402 NIVEPAQQATR Unmodified _NIVEPAQQATR_ B6TRV3_MAIZE 2 613.82803 1225.6415 0.3868 0.049007 0.41836 42.281 42.281 4.96E-02 13.1 186780

35403 NIVEPAQQATR Unmodified _NIVEPAQQATR_ B6TRV3_MAIZE 2 613.82803 1225.6415 0.3219 -0.14401 0.16147 42.893 42.893 4.48E-03 38.04 802610

35404 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.047863 0.44485 0.36633 51.993 51.993 3.13E-03 34.8 4391500
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35405 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.14385 -0.010369 -0.18453 53.309 53.309 7.18E-01 5.74 35885

35406 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.028253 0.26387 0.2049 54.329 54.329 1.63E-07 67.6 687490

35407 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.0030983 0.28045 0.24713 53.631 53.631 3.13E-03 44.82 777300

35408 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.087524 0.1966 0.078577 54.302 54.302 3.13E-03 49.18 839290

35409 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.048312 0.089249 0.011042 54.116 54.116 3.89E-04 55.03 948200

35410 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.1173 -0.099288 -0.24628 54.8 54.8 3.89E-04 55.14 1720400

35411 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.022715 52.553 52.553 2.19E-04 29.22

35412 NIVEQAAIR Unmodified _NIVEQAAIR_ B6SIA2_MAIZE 2 507.29055 1012.5665 -0.19869 -0.027874 -0.25672 55.777 55.777 3.89E-04 49.17 6789300

35413 NIVEQAAVR Unmodified _NIVEQAAVR_ B4FEE7_MAIZE 2 500.28272 998.55089 -0.21672 3.0542 2.8124 47.466 47.466 3.21E-03 44 63450

35414 NIVEQAAVR Unmodified _NIVEQAAVR_ B4FEE7_MAIZE 2 500.28272 998.55089 -0.060907 1.4346 1.3507 48.344 48.344 9.73E-03 24.74 909440

35415 NIVEQAAVR Unmodified _NIVEQAAVR_ B4FEE7_MAIZE 2 500.28272 998.55089 -0.026474 2.1444 2.0928 48.913 48.913 9.73E-03 41.62 1209100

35416 NIVEQAAVR Unmodified _NIVEQAAVR_ B4FEE7_MAIZE 2 500.28272 998.55089 -0.15628 2.9875 2.8043 47.21 47.21 3.89E-04 60.99 1828200

35417 NIVEQAAVR Unmodified _NIVEQAAVR_ B4FEE7_MAIZE 2 500.28272 998.55089 -0.33749 50.151 50.151 2.52E-11 58.09

35418 NIVPELFAENLVR Unmodified _NIVPELFAENLVR_ B6U0X0_MAIZE 2 757.42229 1512.83 0.93989 -0.44026 0.48263 105.78 105.78 2.65E-01 6.46 234410

35419 NIVPELFAENLVR Unmodified _NIVPELFAENLVR_ B6U0X0_MAIZE 2 757.42229 1512.83 0.86883 -0.27898 0.57221 106.46 106.46 3.13E-02 37.19 133660

35420 NIVPELFAENLVR Unmodified _NIVPELFAENLVR_ B6U0X0_MAIZE 2 757.42229 1512.83 0.8568 -0.22078 0.61857 106.47 106.47 1.15E-02 22.96 140400

35421 NIVPELFAENLVR Unmodified _NIVPELFAENLVR_ B6U0X0_MAIZE 2 757.42229 1512.83 0.87599 -0.41985 0.4391 106.52 106.52 2.61E-08 35.17 247950

35422 NIVPELFAENLVR Unmodified _NIVPELFAENLVR_ B6U0X0_MAIZE 2 757.42229 1512.83 0.77678 0.25031 1.0088 125.77 125.77 1.00E+00 1.91 4626900

35423 NIVSAGAKPSSSGSTR Unmodified _NIVSAGAKPSSSGSTR_ B6TH05_MAIZE 3 506.93387 1517.7798 -0.055029 -0.26503 -0.32901 31.023 31.023 4.89E-03 26.4 349640

35424 NIWADDLAASLSTLQSLEAVAGK Unmodified _NIWADDLAASLSTLQSLEAVAGK_ B6UF55_MAIZE 3 791.74806 2372.2224 0.95333 0.146 1.0844 129.21 129.21 6.78E-19 69.83 9945200

35425 NIWADDLAASLSTLQSLEAVAGK Unmodified _NIWADDLAASLSTLQSLEAVAGK_ B6UF55_MAIZE 3 791.74806 2372.2224 0.97641 2.3062 3.2648 130.01 130.01 5.94E-02 10.57 242000

35426 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 3 811.09535 2430.2642 0.95964 -0.10112 0.85201 129.73 129.73 1.30E-35 66.25 33969000

35427 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 2 1216.1394 2430.2642 1.0914 0.21819 1.3035 129.69 129.69 1.55E-58 143.05 10393000

35428 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 3 811.09535 2430.2642 0.9601 -0.051875 0.90185 130.76 130.76 2.49E-15 80.62 1202500

35429 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 2 1216.1394 2430.2642 1.2758 0.1983 1.4681 130.77 130.77 4.97E-06 42.81 378660

35430 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 3 811.09535 2430.2642 0.95996 -0.15568 0.79841 131.31 131.31 6.27E-03 21.34 1458900

35431 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 2 1216.1394 2430.2642 1.1023 0.47882 1.5747 131.32 131.32 1.96E-09 60.02 316100

35432 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 3 811.09535 2430.2642 0.99889 0.35838 1.3512 131.33 131.33 5.17E-06 35.2 1855300

35433 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 2 1216.1394 2430.2642 1.098 0.23946 1.3311 131.33 131.33 3.53E-41 109.41 375210

35434 NIWADDLATSLSTLQSLEAVVGK Unmodified _NIWADDLATSLSTLQSLEAVVGK_ Q8W529_MAIZE 3 811.09535 2430.2642 1.058 0.16417 1.2164 130.58 130.58 2.20E-01 5.63 392020

35435 NIYITFVPDEEIGGHGGVEPFVSSK Unmodified _NIYITFVPDEEIGGHGGVEPFVSSK_ B6T4W6_MAIZE 3 897.78154 2690.3228 1.1443 -0.48686 0.66409 104.08 104.08 1.88E-03 21.32 585630

35436 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 2 573.31168 1144.6088 0.1902 0.11515 0.28466 32.641 32.641 1.84E-04 49.08 299880

35437 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 2 573.31168 1144.6088 0.096823 0.092786 0.17041 31.387 31.387 1.25E-02 27.99 121430

35438 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 2 573.31168 1144.6088 0.19431 -0.088699 0.086421 34.057 34.057 2.81E-03 35.23 137750
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35439 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 2 573.31168 1144.6088 0.24786 -0.053587 0.17382 33.149 33.149 1.62E-03 31.76 119570

35440 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 2 573.31168 1144.6088 0.1865 0.066382 0.23258 33.94 33.94 1.62E-03 32.45 358880

35441 NKDVTEAIQK Unmodified _NKDVTEAIQK_ B6TBW4_MAIZE 3 382.54354 1144.6088 0.67883 0.19306 0.85037 33.928 33.928 5.31E-01 19.82 89568

35442 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 2 486.77727 971.53999 0.005646 -0.21195 -0.22265 32.592 32.592 2.92E-02 26.11 256210

35443 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 2 486.77727 971.53999 -0.14981 -0.24219 -0.40858 31.307 31.307 3.77E-01 16.37 72891

35444 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 2 486.77727 971.53999 0.0084459 -0.19944 -0.2089 33.891 33.891 1.65E-01 21.46 121440

35445 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 2 486.77727 971.53999 0.016426 -0.34966 -0.35046 33.682 33.682 3.77E-01 16.68 65145

35446 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 3 324.85394 971.53999 0.50847 33.637 33.637 4.99E-01 15.04

35447 NKEDVVLR Unmodified _NKEDVVLR_ B6TJR6_MAIZE 2 486.77727 971.53999 0.045868 -0.089901 -0.060792 31.995 31.995 1.00E+00 0.82 37998

35448 NKEGLEEVIAR Unmodified _NKEGLEEVIAR_ B6TB46_MAIZE 2 629.34351 1256.6725 0.33018 0.62644 0.92344 57.607 57.607 3.57E-04 39.4 468610

35449 NKFDPLWNSLVLGGVK Unmodified _NKFDPLWNSLVLGGVK_ B4FCX3_MAIZE 2 893.99615 1785.9778 1.142 0.22741 1.3673 104.87 104.87 2.16E-02 10.87 240410

35450 NKFDPLWNSLVLGGVK Unmodified _NKFDPLWNSLVLGGVK_ B4FCX3_MAIZE 3 596.33319 1785.9778 0.18239 0.52361 0.70285 104.85 104.85 8.07E-04 38.52 1227600

35451 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.37857 0.095635 0.44653 58.299 58.299 5.76E-06 40.81 5802700

35452 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.30007 -0.14624 0.12808 61.329 61.329 2.81E-03 25.08 59973

35453 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.3629 -0.1492 0.18665 59.311 59.311 1.84E-04 33.6 478480

35454 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.41064 -0.084769 0.29822 60.696 60.696 1.62E-03 37.98 646540

35455 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.40031 0.075932 0.44928 60.033 60.033 4.40E-05 40.96 773970

35456 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.35818 0.10964 0.44067 60.537 60.537 4.40E-05 43.73 1312800

35457 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.36878 -0.026637 0.31505 60.32 60.32 4.40E-05 45.56 2465400

35458 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.33439 0.21973 0.5266 60.747 60.747 1.84E-04 47.66 4051700

35459 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 2 631.85879 1261.703 0.27632 -0.03417 0.2145 59.37 59.37 1.62E-03 36.12 4844800

35460 NKLDQYQILK Unmodified _NKLDQYQILK_ B4FZQ0_MAIZE 3 421.57496 1261.703 -0.054927 0.08677 0.004038 62.342 62.342 5.86E-01 17.16 3021900

35463 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.11124 0.52121 0.59061 32.951 32.951 4.46E-01 16.9 1011300

35464 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.0032251 0.70642 0.66698 33.788 33.788 1.00E+00 8.06 19866

35465 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 -0.061071 0.76211 0.65843 31.861 31.861 1.00E+00 3.21 173110

35466 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.12298 0.7177 0.79788 34.286 34.286 1.00E+00 8.42 205750

35467 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.11209 0.81754 0.8877 33.422 33.422 7.83E-01 19.33 361730

35468 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.078213 0.58116 0.61781 33.945 33.945 7.83E-01 13.79 226290

35469 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 -0.26021 33.775 33.775 4.50E-01 10.46

35470 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 -0.11744 34.499 34.499 3.20E-01 16.3

35471 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 -0.11744 34.899 34.899 4.50E-01 7.48

35472 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 0.071864 -0.39212 -0.36035 32.326 32.326 7.83E-01 18.25 2209600

35473 NKPELLR Unmodified _NKPELLR_ B6SKA0_MAIZE 2 435.2638 868.51305 -0.031961 0.24766 0.1748 35.757 35.757 7.83E-01 15.67 45866

35474 NKPFDLPIFE Unmodified _NKPFDLPIFE_ B6SNW4_MAIZE 2 610.32151 1218.6285 0.2912 0.43849 0.71995 105.35 105.35 1.45E-01 20.98 383510
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35475 NKPIAVIGGGDSAMEESNFLTK Oxidation (M) _NKPIAVIGGGDSAM(ox)EESNFLTK_ B6TLA2_MAIZE 3 765.38261 2293.126 0.88079 -0.058722 0.81359 74.32 74.32 3.07E-12 60.16 1136200

35476 NKPIAVIGGGDSAMEESNFLTK Unmodified _NKPIAVIGGGDSAMEESNFLTK_ B6TLA2_MAIZE 3 760.05098 2277.1311 0.82862 -0.73867 0.080395 81.568 81.568 4.64E-06 56.91 584800

35477 NKPIIFSMAR Unmodified _NKPIIFSMAR_ SUS2_MAIZE 2 588.83153 1175.6485 0.1961 -0.33954 -0.16992 61.111 61.111 7.11E-01 33.62 672290

35478 NKPIIFSMAR Unmodified _NKPIIFSMAR_ SUS2_MAIZE 3 392.89011 1175.6485 0.51521 0.29926 0.78551 61.102 61.102 5.86E-01 19.75 764670

35479 NKPIIFSMAR Unmodified _NKPIIFSMAR_ SUS2_MAIZE 2 588.83153 1175.6485 0.20434 -0.41689 -0.23775 63.02 63.02 4.40E-02 50.48 307350

35480 NKPIIFSMAR Oxidation (M) _NKPIIFSM(ox)AR_ SUS2_MAIZE 2 596.82898 1191.6434 0.20511 -0.10486 0.077469 46.531 46.531 4.20E-02 26.11 241570

35481 NKPIIFSMAR Oxidation (M) _NKPIIFSM(ox)AR_ SUS2_MAIZE 2 596.82898 1191.6434 0.27214 0.10115 0.35006 48.063 48.063 4.20E-02 21.08 614880

35494 NLAAVISK Unmodified _NLAAVISK_ B6TDE0_MAIZE 2 408.2529 814.49125 0.30985 -5.8301 -5.5402 52.319 52.319 7.88E-01 7.17 403210

35495 NLAAVISK Unmodified _NLAAVISK_ B6TDE0_MAIZE 2 408.2529 814.49125 0.22025 1.6221 1.8038 52.801 52.801 5.06E-02 28.01 8835400

35496 NLADHAECVK Unmodified _NLADHAECVK_ B4FGU9_MAIZE 3 386.18536 1155.5343 0.57639 -0.21526 0.35048 35.669 35.669 2.94E-01 12.37 891690

35497 NLADHAECVK Unmodified _NLADHAECVK_ B4FGU9_MAIZE 2 578.7744 1155.5343 0.18847 -0.64449 -0.46498 35.668 35.668 1.62E-03 49.11 207910

35498 NLADLEGVVAGYAK Unmodified _NLADLEGVVAGYAK_ B6ST72_MAIZE 2 710.37755 1418.7405 0.78201 0.39689 1.1631 102.47 102.47 1.00E+00 10.3 262430

35499 NLADLEGVVAGYAK Unmodified _NLADLEGVVAGYAK_ B6ST72_MAIZE 2 710.37755 1418.7405 0.72829 -0.072519 0.64159 101.98 101.98 3.49E-01 10.68 187010

35500 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 0.068867 0.059499 0.082817 35.565 35.565 9.73E-03 31.81 1183000

35501 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 -0.078422 0.32849 0.20481 34.389 34.389 1.00E+00 4.34 201170

35502 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 0.043002 0.013549 0.010896 37.317 37.317 7.18E-01 23.59 261780

35503 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 0.05824 -0.023043 -0.0098243 36.486 36.486 1.12E-01 18.01 217220

35504 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 0.033986 -0.17722 -0.18762 37.268 37.268 3.32E-02 27.56 237850

35505 NLAEEEPEK Unmodified _NLAEEEPEK_ B6THG9_MAIZE 2 529.75366 1057.4928 0.065139 0.15668 0.1769 35.187 35.187 1.12E-01 31.57 193630

35506 NLAEEEPEKYQSHFSAYIK Unmodified _NLAEEEPEKYQSHFSAYIK_ B6TYP7_MAIZE 3 761.70245 2282.0855 0.84494 -1.2969 -0.47838 70.537 70.537 2.84E-03 29.73 873990

35507 NLAEEEPEKYQSHFSEYIK Unmodified _NLAEEEPEKYQSHFSEYIK_ B6THG9_MAIZE 3 781.03761 2340.091 0.9267 -0.17466 0.72459 71.294 71.294 1.41E-07 36.72 1628600

35508 NLAEEEPEKYQSHFSEYIK Unmodified _NLAEEEPEKYQSHFSEYIK_ B6THG9_MAIZE 3 781.03761 2340.091 0.90284 -0.21677 0.65876 72.007 72.007 7.51E-03 13.62 261840

35509 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 0.038761 0.51227 0.51617 72.888 72.888 3.77E-01 13.03 551050

35510 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 -0.14026 0.47856 0.30278 73.623 73.623 1.90E-02 29.27 198730

35511 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 -0.01613 0.07667 0.025292 74.272 74.272 3.77E-01 14.24 316590

35512 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 0.027585 0.54846 0.54003 73.885 73.885 5.06E-02 26.94 284140

35513 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 -0.057298 0.41745 0.32549 74.105 74.105 3.77E-01 19.56 1535500

35514 NLAETLLR Unmodified _NLAETLLR_ B4FSH3_MAIZE 2 465.27437 928.53418 -0.088681 0.4503 0.32675 73.844 73.844 3.48E-02 34.25 1288200

35515 NLAHDPLVEK Unmodified _NLAHDPLVEK_ Q7FS90_MAIZE 2 568.30894 1134.6033 0.060518 0.22486 0.26573 48.213 48.213 1.62E-03 29.63 938400

35516 NLAHDPLVEK Unmodified _NLAHDPLVEK_ Q7FS90_MAIZE 3 379.20838 1134.6033 0.62313 0.33944 0.94279 48.201 48.201 1.26E-02 25.91 1079200

35517 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALM(ox)LSAVMLLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.2166 -0.035346 1.1585 116.59 116.59 1.54E-12 68.06 192040

35518 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 3 615.3426 1843.006 0.3658 0.035191 0.37854 126.34 126.34 1.00E+00 0.22 533160

35519 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.1831 0.35532 1.5155 126.34 126.34 1.33E-45 75.68 511170

35520 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.1267 0.33693 1.4408 126.78 126.78 1.53E-10 60.67 153000
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35521 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.1624 0.66506 1.8042 127.21 127.21 1.37E-17 60.19 127250

35522 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 3 615.3426 1843.006 0.43219 0.039103 0.4487 128.76 128.76 1.00E+00 4.13 62989

35523 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALM(ox)LSAVMLLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.1864 -0.53661 0.62834 117.12 117.12 8.28E-39 92.4 448010

35524 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 2 922.51026 1843.006 1.1598 -0.44003 0.69821 129.33 129.33 1.31E-42 90.03 489170

35525 NLANPTALMLSAVMLLR Oxidation (M) _NLANPTALMLSAVM(ox)LLR_ B6TJM1_MAIZE 3 615.3426 1843.006 0.28861 0.042331 0.3089 129.37 129.37 4.56E-01 18.28 988270

35526 NLANPTALMLSAVMLLR 2 Oxidation (M) _NLANPTALM(ox)LSAVM(ox)LLR_ B6TJM1_MAIZE 2 930.50771 1859.0009 1.1242 -1.83 -0.72417 108.53 108.53 2.72E-05 78.36 85566

35527 NLANPTALMLSAVMLLR 2 Oxidation (M) _NLANPTALM(ox)LSAVM(ox)LLR_ B6TJM1_MAIZE 2 930.50771 1859.0009 1.1838 -0.59418 0.57009 107.55 107.55 1.32E-33 82.61 706400

35528 NLANPTALMLSAVMLLR 2 Oxidation (M) _NLANPTALM(ox)LSAVM(ox)LLR_ B6TJM1_MAIZE 2 930.50771 1859.0009 1.1709 -0.86314 0.28867 108.14 108.14 2.30E-25 70.84 478630

35529 NLANPTALMLSAVMMLR 2 Oxidation (M) _NLANPTALMLSAVM(ox)M(ox)LR_ B4FAD4_MAIZE 3 626.65971 1876.9573 0.33131 -0.12521 0.18665 122.19 122.19 4.56E-01 18.75 579680

35530 NLAPEYENAAK Unmodified _NLAPEYENAAK_ Q5EUE0_MAIZE 2 610.30131 1218.5881 0.30462 0.10422 0.36408 48.524 48.524 3.83E-01 15.75 655430

35531 NLAPEYENAAK Unmodified _NLAPEYENAAK_ Q5EUE0_MAIZE 2 610.30131 1218.5881 0.30707 -0.008753 0.25465 47.799 47.799 1.00E+00 10.24 828090

35532 NLAPEYENAAK Unmodified _NLAPEYENAAK_ Q5EUE0_MAIZE 2 610.30131 1218.5881 0.19523 -0.13282 0.018561 48.614 48.614 4.48E-03 39.27 7881300

35533 NLAPEYENAAK Unmodified _NLAPEYENAAK_ Q5EUE0_MAIZE 2 610.30131 1218.5881 0.3024 -0.6065 -0.34758 48.422 48.422 1.47E-01 12.98 1357200

35534 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.058369 0.038459 -0.045267 70.372 70.372 2.92E-02 22.36 13614000

35535 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.1433 0.29063 0.12222 71.37 71.37 5.06E-02 18.03 1553000

35536 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.029663 0.31621 0.26096 72.058 72.058 7.88E-01 18.81 1742100

35537 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.039133 0.39187 0.3275 71.583 71.583 3.77E-01 23.8 1417300

35538 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.065394 0.16685 0.077715 71.704 71.704 3.77E-01 18.71 1070900

35539 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.073902 0.44081 0.34074 71.695 71.695 3.77E-01 17.93 737600

35540 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.078549 0.29905 0.19584 71.168 71.168 5.06E-02 25.2 2795200

35541 NLATNLFK Unmodified _NLATNLFK_ B4F7Y1_MAIZE 2 460.76363 919.51272 -0.17232 -1.9024 -2.0938 73.291 73.291 5.06E-02 24.66 480590

35542 NLCGQILK Unmodified _NLCGQILK_ B6UCD0_MAIZE 2 473.26294 944.51133 -0.16709 4.5413 4.3541 55.082 55.082 7.88E-01 6.48 385840

35543 NLCGQILK Unmodified _NLCGQILK_ B6UCD0_MAIZE 2 473.26294 944.51133 -0.13903 4.452 4.293 56.93 56.93 1.65E-01 15.07 727880

35544 NLCGQILK Unmodified _NLCGQILK_ B6UCD0_MAIZE 2 473.26294 944.51133 -0.070804 1.8824 1.7959 56.075 56.075 7.88E-01 9.71 376910

35545 NLCGQILK Unmodified _NLCGQILK_ B6UCD0_MAIZE 2 473.26294 944.51133 -0.0095356 1.6762 1.6519 56.761 56.761 1.65E-01 19.3 3891400

35546 NLCTEAGMAAIR Oxidation (M) _NLCTEAGM(ox)AAIR_ B4FY92_MAIZE 2 661.8132 1321.6119 0.52056 -0.16838 0.33766 57.503 57.503 1.60E-02 30.37 647240

35547 NLDAALAR Unmodified _NLDAALAR_ B4FNA7_MAIZE 2 422.23778 842.46102 0.13611 0.13366 0.22902 50.796 50.796 2.92E-02 41.12 4189500

35548 NLDANVDSLK Unmodified _NLDANVDSLK_ B4F840_MAIZE 2 544.78275 1087.551 -0.060864 0.36689 0.28753 58.546 58.546 4.40E-02 15.16 3901200

35549 NLDDSIGDDQLR Unmodified _NLDDSIGDDQLR_ B6U4M0_MAIZE 2 680.82059 1359.6266 0.61277 -0.51124 0.09918 65.387 65.387 1.60E-02 42.34 273150

35550 NLDENIGAVK Unmodified _NLDENIGAVK_ B6TVE5_MAIZE 2 536.7853 1071.556 -0.055855 0.46345 0.38438 54.736 54.736 2.81E-03 45.12 2064200

35551 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.38312 0.59657 0.96481 101.86 101.86 3.13E-03 38.92 818030

35552 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.31046 0.44719 0.74344 102.45 102.45 3.21E-03 44.77 430040

35553 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.34339 0.50134 0.83098 102.58 102.58 3.21E-03 56.37 924950

35554 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.35494 0.44923 0.78948 102.51 102.51 3.21E-03 27.68 1215600
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35555 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.32623 0.41737 0.73049 102.03 102.03 3.21E-03 56.16 870840

35556 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.3337 0.38394 0.70365 102.55 102.55 3.13E-03 45.31 1975200

35557 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.26236 0.09867 0.34721 102.21 102.21 5.18E-06 51.52 11245000

35558 NLDFLEMWR Oxidation (M) _NLDFLEM(ox)WR_ B4FQX1_MAIZE 2 620.29497 1238.5754 0.31382 0.81929 1.1184 103.44 103.44 1.01E-02 27.03 40222

35559 NLDFLEMWR Unmodified _NLDFLEMWR_ B4FQX1_MAIZE 2 612.29752 1222.5805 0.24156 0.52012 0.74531 115.46 115.46 3.21E-03 28.29 292690

35560 NLDFLEMWR Unmodified _NLDFLEMWR_ B4FQX1_MAIZE 2 612.29752 1222.5805 0.29239 0.4402 0.71538 115.55 115.55 3.13E-03 54.34 398130

35561 NLDFLEMWR Unmodified _NLDFLEMWR_ B4FQX1_MAIZE 2 612.29752 1222.5805 0.3536 0.37686 0.71406 115.52 115.52 3.13E-03 41.31 302180

35562 NLDFLEMWR Unmodified _NLDFLEMWR_ B4FQX1_MAIZE 2 612.29752 1222.5805 0.36738 0.3909 0.74146 115.19 115.19 3.21E-03 43.98 224800

35563 NLDFLEMWR Unmodified _NLDFLEMWR_ B4FQX1_MAIZE 2 612.29752 1222.5805 0.22792 0.19861 0.41006 115.16 115.16 3.13E-03 49.89 9356800

35564 NLDGELGDK Unmodified _NLDGELGDK_ B4FVJ9_MAIZE 2 480.73527 959.45599 -0.12851 0.17 0.028391 44.109 44.109 1.01E-02 31.72 2885500

35565 NLDKQEESCVR Unmodified _NLDKQEESCVR_ B4FU14_MAIZE 3 459.88575 1376.6354 -0.19369 -0.35047 -0.55637 30.88 30.88 6.15E-03 31.02 328850

35566 NLDKQEESCVR Unmodified _NLDKQEESCVR_ B4FU14_MAIZE 2 689.32499 1376.6354 0.54981 -0.14562 0.39185 30.877 30.877 3.83E-01 52.53 102450

35574 NLDPFLLLDEFTVYKPAGFPDHPHR Unmodified _NLDPFLLLDEFTVYKPAGFPDHPHR_ B4FNE9_MAIZE 4 735.37762 2937.4814 0.78955 0.77333 1.5627 130.87 130.87 1.82E-01 9.49 690070

35575 NLDPFLQLDEFTVSK Unmodified _NLDPFLQLDEFTVSK_ B6TS20_MAIZE 2 883.45398 1764.8934 1.0671 -0.049186 1.0184 115.22 115.22 1.56E-01 11.27 140650

35576 NLDPFLQLDEFTVSK Unmodified _NLDPFLQLDEFTVSK_ B6TS20_MAIZE 2 883.45398 1764.8934 1.1581 -0.016176 1.1421 116.24 116.24 1.60E-05 35.34 117580

35577 NLDSDILDEVIEISSDEAVETAK Unmodified _NLDSDILDEVIEISSDEAVETAK_ B4FR08_MAIZE 3 835.74119 2504.2017 1.1428 0.3996 1.5287 127.71 127.71 3.27E-04 27.28 816920

35578 NLDSDILDEVIEISSDEAVETAK Unmodified _NLDSDILDEVIEISSDEAVETAK_ B4FR08_MAIZE 2 1253.1081 2504.2017 1.3811 0.40919 1.7763 127.7 127.7 1.16E-15 97.6 475780

35579 NLDSDILDEVIEISSDEAVETAK Unmodified _NLDSDILDEVIEISSDEAVETAK_ B4FR08_MAIZE 3 835.74119 2504.2017 1.1213 0.6811 1.7876 128.96 128.96 1.27E-06 39.12 318630

35580 NLDSDILDEVIEISSDEAVETAK Unmodified _NLDSDILDEVIEISSDEAVETAK_ B4FR08_MAIZE 3 835.74119 2504.2017 1.0331 0.15685 1.1767 129.18 129.18 1.25E-18 74.38 3035800

35581 NLDSDILDEVIEISSDEAVETAK Unmodified _NLDSDILDEVIEISSDEAVETAK_ B4FR08_MAIZE 2 1253.1081 2504.2017 1.2053 0.14966 1.3418 129.17 129.17 8.40E-52 120.67 639940

35582 NLDSNIDSLK Unmodified _NLDSNIDSLK_ B6TJT2_MAIZE 2 559.78804 1117.5615 0.032612 0.26364 0.27285 61.581 61.581 4.40E-02 31.56 1191500

35583 NLEDEAR Unmodified _NLEDEAR_ VATA_MAIZE 2 423.70123 845.38791 0.11392 0.29851 0.37432 34.299 34.299 1.86E-01 16.35 809520

35584 NLEGLTVQQALDGNR Unmodified _NLEGLTVQQALDGNR_ Q8W0V2_MAIZE 2 814.42355 1626.8325 0.99449 -0.090289 0.89631 81.302 81.302 1.02E-23 81.01 246100

35585 NLEGLTVQQALDGNR Unmodified _NLEGLTVQQALDGNR_ Q8W0V2_MAIZE 2 814.42355 1626.8325 1.0331 -0.099319 0.92567 81.785 81.785 1.12E-07 88.12 205170

35586 NLEGLTVQQALDGNR Unmodified _NLEGLTVQQALDGNR_ Q8W0V2_MAIZE 2 814.42355 1626.8325 1.0131 -0.26576 0.73958 81.476 81.476 2.37E-16 85.67 339610

35587 NLENVMR Unmodified _NLENVMR_ B4FI21_MAIZE 2 438.22382 874.43309 0.045086 0.44174 0.45615 49.758 49.758 4.49E-02 28.56 1566800

35588 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 1.0403 -0.10368 0.91542 109.97 109.97 2.05E-04 29.1 481290

35589 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 1.0129 -0.006466 0.98557 110.55 110.55 1.60E-05 42.3 213430

35590 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 1.0282 -0.020757 0.9857 110.58 110.58 2.05E-04 28.72 304410

35591 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 1.0388 -0.13135 0.88665 110.57 110.57 1.26E-03 34.63 321570

35592 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 1.031 0.13072 1.1401 110.86 110.86 2.37E-16 51.96 1763500

35593 NLEVGIPELLESDIK Unmodified _NLEVGIPELLESDIK_ B4FBF2_MAIZE 2 834.95636 1667.8982 0.9799 -0.32855 0.63067 111.35 111.35 2.37E-16 61.12 965600
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35594 NLEVLHSAK Unmodified _NLEVLHSAK_ B4FPX0_MAIZE 2 505.7851 1009.5556 -0.057816 -0.19461 -0.2783 39.886 39.886 1.01E-02 27.43 478250

35595 NLFEEGGDWER Unmodified _NLFEEGGDWER_ B4FVL1_MAIZE 2 676.2993 1350.584 0.58291 0.12631 0.69833 78.605 78.605 6.35E-09 46.04 1393300

35596 NLFEEGGDWER Unmodified _NLFEEGGDWER_ B4FVL1_MAIZE 2 676.2993 1350.584 0.56297 0.079813 0.63148 78.948 78.948 1.67E-02 32.95 382850

35597 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.20706 0.15149 0.35891 79.253 79.253 1.62E-03 27.43 13951000

35598 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.11913 0.78146 0.90053 80.751 80.751 1.25E-02 35.96 234440

35599 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.19919 0.034132 0.2341 79.779 79.779 2.81E-03 25.11 5335600

35600 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.22684 0.24783 0.47514 80.356 80.356 2.81E-03 28.42 5804600

35601 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.22783 0.14372 0.37271 79.992 79.992 4.40E-02 16.23 4618200

35602 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.1657 -0.099851 0.066479 80.236 80.236 1.84E-04 46.29 31200000

35603 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.2081 0.4845 0.69325 80.133 80.133 3.43E-01 20.85 2068400

35604 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.18621 -0.37896 -0.19041 79.798 79.798 1.00E+00 0.12 1542200

35605 NLFFSTDVEK Unmodified _NLFFSTDVEK_ B6T9P0_MAIZE 2 600.30078 1198.587 0.18051 0.37782 0.55972 81.216 81.216 7.11E-01 16.56 939050

35606 NLFTGCVDVPLTPK Unmodified _NLFTGCVDVPLTPK_ B4FDU0_MAIZE 2 780.90816 1559.8018 0.92581 -0.087015 0.85604 90.944 90.944 3.56E-04 53.6 498720

35607 NLFTGCVDVPLTPK Unmodified _NLFTGCVDVPLTPK_ B4FDU0_MAIZE 2 780.90816 1559.8018 0.94571 -0.24482 0.71886 91.091 91.091 6.31E-03 27.8 462290

35608 NLFVVGPLNPLLLPDAR Unmodified _NLFVVGPLNPLLLPDAR_ B4FJA8_MAIZE 2 924.54073 1847.0669 1.2302 -0.55362 0.67209 122.87 122.87 1.37E-17 80.22 607530

35609 NLGAGDVNVYAQMIDDAEGLDK Unmodified _NLGAGDVNVYAQMIDDAEGLDK_ B4FWY8_MAIZE 2 1154.5417 2307.0689 1.349 0.092593 1.4355 115.8 115.8 5.41E-06 76.69 71080

35610 NLGAGDVNVYAQMIDDAEGLDKIENLQSHDNTEIYEK Oxidation (M) _NLGAGDVNVYAQM(ox)IDDAEGLDKIENLQSHDNTEIYEK_ B4FWY8_MAIZE 4 1035.2353 4136.9121 1.2897 -0.069928 1.2091 100.76 100.76 8.58E-02 19.59 529490

35611 NLGEAQQLPALLAER Unmodified _NLGEAQQLPALLAER_ B6T7K5_MAIZE 2 811.94666 1621.8788 1.0035 -0.030124 0.94423 89.163 89.163 2.37E-16 89.53 201400

35612 NLGEAQQLPALLAER Unmodified _NLGEAQQLPALLAER_ B6T7K5_MAIZE 2 811.94666 1621.8788 1.0523 -0.28569 0.73788 88.869 88.869 7.01E-11 84.22 245020

35613 NLGENFNER Unmodified _NLGENFNER_ B4FMS7_MAIZE 2 546.75707 1091.4996 -0.032068 -0.7558 -0.81406 47.436 47.436 1.01E-02 35.46 873170

35614 NLGENFNER Unmodified _NLGENFNER_ B4FMS7_MAIZE 2 546.75707 1091.4996 -0.033741 -0.083958 -0.14412 50.326 50.326 3.32E-02 29.97 5100600

35615 NLGLEVIAR Unmodified _NLGLEVIAR_ B4FYM0_MAIZE 2 492.79547 983.57638 -0.048527 -0.1606 -0.23478 72.481 72.481 3.89E-04 50.12 681700

35616 NLGLYSER Unmodified _NLGLYSER_ B6T9J4_MAIZE 2 476.24835 950.48214 -0.087819 -0.85495 -0.97175 53.622 53.622 2.92E-02 26.78 1245100

35617 NLGPLVK Unmodified _NLGPLVK_ B4F8V5_MAIZE 2 370.73689 739.45922 0.76743 0.32648 1.0753 49.055 49.055 1.86E-01 17.97 1500000

35618 NLGPLVK Unmodified _NLGPLVK_ B4F8V5_MAIZE 2 370.73689 739.45922 0.6448 0.082315 0.70967 49.352 49.352 1.86E-01 20.97 691570

35619 NLGPLVK Unmodified _NLGPLVK_ B4F8V5_MAIZE 2 370.73689 739.45922 0.75307 -0.002444 0.73444 51.523 51.523 7.83E-01 13.48 1075500

35620 NLGPLVK Unmodified _NLGPLVK_ B4F8V5_MAIZE 2 370.73689 739.45922 0.65401 -0.20331 0.43472 50.857 50.857 1.86E-01 22.61 7511600

35621 NLGSGGAGSPIHK Unmodified _NLGSGGAGSPIHK_ Q94F77_MAIZE 2 597.81492 1193.6153 0.24932 -0.23256 0.013826 36.778 36.778 1.47E-03 48.74 584050

35622 NLGSGGAGSPIHK Unmodified _NLGSGGAGSPIHK_ Q94F77_MAIZE 2 597.81492 1193.6153 0.24426 0.082036 0.32246 36.67 36.67 4.68E-05 50.57 1887200

35623 NLGSNLVGLMVK Oxidation (M) _NLGSNLVGLM(ox)VK_ B6SXV4_MAIZE 2 630.85266 1259.6908 0.36751 0.48147 0.84115 75.616 75.616 2.62E-07 37.15 215600

35624 NLGSNLVGLMVK Oxidation (M) _NLGSNLVGLM(ox)VK_ B6SXV4_MAIZE 2 630.85266 1259.6908 0.42935 0.50008 0.92217 76.093 76.093 1.85E-01 22.46 212050

35625 NLGSNLVGLMVK Oxidation (M) _NLGSNLVGLM(ox)VK_ B6SXV4_MAIZE 2 630.85266 1259.6908 0.42466 0.48631 0.90416 75.731 75.731 7.72E-03 30.6 329500

35626 NLGTLWEDLGK Unmodified _NLGTLWEDLGK_ B6TM50_MAIZE 2 623.32733 1244.6401 0.36687 0.33785 0.69565 102.38 102.38 7.60E-01 6.14 17502

35627 NLGTLWEDLGK Unmodified _NLGTLWEDLGK_ B6TM50_MAIZE 2 623.32733 1244.6401 0.31699 0.33845 0.64605 100.04 100.04 4.43E-05 53.59 146830
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35628 NLHLNLDR Unmodified _NLHLNLDR_ B6SLI2_MAIZE 2 497.77507 993.53558 -0.11419 -0.005557 -0.14391 51.615 51.615 2.92E-02 38.93 1940400

35629 NLHLNLDR Unmodified _NLHLNLDR_ B6SLI2_MAIZE 3 332.1858 993.53558 1.2639 0.14139 1.3807 51.608 51.608 2.47E-01 25.13 2277000

35630 NLHLNLDR Unmodified _NLHLNLDR_ B6SLI2_MAIZE 3 332.1858 993.53558 1.1651 -0.49111 0.65114 55.055 55.055 5.41E-01 13.97 170710

35631 NLHLNLDR Unmodified _NLHLNLDR_ B6SLI2_MAIZE 2 497.77507 993.53558 -0.16425 -0.027113 -0.21654 55.061 55.061 5.06E-02 25.2 200750

35632 NLHLYQFR Unmodified _NLHLYQFR_ B6SIM7_MAIZE 3 364.19793 1089.572 0.83397 -0.27185 0.54567 62.504 62.504 4.12E-02 31.11 5845000

35633 NLHLYQFR Unmodified _NLHLYQFR_ B6SIM7_MAIZE 2 545.79326 1089.572 -0.029098 -0.039647 -0.085792 62.507 62.507 3.48E-02 26.13 2803000

35634 NLHLYQFR Unmodified _NLHLYQFR_ B6SIM7_MAIZE 3 364.19793 1089.572 0.61223 -0.34523 0.2513 66.155 66.155 6.27E-01 18.15 461000

35635 NLHLYQFR Unmodified _NLHLYQFR_ B6SIM7_MAIZE 2 545.79326 1089.572 -0.083244 -1.0584 -1.1569 66.107 66.107 3.77E-01 24.44 272980

35636 NLHPSLLALDPEEIGYLEAK Unmodified _NLHPSLLALDPEEIGYLEAK_ B4F9F0_MAIZE 3 741.39496 2221.163 0.82275 0.51564 1.3121 104.93 104.93 1.99E-03 59.16 944280

35637 NLIEAAEQEYEK Unmodified _NLIEAAEQEYEK_ Q6B7Q9_MAIZE 2 718.84882 1435.6831 0.75176 -0.54237 0.16837 82.47 82.47 1.68E-09 40.44 538080

35638 NLIEAAEQEYEKEK Unmodified _NLIEAAEQEYEKEK_ Q6B7Q9_MAIZE 2 847.4176 1692.8206 1.0824 -0.28999 0.74963 85.211 85.211 1.49E-02 49.16 1051200

35639 NLIGEASCR Unmodified _NLIGEASCR_ B6SX26_MAIZE 2 510.25056 1018.4866 -0.22125 0.44372 0.20484 47.769 47.769 3.32E-02 31.75 380720

35640 NLKEEINLLK Unmodified _NLKEEINLLK_ B6TZD9_MAIZE 3 405.24321 1212.7078 0.32505 0.007194 0.28543 70.022 70.022 1.00E+00 5.95 594220

35641 NLKEEINLLK Unmodified _NLKEEINLLK_ B6TZD9_MAIZE 2 607.36117 1212.7078 0.3141 0.0979 0.36649 70.019 70.019 1.62E-03 41.61 588570

35642 NLKEEINLLK Unmodified _NLKEEINLLK_ B6TZD9_MAIZE 3 405.24321 1212.7078 0.23924 -0.000797 0.19283 70.148 70.148 1.00E+00 11.5 1539600

35643 NLKEEINLLK Unmodified _NLKEEINLLK_ B6TZD9_MAIZE 2 607.36117 1212.7078 0.27154 0.083312 0.30955 70.151 70.151 4.40E-05 43.05 1237200

35644 NLKPISEGGGEPPHGK Unmodified _NLKPISEGGGEPPHGK_ B4F925_MAIZE 4 404.96523 1615.8318 0.36948 -0.30862 0.050722 35.615 35.615 1.67E-02 32.28 1775600

35645 NLKPISEGGGEPPHGK Unmodified _NLKPISEGGGEPPHGK_ B4F925_MAIZE 3 539.61788 1615.8318 0.020835 -0.36308 -0.352 35.759 35.759 7.42E-06 42.97 724000

35646 NLLAEISDAVK Unmodified _NLLAEISDAVK_ A7YF68_MAIZE 2 586.8297 1171.6449 0.20978 0.28389 0.46534 103.57 103.57 1.47E-01 13.16 12700

35647 NLLDQESLK Unmodified _NLLDQESLK_ B4FEF1_MAIZE 2 530.28767 1058.5608 -0.019737 0.75053 0.70125 64.688 64.688 1.12E-01 22.86 911350

35648 NLLEHPDWTMGQSCTDSYTK Oxidation (M) _NLLEHPDWTM(ox)GQSCTDSYTK_ B4FX42_MAIZE 3 800.34746 2398.0206 0.94146 -0.12848 0.81829 73.663 73.663 1.87E-03 17.27 249180

35649 NLLEHPDWTMTQACADSYTK Oxidation (M) _NLLEHPDWTM(ox)TQACADSYTK_ B4FFS7_MAIZE 3 799.68771 2396.0413 0.93415 -1.1296 -0.19499 78.456 78.456 1.99E-03 27.93 206900

35650 NLLESVAHSIAEATLLK Unmodified _NLLESVAHSIAEATLLK_ B4FPQ2_MAIZE 3 603.6754 1808.0044 0.20461 0.20286 0.38221 131.66 131.66 6.49E-01 4.41 1555800

35651 NLLESVAHSIAEATLLK Unmodified _NLLESVAHSIAEATLLK_ B4FPQ2_MAIZE 2 905.00946 1808.0044 1.154 0.11381 1.2422 131.67 131.67 8.28E-39 90.36 835550

35652 NLLKDLIIQGLLR Unmodified _NLLKDLIIQGLLR_ B4FVD5_MAIZE 3 503.65561 1507.945 -0.068535 -0.3107 -0.40346 130.66 130.66 2.66E-01 17.94 296880

35653 NLLLSSLPPDFDVICTHPMFGPESAR Oxidation (M) _NLLLSSLPPDFDVICTHPM(ox)FGPESAR_ B4FY98_MAIZE 3 977.14561 2928.415 1.2138 0.26323 1.4808 115.4 115.4 2.25E-01 15.79 541520

35654 NLLNGEVSDLQVSGLFFAIGHEPATK Unmodified _NLLNGEVSDLQVSGLFFAIGHEPATK_ B6TLA2_MAIZE 3 919.47997 2755.4181 1.1387 -1.291 -0.1531 122.73 122.73 5.54E-08 24.81 333940

35655 NLLPLDLRPK Unmodified _NLLPLDLRPK_ B6SX73_MAIZE 3 393.58004 1177.7183 0.48599 -0.010283 0.44907 76.88 76.88 1.26E-02 33.48 1958800

35656 NLLPLDLRPK Unmodified _NLLPLDLRPK_ B6SX73_MAIZE 2 589.86642 1177.7183 0.23302 0.16208 0.36828 76.881 76.881 1.25E-02 31.59 1078100

35657 NLLPLDLRPK Unmodified _NLLPLDLRPK_ B6SX73_MAIZE 3 393.58004 1177.7183 0.32929 -0.082093 0.22134 77.815 77.815 2.94E-01 30.37 148530

35658 NLLPLDLRPK Unmodified _NLLPLDLRPK_ B6SX73_MAIZE 3 393.58004 1177.7183 0.20681 -0.045276 0.135 79.804 79.804 1.25E-01 18.83 731520

35659 NLLPLDLRPK Unmodified _NLLPLDLRPK_ B6SX73_MAIZE 2 589.86642 1177.7183 0.15563 0.2154 0.34409 79.772 79.772 2.81E-03 31.38 289200

35660 NLLSPSTPFFFNTLYD Unmodified _NLLSPSTPFFFNTLYD_ B4FQX1_MAIZE 2 938.46181 1874.9091 1.2285 0.25004 1.4811 127.06 127.06 1.02E-04 43.9 405650

35661 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1137 0.20586 1.317 123.1 123.1 5.48E-24 101.24 20195000
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35662 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.2584 0.096304 1.3524 123.56 123.56 2.86E-31 113.85 4992400

35663 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1155 0.26583 1.3794 123.85 123.85 5.48E-24 105.92 6086500

35664 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1316 0.21715 1.3466 124.32 124.32 1.84E-40 113.81 4150200

35665 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 3 764.71603 2291.1263 1.0705 -0.21233 0.85591 124.12 124.12 3.39E-03 23.04 200710

35666 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.198 0.1085 1.3049 123.93 123.93 5.48E-24 106.2 3599100

35667 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1543 0.20781 1.3601 124.55 124.55 1.51E-46 123.48 12171000

35668 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 3 764.71603 2291.1263 0.95402 0.55262 1.504 124.46 124.46 2.34E-01 7.86 862860

35669 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1484 -0.16578 0.98054 123.69 123.69 1.84E-40 93.48 56680000

35670 NLLSPSTPFFFNTLYDPYR Unmodified _NLLSPSTPFFFNTLYDPYR_ B4FQX1_MAIZE 2 1146.5704 2291.1263 1.1674 0.35876 1.524 127.87 127.87 5.89E-20 91.83 305340

35671 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.057408 -0.025444 -0.11268 64.508 64.508 2.92E-02 43.51 25145000

35672 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.22818 -0.068296 -0.32461 66.51 66.51 1.65E-01 22.42 630350

35673 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.14847 0.065772 -0.11228 65.426 65.426 2.92E-02 35.54 10359000

35674 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.046145 -0.068236 -0.14555 66.476 66.476 2.92E-02 33.49 13404000

35675 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.088009 -0.00995 -0.12757 65.879 65.879 1.90E-02 46.43 12853000

35676 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.16278 -0.073961 -0.26603 66.162 66.162 1.90E-02 32.05 12187000

35677 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.06949 -0.10165 -0.20147 66.138 66.138 2.92E-02 29.22 11724000

35678 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.1119 -0.092443 -0.23343 66.362 66.362 1.90E-02 40.34 25902000

35679 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.17708 -0.13534 -0.34276 64.925 64.925 1.90E-02 46.79 53934000

35680 NLLSVAYK Unmodified _NLLSVAYK_ 14331_MAIZE 1 2 454.26601 906.51747 -0.20565 0.55985 0.32342 67.789 67.789 1.00E+00 3.32 1589200

35681 NLLSVAYKNVIGAR Unmodified _NLLSVAYKNVIGAR_ 14331_MAIZE 1 3 506.63146 1516.8726 -0.064281 0.14809 0.059944 90.224 90.224 9.21E-03 22.92 604650

35682 NLLSVAYKNVIGAR Unmodified _NLLSVAYKNVIGAR_ 14331_MAIZE 1 2 759.44356 1516.8726 0.88102 0.04788 0.90672 90.237 90.237 2.25E-03 35.97 172330

35683 NLLTAIPGSIGALPK Unmodified _NLLTAIPGSIGALPK_ B6TRI3_MAIZE 2 732.94286 1463.8712 0.7774 0.21564 0.97624 101.38 101.38 1.12E-07 43.41 724160

35684 NLLTLLLPSMVPGLEVAYR Oxidation (M) _NLLTLLLPSM(ox)VPGLEVAYR_ B6T4W5_MAIZE 2 1058.0978 2114.1809 1.258 0.097299 1.3431 127.36 127.36 1.26E-01 15.5 229820

35685 NLLTQLRPFFAVIPK Unmodified _NLLTQLRPFFAVIPK_ B6TWL4_MAIZE 3 586.35393 1756.04 0.23075 0.25113 0.47274 120.36 120.36 1.00E+00 1.18 1016700

35686 NLLTQLRPFFAVIPK Unmodified _NLLTQLRPFFAVIPK_ B6TWL4_MAIZE 3 586.35393 1756.04 0.14159 0.10317 0.23616 121.24 121.24 1.98E-01 21.98 459630

35687 NLLTQLRPFFAVIPK Unmodified _NLLTQLRPFFAVIPK_ B6TWL4_MAIZE 3 586.35393 1756.04 0.20815 0.16661 0.36582 121.89 121.89 7.48E-04 47.3 720920

35688 NLLTQLRPFFAVIPK Unmodified _NLLTQLRPFFAVIPK_ B6TWL4_MAIZE 3 586.35393 1756.04 0.28775 -0.055778 0.22457 124.89 124.89 1.00E+00 6.14 175390

35689 NLLYLK Unmodified _NLLYLK_ B6TFD9_MAIZE 2 382.23926 762.46398 0.58134 0.2277 0.76602 65.162 65.162 5.26E-01 22.48 1465600

35690 NLNAMNK Oxidation (M) _NLNAM(ox)NK_ B4FAL9_MAIZE 2 410.70272 819.39089 0.35802 0.15011 0.46544 13.333 13.333 1.00E+00 0.63 14050

35691 NLNAMNK Oxidation (M) _NLNAM(ox)NK_ B4FAL9_MAIZE 2 410.70272 819.39089 0.43114 -0.014832 0.37524 13.546 13.546 1.00E+00 4.44 7474.2

35692 NLNAMNK Unmodified _NLNAMNK_ B4FAL9_MAIZE 2 402.70526 803.39597 0.40902 0.13348 0.49372 26.905 26.905 7.83E-01 10.56 46976

35693 NLNAMNK Unmodified _NLNAMNK_ B4FAL9_MAIZE 2 402.70526 803.39597 0.45049 -0.364 0.039725 27.19 27.19 4.46E-01 19.16 54080

35694 NLNAMNK Unmodified _NLNAMNK_ B4FAL9_MAIZE 2 402.70526 803.39597 0.33916 -0.66818 -0.3739 27.265 27.265 7.83E-01 13.34 716630

35695 NLNSWANSR Unmodified _NLNSWANSR_ B6TUV0_MAIZE 2 531.25978 1060.505 -0.043748 -0.1376 -0.21133 49.427 49.427 1.01E-02 30.35 1267800
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35696 NLPFNISSEEMYDIFGK Oxidation (M) _NLPFNISSEEM(ox)YDIFGK_ B6TKN1_MAIZE 2 1010.472 2018.9295 1.1533 0.096098 1.2376 111.95 111.95 1.43E-21 68.27 426740

35697 NLPFNISSEEMYDIFGK Unmodified _NLPFNISSEEMYDIFGK_ B6TKN1_MAIZE 2 1002.4746 2002.9346 1.1749 -0.30203 0.85891 124.91 124.91 2.47E-02 9.9 55788

35698 NLPGVDVANVER Unmodified _NLPGVDVANVER_ B4F9G0_MAIZE 2 641.84113 1281.6677 0.40278 -0.022376 0.37609 67.296 67.296 9.64E-17 73.23 8179100

35699 NLPGVDVANVER Unmodified _NLPGVDVANVER_ B4F9G0_MAIZE 2 641.84113 1281.6677 0.35515 -0.3857 -0.033264 68.326 68.326 4.56E-01 16.36 51365

35700 NLPGVDVANVER Unmodified _NLPGVDVANVER_ B4F9G0_MAIZE 2 641.84113 1281.6677 0.39641 -0.25289 0.14 68.207 68.207 9.64E-17 63.58 3942100

35701 NLPGVDVANVER Unmodified _NLPGVDVANVER_ B4F9G0_MAIZE 2 641.84113 1281.6677 0.368 -0.026439 0.33716 68.37 68.37 7.72E-03 21.52 2819600

35702 NLPGVDVANVER Unmodified _NLPGVDVANVER_ B4F9G0_MAIZE 2 641.84113 1281.6677 0.34675 -0.26452 0.07786 68.704 68.704 7.61E-14 62 10779000

35703 NLPLNATETQLEDEFKK Unmodified _NLPLNATETQLEDEFKK_ B4FJT7_MAIZE 3 664.00911 1989.0055 0.4756 0.089133 0.54417 87.28 87.28 1.35E-01 12.29 2576400

35704 NLPPEEILLQATR Unmodified _NLPPEEILLQATR_ B4FA94_MAIZE 2 747.41975 1492.8249 0.72472 0.063033 0.76317 95.34 95.34 1.47E-03 37.23 256620

35705 NLQDAMSVAR Oxidation (M) _NLQDAM(ox)SVAR_ B6UCD0_MAIZE 2 560.77441 1119.5343 0.033671 0.68787 0.7046 39.419 39.419 1.84E-04 43.72 182350

35706 NLQDAMSVAR Oxidation (M) _NLQDAM(ox)SVAR_ B6UCD0_MAIZE 2 560.77441 1119.5343 0.13456 0.72019 0.83807 42.328 42.328 1.62E-03 42.37 431670

35707 NLQDAMSVAR Oxidation (M) _NLQDAM(ox)SVAR_ B6UCD0_MAIZE 2 560.77441 1119.5343 0.17343 0.25463 0.41269 41.526 41.526 2.81E-03 44.58 253960

35708 NLQDAMSVAR Oxidation (M) _NLQDAM(ox)SVAR_ B6UCD0_MAIZE 2 560.77441 1119.5343 0.03613 -0.054166 -0.032294 42.415 42.415 5.76E-06 57.24 3200500

35709 NLQDIIAILGMDELSEDDK Oxidation (M) _NLQDIIAILGM(ox)DELSEDDK_ ATPBM_MAIZE 2 1074.5225 2147.0304 1.226 0.082058 1.2933 125.56 125.56 8.65E-01 2.32 188370

35710 NLQDIIAILGMDELSEDDK Oxidation (M) _NLQDIIAILGM(ox)DELSEDDK_ ATPBM_MAIZE 2 1074.5225 2147.0304 1.213 -0.022106 1.1768 126.08 126.08 4.53E-07 48.88 552340

35711 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1148 0.11302 1.2151 123.77 123.77 1.33E-26 61.23 7505200

35712 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.0977 0.43913 1.5248 130.9 130.9 6.07E-03 26.71 75690

35713 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 4 672.84947 2687.3688 0.56949 -0.037549 0.52076 130.91 130.91 1.00E+00 2.54 50749

35714 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1149 0.046839 1.1494 124.35 124.35 8.81E-14 47.73 2035300

35715 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1569 1.0058 2.1486 137.39 137.39 1.64E-08 46.18 203720

35716 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1055 -0.027574 1.065 124.75 124.75 1.04E-36 68.36 4124800

35717 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1542 0.5518 1.6932 128.99 128.99 1.06E-03 24.77 97773

35718 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1444 0.41561 1.5469 137.52 137.52 1.50E-11 66.38 204190

35719 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1156 0.009528 1.1127 126.19 126.19 3.36E-31 67.27 1651100

35720 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 2 1344.6917 2687.3688 1.2099 0.41364 1.6107 126.17 126.17 2.37E-07 46.06 94039

35721 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1415 0.1134 1.2425 127.13 127.13 1.04E-36 69.15 2450000

35722 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 2 1344.6917 2687.3688 1.2666 0.013677 1.2681 126.81 126.81 1.66E-08 67.38 160680

35723 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.2358 0.32104 1.5439 136.76 136.76 2.86E-06 39.16 190360

35724 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.0822 -0.13881 0.93147 127.16 127.16 1.04E-36 79.84 16236000

35725 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 2 1344.6917 2687.3688 1.1683 0.013753 1.1696 126.61 126.61 4.64E-24 86.34 1052600

35726 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 4 672.84947 2687.3688 0.61691 0.25116 0.85498 126.49 126.49 1.00E+00 1.75 623610

35727 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 4 672.84947 2687.3688 0.61138 0.2333 0.83235 130.38 130.38 1.00E+00 8.26 596480

35728 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 2 1344.6917 2687.3688 1.2261 0.52875 1.7418 129.43 129.43 1.84E-07 61.53 199060

35729 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 2 1344.6917 2687.3688 1.2289 0.6776 1.8934 130.81 130.81 1.08E-13 72.8 117150
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35730 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.2172 0.34791 1.5525 134.66 134.66 3.25E-07 39.12 102680

35731 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1624 0.26753 1.4169 138.11 138.11 2.64E-20 53.16 1275400

35732 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1516 0.17965 1.3188 125.69 125.69 1.50E-11 71.42 821950

35733 NLQDIIAILGMDELSEDDKLTVAR Oxidation (M) _NLQDIIAILGM(ox)DELSEDDKLTVAR_ ATPBM_MAIZE 3 896.79686 2687.3688 1.1215 0.11566 1.2241 129.94 129.94 7.69E-47 69.47 581410

35734 NLQDIIAILGMDELSEDDKLTVAR Unmodified _NLQDIIAILGMDELSEDDKLTVAR_ ATPBM_MAIZE 3 891.46523 2671.3738 1.1056 0.20971 1.3011 125.76 125.76 3.36E-31 65.37 7643900

35735 NLQDIIAILGMDELSEDDKLTVAR Unmodified _NLQDIIAILGMDELSEDDKLTVAR_ ATPBM_MAIZE 2 1336.6942 2671.3738 1.1173 0.15356 1.2571 125.71 125.71 1.57E-15 97.1 1077600

35736 NLQDIIAILGMDELSEDDKLTVAR Unmodified _NLQDIIAILGMDELSEDDKLTVAR_ ATPBM_MAIZE 3 891.46523 2671.3738 1.1176 0.34914 1.4518 130.88 130.88 1.04E-36 61.7 2733300

35737 NLQDIIAILGMDELSEDDKLTVAR Unmodified _NLQDIIAILGMDELSEDDKLTVAR_ ATPBM_MAIZE 2 1336.6942 2671.3738 1.1785 0.15747 1.3221 130.82 130.82 6.48E-10 83.12 374810

35738 NLQDIIAILGMDELSEDDKLTVAR Unmodified _NLQDIIAILGMDELSEDDKLTVAR_ ATPBM_MAIZE 3 891.46523 2671.3738 1.1903 -0.11579 1.0605 138.1 138.1 5.43E-01 15.76 182380

35739 NLQEALQEAQNLR Unmodified _NLQEALQEAQNLR_ B4FJD7_MAIZE 2 763.89971 1525.7849 0.81363 -0.43075 0.35132 87.197 87.197 4.77E-34 90.11 883040

35740 NLQGGYLSLLR Unmodified _NLQGGYLSLLR_ B6U6J1_MAIZE 2 617.35114 1232.6877 0.1824 0.19195 0.35518 91.899 91.899 4.48E-03 30.72 242850

35741 NLQLLSPDEVELAK Unmodified _NLQLLSPDEVELAK_ B6UC67_MAIZE 2 784.93015 1567.8457 0.98514 -0.18854 0.77467 90.103 90.103 2.25E-03 49.73 595210

35742 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.26802 0.088413 0.32074 62.214 62.214 5.76E-06 46.15 8730500

35743 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.2453 0.17801 0.3889 63.529 63.529 2.81E-03 29.31 97455

35744 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.26794 -0.1348 0.097916 62.862 62.862 5.76E-06 41.83 1897400

35745 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.2878 -0.024092 0.22751 64.156 64.156 5.76E-06 54.3 2061000

35746 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.29791 0.18024 0.44178 63.563 63.563 2.81E-03 29.47 1970400

35747 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.25467 -0.082387 0.13647 63.896 63.896 1.62E-03 31.85 1845300

35748 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.29982 -0.29924 -0.034879 63.884 63.884 1.62E-03 40.68 1989400

35749 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.25275 -0.000609 0.21631 64.166 64.166 2.81E-03 21 1773900

35750 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.10878 -0.2073 -0.13384 62.747 62.747 4.40E-05 39.71 42153000

35751 NLQYYEISAK Unmodified _NLQYYEISAK_ B4G1P4_MAIZE 2 614.81405 1227.6136 0.24704 0.26884 0.48028 65.269 65.269 1.84E-04 43.17 430570

35752 NLSEDEIR Unmodified _NLSEDEIR_ B4FI73_MAIZE 2 488.24072 974.46689 -0.0050661 0.018654 -0.019204 43.863 43.863 1.65E-01 19.67 645730

35753 NLSEDEIR Unmodified _NLSEDEIR_ B4FI73_MAIZE 2 488.24072 974.46689 -0.18482 0.53882 0.31979 43.365 43.365 1.90E-02 46.82 758220

35754 NLSEDEIR Unmodified _NLSEDEIR_ B4FI73_MAIZE 2 488.24072 974.46689 -0.043383 0.35956 0.28273 45.994 45.994 1.65E-01 30.7 2383300

35755 NLSEDEIR Unmodified _NLSEDEIR_ B4FI73_MAIZE 2 488.24072 974.46689 -0.10689 0.1242 -0.015175 45.285 45.285 2.92E-02 43.5 6065900

35756 NLSEIPNFR Unmodified _NLSEIPNFR_ B6TBF5_MAIZE 2 545.28801 1088.5615 0.039076 -0.095589 -0.080931 71.106 71.106 3.39E-01 19.59 2740100

35757 NLSEIPNFR Unmodified _NLSEIPNFR_ B6TBF5_MAIZE 2 545.28801 1088.5615 -0.047329 0.010326 -0.060505 71.682 71.682 1.12E-01 21.5 938040

35758 NLSEIPNFR Unmodified _NLSEIPNFR_ B6TBF5_MAIZE 2 545.28801 1088.5615 0.051191 -0.2546 -0.2264 72.011 72.011 1.01E-02 19.79 765310

35759 NLSEIPNFR Unmodified _NLSEIPNFR_ B6TBF5_MAIZE 2 545.28801 1088.5615 0.039409 -0.43867 -0.42235 72.083 72.083 1.00E+00 9.52 265110

35760 NLSEIPNFR Unmodified _NLSEIPNFR_ B6TBF5_MAIZE 2 545.28801 1088.5615 0.039044 -0.022527 -0.008212 72.316 72.316 1.00E+00 11.55 2428500

35761 NLSICTSNWR Unmodified _NLSICTSNWR_ B4FF47_MAIZE 2 625.80095 1249.5874 0.3638 0.25242 0.60813 69.146 69.146 4.40E-05 75.79 1975300

35762 NLSMGMNLNNMAK Unmodified _NLSMGMNLNNMAK_ PCNA_MAIZE Q 2 719.33599 1436.6574 0.69369 -0.68183 -0.019652 74.556 74.556 6.20E-03 32.55 483800

35763 NLSMGMNLNNMAK 3 Oxidation (M) _NLSM(ox)GM(ox)NLNNM(ox)AK_ PCNA_MAIZE Q 2 743.32836 1484.6422 0.79436 -0.4321 0.33998 36.853 36.853 3.26E-18 49.31 399840
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35764 NLSTAIAK Unmodified _NLSTAIAK_ B4FRJ1_MAIZE 2 409.24254 816.47052 0.21088 0.01143 0.18721 41.597 41.597 3.77E-01 21.12 6818600

35765 NLSVSSVFHK Unmodified _NLSVSSVFHK_ B4G1Q6_MAIZE 2 559.30366 1116.5928 0.085747 0.40277 0.48763 63.475 63.475 4.40E-02 46.94 1718900

35766 NLTAVLEPEK Unmodified _NLTAVLEPEK_ B4FL17_MAIZE 2 557.31115 1112.6077 -0.077832 0.33026 0.22756 65.69 65.69 4.40E-05 64.26 319880

35767 NLTAVLEPEK Unmodified _NLTAVLEPEK_ B4FL17_MAIZE 2 557.31115 1112.6077 -0.019589 -0.50013 -0.5429 67.099 67.099 1.84E-04 37.08 3304000

35768 NLTAVLEPEKADEFK Unmodified _NLTAVLEPEKADEFK_ B4FL17_MAIZE 3 568.6332 1702.8778 0.0026917 0.028237 0.011163 77.342 77.342 8.03E-01 7.93 229390

35769 NLTAVLEPEKADEFK Unmodified _NLTAVLEPEKADEFK_ B4FL17_MAIZE 2 852.44616 1702.8778 1.0448 0.024714 1.0485 77.333 77.333 1.65E-02 42.7 55555

35770 NLTAVLEPEKADEFK Unmodified _NLTAVLEPEKADEFK_ B4FL17_MAIZE 3 568.6332 1702.8778 0.019033 0.023337 0.020944 76.637 76.637 2.65E-02 23.85 3836700

35771 NLTAVLEPEKADEFK Unmodified _NLTAVLEPEKADEFK_ B4FL17_MAIZE 2 852.44616 1702.8778 0.98798 -0.047719 0.92012 76.636 76.636 7.01E-11 75.37 1161600

35772 NLTAVLEPEKADEFKK Unmodified _NLTAVLEPEKADEFKK_ B4FL17_MAIZE 3 611.33152 1830.9727 0.1501 0.057085 0.1835 69.54 69.54 1.21E-01 18.34 378750

35773 NLTAVLEPEKADEFKK Unmodified _NLTAVLEPEKADEFKK_ B4FL17_MAIZE 3 611.33152 1830.9727 0.1839 -0.22422 -0.063932 68.735 68.735 1.00E+00 5.28 8884900

35774 NLTAVLEPEKADEFKK Unmodified _NLTAVLEPEKADEFKK_ B4FL17_MAIZE 2 916.49364 1830.9727 1.1191 0.072347 1.1685 68.732 68.732 1.27E-09 47.07 200740

35775 NLTGIWNFTNPGVVSHNEILEMYR Oxidation (M) _NLTGIWNFTNPGVVSHNEILEM(ox)YR_ B6UIE1_MAIZE 3 940.79731 2819.3701 1.1606 -0.14673 1.009 108.88 108.88 4.15E-23 57.59 3978800

35776 NLTGIWNFTNPGVVSHNEILEMYR Unmodified _NLTGIWNFTNPGVVSHNEILEMYR_ B6UIE1_MAIZE 3 935.46567 2803.3752 1.2022 -0.142 1.0541 115.82 115.82 4.41E-08 50.11 464790

35777 NLTGLVELYGR Unmodified _NLTGLVELYGR_ SUS2_MAIZE 2 617.84314 1233.6717 0.29663 0.23286 0.51664 88.647 88.647 4.43E-05 57.24 1147100

35778 NLTGLVELYGR Unmodified _NLTGLVELYGR_ SUS2_MAIZE 2 617.84314 1233.6717 0.34214 0.16107 0.4905 88.856 88.856 4.43E-05 58.9 1017400

35779 NLTGLVELYGR Unmodified _NLTGLVELYGR_ SUS2_MAIZE 2 617.84314 1233.6717 0.32696 0.042067 0.35644 88.544 88.544 5.66E-08 69.03 2916600

35780 NLTVTGDAAASGGEGQR Unmodified _NLTVTGDAAASGGEGQR_ B4FAF8_MAIZE 2 802.38716 1602.7598 0.91613 -0.19719 0.72194 50.281 50.281 4.22E-59 118.44 2962000

35781 NLVCTDLFTR Unmodified _NLVCTDLFTR_ B6SWB3_MAIZE 2 619.81353 1237.6125 0.323 -0.15444 0.18 81.334 81.334 3.43E-01 11.49 518970

35782 NLVCTDLFTR Unmodified _NLVCTDLFTR_ B6SWB3_MAIZE 2 619.81353 1237.6125 0.34439 0.72701 1.0815 81.908 81.908 4.40E-02 20 122860

35783 NLVFLGSPQVAASVLDK Unmodified _NLVFLGSPQVAASVLDK_ B4FRN6_MAIZE 2 879.49344 1756.9723 1.1407 -0.12664 1.0139 103.08 103.08 1.24E-09 51.39 171970

35784 NLVQSNATSGGAASGGAR Unmodified _NLVQSNATSGGAASGGAR_ B4FWC4_MAIZE 2 809.40061 1616.7867 1.0104 -0.032541 0.9721 39.636 39.636 1.77E-34 103.27 473430

35785 NLVVLYK Unmodified _NLVVLYK_ B6TF44_MAIZE 2 424.76565 847.51674 0.13213 0.050434 0.16447 62.055 62.055 4.46E-01 13.35 2027000

35786 NLVVVSTPELAK Unmodified _NLVVVSTPELAK_ B4FQS9_MAIZE 2 635.37428 1268.734 0.2618 0.24541 0.50019 72.846 72.846 1.98E-03 55.76 252970

35787 NLVVVSTPELAK Unmodified _NLVVVSTPELAK_ B4FQS9_MAIZE 2 635.37428 1268.734 0.3823 -0.33764 0.038352 72.025 72.025 1.00E+00 7.85 314830

35788 NLVVVSTPELAK Unmodified _NLVVVSTPELAK_ B4FQS9_MAIZE 2 635.37428 1268.734 0.35218 0.08845 0.434 73.704 73.704 1.98E-03 54.52 420050

35789 NLYEYLVTK Unmodified _NLYEYLVTK_ B6TNS0_MAIZE 2 571.80824 1141.6019 0.094603 -0.31912 -0.24863 81.901 81.901 3.32E-02 9.02 742920

35790 NLYEYLVTK Unmodified _NLYEYLVTK_ B6TNS0_MAIZE 2 571.80824 1141.6019 0.067644 0.48864 0.53116 82.568 82.568 1.12E-01 19.17 335310

35791 NLYIISVK Unmodified _NLYIISVK_ B4FGL4_MAIZE 2 475.28949 948.56442 -0.25198 0.32291 0.043942 73.833 73.833 5.06E-02 24.59 352780

35792 NLYIISVK Unmodified _NLYIISVK_ B4FGL4_MAIZE 2 475.28949 948.56442 -0.27475 0.23923 -0.064537 74.276 74.276 1.90E-02 29.39 27648000

35793 NLYLSCDPYMR Unmodified _NLYLSCDPYMR_ B6SQX0_MAIZE 2 716.3234 1430.6323 0.68385 -0.46554 0.20563 76.738 76.738 1.47E-01 8.5 598530

35794 NLYLSCDPYMRPK Oxidation (M) _NLYLSCDPYM(ox)RPK_ B6SQX0_MAIZE 3 558.26557 1671.7749 0.039736 -0.05739 -0.03168 62.344 62.344 6.36E-01 12.61 1664600

35795 NLYLSCDPYMRPK Oxidation (M) _NLYLSCDPYM(ox)RPK_ B6SQX0_MAIZE 2 836.89472 1671.7749 1.0334 -0.28828 0.73257 62.358 62.358 1.88E-16 40.02 931400

35796 NLYLSCDPYMRPK Unmodified _NLYLSCDPYMRPK_ B6SQX0_MAIZE 3 552.93394 1655.78 0.032856 0.4135 0.42881 68.126 68.126 1.28E-01 16.09 1791800

35797 NLYLSCDPYMRPK Unmodified _NLYLSCDPYMRPK_ B6SQX0_MAIZE 2 828.89727 1655.78 0.93123 -0.75393 0.16203 68.137 68.137 1.15E-02 26.85 826910
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35798 NLYPPEK Unmodified _NLYPPEK_ B6TJ22_MAIZE 2 430.72926 859.44397 0.057764 0.17834 0.20062 41.219 41.219 1.86E-01 26.15 4904800

35799 NLYPPEK Unmodified _NLYPPEK_ B6TJ22_MAIZE 2 430.72926 859.44397 0.038667 2.2681 2.2674 44.558 44.558 7.83E-01 12.31 4712500

35800 NLYVVQHR Unmodified _NLYVVQHR_ B4FHN0_MAIZE 2 514.78543 1027.5563 0.035988 -0.067217 -0.040176 38.479 38.479 3.77E-01 21.46 486580

35801 NLYVVQHR Unmodified _NLYVVQHR_ B4FHN0_MAIZE 2 514.78543 1027.5563 -0.12923 0.024 -0.11346 38.191 38.191 5.06E-02 29.86 160040

35802 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.7146 0.18012 0.86307 26.589 26.589 1.86E-01 28.78 71268

35803 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.6432 0.094873 0.70784 27.077 27.077 1.00E+00 22.48 37878

35804 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.68032 0.32077 0.9703 27.596 27.596 4.46E-01 18.71 33177

35805 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.66009 0.31643 0.94663 26.811 26.811 7.83E-01 23.02 49878

35806 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.61813 0.25535 0.84295 26.687 26.687 7.83E-01 25.13 48430

35807 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.64491 0.56268 1.1758 27.201 27.201 4.46E-01 39.03 45543

35808 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.67965 -0.001067 0.64891 27.35 27.35 7.83E-01 29.6 125850

35809 NMAAVLK Oxidation (M) _NM(ox)AAVLK_ B4F9G0_MAIZE 2 381.71256 761.41056 0.63662 0.46036 1.0657 27.431 27.431 4.46E-01 29.82 123070

35810 NMAAVLK Unmodified _NMAAVLK_ B4F9G0_MAIZE 2 373.7151 745.41565 0.73468 0.92782 1.6245 43.425 43.425 4.46E-01 19.92 2311200

35811 NMAAVLK Unmodified _NMAAVLK_ B4F9G0_MAIZE 2 373.7151 745.41565 0.61868 0.043303 0.62591 45.103 45.103 7.83E-01 9.24 582570

35812 NMAAVLK Unmodified _NMAAVLK_ B4F9G0_MAIZE 2 373.7151 745.41565 0.71878 -1.7079 -1.0213 45.222 45.222 1.00E+00 4.53 1842400

35813 NMAAVLK Unmodified _NMAAVLK_ B4F9G0_MAIZE 2 373.7151 745.41565 -0.2294 46.167 46.167 3.20E-01 8.21

35814 NMATLLAEFDK Oxidation (M) _NM(ox)ATLLAEFDK_ B6TCR9_MAIZE 2 634.8132 1267.6118 0.36101 0.28314 0.62544 81.312 81.312 1.67E-02 58.58 38633

35815 NMATLLAEFDK Oxidation (M) _NM(ox)ATLLAEFDK_ B6TCR9_MAIZE 2 634.8132 1267.6118 0.31875 -0.029389 0.27089 80.349 80.349 4.48E-03 41.62 674760

35816 NMATLLAEFDK Oxidation (M) _NM(ox)ATLLAEFDK_ B6TCR9_MAIZE 2 634.8132 1267.6118 0.26362 0.41389 0.65888 80.121 80.121 3.60E-06 88.39 9403500

35817 NMATLLAEFDK Unmodified _NMATLLAEFDK_ B6TCR9_MAIZE 2 626.81574 1251.6169 0.26114 0.097948 0.33797 102.62 102.62 6.35E-09 71.12 4488000

35818 NMATLMAEFDK 2 Oxidation (M) _NM(ox)ATLM(ox)AEFDK_ B6TLY8_MAIZE 2 651.78886 1301.5632 0.38664 0.22358 0.59562 57.017 57.017 3.57E-04 53.96 1570600

35819 NMATLMAEFDK 2 Oxidation (M) _NM(ox)ATLM(ox)AEFDK_ B6TLY8_MAIZE 2 651.78886 1301.5632 0.39203 -0.51246 -0.13457 57.836 57.836 2.29E-08 41.31 1989600

35820 NMATLMAEFDK Oxidation (M) _NM(ox)ATLMAEFDK_ B6TLY8_MAIZE 2 643.79141 1285.5683 0.39609 0.30488 0.68304 73.366 73.366 4.43E-05 56.38 804860

35821 NMATLMAEFDK Unmodified _NMATLMAEFDK_ B6TLY8_MAIZE 2 635.79395 1269.5733 0.36147 0.35358 0.69306 94.265 94.265 4.43E-05 50 559310

35822 NMATLMAEFDKINAK 2 Oxidation (M) _NM(ox)ATLM(ox)AEFDKINAK_ B6TLY8_MAIZE 3 576.94802 1727.8222 0.11386 -0.099145 -0.0067397 67.995 67.995 6.35E-02 25.23 1203300

35823 NMCGVATCASYPIVA Oxidation (M) _NM(ox)CGVATCASYPIVA_ B4F9B5_MAIZE 2 815.35711 1628.6997 0.8914 -0.61953 0.28289 74.487 74.487 6.37E-03 19.91 5429200

35824 NMCGVATCASYPIVA Unmodified _NMCGVATCASYPIVA_ B4F9B5_MAIZE 2 807.35966 1612.7048 0.89487 -0.35101 0.55256 82.835 82.835 1.60E-05 65.81 2067700

35825 NMDEVLR Unmodified _NMDEVLR_ B4FYU6_MAIZE 2 438.71583 875.4171 0.06677 0.082645 0.12767 51.05 51.05 1.86E-01 15.77 1232900

35826 NMDEVLR Unmodified _NMDEVLR_ B4FYU6_MAIZE 2 438.71583 875.4171 0.019688 0.53515 0.53308 51.822 51.822 1.86E-01 34.51 2038500

35827 NMDEVLR Unmodified _NMDEVLR_ B4FYU6_MAIZE 2 438.71583 875.4171 -0.01657 -0.16184 -0.19838 49.252 49.252 9.32E-03 43.91 8611800

35828 NMDEVLR Oxidation (M) _NM(ox)DEVLR_ B4FYU6_MAIZE 2 446.71328 891.41202 0.046115 0.012762 0.041875 33.693 33.693 1.86E-01 40.95 1334000

35829 NMFPSEK Unmodified _NMFPSEK_ B4FRH5_MAIZE 2 426.69965 851.38474 0.17069 2.561 2.7036 47.194 47.194 1.00E+00 6.27 617290

35830 NMFPSEK Oxidation (M) _NM(ox)FPSEK_ B4FRH5_MAIZE 2 434.6971 867.37965 0.057694 0.52662 0.56574 35.538 35.538 3.29E-01 20.87 433510

35831 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.05364 0.12786 0.048843 47.57 47.57 2.92E-02 34.32 7083200
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35832 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.041683 0.14456 0.077574 49.913 49.913 2.92E-02 33.32 1070200

35833 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.039423 -0.067892 -0.13157 49.232 49.232 5.06E-02 32.12 802900

35834 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.032811 0.041566 -0.015963 50.043 50.043 1.90E-02 29.83 546460

35835 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.031383 0.38406 0.32857 49.552 49.552 1.65E-01 20.8 1122000

35836 NMGLYGER Unmodified _NMGLYGER_ B4FUH2_MAIZE 2 470.22128 938.428 -0.12533 0.077776 -0.07225 50.514 50.514 5.06E-02 36.57 2461000

35837 NMGLYGER Oxidation (M) _NM(ox)GLYGER_ B4FUH2_MAIZE 2 478.21873 954.42292 -0.17214 0.10433 -0.089331 34.999 34.999 1.65E-01 22.29 113730

35838 NMGLYGER Oxidation (M) _NM(ox)GLYGER_ B4FUH2_MAIZE 2 478.21873 954.42292 -0.0046495 0.26448 0.23793 37.716 37.716 2.74E-01 30.37 141950

35839 NMGLYGER Oxidation (M) _NM(ox)GLYGER_ B4FUH2_MAIZE 2 478.21873 954.42292 0.037555 0.17806 0.19497 36.932 36.932 1.33E-01 30.09 103630

35840 NMGLYGER Oxidation (M) _NM(ox)GLYGER_ B4FUH2_MAIZE 2 478.21873 954.42292 -0.097523 -0.056176 -0.17433 38.339 38.339 1.65E-01 26.79 238970

35841 NMGLYGQR Oxidation (M) _NM(ox)GLYGQR_ B4F9G1_MAIZE 2 477.72673 953.4389 -0.064513 -0.094082 -0.17025 35.776 35.776 2.92E-02 27.39 178480

35842 NMGLYGQR Unmodified _NMGLYGQR_ B4F9G1_MAIZE 2 469.72927 937.44399 -0.11132 0.41379 0.28547 47.879 47.879 1.90E-02 47.25 2225200

35843 NMIIPDSLTTLSEYMDR 2 Oxidation (M) _NM(ox)IIPDSLTTLSEYM(ox)DR_ B6U0P5_MAIZE 2 1015.9741 2029.9336 1.1915 -0.31695 0.86441 98 98 6.75E-01 1.42 230430

35844 NMIIPDSLTTLSEYMDR Oxidation (M) _NM(ox)IIPDSLTTLSEYMDR_ B6U0P5_MAIZE 2 1007.9766 2013.9387 1.1987 -0.45143 0.73562 116.06 116.06 1.51E-07 28.85 181190

35845 NMIIVPEMIGSIVGVYNGK Unmodified _NMIIVPEMIGSIVGVYNGK_ B6SII4_MAIZE B 3 678.69693 2033.069 0.19429 111.24 111.24 9.19E-01 0.88

35846 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 2 1033.5367 2065.0588 1.2431 -0.17945 1.0596 101.34 101.34 2.86E-31 57.61 258410

35847 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 2 1033.5367 2065.0588 1.1326 -0.11043 1.0182 101.89 101.89 5.57E-58 90.2 665460

35848 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 2 1033.5367 2065.0588 1.1474 0.32346 1.4667 102.6 102.6 1.51E-46 89.06 438520

35849 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 3 689.3602 2065.0588 0.65624 0.091022 0.74288 102.6 102.6 2.05E-01 12.37 253830

35850 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 2 1033.5367 2065.0588 1.1033 -0.43077 0.66948 103.13 103.13 6.93E-61 89.36 4391300

35851 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 3 689.3602 2065.0588 0.55768 -0.083078 0.47159 103.12 103.12 4.99E-02 38.69 1446000

35852 NMIIVPEMIGSIVGVYNGK 2 Oxidation (M) _NM(ox)IIVPEM(ox)IGSIVGVYNGK_ B6SII4_MAIZE B 3 689.3602 2065.0588 0.55636 -3.6379 -3.0801 103.93 103.93 5.79E-03 57.71 1774800

35853 NMIIVPEMIGSIVGVYNGK Oxidation (M) _NM(ox)IIVPEMIGSIVGVYNGK_ B6SII4_MAIZE B 2 1025.5392 2049.0639 1.2142 -0.20355 1.005 122.67 122.67 4.44E-10 62.11 160120

35854 NMIIVPEMIGSIVGVYNGK Oxidation (M) _NM(ox)IIVPEMIGSIVGVYNGK_ B6SII4_MAIZE B 2 1025.5392 2049.0639 1.1401 -0.094932 1.0391 125.64 125.64 3.49E-83 112.52 757630

35855 NMIIVPEMIGSIVGVYNGK Oxidation (M) _NM(ox)IIVPEMIGSIVGVYNGK_ B6SII4_MAIZE B 3 684.02857 2049.0639 0.55223 -0.086147 0.4608 125.62 125.62 2.20E-02 32.99 774670

35856 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 1.0299 -0.19733 0.80516 28.314 28.314 9.46E-01 11.44 24725

35857 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 3.5053 28.865 28.865 6.20E-01 20.73

35858 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 1.1745 -0.81571 0.33456 31.263 31.263 5.26E-01 24.63 49012

35859 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 2.926 30.501 30.501 4.11E-01 24.58

35860 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 1.0667 -0.71707 0.32503 30.339 30.339 2.64E-01 27.65 291820

35861 NMILGK Oxidation (M) _NM(ox)ILGK_ B4FAE5_MAIZE 2 346.194 690.37345 1.0605 -0.65334 0.38135 31.016 31.016 2.64E-01 28.87 349290

35862 NMILGK Unmodified _NMILGK_ B4FAE5_MAIZE 2 338.19654 674.37853 1.0865 -0.050738 1.0018 41.705 41.705 1.00E+00 8.84 229930

35863 NMILGK Unmodified _NMILGK_ B4FAE5_MAIZE 2 338.19654 674.37853 1.0943 0.15706 1.2193 44.093 44.093 5.26E-01 20.55 2397400

35864 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.1939 -0.18162 1.0194 115.71 115.71 1.45E-13 75.35 3293100

35865 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 2 1487.2126 2972.4107 1.1935 -0.36565 0.83555 115.77 115.77 4.54E-15 64.49 443340
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35866 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2286 -0.50661 0.72977 119.5 119.5 3.33E-02 23.66 458020

35867 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2563 -0.332 0.93158 132.9 132.9 6.53E-01 13.29 162560

35868 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2148 -0.58836 0.63466 136.83 136.83 1.08E-02 20.19 1585800

35869 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.1686 -0.12976 1.046 116.03 116.03 1.70E-08 70.05 1030300

35870 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.1939 0.067045 1.2681 131.99 131.99 1.00E+00 11.04 97096

35871 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.1795 -0.096458 1.0907 137.6 137.6 2.14E-01 27.28 179640

35872 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.169 -0.14888 1.0278 116.52 116.52 1.08E-02 33.41 830640

35873 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 2 1487.2126 2972.4107 1.1405 -0.18892 0.95929 116.03 116.03 1.85E-04 37.69 113550

35874 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2248 -0.041897 1.1897 137.64 137.64 2.14E-01 20.09 242440

35875 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2069 0.01721 1.2315 116.61 116.61 6.53E-01 6.93 206470

35876 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.3396 -0.3883 0.95929 116.04 116.04 3.33E-02 31.62 165680

35877 NMITGTSQADCAVLIIDSTTGGFEAGISK Oxidation (M) _NM(ox)ITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 991.81084 2972.4107 1.2377 0.082716 1.328 117.22 117.22 1.80E-01 23.05 672370

35878 NMITGTSQADCAVLIIDSTTGGFEAGISK Unmodified _NMITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 986.4792 2956.4158 1.2024 -0.27546 0.93283 120.46 120.46 2.06E-03 22.58 1604300

35879 NMITGTSQADCAVLIIDSTTGGFEAGISK Unmodified _NMITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 2 1479.2152 2956.4158 1.1677 -0.34108 0.83275 120.2 120.2 1.37E-15 75.16 305210

35880 NMITGTSQADCAVLIIDSTTGGFEAGISK Unmodified _NMITGTSQADCAVLIIDSTTGGFEAGISK_ B6TWN7_MAIZE 3 986.4792 2956.4158 1.261 -0.059321 1.2073 133.02 133.02 1.00E+00 1.16 118980

35881 NMLANEGVR Unmodified _NMLANEGVR_ B4FBF6_MAIZE 2 502.25311 1002.4917 -0.054615 0.10883 0.026667 45.862 45.862 9.73E-03 37.77 1988300

35882 NMLANEGVR Oxidation (M) _NM(ox)LANEGVR_ B4FBF6_MAIZE 2 510.25057 1018.4866 -0.060177 0.24146 0.15866 34.059 34.059 7.18E-01 15.54 7939.7

35883 NMLFVISKPDVFK Unmodified _NMLFVISKPDVFK_ B4FL79_MAIZE 2 769.42599 1536.8374 0.90427 -0.58513 0.31632 92.107 92.107 2.50E-15 60.94 412280

35884 NMLFVISKPDVFK Unmodified _NMLFVISKPDVFK_ B4FL79_MAIZE 2 769.42599 1536.8374 0.85218 0.061939 0.91151 93.428 93.428 4.93E-21 56.4 927000

35885 NMLFVISKPDVFK Oxidation (M) _NM(ox)LFVISKPDVFK_ B4FL79_MAIZE 3 518.61806 1552.8323 -0.085878 0.287 0.19852 83.843 83.843 4.29E-02 30.45 2720700

35886 NMLFVISKPDVFK Oxidation (M) _NM(ox)LFVISKPDVFK_ B4FL79_MAIZE 3 518.61806 1552.8323 -0.15866 -0.27289 -0.43283 84.042 84.042 4.23E-03 36.94 15796000

35887 NMLFVISKPDVFK Oxidation (M) _NM(ox)LFVISKPDVFK_ B4FL79_MAIZE 2 777.42344 1552.8323 0.82358 -0.28384 0.53967 84.052 84.052 4.35E-18 61.58 2396500

35888 NMLFVISKPDVFK Oxidation (M) _NM(ox)LFVISKPDVFK_ B4FL79_MAIZE 3 518.61806 1552.8323 -0.13042 0.95347 0.82043 85.9 85.9 5.88E-01 28.73 766390

35889 NMLFVISKPDVFK Oxidation (M) _NM(ox)LFVISKPDVFK_ B4FL79_MAIZE 2 777.42344 1552.8323 0.87674 -0.19669 0.67911 85.863 85.863 1.91E-07 54 148460

35890 NMLQAGMIVGGWDK 2 Oxidation (M) _NM(ox)LQAGM(ox)IVGGWDK_ B4FNK1_MAIZE 2 776.36834 1550.7221 0.85518 -0.17413 0.68203 73.94 73.94 3.75E-37 69.01 1088100

35891 NMLQAGMIVGGWDK 2 Oxidation (M) _NM(ox)LQAGM(ox)IVGGWDK_ B4FNK1_MAIZE 2 776.36834 1550.7221 0.84041 -0.048328 0.79358 75.422 75.422 3.06E-31 72.88 873960

35892 NMLQAGMIVGGWDK Oxidation (M) _NM(ox)LQAGMIVGGWDK_ B4FNK1_MAIZE 2 768.37089 1534.7272 0.84179 -0.099093 0.74193 82.653 82.653 2.00E-19 72.4 557420

35893 NMLQAGMIVGGWDK Oxidation (M) _NM(ox)LQAGMIVGGWDK_ B4FNK1_MAIZE 2 768.37089 1534.7272 0.80861 -1.1135 -0.30453 84.117 84.117 3.40E-25 83.72 633350

35894 NMLQAGMIVGGWDK Oxidation (M) _NMLQAGM(ox)IVGGWDK_ B4FNK1_MAIZE 2 768.37089 1534.7272 0.84597 -0.45539 0.39021 87.05 87.05 7.64E-09 87.65 205230

35895 NMLQAGMIVGGWDK Unmodified _NMLQAGMIVGGWDK_ B4FNK1_MAIZE 2 760.37343 1518.7323 0.87881 -0.044685 0.83072 96.43 96.43 2.96E-06 44.22 118460

35896 NMLVVPPGSGIVHQVNLEYLAR Unmodified _NMLVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 802.77025 2405.2889 1.0268 -0.5457 0.47719 99.859 99.859 6.92E-04 13.86 623850

35897 NMLVVPPGSGIVHQVNLEYLAR Unmodified _NMLVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 802.77025 2405.2889 0.952 -0.19256 0.75567 100.71 100.71 2.13E-01 7.63 155910

35898 NMLVVPPGSGIVHQVNLEYLAR Unmodified _NMLVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 802.77025 2405.2889 0.97653 -0.54236 0.43075 100.72 100.72 7.44E-02 21.83 280760

35899 NMLVVPPGSGIVHQVNLEYLAR Unmodified _NMLVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 802.77025 2405.2889 0.98378 -0.37153 0.60839 101.02 101.02 1.59E-04 13.35 771900



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

35900 NMLVVPPGSGIVHQVNLEYLAR Oxidation (M) _NM(ox)LVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 808.10189 2421.2839 0.95969 -0.12191 0.83476 94.829 94.829 6.92E-04 33 1395500

35901 NMLVVPPGSGIVHQVNLEYLAR Oxidation (M) _NM(ox)LVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 808.10189 2421.2839 0.96019 -0.14776 0.80959 94.915 94.915 9.51E-08 36.22 1943000

35902 NMLVVPPGSGIVHQVNLEYLAR Oxidation (M) _NM(ox)LVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 2 1211.6492 2421.2839 1.1947 0.18132 1.3728 94.822 94.822 5.68E-10 81.46 285470

35903 NMLVVPPGSGIVHQVNLEYLAR Oxidation (M) _NM(ox)LVVPPGSGIVHQVNLEYLAR_ B6SZD6_MAIZE 3 808.10189 2421.2839 1.1208 -0.24479 0.87299 94.778 94.778 2.93E-05 33.51 205080

35904 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.24039 -0.33637 -0.1035 23.221 23.221 3.39E-01 20.31 4212.1

35905 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.028071 0.54288 0.56279 21.263 21.263 1.00E+00 2.45 5417

35906 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.14956 0.079515 0.22207 23.562 23.562 7.18E-01 14.04 21367

35907 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.20677 -0.28761 -0.087524 23.448 23.448 2.77E-01 18.47 31920

35908 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.19102 0.042843 0.22678 23.219 23.219 3.39E-01 17.28 31827

35909 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.10291 -1.5422 -1.4434 24.154 24.154 9.15E-03 35.58 379120

35910 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.14367 -0.1358 -1.97E-05 33.5 33.5 3.39E-01 16.89 150530

35911 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.083247 0.11382 0.18947 23.821 23.821 1.00E+00 9.69 18364

35912 NMMCAADPR 2 Oxidation (M) _NM(ox)M(ox)CAADPR_ TBB5_MAIZE B4 2 549.21227 1096.41 0.2015 0.12922 0.32353 22.602 22.602 1.00E+00 8.35 14410

35913 NMMCAADPR Oxidation (M) _NMM(ox)CAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.10921 -0.38349 -0.28469 31.971 31.971 1.00E+00 6.05 93546

35914 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.093847 -0.5649 -0.48083 33.479 33.479 3.32E-02 18.92 149950

35915 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 -0.025389 -0.15158 -0.18758 31.593 31.593 3.39E-01 9.46 37589

35916 NMMCAADPR Oxidation (M) _NMM(ox)CAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.094504 -0.29487 -0.21042 33.436 33.436 1.12E-01 17.58 130390

35917 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.087511 -0.31708 -0.24107 35.084 35.084 3.32E-02 22.35 165160

35918 NMMCAADPR Oxidation (M) _NMM(ox)CAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.13208 -0.31839 -0.1976 32.614 32.614 3.32E-02 22.03 106960

35919 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.11992 0.053691 0.16183 34.246 34.246 1.01E-02 27.79 134520

35920 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.093081 -0.1176 -0.035815 35.056 35.056 3.32E-02 36.92 137700

35921 NMMCAADPR Oxidation (M) _NMM(ox)CAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.042347 -1.2228 -1.1887 33.505 33.505 1.12E-01 16.38 1215500

35922 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.026416 -1.208 -1.1896 35.117 35.117 9.73E-03 45.12 1451900

35923 NMMCAADPR Oxidation (M) _NM(ox)MCAADPR_ TBB5_MAIZE B4 2 541.21481 1080.4151 0.00017286 -1.0196 -1.0294 35.928 35.928 7.18E-01 14.33 89271

35924 NMMCAADPR Unmodified _NMMCAADPR_ TBB5_MAIZE B4 2 533.21735 1064.4202 0.0024969 -1.1047 -1.1161 43.911 43.911 9.73E-03 31.91 3530200

35925 NMMCAADPR Unmodified _NMMCAADPR_ TBB5_MAIZE B4 2 533.21735 1064.4202 -0.075049 -0.083387 -0.17401 43.294 43.294 7.18E-01 9.07 179570

35926 NMMCAADPR Unmodified _NMMCAADPR_ TBB5_MAIZE B4 2 533.21735 1064.4202 0.045113 -0.38768 -0.35598 45.316 45.316 3.21E-03 38.86 542130

35927 NMMCAADPR Unmodified _NMMCAADPR_ TBB5_MAIZE B4 2 533.21735 1064.4202 -0.0029328 -0.006665 -0.023664 46.222 46.222 7.18E-01 14.49 625440

35928 NMMCAADPR Unmodified _NMMCAADPR_ TBB5_MAIZE B4 2 533.21735 1064.4202 -0.062323 -1.2171 -1.2929 45.998 45.998 3.13E-03 52.11 10029000

35955 NMSPGAVDLLER Oxidation (M) _NM(ox)SPGAVDLLER_ B6T484_MAIZE 2 659.327 1316.6395 0.46086 -0.092637 0.35656 67.941 67.941 1.11E-04 53.68 1672500

35956 NMSPGAVDLLER Unmodified _NMSPGAVDLLER_ B6T484_MAIZE 2 651.32954 1300.6445 0.42737 0.008944 0.42002 75.717 75.717 7.72E-03 27.21 1497400

35957 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.13164 -0.017635 0.11482 30.516 30.516 1.84E-01 14.61 718970

35958 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 2 662.32734 1322.6401 0.61621 -0.032757 0.58407 30.525 30.525 1.60E-02 36.85 58197

35959 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 -0.029623 0.093322 0.064526 31.813 31.813 1.00E+00 5.13 24039
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35960 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 -0.067107 -0.13963 -0.20589 29.299 29.299 1.84E-01 17.32 734990

35961 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 2 662.32734 1322.6401 0.5049 0.052412 0.55865 29.285 29.285 1.85E-01 10.96 73228

35962 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 4 331.66731 1322.6401 1.2236 0.090215 1.3147 29.305 29.305 1.00E+00 12.41 123530

35963 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.073347 -0.31381 -0.23973 31.789 31.789 1.84E-01 17.7 467570

35964 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 4 331.66731 1322.6401 1.4637 -0.065061 1.3978 31.778 31.778 1.00E+00 10.64 62967

35965 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 2 662.32734 1322.6401 0.55405 0.046836 0.60102 31.773 31.773 1.60E-02 20.57 48477

35966 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.07782 -0.058126 0.020776 30.906 30.906 4.08E-01 21.43 576810

35967 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 2 662.32734 1322.6401 0.60338 -0.1239 0.48023 30.858 30.858 1.60E-02 30.49 53051

35968 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.12258 0.27739 0.39933 31.379 31.379 1.00E+00 9.25 53574

35969 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.12762 0.011559 0.14003 31.365 31.365 1.84E-01 27.11 51272

35970 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 0.13097 0.27272 0.40438 29.627 29.627 1.00E+00 10.76 206820

35971 NMSVIAHVDHGK Oxidation (M) _NM(ox)SVIAHVDHGK_ B6U0S1_MAIZE 3 441.88732 1322.6401 -0.11301 0.27413 0.16247 33.295 33.295 4.08E-01 20.88 160520

35972 NMSVIAHVDHGK Unmodified _NMSVIAHVDHGK_ B6U0S1_MAIZE 2 654.32988 1306.6452 0.54176 0.27869 0.81899 39.24 39.24 7.61E-14 63.05 401190

35973 NMSVIAHVDHGK Unmodified _NMSVIAHVDHGK_ B6U0S1_MAIZE 3 436.55568 1306.6452 0.084172 -0.21265 -0.12915 39.251 39.251 8.36E-03 25.62 4283000

35974 NMSVIAHVDHGK Unmodified _NMSVIAHVDHGK_ B6U0S1_MAIZE 3 436.55568 1306.6452 0.054431 -0.045565 0.0061842 40.944 40.944 4.08E-01 7.72 1704900

35975 NMSVIAHVDHGK Unmodified _NMSVIAHVDHGK_ B6U0S1_MAIZE 3 436.55568 1306.6452 -0.095535 0.008884 -0.087776 43.705 43.705 1.00E+00 0.22 123460

35976 NMTGLVEMYGK Oxidation (M) _NM(ox)TGLVEMYGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.37801 0.15071 0.51895 60.028 60.028 1.00E+00 2.36 663830

35977 NMTGLVEMYGK Oxidation (M) _NM(ox)TGLVEMYGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.37387 -0.43398 -0.068748 60.52 60.52 1.67E-02 41.64 419600

35978 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.32708 0.062214 0.38043 67.421 67.421 3.57E-04 40.85 374250

35979 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.45147 0.11152 0.55376 68.369 68.369 4.48E-03 43.67 403060

35980 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.4271 0.25911 0.67694 68.404 68.404 4.43E-05 39.98 339770

35981 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.52867 0.93183 1.449 69.378 69.378 1.00E+00 5.95 313000

35982 NMTGLVEMYGK Oxidation (M) _NM(ox)TGLVEMYGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.36412 -0.41002 -0.054431 61.428 61.428 3.57E-04 50.98 580540

35983 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.44837 0.52671 0.96553 67.841 67.841 3.57E-04 39.85 441780

35984 NMTGLVEMYGK Oxidation (M) _NMTGLVEM(ox)YGK_ SUS1_MAIZE B6 2 629.79395 1257.5733 0.51989 0.22931 0.73931 68.845 68.845 5.66E-08 56.87 568010

35985 NMTGLVEMYGK Unmodified _NMTGLVEMYGK_ SUS1_MAIZE B6 2 621.79649 1241.5784 0.3373 0.064433 0.38841 74.494 74.494 1.67E-02 29.52 3041100

35986 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.36496 -0.55094 -0.19049 52.008 52.008 1.00E+00 10.23 11631

35987 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.35929 0.19412 0.54784 50.509 50.509 5.04E-05 51.09 727000

35988 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.3855 0.62755 1.0065 51.22 51.22 2.19E-04 41.78 551280

35989 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.40211 0.51478 0.91019 52.727 52.727 4.96E-02 31.05 934780

35990 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.4401 0.3232 0.75729 53.412 53.412 4.96E-02 26.69 628870

35991 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.41813 0.41696 0.82896 52.033 52.033 2.18E-02 26.2 1249200

35992 NMTGLVEMYGK 2 Oxidation (M) _NM(ox)TGLVEM(ox)YGK_ SUS1_MAIZE B6 2 637.79141 1273.5683 0.41488 0.37456 0.78331 52.723 52.723 5.04E-05 34.45 956410

35993 NMVESLAVPAFR Oxidation (M) _NM(ox)VESLAVPAFR_ B4FUZ2_MAIZE 2 675.34774 1348.6809 0.58007 -0.048654 0.521 78.198 78.198 1.60E-02 37.63 1942800
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35994 NMVESLAVPAFR Oxidation (M) _NM(ox)VESLAVPAFR_ B4FUZ2_MAIZE 2 675.34774 1348.6809 0.56825 0.18466 0.74263 77.824 77.824 1.60E-02 16.64 429890

35995 NMVESLAVPAFR Unmodified _NMVESLAVPAFR_ B4FUZ2_MAIZE 2 667.35028 1332.686 0.55505 -0.062959 0.47807 89.86 89.86 1.11E-04 39.37 1353900

35996 NMVESLAVPTFR Oxidation (M) _NM(ox)VESLAVPTFR_ B6TEB5_MAIZE 2 690.35302 1378.6915 0.64728 -0.31929 0.32585 78.614 78.614 2.00E-01 18.48 639150

35997 NMYEDGDEDMKR 2 Oxidation (M) _NM(ox)YEDGDEDM(ox)KR_ B4FGY0_MAIZE 3 512.19767 1533.5712 0.029768 -0.19838 -0.18338 26.402 26.402 9.07E-01 12.81 126860

35998 NMYEDGDEDMKR 2 Oxidation (M) _NM(ox)YEDGDEDM(ox)KR_ B4FGY0_MAIZE 2 767.79286 1533.5712 0.99361 0.059189 1.039 26.366 26.366 3.46E-02 14.02 26492

35999 NMYEDGDEDMKR Oxidation (M) _NMYEDGDEDM(ox)KR_ B4FGY0_MAIZE 3 506.86603 1517.5763 -0.043865 -0.47529 -0.53482 33.055 33.055 2.46E-02 31.55 213720

36000 NMYEDGDEDMKR Oxidation (M) _NM(ox)YEDGDEDMKR_ B4FGY0_MAIZE 3 506.86603 1517.5763 -0.039965 -0.28551 -0.34287 35.335 35.335 9.42E-03 36.68 419470

36001 NMYEDGDEDMKR Unmodified _NMYEDGDEDMKR_ B4FGY0_MAIZE 3 501.53439 1501.5813 -0.09136 -0.068817 -0.18081 42.804 42.804 2.11E-01 16.71 760990

36002 NMYEEGDEDMKR 2 Oxidation (M) _NM(ox)YEEGDEDM(ox)KR_ B4G1K3_MAIZE 3 516.86955 1547.5868 0.055356 -0.18961 -0.15444 26.856 26.856 7.68E-01 15.01 69122

36003 NMYEEGDEDMKR 2 Oxidation (M) _NM(ox)YEEGDEDM(ox)KR_ B4G1K3_MAIZE 2 774.80069 1547.5868 1.0435 0.19034 1.2133 26.853 26.853 1.32E-02 11.29 20675

36004 NMYEEGDEDMKR Unmodified _NMYEEGDEDMKR_ B4G1K3_MAIZE 3 506.20627 1515.597 -0.071438 0.43776 0.33828 43.624 43.624 2.46E-02 27.89 311860

36005 NNADTTIYSIEK Unmodified _NNADTTIYSIEK_ B6U4A3_MAIZE 2 684.83571 1367.6569 0.60812 0.13899 0.72512 60.604 60.604 2.62E-07 45.52 732210

36006 NNADTTIYSIEK Unmodified _NNADTTIYSIEK_ B6U4A3_MAIZE 2 684.83571 1367.6569 0.58508 0.16143 0.7243 59.958 59.958 2.62E-07 61.57 1604200

36007 NNADTTIYSIEK Unmodified _NNADTTIYSIEK_ B6U4A3_MAIZE 2 684.83571 1367.6569 0.507 0.096826 0.5819 60.438 60.438 2.05E-12 79.9 5073100

36008 NNAIVCNIGHFDNEIDMLGLETYPGVK Unmodified _NNAIVCNIGHFDNEIDMLGLETYPGVK_ B6T440_MAIZE 3 1011.8197 3032.4372 1.1894 -0.2641 0.92308 114.9 114.9 4.81E-02 30.78 4544500

36009 NNAIVCNIGHFDNEIDMLGLETYPGVK Unmodified _NNAIVCNIGHFDNEIDMLGLETYPGVK_ B6T440_MAIZE 3 1011.8197 3032.4372 1.182 -0.027455 1.1519 115.66 115.66 1.13E-01 51.09 361720

36010 NNAIVCNIGHFDNEIDMLGLETYPGVK Unmodified _NNAIVCNIGHFDNEIDMLGLETYPGVK_ B6T440_MAIZE 3 1011.8197 3032.4372 1.1862 -0.001214 1.1819 116.17 116.17 2.74E-01 21.62 226320

36011 NNAIVCNIGHFDNEIDMLGLETYPGVK Oxidation (M) _NNAIVCNIGHFDNEIDM(ox)LGLETYPGVK_ B6T440_MAIZE 3 1017.1513 3048.4321 1.1709 -0.4167 0.75314 111.98 111.98 1.00E+00 2.34 2520000

36012 NNAIVCNIGHFDNEIDMLGLETYPGVK Oxidation (M) _NNAIVCNIGHFDNEIDM(ox)LGLETYPGVK_ B6T440_MAIZE 3 1017.1513 3048.4321 1.1488 -0.36639 0.7806 112.38 112.38 2.74E-01 14.94 2008500

36013 NNAIVCNIGHFDNEIDMLGLETYPGVK Oxidation (M) _NNAIVCNIGHFDNEIDM(ox)LGLETYPGVK_ B6T440_MAIZE 3 1017.1513 3048.4321 1.2185 0.62656 1.8424 114.88 114.88 1.32E-02 15.44 355020

36014 NNDPFSDLSAIK Unmodified _NNDPFSDLSAIK_ B4FAZ6_MAIZE 2 660.82515 1319.6357 0.42334 0.59584 1.0041 85.223 85.223 7.72E-03 24.76 2820900

36015 NNDPFSDLSAIK Unmodified _NNDPFSDLSAIK_ B4FAZ6_MAIZE 2 660.82515 1319.6357 0.50865 -0.034615 0.4607 84.907 84.907 4.56E-01 2.68 326870

36016 NNEELMMSQAIK Unmodified _NNEELMMSQAIK_ P93644_MAIZE 2 704.33397 1406.6534 0.69288 -0.30537 0.35217 66.356 66.356 7.61E-14 77.29 1073400

36017 NNEGIHINLK Unmodified _NNEGIHINLK_ B4FBF2_MAIZE 2 576.31201 1150.6095 0.13949 0.014309 0.12234 52.151 52.151 1.62E-03 53.73 2407700

36018 NNEGIHINLK Unmodified _NNEGIHINLK_ B4FBF2_MAIZE 3 384.54377 1150.6095 0.55348 0.26896 0.79138 52.11 52.11 1.25E-01 16.12 2078500

36019 NNEIQFAGQLQPK Unmodified _NNEIQFAGQLQPK_ B4FUA0_MAIZE 2 743.88607 1485.7576 0.80546 -0.46183 0.32838 68.73 68.73 1.56E-17 69.73 313980

36020 NNGAQGIGLCR Unmodified _NNGAQGIGLCR_ PPDK1_MAIZE 2 580.28547 1158.5564 0.35387 0.8244 1.1724 46.058 46.058 1.67E-02 35.87 210190

36021 NNGGEWTAK Unmodified _NNGGEWTAK_ B4G1B3_MAIZE 2 488.72778 975.44101 -0.41417 32.917 32.917 4.98E-02 48.66

36022 NNGPAVPAAAAAK Unmodified _NNGPAVPAAAAAK_ B6TUB8_MAIZE 2 576.31201 1150.6095 0.20104 -0.10041 0.069823 40.81 40.81 5.66E-01 28.7 288920

36023 NNHASEFFLK Unmodified _NNHASEFFLK_ Q9LKL4_MAIZE 2 603.79874 1205.5829 0.30266 -0.15195 0.1339 55.541 55.541 1.62E-03 35.96 886060

36024 NNHASEFFLK Unmodified _NNHASEFFLK_ Q9LKL4_MAIZE 3 402.86825 1205.5829 0.23298 0.27852 0.49361 56.734 56.734 5.86E-01 16.41 573270

36025 NNHASEFFLK Unmodified _NNHASEFFLK_ Q9LKL4_MAIZE 2 603.79874 1205.5829 0.2225 0.1964 0.40073 56.705 56.705 2.81E-03 38.84 507120

36026 NNHASEFFLK Unmodified _NNHASEFFLK_ Q9LKL4_MAIZE 2 603.79874 1205.5829 0.33119 0.60915 0.9217 58.227 58.227 2.81E-03 29.85 403260

36027 NNHASEFFLK Unmodified _NNHASEFFLK_ Q9LKL4_MAIZE 3 402.86825 1205.5829 0.34443 0.13104 0.45633 57.6 57.6 2.99E-03 27.1 624440
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36028 NNIQAYPSVSFR Unmodified _NNIQAYPSVSFR_ B6T391_MAIZE 2 698.35441 1394.6943 0.58626 -0.20581 0.3674 69.204 69.204 7.72E-03 34.34 3318300

36029 NNLELVLLTTPTTPNER Unmodified _NNLELVLLTTPTTPNER_ B2Y0K4_MAIZE 2 963.02055 1924.0266 1.1428 0.12883 1.2604 95.768 95.768 1.24E-09 42.65 684460

36030 NNLEYGVIEPSMSK Unmodified _NNLEYGVIEPSMSK_ B6TKY3_MAIZE 2 790.88488 1579.7552 0.95803 -0.096746 0.83914 71.118 71.118 7.64E-09 50.89 861030

36031 NNLQSPNEYIR Unmodified _NNLQSPNEYIR_ B6UCF6_MAIZE 2 674.33622 1346.6579 0.56994 -0.007821 0.53212 56.831 56.831 4.48E-03 39.55 1619700

36032 NNLQSPNEYIR Unmodified _NNLQSPNEYIR_ B6UCF6_MAIZE 2 674.33622 1346.6579 0.54817 -0.032446 0.4858 57.207 57.207 4.48E-03 39.63 663830

36033 NNLQSPNEYIR Unmodified _NNLQSPNEYIR_ B6UCF6_MAIZE 2 674.33622 1346.6579 0.57181 0.070612 0.61217 58.915 58.915 4.96E-02 36.43 780290

36034 NNLQSPNEYIR Unmodified _NNLQSPNEYIR_ B6UCF6_MAIZE 2 674.33622 1346.6579 0.57693 0.036097 0.5824 58.234 58.234 4.43E-05 34.49 723980

36035 NNPQFQAVR Unmodified _NNPQFQAVR_ B6T790_MAIZE 2 537.27797 1072.5414 0.0061808 -0.25716 -0.26051 43.943 43.943 3.32E-02 30.54 748640

36036 NNPSVDQLMK Unmodified _NNPSVDQLMK_ B4F845_MAIZE 2 573.28461 1144.5547 0.10179 0.10135 0.18785 60.039 60.039 1.25E-02 28.82 991420

36037 NNPVLIGEPGVGK Unmodified _NNPVLIGEPGVGK_ Q9S822_MAIZE 2 647.3617 1292.7089 0.48521 0.095163 0.57684 62.673 62.673 4.68E-05 34.07 426840

36038 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 0.34961 0.2061 0.53773 45.36 45.36 1.00E+00 7.57 869710

36039 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 0.30037 -0.20587 0.077207 60.974 60.974 1.00E+00 1.07 850170

36040 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 0.088529 0.1339 0.20722 46.598 46.598 1.86E-01 32.98 98462

36041 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 0.20678 0.30676 0.49741 48.193 48.193 1.86E-01 32.25 1329600

36042 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 0.24398 -0.17884 0.048185 45.847 45.847 7.83E-01 26.49 1763300

36043 NNSFLVK Unmodified _NNSFLVK_ B4FYR2_MAIZE 2 411.22943 820.4443 -0.012839 -0.35201 -0.38033 49.181 49.181 4.46E-01 36.27 4990300

36044 NNSLKEKLEGK Unmodified _NNSLKEKLEGK_ B6UFW3_MAIZE 2 630.35133 1258.6881 0.34679 -0.06882 0.23728 69.208 69.208 3.83E-01 4.75 395620

36045 NNSLKEKLEGK Unmodified _NNSLKEKLEGK_ B6UFW3_MAIZE 2 630.35133 1258.6881 0.38957 -0.040595 0.30843 70.122 70.122 3.83E-01 5.53 490000

36046 NNSLKEKLEGK Unmodified _NNSLKEKLEGK_ B6UFW3_MAIZE 2 630.35133 1258.6881 0.3629 -0.10686 0.2153 69.619 69.619 4.96E-02 10.22 1636000

36047 NNSPEIVPNR Unmodified _NNSPEIVPNR_ B6UF43_MAIZE 2 570.29382 1138.5731 0.20601 0.44845 0.62935 42.505 42.505 1.25E-02 31.1 660190

36048 NNTQVLINCR Unmodified _NNTQVLINCR_ B4FFH9_MAIZE 2 616.31423 1230.6139 0.35567 -0.015735 0.33261 46.964 46.964 1.25E-02 38.23 887190

36049 NNTQVLINCR Unmodified _NNTQVLINCR_ B4FFH9_MAIZE 2 616.31423 1230.6139 0.21777 -0.044076 0.16831 47.765 47.765 1.25E-02 59.37 95894

36050 NNVALDIVDFGESDDEKPEK Unmodified _NNVALDIVDFGESDDEKPEK_ B4FRU4_MAIZE 3 745.35349 2233.0386 0.84638 -0.12205 0.71677 89.268 89.268 1.84E-02 11.24 531500

36051 NPAEQAHGANAGLEIAIR Unmodified _NPAEQAHGANAGLEIAIR_ B4G031_MAIZE 3 611.3185 1830.9337 0.25529 0.033275 0.26095 62.62 62.62 2.47E-02 31.9 2133500

36052 NPAFLDWEVK Unmodified _NPAFLDWEVK_ B4FSZ7_MAIZE 2 609.81131 1217.6081 0.28012 0.4067 0.67713 90.792 90.792 1.84E-04 45.74 3404900

36053 NPAFLDWEVK Unmodified _NPAFLDWEVK_ B4FSZ7_MAIZE 2 609.81131 1217.6081 0.28083 0.60962 0.87947 91.378 91.378 4.40E-05 57.27 1356400

36054 NPAFLDWEVK Unmodified _NPAFLDWEVK_ B4FSZ7_MAIZE 2 609.81131 1217.6081 0.22423 1.5374 1.7503 91.02 91.02 4.40E-05 52.15 905930

36055 NPAFLDWEVK Unmodified _NPAFLDWEVK_ B4FSZ7_MAIZE 2 609.81131 1217.6081 0.24295 0.12882 0.36198 91.448 91.448 4.40E-05 56.95 9380700

36056 NPAFLDWEVK Unmodified _NPAFLDWEVK_ B4FSZ7_MAIZE 2 609.81131 1217.6081 0.27834 0.44298 0.71134 91.122 91.122 4.40E-02 23.22 521610

36057 NPANFNVDNVR Unmodified _NPANFNVDNVR_ B6TJR6_MAIZE 2 630.31 1258.6054 0.3728 1.1597 1.5221 56.313 56.313 4.43E-05 51.46 2845600

36058 NPANFNVDNVR Unmodified _NPANFNVDNVR_ B6TJR6_MAIZE 2 630.31 1258.6054 0.30289 -0.98969 -0.69329 56.667 56.667 4.48E-03 40.29 916530

36059 NPANFNVDNVR Unmodified _NPANFNVDNVR_ B6TJR6_MAIZE 2 630.31 1258.6054 0.35521 -0.69482 -0.34668 56.845 56.845 4.48E-03 43.86 553470

36060 NPCWNEVFK Unmodified _NPCWNEVFK_ B6T411_MAIZE 2 597.27404 1192.5335 0.20468 0.28456 0.48825 76.588 76.588 1.12E-01 26.99 204250

36061 NPDITGLATLVVK Unmodified _NPDITGLATLVVK_ B6SNU7_MAIZE 2 670.89283 1339.7711 0.50492 0.034666 0.54058 98.972 98.972 6.20E-03 36.08 59695
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36062 NPDNHPYLMK Oxidation (M) _NPDNHPYLM(ox)K_ Q5EUE1_MAIZE 3 415.52913 1243.5656 0.33377 0.4955 0.81097 34.604 34.604 1.00E+00 1.15 78886

36063 NPDNHPYLMK Oxidation (M) _NPDNHPYLM(ox)K_ Q5EUE1_MAIZE 3 415.52913 1243.5656 0.25344 0.61671 0.85023 33.658 33.658 1.00E+00 1.57 71333

36064 NPDNHPYLMK Oxidation (M) _NPDNHPYLM(ox)K_ Q5EUE1_MAIZE 3 415.52913 1243.5656 0.20435 0.012775 0.20035 34.449 34.449 5.86E-01 12.09 822720

36065 NPDNHPYLMK Oxidation (M) _NPDNHPYLM(ox)K_ Q5EUE1_MAIZE 2 622.79006 1243.5656 0.34618 0.003125 0.33191 34.392 34.392 4.20E-02 18.18 144540

36066 NPDNHPYLMK Unmodified _NPDNHPYLMK_ Q5EUE1_MAIZE 3 410.19749 1227.5706 0.17427 0.8202 0.97126 43.321 43.321 1.25E-01 17.8 2613300

36067 NPEEIPWGEAGAEYVVESTGVFTDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDK_ B6SJZ8_MAIZE 3 908.7607 2723.2603 1.1797 0.21626 1.3947 121.82 121.82 9.57E-01 1.64 549370

36068 NPEEIPWGEAGAEYVVESTGVFTDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDK_ B6SJZ8_MAIZE 2 1362.6374 2723.2603 1.1779 0.26509 1.4414 121.83 121.83 6.90E-13 65.9 497230

36069 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.208 0.10483 1.3099 115.81 115.81 2.30E-17 59.06 1502600

36070 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.1662 0.15256 1.3162 116.44 116.44 8.01E-14 50.91 897630

36071 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.1682 0.173 1.3386 116.73 116.73 5.14E-29 75.92 1126200

36072 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.176 0.10165 1.2752 117.47 117.47 2.30E-17 46.92 793650

36073 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.2868 0.11687 1.4007 117.54 117.54 2.30E-17 64.75 483860

36074 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.2392 0.23611 1.4726 117.88 117.88 6.21E-12 42 404420

36075 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.1779 0.095457 1.2706 116.67 116.67 5.14E-29 54.85 10323000

36076 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.2209 0.22693 1.4451 123.16 123.16 1.46E-02 11.45 1405100

36077 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.2089 0.27799 1.4841 124.03 124.03 4.78E-05 32.8 219560

36078 NPEEIPWGEAGAEYVVESTGVFTDKDK Unmodified _NPEEIPWGEAGAEYVVESTGVFTDKDK_ B6SJZ8_MAIZE 3 989.80133 2966.3822 1.1521 -0.12653 1.0234 126.64 126.64 1.54E-08 22.73 186860

36079 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.2512 0.65971 1.9134 121.28 121.28 1.54E-08 44.01 929210

36080 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 2 1484.1984 2966.3822 1.8891 -1.3334 0.55959 121.61 121.61 2.03E-25 75.81 167870

36081 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.1699 0.51124 1.6839 121.84 121.84 1.22E-10 40.02 636350

36082 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.177 0.05838 1.2381 122.14 122.14 1.22E-10 35.39 472920

36083 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.206 -0.009935 1.1991 122.47 122.47 1.54E-08 34.38 478060

36084 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.2209 0.22154 1.4451 123.16 123.16 3.43E-12 45.7 1405100

36085 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.2245 0.12445 1.3512 137.04 137.04 6.21E-12 43.99 532300

36086 NPEEIPWGSVGAEYVVESTGVFTDQEK Unmodified _NPEEIPWGSVGAEYVVESTGVFTDQEK_ G3PE_MAIZE 3 989.80133 2966.3822 1.2089 0.27259 1.4841 124.03 124.03 2.43E-03 18.87 219560

36087 NPFAMVPVLEDGDLTLFESR Oxidation (M) _NPFAM(ox)VPVLEDGDLTLFESR_ Q9FQC4_MAIZE 2 1133.5566 2265.0987 1.2166 1.7106 2.9275 122.51 122.51 3.94E-09 85.84 211800

36088 NPFAPTLHFNYR Unmodified _NPFAPTLHFNYR_ B4F938_MAIZE 3 492.9176 1475.731 -0.12314 0.44109 0.30921 77.482 77.482 1.12E-02 28.9 4073000

36089 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1573 0.063042 1.2205 115.14 115.14 2.77E-53 101.79 8347100

36090 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.85194 0.1222 0.97454 115.15 115.15 8.21E-12 51.51 3622400

36091 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.223 0.050069 1.2728 115.6 115.6 1.32E-42 82.26 3006900

36092 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1368 0.12441 1.261 115.73 115.73 3.12E-37 72.36 3222000

36093 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.84393 0.301 1.1446 115.72 115.72 4.23E-09 65.01 1427500

36094 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1248 0.18844 1.3132 115.78 115.78 3.12E-37 86 2605000

36095 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.86712 0.36503 1.2315 115.75 115.75 1.69E-03 38.34 648840
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36096 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.2068 -0.028406 1.1789 115.41 115.41 3.12E-37 92.97 3174700

36097 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1895 0.18102 1.3708 116.16 116.16 1.32E-42 93.27 2163200

36098 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.87164 0.18146 1.0529 116.2 116.2 4.23E-09 57.8 793090

36099 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.2148 -0.011525 1.2037 115.54 115.54 4.56E-22 68.39 1462900

36100 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.85513 -0.038014 0.81694 115.51 115.51 1.69E-03 38.73 687040

36101 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1523 0.20866 1.3611 115.61 115.61 4.56E-22 57.94 375010

36102 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.0062 0.00028 1.0068 117.14 117.14 8.25E-66 83.92 12378000

36103 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 2 1133.5606 2265.1066 1.1342 0.17968 1.3142 120.04 120.04 3.12E-37 77.91 379720

36104 NPFGQVPALQDGDLYLFESR Unmodified _NPFGQVPALQDGDLYLFESR_ B6SKA0_MAIZE 3 756.04281 2265.1066 0.82008 0.036195 0.85711 120.03 120.03 4.20E-02 24.76 195860

36105 NPFIVCGATYVPIYR Unmodified _NPFIVCGATYVPIYR_ B4FD27_MAIZE 2 885.45581 1768.8971 1.1617 0.080508 1.2452 94.895 94.895 1.04E-33 79.68 557640

36106 NPFVVCGATYVPIYR Unmodified _NPFVVCGATYVPIYR_ B6TE97_MAIZE 2 878.44798 1754.8814 1.0952 -0.14249 0.96153 92.107 92.107 1.02E-23 61.02 988050

36107 NPFVVCGATYVPIYR Unmodified _NPFVVCGATYVPIYR_ B6TE97_MAIZE 2 878.44798 1754.8814 1.0724 -0.074066 1.0076 92.736 92.736 1.12E-07 74.7 137690

36108 NPGLASLLVDPEFAQEIMDR Unmodified _NPGLASLLVDPEFAQEIMDR_ B4FSV6_MAIZE 2 1108.0568 2214.0991 1.4377 0.44809 1.8746 123.65 123.65 3.79E-06 41.19 1083200

36109 NPGLASLLVDPEFAQEIMDR Unmodified _NPGLASLLVDPEFAQEIMDR_ B4FSV6_MAIZE 2 1108.0568 2214.0991 1.1977 0.092555 1.2788 125 125 3.46E-29 71.34 1767300

36110 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 3 744.37194 2230.094 0.78935 1.0179 1.7961 118 118 1.31E-21 49.78 208120

36111 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 3 744.37194 2230.094 0.84691 0.32516 1.1623 118.16 118.16 6.66E-26 53.64 402200

36112 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 2 1116.0543 2230.094 1.1989 0.96684 2.1557 118.21 118.21 4.56E-22 56.04 401470

36113 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 3 744.37194 2230.094 0.83379 0.63145 1.4557 118.31 118.31 8.21E-12 60.33 249040

36114 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 2 1116.0543 2230.094 1.1797 0.75028 1.9198 118.39 118.39 1.02E-25 57.92 370600

36115 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 2 1116.0543 2230.094 1.317 0.12691 1.4351 117.97 117.97 6.57E-12 59.46 212440

36116 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 3 744.37194 2230.094 0.90024 0.10673 0.99806 117.91 117.91 1.31E-21 73.98 200230

36117 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 2 1116.0543 2230.094 1.2002 0.10996 1.3007 118.78 118.78 9.13E-78 98.39 1500300

36118 NPGLASLLVDPEFAQEIMDR Oxidation (M) _NPGLASLLVDPEFAQEIM(ox)DR_ B4FSV6_MAIZE 3 744.37194 2230.094 0.83089 0.025655 0.84747 118.77 118.77 6.66E-26 87.75 1196800

36119 NPGLDLYPAHLR Unmodified _NPGLDLYPAHLR_ B6T7B6_MAIZE 2 683.36732 1364.7201 0.57961 0.14452 0.70707 70.861 70.861 9.64E-17 64.65 1890200

36120 NPGPLQFEGPGADSKPISLCVEDQDYMGR Unmodified _NPGPLQFEGPGADSKPISLCVEDQDYMGR_ B6SGB6_MAIZE 3 1059.8254 3176.4543 1.2313 -0.25881 0.97477 94.657 94.657 1.90E-13 35.71 388680

36121 NPGYIQAALTETR Unmodified _NPGYIQAALTETR_ B6TQQ8_MAIZE 2 717.3728 1432.731 0.70818 0.63969 1.3295 74.393 74.393 1.00E-11 69.15 33619

36122 NPGYIQAALTETR Unmodified _NPGYIQAALTETR_ B6TQQ8_MAIZE 2 717.3728 1432.731 0.65293 -0.1083 0.52721 74.761 74.761 2.50E-15 64.14 1992500

36123 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.3485 1.0635 2.394 123.46 123.46 4.07E-45 68.68 1502700

36124 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 3 634.3508 1900.0306 0.34355 -0.000497 0.32601 123.91 123.91 9.23E-01 10.96 605560

36125 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.2652 0.5516 1.8 123.9 123.9 4.22E-59 97.65 646020

36126 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.1896 0.75495 1.9271 124.18 124.18 4.07E-45 106.52 657510

36127 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 3 634.3508 1900.0306 0.33423 -0.091353 0.22655 124.2 124.2 1.00E+00 20.15 567310

36128 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.203 0.5363 1.7224 124.66 124.66 3.42E-29 88.23 271620

36129 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.3193 0.53284 1.8352 124.44 124.44 3.42E-29 74.33 247790
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36130 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.1791 0.57052 1.733 123.99 123.99 4.22E-59 106.62 2102100

36131 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 3 634.3508 1900.0306 0.35311 0.26263 0.59851 123.99 123.99 4.33E-01 10.46 2233500

36132 NPINYTQIAVLADDILK Unmodified _NPINYTQIAVLADDILK_ B6T556_MAIZE 2 951.02257 1900.0306 1.1562 0.29146 1.4308 128.67 128.67 4.22E-59 88.27 576250

36133 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.1635 0.26101 1.4132 120.22 120.22 3.33E-51 94.37 2049100

36134 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.39153 0.20004 0.5801 120.21 120.21 6.49E-01 18.36 1242100

36135 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.36444 0.2674 0.61938 120.64 120.64 9.23E-01 6.59 792350

36136 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.1615 0.31724 1.4677 120.65 120.65 4.07E-45 106.36 846220

36137 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.1845 0.39754 1.5704 120.86 120.86 4.07E-45 92.4 1122700

36138 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.42173 0.21343 0.62378 121.08 121.08 9.23E-01 9.74 889130

36139 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.0846 -0.48911 0.58457 121.06 121.06 8.28E-39 74.07 1079800

36140 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.40237 0.31853 0.70907 120.67 120.67 6.49E-01 10.52 574940

36141 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.1807 -0.72547 0.44516 120.81 120.81 1.43E-21 64.56 765870

36142 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.2304 0.4723 1.6915 120.55 120.55 4.07E-45 106.41 5939600

36143 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.34786 0.5073 0.84272 120.54 120.54 1.75E-02 39.44 5352500

36144 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.15 0.34782 1.4868 123.62 123.62 4.22E-59 105.94 813040

36145 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 3 629.67892 1886.0149 0.3521 0.11717 0.45817 123.56 123.56 4.34E-02 25.83 975360

36146 NPINYTQVAVLADDILK Unmodified _NPINYTQVAVLADDILK_ B6TXS9_MAIZE 2 944.01474 1886.0149 1.1604 1.0472 2.1954 126.86 126.86 1.51E-07 45.51 103030

36147 NPIVVSVADK Unmodified _NPIVVSVADK_ B4FID4_MAIZE 2 521.30058 1040.5866 -0.10304 0.19019 0.084886 55.821 55.821 1.62E-03 50.32 4397100

36148 NPLDLLPPSK Unmodified _NPLDLLPPSK_ B6T7G7_MAIZE 2 547.31623 1092.6179 0.042086 0.28288 0.30493 77.721 77.721 1.25E-02 22.15 4243300

36149 NPLDLLPPSK Unmodified _NPLDLLPPSK_ B6T7G7_MAIZE 2 547.31623 1092.6179 -0.018107 0.34115 0.3021 78.152 78.152 2.81E-03 34.53 1299700

36150 NPLDLLPPSK Unmodified _NPLDLLPPSK_ B6T7G7_MAIZE 2 547.31623 1092.6179 0.075512 0.32607 0.38164 78.404 78.404 4.40E-02 31.39 1074600

36151 NPLDLLPPSK Unmodified _NPLDLLPPSK_ B6T7G7_MAIZE 2 547.31623 1092.6179 0.031318 0.33937 0.3507 78.765 78.765 4.40E-02 24.12 4428400

36152 NPLDLLPPSK Unmodified _NPLDLLPPSK_ B6T7G7_MAIZE 2 547.31623 1092.6179 0.047344 0.59233 0.61852 78.174 78.174 1.00E+00 0 391420

36153 NPLPSALVSNLESVLAAR Unmodified _NPLPSALVSNLESVLAAR_ B6SLG3_MAIZE 2 926.02036 1850.0262 1.1562 0.27225 1.4063 124.49 124.49 5.25E-26 100.34 1120600

36154 NPLQEYQVAHIPGALFFDVDGISDR Unmodified _NPLQEYQVAHIPGALFFDVDGISDR_ B6SU81_MAIZE 3 934.46796 2800.382 1.1769 0.084867 1.2636 119.8 119.8 1.74E-10 56.89 1689900

36155 NPLSITPGSNVMYSK Oxidation (M) _NPLSITPGSNVM(ox)YSK_ B6T8U7_MAIZE 2 812.40598 1622.7974 0.92039 -0.17364 0.73774 64.71 64.71 1.28E-40 74.93 1992000

36156 NPLYAPGTPIK Unmodified _NPLYAPGTPIK_ B4FB23_MAIZE 2 585.82951 1169.6445 0.096107 -1.6845 -1.6017 63.026 63.026 3.57E-04 40.17 1142900

36157 NPMYTYR Unmodified _NPMYTYR_ B6TH05_MAIZE 2 472.71837 943.42219 -0.0050647 0.18449 0.15391 45.196 45.196 4.46E-01 19.88 291140

36158 NPNAIGQAIAK Unmodified _NPNAIGQAIAK_ B4FVK0_MAIZE 2 548.8091 1095.6037 -0.0066989 0.19178 0.15235 45.979 45.979 4.48E-03 35.97 252910

36159 NPNAIGQAIAK Unmodified _NPNAIGQAIAK_ B4FVK0_MAIZE 2 548.8091 1095.6037 0.085764 0.005606 0.057832 48.431 48.431 1.00E+00 10.14 354010

36160 NPNAIGQAIAK Unmodified _NPNAIGQAIAK_ B4FVK0_MAIZE 2 548.8091 1095.6037 0.035703 -0.30867 -0.30506 48.481 48.481 3.57E-04 40.84 594330

36161 NPNDNTQVSLIYANVSPDDILLK Unmodified _NPNDNTQVSLIYANVSPDDILLK_ B6TCK3_MAIZE 3 848.43778 2542.2915 1.1096 0.20891 1.3084 110.53 110.53 1.00E+00 9.32 320910

36162 NPNDNTQVSLIYANVSPDDILLK Unmodified _NPNDNTQVSLIYANVSPDDILLK_ B6TCK3_MAIZE 2 1272.153 2542.2915 1.0821 0.30177 1.3742 111.2 111.2 5.36E-22 52.11 428580

36163 NPNDNTQVSLIYANVSPDDILLK Unmodified _NPNDNTQVSLIYANVSPDDILLK_ B6TCK3_MAIZE 3 848.43778 2542.2915 1.0144 -0.028636 0.9756 111.21 111.21 1.96E-03 42.52 1118900



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

36164 NPNDNTQVSLIYANVSPDDILLKR Unmodified _NPNDNTQVSLIYANVSPDDILLKR_ B6TCK3_MAIZE 3 900.47148 2698.3926 1.0739 -0.048092 1.0144 102.93 102.93 3.04E-08 41.89 1402200

36165 NPNFVGCVEGALGIR Unmodified _NPNFVGCVEGALGIR_ B6TRR5_MAIZE 2 801.90648 1601.7984 0.99846 0.29838 1.3029 109 109 2.37E-16 69.69 342540

36166 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.2409 0.80533 2.0284 123.39 123.39 1.32E-42 71.58 2319200

36167 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 0.96821 0.58254 1.5327 123.36 123.36 9.97E-16 51.64 1160700

36168 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 0.97164 0.49614 1.4504 123.74 123.74 8.21E-12 69.28 1262800

36169 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.2733 0.46676 1.7226 123.8 123.8 2.77E-53 85.85 1203600

36170 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 1.0024 0.64053 1.6252 123.97 123.97 6.15E-07 50.75 1623300

36171 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.1899 0.25942 1.4322 124.02 124.02 1.22E-73 100.95 2204900

36172 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 0.93381 0.63477 1.5506 124.28 124.28 2.38E-03 34.7 1194200

36173 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.1853 0.44619 1.6141 124.33 124.33 2.77E-53 70.64 1384500

36174 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.26 -0.58525 0.65837 123.85 123.85 9.41E-18 60.55 730310

36175 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 0.89485 0.073466 0.95185 123.81 123.81 6.15E-07 53.76 804810

36176 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 3 761.06561 2280.175 0.83726 0.041767 0.86233 124.61 124.61 9.97E-16 59.01 5445900

36177 NPNLANLLVDPEFAQEIIDR Unmodified _NPNLANLLVDPEFAQEIIDR_ O81237_MAIZE 2 1141.0948 2280.175 1.1896 0.34657 1.5187 124.62 124.62 2.77E-53 79.5 7057300

36178 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.2487 0.18326 1.4304 125 125 1.29E-11 75.09 399420

36179 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.1856 0.39267 1.5757 125.26 125.26 3.89E-34 102.12 660320

36180 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.176 0.33588 1.51 125.46 125.46 7.17E-26 100.69 450140

36181 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.2861 0.1074 1.3919 124.99 124.99 8.95E-08 78.65 288820

36182 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.2619 0.5857 1.8456 125.8 125.8 8.95E-08 80.91 569250

36183 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 2 1161.6024 2321.1903 1.1646 0.012836 1.1759 125.13 125.13 1.23E-19 89.05 8969000

36184 NPNPVPIPLVDIDYLIDSDGR Unmodified _NPNPVPIPLVDIDYLIDSDGR_ B4F9K0_MAIZE 3 774.73739 2321.1903 0.88026 0.23126 1.1091 125.11 125.11 2.06E-04 52 2695900

36185 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.95937 0.28166 1.236 119.68 119.68 2.19E-05 24.77 1335000

36186 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.9603 -0.075412 0.88027 120.17 120.17 5.99E-10 39.51 783230

36187 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.95315 0.020646 0.9684 120.42 120.42 1.93E-06 46.32 1322500

36188 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.98235 -0.20376 0.77386 120.92 120.92 5.93E-08 32.27 940050

36189 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 1.0309 -0.19737 0.82934 120.86 120.86 5.93E-08 47.67 525120

36190 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 1.026 0.22734 1.2476 121.45 121.45 1.22E-04 30.35 987500

36191 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.96801 0.073893 1.0362 120.21 120.21 1.93E-06 28.52 23824000

36192 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 2 1225.6499 2449.2853 1.1981 0.30702 1.4996 120.18 120.18 6.35E-05 41.78 431260

36193 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 0.98669 -0.97213 0.010518 121.54 121.54 1.93E-06 46.85 662480

36194 NPNPVPIPLVDIDYLIDSDGRK Unmodified _NPNPVPIPLVDIDYLIDSDGRK_ B4F9K0_MAIZE 3 817.43571 2449.2853 1.03 0.52761 1.5519 127.22 127.22 2.15E-02 2.81 189370

36195 NPPPPQGIEIIYNYGK Unmodified _NPPPPQGIEIIYNYGK_ B6SHX4_MAIZE 2 900.46997 1798.9254 1.0818 -0.65065 0.41452 88.511 88.511 2.01E-03 55.77 137200

36196 NPPPPQGIEIIYNYGKEDQ Unmodified _NPPPPQGIEIIYNYGKEDQ_ B6SHX4_MAIZE 3 724.69178 2171.0535 0.78577 0.33059 1.1021 91.267 91.267 1.00E+00 6.2 22008

36197 NPPPPQGIEIIYNYGKEDQ Unmodified _NPPPPQGIEIIYNYGKEDQ_ B6SHX4_MAIZE 2 1086.534 2171.0535 1.1565 0.076779 1.2189 90.984 90.984 3.71E-05 57.78 205710
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36198 NPQFVEQVSALYAK Unmodified _NPQFVEQVSALYAK_ B6U6J1_MAIZE 2 797.41721 1592.8199 0.91276 -0.24671 0.65487 88.692 88.692 3.56E-04 45.46 77032

36199 NPRPLDEDDIALLK Unmodified _NPRPLDEDDIALLK_ B4FQJ6_MAIZE 3 536.95791 1607.8519 0.029053 -0.056468 -0.04866 76.606 76.606 3.82E-03 40.69 1750200

36200 NPRPVLGGSK Unmodified _NPRPVLGGSK_ A1XCH8_MAIZE 2 512.79854 1023.5825 0.21903 1.5454 1.7533 27.711 27.711 1.45E-01 16.12 11211

36201 NPSAAAAPAGGGR Unmodified _NPSAAAAPAGGGR_ B4FB09_MAIZE 2 548.77834 1095.5421 0.079554 0.39498 0.45538 27.664 27.664 9.54E-02 28.2 98701

36202 NPSADMLLTADELNVELIK Unmodified _NPSADMLLTADELNVELIK_ B4FBJ5_MAIZE 2 1043.5405 2085.0664 1.2635 -0.43219 0.81109 113.35 113.35 4.44E-10 45.53 348610

36203 NPSADMLLTADELNVELIK Unmodified _NPSADMLLTADELNVELIK_ B4FBJ5_MAIZE 2 1043.5405 2085.0664 1.2222 -1.2757 -0.07252 113.88 113.88 1.06E-14 43.55 72871

36204 NPSADMLLTADELNVELIK Unmodified _NPSADMLLTADELNVELIK_ B4FBJ5_MAIZE 2 1043.5405 2085.0664 1.2281 -0.32605 0.88195 113.8 113.8 5.48E-24 63.85 1728300

36205 NPSADMLLTADELNVELIK Oxidation (M) _NPSADM(ox)LLTADELNVELIK_ B4FBJ5_MAIZE 2 1051.5379 2101.0613 1.2213 0.044178 1.2473 104.19 104.19 3.50E-18 77.36 138220

36206 NPSADMLLTADELNVELIK Oxidation (M) _NPSADM(ox)LLTADELNVELIK_ B4FBJ5_MAIZE 2 1051.5379 2101.0613 1.2118 -0.0083 1.1851 103.96 103.96 1.08E-64 118.26 1525900

36207 NPSADMLLTADELNVGLIR Oxidation (M) _NPSADM(ox)LLTADELNVGLIR_ B6U666_MAIZE 2 1029.5304 2057.0463 1.2332 0.1107 1.3317 103.79 103.79 2.65E-01 13.25 274450

36208 NPSADMLLTADELNVGLIR Unmodified _NPSADMLLTADELNVGLIR_ B6U666_MAIZE 2 1021.533 2041.0514 1.2375 -0.3237 0.89979 112.57 112.57 5.92E-02 23.26 286100

36209 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.2278 0.1392 1.3535 124.24 124.24 1.51E-46 108.71 1633600

36210 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.67206 0.10059 0.75951 124.24 124.24 4.99E-02 24.89 1105900

36211 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.60183 -0.000759 0.58761 124.63 124.63 4.99E-02 39.95 1192100

36212 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.1909 0.041228 1.2188 124.63 124.63 5.57E-58 119.58 879960

36213 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.61246 -0.1165 0.48304 124.89 124.89 7.02E-03 50.78 1365700

36214 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.154 -0.21302 0.92767 124.9 124.9 1.08E-64 115.65 1497300

36215 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.1632 -0.22065 0.92949 125.21 125.21 1.51E-46 105.79 1058700

36216 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.64808 0.000392 0.63485 125.2 125.2 5.53E-03 52.31 1060100

36217 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.3652 0.40757 1.7593 125.53 125.53 2.86E-31 85.87 553350

36218 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 2 1037.0303 2072.046 1.1791 -0.23502 0.93124 124.83 124.83 5.36E-73 131.24 14122000

36219 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.56963 0.044896 0.60166 124.82 124.82 2.77E-04 56.46 13906000

36220 NPSADMLLTEAELDLGLVR Oxidation (M) _NPSADM(ox)LLTEAELDLGLVR_ SCRK2_MAIZE 3 691.68927 2072.046 0.65087 0.055434 0.69265 128.04 128.04 5.95E-01 13.81 227050

36221 NPSADMLLTEAELDLGLVR Unmodified _NPSADMLLTEAELDLGLVR_ SCRK2_MAIZE 2 1029.0328 2056.0511 1.2095 0.076308 1.2699 125.15 125.15 1.84E-40 100.16 1762500

36222 NPSADMLLTEAELDLGLVR Unmodified _NPSADMLLTEAELDLGLVR_ SCRK2_MAIZE 3 686.35763 2056.0511 0.67355 0.027671 0.68624 125.12 125.12 2.26E-03 57.49 1283200

36223 NPSADMLLTEAELDLGLVR Unmodified _NPSADMLLTEAELDLGLVR_ SCRK2_MAIZE 2 1029.0328 2056.0511 1.1968 0.043014 1.2242 125.58 125.58 2.65E-01 15.89 127220

36224 NPSADMLLTEAELDLGLVR Unmodified _NPSADMLLTEAELDLGLVR_ SCRK2_MAIZE 2 1029.0328 2056.0511 1.2126 -0.24774 0.94981 125.99 125.99 1.30E-03 22.19 1303400

36225 NPSADMLLTEAELDLGLVR Unmodified _NPSADMLLTEAELDLGLVR_ SCRK2_MAIZE 3 686.35763 2056.0511 0.5951 -0.094536 0.48506 126.01 126.01 9.57E-01 9.73 741930

36226 NPSGVPDADVLPAGFQER Unmodified _NPSGVPDADVLPAGFQER_ B4FQW1_MAIZE 2 934.9605 1867.9064 1.2144 -0.15841 1.06 83.356 83.356 2.85E-09 71.17 730050

36227 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.069186 -0.34408 -0.4223 62.685 62.685 1.12E-01 48.74 20253000

36228 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.066506 -0.33529 -0.41051 64.544 64.544 1.12E-01 28.99 20710000

36229 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.10853 -0.33115 -0.44842 63.937 63.937 1.12E-01 53.28 26445000

36230 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.1959 -0.26053 -0.46521 64.307 64.307 3.32E-02 49.83 35249000

36231 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.072373 -0.027384 -0.10861 64.448 64.448 1.12E-01 37.17 9918800
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36232 NPSLDYGFK Unmodified _NPSLDYGFK_ B6U4D6_MAIZE 2 520.75601 1039.4975 -0.091638 0.33556 0.23508 64.701 64.701 1.00E+00 18.92 2882100

36233 NPSLLADPNLSFFR Unmodified _NPSLLADPNLSFFR_ B6TL91_MAIZE 2 795.91737 1589.8202 0.90505 0.19415 1.0876 105.66 105.66 1.95E-13 52.76 240060

36234 NPSLLADPNLSFFR Unmodified _NPSLLADPNLSFFR_ B6TL91_MAIZE 2 795.91737 1589.8202 0.94421 0.26155 1.1941 105.68 105.68 1.95E-13 53.04 345850

36235 NPSLLADPNLSFFR Unmodified _NPSLLADPNLSFFR_ B6TL91_MAIZE 2 795.91737 1589.8202 1.0034 0.65074 1.6422 105.32 105.32 2.96E-06 33.63 619260

36236 NPSLLADPNLSFFR Unmodified _NPSLLADPNLSFFR_ B6TL91_MAIZE 2 795.91737 1589.8202 0.9584 0.26088 1.2074 105.85 105.85 7.64E-09 43.82 4224200

36237 NPSLLADPNLSFFR Unmodified _NPSLLADPNLSFFR_ B6TL91_MAIZE 2 795.91737 1589.8202 0.9609 0.21254 1.1623 105.41 105.41 6.31E-03 38.61 349460

36238 NPSLPFLVR Unmodified _NPSLPFLVR_ B6TLX0_MAIZE 2 521.80583 1041.5971 0.061099 0.26632 0.31907 84.674 84.674 1.00E+00 4.57 514680

36239 NPSLPFLVR Unmodified _NPSLPFLVR_ B6TLX0_MAIZE 2 521.80583 1041.5971 -0.29042 -0.15612 -0.45362 87.076 87.076 1.01E-02 38.96 3006500

36240 NPSSISMYLSDPR Oxidation (M) _NPSSISM(ox)YLSDPR_ B4FA63_MAIZE 2 741.8483 1481.682 0.80303 0.88149 1.6686 72.55 72.55 6.20E-03 55.29 173350

36241 NPSSISMYLSDPR Oxidation (M) _NPSSISM(ox)YLSDPR_ B4FA63_MAIZE 2 741.8483 1481.682 0.79315 -0.19464 0.5843 72.833 72.833 1.00E-11 70.31 1442000

36242 NPSSISMYLSDPR Oxidation (M) _NPSSISM(ox)YLSDPR_ B4FA63_MAIZE 2 741.8483 1481.682 0.75304 -0.27195 0.46602 72.789 72.789 1.00E-11 68.22 3191100

36243 NPSSISMYLSDPR Unmodified _NPSSISMYLSDPR_ B4FA63_MAIZE 2 733.85084 1465.6871 0.86256 0.071605 0.91572 75.953 75.953 1.00E-11 73.53 298540

36244 NPSSISMYLSDPR Unmodified _NPSSISMYLSDPR_ B4FA63_MAIZE 2 733.85084 1465.6871 0.84083 0.090756 0.91416 75.864 75.864 1.56E-17 77.44 788550

36245 NPSYGALTDHQFTR Unmodified _NPSYGALTDHQFTR_ MTHR1_MAIZE 2 803.88406 1605.7536 1.0106 -0.030149 0.98141 61.666 61.666 3.56E-04 49.88 525230

36246 NPSYGALTDHQFTRPR Unmodified _NPSYGALTDHQFTRPR_ MTHR1_MAIZE 3 620.64309 1858.9074 0.30774 -0.18377 0.12185 56.464 56.464 1.87E-02 35.87 3201200

36247 NPSYGALTDHQFTRPR Unmodified _NPSYGALTDHQFTRPR_ MTHR1_MAIZE 3 620.64309 1858.9074 0.30481 -0.27331 0.029384 57.295 57.295 8.21E-03 44.47 1079500

36248 NPSYGALTDHQFTRPR Unmodified _NPSYGALTDHQFTRPR_ MTHR1_MAIZE 3 620.64309 1858.9074 0.38956 0.053105 0.43969 58.118 58.118 1.90E-03 48.7 766040

36249 NPSYGALTDHQFTRPR Unmodified _NPSYGALTDHQFTRPR_ MTHR1_MAIZE 3 620.64309 1858.9074 0.27895 -0.20302 0.074659 58.57 58.57 2.89E-01 33.08 8209400

36250 NPSYGALTDHQFTRPR Unmodified _NPSYGALTDHQFTRPR_ MTHR1_MAIZE 4 465.73414 1858.9074 -0.10401 0.092855 -0.013971 58.578 58.578 4.32E-02 38.61 2876800

36251 NPTELDGLR Unmodified _NPTELDGLR_ B6U0I0_MAIZE 2 507.76436 1013.5142 -0.13747 -0.17966 -0.33075 53.802 53.802 1.12E-01 42.82 347200

36252 NPTELDGLRK Unmodified _NPTELDGLRK_ B6U0I0_MAIZE 2 571.81184 1141.6091 0.12479 0.42557 0.53158 44.324 44.324 3.43E-01 33.43 232440

36253 NPTGLDVPSDIADK Unmodified _NPTGLDVPSDIADK_ B4F850_MAIZE 2 721.3621 1440.7096 0.72474 -1.7846 -1.0563 70.537 70.537 3.51E-02 35.91 927080

36254 NPTGLDVPSDIADKK Unmodified _NPTGLDVPSDIADKK_ B4F850_MAIZE 3 523.94214 1568.8046 -0.079817 0.037009 -0.047393 63.153 63.153 4.00E-03 32.89 4270100

36255 NPTGLDVPSDIADKK Unmodified _NPTGLDVPSDIADKK_ B4F850_MAIZE 2 785.40958 1568.8046 0.92479 0.12561 1.0465 63.152 63.152 1.12E-07 58.43 1248600

36256 NPVFDQSLR Unmodified _NPVFDQSLR_ B6TYM4_MAIZE 2 538.28018 1074.5458 0.0156 -0.39009 -0.37398 61.074 61.074 9.73E-03 42.14 693310

36257 NPVIIAGAGLFER Unmodified _NPVIIAGAGLFER_ B4F8V5_MAIZE 2 678.88534 1355.7561 0.54599 -0.18186 0.35288 90.81 90.81 1.00E-11 51.74 321850

36258 NPVIIAGAGLFER Unmodified _NPVIIAGAGLFER_ B4F8V5_MAIZE 2 678.88534 1355.7561 0.58961 -0.013628 0.56356 90.907 90.907 2.65E-01 10.37 462190

36259 NPVIIAGAGLFER Unmodified _NPVIIAGAGLFER_ B4F8V5_MAIZE 2 678.88534 1355.7561 0.55488 -0.18178 0.36081 90.669 90.669 1.56E-17 73.01 3188600

36260 NPWPNVDAHSGVLLNHFGLSEAR Unmodified _NPWPNVDAHSGVLLNHFGLSEAR_ B4FIC0_MAIZE 4 633.3201 2529.2513 0.43106 0.15547 0.5836 94.165 94.165 5.14E-05 27.39 724710

36261 NPWPNVDAHSGVLLNHFGLSEAR Unmodified _NPWPNVDAHSGVLLNHFGLSEAR_ B4FIC0_MAIZE 4 633.3201 2529.2513 0.4385 -0.3326 0.10384 94.505 94.505 2.00E-02 12.07 468690

36262 NPWPNVDAHSGVLLNHFGLSEAR Unmodified _NPWPNVDAHSGVLLNHFGLSEAR_ B4FIC0_MAIZE 4 633.3201 2529.2513 0.3504 0.026195 0.37336 94.205 94.205 3.27E-04 18.39 6087200

36263 NPWPNVDAHSGVLLNHFGLSEAR Unmodified _NPWPNVDAHSGVLLNHFGLSEAR_ B4FIC0_MAIZE 3 844.09104 2529.2513 1.0765 0.27291 1.3458 94.205 94.205 1.60E-11 48.56 1107300

36264 NPYADPVAMLEYR Oxidation (M) _NPYADPVAM(ox)LEYR_ B4F980_MAIZE 2 777.86649 1553.7184 0.84025 -0.028448 0.7927 79.213 79.213 2.03E-21 55.73 1272700

36265 NPYADPVAMLEYR Unmodified _NPYADPVAMLEYR_ B4F980_MAIZE 2 769.86903 1537.7235 0.84787 0.082484 0.90812 94.778 94.778 1.00E-11 55.24 536300
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36266 NPYMVNIILGGYDK Oxidation (M) _NPYM(ox)VNIILGGYDK_ B6T4A2_MAIZE 2 806.90562 1611.7967 0.94463 -0.085738 0.84706 88.277 88.277 5.36E-25 73.95 479590

36267 NPYMVNVILGGYDK Oxidation (M) _NPYM(ox)VNVILGGYDK_ B6SIM7_MAIZE 2 799.89779 1597.781 0.94612 0.24034 1.1803 83.785 83.785 5.36E-25 70.88 466060

36268 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.052658 -0.089535 -0.15785 66.358 66.358 8.04E-02 29.92 2491200

36269 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.16466 0.098119 -0.082382 67.203 67.203 1.86E-01 29.92 1345100

36270 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.0595 -0.010672 -0.086742 68.243 68.243 8.04E-02 32.18 1704200

36271 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.066398 -0.036966 -0.11988 67.644 67.644 7.83E-01 16.99 1407400

36272 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.12431 -0.001181 -0.1428 67.937 67.937 1.00E+00 7.23 3316300

36273 NPYWFNR Unmodified _NPYWFNR_ TKTC_MAIZE B4 2 498.73795 995.46135 -0.01693 -0.28128 -0.31386 67.966 67.966 4.46E-01 22.46 498990

36274 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 0.10402 -0.27375 -0.19569 24.164 24.164 3.32E-02 31.74 12351

36275 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 -0.11521 -0.25872 -0.39999 19.71 19.71 1.00E+00 10.3 3727.1

36276 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 -0.13011 0.098173 -0.058963 22.366 22.366 1.00E+00 4.21 5486.4

36277 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 0.024444 -0.068699 -0.070851 25.156 25.156 3.32E-02 37.91 48212

36278 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 -0.013717 -0.18933 -0.22898 25.551 25.551 7.18E-01 30.92 13016

36279 NQAAVNPER Unmodified _NQAAVNPER_ B4FW90_MAIZE 2 499.75433 997.49411 0.088696 -0.14036 -0.077906 24.185 24.185 3.32E-02 45.59 16030

36280 NQADPPPAEGLR Unmodified _NQADPPPAEGLR_ B6T0C0_MAIZE 2 632.81766 1263.6208 0.32192 -0.079823 0.22533 41.364 41.364 7.72E-03 37.3 1651500

36281 NQADSVVYQTEK Unmodified _NQADSVVYQTEK_ B6UFB3_MAIZE 2 691.33334 1380.6521 0.62788 0.16131 0.78235 47.119 47.119 2.05E-12 57.6 505650

36282 NQADSVVYQTEK Unmodified _NQADSVVYQTEK_ B6UFB3_MAIZE 2 691.33334 1380.6521 0.60338 -0.14476 0.45303 46.334 46.334 2.05E-12 72.81 2999300

36283 NQADSVVYQTEK Unmodified _NQADSVVYQTEK_ B6UFB3_MAIZE 2 691.33334 1380.6521 0.57302 -0.034122 0.53254 47.236 47.236 2.05E-12 82.17 3266300

36284 NQASPESPGNNQNR Unmodified _NQASPESPGNNQNR_ B6TH05_MAIZE 2 756.84292 1511.6713 0.98252 -0.091977 0.8698 23.198 23.198 1.49E-02 33.56 13475

36285 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.28931 -0.10931 0.1681 38.649 38.649 4.43E-05 36.44 9450300

36286 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.21993 -0.11895 0.090287 38.515 38.515 4.48E-03 38.21 205880

36287 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.31173 0.010858 0.31171 37.836 37.836 1.67E-02 31.94 1467700

36288 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.33758 -0.048306 0.27734 39.921 39.921 4.43E-05 50.16 2936700

36289 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.26859 0.021626 0.2784 40.761 40.761 3.60E-06 56.05 4351000

36290 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.33418 -0.024978 0.29762 40.687 40.687 4.43E-05 48.83 2955600

36291 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.30755 -0.17075 0.12554 41.487 41.487 4.96E-02 35.47 3956600

36292 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.13827 -0.25204 -0.1247 38.601 38.601 3.60E-06 55.22 46109000

36293 NQAVVDENVEK Unmodified _NQAVVDENVEK_ GSTF4_MAIZE 2 622.8095 1243.6044 0.28551 0.59585 0.86936 42.125 42.125 1.47E-01 25.29 735240

36294 NQDAGLADLPATVAAVK Unmodified _NQDAGLADLPATVAAVK_ B4FC14_MAIZE 2 827.44395 1652.8733 1.0353 1.7797 2.8053 83.987 83.987 5.92E-01 4.41 839180

36295 NQDAGLADLPATVAAVK Unmodified _NQDAGLADLPATVAAVK_ B4FC14_MAIZE 2 827.44395 1652.8733 1.0828 0.74965 1.8241 84.714 84.714 1.43E-21 52.98 336850

36296 NQDAGLADLPATVAAVK Unmodified _NQDAGLADLPATVAAVK_ B4FC14_MAIZE 2 827.44395 1652.8733 0.99187 -0.11716 0.86688 86.117 86.117 1.43E-21 70.48 288950

36297 NQELLDGVR Unmodified _NQELLDGVR_ B4FA63_MAIZE 2 522.27764 1042.5407 -0.092411 0.51389 0.40824 57.434 57.434 9.73E-03 43.93 5083800

36298 NQELPGGGESLNQLNER Unmodified _NQELPGGGESLNQLNER_ B6STY4_MAIZE 2 927.95066 1853.8868 1.1091 -0.27301 0.81764 66.013 66.013 1.43E-21 104.84 553110

36299 NQFVETTVGFDTICK Unmodified _NQFVETTVGFDTICK_ B6SGB6_MAIZE 2 879.92199 1757.8294 1.1035 -0.23094 0.89356 83.698 83.698 1.02E-23 63.75 693690
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36300 NQFVETTVGFDTICK Unmodified _NQFVETTVGFDTICK_ B6SGB6_MAIZE 2 879.92199 1757.8294 1.0891 0.025252 1.1347 84.088 84.088 6.53E-30 101.07 364750

36301 NQFVETTVGFDTICK Unmodified _NQFVETTVGFDTICK_ B6SGB6_MAIZE 2 879.92199 1757.8294 1.1718 -0.27794 0.91511 83.981 83.981 1.02E-23 76.61 357660

36302 NQGGFDMICSGR Unmodified _NQGGFDMICSGR_ B4FQM2_MAIZE 2 671.28735 1340.5601 0.5296 -0.26014 0.28111 63.745 63.745 2.62E-07 56.84 1262200

36303 NQGGFDMICSGR Unmodified _NQGGFDMICSGR_ B4FQM2_MAIZE 2 671.28735 1340.5601 0.57141 -0.13163 0.45084 64.137 64.137 1.11E-04 58.1 236630

36304 NQGGFDMICSGR Unmodified _NQGGFDMICSGR_ B4FQM2_MAIZE 2 671.28735 1340.5601 0.5567 0.052814 0.62036 65.523 65.523 1.98E-03 61.22 393740

36305 NQGGFDMICSGR Unmodified _NQGGFDMICSGR_ B4FQM2_MAIZE 2 671.28735 1340.5601 0.53107 -0.10497 0.43822 65.259 65.259 2.62E-07 56.52 1958400

36306 NQGGFDMICSGR Oxidation (M) _NQGGFDM(ox)ICSGR_ B4FQM2_MAIZE 2 679.28481 1356.5551 0.63778 0.082976 0.73456 53.387 53.387 4.91E-03 51.61 298750

36307 NQGGFDMICSGR Oxidation (M) _NQGGFDM(ox)ICSGR_ B4FQM2_MAIZE 2 679.28481 1356.5551 0.54725 -0.12582 0.43534 53.451 53.451 1.63E-05 74.41 2123000

36308 NQGGFDMICSGR Oxidation (M) _NQGGFDM(ox)ICSGR_ B4FQM2_MAIZE 2 679.28481 1356.5551 0.53563 0.090906 0.64071 53.885 53.885 2.07E-09 79.8 1595800

36309 NQGGYDMLGR Unmodified _NQGGYDMLGR_ B6SGB6_MAIZE 2 555.75347 1109.4924 0.07012 0.24753 0.31052 53.885 53.885 1.45E-01 48.61 3007400

36310 NQGGYDMLGR Unmodified _NQGGYDMLGR_ B6SGB6_MAIZE 2 555.75347 1109.4924 0.0081275 0.26845 0.27068 53.893 53.893 1.62E-03 49.41 506340

36311 NQGGYDMLGR Unmodified _NQGGYDMLGR_ B6SGB6_MAIZE 2 555.75347 1109.4924 0.1004 0.033171 0.12744 56.028 56.028 4.40E-02 56.14 556770

36312 NQGGYDMLGR Unmodified _NQGGYDMLGR_ B6SGB6_MAIZE 2 555.75347 1109.4924 0.16127 0.65116 0.80518 56.023 56.023 2.81E-03 57.24 742100

36313 NQGGYDMLGR Oxidation (M) _NQGGYDM(ox)LGR_ B6SGB6_MAIZE 2 563.75093 1125.4873 0.11039 0.33807 0.44549 43.788 43.788 1.75E-03 46.56 444100

36314 NQGSCGSCWSFSASGALEGAHYLATGK Unmodified _NQGSCGSCWSFSASGALEGAHYLATGK_ B4FX40_MAIZE 3 935.07814 2802.2126 1.1506 -0.17145 0.98376 99.918 99.918 5.81E-12 41.8 654460

36315 NQIEATEQEYER Unmodified _NQIEATEQEYER_ B6SH83_MAIZE 2 755.34443 1508.6743 0.84885 0.045361 0.86425 56.223 56.223 7.61E-14 76.2 329940

36316 NQIEATEQEYER Unmodified _NQIEATEQEYER_ B6SH83_MAIZE 2 755.34443 1508.6743 0.81167 -0.045867 0.73542 58.191 58.191 9.64E-17 77.55 915670

36317 NQIEATEQEYER Unmodified _NQIEATEQEYER_ B6SH83_MAIZE 2 755.34443 1508.6743 0.85663 -0.018952 0.80811 57.524 57.524 7.61E-14 71.51 482760

36318 NQIEATEQEYER Unmodified _NQIEATEQEYER_ B6SH83_MAIZE 2 755.34443 1508.6743 0.77647 -0.24447 0.50258 58.06 58.06 9.64E-17 75.86 5475200

36319 NQIEATEQEYEREK Unmodified _NQIEATEQEYEREK_ B6SH83_MAIZE 3 589.61123 1765.8119 0.169 0.14098 0.27683 57.489 57.489 4.50E-01 7.43 1712900

36331 NQILSGQANFADLAAR Unmodified _NQILSGQANFADLAAR_ B6TQC5_MAIZE 2 844.93937 1687.8642 0.97486 0.046176 1.0035 84.114 84.114 1.42E-33 78.72 242470

36332 NQILSGQANFADLAAR Unmodified _NQILSGQANFADLAAR_ B6TQC5_MAIZE 2 844.93937 1687.8642 0.97121 -0.25652 0.69639 83.911 83.911 1.34E-51 97.41 1627500

36333 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.65546 -0.14605 0.48704 75.278 75.278 4.43E-05 62.03 2458700

36334 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.67733 4.1973 4.8467 75.919 75.919 4.48E-03 17.48 934970

36335 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.65198 4.6443 5.2675 76.733 76.733 4.48E-03 32.22 1549300

36336 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.64688 3.7872 4.4073 76.315 76.315 3.60E-06 34.74 2486000

36337 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.63925 1.613 2.2278 76.094 76.094 5.66E-08 64.66 5773400

36338 NQLETYVYNMK Unmodified _NQLETYVYNMK_ B4FW90_MAIZE 2 701.8372 1401.6599 0.62372 4.324 4.9195 76.001 76.001 1.67E-02 45.13 734630

36339 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.63189 -0.030102 0.58282 63.574 63.574 4.43E-05 55.48 79958

36340 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.68635 0.005027 0.67127 62.853 62.853 6.12E-08 66.61 381730

36341 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.68866 -0.11959 0.54979 64.205 64.205 7.70E-18 72.58 959140

36342 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.66515 -0.10865 0.53754 63.582 63.582 3.82E-10 73.96 1818200

36343 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.63448 -0.23143 0.3843 63.975 63.975 3.82E-10 63.52 5729100

36344 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 3 473.55887 1417.6548 -0.033996 0.17346 0.11881 63.768 63.768 1.00E+00 0.12 352200
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36345 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.77326 0.014043 0.76803 76.003 76.003 4.96E-02 19.68 615850

36346 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.67005 -0.266 0.38437 62.601 62.601 5.66E-08 71.76 391830

36347 NQLETYVYNMK Oxidation (M) _NQLETYVYNM(ox)K_ B4FW90_MAIZE 2 709.83466 1417.6548 0.65929 -0.14891 0.49035 63.036 63.036 1.74E-08 66.29 589440

36348 NQLTEVDISDFVAGR Unmodified _NQLTEVDISDFVAGR_ B4F917_MAIZE 2 832.41793 1662.8213 1.0667 0.1945 1.2647 98.488 98.488 2.70E-56 129.53 874620

36349 NQNGDLLIGITASR Unmodified _NQNGDLLIGITASR_ B6UGG5_MAIZE 2 736.3968 1470.7791 0.83138 0.04044 0.85958 78.993 78.993 1.95E-13 63.06 379520

36350 NQNGDLLIGITASR Unmodified _NQNGDLLIGITASR_ B6UGG5_MAIZE 2 736.3968 1470.7791 0.78027 0.19309 0.96014 78.832 78.832 7.64E-09 75.24 1702400

36351 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 0.025142 0.22924 0.2437 47.803 47.803 3.32E-02 29.16 2912600

36352 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 -0.047063 0.16017 0.10294 47.749 47.749 3.39E-01 29.05 1048700

36353 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 0.038715 0.085362 0.1137 50.155 50.155 1.12E-01 39.05 1514500

36354 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 0.063659 0.11012 0.16474 49.423 49.423 7.18E-01 10.25 661450

36355 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 -0.044545 0.006365 -0.047142 50.269 50.269 1.12E-01 33.03 3741600

36356 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 0.022413 0.14024 0.15212 50.006 50.006 3.39E-01 15.19 932550

36357 NQPGEICIR Unmodified _NQPGEICIR_ B4FQP4_MAIZE 2 543.77166 1085.5288 0.057111 0.16424 0.21195 48.184 48.184 1.00E+00 6.77 368470

36358 NQQEEEELATGMEK Oxidation (M) _NQQEEEELATGM(ox)EK_ Q41824_MAIZE 2 826.35942 1650.7043 1.0348 -0.080783 0.9285 47.578 47.578 3.87E-29 86.38 867060

36359 NQQQNSNAALR Unmodified _NQQQNSNAALR_ B4FI21_MAIZE 2 622.31053 1242.6065 0.48054 -0.040931 0.41128 22.959 22.959 1.00E+00 5.76 2804.5

36360 NQQQNSNAALR Unmodified _NQQQNSNAALR_ B4FI21_MAIZE 2 622.31053 1242.6065 0.54053 -0.2633 0.24983 22.729 22.729 1.00E+00 13.4 4938.1

36361 NQQQNSNAALR Unmodified _NQQQNSNAALR_ B4FI21_MAIZE 2 622.31053 1242.6065 0.47142 -0.077372 0.36577 23.543 23.543 1.47E-01 37.29 29406

36362 NQQQNSNAALR Unmodified _NQQQNSNAALR_ B4FI21_MAIZE 2 622.31053 1242.6065 0.38181 -0.48562 -0.13073 23.143 23.143 1.00E+00 8.51 4728.9

36363 NQSTIEENEIR Unmodified _NQSTIEENEIR_ B4FSE0_MAIZE 2 666.82314 1331.6317 0.55439 -0.056343 0.46736 44.372 44.372 3.57E-04 43 790830

36364 NQSTIEENEIR Unmodified _NQSTIEENEIR_ B4FSE0_MAIZE 2 666.82314 1331.6317 0.50215 -0.017017 0.45456 47.359 47.359 4.43E-05 51.87 1175300

36365 NQTVDLVFTAHPTQSVR Unmodified _NQTVDLVFTAHPTQSVR_ Q9SAZ6_MAIZE 3 638.33403 1911.9803 0.41068 -0.098779 0.32544 70.038 70.038 4.34E-02 22.57 2774600

36366 NQTVDLVFTAHPTQSVR Unmodified _NQTVDLVFTAHPTQSVR_ Q9SAZ6_MAIZE 3 638.33403 1911.9803 0.39042 0.048923 0.45331 70.754 70.754 1.19E-01 12.41 1507000

36367 NQTVDLVFTAHPTQSVR Unmodified _NQTVDLVFTAHPTQSVR_ Q9SAZ6_MAIZE 2 956.99741 1911.9803 1.1534 0.075597 1.2427 70.753 70.753 1.54E-12 82.51 225140

36368 NQTVDLVFTAHPTQSVR Unmodified _NQTVDLVFTAHPTQSVR_ Q9SAZ6_MAIZE 3 638.33403 1911.9803 0.42926 -0.31329 0.12916 71.37 71.37 6.49E-01 21.66 1441000

36369 NQTVDLVFTAHPTQSVR Unmodified _NQTVDLVFTAHPTQSVR_ Q9SAZ6_MAIZE 3 638.33403 1911.9803 0.31555 -0.072423 0.25761 72.634 72.634 1.09E-02 30.73 739720

36370 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0263 -0.13694 0.88461 78.42 78.42 2.40E-39 71.25 3209400

36371 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0662 -0.34329 0.71889 86.956 86.956 2.37E-16 64.11 745160

36372 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0165 -0.02301 0.98918 80.202 80.202 7.01E-11 55.94 57539

36373 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.1477 -0.27488 0.86878 87.186 87.186 1.02E-23 57.88 370690

36374 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0783 -0.058593 1.0157 79.338 79.338 8.73E-24 86.95 458760

36375 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0569 -0.074249 0.97854 79.183 79.183 1.04E-33 76.73 923540

36376 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 0.96025 -0.097714 0.85875 78.99 78.99 2.40E-39 96.07 2406300

36377 NQVAMNPINTVFDAK Oxidation (M) _NQVAM(ox)NPINTVFDAK_ B6SZ69_MAIZE 2 839.41688 1676.8192 1.0036 -0.29443 0.70587 80.757 80.757 2.37E-16 64.36 274680

36378 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 0.98524 -0.41284 0.56612 87.675 87.675 2.40E-39 85.26 1763800
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36379 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 0.97251 -0.22938 0.73652 87.845 87.845 1.04E-33 86.11 2594600

36380 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 0.96026 -0.38885 0.56471 87.527 87.527 2.40E-39 81.86 3491900

36381 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 0.97542 -0.46059 0.50876 87.171 87.171 8.98E-47 104.11 6176000

36382 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 1.069 0.28869 1.351 87.747 87.747 6.53E-30 56.72 357310

36383 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 1.041 -0.16793 0.86679 87.368 87.368 1.04E-33 89.55 476830

36384 NQVAMNPINTVFDAK Unmodified _NQVAMNPINTVFDAK_ B6SZ69_MAIZE 2 831.41942 1660.8243 0.99062 -0.83627 0.14849 87.381 87.381 6.53E-30 86.45 600200

36385 NQVAMNPTNTVFDAK Unmodified _NQVAMNPTNTVFDAK_ HSP70_MAIZE 2 825.40123 1648.7879 1.0149 0.52732 1.5395 68.005 68.005 1.04E-33 88.74 1383400

36386 NQVAMNPTNTVFDAK Unmodified _NQVAMNPTNTVFDAK_ HSP70_MAIZE 2 825.40123 1648.7879 1.0231 0.4861 1.5072 69.417 69.417 6.53E-30 71.65 347530

36387 NQVAMNPTNTVFDAK Unmodified _NQVAMNPTNTVFDAK_ HSP70_MAIZE 2 825.40123 1648.7879 0.99759 0.086083 1.082 68.894 68.894 1.02E-23 76.1 784030

36388 NQVAMNPTNTVFDAK Unmodified _NQVAMNPTNTVFDAK_ HSP70_MAIZE 2 825.40123 1648.7879 1.0125 -0.087488 0.92331 68.984 68.984 1.02E-23 96.64 1966200

36389 NQVAMNPTNTVFDAK Oxidation (M) _NQVAM(ox)NPTNTVFDAK_ HSP70_MAIZE 2 833.39869 1664.7828 1.0141 0.023324 1.038 58.746 58.746 6.53E-30 80.38 679440

36390 NQVAMNPTNTVFDAK Oxidation (M) _NQVAM(ox)NPTNTVFDAK_ HSP70_MAIZE 2 833.39869 1664.7828 1.0101 0.14971 1.1604 60.34 60.34 1.04E-33 95.93 1271100

36391 NQVAMNPTNTVFDAK Oxidation (M) _NQVAM(ox)NPTNTVFDAK_ HSP70_MAIZE 2 833.39869 1664.7828 0.97221 0.096464 1.0697 59.672 59.672 2.40E-39 99.1 2313200

36392 NQVAMNPTNTVFDAK Oxidation (M) _NQVAM(ox)NPTNTVFDAK_ HSP70_MAIZE 2 833.39869 1664.7828 0.97082 -0.12747 0.84429 60.139 60.139 2.40E-39 102.69 5998900

36393 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 3 561.60928 1681.806 0.0035843 0.44384 0.43825 57.116 57.116 1.00E+00 0.82 105960

36394 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 3 561.60928 1681.806 0.11001 -0.073722 0.027923 57.848 57.848 7.27E-01 13.56 788830

36395 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 3 561.60928 1681.806 0.10838 -0.16878 -0.069782 57.888 57.888 7.27E-01 12.54 2273000

36396 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 3 561.60928 1681.806 0.012169 0.41966 0.42175 56.445 56.445 4.14E-01 15.61 2644800

36397 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 3 561.60928 1681.806 -0.028761 -0.047852 -0.085287 59.191 59.191 6.14E-02 20.15 6364500

36398 NQVGDNYYRPDLTK Unmodified _NQVGDNYYRPDLTK_ B4FM15_MAIZE 2 841.91028 1681.806 1.0002 0.062149 1.054 59.193 59.193 2.00E-19 57.05 401450

36399 NQVLDSEAYVYR Unmodified _NQVLDSEAYVYR_ B6UHK5_MAIZE 2 728.85698 1455.6994 0.86548 0.20549 1.0557 68.367 68.367 7.61E-14 72.54 341410

36400 NQVSDNYYRPDLTK Unmodified _NQVSDNYYRPDLTK_ B4FYR2_MAIZE 3 571.6128 1711.8166 0.12774 0.16219 0.27813 56.684 56.684 1.00E+00 6.04 750190

36401 NQVSDNYYRPDLTK Unmodified _NQVSDNYYRPDLTK_ B4FYR2_MAIZE 3 571.6128 1711.8166 0.02307 -0.060196 -0.048706 59.423 59.423 6.14E-02 24.61 2039800

36402 NQVSDNYYRPDLTK Unmodified _NQVSDNYYRPDLTK_ B4FYR2_MAIZE 2 856.91556 1711.8166 1.0484 0.042034 1.079 59.412 59.412 3.56E-04 49.65 164710

36403 NQVSDNYYRPDLTKPALAR Unmodified _NQVSDNYYRPDLTKPALAR_ B4FYR2_MAIZE 4 556.03946 2220.1287 0.020156 -0.062625 -0.059305 65.816 65.816 9.57E-01 2.54 8549300

36404 NQVSDNYYRPDLTKPALAR Unmodified _NQVSDNYYRPDLTKPALAR_ B4FYR2_MAIZE 3 741.05019 2220.1287 0.77121 -0.61079 0.14411 65.852 65.852 5.94E-09 35.32 1433000

36405 NQVSDNYYRPDLTKPALAR Unmodified _NQVSDNYYRPDLTKPALAR_ B4FYR2_MAIZE 3 741.05019 2220.1287 0.78542 -0.22933 0.53942 65.032 65.032 5.94E-09 34.79 647490

36406 NQVSDNYYRPDLTKPALAR Unmodified _NQVSDNYYRPDLTKPALAR_ B4FYR2_MAIZE 4 556.03946 2220.1287 -0.068852 -0.10952 -0.19388 67.257 67.257 3.70E-01 3.45 20074000

36407 NQYDTDVTTWSPQGR Unmodified _NQYDTDVTTWSPQGR_ B6TAJ3_MAIZE 2 884.40027 1766.786 1.144 0.18013 1.3352 69.863 69.863 1.65E-02 25 34964

36408 NQYDTDVTTWSPQGR Unmodified _NQYDTDVTTWSPQGR_ B6TAJ3_MAIZE 2 884.40027 1766.786 1.109 0.046048 1.1656 70.625 70.625 6.53E-30 87.87 1205700

36409 NQYDTDVTTWSPQGR Unmodified _NQYDTDVTTWSPQGR_ B6TAJ3_MAIZE 2 884.40027 1766.786 1.0013 0.076803 1.0886 69.53 69.53 1.04E-33 93.7 4750600

36410 NRIEASPECAQK Unmodified _NRIEASPECAQK_ B4FKD4_MAIZE 3 468.22963 1401.6671 0.052062 -0.008671 0.018297 29.288 29.288 2.46E-02 28.04 47228

36411 NRNDEEDAKEELYSLVTVAEIPPEGLK Unmodified _NRNDEEDAKEELYSLVTVAEIPPEGLK_ B6SJJ1_MAIZE 4 765.38584 3057.5142 0.79397 0.060911 0.83362 128.21 128.21 5.03E-01 15.52 3576700

36412 NRNDEEDAKEELYSLVTVAEIPPEGLK Unmodified _NRNDEEDAKEELYSLVTVAEIPPEGLK_ B6SJJ1_MAIZE 3 1020.1787 3057.5142 1.1486 0.021336 1.1489 128.28 128.28 1.32E-02 45.44 605630
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36413 NRPCKVVEVSTSK Unmodified _NRPCKVVEVSTSK_ B6SIL7_MAIZE 3 501.93645 1502.7875 -0.11825 -0.4344 -0.55345 33.385 33.385 1.02E-01 19.88 40199

36414 NRPLATK Unmodified _NRPLATK_ Q5EUE1_MAIZE 2 400.24287 798.47119 0.40578 -0.001931 0.37264 11.195 11.195 1.86E-01 32.41 76337

36415 NSADTTIYSIEK Unmodified _NSADTTIYSIEK_ B6UGG5_MAIZE 2 671.33026 1340.646 0.56371 -0.24893 0.29609 59.089 59.089 1.11E-04 66.7 781610

36416 NSADTTIYSIEK Unmodified _NSADTTIYSIEK_ B6UGG5_MAIZE 2 671.33026 1340.646 0.51342 0.001909 0.4962 59.412 59.412 2.05E-12 72.23 578360

36417 NSADTTIYSIEK Unmodified _NSADTTIYSIEK_ B6UGG5_MAIZE 2 671.33026 1340.646 0.53506 0.011789 0.52719 61.083 61.083 7.72E-03 49.6 1312000

36418 NSADTTIYSIEK Unmodified _NSADTTIYSIEK_ B6UGG5_MAIZE 2 671.33026 1340.646 0.54806 -0.009706 0.5196 60.422 60.422 9.64E-17 82.54 2137600

36419 NSADTTIYSIEK Unmodified _NSADTTIYSIEK_ B6UGG5_MAIZE 2 671.33026 1340.646 0.43847 -0.10271 0.3162 60.904 60.904 9.64E-17 73.67 7962600

36420 NSAIAGAIAGAAVALTGDAGGHSDK Unmodified _NSAIAGAIAGAAVALTGDAGGHSDK_ B6TTP4_MAIZE 3 732.37322 2194.0978 0.72039 -0.053248 0.66143 126.49 126.49 6.22E-01 16.39 146540

36421 NSAIAGAIAGAAVALTGDAGGHSDK Unmodified _NSAIAGAIAGAAVALTGDAGGHSDK_ B6TTP4_MAIZE 2 1098.0562 2194.0978 1.2174 -0.010406 1.2007 126.49 126.49 2.78E-06 39.89 30632

36422 NSAIAGAIAGAAVALTGDAGGHSDK Unmodified _NSAIAGAIAGAAVALTGDAGGHSDK_ B6TTP4_MAIZE 3 732.37322 2194.0978 0.84055 -0.42044 0.41332 104.22 104.22 1.44E-01 11.79 96008

36423 NSAIAGAIAGAAVALTGDAGGHSDK Unmodified _NSAIAGAIAGAAVALTGDAGGHSDK_ B6TTP4_MAIZE 3 732.37322 2194.0978 0.72389 0.006562 0.72437 109.79 109.79 1.94E-20 78.81 881380

36424 NSAIAGAIAGAAVALTGDAGGHSDK Unmodified _NSAIAGAIAGAAVALTGDAGGHSDK_ B6TTP4_MAIZE 2 1098.0562 2194.0978 1.1644 0.017501 1.1757 109.68 109.68 2.78E-53 85.03 206700

36425 NSDFYGYTIK Unmodified _NSDFYGYTIK_ A1XCH8_MAIZE 2 604.28513 1206.5557 0.25096 0.18806 0.43055 70.354 70.354 1.25E-02 30.65 242210

36426 NSDMAAAVAGTR Oxidation (M) _NSDM(ox)AAAVAGTR_ B6U897_MAIZE 2 590.27477 1178.535 0.2224 0.24455 0.45503 31.971 31.971 7.72E-03 57.72 178560

36427 NSDMAAAVAGTR Unmodified _NSDMAAAVAGTR_ B6U897_MAIZE 2 582.27731 1162.5401 0.13932 0.22637 0.35119 47.277 47.277 7.72E-03 45.69 592460

36428 NSDNTLIK Unmodified _NSDNTLIK_ B4FBC2_MAIZE 2 452.74036 903.46616 0.01701 -0.094454 -0.10038 34.601 34.601 3.77E-01 15.79 152470

36429 NSDNTLIK Unmodified _NSDNTLIK_ B4FBC2_MAIZE 2 452.74036 903.46616 0.065097 -0.14212 -0.09998 35.374 35.374 1.65E-01 24.01 196820

36430 NSFESAVAK Unmodified _NSFESAVAK_ B4FAB6_MAIZE 2 476.74036 951.46616 -0.032656 0.059296 0.0055426 41.672 41.672 1.12E-01 22.09 327420

36431 NSFESAVAK Unmodified _NSFESAVAK_ B4FAB6_MAIZE 2 476.74036 951.46616 -0.024324 -0.21706 -0.26282 43.961 43.961 1.12E-01 21.59 136070

36432 NSGIALILDTGNGGGVLGQLAR Unmodified _NSGIALILDTGNGGGVLGQLAR_ B4FNA7_MAIZE 2 1048.5766 2095.1386 1.2307 0.14416 1.3739 114.4 114.4 2.03E-55 85.08 695760

36433 NSIDAVSDRDFVLEFLAANSIAAVHLSR Unmodified _NSIDAVSDRDFVLEFLAANSIAAVHLSR_ B4FAV4_MAIZE 4 758.39654 3029.557 0.85059 0.17364 1.0148 123.67 123.67 3.13E-08 53.88 1361000

36434 NSIDAVSDRDFVLEFLAANSIAAVHLSR Unmodified _NSIDAVSDRDFVLEFLAANSIAAVHLSR_ B4FAV4_MAIZE 4 758.39654 3029.557 0.82087 -0.36657 0.44593 131.23 131.23 1.94E-02 28.69 515670

36435 NSIEMTASELQK Oxidation (M) _NSIEM(ox)TASELQK_ B6T556_MAIZE 2 683.82957 1365.6446 0.55839 0.009747 0.54291 60.517 60.517 1.11E-04 65.91 1196800

36436 NSIEMTASELQK Unmodified _NSIEMTASELQK_ B6T556_MAIZE 2 675.83212 1349.6497 0.46014 -0.62319 -0.18989 63.405 63.405 2.62E-07 51.25 840780

36437 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.67365 0.25045 0.91728 122.72 122.72 1.11E-04 62.46 4208300

36438 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.82363 0.26574 1.0826 123.26 123.26 1.11E-04 58.39 1027700

36439 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.78063 0.24431 1.0179 123.48 123.48 1.11E-04 60.41 1288000

36440 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.78081 0.44948 1.2232 123.68 123.68 1.11E-04 43.88 417510

36441 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.82263 0.40297 1.2193 123.32 123.32 4.56E-01 10.3 364030

36442 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.77945 0.52419 1.2965 124.12 124.12 1.98E-03 69.15 773540

36443 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.76116 -0.059656 0.69596 123.12 123.12 2.62E-07 67.19 10944000

36444 NSIGCLFWLLAR Unmodified _NSIGCLFWLLAR_ B4G194_MAIZE 2 725.38719 1448.7598 0.80895 1.6945 2.4953 128.25 128.25 1.60E-02 22.19 70409

36445 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.75075 0.035069 0.78203 122.26 122.26 1.68E-09 94.28 927220

36446 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.68561 -0.93737 -0.25445 122.84 122.84 2.62E-07 63.68 250100
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36447 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.74835 -0.72045 0.025578 123.01 123.01 1.11E-04 60.05 309550

36448 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.76793 -1.0207 -0.25583 123.09 123.09 1.60E-02 44.04 273700

36449 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.86264 0.71596 1.5741 123.56 123.56 2.62E-07 57.75 275420

36450 NSIGCLFWLLSR Unmodified _NSIGCLFWLLSR_ B4FTD2_MAIZE 2 733.38465 1464.7547 0.72988 0.30515 1.0308 122.62 122.62 1.11E-04 62.02 3260700

36452 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.65081 -0.5103 0.1063 55.76 55.76 4.96E-02 44.81 576760

36453 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.63415 -0.20895 0.39093 55.976 55.976 3.82E-10 61.95 818340

36454 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.62239 -0.15462 0.43331 57.884 57.884 6.12E-08 64.7 1788000

36455 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.62109 -0.35473 0.2319 57.241 57.241 1.74E-08 62.21 1983100

36456 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.57496 -0.22842 0.31253 57.781 57.781 6.12E-08 59.43 4386200

36457 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.69171 0.88845 1.5454 59.748 59.748 5.87E-01 0.4 487930

36458 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.63651 -0.30052 0.30163 58.228 58.228 7.60E-01 1.21 497390

36459 NSLENYAYNMR Oxidation (M) _NSLENYAYNM(ox)R_ Q5EBY7_MAIZE 2 695.80643 1389.5983 0.60527 -0.045123 0.52661 56.205 56.205 6.12E-08 61.4 599870

36460 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.60112 -0.30332 0.25988 67.296 67.296 3.60E-06 60.49 2970000

36461 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.60897 -0.1859 0.38628 67.974 67.974 5.66E-08 70.76 1075200

36462 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.6136 -0.10383 0.47227 68.949 68.949 3.60E-06 67.74 1485700

36463 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.60869 -0.1919 0.38015 68.449 68.449 3.60E-06 58.32 1355300

36464 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.54645 -0.21363 0.29534 68.562 68.562 3.60E-06 67.38 3932000

36465 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.64633 0.11239 0.72122 68.774 68.774 3.57E-04 52.72 598050

36466 NSLENYAYNMR Unmodified _NSLENYAYNMR_ Q5EBY7_MAIZE 2 687.80898 1373.6034 0.59315 0.32196 0.87698 67.795 67.795 4.43E-05 30.89 380930

36467 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.688 0.26566 0.92109 51.615 51.615 7.13E-03 36.95 1024400

36468 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.7191 0.32827 1.0154 60.747 60.747 3.57E-04 28.91 1125100

36469 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.64904 0.089377 0.70698 51.59 51.59 1.74E-08 49.8 1529500

36470 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.63997 0.072493 0.68019 53.831 53.831 3.82E-10 56.38 2539000

36471 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.63784 -0.13466 0.47123 53.138 53.138 3.10E-05 66.23 4006200

36472 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.56984 -0.099872 0.43857 53.841 53.841 1.36E-04 38.96 8908600

36473 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.70245 0.32984 1.0009 57.708 57.708 3.10E-05 37.01 472790

36474 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.71188 -0.11386 0.56617 53.773 53.773 6.12E-08 51.04 692550

36475 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.66994 0.24317 0.8812 54.395 54.395 6.12E-08 35.01 846090

36476 NSLENYSYNMR Oxidation (M) _NSLENYSYNM(ox)R_ B6T2Q6_MAIZE 2 703.80389 1405.5932 0.63704 0.59004 1.1955 52.055 52.055 2.73E-06 51.94 819320

36477 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.60688 -0.051176 0.52219 60.751 60.751 3.60E-06 57.06 7433600

36478 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.63344 -0.12116 0.47924 61.111 61.111 5.66E-08 66.41 1841800

36479 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.60925 -0.19348 0.38171 62.66 62.66 5.66E-08 62.4 2882200

36480 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.61404 -0.19354 0.3866 62.006 62.006 3.57E-04 55.76 4105900

36481 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.55722 -0.3378 0.18668 62.382 62.382 3.60E-06 55.4 8654000
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36482 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.66677 -0.35364 0.28049 68.55 68.55 3.57E-04 52.71 738710

36483 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.65214 -0.1161 0.50225 62.524 62.524 3.57E-04 51.86 1721100

36484 NSLENYSYNMR Unmodified _NSLENYSYNMR_ B6T2Q6_MAIZE 2 695.80643 1389.5983 0.61743 -0.011223 0.57192 62.841 62.841 3.60E-06 51.14 1840500

36485 NSLEVTSPDELK Unmodified _NSLEVTSPDELK_ B6U0J6_MAIZE 2 666.33809 1330.6616 0.57376 0.91079 1.4686 62.087 62.087 6.74E-02 48.14 260330

36486 NSLHFIIDTASGDHPFDPYFSLLK Unmodified _NSLHFIIDTASGDHPFDPYFSLLK_ B4FBW5_MAIZE 3 912.1219 2733.3439 1.1368 -0.34893 0.79013 115.58 115.58 4.52E-05 20.2 1074600

36487 NSNVPAGLFFQHAGHR Unmodified _NSNVPAGLFFQHAGHR_ Q94F77_MAIZE 3 584.629 1750.8652 0.23938 -0.22406 0.018274 65.366 65.366 2.89E-01 17.32 630790

36488 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.27733 -0.13473 0.1266 30.738 30.738 9.57E-01 6.46 73647

36489 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.22948 0.86012 1.0712 31.554 31.554 7.88E-01 12.01 73978

36490 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.18225 0.15709 0.32356 31.874 31.874 1.00E+00 0.93 45056

36491 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.15604 -0.008161 0.1334 31.084 31.084 3.77E-01 15.12 205290

36492 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.16811 0.35297 0.50542 32.03 32.03 1.65E-01 18.28 268790

36493 NSPPMLGK Oxidation (M) _NSPPM(ox)LGK_ B4FBC9_MAIZE 2 430.22075 858.42694 0.00077906 0.47599 0.46165 34.095 34.095 1.00E+00 0.78 18753

36494 NSPPMLGK Unmodified _NSPPMLGK_ B4FBC9_MAIZE 2 422.22329 842.43202 0.16001 0.28054 0.42062 40.043 40.043 1.65E-01 10.59 580190

36495 NSQDGLTPEQR Unmodified _NSQDGLTPEQR_ B6UEA2_MAIZE 2 622.79692 1243.5793 0.23607 -0.011204 0.21861 33.981 33.981 4.96E-02 37.36 202340

36496 NSQDGLTPEQR Unmodified _NSQDGLTPEQR_ B6UEA2_MAIZE 2 622.79692 1243.5793 0.33597 -0.037803 0.29241 37.487 37.487 7.60E-01 12.11 42000

36497 NSSNWDSLSDAR Unmodified _NSSNWDSLSDAR_ B4FW57_MAIZE 2 676.29729 1350.58 0.58598 0.19147 0.76215 58.161 58.161 1.68E-09 83.45 990620

36498 NSSNWDSLSDAR Unmodified _NSSNWDSLSDAR_ B4FW57_MAIZE 2 676.29729 1350.58 0.55799 -0.026808 0.51617 58.384 58.384 1.68E-09 83.63 560900

36499 NSSNWDSLSDAR Unmodified _NSSNWDSLSDAR_ B4FW57_MAIZE 2 676.29729 1350.58 0.56359 0.41188 0.95956 60.182 60.182 2.62E-07 87.92 786950

36500 NSSNWDSLSDAR Unmodified _NSSNWDSLSDAR_ B4FW57_MAIZE 2 676.29729 1350.58 0.55288 0.27693 0.81521 59.53 59.53 1.68E-09 88.06 1233300

36501 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0397 0.17749 1.2053 96.643 96.643 2.00E-19 77.15 3537000

36502 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.1338 -0.17502 0.9489 101.16 101.16 1.00E+00 3.81 8655.8

36503 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0312 -0.027311 0.99309 97.373 97.373 2.96E-06 55.55 2116800

36504 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0057 -0.026118 0.96798 97.395 97.395 1.95E-13 43 4166700

36505 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 0.98402 -0.10095 0.87165 97.291 97.291 1.95E-13 58.69 3959100

36506 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0198 -0.066827 0.94264 96.927 96.927 1.95E-13 59.37 3346400

36507 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 0.97545 -0.44387 0.52069 97.344 97.344 1.95E-13 59.78 29354000

36508 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 3 566.2825 1695.8257 0.12228 0.093334 0.20451 97.323 97.323 6.81E-01 10 1537300

36509 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0624 0.031346 1.0829 96.884 96.884 7.64E-09 53.54 725900

36510 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.0351 0.055778 1.08 97.396 97.396 7.64E-09 56.66 491230

36511 NSSYFVEWIPNNVK Unmodified _NSSYFVEWIPNNVK_ TBB5_MAIZE B4 2 848.92011 1695.8257 1.028 0.15155 1.169 98.612 98.612 2.25E-03 43.63 887490

36512 NSTELLNR Unmodified _NSTELLNR_ B4FY98_MAIZE 2 473.75126 945.48796 -0.014154 -1.3927 -1.4358 40.948 40.948 1.90E-02 47.88 598130

36513 NSTELLNR Unmodified _NSTELLNR_ B4FY98_MAIZE 2 473.75126 945.48796 -0.25816 -0.49132 -0.77938 40.433 40.433 2.92E-02 37.39 163650

36514 NSTELLNR Unmodified _NSTELLNR_ B4FY98_MAIZE 2 473.75126 945.48796 -0.037611 -0.40931 -0.47777 43.124 43.124 5.06E-02 44.47 166360

36515 NSTELLNR Unmodified _NSTELLNR_ B4FY98_MAIZE 2 473.75126 945.48796 -0.12183 -0.079743 -0.2317 43.732 43.732 1.65E-01 37.17 2108100
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36516 NSTISDVITDLK Unmodified _NSTISDVITDLK_ B4FHY8_MAIZE 2 653.34846 1304.6824 0.52426 0.35341 0.87364 87.24 87.24 1.00E+00 12.47 415900

36517 NSTISDVITDLK Unmodified _NSTISDVITDLK_ B4FHY8_MAIZE 2 653.34846 1304.6824 0.46729 0.20088 0.66599 87.872 87.872 2.00E-01 20.43 315480

36518 NSTNIDSVIDWLVK Unmodified _NSTNIDSVIDWLVK_ B6TA16_MAIZE 2 802.41994 1602.8253 0.96318 0.1404 1.101 98.739 98.739 1.29E-01 5.26 2440100

36519 NSTNIDSVIDWLVK Unmodified _NSTNIDSVIDWLVK_ B6TA16_MAIZE 2 802.41994 1602.8253 0.85659 -0.29033 0.56453 99.133 99.133 6.77E-01 3.2 9037800

36520 NSTVVPGGGAIDMEISK Unmodified _NSTVVPGGGAIDMEISK_ B4FBP0_MAIZE 2 837.92199 1673.8294 1.0776 -0.23881 0.83962 75.143 75.143 5.62E-03 55.73 597990

36521 NSTVVPGGGAIDMEISK Unmodified _NSTVVPGGGAIDMEISK_ B4FBP0_MAIZE 2 837.92199 1673.8294 1.133 0.092304 1.2254 75.565 75.565 1.51E-07 50.29 436020

36522 NSTVVPGGGAIDMEISK Oxidation (M) _NSTVVPGGGAIDM(ox)EISK_ B4FBP0_MAIZE 2 845.91945 1689.8244 0.97246 -1.4156 -0.43816 66.793 66.793 8.75E-01 7.12 177690

36523 NSTVVPGGGAIDMEISK Oxidation (M) _NSTVVPGGGAIDM(ox)EISK_ B4FBP0_MAIZE 2 845.91945 1689.8244 1.0953 1.1649 2.2617 67.718 67.718 1.22E-02 29.54 302630

36524 NSTVVPGGGAIDMEISK Oxidation (M) _NSTVVPGGGAIDM(ox)EISK_ B4FBP0_MAIZE 2 845.91945 1689.8244 1.0483 -0.22574 0.82539 67.329 67.329 2.72E-05 49.2 551920

36525 NSVATGEVYPLELTDVGAWK Unmodified _NSVATGEVYPLELTDVGAWK_ B6SZA5_MAIZE 2 1075.0442 2148.0739 1.203 -0.79749 0.40536 107.25 107.25 1.14E-03 22.74 294460

36526 NSVATGEVYPLELTDVGAWK Unmodified _NSVATGEVYPLELTDVGAWK_ B6SZA5_MAIZE 2 1075.0442 2148.0739 1.1035 -0.068146 1.0346 108.39 108.39 8.25E-66 104.51 1794000

36527 NSVATGEVYPLELTDVGAWK Unmodified _NSVATGEVYPLELTDVGAWK_ B6SZA5_MAIZE 2 1075.0442 2148.0739 1.1393 0.062381 1.2003 110.35 110.35 2.77E-53 85.59 663600

36528 NSVPLER Unmodified _NSVPLER_ B4FHT1_MAIZE 2 407.72451 813.43447 0.16044 -2.7748 -2.6317 35.524 35.524 1.00E+00 10.59 483900

36529 NSVPLER Unmodified _NSVPLER_ B4FHT1_MAIZE 2 407.72451 813.43447 0.022569 -2.364 -2.3601 34.456 34.456 1.00E+00 12.25 353980

36530 NSVPLER Unmodified _NSVPLER_ B4FHT1_MAIZE 2 407.72451 813.43447 0.26926 -0.32367 -0.077071 37.286 37.286 1.00E+00 22.14 626610

36531 NSVPLER Unmodified _NSVPLER_ B4FHT1_MAIZE 2 407.72451 813.43447 0.25992 -0.78392 -0.54574 36.431 36.431 7.83E-01 15.67 826500

36532 NSVPLER Unmodified _NSVPLER_ B4FHT1_MAIZE 2 407.72451 813.43447 0.21147 -1.2428 -1.0524 37.971 37.971 1.86E-01 32.94 16321000

36533 NSWDVFAEILEK Unmodified _NSWDVFAEILEK_ B6TIG6_MAIZE 2 725.86427 1449.714 0.77106 0.88439 1.6396 121.4 121.4 1.98E-03 40.09 220470

36534 NSWGADWGDEGYFK Unmodified _NSWGADWGDEGYFK_ B4F9B5_MAIZE 2 816.34169 1630.6688 1.0082 0.007878 1.0176 91.633 91.633 3.56E-04 41.48 444980

36535 NSWGADWGDEGYFK Unmodified _NSWGADWGDEGYFK_ B4F9B5_MAIZE 2 816.34169 1630.6688 1.0395 0.039273 1.0799 92.356 92.356 3.56E-04 58.68 376010

36536 NSWGADWGDEGYFK Unmodified _NSWGADWGDEGYFK_ B4F9B5_MAIZE 2 816.34169 1630.6688 0.88973 -0.25742 0.63394 92.051 92.051 1.95E-13 83.9 14978000

36537 NSWGADWGDEGYFK Unmodified _NSWGADWGDEGYFK_ B4F9B5_MAIZE 2 816.34169 1630.6688 0.97108 -0.006833 0.96605 93.076 93.076 2.00E-19 77.21 217190

36538 NSWGENWGENGYYK Unmodified _NSWGENWGENGYYK_ B4FX40_MAIZE 2 852.35788 1702.7012 1.0621 0.1226 1.168 75.497 75.497 7.64E-09 68.21 1607800

36539 NSWGENWGENGYYK Unmodified _NSWGENWGENGYYK_ B4FX40_MAIZE 2 852.35788 1702.7012 0.97352 0.063706 1.0214 74.879 74.879 2.00E-19 64.57 2958100

36540 NSWGQGWGDDGYIR Unmodified _NSWGQGWGDDGYIR_ B4FS65_MAIZE 2 805.85276 1609.691 0.89877 -0.045016 0.86011 81.076 81.076 2.96E-06 57.51 2022800

36541 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.99181 0.28578 1.2759 73.244 73.244 3.56E-04 71.16 1348600

36542 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.9834 0.73225 1.714 73.841 73.841 3.56E-04 77.09 346790

36543 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.97196 0.72182 1.6919 74.551 74.551 2.25E-03 60.83 532690

36544 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.97791 0.25838 1.2347 74.156 74.156 2.96E-06 86.14 636270

36545 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.95688 -0.007044 0.94889 74.028 74.028 3.56E-04 64.19 620940

36546 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.90973 0.014784 0.92376 74.393 74.393 2.00E-19 96.73 4717900

36547 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.89548 -0.20359 0.69164 74.244 74.244 1.95E-13 81.74 15934000

36548 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.86664 0.19516 1.0614 73.804 73.804 7.64E-09 62.77 1465000

36549 NSWGSSWGESGYVR Unmodified _NSWGSSWGESGYVR_ B6TGM9_MAIZE 2 786.34731 1570.6801 0.92519 0.30942 1.2342 75.255 75.255 3.56E-04 72.56 301530
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36550 NSWGTHWGEK Unmodified _NSWGTHWGEK_ B6TIC7_MAIZE 2 601.27289 1200.5312 0.24298 1.262 1.5011 49.788 49.788 4.40E-02 47.5 289450

36551 NSWGTQWGEAGYVR Unmodified _NSWGTQWGEAGYVR_ B4FU56_MAIZE 2 805.87095 1609.7274 1.0027 -0.031586 0.97177 76.226 76.226 2.96E-06 64.8 618600

36552 NSWGTQWGEAGYVR Unmodified _NSWGTQWGEAGYVR_ B4FU56_MAIZE 2 805.87095 1609.7274 0.96044 0.20663 1.167 77.453 77.453 2.96E-06 61.85 236090

36553 NSWGTQWGEAGYVR Unmodified _NSWGTQWGEAGYVR_ B4FU56_MAIZE 2 805.87095 1609.7274 0.96005 0.18303 1.1434 77.129 77.129 2.25E-03 73.96 1781500

36554 NSYDEILTGLAK Unmodified _NSYDEILTGLAK_ B6SZD6_MAIZE 2 662.34317 1322.6718 0.52337 0.23413 0.73483 87.554 87.554 2.00E-01 19.06 1115700

36555 NSYDEILTGLAK Unmodified _NSYDEILTGLAK_ B6SZD6_MAIZE 2 662.34317 1322.6718 0.51905 0.48563 0.98201 87.973 87.973 9.64E-17 93.69 866660

36556 NSYDEILTGLAK Unmodified _NSYDEILTGLAK_ B6SZD6_MAIZE 2 662.34317 1322.6718 0.50277 0.42713 0.90806 88.311 88.311 2.00E-01 14.54 2437800

36557 NSYDEILTGLAK Unmodified _NSYDEILTGLAK_ B6SZD6_MAIZE 2 662.34317 1322.6718 0.44945 0.28815 0.71512 88.008 88.008 7.61E-14 91.31 7906400

36558 NSYDEILTGLAKPGGGEEFGK Unmodified _NSYDEILTGLAKPGGGEEFGK_ B6SZD6_MAIZE 3 728.02694 2181.059 0.74409 -0.085729 0.64999 91.513 91.513 1.00E+00 1.79 1137600

36559 NSYDEILTGLAKPGGGEEFGK Unmodified _NSYDEILTGLAKPGGGEEFGK_ B6SZD6_MAIZE 3 728.02694 2181.059 0.73514 -0.042653 0.68446 92.058 92.058 9.62E-03 27.29 486030

36560 NSYDEILTGLAKPGGGEEFGK Unmodified _NSYDEILTGLAKPGGGEEFGK_ B6SZD6_MAIZE 3 728.02694 2181.059 0.72091 0.24658 0.95848 92.258 92.258 3.35E-04 40.82 1140900

36561 NSYDEILTGLAKPGGGEEFGK Unmodified _NSYDEILTGLAKPGGGEEFGK_ B6SZD6_MAIZE 3 728.02694 2181.059 0.68572 0.28753 0.96352 92.071 92.071 1.25E-14 64.86 5782400

36562 NSYDEILTGLAKPGGGEEFGK Unmodified _NSYDEILTGLAKPGGGEEFGK_ B6SZD6_MAIZE 2 1091.5368 2181.059 1.1266 -0.29613 0.82211 92.013 92.013 3.89E-34 89.84 650970

36563 NSYIQIPPFLAPK Unmodified _NSYIQIPPFLAPK_ O23887_MAIZE 2 744.41648 1486.8184 0.85827 -0.13445 0.70667 102.39 102.39 2.61E-08 49.7 434600

36564 NSYIQIPPFLAPK Unmodified _NSYIQIPPFLAPK_ O23887_MAIZE 2 744.41648 1486.8184 0.84165 0.83653 1.6592 97.063 97.063 5.66E-01 8.03 229740

36565 NSYIQIPPFLAPK Unmodified _NSYIQIPPFLAPK_ O23887_MAIZE 2 744.41648 1486.8184 0.87423 0.74285 1.5976 97.266 97.266 1.00E+00 5.7 326530

36566 NSYIQIPPFLAPK Unmodified _NSYIQIPPFLAPK_ O23887_MAIZE 2 744.41648 1486.8184 0.79967 0.47141 1.2524 96.282 96.282 2.65E-01 10.72 1775100

36567 NTAAVGGLLSDLR Unmodified _NTAAVGGLLSDLR_ B6SWZ4_MAIZE 2 643.85678 1285.699 0.43934 -0.058542 0.37388 84.894 84.894 9.54E-02 14.45 167290

36568 NTAAVGGLLSDLR Unmodified _NTAAVGGLLSDLR_ B6SWZ4_MAIZE 2 643.85678 1285.699 0.4508 0.14326 0.58561 85.155 85.155 4.68E-05 51.9 329920

36569 NTAAVGGLLSDLR Unmodified _NTAAVGGLLSDLR_ B6SWZ4_MAIZE 2 643.85678 1285.699 0.4673 0.34913 0.8085 84.494 84.494 9.49E-01 13.32 351100

36570 NTAAVGGLLSDLR Unmodified _NTAAVGGLLSDLR_ B6SWZ4_MAIZE 2 643.85678 1285.699 0.46707 0.28803 0.74765 84.913 84.913 9.54E-02 22.91 1273200

36571 NTADTTIYSIEK Unmodified _NTADTTIYSIEK_ B4F8Q2_MAIZE 2 678.33809 1354.6616 0.57116 -0.002605 0.55357 62.226 62.226 2.62E-07 58.39 750980

36572 NTADTTIYSIEK Unmodified _NTADTTIYSIEK_ B4F8Q2_MAIZE 2 678.33809 1354.6616 0.49977 0.2074 0.69227 62.011 62.011 7.61E-14 77.6 4738900

36573 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.26978 0.21226 0.46959 83.377 83.377 2.62E-07 57.08 2942000

36574 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.24 0.15315 0.38108 83.949 83.949 1.98E-03 38.69 1202600

36575 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.27243 0.17066 0.43025 84.261 84.261 1.68E-09 64.87 1690000

36576 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.28234 0.12928 0.39914 83.927 83.927 1.98E-03 55.83 1478300

36577 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.26814 0.11122 0.3669 83.583 83.583 7.72E-03 43.01 737870

36578 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.23463 0.29924 0.5206 84.127 84.127 1.68E-09 55.9 7939600

36579 NTAGIDIPALVK Unmodified _NTAGIDIPALVK_ B4FFP2_MAIZE 2 606.35335 1210.6921 0.19979 0.3046 0.49129 83.876 83.876 1.68E-09 62.29 7554800

36580 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.0415 -0.26064 0.77694 93.088 93.088 1.42E-33 82.47 1435700

36581 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.0238 0.035485 1.0552 93.708 93.708 1.42E-33 88.89 1139300

36582 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.0033 0.092266 1.092 93.961 93.961 4.21E-20 84.04 1154600

36583 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.02 0.13405 1.15 93.764 93.764 7.01E-14 82.08 978320
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36584 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.0593 -0.024156 1.0315 93.462 93.462 4.21E-20 88.27 1545900

36585 NTETLVADFGESAIGR Unmodified _NTETLVADFGESAIGR_ B6U8D3_MAIZE 2 840.41539 1678.8162 1.0347 0.21319 1.2442 93.934 93.934 4.21E-20 88.43 2825100

36586 NTFGDLDQSVRPVAPLQFLQTLR Unmodified _NTFGDLDQSVRPVAPLQFLQTLR_ B6T6V5_MAIZE 3 872.46952 2614.3867 1.0861 -0.16367 0.92782 121.98 121.98 1.80E-18 69.68 1679700

36587 NTGDSAGVGGGAVTSLITMLLTGGSLSAGGLR Oxidation (M) _NTGDSAGVGGGAVTSLITM(ox)LLTGGSLSAGGLR_ B4FE29_MAIZE 3 969.50111 2905.4815 1.182 -0.019673 1.1743 130.86 130.86 2.10E-01 16.5 787700

36588 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.050179 -0.013357 -0.053696 44.656 44.656 1.62E-03 57.52 15391000

36589 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.14424 0.008995 -0.12351 44.747 44.747 1.45E-01 40.71 96415

36590 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.10087 -0.29505 -0.38489 44.195 44.195 2.81E-03 41.33 4457400

36591 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.036346 -0.16726 -0.19267 46.819 46.819 1.25E-02 40.42 5699600

36592 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.037265 -0.16229 -0.18804 46.012 46.012 1.25E-02 45.79 6071000

36593 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.06382 0.084626 0.031338 46.92 46.92 1.25E-02 49.27 3217800

36594 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.034616 -0.18371 -0.20806 46.746 46.746 1.25E-02 49.53 5352200

36595 NTGPEDVVVK Unmodified _NTGPEDVVVK_ B6U7D8_MAIZE 2 529.27985 1056.5451 -0.10534 -0.071301 -0.16607 48.166 48.166 2.81E-03 38.37 378530

36596 NTIFMQGLEGLNYLVK Oxidation (M) _NTIFM(ox)QGLEGLNYLVK_ Q5YLM2_MAIZE 3 619.3256 1854.955 0.36094 0.064304 0.41678 116.85 116.85 1.00E+00 6.93 311260

36597 NTIFMQGLEGLNYLVK Oxidation (M) _NTIFM(ox)QGLEGLNYLVK_ Q5YLM2_MAIZE 2 928.48476 1854.955 1.1522 1.0007 2.1429 116.83 116.83 7.42E-06 42.46 270320

36598 NTIKDEK Unmodified _NTIKDEK_ B6T2Q6_MAIZE 2 424.22962 846.4447 0.22843 0.28797 0.48529 10.682 10.682 4.49E-02 43.58 124150

36599 NTIKDEK Unmodified _NTIKDEK_ B6T2Q6_MAIZE 2 424.22962 846.4447 0.2945 0.43542 0.70002 7.3779 7.3779 1.00E+00 15.81 10883

36600 NTIKDEK Unmodified _NTIKDEK_ B6T2Q6_MAIZE 2 424.22962 846.4447 0.22017 0.30074 0.48928 9.6462 9.6462 7.83E-01 29.28 85906

36601 NTIPLSTAAAANFTR Unmodified _NTIPLSTAAAANFTR_ B6SIM7_MAIZE 2 774.41245 1546.8104 0.92597 -0.25079 0.66073 75.523 75.523 1.12E-07 85.11 684820

36602 NTIPLSTAAAANFTR Unmodified _NTIPLSTAAAANFTR_ B6SIM7_MAIZE 2 774.41245 1546.8104 0.89347 0.28976 1.168 77.108 77.108 1.26E-03 46.42 23230

36603 NTIPLSTAAAANFTR Unmodified _NTIPLSTAAAANFTR_ B6SIM7_MAIZE 2 774.41245 1546.8104 0.88454 -0.079767 0.79048 76.62 76.62 1.12E-07 59.45 236190

36604 NTIPLSTAAAANFTR Unmodified _NTIPLSTAAAANFTR_ B6SIM7_MAIZE 2 774.41245 1546.8104 0.76308 -0.15292 0.59592 76.028 76.028 1.02E-23 99.58 9691100

36605 NTIPLSTAAAANFTR Unmodified _NTIPLSTAAAANFTR_ B6SIM7_MAIZE 2 774.41245 1546.8104 0.81379 -0.29862 0.50109 77.586 77.586 6.53E-30 93.01 1042100

36606 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.054066 0.13099 0.051477 50.048 50.048 3.32E-02 36.65 1310800

36607 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.18113 0.4031 0.19811 50.78 50.78 3.32E-02 37.57 110570

36608 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.16437 -0.23428 -0.42226 50.099 50.099 3.32E-02 40.75 390780

36609 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.05339 -0.1671 -0.24435 52.256 52.256 1.12E-01 24.01 1221300

36610 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.058687 -0.069334 -0.15239 51.561 51.561 1.12E-01 27.84 1382500

36611 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.1223 0.33976 0.19292 52.356 52.356 1.01E-02 49.06 1770300

36612 NTLEGLASR Unmodified _NTLEGLASR_ Q8L8G5_MAIZE 2 480.75908 959.50361 -0.12711 -0.22188 -0.3725 52.099 52.099 1.01E-02 37.38 20522000

36613 NTLENYAYNMR Unmodified _NTLENYAYNMR_ B6SZ69_MAIZE 2 694.8168 1387.619 0.62827 -0.036883 0.55789 68.224 68.224 4.43E-05 75.01 1237800

36614 NTLENYAYNMR Unmodified _NTLENYAYNMR_ B6SZ69_MAIZE 2 694.8168 1387.619 0.64433 -0.15649 0.45504 69.258 69.258 5.66E-08 70.69 1278500

36615 NTLENYAYNMR Unmodified _NTLENYAYNMR_ B6SZ69_MAIZE 2 694.8168 1387.619 0.59465 -0.21749 0.3437 69.328 69.328 3.60E-06 64.98 2098700

36616 NTLENYAYNMR Oxidation (M) _NTLENYAYNM(ox)R_ B6SZ69_MAIZE 2 702.81426 1403.614 0.65311 -0.015402 0.60738 56.591 56.591 1.36E-04 46.84 342760

36617 NTLENYAYNMR Oxidation (M) _NTLENYAYNM(ox)R_ B6SZ69_MAIZE 2 702.81426 1403.614 0.66581 0.056142 0.6907 58.44 58.44 2.73E-06 64.97 554680
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36618 NTLENYAYNMR Oxidation (M) _NTLENYAYNM(ox)R_ B6SZ69_MAIZE 2 702.81426 1403.614 0.66249 -0.041667 0.59014 57.795 57.795 3.82E-10 57.29 1268600

36619 NTLENYAYNMR Oxidation (M) _NTLENYAYNM(ox)R_ B6SZ69_MAIZE 2 702.81426 1403.614 0.60965 0.13127 0.71086 58.324 58.324 4.38E-13 58.13 2617100

36620 NTLENYAYNMR Oxidation (M) _NTLENYAYNM(ox)R_ B6SZ69_MAIZE 2 702.81426 1403.614 0.70808 0.22531 0.9027 69.314 69.314 1.47E-01 34.74 349900

36621 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 3 694.37942 2080.1164 0.57343 -0.014177 0.55473 127.01 127.01 1.74E-01 23.38 165970

36622 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 2 1041.0655 2080.1164 1.2489 -0.007447 1.2377 126.95 126.95 3.25E-02 38.14 27227

36623 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 3 694.37942 2080.1164 0.56044 0.20488 0.7608 114.85 114.85 3.35E-08 64.55 2540800

36624 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 2 1041.0655 2080.1164 1.1566 0.016427 1.1689 114.81 114.81 1.23E-19 113.33 382810

36625 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 2 1041.0655 2080.1164 1.2015 0.43852 1.6352 118.74 118.74 2.97E-04 43.58 52846

36626 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 2 1041.0655 2080.1164 1.22 0.45198 1.6675 121.13 121.13 3.25E-02 49.06 41152

36627 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 3 694.37942 2080.1164 0.62287 0.68947 1.3066 121.52 121.52 7.80E-02 16 253010

36628 NTLIEGGGIGVAIETATSHIK Unmodified _NTLIEGGGIGVAIETATSHIK_ Q29SB6_MAIZE 3 694.37942 2080.1164 0.61867 0.2741 0.88805 126.34 126.34 2.06E-04 39.98 228250

36629 NTLIEGGGIGVAIETATSHIKVEPAAGGGSVVK Unmodified _NTLIEGGGIGVAIETATSHIKVEPAAGGGSVVK_ Q29SB6_MAIZE 4 783.92794 3131.6826 0.87677 -0.21726 0.66107 129.56 129.56 1.70E-03 36.31 418110

36630 NTLLSLIR Unmodified _NTLLSLIR_ B6U7R7_MAIZE 2 465.29256 928.57057 0.054082 0.075021 0.10181 85.101 85.101 1.00E+00 12.19 177150

36631 NTLLSLIR Unmodified _NTLLSLIR_ B6U7R7_MAIZE 2 465.29256 928.57057 -0.13343 0.32347 0.16127 86.001 86.001 7.88E-01 23.55 82626

36632 NTLLSLIR Unmodified _NTLLSLIR_ B6U7R7_MAIZE 2 465.29256 928.57057 0.00081545 0.029284 0.0032471 86.205 86.205 1.90E-02 50.09 146350

36633 NTLLSLIR Unmodified _NTLLSLIR_ B6U7R7_MAIZE 2 465.29256 928.57057 -0.091204 0.13476 0.015303 85.57 85.57 2.92E-02 33.27 1023100

36634 NTNADGKPFSFTFAYHTYFK Unmodified _NTNADGKPFSFTFAYHTYFK_ B6SWP6_MAIZE 3 786.03929 2355.096 0.92234 0.017305 0.94211 91.923 91.923 1.31E-21 62.21 576560

36635 NTPFNEEHR Unmodified _NTPFNEEHR_ B4F938_MAIZE 2 572.26252 1142.5105 0.16157 0.41472 0.55957 34.212 34.212 3.32E-02 29.51 92188

36636 NTPLHYAAGYGR Unmodified _NTPLHYAAGYGR_ B4G137_MAIZE 2 660.32819 1318.6418 0.45778 0.085091 0.52811 51.492 51.492 2.00E-01 26.83 1414900

36637 NTPLHYAAGYGR Unmodified _NTPLHYAAGYGR_ B4G137_MAIZE 3 440.55455 1318.6418 -0.017736 0.001672 -0.030899 51.495 51.495 6.54E-02 12.62 6078600

36638 NTQQHQGGEQAQDQENEVK Unmodified _NTQQHQGGEQAQDQENEVK_ Q41824_MAIZE 3 723.32481 2166.9526 0.81555 -0.20391 0.60763 29.147 29.147 6.40E-03 37.14 320780

36639 NTQQHQGGEQAQDQENEVKDR Unmodified _NTQQHQGGEQAQDQENEVKDR_ Q41824_MAIZE 4 610.52744 2438.0807 0.30132 -0.066476 0.22893 32.623 32.623 2.85E-04 32.74 1529600

36640 NTQQHQGGEQAQDQENEVKDR Unmodified _NTQQHQGGEQAQDQENEVKDR_ Q41824_MAIZE 3 813.70083 2438.0807 1.0455 0.27273 1.3127 32.627 32.627 9.19E-08 44.51 206510

36641 NTSAVSIILR Unmodified _NTSAVSIILR_ B6TKY3_MAIZE 2 537.31931 1072.6241 0.034598 0.065306 0.081854 71.223 71.223 2.81E-03 44.42 711490

36642 NTSAVSIILR Unmodified _NTSAVSIILR_ B6TKY3_MAIZE 2 537.31931 1072.6241 0.010883 -0.12077 -0.12788 70.759 70.759 7.11E-01 24.03 496800

36643 NTSLTVFFDVSPSER Unmodified _NTSLTVFFDVSPSER_ B4F918_MAIZE 2 849.92031 1697.8261 1.0856 0.27973 1.3734 99.731 99.731 1.26E-03 29.56 104790

36644 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.2495 -0.066593 1.1892 113.39 113.39 3.27E-01 1.59 273800

36645 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.1734 -0.21385 0.9664 113.84 113.84 3.27E-01 5.11 241080

36646 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.1917 -0.1949 1.0028 113.93 113.93 8.02E-03 19.5 268110

36647 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.239 -0.41251 0.83322 114.04 114.04 7.11E-02 18.13 184330

36648 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.3242 -0.33052 0.99995 113.55 113.55 1.63E-03 21.18 187000

36649 NTTYVDAVMTVPLGAMLPVSGINVAFNR 2 Oxidation (M) _NTTYVDAVM(ox)TVPLGAM(ox)LPVSGINVAFNR_ B4FX25_MAIZE 3 994.8403 2981.4991 1.2132 -0.43083 0.78928 113.85 113.85 2.90E-09 24.26 1944900

36650 NTVEDEAVVLGAGAFEVAAK Unmodified _NTVEDEAVVLGAGAFEVAAK_ B4FF57_MAIZE 2 995.51002 1989.0055 1.1969 0.61795 1.8098 110.48 110.48 3.79E-06 38.84 85436

36651 NTVEDEAVVLGAGAFEVAAK Unmodified _NTVEDEAVVLGAGAFEVAAK_ B4FF57_MAIZE 3 664.00911 1989.0055 0.58562 0.15198 0.73271 110.55 110.55 6.91E-01 2.55 236260
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36652 NTVEGITGIISK Unmodified _NTVEGITGIISK_ B6U4F8_MAIZE 2 616.34826 1230.682 0.33661 0.095588 0.42666 72.94 72.94 1.68E-09 52.35 1162000

36653 NTVEGITGIISK Unmodified _NTVEGITGIISK_ B6U4F8_MAIZE 2 616.34826 1230.682 0.27375 0.1088 0.37786 73.509 73.509 1.00E+00 4.91 511510

36654 NTVEGITGIISK Unmodified _NTVEGITGIISK_ B6U4F8_MAIZE 2 616.34826 1230.682 0.35301 0.38238 0.72914 73.737 73.737 2.05E-12 87.4 558260

36655 NTVEGITGIISK Unmodified _NTVEGITGIISK_ B6U4F8_MAIZE 2 616.34826 1230.682 0.27623 -0.007766 0.26361 73.724 73.724 2.62E-07 57.21 1065100

36656 NTVESITGIISK Unmodified _NTVESITGIISK_ B4FFZ2_MAIZE 2 631.35354 1260.6925 0.40231 0.32175 0.71293 77.752 77.752 1.00E+00 6 816940

36657 NTVESITGIISK Unmodified _NTVESITGIISK_ B4FFZ2_MAIZE 2 631.35354 1260.6925 0.34809 0.62079 0.95775 78.318 78.318 1.68E-09 60.02 483540

36658 NTVESITGIISK Unmodified _NTVESITGIISK_ B4FFZ2_MAIZE 2 631.35354 1260.6925 0.37875 0.29032 0.65836 78.815 78.815 1.00E+00 7 874230

36659 NTVESITGIISK Unmodified _NTVESITGIISK_ B4FFZ2_MAIZE 2 631.35354 1260.6925 0.38012 -1.9219 -1.5486 78.279 78.279 6.74E-02 24.83 752060

36660 NTVESITGIISK Unmodified _NTVESITGIISK_ B4FFZ2_MAIZE 2 631.35354 1260.6925 0.37484 0.050219 0.41507 78.708 78.708 2.62E-07 62.05 2405900

36661 NTVIPTK Unmodified _NTVIPTK_ B4FW90_MAIZE 2 386.7318 771.44905 0.52442 -0.23206 0.2888 35.069 35.069 1.00E+00 5.53 465960

36662 NTVIPTK Unmodified _NTVIPTK_ B4FW90_MAIZE 2 386.7318 771.44905 0.46134 -0.050123 0.40657 35.723 35.723 4.46E-01 23.98 703460

36663 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.14302 0.017458 0.14697 25.673 25.673 7.88E-01 25.91 53611

36664 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 -0.096427 -0.031396 -0.14105 23.928 23.928 1.00E+00 5.58 13525

36665 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.088034 -0.22143 -0.1449 26.164 26.164 3.77E-01 23.27 34425

36666 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.094263 -0.12756 -0.045096 25.598 25.598 1.00E+00 11.14 73535

36667 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.034127 -0.25943 -0.23652 25.78 25.78 1.00E+00 15.86 164980

36668 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.14648 -0.20423 -0.07124 26.383 26.383 1.00E+00 8.9 4403.3

36669 NTVIPTKK Unmodified _NTVIPTKK_ B4FW90_MAIZE 2 450.77928 899.54402 0.17999 -0.016209 0.15135 25.294 25.294 1.00E+00 10.94 7985.4

36670 NTVPGDVSAMVPGGIR Unmodified _NTVPGDVSAMVPGGIR_ B6T7Q7_MAIZE 2 785.40631 1568.7981 0.95349 -0.17079 0.79485 82.806 82.806 9.46E-03 46.48 720060

36671 NTVQLFASR Unmodified _NTVQLFASR_ B4FMF7_MAIZE 2 518.28272 1034.5509 -0.067644 -0.34968 -0.42164 61.408 61.408 9.73E-03 39.85 513020

36672 NTVQLFASR Unmodified _NTVQLFASR_ B4FMF7_MAIZE 2 518.28272 1034.5509 -0.038723 -0.18449 -0.22808 61.279 61.279 9.73E-03 38.19 1861100

36673 NTVQLFASR Unmodified _NTVQLFASR_ B4FMF7_MAIZE 2 518.28272 1034.5509 -0.11642 0.19369 0.071588 61.763 61.763 3.13E-03 54.58 6933200

36674 NTVSSFNTWIEK Unmodified _NTVSSFNTWIEK_ B4FN54_MAIZE 2 713.35407 1424.6936 0.84139 0.13971 0.97575 78.532 78.532 4.56E-01 0.76 393060

36675 NTVSSFNTWIEK Unmodified _NTVSSFNTWIEK_ B4FN54_MAIZE 2 713.35407 1424.6936 0.67477 -0.34922 0.3211 79.414 79.414 1.11E-04 49.12 1874900

36676 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.20644 0.27736 0.48537 24.725 24.725 1.65E-01 35.39 157400

36677 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.13623 -0.17347 -0.034318 25.44 25.44 7.88E-01 20.37 469490

36678 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.10311 -0.22676 -0.12048 25.011 25.011 7.88E-01 11.42 1095800

36679 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.065373 -0.16402 -0.096466 25.008 25.008 5.06E-02 22.22 750300

36680 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.19426 0.12225 0.31817 25.789 25.789 1.90E-02 35.22 147840

36681 NTVTQVAK Unmodified _NTVTQVAK_ B6U4D6_MAIZE 2 430.74544 859.47633 0.11775 0.8227 0.94113 25.717 25.717 3.77E-01 18.76 59188

36682 NVALFR Unmodified _NVALFR_ B6T5Z1_MAIZE 2 360.21358 718.41261 0.9355 -0.014306 0.90474 53.75 53.75 1.00E+00 1.54 990820

36683 NVALFR Unmodified _NVALFR_ B6T5Z1_MAIZE 2 360.21358 718.41261 4.2455 54.341 54.341 4.11E-01 10.77

36684 NVALFR Unmodified _NVALFR_ B6T5Z1_MAIZE 2 360.21358 718.41261 5.0806 55.397 55.397 5.32E-01 7.26

36685 NVALFR Unmodified _NVALFR_ B6T5Z1_MAIZE 2 360.21358 718.41261 0.9555 -0.16741 0.77349 55.747 55.747 5.26E-01 19.14 444790
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36686 NVALFR Unmodified _NVALFR_ B6T5Z1_MAIZE 2 360.21358 718.41261 0.8682 0.020552 0.87137 56.385 56.385 2.64E-01 36.39 6500800

36687 NVATFLVQAGIAK Unmodified _NVATFLVQAGIAK_ B4FLV6_MAIZE 2 666.38772 1330.7609 0.44731 0.43402 0.87618 95.473 95.473 1.56E-17 100.73 1614300

36688 NVATFLVQAGIVK Unmodified _NVATFLVQAGIVK_ B6TVN6_MAIZE 2 680.40337 1358.7922 0.6425 0.40715 1.0521 112.86 112.86 9.54E-02 27.37 5117.5

36689 NVATFLVQAGIVK Unmodified _NVATFLVQAGIVK_ B6TVN6_MAIZE 2 680.40337 1358.7922 0.53155 0.58546 1.12 104.61 104.61 4.93E-21 73.36 811410

36690 NVCLVWGCCPVEGATCCK Unmodified _NVCLVWGCCPVEGATCCK_ B4FS90_MAIZE 2 1085.454 2168.8934 1.2347 -0.86842 0.39706 83.297 83.297 2.32E-57 107.42 1013000

36691 NVCTEAGMAAIR Oxidation (M) _NVCTEAGM(ox)AAIR_ B4FTV9_MAIZE 2 654.80538 1307.5962 0.47084 0.079596 0.54183 49.55 49.55 7.61E-14 73.78 1850900

36692 NVCTEAGMAAIR Oxidation (M) _NVCTEAGM(ox)AAIR_ B4FTV9_MAIZE 2 654.80538 1307.5962 0.44257 -0.18107 0.25374 50.202 50.202 2.05E-12 65.77 734680

36693 NVCTEAGMAAIR Unmodified _NVCTEAGMAAIR_ B4FTV9_MAIZE 2 646.80792 1291.6013 0.43748 -0.12017 0.3066 58.522 58.522 1.68E-09 45.59 2619200

36694 NVCTEAGMAAIR Unmodified _NVCTEAGMAAIR_ B4FTV9_MAIZE 2 646.80792 1291.6013 0.40827 -0.20762 0.19037 58.915 58.915 6.74E-02 34.14 919360

36695 NVDFAEAR Unmodified _NVDFAEAR_ B6T3V9_MAIZE 2 461.22487 920.43519 0.044266 0.2514 0.27833 46.298 46.298 2.92E-02 26.01 752080

36696 NVDFAEAR Unmodified _NVDFAEAR_ B6T3V9_MAIZE 2 461.22487 920.43519 0.040182 0.037814 0.062454 48.554 48.554 5.06E-02 25.72 342540

36697 NVDFAEAR Unmodified _NVDFAEAR_ B6T3V9_MAIZE 2 461.22487 920.43519 -0.014351 0.097338 0.066975 48.672 48.672 2.92E-02 17.42 410300

36698 NVDFAEAR Unmodified _NVDFAEAR_ B6T3V9_MAIZE 2 461.22487 920.43519 -0.098753 0.066724 -0.047812 49.267 49.267 2.92E-02 29.99 3940400

36699 NVDFAEAR Unmodified _NVDFAEAR_ B6T3V9_MAIZE 2 461.22487 920.43519 -0.11556 0.21848 0.086665 46.536 46.536 1.90E-02 36.62 7138900

36700 NVDGLDIVQLVK Unmodified _NVDGLDIVQLVK_ B4F9J5_MAIZE 2 656.87718 1311.7398 0.48988 0.3776 0.87081 96.494 96.494 7.61E-14 74.94 1599500

36701 NVDGLDIVQLVK Unmodified _NVDGLDIVQLVK_ B4F9J5_MAIZE 2 656.87718 1311.7398 0.43554 0.10289 0.54248 97.106 97.106 1.98E-03 32.74 747090

36702 NVDGLDIVQLVK Unmodified _NVDGLDIVQLVK_ B4F9J5_MAIZE 2 656.87718 1311.7398 0.48226 0.20768 0.69349 97.145 97.145 1.98E-03 35.36 1163600

36703 NVDGLDIVQLVK Unmodified _NVDGLDIVQLVK_ B4F9J5_MAIZE 2 656.87718 1311.7398 0.46416 0.22063 0.68901 97.159 97.159 7.72E-03 32.08 2717100

36704 NVDGLDIVQLVK Unmodified _NVDGLDIVQLVK_ B4F9J5_MAIZE 2 656.87718 1311.7398 0.43881 0.1575 0.59952 96.803 96.803 7.61E-14 75.36 4214200

36705 NVDHVFEHLLY Unmodified _NVDHVFEHLLY_ Q8W4W3_MAIZE 2 693.34605 1384.6776 0.65246 -0.57566 0.078003 88.654 88.654 1.47E-01 14.92 221370

36706 NVDHVFEHLLY Unmodified _NVDHVFEHLLY_ Q8W4W3_MAIZE 2 693.34605 1384.6776 0.62631 -0.89078 -0.26288 88.425 88.425 7.60E-01 12.98 241840

36707 NVDHVFEHLLY Unmodified _NVDHVFEHLLY_ Q8W4W3_MAIZE 3 462.56646 1384.6776 -0.014406 0.052396 0.037121 88.402 88.402 1.00E+00 10.51 419880

36708 NVDHVFEHLLY Unmodified _NVDHVFEHLLY_ Q8W4W3_MAIZE 3 462.56646 1384.6776 -0.052488 -0.009913 -0.061774 88.486 88.486 5.15E-02 25.71 3977000

36709 NVDMIAAR Unmodified _NVDMIAAR_ B6U4J8_MAIZE 2 445.23164 888.44874 -0.016854 0.32813 0.28538 48.731 48.731 2.92E-02 23.99 1309000

36710 NVEAACPGVVSCADILALAAR Unmodified _NVEAACPGVVSCADILALAAR_ B6SMR2_MAIZE 2 1079.0432 2156.0718 1.1072 -1.6699 -0.56381 102.82 102.82 5.37E-06 43.63 162270

36711 NVEATVLEILR Unmodified _NVEATVLEILR_ B6TFQ5_MAIZE 2 628.86408 1255.7136 0.39046 0.42694 0.79625 107.38 107.38 1.47E-01 7.64 346650

36712 NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK Unmodified _NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK_ B6T0Z6_MAIZE 2 1650.8572 3299.6997 1.0412 -0.20177 0.82687 112.05 112.05 4.67E-01 39.94 151510

36713 NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK Unmodified _NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK_ B6T0Z6_MAIZE 4 825.93221 3299.6997 0.94543 0.090377 1.0234 112.08 112.08 5.33E-01 4.34 2227600

36714 NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK Unmodified _NVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK_ B6T0Z6_MAIZE 5 660.94723 3299.6997 0.47776 0.037948 0.50284 112.08 112.08 9.55E-01 4.29 364100

36715 NVEEVVLYLK Unmodified _NVEEVVLYLK_ B6UCF6_MAIZE 2 603.34245 1204.6703 0.2189 0.35086 0.55116 88.182 88.182 4.40E-05 56.41 601300

36716 NVEEVVLYLK Unmodified _NVEEVVLYLK_ B6UCF6_MAIZE 2 603.34245 1204.6703 0.25862 0.30077 0.54044 88.388 88.388 4.40E-05 56.6 686780

36717 NVEEVVLYLK Unmodified _NVEEVVLYLK_ B6UCF6_MAIZE 2 603.34245 1204.6703 0.27216 0.20577 0.46044 88.096 88.096 1.25E-02 29.86 828800

36718 NVEFADDSERPPRR Unmodified _NVEFADDSERPPRR_ B4FR90_MAIZE 3 563.27641 1686.8074 0.16401 -0.11053 0.04038 44.588 44.588 1.83E-01 15.11 1128100

36719 NVEFGDDSERPPR Unmodified _NVEFGDDSERPPR_ B6T8U0_MAIZE 3 506.57082 1516.6906 -0.057056 0.004414 -0.056391 49.779 49.779 5.88E-01 4.5 1058300
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36720 NVEFGDDSERPPR Unmodified _NVEFGDDSERPPR_ B6T8U0_MAIZE 3 506.57082 1516.6906 -0.055562 0.30256 0.2424 49.656 49.656 1.28E-01 17.44 4036000

36721 NVEQYPDATK Unmodified _NVEQYPDATK_ A7YF68_MAIZE 2 582.78021 1163.5459 -0.0037392 -0.39434 -0.4097 40.743 40.743 1.45E-01 21.93 92378

36722 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.06468 0.40298 0.31226 50.916 50.916 1.65E-01 18.57 3370200

36723 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.16867 0.14059 -0.053921 50.504 50.504 5.06E-02 29.93 867910

36724 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.047123 0.043504 -0.028644 52.86 52.86 5.06E-02 14.64 1048700

36725 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.059434 -0.078243 -0.16162 52.144 52.144 2.92E-02 36.87 1046100

36726 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.093197 0.19786 0.080049 52.93 52.93 7.88E-01 20.03 1038400

36727 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.052255 -0.1874 -0.26409 52.994 52.994 1.65E-01 19.72 751530

36728 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.15673 0.10781 -0.074166 53.557 53.557 1.65E-01 13.44 7598600

36729 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.14894 0.048593 -0.12431 51.002 51.002 5.06E-02 20.07 5108000

36730 NVEYDALR Unmodified _NVEYDALR_ B6T556_MAIZE 2 490.24581 978.47706 -0.17923 0.2354 0.030834 54.139 54.139 1.65E-01 19.63 326930

36731 NVGASLVK Unmodified _NVGASLVK_ CH61_MAIZE C 2 394.23725 786.45995 0.47809 0.088968 0.55642 38.737 38.737 3.77E-01 12.28 1260400

36732 NVGASLVK Unmodified _NVGASLVK_ CH61_MAIZE C 2 394.23725 786.45995 0.31039 0.070834 0.37104 38.278 38.278 7.88E-01 13.91 1024200

36733 NVGASLVK Unmodified _NVGASLVK_ CH61_MAIZE C 2 394.23725 786.45995 0.41338 -0.20912 0.19572 40.127 40.127 1.00E+00 9.24 1292700

36734 NVGASLVK Unmodified _NVGASLVK_ CH61_MAIZE C 2 394.23725 786.45995 0.52345 -0.35487 0.16046 38.697 38.697 7.88E-01 9.21 218560

36735 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.46256 0.073591 0.54271 72.641 72.641 4.68E-05 66.77 909240

36736 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.41192 -0.006834 0.41158 73.331 73.331 6.20E-03 45.62 310900

36737 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.44516 0.070998 0.52274 73.883 73.883 9.54E-02 21.67 736200

36738 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.44847 -0.02896 0.4258 73.44 73.44 1.47E-03 62.55 827680

36739 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.44026 0.30515 0.75126 73.388 73.388 5.66E-01 30.56 538170

36740 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.40474 0.1693 0.58033 73.771 73.771 1.00E-11 76.3 4164100

36741 NVGPSGVTIAIVR Unmodified _NVGPSGVTIAIVR_ B4FRI1_MAIZE 2 641.87752 1281.7405 0.34861 -0.082715 0.27223 73.615 73.615 1.00E-11 74.13 9562600

36742 NVIAAPR Unmodified _NVIAAPR_ B4FT23_MAIZE 2 370.72431 739.43407 0.79036 -0.51272 0.24969 35.744 35.744 4.49E-02 29.44 1948000

36743 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.77279 -0.064957 0.69307 38.935 38.935 2.96E-06 57.91 2186000

36744 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 3 490.91095 1469.711 -0.24421 -0.095505 -0.35369 39.426 39.426 5.17E-02 30.01 305650

36745 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.74051 0.24334 0.96873 39.422 39.422 2.25E-03 42.66 76764

36746 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.7395 -0.22685 0.49866 38.383 38.383 2.96E-06 56.38 333060

36747 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.75264 -0.25451 0.48299 41.123 41.123 3.56E-04 65.32 318920

36748 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 3 490.91095 1469.711 -0.053918 -0.43793 -0.50581 40.317 40.317 1.98E-02 20.05 1534000

36749 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.80173 -0.31818 0.46931 40.344 40.344 3.56E-04 49.08 375560

36750 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.8094 -0.24033 0.55521 41.157 41.157 7.64E-09 65.09 533470

36751 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.82043 -0.012174 0.79311 40.983 40.983 1.95E-13 60.6 584450

36752 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.75058 0.095531 0.83138 41.76 41.76 1.95E-13 62.19 1084200

36753 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 3 490.91095 1469.711 -0.13328 -0.37247 -0.51923 39.033 39.033 3.76E-01 14.64 2942800



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

36754 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.75232 -0.33981 0.39786 39.031 39.031 7.64E-09 73.32 560060

36755 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 3 490.91095 1469.711 -0.26534 0.020408 -0.2604 42.617 42.617 3.82E-03 32.94 31876000

36756 NVIHGSDSIESANK Unmodified _NVIHGSDSIESANK_ B4FK49_MAIZE 2 735.86279 1469.711 0.6658 -0.20004 0.45084 42.608 42.608 1.95E-13 68.02 10827000

36757 NVIHGSDSVENGK Unmodified _NVIHGSDSVENGK_ B6TG38_MAIZE 3 452.55651 1354.6477 0.1284 -0.46299 -0.3364 30.429 30.429 1.00E+00 4.21 57153

36758 NVIHGSDSVENGK Unmodified _NVIHGSDSVENGK_ B6TG38_MAIZE 3 452.55651 1354.6477 -0.18159 0.20559 0.021891 33.829 33.829 1.02E-01 21.23 1848400

36759 NVIHGSDSVENGK Unmodified _NVIHGSDSVENGK_ B6TG38_MAIZE 2 678.33113 1354.6477 0.53993 -0.24472 0.29428 33.825 33.825 2.61E-08 52.56 464690

36760 NVIHGSDSVENGKK Unmodified _NVIHGSDSVENGKK_ B6TG38_MAIZE 3 495.25483 1482.7427 0.031928 -0.91725 -0.89061 26.183 26.183 3.76E-01 8.84 48748

36761 NVIHGSDSVENGKK Unmodified _NVIHGSDSVENGKK_ B6TG38_MAIZE 3 495.25483 1482.7427 -0.081218 -0.42761 -0.51296 26.563 26.563 3.76E-01 7.5 13052

36762 NVIHGSDSVENGKK Unmodified _NVIHGSDSVENGKK_ B6TG38_MAIZE 3 495.25483 1482.7427 0.089824 -1.1379 -1.0531 26.1 26.1 1.00E+00 4.87 13401

36763 NVIHGSDSVENGKK Unmodified _NVIHGSDSVENGKK_ B6TG38_MAIZE 3 495.25483 1482.7427 0.10392 -0.17653 -0.078125 25.453 25.453 1.00E+00 4.27 21748

36764 NVIHGSDSVENGKK Unmodified _NVIHGSDSVENGKK_ B6TG38_MAIZE 3 495.25483 1482.7427 -0.18428 -0.22511 -0.41526 28.643 28.643 9.21E-03 19.29 707210

36765 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.9968 -0.17873 0.8177 65.943 65.943 7.50E-16 48.86 1240200

36766 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.97834 -0.38444 0.59363 67.013 67.013 9.90E-22 45.9 366020

36767 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.99936 -0.10818 0.89062 67.654 67.654 5.93E-08 29.47 658900

36768 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.98462 0.06473 1.049 67.183 67.183 5.93E-08 44.03 769090

36769 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 1.0631 -0.075606 0.98739 67.279 67.279 5.99E-10 44.59 656920

36770 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.99647 -0.25065 0.74626 67.358 67.358 5.93E-08 37.71 1717400

36771 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.97392 -0.41036 0.56428 67.302 67.302 5.99E-10 41.85 24366000

36772 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 4 617.30947 2465.2088 0.23786 0.016378 0.25455 67.306 67.306 1.91E-01 4.34 14757000

36773 NVIIWGNHSSSQYPDVNHATVK Unmodified _NVIIWGNHSSSQYPDVNHATVK_ MDHC_MAIZE 3 822.74353 2465.2088 0.9849 -0.24529 0.74001 67.228 67.228 1.82E-12 48.14 738670

36774 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.1882 0.019423 1.2116 116.07 116.07 1.59E-01 28.4 926010

36775 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.1433 0.09495 1.2426 116.54 116.54 7.30E-02 20.56 683610

36776 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.1453 -0.003662 1.1461 116.63 116.63 3.87E-04 38.16 756880

36777 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.1551 0.013716 1.1738 116.77 116.77 9.02E-03 26.78 465510

36778 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.2031 0.15203 1.3601 116.56 116.56 2.85E-09 43.99 1299500

36779 NVILLACDAFGVLPPVSK Unmodified _NVILLACDAFGVLPPVSK_ PEPCK_MAIZE 2 957.03188 1912.0492 1.2044 0.3656 1.5742 116.55 116.55 8.21E-01 8.22 341910

36780 NVIVAITSDK Unmodified _NVIVAITSDK_ B6T556_MAIZE 2 530.30586 1058.5972 -0.0047204 0.23518 0.22313 60.103 60.103 1.00E+00 5.51 1234700

36781 NVIVAITSDK Unmodified _NVIVAITSDK_ B6T556_MAIZE 2 530.30586 1058.5972 -0.18945 0.086288 -0.1087 62.034 62.034 4.40E-02 24.51 465310

36782 NVIVAITSDK Unmodified _NVIVAITSDK_ B6T556_MAIZE 2 530.30586 1058.5972 -0.11024 0.062805 -0.054853 62.315 62.315 1.62E-03 30.57 5135900

36783 NVIVAITSDK Unmodified _NVIVAITSDK_ B6T556_MAIZE 2 530.30586 1058.5972 -0.14902 -0.54428 -0.69827 60.907 60.907 1.62E-03 44.51 1553400

36784 NVLAVAVETDYSYPHADK Unmodified _NVLAVAVETDYSYPHADK_ B4FNM4_MAIZE 3 664.66182 1990.9636 0.52229 0.086568 0.60222 77.698 77.698 6.30E-02 24.12 459090

36785 NVLAVAVETDYSYPHADK Unmodified _NVLAVAVETDYSYPHADK_ B4FNM4_MAIZE 3 664.66182 1990.9636 0.54518 -0.09824 0.44011 77.935 77.935 5.31E-03 34.37 762690

36786 NVLAVAVETDYSYPHADK Unmodified _NVLAVAVETDYSYPHADK_ B4FNM4_MAIZE 3 664.66182 1990.9636 0.54593 -0.21565 0.32354 77.746 77.746 3.92E-01 5.72 510150

36787 NVLAVAVETDYSYPHADK Unmodified _NVLAVAVETDYSYPHADK_ B4FNM4_MAIZE 3 664.66182 1990.9636 0.46636 0.15969 0.61941 78.026 78.026 2.73E-05 31.49 4883200
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36788 NVLAVAVETDYSYPHADK Unmodified _NVLAVAVETDYSYPHADK_ B4FNM4_MAIZE 2 996.48909 1990.9636 1.197 0.14262 1.3325 77.923 77.923 8.29E-68 98.68 2757600

36789 NVLCEAVER Unmodified _NVLCEAVER_ B6TLW3_MAIZE 2 545.2715 1088.5284 -0.081222 -0.039881 -0.13185 58.215 58.215 3.89E-04 41.34 2975500

36790 NVLIEFYAPWCGHCK Unmodified _NVLIEFYAPWCGHCK_ Q5EUE1_MAIZE 3 631.96401 1892.8702 0.46295 0.2796 0.74542 97.582 97.582 4.82E-01 22.09 411940

36791 NVLIEFYAPWCGHCK Unmodified _NVLIEFYAPWCGHCK_ Q5EUE1_MAIZE 2 947.44237 1892.8702 1.1979 -0.69944 0.503 97.482 97.482 1.12E-07 50.1 1193200

36792 NVLIEFYAPWCGHCK Unmodified _NVLIEFYAPWCGHCK_ Q5EUE1_MAIZE 3 631.96401 1892.8702 0.32644 -0.1479 0.18231 97.485 97.485 5.05E-03 29.26 5077200

36793 NVLSLWFDGLK Unmodified _NVLSLWFDGLK_ SCRK2_MAIZE 2 646.35589 1290.6972 0.42819 0.35533 0.77965 119.48 119.48 7.60E-01 17.1 3834500

36794 NVLSLWFDGLK Unmodified _NVLSLWFDGLK_ SCRK2_MAIZE 2 646.35589 1290.6972 0.42525 0.37681 0.79882 119.96 119.96 4.48E-03 36.8 1164300

36795 NVLSLWFDGLK Unmodified _NVLSLWFDGLK_ SCRK2_MAIZE 2 646.35589 1290.6972 0.43045 0.36525 0.79228 120.13 120.13 4.43E-05 60.26 1781900

36796 NVLSLWFDGLK Unmodified _NVLSLWFDGLK_ SCRK2_MAIZE 2 646.35589 1290.6972 0.45211 0.29737 0.74602 120.17 120.17 4.96E-02 18.79 1520200

36797 NVLSLWFDGLK Unmodified _NVLSLWFDGLK_ SCRK2_MAIZE 2 646.35589 1290.6972 0.43096 0.51044 0.93816 119.86 119.86 4.48E-03 24.2 1248200

36798 NVLSSGQSENMSR Oxidation (M) _NVLSSGQSENM(ox)SR_ B6U6Q9_MAIZE 2 712.82535 1423.6362 0.81068 0.33898 1.1369 36.044 36.044 2.61E-08 69.71 110970

36799 NVLSVVVPNCPALVHVCLQTGR Unmodified _NVLSVVVPNCPALVHVCLQTGR_ B4FN54_MAIZE 3 811.43487 2431.2828 0.99065 0.20294 1.21 99.205 99.205 6.53E-05 28.61 1010200

36800 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.1512 0.32811 1.4883 105.39 105.39 3.13E-13 70.38 1171300

36801 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.1114 0.2263 1.3468 106.02 106.02 8.63E-17 75.55 638020

36802 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.1088 -0.044485 1.0733 106.17 106.17 8.63E-17 61.31 708530

36803 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.0816 -0.08603 1.0049 106.18 106.18 6.53E-30 79.62 833180

36804 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.1763 -0.042172 1.1439 105.8 105.8 6.53E-30 62.91 658710

36805 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.1803 0.062611 1.2519 106.31 106.31 6.53E-30 57.09 354330

36806 NVLTNFWGMNFTTDK Oxidation (M) _NVLTNFWGM(ox)NFTTDK_ B4FAV3_MAIZE 2 902.42216 1802.8298 1.0621 0.14939 1.221 106.56 106.56 1.04E-33 74.4 1863000

36807 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.1305 0.024626 1.1617 115.66 115.66 6.53E-30 92.57 2379000

36808 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.0995 -0.10519 1.002 116.26 116.26 7.01E-11 71.69 170670

36809 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.1485 0.15572 1.3112 116.25 116.25 7.01E-11 74.61 108820

36810 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.2473 0.033544 1.2881 116 116 2.05E-04 53.14 127310

36811 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.1582 -0.37799 0.7883 116.62 116.62 2.37E-16 70.17 129690

36812 NVLTNFWGMNFTTDK Unmodified _NVLTNFWGMNFTTDK_ B4FAV3_MAIZE 2 894.4247 1786.8349 1.127 0.059472 1.1933 117.47 117.47 1.02E-23 98.69 296210

36813 NVNEAVEGLR Unmodified _NVNEAVEGLR_ B6TC19_MAIZE 2 550.78837 1099.5622 -0.040082 -0.47418 -0.53419 52.409 52.409 1.62E-03 44.21 259670

36814 NVNEAVEGLR Unmodified _NVNEAVEGLR_ B6TC19_MAIZE 2 550.78837 1099.5622 0.0037348 -0.70522 -0.72062 54.394 54.394 1.25E-02 20.61 288040

36815 NVNEAVEGLR Unmodified _NVNEAVEGLR_ B6TC19_MAIZE 2 550.78837 1099.5622 -0.010929 -0.18272 -0.21393 52.732 52.732 1.25E-02 37.1 1455700

36816 NVNEGFSGGER Unmodified _NVNEGFSGGER_ B4FT76_MAIZE 2 583.26526 1164.516 0.13371 -0.22291 -0.091728 37.956 37.956 3.60E-06 50.2 873220

36817 NVNLPGVIVDLPTLTDK Unmodified _NVNLPGVIVDLPTLTDK_ B6T574_MAIZE 2 904.51183 1807.0091 1.1331 0.25207 1.3901 111.54 111.54 1.24E-09 53.85 151310

36818 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 4 663.12319 2648.4636 0.52008 0.12591 0.64215 105.73 105.73 1.00E+00 2.51 2157600

36819 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 3 883.82849 2648.4636 1.1089 -0.087804 1.0166 105.72 105.72 4.52E-05 18.39 837240

36820 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 4 663.12319 2648.4636 0.49968 0.27451 0.76958 106.46 106.46 6.81E-03 17.77 1850800

36821 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 3 883.82849 2648.4636 1.0678 -0.095135 0.9683 106.46 106.46 2.54E-04 30.57 418850
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36822 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 4 663.12319 2648.4636 0.54153 0.30963 0.84613 106.54 106.54 6.81E-03 16.05 1004500

36823 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 3 883.82849 2648.4636 1.1232 -0.48668 0.63265 106.56 106.56 3.68E-02 5.75 330400

36824 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 4 663.12319 2648.4636 0.5492 0.14823 0.69262 106.89 106.89 1.00E+00 1.52 654710

36825 NVNLPGVIVDLPTLTDKDKEDILK Unmodified _NVNLPGVIVDLPTLTDKDKEDILK_ B6T574_MAIZE 3 883.82849 2648.4636 1.1222 -0.26635 0.85234 106.88 106.88 1.17E-03 19.73 170970

36826 NVPELWFYTELK Unmodified _NVPELWFYTELK_ B4FB72_MAIZE 2 769.89812 1537.7817 0.96537 0.4284 1.3806 108.91 108.91 1.60E-02 15.44 178820

36827 NVPELWFYTELK Unmodified _NVPELWFYTELK_ B4FB72_MAIZE 2 769.89812 1537.7817 0.89834 -0.26997 0.6169 113.1 113.1 8.05E-01 5.75 52047

36828 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.3948 0.25207 1.6471 39.1 39.1 8.66E-01 17.88 985870

36829 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 2 455.23812 908.46168 -0.14958 0.17049 0.022266 40.276 40.276 1.00E+00 8.25 49040

36830 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 2 455.23812 908.46168 0.024389 1.301 1.3225 38.878 38.878 1.00E+00 5.16 603490

36831 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.1846 0.12534 1.3099 38.909 38.909 8.66E-01 12.08 262480

36832 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.3889 0.10147 1.4888 40.819 40.819 1.00E+00 12.29 600230

36833 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.4547 0.015765 1.4706 41.485 41.485 1.00E+00 3.95 590400

36834 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.5213 0.074857 1.596 41.051 41.051 1.00E+00 8.01 250610

36835 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.3228 0.46823 1.7887 41.627 41.627 8.66E-01 18.81 836560

36836 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 2 455.23812 908.46168 -0.11462 0.012729 -0.10216 39.265 39.265 4.46E-01 23.25 10177000

36837 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.1407 0.069968 1.2098 39.275 39.275 5.31E-01 25.46 4406900

36838 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 2 455.23812 908.46168 -0.17792 0.31921 0.14184 43.029 43.029 7.83E-01 16.75 266220

36839 NVPTWHR Unmodified _NVPTWHR_ B4G1P4_MAIZE 3 303.82784 908.46168 1.4899 -0.48765 1.0056 43.013 43.013 1.00E+00 11.09 110600

36840 NVPYYLSVTPHGK Unmodified _NVPYYLSVTPHGK_ B6U6J1_MAIZE 3 492.26115 1473.7616 -0.23004 -0.4266 -0.65654 65.75 65.75 5.38E-01 1.71 173210

36841 NVPYYLSVTPHGK Unmodified _NVPYYLSVTPHGK_ B6U6J1_MAIZE 2 737.88808 1473.7616 0.80584 0.47178 1.2756 65.665 65.665 2.65E-01 13.26 41805

36849 NVQEVLGVGEK Unmodified _NVQEVLGVGEK_ B6TMY9_MAIZE 2 586.3195 1170.6245 0.12017 0.4683 0.5873 61.15 61.15 1.67E-02 28.15 39739

36850 NVQEVLGVGEK Unmodified _NVQEVLGVGEK_ B6TMY9_MAIZE 2 586.3195 1170.6245 0.11137 -0.19887 -0.089276 60.522 60.522 4.43E-05 51.5 1061900

36851 NVRPDYLNNIWK Unmodified _NVRPDYLNNIWK_ B4F925_MAIZE 3 511.27205 1530.7943 -0.11786 0.029667 -0.10837 78.076 78.076 1.76E-12 39.46 3338100

36852 NVRPDYLNNIWK Unmodified _NVRPDYLNNIWK_ B4F925_MAIZE 2 766.40443 1530.7943 0.83271 0.18514 0.99686 78.074 78.074 1.11E-04 65.2 819620

36853 NVSAHLGVAVPHIELK Unmodified _NVSAHLGVAVPHIELK_ B6SJ11_MAIZE 3 561.98954 1682.9468 0.021005 0.14784 0.16116 77.692 77.692 1.90E-03 43.31 1218400

36854 NVSIYK Unmodified _NVSIYK_ MDHC_MAIZE 2 362.20542 722.39629 -1.693 37.45 37.45 6.22E-01 1.45

36855 NVSIYK Unmodified _NVSIYK_ MDHC_MAIZE 2 362.20542 722.39629 0.84706 -0.21868 0.60327 38.162 38.162 1.00E+00 3.21 118820

36856 NVSIYK Unmodified _NVSIYK_ MDHC_MAIZE 2 362.20542 722.39629 0.86537 -0.35422 0.4836 38.922 38.922 2.64E-01 20.59 5577700

36857 NVSNFLVQAGIVK Unmodified _NVSNFLVQAGIVK_ B4FFG3_MAIZE 2 694.89845 1387.7823 0.63475 -0.36382 0.27065 97.807 97.807 1.47E-03 49.46 28193

36858 NVSNFLVQAGIVK Unmodified _NVSNFLVQAGIVK_ B4FFG3_MAIZE 2 694.89845 1387.7823 0.56477 -0.060022 0.5042 95.934 95.934 1.56E-17 100.11 2152300

36859 NVSQADAALK Unmodified _NVSQADAALK_ B4FWI4_MAIZE 2 508.77219 1015.5298 -0.11891 3.1261 2.9784 39.149 39.149 1.25E-02 38.91 3055500

36872 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 0.15002 -0.24062 -0.080965 35.296 35.296 1.00E+00 8.93 325680

36873 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 -0.050835 0.026839 -0.014397 34.244 34.244 7.83E-01 4.73 175010

36874 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 0.072278 0.31428 0.39522 36.959 36.959 7.83E-01 9.91 345990
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36875 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 0.081769 0.015549 0.10669 36.114 36.114 1.86E-01 23.86 545010

36876 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 0.06512 0.34042 0.41394 36.753 36.753 1.00E+00 0.49 358830

36877 NVTCLTR Unmodified _NVTCLTR_ MDHC_MAIZE 2 432.22382 862.43308 0.019818 -0.17004 -0.14114 37.586 37.586 1.86E-01 24.58 9677500

36878 NVTNYITDIICK Unmodified _NVTNYITDIICK_ B4FQM2_MAIZE 2 727.37141 1452.7283 0.70198 -0.41854 0.27989 97.076 97.076 1.68E-09 67.29 2133100

36879 NVTNYITDIICK Unmodified _NVTNYITDIICK_ B4FQM2_MAIZE 2 727.37141 1452.7283 0.73686 -0.009304 0.72424 97.888 97.888 1.68E-09 69.72 1407800

36880 NVTNYITDIICK Unmodified _NVTNYITDIICK_ B4FQM2_MAIZE 2 727.37141 1452.7283 0.7389 -0.32825 0.40797 97.811 97.811 2.62E-07 64.35 2700900

36881 NVTNYITDIICK Unmodified _NVTNYITDIICK_ B4FQM2_MAIZE 2 727.37141 1452.7283 0.74537 0.23446 0.9755 97.775 97.775 7.61E-14 62.81 1518500

36882 NVTNYITDIICK Unmodified _NVTNYITDIICK_ B4FQM2_MAIZE 2 727.37141 1452.7283 0.65602 -0.45324 0.19998 97.288 97.288 7.61E-14 74.98 10314000

36883 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.56165 0.009968 0.57409 59.934 59.934 4.68E-05 43.64 1412800

36884 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.54307 -0.14422 0.40241 60.293 60.293 1.00E-11 54.43 1025800

36885 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.52528 0.003717 0.53254 61.729 61.729 2.50E-15 66.31 1665100

36886 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.55762 -0.029441 0.53144 61.097 61.097 1.00E-11 72.59 819460

36887 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.50683 0.006005 0.51585 61.506 61.506 1.56E-17 66.69 2021100

36888 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.51753 -0.008133 0.51203 61.6 61.6 1.00E-11 67.15 4580900

36889 NVTVTNDGATILK Unmodified _NVTVTNDGATILK_ B6T8X5_MAIZE 2 673.36972 1344.7249 0.48551 -0.088092 0.4006 60.296 60.296 6.20E-03 45.43 1226900

36890 NVVFDIFTGK Unmodified _NVVFDIFTGK_ B4FQS9_MAIZE 2 570.30841 1138.6023 0.13481 0.23502 0.38668 100.56 100.56 1.00E+00 4.69 1192700

36891 NVVFDIFTGK Unmodified _NVVFDIFTGK_ B4FQS9_MAIZE 2 570.30841 1138.6023 0.019421 0.37423 0.41099 103.49 103.49 4.40E-02 27.45 128470

36892 NVVFDIFTGK Unmodified _NVVFDIFTGK_ B4FQS9_MAIZE 2 570.30841 1138.6023 0.066398 0.44088 0.52326 102.11 102.11 7.11E-01 11.51 395490

36893 NVVFGGQLTEGADGLNK Unmodified _NVVFGGQLTEGADGLNK_ B6T7J1_MAIZE 2 859.93903 1717.8635 1.0947 -0.1454 0.95595 79.656 79.656 1.51E-07 48.07 32280

36894 NVVFGGQLTEGADGLNK Unmodified _NVVFGGQLTEGADGLNK_ B6T7J1_MAIZE 2 859.93903 1717.8635 1.0881 0.16595 1.2599 79.08 79.08 8.28E-39 115.66 1620200

36895 NVVFTVWDVGGQEK Unmodified _NVVFTVWDVGGQEK_ B6TGE5_MAIZE 2 789.40156 1576.7886 0.91104 -0.40366 0.52823 95.374 95.374 3.40E-25 95.7 144830

36896 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.41172 -0.02367 0.38391 63.292 63.292 7.61E-14 71.89 3429500

36897 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.30784 0.13833 0.44258 64.591 64.591 7.61E-14 57.53 310280

36898 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.41264 -0.048941 0.36 63.872 63.872 1.11E-04 37.84 1825200

36899 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.40871 -0.088311 0.31612 65.07 65.07 9.64E-17 67.9 4849100

36900 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.42151 -0.060188 0.35716 64.425 64.425 7.02E-22 59.52 2814400

36901 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 3 430.23471 1287.6823 0.14366 1.1325 1.2697 33.196 33.196 1.00E+00 1.51 33757

36902 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.30114 -0.16056 0.13662 64.718 64.718 2.97E-31 87.24 19971000

36903 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.44394 -0.3786 0.061559 64.905 64.905 2.05E-12 45.89 685130

36904 NVVIEQSFGAPK Unmodified _NVVIEQSFGAPK_ CH61_MAIZE C 2 644.84843 1287.6823 0.42652 -0.67104 -0.24631 66.178 66.178 6.74E-02 15.84 170540

36905 NVVLDEFGTPK Unmodified _NVVLDEFGTPK_ B6SXW8_MAIZE 2 609.82188 1217.6292 0.29404 0.18988 0.48929 73.505 73.505 1.47E-01 16.72 2367100

36906 NVVLDEFGTPK Unmodified _NVVLDEFGTPK_ B6SXW8_MAIZE 2 609.82188 1217.6292 0.23494 0.23018 0.47005 73.916 73.916 4.96E-02 14.62 1071800

36907 NVVLDEFGTPK Unmodified _NVVLDEFGTPK_ B6SXW8_MAIZE 2 609.82188 1217.6292 0.27457 0.15189 0.43258 74.688 74.688 1.47E-01 13.97 1867800

36908 NVVLDEFGTPK Unmodified _NVVLDEFGTPK_ B6SXW8_MAIZE 2 609.82188 1217.6292 0.25429 0.061472 0.321 74.673 74.673 5.66E-08 51.87 6483300
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36909 NVVLESK Unmodified _NVVLESK_ B6SH83_MAIZE 2 394.72926 787.44397 0.50447 -0.42482 0.061765 33.852 33.852 1.86E-01 11.7 60348

36910 NVVLESK Unmodified _NVVLESK_ B6SH83_MAIZE 2 394.72926 787.44397 0.41351 -0.11256 0.28215 33.612 33.612 4.46E-01 7.81 383630

36911 NVWVYQIDPAR Unmodified _NVWVYQIDPAR_ B6TFD9_MAIZE 2 680.85404 1359.6935 0.571 0.15723 0.72204 82.605 82.605 4.48E-03 29.94 849640

36912 NVYEGPQFSDLDK Unmodified _NVYEGPQFSDLDK_ B6TFV4_MAIZE 2 756.35427 1510.694 0.87005 0.61229 1.4789 74.133 74.133 3.13E-02 30.83 362500

36913 NVYEGPQFSDLDK Unmodified _NVYEGPQFSDLDK_ B6TFV4_MAIZE 2 756.35427 1510.694 0.73485 -0.14375 0.58862 73.46 73.46 2.50E-15 65.28 4950500

36914 NVYELR Unmodified _NVYELR_ B4FCK9_MAIZE 2 397.21378 792.413 0.19818 -0.3087 -0.14027 45.942 45.942 5.26E-01 27.35 356490

36915 NVYELR Unmodified _NVYELR_ B4FCK9_MAIZE 2 397.21378 792.413 0.41385 -0.11525 0.26851 45.656 45.656 1.00E+00 2.63 1550700

36916 NVYELR Unmodified _NVYELR_ B4FCK9_MAIZE 2 397.21378 792.413 0.090951 -0.48806 -0.42681 48.826 48.826 1.00E+00 16.21 17378000

36917 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.54944 -0.11768 0.4187 54.681 54.681 1.98E-03 47.07 1781400

36918 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.43581 -2.9268 -2.4988 54.758 54.758 1.60E-02 24.73 411790

36919 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.52771 -0.90095 -0.38408 56.715 56.715 1.11E-04 36.61 884540

36920 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.54684 -0.72076 -0.18541 55.996 55.996 1.11E-04 40.6 1401400

36921 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.5248 -0.15161 0.36054 56.655 56.655 2.62E-07 35.82 1303100

36922 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.56686 -0.033405 0.52093 56.566 56.566 7.72E-03 38.8 2390100

36923 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.46774 0.044519 0.49909 57.262 57.262 7.61E-14 50.6 38522000

36924 NVYYDVAPSAQK Unmodified _NVYYDVAPSAQK_ B4G1C2_MAIZE 2 677.83552 1353.6565 0.47528 0.27606 0.73774 55.133 55.133 2.62E-07 54.5 4088300

36925 NWDADFVK Unmodified _NWDADFVK_ B4FST4_MAIZE 2 497.73507 993.4556 -0.14229 0.17562 0.033083 70.488 70.488 5.06E-02 32.28 4171500

36926 NWDADFVK Unmodified _NWDADFVK_ B4FST4_MAIZE 2 497.73507 993.4556 -0.15692 -0.069411 -0.22543 72.332 72.332 5.06E-02 25.24 319540

36927 NWELAAPWADAK Unmodified _NWELAAPWADAK_ B6TXX8_MAIZE 2 686.33823 1370.6619 0.61113 0.093576 0.67795 93.751 93.751 2.00E-01 14.93 812630

36928 NWGFLPLVGGGSTK Unmodified _NWGFLPLVGGGSTK_ B4FUI0_MAIZE 2 716.8828 1431.751 0.79292 0.86122 1.6657 105.25 105.25 3.56E-04 30.31 500860

36929 NWIGLNTGSFLLR Unmodified _NWIGLNTGSFLLR_ B6TKT5_MAIZE 2 745.90935 1489.8041 0.89364 -0.35092 0.53565 108.1 108.1 1.00E-11 56.82 173340

36930 NWIGLNTGSFLLR Unmodified _NWIGLNTGSFLLR_ B6TKT5_MAIZE 2 745.90935 1489.8041 0.81772 -0.36131 0.45028 109.04 109.04 1.56E-17 70.49 375360

36931 NWLEEESAAAAK Unmodified _NWLEEESAAAAK_ B6T232_MAIZE 2 659.81732 1317.6201 0.4019 -0.21677 0.14422 70.857 70.857 1.11E-04 31.81 87988

36932 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 2 1412.6719 2823.3293 1.1251 0.29548 1.4323 121.65 121.65 4.48E-09 94.19 2022800

36933 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.1289 0.003623 1.1442 121.65 121.65 2.68E-04 38.95 2229800

36934 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 2 1412.6719 2823.3293 1.506 -0.24377 1.2746 122.12 122.12 4.48E-09 88.21 495440

36935 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.1393 0.45824 1.6097 122.13 122.13 1.88E-03 11.27 785180

36936 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 2 1412.6719 2823.3293 1.0802 0.034487 1.1265 122.43 122.43 8.03E-11 78.7 508360

36937 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.124 0.40285 1.5389 122.41 122.41 2.46E-05 22.21 979370

36938 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.1695 0.40155 1.5833 122.84 122.84 9.57E-01 6.44 266270

36939 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 2 1412.6719 2823.3293 1.1338 0.000193 1.1467 122.35 122.35 6.61E-18 112.22 1908500

36940 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.172 0.023216 1.2081 122.35 122.35 1.78E-06 56.38 2859400

36941 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 3 942.11704 2823.3293 1.1508 0.12428 1.2869 123.09 123.09 1.78E-06 21.56 5363900

36942 NWLTFNEPQTFTSFSYGTGVFAPGR Unmodified _NWLTFNEPQTFTSFSYGTGVFAPGR_ BGLC_MAIZE Q 2 1412.6719 2823.3293 1.1091 0.070798 1.1923 123.11 123.11 8.12E-10 63.92 2931200
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36943 NWMNDPNGPVYYK Unmodified _NWMNDPNGPVYYK_ B6T0A9_MAIZE 2 799.35883 1596.7031 1.0031 -0.008572 0.98202 75.72 75.72 1.56E-17 50.55 695080

36944 NWMNDPNGPVYYK Unmodified _NWMNDPNGPVYYK_ B6T0A9_MAIZE 2 799.35883 1596.7031 0.95019 0.066932 1.0045 75.059 75.059 4.93E-21 70.48 370930

36946 NWNYTGFVDAIHNGLGK Unmodified _NWNYTGFVDAIHNGLGK_ Q8S4W9_MAIZE 3 635.97959 1904.9169 0.43234 0.17738 0.6083 102.55 102.55 1.75E-02 19.48 510360

36947 NWNYTGFVDAIHNGLGK Unmodified _NWNYTGFVDAIHNGLGK_ Q8S4W9_MAIZE 3 635.97959 1904.9169 0.3633 0.91902 1.2811 103.28 103.28 1.00E+00 12.94 177010

36948 NWSSSGLLEK Unmodified _NWSSSGLLEK_ Q8W0Q2_MAIZE 2 560.7853 1119.556 0.15505 0.77556 0.90855 65.319 65.319 1.45E-01 11.95 285730

36949 NWSSSGLLEK Unmodified _NWSSSGLLEK_ Q8W0Q2_MAIZE 2 560.7853 1119.556 0.16894 0.91408 1.0601 65.104 65.104 1.00E+00 5.27 319970

36950 NWSSSGLLEK Unmodified _NWSSSGLLEK_ Q8W0Q2_MAIZE 2 560.7853 1119.556 0.11817 0.19559 0.29149 65.089 65.089 4.40E-02 19.68 2920900

36951 NYAEVSMAQK Oxidation (M) _NYAEVSM(ox)AQK_ B4FW57_MAIZE 2 578.76879 1155.523 -0.16356 36.58 36.58 2.06E-01 16.6

36952 NYAEVSMAQK Oxidation (M) _NYAEVSM(ox)AQK_ B4FW57_MAIZE 2 578.76879 1155.523 0.23911 0.53378 0.7468 35.921 35.921 3.43E-01 25.33 261000

36953 NYATAAHFAR Unmodified _NYATAAHFAR_ B6TE97_MAIZE 2 561.27797 1120.5414 0.091626 -0.04105 0.027788 42.295 42.295 2.81E-03 41.39 2829500

36954 NYATAAHFAR Unmodified _NYATAAHFAR_ B6TE97_MAIZE 2 561.27797 1120.5414 0.047771 -0.33536 -0.30853 42.098 42.098 1.62E-03 44.08 555450

36955 NYATAAHFAR Unmodified _NYATAAHFAR_ B6TE97_MAIZE 3 374.52107 1120.5414 0.59261 -0.20774 0.36309 42.116 42.116 5.31E-01 9.19 336900

36956 NYATAAHFAR Unmodified _NYATAAHFAR_ B6TE97_MAIZE 2 561.27797 1120.5414 0.12065 -0.12108 -0.023118 44.651 44.651 4.40E-02 42.56 361940

36957 NYENVCTLR Unmodified _NYENVCTLR_ B6UIE1_MAIZE 2 584.7744 1167.5343 0.24755 0.1418 0.37906 50.242 50.242 3.32E-02 25.49 882170

36958 NYENVCTLR Unmodified _NYENVCTLR_ B6UIE1_MAIZE 2 584.7744 1167.5343 0.24637 0.15421 0.39022 51.918 51.918 3.21E-03 37.34 440510

36959 NYENVCTLR Unmodified _NYENVCTLR_ B6UIE1_MAIZE 2 584.7744 1167.5343 0.096298 0.20128 0.28684 53.083 53.083 3.13E-03 46.67 15633000

36960 NYENVCTLR Unmodified _NYENVCTLR_ B6UIE1_MAIZE 2 584.7744 1167.5343 0.1913 0.40325 0.58311 50.561 50.561 9.73E-03 35.28 342250

36961 NYEPSDVPFDISSVPK Unmodified _NYEPSDVPFDISSVPK_ B6SV32_MAIZE 2 897.43325 1792.8519 1.115 -0.24921 0.86458 89.118 89.118 7.42E-06 41.43 1101500

36962 NYEPSDVPFDISSVPK Unmodified _NYEPSDVPFDISSVPK_ B6SV32_MAIZE 2 897.43325 1792.8519 1.081 -0.073213 1.0072 89.541 89.541 1.02E-04 49.24 546890

36963 NYEPSDVPFDISSVPK Unmodified _NYEPSDVPFDISSVPK_ B6SV32_MAIZE 2 897.43325 1792.8519 1.1055 -0.015994 1.0884 89.805 89.805 1.02E-04 47.88 401050

36964 NYEPSDVPFDISSVPK Unmodified _NYEPSDVPFDISSVPK_ B6SV32_MAIZE 2 897.43325 1792.8519 1.0894 0.093632 1.1814 89.512 89.512 1.48E-07 61.3 775250

36965 NYFAFTPLLPSVTSGTVEPR Unmodified _NYFAFTPLLPSVTSGTVEPR_ B6SVE6_MAIZE 2 1098.5704 2195.1263 1.1769 -0.33233 0.85038 113.44 113.44 6.57E-12 71.35 526030

36966 NYFAFTPLLPSVTSGTVEPR Unmodified _NYFAFTPLLPSVTSGTVEPR_ B6SVE6_MAIZE 2 1098.5704 2195.1263 1.179 -0.30307 0.88182 113.98 113.98 3.12E-37 63.57 148210

36967 NYFAFTPLLPSVTSGTVEPR Unmodified _NYFAFTPLLPSVTSGTVEPR_ B6SVE6_MAIZE 2 1098.5704 2195.1263 1.1565 -0.27039 0.89162 114.04 114.04 3.12E-37 75.45 264120

36968 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 3 681.66724 2041.9799 0.62541 0.077586 0.69128 113.71 113.71 8.47E-02 20.29 1368400

36969 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 2 1021.9972 2041.9799 1.2044 -0.37541 0.81842 113.69 113.69 2.40E-39 92.82 268420

36970 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 3 681.66724 2041.9799 0.59251 0.31278 0.8937 114.41 114.41 2.34E-01 2.58 396120

36971 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 3 681.66724 2041.9799 0.62431 0.28462 0.897 114.64 114.64 8.03E-01 0.32 464990

36972 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 3 681.66724 2041.9799 0.66609 0.29956 0.95368 115.09 115.09 2.34E-01 15.38 118290

36973 NYFWLDFHQLNNIYR Unmodified _NYFWLDFHQLNNIYR_ B6U8D3_MAIZE 3 681.66724 2041.9799 0.65564 0.28126 0.92574 115.34 115.34 5.05E-03 14.65 314350

36974 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.047741 0.16121 0.089613 74.719 74.719 4.49E-02 31.49 8181800

36975 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.16129 0.3263 0.14062 75.547 75.547 8.04E-02 23.62 834900

36976 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.027935 0.46259 0.41151 76.133 76.133 4.49E-02 34.11 985310

36977 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.015804 0.2927 0.25377 75.77 75.77 4.49E-02 25.65 986380
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36978 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.078465 0.36568 0.26329 75.738 75.738 1.86E-01 20.26 878460

36979 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.049119 0.31067 0.23722 75.888 75.888 1.86E-01 21.28 1365900

36980 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.063955 0.20904 0.12197 75.763 75.763 8.04E-02 30.67 392330

36981 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.011337 0.25867 0.22342 75.37 75.37 1.86E-01 16.38 394350

36982 NYGIWLR Unmodified _NYGIWLR_ B4F9R6_MAIZE 2 461.25069 920.48684 -0.22428 0.29981 0.051831 77.049 77.049 1.86E-01 17.93 4560900

36983 NYGPGSR Unmodified _NYGPGSR_ B6T147_MAIZE 2 375.6801 749.34565 0.53183 0.35331 0.87183 23.678 23.678 7.83E-01 16.95 61734

36984 NYGPGSR Unmodified _NYGPGSR_ B6T147_MAIZE 2 375.6801 749.34565 0.91341 0.069591 0.97067 23.929 23.929 4.46E-01 13.55 9363.7

36985 NYGPGSR Unmodified _NYGPGSR_ B6T147_MAIZE 2 375.6801 749.34565 0.54066 0.45318 0.97861 26.094 26.094 1.00E+00 1.16 5471.8

36986 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 3 387.19408 1158.5604 0.58587 0.57594 1.1605 39.009 39.009 5.45E-01 28.34 747360

36987 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 2 580.28748 1158.5604 0.1934 -0.55046 -0.3545 39.014 39.014 1.00E+00 14.93 316190

36988 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 2 580.28748 1158.5604 0.21292 0.20019 0.41474 38.747 38.747 7.18E-01 14.17 95993

36989 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 3 387.19408 1158.5604 0.55224 0.45586 1.0071 41.32 41.32 1.00E+00 16.25 450820

36990 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 2 580.28748 1158.5604 0.22791 -0.25451 -0.024208 41.27 41.27 1.12E-01 17.21 157770

36991 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 3 387.19408 1158.5604 0.49434 0.48345 0.97862 40.581 40.581 9.63E-01 6.67 344960

36992 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 2 580.28748 1158.5604 0.26178 -0.079314 0.18473 40.482 40.482 1.00E+00 11.94 94288

36993 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 2 580.28748 1158.5604 0.13488 -0.44213 -0.30439 41.246 41.246 1.01E-02 23.69 1489700

36994 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 3 387.19408 1158.5604 0.37246 0.18364 0.55639 41.256 41.256 5.45E-01 11.26 6891200

36995 NYHPTVICR Unmodified _NYHPTVICR_ B6UCD0_MAIZE 3 387.19408 1158.5604 0.57574 0.000564 0.57688 39.221 39.221 2.35E-01 18.12 489950

36996 NYILGMVK Unmodified _NYILGMVK_ B4F8V9_MAIZE 2 469.26241 936.51027 0.0036258 0.34909 0.32939 70.489 70.489 1.65E-01 21.49 1064700

36997 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.3822 -0.049633 1.3196 52.432 52.432 8.66E-01 13.79 6644000

36998 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 2 460.75307 919.49159 -0.010389 0.393 0.36855 52.454 52.454 8.04E-02 20.47 5256300

36999 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.4084 56.872 56.872 7.63E-01 9.69

37000 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 2 460.75307 919.49159 -0.16027 0.1971 0.02435 53.494 53.494 4.46E-01 10.14 399780

37001 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.6181 -0.13294 1.4742 55.215 55.215 1.00E+00 10.62 593300

37002 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.0821 54.456 54.456 4.77E-01 8.11

37003 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.0821 55.025 55.025 6.94E-01 6.86

37004 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 0.42959 54.573 54.573 4.77E-01 14.95

37005 NYLHFVK Unmodified _NYLHFVK_ B6T2A5_MAIZE 3 307.50447 919.49159 1.4442 -0.26893 1.1656 57.482 57.482 1.00E+00 9.83 2120200

37006 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0017 -0.000493 0.97866 101.04 101.04 2.37E-16 56.14 6645000

37007 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0247 0.13645 1.1392 108.92 108.92 1.26E-03 58.33 62493

37008 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0122 0.075163 1.0655 101.68 101.68 1.12E-07 44.02 1175300

37009 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0094 0.17088 1.1578 101.64 101.64 1.12E-07 42.52 1259600

37010 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 0.999 0.12881 1.1056 101.62 101.62 6.53E-30 58.28 1194600

37011 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0635 0.25511 1.2957 101.78 101.78 1.60E-05 33.82 1165400
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37012 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 1.0431 0.25254 1.2728 101.37 101.37 1.12E-07 38.11 1249000

37013 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 0.94825 0.052901 0.9786 102.02 102.02 6.53E-30 52.8 3383400

37014 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 2 836.46944 1670.9243 0.94348 -0.14613 0.77514 103.48 103.48 1.04E-33 88.82 5985900

37015 NYLNLPSEIVPATLK Unmodified _NYLNLPSEIVPATLK_ B6T8R3_MAIZE 3 557.98205 1670.9243 0.01768 0.17944 0.1754 103.46 103.46 1.00E+00 4.23 476070

37016 NYLNLPSEIVPATLKK Unmodified _NYLNLPSEIVPATLKK_ B6T8R3_MAIZE 3 600.68037 1799.0193 0.18658 -0.011366 0.15057 92.454 92.454 1.05E-01 12.14 880070

37017 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.61942 0.44564 1.0389 42.256 42.256 9.46E-01 9.97 1281400

37018 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.36985 0.53904 0.88322 43.111 43.111 5.26E-01 20.25 193510

37019 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.4632 0.29583 0.73418 42.061 42.061 9.46E-01 12.22 686330

37020 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.54815 -0.026007 0.49693 43.938 43.938 5.26E-01 14.87 1184800

37021 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.46134 0.14646 0.58231 44.588 44.588 9.46E-01 13.22 2245800

37022 NYLQVK Unmodified _NYLQVK_ Q43274_MAIZE 2 382.7187 763.42284 0.55087 -0.33487 0.19133 44.219 44.219 2.64E-01 20.03 8093400

37023 NYLWILCR Unmodified _NYLWILCR_ Q38JE3_MAIZE 2 569.29732 1136.5801 0.080439 0.75533 0.8199 100.13 100.13 1.90E-02 31.36 351120

37024 NYMNAQYFGEIGVGSPQQK Oxidation (M) _NYM(ox)NAQYFGEIGVGSPQQK_ B6T706_MAIZE 2 1073.9968 2145.979 1.2023 0.016529 1.214 77.346 77.346 3.71E-05 60.27 65667

37025 NYMNAQYFGEIGVGSPQQK Oxidation (M) _NYM(ox)NAQYFGEIGVGSPQQK_ B6T706_MAIZE 2 1073.9968 2145.979 1.2308 -0.084583 1.141 76.892 76.892 5.48E-24 100.17 1334700

37026 NYMNAQYFGEIGVGSPQQK Oxidation (M) _NYM(ox)NAQYFGEIGVGSPQQK_ B6T706_MAIZE 2 1073.9968 2145.979 1.1445 0.01787 1.1575 76.524 76.524 2.86E-31 93.56 390520

37027 NYMNAQYFGEIGVGSPQQK Unmodified _NYMNAQYFGEIGVGSPQQK_ B6T706_MAIZE 2 1065.9993 2129.984 1.2456 -0.63658 0.60253 85.799 85.799 1.06E-14 65.17 332760

37028 NYPTVSAEYSEAVDK Unmodified _NYPTVSAEYSEAVDK_ B6U9S6_MAIZE 2 836.88867 1671.7628 1.0528 -0.023719 1.0151 66.843 66.843 3.88E-01 29.32 31205

37029 NYPTVSAEYSEAVDK Unmodified _NYPTVSAEYSEAVDK_ B6U9S6_MAIZE 2 836.88867 1671.7628 0.91658 0.092419 0.99396 66.318 66.318 2.70E-56 96.25 6736200

37030 NYPTVSAEYSEAVEK Unmodified _NYPTVSAEYSEAVEK_ B6TM55_MAIZE 2 843.8965 1685.7784 1.0349 0.07598 1.0913 66.986 66.986 1.12E-07 29.85 60976

37031 NYPTVSAEYSEAVEK Unmodified _NYPTVSAEYSEAVEK_ B6TM55_MAIZE 2 843.8965 1685.7784 1.0584 0.058893 1.0968 67.392 67.392 2.40E-39 75.14 1062100

37032 NYPTVSAEYSEAVEK Unmodified _NYPTVSAEYSEAVEK_ B6TM55_MAIZE 2 843.8965 1685.7784 0.91915 -0.16948 0.72888 66.441 66.441 2.40E-39 85.77 10904000

37033 NYSGAELEGVVK Unmodified _NYSGAELEGVVK_ B4FFH4_MAIZE 2 633.32224 1264.6299 0.42904 0.10131 0.51474 62.862 62.862 1.98E-03 51.38 439490

37034 NYSGAELEGVVK Unmodified _NYSGAELEGVVK_ B4FFH4_MAIZE 2 633.32224 1264.6299 0.40929 0.303 0.69683 64.114 64.114 7.72E-03 44.1 514240

37035 NYSGAELEGVVK Unmodified _NYSGAELEGVVK_ B4FFH4_MAIZE 2 633.32224 1264.6299 0.41755 0.30847 0.71066 63.499 63.499 1.98E-03 42.96 726550

37036 NYSGSSAEGLR Unmodified _NYSGSSAEGLR_ B6TB50_MAIZE 2 570.76763 1139.5207 0.35746 -2.2074 -1.8675 40.354 40.354 4.96E-02 20.7 205700

37043 NYSQFVSFPIYTWQEK Unmodified _NYSQFVSFPIYTWQEK_ B6TJR0_MAIZE 2 1018.9913 2035.968 1.1784 -1.8914 -0.71408 108.62 108.62 7.12E-01 5.99 256940

37044 NYSQFVSFPIYTWQEK Unmodified _NYSQFVSFPIYTWQEK_ B6TJR0_MAIZE 2 1018.9913 2035.968 1.0956 -1.8689 -0.77503 109.41 109.41 9.46E-03 44.51 229270

37045 NYSQFVSFPIYTWQEK Unmodified _NYSQFVSFPIYTWQEK_ B6TJR0_MAIZE 2 1018.9913 2035.968 1.1102 -0.49555 0.61187 109.31 109.31 1.48E-07 60.17 1007900

37046 NYVGNIVEYR Unmodified _NYVGNIVEYR_ B4FT16_MAIZE 2 613.81184 1225.6091 0.32352 0.00185 0.30858 67.759 67.759 2.81E-03 30.37 168970

37048 PAADVGAVGR Unmodified _PAADVGAVGR_ B6UF43_MAIZE 2 456.74852 911.48248 0.016059 -0.069011 -0.050152 36.122 36.122 1.62E-03 45.46 586160

37049 PAADVGAVGR Unmodified _PAADVGAVGR_ B6UF43_MAIZE 2 456.74852 911.48248 -0.13927 0.006847 -0.13006 35.067 35.067 1.45E-01 22.24 115530

37050 PAADVGAVGR Unmodified _PAADVGAVGR_ B6UF43_MAIZE 2 456.74852 911.48248 -0.002466 0.18693 0.18627 37.955 37.955 2.81E-03 46.74 306190

37051 PAADVGAVGR Unmodified _PAADVGAVGR_ B6UF43_MAIZE 2 456.74852 911.48248 0.027683 -0.16732 -0.13521 37.13 37.13 7.11E-01 6.15 92086

37052 PAADVGAVGR Unmodified _PAADVGAVGR_ B6UF43_MAIZE 2 456.74852 911.48248 -0.11875 -0.20418 -0.31831 37.901 37.901 7.11E-01 12.23 181010
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37053 PAAEWAAEDYAR Unmodified _PAAEWAAEDYAR_ B4FFM6_MAIZE 2 675.30967 1348.6048 0.53736 0.14017 0.64434 63.253 63.253 7.61E-14 70.68 704930

37054 PAAMAAAAAQR Oxidation (M) _PAAM(ox)AAAAAQR_ B6TLK7_MAIZE 2 522.76638 1043.5182 0.069901 -0.23297 -0.20158 23.027 23.027 4.38E-13 56.22 90765

37055 PAAMAAAAAQR Unmodified _PAAMAAAAAQR_ B6TLK7_MAIZE 2 514.76893 1027.5233 -0.076248 -0.22399 -0.34321 34.476 34.476 5.66E-08 59.64 217930

37056 PAAPVDPMVVLAHEFPEVSFDYDER Oxidation (M) _PAAPVDPM(ox)VVLAHEFPEVSFDYDER_ B4FP93_MAIZE 3 949.44958 2845.3269 1.194 0.16715 1.3636 113.02 113.02 9.27E-08 26.62 607620

37057 PAAVAAPVPETK Unmodified _PAAVAAPVPETK_ B6TRL2_MAIZE 2 575.82696 1149.6394 0.18686 0.34984 0.52325 46.862 46.862 2.62E-07 51.37 401470

37058 PAAVLPQLVDASTLK Unmodified _PAAVLPQLVDASTLK_ B6THR9_MAIZE 2 761.9456 1521.8766 0.90748 -0.11611 0.78322 90.318 90.318 1.12E-07 54.9 374110

37059 PAAVYSSDLR Unmodified _PAAVYSSDLR_ B6STY4_MAIZE 2 539.78001 1077.5455 0.070232 0.93941 0.99058 47.914 47.914 1.84E-04 70.13 573700

37060 PADGNETAGAYK Unmodified _PADGNETAGAYK_ TKTC_MAIZE B4 2 597.27529 1192.536 0.3552 0.13302 0.47135 30.274 30.274 6.74E-02 52.05 29327

37061 PADLFLWR Unmodified _PADLFLWR_ B4F8J5_MAIZE 2 509.27945 1016.5444 0.022176 -0.092896 -0.079964 93.491 93.491 1.90E-02 54.28 276630

37062 PADLFLWR Unmodified _PADLFLWR_ B4F8J5_MAIZE 2 509.27945 1016.5444 -0.02129 -0.12746 -0.15822 93.879 93.879 3.48E-02 59.49 149870

37063 PADLILWR Unmodified _PADLILWR_ B6TGL5_MAIZE 2 492.28728 982.56 0.011501 0.024879 0.015243 85.446 85.446 1.90E-02 35.85 406200

37064 PADLILWR Unmodified _PADLILWR_ B6TGL5_MAIZE 2 492.28728 982.56 -0.036887 0.07335 0.015369 85.814 85.814 3.48E-02 51.34 255450

37065 PADSAASEGGEDLK Unmodified _PADSAASEGGEDLK_ B4FDU1_MAIZE 2 673.80715 1345.5998 0.56862 -0.078585 0.47292 39.852 39.852 3.56E-04 40.74 46614

37066 PADVFLWR Unmodified _PADVFLWR_ B6TQ43_MAIZE 2 502.27163 1002.5287 0.020561 0.53575 0.55486 84.96 84.96 1.90E-02 59.58 863640

37067 PADVFLWR Unmodified _PADVFLWR_ B6TQ43_MAIZE 2 502.27163 1002.5287 -0.042659 0.020581 -0.022437 85.3 85.3 1.90E-02 51.83 419330

37068 PAEEIR Unmodified _PAEEIR_ 14331_MAIZE 1 2 357.69268 713.3708 1.1273 0.14373 1.2258 22.69 22.69 5.26E-01 40.79 24774

37069 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 0.011488 0.41541 0.44047 65.581 65.581 1.90E-02 36.53 2625800

37070 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 -0.13673 0.36557 0.24284 66.257 66.257 1.90E-02 47.25 831350

37071 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 0.018015 0.3286 0.35869 67.419 67.419 1.90E-02 38.98 891470

37072 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 -0.010442 0.52573 0.52814 66.814 66.814 1.90E-02 42.64 725650

37073 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 0.00030553 0.82112 0.83335 67.194 67.194 1.90E-02 39.17 542680

37074 PAFVFDGR Unmodified _PAFVFDGR_ B6T9P0_MAIZE 2 454.73488 907.4552 -0.058739 0.099095 0.053536 67.228 67.228 1.90E-02 42.58 8468900

37075 PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK 2 Oxidation (M) _PAGM(ox)FFSTGTQGGGQETTPLTAITQLTHHGM(ox)VFVPVGYTFGAK_ B6TFN1_MAIZE 4 1118.7977 4471.1617 1.2313 -0.21412 1.0384 119.77 119.77 4.69E-01 10.94 743160

37076 PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK 2 Oxidation (M) _PAGM(ox)FFSTGTQGGGQETTPLTAITQLTHHGM(ox)VFVPVGYTFGAK_ B6TFN1_MAIZE 4 1118.7977 4471.1617 1.249 -0.19108 1.0792 129.14 129.14 2.28E-01 16.08 441150

37077 PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK 2 Oxidation (M) _PAGM(ox)FFSTGTQGGGQETTPLTAITQLTHHGM(ox)VFVPVGYTFGAK_ B6TFN1_MAIZE 4 1118.7977 4471.1617 1.1369 -0.20382 0.95467 130.49 130.49 6.35E-04 24.31 778240

37078 PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK 2 Oxidation (M) _PAGM(ox)FFSTGTQGGGQETTPLTAITQLTHHGM(ox)VFVPVGYTFGAK_ B6TFN1_MAIZE 4 1118.7977 4471.1617 1.1144 0.004997 1.1408 131.28 131.28 8.32E-05 27.02 891800

37079 PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK Unmodified _PAGMFFSTGTQGGGQETTPLTAITQLTHHGMVFVPVGYTFGAK_ B6TFN1_MAIZE 4 1110.8002 4439.1719 1.2501 0.32159 1.5907 123.42 123.42 4.69E-01 6.71 744140

37080 PAGPGVASVVPR Unmodified _PAGPGVASVVPR_ B6TR38_MAIZE 2 553.81947 1105.6244 0.021858 0.43378 0.46507 57.25 57.25 6.74E-02 35.12 1130100

37081 PAGPGVASVVPR Unmodified _PAGPGVASVVPR_ B6TR38_MAIZE 2 553.81947 1105.6244 -0.010926 0.18167 0.18056 55.324 55.324 2.62E-07 65.55 2196000

37082 PAGSSSTQPLAGR Unmodified _PAGSSSTQPLAGR_ B6U5Q8_MAIZE 2 614.81766 1227.6208 0.36445 0.27493 0.63364 33.363 33.363 6.20E-03 57.76 113370

37083 PAINVGISVSR Unmodified _PAINVGISVSR_ ATPA_MAIZE 2 556.82476 1111.635 0.11959 0.015929 0.12801 65.977 65.977 1.67E-02 39.55 730710

37084 PAINVGISVSR Unmodified _PAINVGISVSR_ ATPA_MAIZE 2 556.82476 1111.635 0.006716 -0.015196 -0.017217 66.471 66.471 4.48E-03 34.57 168510

37085 PAKPEDSLFK Unmodified _PAKPEDSLFK_ B6SY37_MAIZE 3 377.873 1130.5972 0.64911 0.60341 1.2315 49.32 49.32 2.99E-03 31.78 504560

37086 PAKPEDSLFK Unmodified _PAKPEDSLFK_ B6SY37_MAIZE 3 377.873 1130.5972 0.54893 0.45326 0.98059 50.161 50.161 2.94E-01 22.35 974170



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

37087 PALTNMVSAAK Unmodified _PALTNMVSAAK_ B4G1T4_MAIZE 2 551.79989 1101.5852 0.13198 0.8818 0.98886 57.922 57.922 4.96E-02 40.78 889370

37088 PALTNMVSAAK Oxidation (M) _PALTNM(ox)VSAAK_ B4G1T4_MAIZE 2 559.79735 1117.5801 0.15876 -0.15224 -0.012913 42.249 42.249 3.10E-05 60.65 198620

37089 PALYQTDPSGTFSAWK Unmodified _PALYQTDPSGTFSAWK_ A3FMB9_MAIZE 2 884.93068 1767.8468 1.0705 0.041197 1.112 86.862 86.862 7.73E-25 83.72 1108300

37090 PANHGAFDFAFVDADKPNYVR Unmodified _PANHGAFDFAFVDADKPNYVR_ B4G080_MAIZE 4 588.53555 2350.1131 0.15255 0.26149 0.41506 84.32 84.32 1.07E-02 29.69 1730300

37091 PAPATTFAHLDATTVLSR Unmodified _PAPATTFAHLDATTVLSR_ ATPBM_MAIZE 3 623.66701 1867.9792 0.30865 -3.2205 -2.9043 82.456 82.456 9.01E-03 40.74 1243000

37092 PAPPSQTVR Unmodified _PAPPSQTVR_ B4FR90_MAIZE 2 476.76417 951.51378 0.063778 -0.011047 0.051125 31.066 31.066 1.00E+00 9.82 29584

37093 PAPPSQTVR Unmodified _PAPPSQTVR_ B4FR90_MAIZE 2 476.76417 951.51378 -0.093535 31.205 31.205 1.88E-01 25.94

37094 PAPPVGPALGFYR Unmodified _PAPPVGPALGFYR_ B4FC48_MAIZE 2 671.36933 1340.7241 0.53074 -0.02234 0.50803 81.334 81.334 5.66E-01 15.69 424330

37095 PAPSAVASAVER Unmodified _PAPSAVASAVER_ B6TC81_MAIZE 2 577.81184 1153.6091 0.15285 0.21518 0.35065 50.964 50.964 6.74E-02 29.05 69137

37096 PASVLPYK Unmodified _PASVLPYK_ Q7Y037_MAIZE 2 437.75528 873.496 0.020986 -1.5762 -1.5721 51.691 51.691 2.92E-02 34.21 1271000

37097 PATMIGTEDR Unmodified _PATMIGTEDR_ B4FUI0_MAIZE 2 545.76351 1089.5125 -0.0061306 1.4889 1.4725 45.526 45.526 4.40E-05 61.19 1345500

37098 PATNVFR Unmodified _PATNVFR_ MTHR1_MAIZE 2 402.72177 803.42899 0.22947 -0.23599 -0.0075231 41.295 41.295 8.04E-02 38.65 3653300

37099 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.25765 -0.10893 0.14488 72.14 72.14 1.00E+00 12.46 2852100

37100 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.24134 0.058215 0.29588 72.969 72.969 8.05E-01 33.09 717990

37101 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.26964 0.007978 0.27385 73.448 73.448 4.56E-01 49.12 940910

37102 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.29428 0.044251 0.33453 73.042 73.042 4.56E-01 31.74 646700

37103 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.27787 -0.021589 0.25293 72.99 72.99 8.05E-01 17.97 289070

37104 PATPPTAVAIFK Unmodified _PATPPTAVAIFK_ B6SXY1_MAIZE 2 606.85298 1211.6914 0.21622 -0.03353 0.17999 73.321 73.321 1.60E-02 64.62 6467400

37105 PAVHMASVDLK Unmodified _PAVHMASVDLK_ B6SGB6_MAIZE 3 389.87787 1166.6118 0.55832 -0.12984 0.41984 52.361 52.361 4.33E-02 18.72 1132800

37106 PAVHMASVDLK Unmodified _PAVHMASVDLK_ B6SGB6_MAIZE 3 389.87787 1166.6118 0.45613 0.49741 0.94535 54.634 54.634 1.15E-01 26.4 405970

37107 PAVHMASVDLK Oxidation (M) _PAVHM(ox)ASVDLK_ B6SGB6_MAIZE 3 395.20951 1182.6067 0.43549 -1.1563 -0.72218 41.016 41.016 1.00E+00 10.63 111300

37108 PAVHMASVDLK Oxidation (M) _PAVHM(ox)ASVDLK_ B6SGB6_MAIZE 3 395.20951 1182.6067 0.3314 0.096671 0.42348 41.674 41.674 1.15E-01 23.94 810770

37109 PAVLVAEK Unmodified _PAVLVAEK_ B4FWI4_MAIZE 2 413.75528 825.496 0.26829 0.03669 0.28313 41.715 41.715 3.77E-01 12.93 272100

37110 PAVLVAEK Unmodified _PAVLVAEK_ B4FWI4_MAIZE 2 413.75528 825.496 0.15845 0.016456 0.15287 41.666 41.666 3.48E-02 48.35 1402600

37111 PAVLVAEK Unmodified _PAVLVAEK_ B4FWI4_MAIZE 2 413.75528 825.496 0.077888 0.076857 0.13259 43.278 43.278 5.06E-02 24.7 72541

37112 PAVMGVGPAVAIPAAVK Oxidation (M) _PAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 782.44999 1562.8854 0.95121 -0.17622 0.77644 75.446 75.446 1.53E-10 29.22 471900

37113 PDFIDIR Unmodified _PDFIDIR_ VATA_MAIZE B6 2 438.23471 874.45487 0.068812 0.019294 0.083935 92.405 92.405 4.49E-02 46.44 160470

37114 PDFTWEVVKPLK Unmodified _PDFTWEVVKPLK_ B4FAD1_MAIZE 3 486.93789 1457.7919 -0.016967 0.16405 0.14898 85.1 85.1 8.76E-11 49.98 1024800

37115 PDIETLDILNTTATQK Unmodified _PDIETLDILNTTATQK_ B6TC12_MAIZE 2 886.96746 1771.9204 1.0669 -0.049754 1.0108 94.617 94.617 1.82E-38 80.51 101370

37116 PDLIIGNYSDGNLVATLLAHK Unmodified _PDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 742.07059 2223.1899 0.84409 -0.038048 0.79619 117 117 1.25E-14 51.42 742870

37117 PDLIIGNYSDGNLVATLLAHK Unmodified _PDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 742.07059 2223.1899 0.79359 -0.088519 0.69452 117.67 117.67 3.35E-08 39.37 296570

37118 PDLIIGNYSDGNLVATLLAHK Unmodified _PDLIIGNYSDGNLVATLLAHK_ SUS1_MAIZE B6 3 742.07059 2223.1899 0.81251 -0.25153 0.55077 117.91 117.91 3.35E-08 47.23 187110

37119 PEDSLFK Unmodified _PEDSLFK_ B6SY37_MAIZE 2 418.21344 834.41233 0.18973 0.69211 0.86681 61.003 61.003 4.46E-01 9.26 805230

37120 PEKVMQEIR Unmodified _PEKVMQEIR_ B6U4S2_MAIZE 2 565.30534 1128.5961 0.14691 0.75821 0.87752 68.588 68.588 1.12E-01 14.3 146170
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37121 PENFLLLSKDEDAPLK Unmodified _PENFLLLSKDEDAPLK_ Q41793_MAIZE 2 914.98819 1827.9618 1.1316 0.28398 1.3938 102.9 102.9 1.00E+00 3.43 384370

37122 PENFLLLSKDEDAPLK Unmodified _PENFLLLSKDEDAPLK_ Q41793_MAIZE 2 914.98819 1827.9618 1.1538 -0.10011 1.032 102.91 102.91 5.51E-02 10.64 278180

37123 PENFLLLSKDEDAPLK Unmodified _PENFLLLSKDEDAPLK_ Q41793_MAIZE 2 914.98819 1827.9618 1.1701 -0.26942 0.88001 102.93 102.93 4.18E-01 6.85 306100

37124 PENFLLLSKDEDAPLK Unmodified _PENFLLLSKDEDAPLK_ Q41793_MAIZE 2 914.98819 1827.9618 1.1887 -0.53134 0.6372 102.5 102.5 1.81E-01 7.29 369820

37125 PESTDNAEFK Unmodified _PESTDNAEFK_ B6T440_MAIZE 2 569.25657 1136.4986 0.28775 0.41867 0.69106 34.748 34.748 1.45E-01 25.41 52203

37126 PEYTDHLTHK Unmodified _PEYTDHLTHK_ B6U4D6_MAIZE 2 620.80148 1239.5884 0.36173 0.014524 0.36997 33.362 33.362 1.25E-02 27.69 62377

37127 PEYTDHLTHK Unmodified _PEYTDHLTHK_ B6U4D6_MAIZE 2 620.80148 1239.5884 0.39589 0.020164 0.40929 36.095 36.095 4.40E-02 13.38 99791

37128 PFFLLAGPNVIESEEHVLK Unmodified _PFFLLAGPNVIESEEHVLK_ B4F7V1_MAIZE 3 713.72101 2138.1412 0.67841 0.26603 0.93482 110.79 110.79 1.97E-18 40.35 1666000

37129 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.73255 0.48475 1.2249 96.702 96.702 2.20E-01 9.44 662700

37130 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.68181 0.14883 0.83843 97.485 97.485 2.12E-07 38.87 295460

37131 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.69534 0.016846 0.72044 97.49 97.49 2.03E-05 48.33 534700

37132 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.69825 0.047383 0.75331 97.459 97.459 1.31E-16 66.11 677310

37133 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.7718 0.43707 1.2169 97.391 97.391 2.03E-05 35.97 312620

37134 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.72843 -0.31224 0.42473 97.598 97.598 4.30E-22 52.16 556900

37135 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 3 705.70184 2114.0837 0.64127 0.1517 0.79995 97.216 97.216 1.93E-34 55.41 6380800

37136 PFFQPYHLIIVQDGDPTK Unmodified _PFFQPYHLIIVQDGDPTK_ B4FQX1_MAIZE 2 1058.0491 2114.0837 1.2326 0.19711 1.4377 97.213 97.213 8.00E-45 82.75 588580

37137 PFFSTPELVEFPTSK Unmodified _PFFSTPELVEFPTSK_ B6UHC0_MAIZE 2 863.44035 1724.8661 1.06 -0.51427 0.55178 103.72 103.72 2.05E-04 36.8 179440

37138 PFGSGPPGDRPR Unmodified _PFGSGPPGDRPR_ B6T8R3_MAIZE 3 413.87915 1238.6156 0.26752 -0.29396 -0.016317 37.804 37.804 8.36E-03 24.16 1104000

37139 PFGSGPPGDRPR Unmodified _PFGSGPPGDRPR_ B6T8R3_MAIZE 3 413.87915 1238.6156 0.034736 0.37119 0.41546 41.495 41.495 3.25E-03 26.5 524610

37140 PFISTDYMTYMFK Unmodified _PFISTDYMTYMFK_ G3PE_MAIZE 2 822.37785 1642.7411 1.0712 0.30026 1.3693 110.97 110.97 4.68E-05 46.83 210080

37141 PFIWVVR Unmodified _PFIWVVR_ B6TSL5_MAIZE 2 458.77381 915.53306 0.031169 -0.12717 -0.087707 90.741 90.741 8.04E-02 32.17 210810

37142 PFLDVCK Unmodified _PFLDVCK_ B6STJ0_MAIZE 2 439.72566 877.43677 -0.098193 0.57475 0.49029 63.278 63.278 1.86E-01 18.25 146050

37143 PFLNNLTGK Unmodified _PFLNNLTGK_ B4FJ31_MAIZE 2 502.28219 1002.5498 -0.16109 -0.097351 -0.26763 66.948 66.948 1.12E-01 23.14 76082

37144 PFLNNLTGKPVIVK Unmodified _PFLNNLTGKPVIVK_ B4FJ31_MAIZE 3 513.98009 1538.9184 -0.20335 0.18907 -0.01853 78.989 78.989 3.82E-03 34.68 324850

37145 PFLTLYGLESEK Unmodified _PFLTLYGLESEK_ Q5EUD0_MAIZE 2 698.87157 1395.7286 0.69021 0.22193 0.89548 96.046 96.046 7.61E-14 54.56 329570

37146 PFLWVFR Unmodified _PFLWVFR_ B6TY52_MAIZE 2 482.77381 963.53306 0.072922 0.076611 0.15653 105.9 105.9 4.49E-02 35.56 135360

37147 PFLYLAR Unmodified _PFLYLAR_ B4G1P4_MAIZE 2 440.25799 878.50142 0.067687 0.39467 0.43721 74.276 74.276 8.04E-02 33.18 1002500

37148 PFQLVTGR Unmodified _PFQLVTGR_ ADHX_MAIZE 2 459.2638 916.51305 0.043881 0.96481 1.017 59.692 59.692 1.90E-02 51.9 1385300

37149 PFQLVTGR Unmodified _PFQLVTGR_ ADHX_MAIZE 2 459.2638 916.51305 -0.094557 0.54758 0.46294 60.38 60.38 1.90E-02 42.87 222960

37150 PFSLVQETYK Unmodified _PFSLVQETYK_ B6SP44_MAIZE 2 606.31897 1210.6234 0.32372 0.40693 0.7249 70.487 70.487 1.45E-01 14.77 451070

37151 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.33494 2.1396 2.4772 69.174 69.174 4.49E-02 28.1 1258800

37152 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.18511 3.1151 3.3022 69.764 69.764 4.49E-02 39.31 525740

37153 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.28366 3.0997 3.3851 70.692 70.692 1.86E-01 15.36 815710

37154 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.2706 4.6402 4.9088 70.164 70.164 9.32E-03 43.48 1109100
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37155 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 -6.0014 127.4 127.4 6.81E-01 3.41

37156 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.32167 0.36941 0.69913 70.539 70.539 4.49E-02 33.65 804070

37157 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.23523 -0.20413 0.039743 70.618 70.618 9.32E-03 56.99 5129500

37158 PFVDVLK Unmodified _PFVDVLK_ B4FAL9_MAIZE 2 409.24455 816.47454 0.089229 0.3334 0.42974 81.408 81.408 1.00E+00 7.65 104100

37159 PFVTHHNELNMR Oxidation (M) _PFVTHHNELNM(ox)R_ B4FY29_MAIZE 4 378.43595 1509.7147 0.5954 0.3937 0.98427 38.709 38.709 1.00E+00 3.25 460260

37160 PFVTHHNELNMR Unmodified _PFVTHHNELNMR_ B4FY29_MAIZE 4 374.43722 1493.7198 0.62016 0.50233 1.1149 47.461 47.461 4.50E-01 7.94 953530

37161 PGAAATAAPPAAAPR Unmodified _PGAAATAAPPAAAPR_ B6SIP4_MAIZE 2 645.35167 1288.6888 0.4287 0.034268 0.43754 43.392 43.392 1.12E-07 43.69 110080

37162 PGAEFPNAAR Unmodified _PGAEFPNAAR_ B6SLK4_MAIZE 2 515.25925 1028.5039 -0.083726 -0.087539 -0.19292 44.938 44.938 1.62E-03 57.31 773660

37163 PGAVTVR Unmodified _PGAVTVR_ B6SZN0_MAIZE 2 350.21104 698.40752 1.186 0.064774 1.2609 27.199 27.199 4.46E-01 28.9 10402

37164 PGAVTVR Unmodified _PGAVTVR_ B6SZN0_MAIZE 2 350.21104 698.40752 1.1321 -0.15406 0.98908 26.643 26.643 4.46E-01 37.74 15697

37165 PGAVTVR Unmodified _PGAVTVR_ B6SZN0_MAIZE 2 350.21104 698.40752 1.1447 -0.053725 1.1032 26.855 26.855 1.00E+00 29.68 9081.6

37166 PGAVTVR Unmodified _PGAVTVR_ B6SZN0_MAIZE 2 350.21104 698.40752 1.1781 0.16341 1.3514 27.423 27.423 7.83E-01 39.26 47472

37167 PGAVTVR Unmodified _PGAVTVR_ B6SZN0_MAIZE 2 350.21104 698.40752 1.1038 0.032957 1.1473 27.601 27.601 1.86E-01 27.47 142170

37168 PGCTYPEKPDFN Unmodified _PGCTYPEKPDFN_ B4FFH8_MAIZE 2 712.81118 1423.6078 0.67788 0.15831 0.84086 57.777 57.777 1.68E-09 57.98 2467800

37169 PGDAVVLLHVR Unmodified _PGDAVVLLHVR_ B4FCK0_MAIZE 3 392.56802 1174.6822 0.45088 0.49258 0.94967 64.938 64.938 9.88E-04 37.65 839330

37170 PGDFLFFHYSGHGTR Unmodified _PGDFLFFHYSGHGTR_ B4G1Z4_MAIZE 4 435.20876 1736.8059 0.083843 -0.16204 -0.061586 79.949 79.949 1.09E-07 56.82 1833000

37171 PGDFLFFHYSGHGTR Unmodified _PGDFLFFHYSGHGTR_ B4G1Z4_MAIZE 4 435.20876 1736.8059 0.088774 -0.39507 -0.28842 80.277 80.277 1.34E-04 33.67 1370000

37172 PGDFLFFHYSGHGTR Unmodified _PGDFLFFHYSGHGTR_ B4G1Z4_MAIZE 4 435.20876 1736.8059 -0.097517 0.22636 0.14538 83.36 83.36 2.19E-02 26.79 871430

37173 PGDLLFFHYSGHGIR Unmodified _PGDLLFFHYSGHGIR_ B4FNB7_MAIZE 4 429.72177 1714.858 0.16055 -0.35103 -0.18323 83.355 83.355 9.97E-11 37.77 813630

37174 PGDLLFFHYSGHGIR Unmodified _PGDLLFFHYSGHGIR_ B4FNB7_MAIZE 4 429.72177 1714.858 -0.035517 -0.1547 -0.18394 86.707 86.707 4.35E-01 14.87 121680

37175 PGGDVTLGELLK Unmodified _PGGDVTLGELLK_ PLDA1_MAIZE 2 599.83753 1197.6605 0.21156 0.27036 0.48457 85.658 85.658 2.05E-12 72.75 1470400

37176 PGGDVTLGELLK Unmodified _PGGDVTLGELLK_ PLDA1_MAIZE 2 599.83753 1197.6605 0.26564 0.31895 0.58719 86.01 86.01 7.61E-14 86.49 848310

37177 PGGDVTLGELLK Unmodified _PGGDVTLGELLK_ PLDA1_MAIZE 2 599.83753 1197.6605 0.31041 0.73574 1.0472 85.745 85.745 1.68E-09 68.44 1132800

37178 PGGDVTLGELLKR Unmodified _PGGDVTLGELLKR_ PLDA1_MAIZE 3 452.26115 1353.7616 0.061584 -0.14352 -0.08379 76.563 76.563 9.36E-01 10.82 784950

37179 PGGDVTLGELLKR Unmodified _PGGDVTLGELLKR_ PLDA1_MAIZE 3 452.26115 1353.7616 -0.11944 0.13606 0.013177 77.466 77.466 2.15E-08 57.58 196610

37180 PGGGEEFGK Unmodified _PGGGEEFGK_ B6SZD6_MAIZE 2 439.20615 876.39775 -0.019362 1.5699 1.5508 28.234 28.234 7.18E-01 7.58 7457.3

37181 PGGGEEFGK Unmodified _PGGGEEFGK_ B6SZD6_MAIZE 2 439.20615 876.39775 0.40963 27.573 27.573 7.65E-01 5.14

37182 PGGGEEFGK Unmodified _PGGGEEFGK_ B6SZD6_MAIZE 2 439.20615 876.39775 0.13725 0.54166 0.68224 31.089 31.089 1.01E-02 39.12 89655

37183 PGGGEEFGK Unmodified _PGGGEEFGK_ B6SZD6_MAIZE 2 439.20615 876.39775 0.10101 0.30563 0.40991 30.399 30.399 1.01E-02 31.37 320400

37184 PGGVAQDLPLGLCR Unmodified _PGGVAQDLPLGLCR_ Q6R9G1_MAIZE 2 726.88502 1451.7555 0.80986 -1.7517 -0.92933 80.582 80.582 6.31E-03 33.33 360370

37185 PGHSPLFGYDFWYQPR Unmodified _PGHSPLFGYDFWYQPR_ B4FAL8_MAIZE 3 656.31268 1965.9162 0.51052 0.20393 0.71906 100.7 100.7 5.63E-01 22.69 478180

37186 PGHSPLFGYDFWYQPR Unmodified _PGHSPLFGYDFWYQPR_ B4FAL8_MAIZE 3 656.31268 1965.9162 0.49951 0.20905 0.71397 100.8 100.8 4.84E-02 41.14 1182400

37187 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 3 328.17367 981.49919 1.4016 0.050688 1.4515 18.674 18.674 2.55E-01 31.85 73650

37188 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 2 491.75687 981.49919 -0.026271 -0.15818 -0.18553 18.663 18.663 7.11E-01 15.11 5114.5
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37189 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 2 491.75687 981.49919 0.12408 -0.29655 -0.17373 19.032 19.032 1.00E+00 15.23 4230.7

37190 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 3 328.17367 981.49919 1.4158 0.02133 1.4361 19.043 19.043 3.11E-02 38.26 85353

37191 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 3 328.17367 981.49919 1.2163 0.097893 1.3139 20.829 20.829 2.47E-03 48.48 296140

37192 PGIGATHSSR Unmodified _PGIGATHSSR_ B6SII4_MAIZE B 2 491.75687 981.49919 -0.11165 0.083629 -0.02944 20.828 20.828 1.00E+00 32.52 34612

37193 PGKPTDLSR Unmodified _PGKPTDLSR_ B4FJF0_MAIZE 3 324.18206 969.52434 1.4653 0.26292 1.7191 26.774 26.774 1.00E+00 39.64 20902

37194 PGKPTDLSR Unmodified _PGKPTDLSR_ B4FJF0_MAIZE 3 324.18206 969.52434 1.4733 0.11337 1.5796 27.249 27.249 6.12E-02 37.3 207750

37195 PGKPTDLSR Unmodified _PGKPTDLSR_ B4FJF0_MAIZE 3 324.18206 969.52434 1.4322 -0.15502 1.2705 27.474 27.474 1.96E-01 41.15 200490

37196 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.58694 -0.034645 0.55944 88.343 88.343 7.89E-02 29.22 44481

37197 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.68185 -0.080036 0.60881 86.081 86.081 1.62E-02 15.35 231830

37198 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.66412 0.11358 0.78416 85.829 85.829 2.57E-09 40.12 390850

37199 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.56645 -0.45525 0.11868 86.333 86.333 5.23E-29 62.79 1401300

37200 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.57393 -0.026543 0.55342 86.018 86.018 7.17E-22 53.93 2945700

37201 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 2 1032.534 2063.0535 1.1386 0.027972 1.1729 85.928 85.928 4.56E-22 75.55 902390

37202 PGLTIGDTVPNLELDSTHGK Unmodified _PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 688.69178 2063.0535 0.61282 0.47403 1.0931 87.429 87.429 2.57E-09 54.73 153500

37203 PGLTIGDTVPNLELDSTHGK Acetyl (Protein N-term) _(ac)PGLTIGDTVPNLELDSTHGK_ B4FYU6_MAIZE 3 702.6953 2105.0641 0.58819 -0.35766 0.23527 90.359 90.359 2.57E-09 53.29 1865300

37204 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.2381 0.12224 0.35258 88.215 88.215 7.60E-01 20.72 452700

37205 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.1525 0.51745 0.66285 91.91 91.91 3.83E-01 26.72 17621

37206 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.15572 0.093355 0.24297 89.01 89.01 3.83E-01 18.52 131450

37207 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.25663 0.11794 0.36661 89.1 89.1 1.00E+00 20.18 131610

37208 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.27481 0.08823 0.35646 88.793 88.793 4.96E-02 47.59 270850

37209 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.14958 -0.082491 0.05974 88.562 88.562 3.83E-01 44.68 517310

37210 PGLVGNLLVER Unmodified _PGLVGNLLVER_ B4F8H9_MAIZE 2 583.84823 1165.6819 0.07518 0.51263 0.58052 88.752 88.752 1.47E-01 48.06 2356800

37211 PGLYVEDIFVR Unmodified _PGLYVEDIFVR_ B6SUK9_MAIZE 2 654.35335 1306.6921 0.4983 0.19183 0.69016 99.59 99.59 3.57E-04 47.37 320690

37212 PGPGAAATAPAPAPVAARP Unmodified _PGPGAAATAPAPAPVAARP_ B6SIA2_MAIZE 2 820.44937 1638.8842 0.99867 0.15811 1.1456 53.282 53.282 5.89E-20 77.89 1435200

37213 PGPGAAATAPAPAPVAARP Unmodified _PGPGAAATAPAPAPVAARP_ B6SIA2_MAIZE 2 820.44937 1638.8842 1.0193 0.28268 1.2904 53.796 53.796 3.71E-05 55.46 324090

37214 PGPGAAATAPAPAPVAARP Unmodified _PGPGAAATAPAPAPVAARP_ B6SIA2_MAIZE 2 820.44937 1638.8842 0.91934 -0.003117 0.90517 56.705 56.705 5.48E-24 80.73 2382200

37215 PGPVLVDIPK Unmodified _PGPVLVDIPK_ B4G0C6_MAIZE 2 517.81587 1033.6172 -0.064924 -0.010582 -0.070112 71.284 71.284 4.40E-05 79.88 844040

37216 PGQGPPRPGAAATAAPPAAAPR Unmodified _PGQGPPRPGAAATAAPPAAAPR_ B6SIP4_MAIZE 3 660.35717 1978.0497 0.46273 0.099032 0.54874 49.695 49.695 1.44E-03 24.61 225210

37217 PGQGPPRPGGAAPAAAAAAAPR Unmodified _PGQGPPRPGGAAPAAAAAAAPR_ B4FEE7_MAIZE 3 637.00989 1908.0078 0.39836 -0.063656 0.31877 50.914 50.914 1.35E-05 45.49 272240

37218 PGQQPFSFSIGQGSVIK Unmodified _PGQQPFSFSIGQGSVIK_ Q5XLE1_MAIZE 2 888.96759 1775.9206 1.1364 0.13682 1.2844 92.361 92.361 3.69E-01 18.01 37426

37219 PGSGSALFDDYGR Unmodified _PGSGSALFDDYGR_ B4FTB0_MAIZE 2 671.30712 1340.5997 0.5728 -0.20939 0.36937 68.448 68.448 2.61E-08 87.21 237780

37220 PGTPLYNIK Unmodified _PGTPLYNIK_ B6U0S1_MAIZE 2 501.78457 1001.5546 -0.16397 -0.080444 -0.26159 55.704 55.704 1.12E-01 51.82 1186900

37221 PGVIINHPQGGDVYAGVPK Unmodified _PGVIINHPQGGDVYAGVPK_ B4FAJ3_MAIZE 3 640.01089 1917.0108 0.39581 -0.075909 0.32926 64.888 64.888 7.64E-06 37.86 1178200

37222 PGVWDYIR Unmodified _PGVWDYIR_ SUS1_MAIZE B6 2 503.26126 1004.508 -0.037286 -0.067526 -0.10628 87.071 87.071 1.90E-02 54.01 4718300
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37223 PGVWDYIR Unmodified _PGVWDYIR_ SUS1_MAIZE B6 2 503.26126 1004.508 -0.15389 0.057539 -0.097836 87.613 87.613 3.48E-02 54 1305000

37224 PGVWDYIR Unmodified _PGVWDYIR_ SUS1_MAIZE B6 2 503.26126 1004.508 -0.038976 0.16606 0.12589 87.995 87.995 2.92E-02 50.69 1041700

37225 PGVWDYIR Unmodified _PGVWDYIR_ SUS1_MAIZE B6 2 503.26126 1004.508 -0.056023 0.040955 -0.016811 87.686 87.686 2.92E-02 47.03 2072200

37226 PGVWEYVR Unmodified _PGVWEYVR_ SUS2_MAIZE Q 2 503.26126 1004.508 -0.027111 -0.025714 -0.053562 72.531 72.531 1.90E-02 49.66 1430100

37227 PGVWEYVR Unmodified _PGVWEYVR_ SUS2_MAIZE Q 2 503.26126 1004.508 -0.16408 0.27257 0.10655 73.169 73.169 2.92E-02 37.65 447250

37228 PGVWEYVR Unmodified _PGVWEYVR_ SUS2_MAIZE Q 2 503.26126 1004.508 -0.012409 0.32733 0.31308 73.892 73.892 1.90E-02 37.82 578980

37229 PGVWEYVR Unmodified _PGVWEYVR_ SUS2_MAIZE Q 2 503.26126 1004.508 -0.031952 0.17834 0.14498 73.477 73.477 1.90E-02 39.87 1183000

37230 PHDYFAR Unmodified _PHDYFAR_ B6TYW3_MAIZE 3 302.48033 904.41915 1.533 -0.24989 1.2764 41.505 41.505 5.31E-01 23.44 64046

37231 PHFDQLFK Unmodified _PHFDQLFK_ B6T925_MAIZE 3 344.51515 1030.5236 1.1586 -0.17639 0.98672 66.51 66.51 1.05E-01 31.53 1143200

37232 PIADGSLLDFLR Unmodified _PIADGSLLDFLR_ Q9SAZ6_MAIZE 2 658.86408 1315.7136 0.48909 0.5339 1.0155 115.52 115.52 1.11E-04 53.3 89425

37233 PIATGLER Acetyl (Protein N-term) _(ac)PIATGLER_ B4FIN0_MAIZE 2 449.75327 897.49198 0.022124 0.23969 0.23459 73.989 73.989 3.77E-01 8.94 721740

37234 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.19228 -0.40955 -0.60293 64.629 64.629 4.40E-02 30.34 1281700

37235 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.059779 -0.43942 -0.50014 65.972 65.972 1.62E-03 49.25 2757800

37236 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.076848 -0.26947 -0.34744 65.377 65.377 4.40E-02 31.94 2211900

37237 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.10434 -0.24446 -0.34961 65.722 65.722 2.81E-03 35.89 1113900

37238 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.17279 -0.40575 -0.57948 66.137 66.137 1.84E-04 47.73 11355000

37239 PIDLGGSLGR Unmodified _PIDLGGSLGR_ B4FFP2_MAIZE 2 492.77727 983.53999 -0.10436 -0.48072 -0.58587 64.622 64.622 3.43E-01 15.18 309420

37240 PIDNGPPILPEAYLDISGSSINPSER Unmodified _PIDNGPPILPEAYLDISGSSINPSER_ B6T9C0_MAIZE 3 917.79937 2750.3763 1.1439 0.22793 1.3574 111.91 111.91 7.52E-01 2.96 271880

37241 PIDNGPPILPEAYLDISGSSINPSER Unmodified _PIDNGPPILPEAYLDISGSSINPSER_ B6T9C0_MAIZE 3 917.79937 2750.3763 1.2472 0.25768 1.4908 111.49 111.49 1.00E+00 14.58 290410

37242 PIDNGPPILPEAYLDISGSSINPSER Unmodified _PIDNGPPILPEAYLDISGSSINPSER_ B6T9C0_MAIZE 3 917.79937 2750.3763 1.1744 0.13853 1.2984 112.29 112.29 6.55E-05 31.74 1171000

37243 PIEFELGTGQVIK Unmodified _PIEFELGTGQVIK_ B6SYF5_MAIZE 2 715.89812 1429.7817 0.68632 0.14625 0.82952 88.386 88.386 1.00E-11 51.69 173950

37244 PIGEFQFIQGK Unmodified _PIGEFQFIQGK_ B4FQ64_MAIZE 2 632.34024 1262.6659 0.45128 -0.22675 0.22501 81.222 81.222 4.43E-05 41.58 338560

37245 PIGEFQFIQGK Unmodified _PIGEFQFIQGK_ B4FQ64_MAIZE 2 632.34024 1262.6659 0.31082 -0.79445 -0.48131 82.025 82.025 3.60E-06 43.68 179720

37246 PIGEFQFIQGK Unmodified _PIGEFQFIQGK_ B4FQ64_MAIZE 2 632.34024 1262.6659 0.41302 -0.79507 -0.38102 82.407 82.407 3.57E-04 29.13 189740

37247 PIGEFQFIQGK Unmodified _PIGEFQFIQGK_ B4FQ64_MAIZE 2 632.34024 1262.6659 0.35974 0.14914 0.50846 82.029 82.029 9.05E-18 52.99 1961500

37248 PIGPPMGNPWIYMYPEGLK Oxidation (M) _PIGPPM(ox)GNPWIYMYPEGLK_ BGLC_MAIZE 2 1088.5339 2175.0533 1.2753 0.59852 1.8632 107.8 107.8 9.15E-58 52.34 611320

37249 PIGPPMGNPWIYMYPEGLK Oxidation (M) _PIGPPM(ox)GNPWIYMYPEGLK_ BGLC_MAIZE 2 1088.5339 2175.0533 1.2854 -0.20295 1.0725 108.12 108.12 1.27E-23 59.82 394390

37250 PIGPPMGNPWIYMYPEGLK Oxidation (M) _PIGPPMGNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1088.5339 2175.0533 1.2746 -0.022625 1.2421 104.85 104.85 9.66E-69 66.53 461410

37251 PIGPPMGNPWIYMYPEGLK Oxidation (M) _PIGPPM(ox)GNPWIYMYPEGLK_ BGLC_MAIZE 2 1088.5339 2175.0533 1.2147 -0.1109 1.0943 108.65 108.65 1.10E-40 72.96 1402600

37252 PIGPPMGNPWIYMYPEGLK Oxidation (M) _PIGPPM(ox)GNPWIYMYPEGLK_ BGLC_MAIZE 3 726.02504 2175.0533 0.80359 0.46196 1.2547 108.63 108.63 1.00E+00 13.03 611240

37253 PIGPPMGNPWIYMYPEGLK Unmodified _PIGPPMGNPWIYMYPEGLK_ BGLC_MAIZE 2 1080.5365 2159.0584 1.26 0.4244 1.6722 115.97 115.97 5.48E-24 92.3 669160

37254 PIGPPMGNPWIYMYPEGLK Unmodified _PIGPPMGNPWIYMYPEGLK_ BGLC_MAIZE 2 1080.5365 2159.0584 1.2485 -0.46015 0.77662 117.23 117.23 5.89E-20 100.41 472310

37255 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1096.5314 2191.0482 1.2402 -0.48323 0.74969 96.889 96.889 4.22E-07 24.04 178270

37256 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1096.5314 2191.0482 1.1718 -0.47042 0.69353 96.876 96.876 9.62E-21 20.07 398900
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37257 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 3 731.35668 2191.0482 0.78588 -1.3517 -0.57288 96.871 96.871 2.45E-02 25.76 469580

37258 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1096.5314 2191.0482 1.2008 -0.27469 0.91823 96.807 96.807 3.15E-24 32.09 246110

37259 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 3 731.35668 2191.0482 0.80058 -1.1711 -0.37671 96.774 96.774 6.40E-03 26.51 275720

37260 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1096.5314 2191.0482 1.2585 -0.32651 0.92438 96.449 96.449 1.82E-69 40.8 1131400

37261 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 3 731.35668 2191.0482 0.7552 -0.59624 0.15142 96.436 96.436 1.57E-11 45.58 1618100

37262 PIGPPMGNPWIYMYPEGLK 2 Oxidation (M) _PIGPPM(ox)GNPWIYM(ox)YPEGLK_ BGLC_MAIZE 2 1096.5314 2191.0482 1.1958 -0.45317 0.73521 96.918 96.918 1.69E-64 44.06 1300600

37263 PIHTFSTVEEFWGLYNNINHPSK Unmodified _PIHTFSTVEEFWGLYNNINHPSK_ B4G0T4_MAIZE 4 683.33823 2729.3238 0.54542 0.29685 0.83796 129.85 129.85 1.28E-07 49.41 946810

37264 PIILALSNPTSQSECTAEQAYTWSK Unmodified _PIILALSNPTSQSECTAEQAYTWSK_ B6UDG4_MAIZE 3 932.45673 2794.3484 1.2161 -0.076208 1.1304 99.062 99.062 3.46E-04 28.88 226190

37265 PIIVEYSPVTDFR Unmodified _PIIVEYSPVTDFR_ B4FAF4_MAIZE 2 768.40885 1534.8031 0.85855 -1.434 -0.57257 90.786 90.786 4.68E-05 41.61 138660

37266 PIIVEYSPVTDFR Unmodified _PIIVEYSPVTDFR_ B4FAF4_MAIZE 2 768.40885 1534.8031 0.89235 -0.84107 0.052817 90.48 90.48 2.61E-08 49.86 338940

37267 PIIVEYSPVTDFR Unmodified _PIIVEYSPVTDFR_ B4FAF4_MAIZE 2 768.40885 1534.8031 0.8844 -0.83572 0.050632 90.905 90.905 4.68E-05 46.32 629300

37268 PIIVEYSPVTDFR Unmodified _PIIVEYSPVTDFR_ B4FAF4_MAIZE 2 768.40885 1534.8031 0.86666 0.56951 1.4352 90.62 90.62 1.56E-17 91.76 3235700

37269 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.035631 0.02512 -0.022686 46.178 46.178 2.81E-03 29.3 1828200

37270 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.15525 -0.16414 -0.33038 45.979 45.979 2.81E-03 56.05 728790

37271 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.055502 -0.064994 -0.13357 48.456 48.456 1.25E-02 24.41 1697400

37272 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.050675 -0.16298 -0.22662 47.735 47.735 1.62E-03 53.58 1099100

37273 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.13096 0.041546 -0.10082 48.554 48.554 1.62E-03 71.49 3738300

37274 PILGSADNVK Unmodified _PILGSADNVK_ B6TG70_MAIZE 2 507.28493 1012.5553 -0.11094 0.070485 -0.05243 48.136 48.136 1.84E-04 59.26 12047000

37275 PILGSAENVK Unmodified _PILGSAENVK_ B4F932_MAIZE 2 514.29276 1026.571 -0.017238 -0.34494 -0.3838 47.419 47.419 2.81E-03 45.88 1720600

37276 PILGSAENVK Unmodified _PILGSAENVK_ B4F932_MAIZE 2 514.29276 1026.571 -0.14522 -0.15826 -0.32485 47.404 47.404 4.40E-02 45.23 490420

37277 PILGSAENVK Unmodified _PILGSAENVK_ B4F932_MAIZE 2 514.29276 1026.571 -0.018989 -0.18814 -0.22827 49.787 49.787 2.81E-03 41.54 978060

37278 PILGSAENVK Unmodified _PILGSAENVK_ B4F932_MAIZE 2 514.29276 1026.571 -0.07815 -0.048223 -0.14841 49.566 49.566 1.45E-01 41.65 7239600

37279 PILPDAAVHAVVEEHALDAK Unmodified _PILPDAAVHAVVEEHALDAK_ B4FI28_MAIZE 4 524.53501 2094.111 -0.0070107 0.61014 0.59107 86.849 86.849 7.89E-02 7.3 684560

37280 PINAPAK Unmodified _PINAPAK_ B4FS52_MAIZE 2 355.71341 709.41227 1.1361 0.30733 1.4021 23.022 23.022 1.86E-01 24.01 53800

37281 PIPEVFEDVK Unmodified _PIPEVFEDVK_ B4FM96_MAIZE 2 586.81352 1171.6125 0.084335 -0.15165 -0.06894 79.809 79.809 2.81E-03 34.37 4580500

37282 PISTELR Unmodified _PISTELR_ B6T2N1_MAIZE 2 408.23471 814.45487 0.10115 0.22887 0.30724 41.749 41.749 1.86E-01 43.33 205410

37283 PIVQCQTLK Unmodified _PIVQCQTLK_ B6T5F2_MAIZE 2 543.80243 1085.5903 0.018671 -0.18396 -0.15882 45.27 45.27 3.32E-02 26.96 251970

37284 PKDEFLSTLR Unmodified _PKDEFLSTLR_ B4FHT1_MAIZE 3 402.55567 1204.6452 0.27598 -0.20318 0.059191 62.076 62.076 5.86E-01 10.58 1198300

37285 PKPDSTMEYR Unmodified _PKPDSTMEYR_ B6TSD4_MAIZE 3 408.52902 1222.5652 0.30991 0.76545 1.0556 37.044 37.044 1.25E-01 20.35 156460

37286 PKPGAAWGTSLK Unmodified _PKPGAAWGTSLK_ B6T1D2_MAIZE 3 404.89603 1211.6663 0.36081 -0.39989 -0.049272 47.154 47.154 6.54E-02 27.64 1828000

37287 PKPGAAWGTSLK Unmodified _PKPGAAWGTSLK_ B6T1D2_MAIZE 2 606.84041 1211.6663 0.28022 0.62267 0.89078 47.155 47.155 1.00E+00 8.49 221670

37288 PKPLAAYLFTK Unmodified _PKPLAAYLFTK_ B4FUA7_MAIZE 3 416.91654 1247.7278 0.25587 0.10275 0.33667 74.769 74.769 6.79E-01 14.4 777830

37289 PKPLAAYLFTK Unmodified _PKPLAAYLFTK_ B4FUA7_MAIZE 3 416.91654 1247.7278 0.10656 0.17473 0.25848 76.113 76.113 1.00E+00 9.5 210980

37290 PKPLAAYLFTK Unmodified _PKPLAAYLFTK_ B4FUA7_MAIZE 3 416.91654 1247.7278 0.24929 -0.30507 -0.077653 76.044 76.044 1.40E-01 13.33 295380
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37291 PKPLAAYLFTK Unmodified _PKPLAAYLFTK_ B4FUA7_MAIZE 3 416.91654 1247.7278 0.21171 -0.066306 0.12329 75.883 75.883 7.13E-05 30.82 2484700

37292 PKPVSEVVNISR Unmodified _PKPVSEVVNISR_ B4F8L5_MAIZE 3 442.25763 1323.751 0.0991 -0.13005 -0.039786 51.734 51.734 6.54E-02 17.88 475470

37293 PLAAVAK Unmodified _PLAAVAK_ B6SSM0_MAIZE 2 335.21833 668.42211 1.2659 0.13509 1.3665 29.179 29.179 4.49E-02 35.5 179370

37294 PLAAYLFTK Unmodified _PLAAYLFTK_ B4FUA7_MAIZE 2 512.29731 1022.5801 -0.038196 0.35027 0.29152 80.955 80.955 3.32E-02 23.09 806290

37295 PLADVVADFLAR Unmodified _PLADVVADFLAR_ B6TRK6_MAIZE 2 643.85879 1285.703 0.57422 -0.43689 0.13514 121.14 121.14 7.72E-03 41.38 59412

37296 PLAEQEVK Unmodified _PLAEQEVK_ B4F7Y0_MAIZE 2 457.2531 912.49165 -0.045918 0.20244 0.12956 35.738 35.738 2.92E-02 29.59 260500

37297 PLANGIPIGVVLVK Unmodified _PLANGIPIGVVLVK_ B6TUB6_MAIZE 2 695.44504 1388.8755 0.68 -0.0469 0.63108 94.182 94.182 6.31E-03 16.2 502550

37298 PLANGIPIGVVLVK Unmodified _PLANGIPIGVVLVK_ B6TUB6_MAIZE 2 695.44504 1388.8755 0.64785 0.23872 0.88383 94.923 94.923 2.25E-03 38.02 123490

37299 PLCIPK Unmodified _PLCIPK_ B4G1P9_MAIZE 2 364.21219 726.40983 0.89774 -0.68918 0.20082 49.982 49.982 2.64E-01 30.12 557550

37300 PLDAWLK Unmodified _PLDAWLK_ B6T9P0_MAIZE 2 421.74217 841.46979 0.19944 0.040151 0.21717 72.422 72.422 8.04E-02 16.26 1856200

37301 PLDAWLK Unmodified _PLDAWLK_ B6T9P0_MAIZE 2 421.74217 841.46979 0.037552 0.04105 0.058212 73.138 73.138 9.32E-03 25.67 459000

37302 PLDAWLK Unmodified _PLDAWLK_ B6T9P0_MAIZE 2 421.74217 841.46979 0.19166 -0.30655 -0.136 73.888 73.888 4.49E-02 29.2 647600

37303 PLDAWLK Unmodified _PLDAWLK_ B6T9P0_MAIZE 2 421.74217 841.46979 0.11516 -0.031356 0.063244 73.582 73.582 4.46E-01 12.83 278530

37304 PLDAWLK Unmodified _PLDAWLK_ B6T9P0_MAIZE 2 421.74217 841.46979 0.12746 -0.021841 0.085279 73.722 73.722 4.49E-02 35.65 6762800

37305 PLDEDDIALLK Unmodified _PLDEDDIALLK_ B4FQJ6_MAIZE 2 621.33482 1240.6551 0.39341 0.94383 1.3165 82.854 82.854 1.67E-02 27.46 571600

37306 PLDEDDIALLK Unmodified _PLDEDDIALLK_ B4FQJ6_MAIZE 2 621.33482 1240.6551 0.1495 -1.059 -0.92702 83.072 83.072 6.35E-09 51.84 187890

37307 PLDEDDIALLK Unmodified _PLDEDDIALLK_ B4FQJ6_MAIZE 2 621.33482 1240.6551 0.41158 0.19268 0.58513 83.621 83.621 1.62E-12 76.67 312260

37308 PLDEDDIALLK Unmodified _PLDEDDIALLK_ B4FQJ6_MAIZE 2 621.33482 1240.6551 0.3549 -0.055921 0.28012 83.26 83.26 6.35E-09 67.65 228910

37309 PLDEDDIALLK Unmodified _PLDEDDIALLK_ B4FQJ6_MAIZE 2 621.33482 1240.6551 0.35122 0.35763 0.68914 83.601 83.601 9.05E-18 78.49 1292400

37310 PLDTIYSNFIDALPVVK Unmodified _PLDTIYSNFIDALPVVK_ B4FUF3_MAIZE 2 953.02203 1904.0295 1.3109 -1.1013 0.2077 124.49 124.49 8.28E-39 87.13 412180

37311 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.76679 -0.17322 0.57417 80.644 80.644 2.09E-30 126.92 5995800

37312 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.80401 -0.23837 0.54688 81.008 81.008 8.77E-41 113.84 2766200

37313 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.77006 -0.19639 0.55511 81.608 81.608 2.09E-30 105.18 2796200

37314 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.77215 -0.15244 0.60123 81.252 81.252 8.77E-41 142.92 3515900

37315 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.82542 -0.35489 0.45259 80.975 80.975 3.40E-25 104.69 360950

37316 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.81359 0.21516 1.0093 81.658 81.658 8.77E-41 142.93 1935300

37317 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.80238 -0.056866 0.72572 81.307 81.307 8.77E-41 119.65 2971200

37318 PLEEGLAEAIDDGR Unmodified _PLEEGLAEAIDDGR_ B6U0S1_MAIZE 2 742.865 1483.7155 0.77088 0.22132 0.97285 80.867 80.867 2.09E-30 119.38 823100

37319 PLEHPQTEAYWGNVNPIGVR Unmodified _PLEHPQTEAYWGNVNPIGVR_ B4FAG0_MAIZE 3 759.71855 2276.1338 0.8489 -0.1222 0.72117 80.966 80.966 2.57E-09 51.02 886690

37320 PLELPAYAIVPGGK Unmodified _PLELPAYAIVPGGK_ B4FU39_MAIZE 2 712.91103 1423.8075 -0.2992 91.355 91.355 2.54E-17 62.63

37321 PLELPAYAIVPGGK Unmodified _PLELPAYAIVPGGK_ B4FU39_MAIZE 2 712.91103 1423.8075 0.70204 -0.20621 0.48042 91.59 91.59 1.00E+00 4.38 511530

37322 PLFFLDYYATSK Unmodified _PLFFLDYYATSK_ B6T882_MAIZE 2 732.87411 1463.7337 0.78101 0.41803 1.1917 109.68 109.68 2.05E-12 52.45 518600

37327 PLFLSK Unmodified _PLFLSK_ B4FHF0_MAIZE 2 352.72071 703.42686 1.0189 -0.05906 0.94007 59.583 59.583 2.64E-01 34.12 1387800

37328 PLFPNFAAALEGR Unmodified _PLFPNFAAALEGR_ B4FA28_MAIZE 2 701.87752 1401.7405 0.69224 0.49329 1.169 110.36 110.36 1.47E-03 55.04 204960
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37329 PLGAVAK Unmodified _PLGAVAK_ B6SSM0_MAIZE 2 328.21051 654.40646 1.3834 -0.018576 1.344 27.57 27.57 1.86E-01 22.63 43151

37330 PLGRPFGSGPPGDRPR Unmodified _PLGRPFGSGPPGDRPR_ B6T8R3_MAIZE 4 416.47603 1661.875 0.25696 -0.12042 0.14153 47.006 47.006 1.00E+00 7.36 1476500

37331 PLGRPFGSGPPGDRPR Unmodified _PLGRPFGSGPPGDRPR_ B6T8R3_MAIZE 4 416.47603 1661.875 0.25897 -0.24416 0.020964 48.11 48.11 1.00E+00 1.63 967100

37332 PLGRPFGSGPPGDRPR Unmodified _PLGRPFGSGPPGDRPR_ B6T8R3_MAIZE 3 554.96562 1661.875 0.015603 0.067746 0.088725 52.437 52.437 1.05E-01 15.36 188950

37333 PLGVVAMVLGYDEEK Oxidation (M) _PLGVVAM(ox)VLGYDEEK_ B4F7U0_MAIZE 2 818.41856 1634.8226 1.0025 0.040226 1.0405 98.299 98.299 4.00E-111 72.52 436340

37334 PLHANQGVAIR Unmodified _PLHANQGVAIR_ B4G038_MAIZE 3 392.55964 1174.6571 0.43336 0.14866 0.56878 40.432 40.432 5.04E-04 45.62 1296900

37335 PLHLTATPR Unmodified _PLHLTATPR_ B4G1C2_MAIZE 3 335.86618 1004.5767 1.2546 -0.23378 1.013 42.682 42.682 1.00E+00 0.05 187310

37336 PLHLTATPR Unmodified _PLHLTATPR_ B4G1C2_MAIZE 3 335.86618 1004.5767 1.2773 -0.15257 1.1174 42.878 42.878 6.12E-02 36.96 861880

37337 PLHLTATPR Unmodified _PLHLTATPR_ B4G1C2_MAIZE 3 335.86618 1004.5767 1.2155 -0.22918 0.97676 43.516 43.516 1.00E+00 20.32 11058000

37338 PLHLTATPR Unmodified _PLHLTATPR_ B4G1C2_MAIZE 3 335.86618 1004.5767 1.2596 -0.02698 1.223 41.319 41.319 1.96E-01 28.67 675790

37339 PLILIHDK Unmodified _PLILIHDK_ CH61_MAIZE C 3 316.86741 947.5804 1.4298 0.10843 1.5152 55.014 55.014 2.47E-01 21.57 431840

37340 PLLDKNDR Unmodified _PLLDKNDR_ B6TGG2_MAIZE 3 324.18206 969.52434 1.4278 0.012279 1.4166 31.833 31.833 2.47E-01 33.63 59098

37341 PLLDQPSGDPYTMAFSK Oxidation (M) _PLLDQPSGDPYTM(ox)AFSK_ B4FPS0_MAIZE 2 941.94821 1881.8819 1.1257 -0.22347 0.90198 81.926 81.926 7.53E-29 46 972250

37342 PLLGGAPDAAVVDK Unmodified _PLLGGAPDAAVVDK_ B4FK84_MAIZE 2 661.86936 1321.7242 0.40325 -0.37331 0.030846 68.358 68.358 1.95E-13 54.52 3748900

37343 PLLHQESGDPYAK Unmodified _PLLHQESGDPYAK_ B4F8E9_MAIZE 3 485.58066 1453.7201 -0.13138 0.19985 0.053827 46.193 46.193 3.27E-03 25.7 3522400

37344 PLLLLR Unmodified _PLLLLR_ B6T4W6_MAIZE 2 362.75762 723.5007 0.88484 1.6851 2.5308 73.741 73.741 2.78E-01 34.53 532950

37345 PLNIVEGK Unmodified _PLNIVEGK_ B6U6Q5_MAIZE 2 435.25819 868.50182 -0.080329 0.77896 0.67771 57.969 57.969 1.00E+00 0.31 98021

37346 PLNIVEGK Unmodified _PLNIVEGK_ B6U6Q5_MAIZE 2 435.25819 868.50182 0.1241 0.46608 0.5683 49.88 49.88 2.92E-02 25.82 579560

37347 PLNWGAAAAELAGSHLDEVKR Unmodified _PLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 552.04073 2204.1338 0.03784 0.26125 0.27898 94.288 94.288 5.77E-05 61.98 549330

37348 PLNWGAAAAELAGSHLDEVKR Unmodified _PLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 552.04073 2204.1338 0.18213 -0.053128 0.11058 94.362 94.362 2.01E-01 16.79 385710

37349 PLNWGAAAAELAGSHLDEVKR Unmodified _PLNWGAAAAELAGSHLDEVKR_ B6U4D6_MAIZE 4 552.04073 2204.1338 0.035224 -0.4228 -0.40554 94.538 94.538 4.33E-06 53.76 753740

37350 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 3 485.27361 1452.799 -0.0027364 0.043346 0.035271 75.198 75.198 1.00E+00 4.82 923190

37351 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 3 485.27361 1452.799 -0.17545 0.61777 0.4358 76.365 76.365 1.00E+00 5.66 730500

37352 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 3 485.27361 1452.799 -0.052111 -0.008162 -0.06559 76.696 76.696 2.11E-01 17.4 1071800

37353 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 3 485.27361 1452.799 -0.040231 0.24822 0.2018 76.431 76.431 1.00E+00 5.64 787000

37354 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 3 485.27361 1452.799 -0.16103 -0.10561 -0.27136 76.219 76.219 2.11E-01 25.08 6438500

37355 PLPWRPATNVFR Unmodified _PLPWRPATNVFR_ MTHR1_MAIZE 2 727.40678 1452.799 0.79221 -0.26461 0.52234 76.201 76.201 1.00E+00 1.13 398680

37356 PLQVPAFSLVAGGK Unmodified _PLQVPAFSLVAGGK_ B4FVN5_MAIZE 2 692.40337 1382.7922 0.63777 -0.34809 0.29243 94.682 94.682 3.56E-04 39.98 1330800

37357 PLTAAVTAAGGNATYVLDGVPR Unmodified _PLTAAVTAAGGNATYVLDGVPR_ O24566_MAIZE 3 705.37953 2113.1168 0.73569 0.20293 0.94154 92.683 92.683 2.15E-02 35.97 669620

37358 PLTFLR Unmodified _PLTFLR_ B6SSB6_MAIZE 2 373.73161 745.44866 0.68369 0.17322 0.84702 66.957 66.957 2.78E-01 28.25 1645900

37359 PLVADGTAK Unmodified _PLVADGTAK_ B6TJ44_MAIZE 2 436.24782 870.48108 0.05909 0.37342 0.42602 34.252 34.252 1.01E-02 35.6 86454

37360 PLVDFANKPMILHQIEALK Oxidation (M) _PLVDFANKPM(ox)ILHQIEALK_ B4FEP8_MAIZE 4 549.05796 2192.2027 0.087411 -0.47469 -0.40308 94.912 94.912 9.90E-01 4.43 813350

37361 PLVDFANKPMILHQIEALK Oxidation (M) _PLVDFANKPM(ox)ILHQIEALK_ B4FEP8_MAIZE 4 549.05796 2192.2027 -0.027877 -0.378 -0.4204 96.327 96.327 3.96E-01 2.63 232460

37362 PLVEILR Unmodified _PLVEILR_ B6TP06_MAIZE 2 420.2711 838.52764 -0.041925 0.23097 0.16287 72.72 72.72 4.49E-02 37.41 1507600
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37363 PLVHDVLGLK Unmodified _PLVHDVLGLK_ B6SSJ8_MAIZE 3 364.22549 1089.6546 0.83327 -0.24256 0.59334 69.93 69.93 1.65E-04 43.84 205500

37364 PLVPEIAHMYK Oxidation (M) _PLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 3 438.56892 1312.6849 -0.057471 0.65827 0.58138 64.257 64.257 1.73E-05 43.77 321410

37365 PLVSSEDVK Unmodified _PLVSSEDVK_ B4FP01_MAIZE 2 487.26366 972.51278 -0.087908 -0.10819 -0.20146 42.789 42.789 3.21E-03 35.76 719030

37366 PLVSSEDVKK Unmodified _PLVSSEDVKK_ B4FP01_MAIZE 3 367.87652 1100.6077 0.86119 -0.28419 0.56604 35.44 35.44 5.02E-04 42.04 471220

37367 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.418 -0.15251 1.26 38.091 38.091 5.26E-01 34.35 616870

37368 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.2919 -0.43858 0.84962 37.523 37.523 5.26E-01 26.93 154030

37369 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.5491 -0.61189 0.93285 40.027 40.027 5.26E-01 30.77 232510

37370 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.3731 -0.4342 0.93462 39.29 39.29 5.26E-01 39.28 449560

37371 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.3743 -0.47915 0.89023 39.816 39.816 2.64E-01 32.75 400860

37372 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.4586 -0.27043 1.1848 39.664 39.664 5.26E-01 31.45 645660

37373 PLVSVK Unmodified _PLVSVK_ B4FVJ0_MAIZE 2 321.71288 641.41121 1.3219 -0.20602 1.1117 60.374 60.374 1.00E+00 3.73 105080

37374 PLVTVR Unmodified _PLVTVR_ B4F9G0_MAIZE 2 342.72378 683.43301 1.1589 -0.24624 0.9186 43.607 43.607 2.64E-01 39.68 826560

37375 PLVVIGK Unmodified _PLVVIGK_ B4FAJ4_MAIZE 2 363.24963 724.48471 0.81322 0.19935 1.0123 55.383 55.383 8.04E-02 31.38 278250

37376 PLYVAFAQR Unmodified _PLYVAFAQR_ B6U4M0_MAIZE 2 532.79801 1063.5815 -0.10998 -0.24527 -0.36805 70.652 70.652 1.12E-01 8.47 190920

37377 PLYVAFAQR Unmodified _PLYVAFAQR_ B6U4M0_MAIZE 2 532.79801 1063.5815 -0.005537 -0.021864 -0.041641 71.038 71.038 3.39E-01 5.9 392790

37378 PMDVLVLMQEPVLPGAFLR 2 Oxidation (M) _PM(ox)DVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 2 1079.076 2156.1374 1.2004 0.038797 1.2416 113.78 113.78 6.14E-46 63.31 192780

37380 PMIVVQHK Unmodified _PMIVVQHK_ B6T2Q6_MAIZE 3 317.853 950.53716 1.4808 -0.056402 1.4193 36.194 36.194 1.05E-01 26.76 263710

37381 PMIVVQHK Unmodified _PMIVVQHK_ B6T2Q6_MAIZE 3 317.853 950.53716 1.64 -0.66674 0.97202 38.054 38.054 3.42E-02 22.52 91433

37382 PMIVVQHK Unmodified _PMIVVQHK_ B6T2Q6_MAIZE 3 317.853 950.53716 1.3707 -0.28163 1.0873 37.773 37.773 2.00E-02 27.73 442090

37383 PMIVVQHK Oxidation (M) _PM(ox)IVVQHK_ B6T2Q6_MAIZE 2 484.27331 966.53207 0.48834 29.316 29.316 5.99E-01 4.04

37384 PMIVVQHK Oxidation (M) _PM(ox)IVVQHK_ B6T2Q6_MAIZE 3 323.18463 966.53207 3.6191 29.32 29.32 1.14E-01 13.77

37385 PMIVVQHK Oxidation (M) _PM(ox)IVVQHK_ B6T2Q6_MAIZE 2 484.27331 966.53207 -0.35177 29.338 29.338 1.20E-01 16.07

37386 PMIVVQHK Oxidation (M) _PM(ox)IVVQHK_ B6T2Q6_MAIZE 3 323.18463 966.53207 0.82563 29.812 29.812 3.43E-01 16.63

37387 PMPDQLPK Unmodified _PMPDQLPK_ B4FMS7_MAIZE 2 463.24422 924.47389 -0.079649 0.036527 -0.05582 52.272 52.272 1.65E-01 22.62 928240

37388 PMPVSDEFR Oxidation (M) _PM(ox)PVSDEFR_ B4FFV2_MAIZE 2 547.25277 1092.491 -0.045677 0.32606 0.28158 48.844 48.844 3.05E-02 23.98 104910

37389 PMYSNPPLHGASIVATILR Oxidation (M) _PM(ox)YSNPPLHGASIVATILR_ B4FUH2_MAIZE 3 685.03482 2052.0826 0.64097 -0.29884 0.33236 90.348 90.348 5.94E-09 40.16 683350

37390 PMYSNPPLHGASIVATILR Oxidation (M) _PM(ox)YSNPPLHGASIVATILR_ B4FUH2_MAIZE 3 685.03482 2052.0826 0.58718 -0.04827 0.52817 91.43 91.43 7.64E-06 46.71 348960

37391 PMYSNPPLHGASIVATILR Oxidation (M) _PM(ox)YSNPPLHGASIVATILR_ B4FUH2_MAIZE 3 685.03482 2052.0826 0.66172 -0.15948 0.49261 91.407 91.407 7.64E-06 44.75 392550

37392 PMYSNPPLHGASIVATILR Unmodified _PMYSNPPLHGASIVATILR_ B4FUH2_MAIZE 3 679.70318 2036.0877 0.61211 -0.42423 0.17542 94.696 94.696 7.64E-06 51.56 980230

37393 PMYSNPPVHGALVVSIILSDPELK Oxidation (M) _PM(ox)YSNPPVHGALVVSIILSDPELK_ B4F9G1_MAIZE 3 864.79625 2591.3669 1.1456 -0.49148 0.64986 112.51 112.51 6.07E-03 40.92 101550

37394 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.07856 -0.50134 -0.41825 38.036 38.036 5.66E-08 59 11980000

37395 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.043244 -0.24502 -0.19792 37.262 37.262 5.66E-08 64.1 3291600

37396 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.082032 -0.4992 -0.41285 40.135 40.135 5.66E-08 64.33 5717800

37397 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.06313 -0.53899 -0.47068 39.323 39.323 4.43E-05 54.82 8174600
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37398 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.14025 0.17016 0.31352 38.536 38.536 3.60E-06 64.2 213780

37399 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 -0.016178 -0.51333 -0.52454 40.167 40.167 3.60E-06 63.22 13098000

37400 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.11824 -0.40607 -0.28263 40.027 40.027 3.60E-06 75.04 1759200

37401 PNAQAVTVDGR Unmodified _PNAQAVTVDGR_ B6U4D6_MAIZE 2 564.29382 1126.5731 0.09674 0.27732 0.37641 40.875 40.875 3.60E-06 57.99 524420

37402 PNAVALVDAFNYTDHYLGSVLGR Unmodified _PNAVALVDAFNYTDHYLGSVLGR_ B4F8X3_MAIZE 3 831.4238 2491.2496 0.98405 0.003719 0.98792 123.78 123.78 1.30E-35 73.44 1241000

37403 PNPDDPLVPEIAHMYK Oxidation (M) _PNPDDPLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 3 617.9697 1850.8873 0.26864 -0.2883 -0.027991 74.97 74.97 4.55E-03 19.45 496520

37404 PNPDDPLVPEIAHMYK Unmodified _PNPDDPLVPEIAHMYK_ B4FCQ9_MAIZE 3 612.63807 1834.8924 0.32612 -2.6691 -2.351 86.872 86.872 5.29E-01 0.46 127580

37405 PNPMTVFWSK Oxidation (M) _PNPM(ox)TVFWSK_ B4G1T4_MAIZE 2 611.79989 1221.5852 0.31604 0.36701 0.68697 68.761 68.761 1.25E-02 46.4 1533500

37406 PNPMTVFWSK Oxidation (M) _PNPM(ox)TVFWSK_ B4G1T4_MAIZE 2 611.79989 1221.5852 0.262 0.26176 0.5269 69.476 69.476 9.71E-04 47.69 777990

37407 PNPMTVFWSK Oxidation (M) _PNPM(ox)TVFWSK_ B4G1T4_MAIZE 2 611.79989 1221.5852 0.31004 0.40819 0.72207 69.871 69.871 1.75E-03 36.16 1166500

37408 PNPMTVFWSK Unmodified _PNPMTVFWSK_ B4G1T4_MAIZE 2 603.80243 1205.5903 0.21683 0.55473 0.7723 90.144 90.144 2.81E-03 47.98 400740

37409 PNPMTVFWSK Unmodified _PNPMTVFWSK_ B4G1T4_MAIZE 2 603.80243 1205.5903 0.31497 0.23588 0.55114 90.386 90.386 3.43E-01 11.34 280070

37410 PNPMTVFWSK Unmodified _PNPMTVFWSK_ B4G1T4_MAIZE 2 603.80243 1205.5903 0.30522 0.45454 0.75951 90.15 90.15 4.40E-02 24.58 525550

37412 PNVDWCETHR Unmodified _PNVDWCETHR_ B6UIE1_MAIZE 3 438.5279 1312.5619 0.0055073 0.046987 0.059181 48.146 48.146 3.86E-05 56.73 2706600

37413 PPPPPPPADDSK Unmodified _PPPPPPPADDSK_ B4G1B0_MAIZE 2 607.80623 1213.5979 0.26614 0.21097 0.4734 35.546 35.546 6.74E-02 53.24 281950

37414 PPPPPPPADDSK Unmodified _PPPPPPPADDSK_ B4G1B0_MAIZE 2 607.80623 1213.5979 0.28621 0.20412 0.48757 32.629 32.629 1.60E-02 53.62 302130

37415 PPYYEWFQFDK Unmodified _PPYYEWFQFDK_ B6UG11_MAIZE 2 760.34826 1518.682 0.88164 0.24749 1.1251 103.87 103.87 4.43E-05 28.96 184200

37416 PQAPKPEEDESGR Unmodified _PQAPKPEEDESGR_ B6U0G4_MAIZE 3 480.56356 1438.6688 0.087101 -0.77231 -0.70304 30.699 30.699 1.02E-01 28.34 16593

37417 PQGGEEYGSGGGGYGR Unmodified _PQGGEEYGSGGGGYGR_ B4F957_MAIZE 2 764.32658 1526.6386 0.91143 0.17855 1.0975 41.504 41.504 7.01E-14 78.74 317350

37418 PQGGEEYGSGGGGYGR Unmodified _PQGGEEYGSGGGGYGR_ B4F957_MAIZE 2 764.32658 1526.6386 0.90083 0.091496 0.99965 41.458 41.458 7.01E-14 88.12 570040

37419 PQGGEIVAVGEGR Unmodified _PQGGEIVAVGEGR_ B6T8U7_MAIZE 2 634.83331 1267.6521 0.36953 0.5393 0.9113 52.296 52.296 4.93E-21 96.13 667100

37420 PQGGEVVAVGAGR Unmodified _PQGGEVVAVGAGR_ B4F848_MAIZE 2 598.82274 1195.6309 0.22474 0.20776 0.44625 44.253 44.253 4.93E-21 72.49 512240

37421 PQGLYISLK Unmodified _PQGLYISLK_ B6UDG4_MAIZE 2 509.80022 1017.5859 0.041116 0.008453 0.027747 70.273 70.273 3.32E-02 17.9 740150

37422 PQGLYISLK Unmodified _PQGLYISLK_ B6UDG4_MAIZE 2 509.80022 1017.5859 -0.027691 0.18026 0.13095 71.755 71.755 3.32E-02 29.57 475420

37423 PQVSAAPAAGGK Unmodified _PQVSAAPAAGGK_ B6SJA3_MAIZE 2 527.28801 1052.5615 -0.078467 -0.18063 -0.26923 29.253 29.253 6.74E-02 35.05 26249

37424 PQVSAGAAAGGK Unmodified _PQVSAGAAAGGK_ B6SIK6_MAIZE 2 507.27236 1012.5302 -0.04358 -0.14668 -0.19736 26.694 26.694 4.56E-01 16.78 4700

37425 PQYNQLFVK Unmodified _PQYNQLFVK_ B6TQA2_MAIZE 2 568.80857 1135.6026 0.057779 0.53176 0.58038 66.695 66.695 3.21E-03 27.7 133810

37426 PREDVLAEK Unmodified _PREDVLAEK_ B6TZD9_MAIZE 3 352.86098 1055.5611 1.1197 -0.014749 1.0794 35.082 35.082 8.82E-01 19.16 48359

37427 PREDVLAEK Unmodified _PREDVLAEK_ B6TZD9_MAIZE 3 352.86098 1055.5611 1.034 0.008739 1.0172 35.687 35.687 1.96E-01 22.86 193670

37428 PREDVLAEK Unmodified _PREDVLAEK_ B6TZD9_MAIZE 2 528.78784 1055.5611 0.028947 -0.50757 -0.50319 35.683 35.683 1.01E-02 43.58 111770

37429 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 3 420.22789 1257.6618 0.19547 -0.10215 0.088294 70.135 70.135 8.44E-04 39.47 5403000

37430 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 2 629.8382 1257.6618 0.34354 -0.10931 0.22972 70.126 70.126 1.25E-02 31.95 855090

37431 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 3 420.22789 1257.6618 0.069668 -0.037173 0.028052 71.417 71.417 1.57E-02 26.67 1669100
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37432 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 2 629.8382 1257.6618 0.28945 -0.13259 0.15289 71.38 71.38 1.62E-03 36.43 195570

37433 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 3 420.22789 1257.6618 0.19261 0.041231 0.22797 71.981 71.981 1.75E-03 43.79 1276500

37434 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 3 420.22789 1257.6618 0.138 -0.14838 -0.016049 71.627 71.627 1.75E-03 44.6 2459200

37435 PRPGVWDYIR Unmodified _PRPGVWDYIR_ SUS1_MAIZE B6 3 420.22789 1257.6618 0.0036612 0.26039 0.25775 73.754 73.754 6.44E-01 12.26 213660

37436 PRPGVWEYVR Unmodified _PRPGVWEYVR_ SUS2_MAIZE Q 3 420.22789 1257.6618 0.21218 0.081524 0.28901 61.205 61.205 1.57E-02 28.57 1703400

37437 PRPGVWEYVR Unmodified _PRPGVWEYVR_ SUS2_MAIZE Q 3 420.22789 1257.6618 0.057325 0.12742 0.17984 62.561 62.561 1.57E-02 36.55 564580

37438 PRPGVWEYVR Unmodified _PRPGVWEYVR_ SUS2_MAIZE Q 3 420.22789 1257.6618 0.20141 -0.33804 -0.14112 63.563 63.563 1.00E+00 14.19 528040

37439 PRPGVWEYVR Unmodified _PRPGVWEYVR_ SUS2_MAIZE Q 3 420.22789 1257.6618 0.17272 -0.18893 -0.021133 63.029 63.029 8.44E-04 47.46 1216000

37440 PRPPSLLTAEK Unmodified _PRPPSLLTAEK_ B4FIS8_MAIZE 3 403.57143 1207.6925 0.23049 -0.16391 0.043205 49.2 49.2 4.33E-02 25.94 391120

37441 PSAEQALLMLQGALIGAQNVR Unmodified _PSAEQALLMLQGALIGAQNVR_ B4FEA4_MAIZE 3 727.40005 2179.1783 0.89902 0.10553 0.98679 125.13 125.13 7.83E-01 10.54 786480

37442 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.75317 0.091324 0.82779 121.84 121.84 2.97E-04 43.41 225020

37443 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.80964 -0.14232 0.65129 122.45 122.45 3.35E-04 53.37 192520

37444 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.80218 0.072155 0.85905 121.62 121.62 1.19E-11 88.98 533030

37445 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.80795 0.15005 0.94263 122.19 122.19 4.34E-05 56.99 819820

37446 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.79408 0.23479 1.0123 122.5 122.5 2.72E-06 66.13 1165200

37447 PSAEQALLMLQGALIGAQNVR Oxidation (M) _PSAEQALLM(ox)LQGALIGAQNVR_ B4FEA4_MAIZE 3 732.73169 2195.1732 0.79721 0.099494 0.8812 123.05 123.05 3.35E-08 64.28 1294200

37448 PSAHAEVTAIR Unmodified _PSAHAEVTAIR_ B6UC30_MAIZE 3 384.54377 1150.6095 0.37104 -0.072167 0.28034 39.961 39.961 4.33E-02 51.11 49587

37449 PSDYVEPFGK Unmodified _PSDYVEPFGK_ B6TIR4_MAIZE 2 569.7744 1137.5342 0.11974 -0.002676 0.11804 61.67 61.67 2.81E-03 58.76 443470

37450 PSEAVVEEK Unmodified _PSEAVVEEK_ B6TM12_MAIZE 2 494.2533 986.49204 -0.11149 -0.17377 -0.30745 58.338 58.338 3.39E-01 4.45 891600

37451 PSEIQSESR Unmodified _PSEIQSESR_ B6U0U2_MAIZE 2 516.75145 1031.4884 0.058293 0.44798 0.47967 30.528 30.528 3.39E-01 6.72 185600

37452 PSEIQSESR Unmodified _PSEIQSESR_ B6U0U2_MAIZE 2 516.75145 1031.4884 0.035989 0.044534 0.055581 29.757 29.757 1.00E+00 2.56 382820

37453 PSEIQSESR Unmodified _PSEIQSESR_ B6U0U2_MAIZE 2 516.75145 1031.4884 0.061704 0.14285 0.17961 28.897 28.897 1.00E+00 3.53 32203

37454 PSEMSMDIVK 2 Oxidation (M) _PSEM(ox)SM(ox)DIVK_ B6T8B1_MAIZE 2 584.76486 1167.5152 0.15657 0.072934 0.2208 37.832 37.832 2.43E-03 20.6 52963

37455 PSGNVVTQVLDVR Unmodified _PSGNVVTQVLDVR_ B4FHG3_MAIZE 2 692.38317 1382.7518 0.60381 0.023002 0.64316 82.955 82.955 2.61E-08 43.19 877490

37456 PSHGPIHFR Unmodified _PSHGPIHFR_ B4FAM6_MAIZE 3 349.85428 1046.541 1.1874 0.85286 2.0381 34.819 34.819 2.96E-03 26.82 534850

37457 PSHGPIHFR Unmodified _PSHGPIHFR_ B4FAM6_MAIZE 3 349.85428 1046.541 1.1514 -0.33608 0.8182 34.555 34.555 2.96E-03 29.82 252720

37458 PSIGSAQVNQLPSVLDDYILQVK Unmodified _PSIGSAQVNQLPSVLDDYILQVK_ B6TJ76_MAIZE 3 828.78299 2483.3272 1.0962 0.12385 1.2166 121.6 121.6 2.54E-02 13.87 233310

37459 PSKPIYVSVR Unmodified _PSKPIYVSVR_ B4FPD1_MAIZE 3 382.56076 1144.6604 0.46756 0.63475 1.0898 44.756 44.756 3.83E-02 12.62 34536

37460 PSKPLAWLPR Unmodified _PSKPLAWLPR_ B4FP94_MAIZE 3 388.90111 1163.6815 0.52698 -0.15252 0.35108 68.045 68.045 3.83E-02 20.52 651030

37461 PSKPLAWLPR Unmodified _PSKPLAWLPR_ B4FP94_MAIZE 3 388.90111 1163.6815 0.29386 0.081811 0.35267 70.404 70.404 1.25E-01 27.31 129500

37462 PSKPPGPAAGDR Unmodified _PSKPPGPAAGDR_ B6TBI6_MAIZE 3 383.87188 1148.5938 0.77014 0.14098 0.90089 23.612 23.612 1.55E-01 31.59 13979

37463 PSKPPGPAAGDR Unmodified _PSKPPGPAAGDR_ B6TBI6_MAIZE 3 383.87188 1148.5938 0.62532 -0.88398 -0.2654 24.117 24.117 1.00E+00 9.85 8778.5

37464 PSKPPGPAAGDR Unmodified _PSKPPGPAAGDR_ B6TBI6_MAIZE 3 383.87188 1148.5938 0.6606 0.32899 0.98084 23.686 23.686 1.00E+00 18.13 25498

37465 PSLKPAAGITPAMFGAPVTEQEAEDLSK Oxidation (M) _PSLKPAAGITPAM(ox)FGAPVTEQEAEDLSK_ B4G1F8_MAIZE 3 957.81967 2870.4372 1.2292 0.31207 1.5312 86.605 86.605 6.02E-16 52.08 405040
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37466 PSLKPAAGITPAMFGAPVTEQEAEDLSK Oxidation (M) _PSLKPAAGITPAM(ox)FGAPVTEQEAEDLSK_ B4G1F8_MAIZE 3 957.81967 2870.4372 1.215 0.20547 1.411 87.335 87.335 4.61E-15 51.41 502670

37467 PSLSVSSAPDLGGEVAAALAAASIVFR Unmodified _PSLSVSSAPDLGGEVAAALAAASIVFR_ B6SWQ5_MAIZE 3 852.79378 2555.3595 1.1255 0.12577 1.2422 130.22 130.22 3.43E-05 65.19 1129000

37468 PSPNAAALGFVGEVSR Unmodified _PSPNAAALGFVGEVSR_ B6TEB2_MAIZE 2 786.41245 1570.8104 0.93369 0.18095 1.1101 83.569 83.569 1.82E-38 89.48 445470

37469 PSQLPK Unmodified _PSQLPK_ B4FR61_MAIZE 2 335.20014 668.38573 1.3204 0.29084 1.5895 23.811 23.811 2.64E-01 22.53 78600

37470 PSQTSFFQVLNIPTK Unmodified _PSQTSFFQVLNIPTK_ B4FNM4_MAIZE 2 853.95924 1705.9039 1.0658 -0.041011 1.0306 102.86 102.86 1.02E-23 68.84 381370

37471 PSQVVEVFVR Unmodified _PSQVVEVFVR_ B4FN19_MAIZE 2 580.32713 1158.6397 0.1683 0.32736 0.51013 72.198 72.198 1.45E-01 21.98 27548

37472 PSSDAELLSVIDSEIK Unmodified _PSSDAELLSVIDSEIK_ B4FZA1_MAIZE 2 851.94091 1701.8673 1.0747 0.25582 1.3136 109.45 109.45 5.87E-44 101.4 1033200

37473 PSSLPSPTDLHLFK Unmodified _PSSLPSPTDLHLFK_ B4FGA3_MAIZE 3 513.61196 1537.814 -0.053254 0.10815 0.051539 87.011 87.011 1.83E-01 16.86 708720

37474 PSSTVKPR Unmodified _PSSTVKPR_ B6UF18_MAIZE 2 436.25343 870.49232 0.16101 -0.44946 -0.29384 38.627 38.627 1.90E-02 33.32 186710

37475 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.5886 0.40694 0.98622 107.88 107.88 4.24E-03 23.92 726890

37476 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.5713 0.90526 1.4657 108.62 108.62 1.19E-01 9.51 268660

37477 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.56837 0.47648 1.0349 108.68 108.68 5.85E-01 16.06 506070

37478 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.60714 0.36467 0.96206 108.91 108.91 2.10E-02 16.22 548560

37479 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.60777 0.007927 0.60642 108.97 108.97 1.19E-01 18.39 311680

37480 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 3 674.06114 2019.1616 0.59936 0.20913 0.79837 109.5 109.5 3.64E-01 10.9 754800

37481 PSTPLLKDELDIVIPTIR Unmodified _PSTPLLKDELDIVIPTIR_ B4G039_MAIZE 2 1010.5881 2019.1616 1.2327 0.27309 1.4967 108.39 108.39 5.25E-26 81.7 263980

37482 PSTPTSSSASLHQR Unmodified _PSTPTSSSASLHQR_ B6TWB5_MAIZE 3 485.91107 1454.7114 -0.023123 -0.33639 -0.36227 31.728 31.728 1.10E-02 41.3 194290

37483 PSYGGGEGYYGR Unmodified _PSYGGGEGYYGR_ B4F957_MAIZE 2 631.77546 1261.5364 0.37846 0.073954 0.44893 49.74 49.74 1.11E-04 63.24 1063700

37484 PSYGGGEGYYGR Unmodified _PSYGGGEGYYGR_ B4F957_MAIZE 2 631.77546 1261.5364 0.37309 0.37048 0.73981 49.634 49.634 7.72E-03 75.96 2310500

37485 PTAASAVGLAGPGAADVLPYVEADLK Unmodified _PTAASAVGLAGPGAADVLPYVEADLK_ B6TLW3_MAIZE 3 818.43559 2452.285 0.99497 0.18364 1.1737 119.61 119.61 5.76E-05 27.77 119840

37486 PTAASAVGLAGPGAADVLPYVEADLKR Unmodified _PTAASAVGLAGPGAADVLPYVEADLKR_ B6TLW3_MAIZE 4 653.10379 2608.3861 0.45082 -0.018785 0.42395 119.65 119.65 1.30E-01 18.42 203980

37487 PTAASAVGLAGPGAADVLPYVEADLKR Unmodified _PTAASAVGLAGPGAADVLPYVEADLKR_ B6TLW3_MAIZE 3 870.4693 2608.3861 1.0754 0.17674 1.2442 119.43 119.43 5.14E-29 67.14 179070

37488 PTAASAVGLAGPGAADVLPYVEADLKR Unmodified _PTAASAVGLAGPGAADVLPYVEADLKR_ B6TLW3_MAIZE 3 870.4693 2608.3861 1.0704 0.17444 1.2375 120.84 120.84 2.30E-17 58.99 136770

37489 PTADVCGIHIPHISLHR Unmodified _PTADVCGIHIPHISLHR_ B4F9K0_MAIZE 5 385.40617 1921.9945 0.56502 -0.074965 0.49568 75.325 75.325 1.35E-01 6.1 921790

37490 PTAGPLRPIVQCQTLK Unmodified _PTAGPLRPIVQCQTLK_ B6T5F2_MAIZE 3 593.6697 1777.9873 0.24322 -0.3005 -0.055502 60.904 60.904 4.32E-02 22.41 2902300

37491 PTAGPLRPIVQCQTLK Unmodified _PTAGPLRPIVQCQTLK_ B6T5F2_MAIZE 3 593.6697 1777.9873 0.2745 -0.36146 -0.084938 62.351 62.351 7.98E-01 7.11 318440

37492 PTAGPLRPIVQCQTLK Unmodified _PTAGPLRPIVQCQTLK_ B6T5F2_MAIZE 3 593.6697 1777.9873 0.11818 -0.098914 0.021191 61.988 61.988 4.32E-02 18.81 3984800

37493 PTAVFVPLEEILK Unmodified _PTAVFVPLEEILK_ Q8W0Q2_MAIZE 2 728.42651 1454.8385 0.8242 0.37799 1.1923 116.04 116.04 3.13E-02 31.27 111080

37494 PTFASAIQIGDPVSVDR Unmodified _PTFASAIQIGDPVSVDR_ B6TPP7_MAIZE 2 886.96251 1771.9105 1.1565 0.034647 1.1984 91.331 91.331 4.22E-59 122.09 710370

37495 PTPGTAQCFGR Unmodified _PTPGTAQCFGR_ B6TG61_MAIZE 2 596.28239 1190.5502 0.26052 0.63946 0.91968 43.037 43.037 1.67E-02 38.12 1036100

37496 PTPGTAQCFGR Unmodified _PTPGTAQCFGR_ B6TG61_MAIZE 2 596.28239 1190.5502 0.15073 0.002399 0.17462 46.648 46.648 1.67E-02 47.2 1132100

37497 PTPGTVQCFGR Unmodified _PTPGTVQCFGR_ B6TVN0_MAIZE 2 610.29804 1218.5815 0.33856 2.0198 2.3841 49.964 49.964 1.00E+00 9.88 3846400

37498 PTPGTVQCFGR Unmodified _PTPGTVQCFGR_ B6TVN0_MAIZE 2 610.29804 1218.5815 0.34622 -1.0382 -0.66139 52.113 52.113 4.96E-02 44.93 574400

37499 PTPGTVQCFGR Unmodified _PTPGTVQCFGR_ B6TVN0_MAIZE 2 610.29804 1218.5815 0.25928 0.27529 0.56328 52.786 52.786 7.60E-01 31.04 586440
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37500 PTPGTVQCFGR Unmodified _PTPGTVQCFGR_ B6TVN0_MAIZE 2 610.29804 1218.5815 0.27373 0.24073 0.54352 50.338 50.338 4.96E-02 34.19 595820

37501 PTPGTVQCFGR Unmodified _PTPGTVQCFGR_ B6TVN0_MAIZE 2 610.29804 1218.5815 0.21973 0.16314 0.4115 53.615 53.615 4.48E-03 41.99 2867200

37502 PTPQQQLR Unmodified _PTPQQQLR_ B4FP46_MAIZE 2 484.26962 966.52468 -0.068037 -0.22406 -0.29709 32.832 32.832 1.65E-01 28.48 155880

37503 PTPQQQLR Unmodified _PTPQQQLR_ B4FP46_MAIZE 2 484.26962 966.52468 0.049386 -0.87632 -0.8321 30.521 30.521 1.00E+00 16.56 38884

37504 PTVLVAEK Unmodified _PTVLVAEK_ B6SL40_MAIZE 2 428.76056 855.50657 0.093455 0.35684 0.44087 43.094 43.094 5.06E-02 28.12 402420

37505 PTVVTNAEGAR Unmodified _PTVVTNAEGAR_ B6UFB3_MAIZE 2 557.79619 1113.5778 0.19998 0.37577 0.57321 37.973 37.973 7.60E-01 29.9 130190

37506 PTVVTNAEGAR Unmodified _PTVVTNAEGAR_ B6UFB3_MAIZE 2 557.79619 1113.5778 0.17977 0.9467 1.124 38.691 38.691 4.96E-02 40.42 173730

37508 PVACANDGCR Unmodified _PVACANDGCR_ B4FHD0_MAIZE 2 560.23713 1118.4597 0.11665 -0.28904 -0.15944 23.745 23.745 4.40E-02 30.98 5241.2

37509 PVALPEEFFK Unmodified _PVALPEEFFK_ B4FYG9_MAIZE 2 588.81861 1175.6227 0.11563 0.1575 0.26373 92.586 92.586 4.40E-05 39.49 2556900

37510 PVAPLQFLQTLR Unmodified _PVAPLQFLQTLR_ B6T6V5_MAIZE 2 691.91136 1381.8082 0.66243 0.39134 1.0505 109.73 109.73 6.74E-02 33.46 149940

37511 PVAPLQFLQTLR Unmodified _PVAPLQFLQTLR_ B6T6V5_MAIZE 2 691.91136 1381.8082 0.72148 0.060974 0.77912 109.79 109.79 8.05E-01 0.49 127850

37512 PVAPLQFLQTLR Unmodified _PVAPLQFLQTLR_ B6T6V5_MAIZE 2 691.91136 1381.8082 0.69741 0.11225 0.80723 109.54 109.54 1.98E-03 44.24 183910

37513 PVAPLQFLQTLR Unmodified _PVAPLQFLQTLR_ B6T6V5_MAIZE 2 691.91136 1381.8082 0.65361 0.18385 0.83433 109.91 109.91 1.11E-04 74.99 749520

37514 PVATWGLTPLAGADPEIYDLLER Unmodified _PVATWGLTPLAGADPEIYDLLER_ B4FBF4_MAIZE 2 1249.1523 2496.29 1.2581 0.46814 1.7191 125.95 125.95 1.54E-06 51.43 238720

37515 PVAVYALNK Unmodified _PVAVYALNK_ B6ST53_MAIZE 2 487.78711 973.55967 -0.1897 -0.041135 -0.25084 53.881 53.881 3.21E-03 38.83 337790

37516 PVAVYALNK Unmodified _PVAVYALNK_ B6ST53_MAIZE 2 487.78711 973.55967 -0.05997 0.14106 0.059188 55.794 55.794 1.01E-02 25.45 1708600

37517 PVAVYEVGK Unmodified _PVAVYEVGK_ B6SHU5_MAIZE 2 481.27129 960.52803 -0.032106 0.69085 0.65397 50.918 50.918 3.39E-01 19.32 190120

37518 PVDLGGSLGR Unmodified _PVDLGGSLGR_ B4F9J5_MAIZE 2 485.76945 969.52434 -0.18735 -0.14084 -0.31893 57.02 57.02 4.40E-02 30.46 217500

37519 PVDLGGSLGR Unmodified _PVDLGGSLGR_ B4F9J5_MAIZE 2 485.76945 969.52434 -0.11614 0.65511 0.54608 58.907 58.907 4.40E-02 26.65 462940

37520 PVDLGGSLGR Unmodified _PVDLGGSLGR_ B4F9J5_MAIZE 2 485.76945 969.52434 -0.25683 58.726 58.726 1.25E-01 14.88

37521 PVDLGGSLGR Unmodified _PVDLGGSLGR_ B4F9J5_MAIZE 2 485.76945 969.52434 -0.1264 0.49066 0.37192 59.431 59.431 2.81E-03 44.51 2199500

37522 PVEGFNHSTSSLLAR Unmodified _PVEGFNHSTSSLLAR_ B4G0N0_MAIZE 3 538.946 1613.8162 0.0049328 -0.56815 -0.56736 62.945 62.945 2.19E-02 20.86 1167200

37523 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 793.74371 2378.2093 0.97128 0.036805 1.0085 121.84 121.84 3.27E-04 24.92 1063300

37524 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 793.74371 2378.2093 0.93365 -0.21635 0.71741 122.24 122.24 1.68E-03 30.8 427840

37525 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 793.74371 2378.2093 0.97492 -0.034402 0.94111 122.51 122.51 5.14E-05 39.06 514610

37526 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 793.74371 2378.2093 0.97823 -0.059056 0.91961 122.88 122.88 2.00E-02 32.47 264040

37527 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 793.74371 2378.2093 0.94486 0.043779 0.98911 123.2 123.2 6.43E-02 36.93 2194300

37528 PVFMGPGGIAYEGLAFVLPSANR Oxidation (M) _PVFM(ox)GPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 2 1190.1119 2378.2093 1.2202 -0.008782 1.2119 123.19 123.19 7.57E-84 99.74 627900

37529 PVFMGPGGIAYEGLAFVLPSANR Unmodified _PVFMGPGGIAYEGLAFVLPSANR_ B6SXY1_MAIZE 3 788.41207 2362.2144 0.99639 0.44662 1.4415 124.21 124.21 6.27E-03 20.93 1128400

37530 PVFRPLVEK Unmodified _PVFRPLVEK_ B6TM55_MAIZE 3 362.22196 1083.6441 0.8716 0.03695 0.8996 53.885 53.885 8.40E-02 13.99 3576400

37531 PVGNFFAFDMPLLFVHGEK Unmodified _PVGNFFAFDMPLLFVHGEK_ B6T8F8_MAIZE 3 722.3678 2164.0816 0.72536 0.16102 0.89561 123.14 123.14 5.40E-02 19.6 651650

37532 PVGNFFAFDMPLLFVHGEK Oxidation (M) _PVGNFFAFDM(ox)PLLFVHGEK_ B6T8F8_MAIZE 3 727.69944 2180.0765 0.81871 0.16776 0.9972 121.23 121.23 1.72E-05 26.22 146000

37533 PVIPEQYLDEK Unmodified _PVIPEQYLDEK_ B4FAD1_MAIZE 2 665.84809 1329.6816 0.51673 -0.064035 0.43508 73.552 73.552 4.96E-02 25.94 1789100

37534 PVIPER Unmodified _PVIPER_ B4FUE7_MAIZE 2 355.71341 709.41227 1.016 -0.14236 0.85609 39.695 39.695 5.26E-01 21.49 723370



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

37535 PVIVHPVEFAGR Unmodified _PVIVHPVEFAGR_ B6U0I0_MAIZE 3 440.91894 1319.735 0.066987 0.3399 0.41286 61.604 61.604 8.76E-11 39.18 3077400

37536 PVIVHPVEFAGR Unmodified _PVIVHPVEFAGR_ B6U0I0_MAIZE 3 440.91894 1319.735 -0.082814 0.19016 0.11524 62.64 62.64 3.25E-03 28.97 1101000

37537 PVIVHPVEFAGR Unmodified _PVIVHPVEFAGR_ B6U0I0_MAIZE 3 440.91894 1319.735 0.070451 -0.034242 0.042734 63.641 63.641 4.69E-06 37.33 895860

37538 PVIVHPVEFAGR Unmodified _PVIVHPVEFAGR_ B6U0I0_MAIZE 3 440.91894 1319.735 0.061976 0.11276 0.18096 63.075 63.075 1.79E-02 25.94 509340

37539 PVLCLFDR Unmodified _PVLCLFDR_ B6SSJ8_MAIZE 2 510.27077 1018.527 -0.041328 -0.039076 -0.069746 82.788 82.788 2.34E-03 43.86 333930

37540 PVLLQALDK Unmodified _PVLLQALDK_ B6TD26_MAIZE 2 498.80804 995.60153 0.00084444 -0.1183 -0.13189 73.077 73.077 9.73E-03 47.33 308550

37541 PVLPLAHGDPSVFPAFR Unmodified _PVLPLAHGDPSVFPAFR_ B4F891_MAIZE 3 607.33331 1818.9781 0.36353 0.46568 0.83615 94.859 94.859 5.98E-03 32.64 249060

37542 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.77571 0.41582 1.1908 110.03 110.03 2.25E-03 43.35 613970

37543 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 3 484.29245 1449.8555 0.026711 -0.19597 -0.16887 110.07 110.07 3.76E-01 19.8 168120

37544 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.74139 0.30977 1.0502 110.62 110.62 1.29E-01 28.46 149510

37545 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.74978 0.31943 1.0686 113.39 113.39 6.31E-03 53.59 55801

37546 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.7811 0.29382 1.0748 110.61 110.61 6.31E-03 42.57 229700

37547 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.78996 0.14484 0.93365 113.45 113.45 3.51E-02 31.08 85676

37548 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.79978 0.31266 1.1119 110.6 110.6 1.00E+00 14.39 250150

37549 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.85626 0.065737 0.9216 113.38 113.38 2.25E-03 31.55 77415

37550 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.83596 0.41936 1.2549 110.25 110.25 1.29E-01 32.63 115360

37551 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.83284 0.3128 1.145 110.89 110.89 6.77E-01 9.61 240420

37552 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.73733 0.24669 0.98381 110.33 110.33 7.64E-09 52.99 1019000

37553 PVTDLLPIIASGVR Unmodified _PVTDLLPIIASGVR_ B4FRC9_MAIZE 2 725.93503 1449.8555 0.75755 -0.14507 0.61293 113.12 113.12 1.00E+00 11.28 255070

37554 PVTDPVANLFDR Unmodified _PVTDPVANLFDR_ B4FKV2_MAIZE 2 672.35133 1342.6881 0.54725 0.034511 0.58872 91.91 91.91 2.00E-01 26.96 1165300

37555 PVTVEYITR Unmodified _PVTVEYITR_ A3FMB9_MAIZE 2 539.30058 1076.5866 0.040258 -0.52282 -0.48393 59.937 59.937 3.32E-02 40.77 372040

37556 PVTVFGIR Unmodified _PVTVFGIR_ B6SJZ8_MAIZE 2 444.76872 887.52289 0.055347 0.30907 0.38024 70.138 70.138 5.06E-02 40.11 1560300

37557 PVTVFGIR Unmodified _PVTVFGIR_ B6SJZ8_MAIZE 2 444.76872 887.52289 -0.046492 0.002861 -0.026663 71.526 71.526 1.90E-02 44.13 8294300

37558 PVVALAAPEVAAK Unmodified _PVVALAAPEVAAK_ B4FNA2_MAIZE 2 618.37154 1234.7285 0.4113 0.75175 1.1421 67.599 67.599 9.54E-02 30.21 317660

37559 PVVLLISSDGFR Unmodified _PVVLLISSDGFR_ B6SGJ5_MAIZE 2 651.87444 1301.7343 0.51415 -0.027188 0.49249 93.639 93.639 6.74E-02 26.36 386370

37560 PVVSPFEAVGVNPK Unmodified _PVVSPFEAVGVNPK_ B4FQK0_MAIZE 2 720.39828 1438.782 0.78778 -0.35612 0.44084 79.97 79.97 3.51E-02 27.28 523870

37566 PVVVNGDILAR Unmodified _PVVVNGDILAR_ B6SJN5_MAIZE 2 576.84041 1151.6663 0.22047 -0.03818 0.18411 68.155 68.155 4.48E-03 50.84 455290

37567 PVVVNGDILAR Unmodified _PVVVNGDILAR_ B6SJN5_MAIZE 2 576.84041 1151.6663 0.1344 0.012633 0.14935 69.504 69.504 6.35E-09 71.39 4344700

37568 PVVYLVNMSEK Oxidation (M) _PVVYLVNM(ox)SEK_ B4FUE0_MAIZE 2 647.83921 1293.6639 0.47129 0.40502 0.86699 61.428 61.428 1.67E-02 24.75 755030

37569 PVVYLVNMSEK Unmodified _PVVYLVNMSEK_ B4FUE0_MAIZE 2 639.84176 1277.669 0.45625 0.93739 1.3804 75.306 75.306 4.43E-05 56.15 733230

37570 PVYPPELFDFIASK Unmodified _PVYPPELFDFIASK_ B6TX72_MAIZE 2 811.92687 1621.8392 1.0113 0.44523 1.451 120.02 120.02 6.31E-03 27.51 231660

37571 PWEAAPGTIR Unmodified _PWEAAPGTIR_ B6TG38_MAIZE 2 549.29055 1096.5665 -0.048441 0.22942 0.16601 59.002 59.002 1.25E-02 34.62 3015100

37572 PWGGVGAWALDAER Unmodified _PWGGVGAWALDAER_ B6U1U5_MAIZE 2 742.86768 1483.7208 0.86842 0.19912 1.0651 93.542 93.542 2.00E-19 74.03 233930

37573 PWSELADR Unmodified _PWSELADR_ B6U432_MAIZE 2 487.24052 972.46649 -0.11904 -0.09168 -0.22953 59.539 59.539 2.92E-02 18.17 90266
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37574 PWVIDDLDAFK Unmodified _PWVIDDLDAFK_ B6TFD8_MAIZE 2 659.83753 1317.6605 0.4646 0.15036 0.61694 109.31 109.31 4.96E-02 31.73 552460

37575 PYIQVK Unmodified _PYIQVK_ B4FW90_MAIZE 2 374.22361 746.43268 0.56769 0.32232 0.87081 44.296 44.296 5.26E-01 23.19 969320

37576 PYMAELGFVGDGPK Oxidation (M) _PYM(ox)AELGFVGDGPK_ O23813_MAIZE 2 748.85813 1495.7017 0.84265 0.032569 0.87754 74.474 74.474 6.25E-22 68.41 482270

37577 PYTPISDPDSK Unmodified _PYTPISDPDSK_ B6TCK3_MAIZE 2 610.29569 1218.5768 0.22967 0.18411 0.4094 49.051 49.051 4.43E-05 58.55 1778900

37578 QAAAAAAAATAAAAAAAR Unmodified _QAAAAAAAATAAAAAAAR_ B6SWL8_MAIZE 2 735.3946 1468.7746 0.81481 -0.010279 0.75519 69.716 69.716 8.29E-68 110.61 283180

37579 QAAGLTHTFGSIGK Unmodified _QAAGLTHTFGSIGK_ B4FMB1_MAIZE 3 463.24913 1386.7256 -0.21904 -0.068188 -0.28204 59.638 59.638 5.17E-02 36.63 4418500

37580 QAAGLTHTFGSIGK Unmodified _QAAGLTHTFGSIGK_ B4FMB1_MAIZE 2 694.37006 1386.7256 0.60167 -0.054487 0.55256 59.639 59.639 6.31E-03 57.88 568780

37581 QAALGAGIPNSVVCTTVNK Unmodified _QAALGAGIPNSVVCTTVNK_ B4F9B2_MAIZE 2 950.50147 1898.9884 1.186 0.16372 1.3552 75.312 75.312 5.89E-20 100.63 838760

37582 QAALGAGIPNTVVCTTVNK Unmodified _QAALGAGIPNTVVCTTVNK_ B4FSN1_MAIZE 2 957.5093 1913.004 1.201 -0.099251 1.1109 75.999 75.999 5.89E-20 85.91 2123500

37583 QADVEAFFAAERPR Unmodified _QADVEAFFAAERPR_ B6TMJ8_MAIZE 3 536.27059 1605.79 -0.052277 0.030074 -0.035932 80.487 80.487 1.59E-01 26.85 1717500

37584 QAEAVPLVPQK Unmodified _QAEAVPLVPQK_ B6TY76_MAIZE 2 590.34024 1178.6659 0.21919 0.11701 0.32392 54.603 54.603 1.47E-01 27.21 1170300

37585 QAEAVPLVPQK Unmodified _QAEAVPLVPQK_ B6TY76_MAIZE 2 590.34024 1178.6659 0.16031 0.19126 0.33958 54.871 54.871 3.83E-01 18.89 277880

37586 QAEDTANKLDLDGLVVIGGDDSNTNACLLGEYFR Unmodified _QAEDTANKLDLDGLVVIGGDDSNTNACLLGEYFR_ B4FQM2_MAIZE 3 1228.588 3682.7421 1.2973 -0.093527 1.204 122.42 122.42 1.92E-01 10.59 314680

37587 QAELGFNAIGESLK Unmodified _QAELGFNAIGESLK_ B4FT78_MAIZE 2 738.88828 1475.762 0.75413 -0.36664 0.36777 78.479 78.479 1.29E-01 19.56 7591100

37588 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.03576 -0.25929 -0.3211 42.847 42.847 1.25E-02 44.23 5380200

37589 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.12358 0.013294 -0.13676 42.433 42.433 4.40E-02 24.63 1405800

37590 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.034637 -0.16754 -0.22828 45.055 45.055 3.43E-01 21.04 2306200

37591 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.047241 -0.007273 -0.081681 44.287 44.287 3.43E-01 15.64 1783500

37592 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.062562 -0.32 -0.40809 44.896 44.896 1.45E-01 34.05 4281900

37593 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.47175 45.882 45.882 7.20E-01 14.33

37594 QAESAPPIPK Unmodified _QAESAPPIPK_ B6TGB2_MAIZE 2 519.28493 1036.5553 -0.092046 0.17751 0.05802 43.051 43.051 3.43E-01 31.77 1379200

37595 QAEVSSVPAYGR Unmodified _QAEVSSVPAYGR_ B4FID1_MAIZE 2 632.32003 1262.6255 0.40214 0.031437 0.42503 48.56 48.56 6.74E-02 46.67 1043200

37596 QAEVSSVPAYGR Unmodified _QAEVSSVPAYGR_ B4FID1_MAIZE 2 632.32003 1262.6255 0.30551 0.18906 0.48632 52.041 52.041 2.62E-07 62.5 1369600

37597 QAEVSSVPAYGRPQYGGPR Unmodified _QAEVSSVPAYGRPQYGGPR_ B4FID1_MAIZE 3 673.67294 2017.997 0.58042 -0.52248 0.054695 55.667 55.667 9.57E-01 11.56 1370100

37598 QAEVSSVPAYGRPQYGGPR Unmodified _QAEVSSVPAYGRPQYGGPR_ B4FID1_MAIZE 3 673.67294 2017.997 0.49177 -0.10714 0.38143 59.159 59.159 2.20E-02 19.26 1506900

37599 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.1846 -0.025665 1.1402 114.18 114.18 1.84E-40 129.19 4836800

37600 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.2152 0.31814 1.5138 114.63 114.63 5.57E-58 117.16 2605200

37601 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.67952 0.23879 0.89864 114.64 114.64 7.51E-03 18.36 642440

37602 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.1919 0.40769 1.5799 114.81 114.81 1.08E-64 132.2 2862100

37603 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.67293 0.20581 0.85929 114.8 114.8 5.40E-02 13.19 1161100

37604 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.134 0.20461 1.3197 114.76 114.76 5.57E-58 141.28 3252500

37605 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.72178 0.10987 0.81259 114.37 114.37 7.51E-03 28.04 1133900

37606 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.2078 0.045552 1.2344 114.38 114.38 5.57E-58 134.38 2878300
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37607 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.2403 0.096793 1.3183 115.15 115.15 1.08E-64 128.73 1337100

37608 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.75771 0.14985 0.88864 115.17 115.17 1.00E+00 0.21 424270

37609 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.2168 0.086897 1.2847 114.54 114.54 1.51E-46 119.08 3033700

37610 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.69513 0.24558 0.92124 114.57 114.57 7.51E-03 40.18 1067700

37611 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.0206 -0.027093 0.97479 115.28 115.28 3.49E-83 120.82 14761000

37612 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 3 710.9953 2129.9641 0.6086 0.11469 0.70454 115.29 115.29 1.10E-01 32.6 3203200

37613 QAFDEAISELDSLGEESYK Unmodified _QAFDEAISELDSLGEESYK_ B4FRG1_MAIZE 2 1065.9893 2129.9641 1.1963 0.15893 1.3367 117.28 117.28 4.44E-10 69.03 78483

37614 QAFDEAISELDSLGEESYKDSTLIMQLLR Oxidation (M) _QAFDEAISELDSLGEESYKDSTLIM(ox)QLLR_ B4FRG1_MAIZE 4 830.15779 3316.6021 0.91542 -0.15633 0.74446 129.06 129.06 8.90E-02 8.91 3450100

37615 QAFDEAISELDSLGEESYKDSTLIMQLLR Oxidation (M) _QAFDEAISELDSLGEESYKDSTLIM(ox)QLLR_ B4FRG1_MAIZE 3 1106.5413 3316.6021 0.98656 -0.074318 0.89749 129.06 129.06 2.34E-08 51.5 8646500

37616 QAFDEAISELDSLGEESYKDSTLIMQLLR Oxidation (M) _QAFDEAISELDSLGEESYKDSTLIM(ox)QLLR_ B4FRG1_MAIZE 3 1106.5413 3316.6021 1.3725 130.81 130.81 1.00E+00 4.38

37617 QAFDEAISELDSLGEESYKDSTLIMQLLR Unmodified _QAFDEAISELDSLGEESYKDSTLIMQLLR_ B4FRG1_MAIZE 3 1101.2097 3300.6072 0.75281 -0.13695 0.59978 130.53 130.53 5.90E-18 83.92 4340600

37618 QAFDEAISELDSLGEESYKDSTLIMQLLR Unmodified _QAFDEAISELDSLGEESYKDSTLIMQLLR_ B4FRG1_MAIZE 4 826.15906 3300.6072 1.0878 0.089677 1.1604 130.54 130.54 4.02E-01 10.75 1886500

37619 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.1949 0.21793 1.3939 116.86 116.86 4.53E-07 88.97 1767500

37620 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.84546 0.50404 1.3303 116.91 116.91 5.40E-02 34.23 450410

37621 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.2052 0.28431 1.4708 117.3 117.3 5.48E-24 91.87 897790

37622 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.74427 0.15092 0.87652 117.3 117.3 2.45E-02 36.59 562080

37623 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.77948 0.24125 1.0021 117.5 117.5 3.96E-01 18.98 632330

37624 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.1512 0.13403 1.2671 117.5 117.5 1.84E-40 105.47 1230700

37625 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.76463 0.10689 0.85288 117.49 117.49 3.96E-01 7.55 516330

37626 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.2656 0.038811 1.2866 117.1 117.1 5.89E-20 112.41 1181300

37627 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.78709 0.17221 0.94129 117.12 117.12 6.40E-03 38.56 460210

37628 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.80687 0.25469 1.0425 117.89 117.89 6.35E-01 8.13 226250

37629 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.2282 -1.0852 0.12533 117.91 117.91 5.89E-20 82.88 457920

37630 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.2056 0.20512 1.3924 117.27 117.27 5.63E-03 53.37 2235600

37631 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.74544 0.31828 1.0441 117.25 117.25 2.20E-01 15.93 813440

37632 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 2 1088.0024 2173.9903 1.0677 0.12463 1.1742 118.29 118.29 1.51E-46 105.07 5383500

37633 QAFDEAISELDTLSEESYK Unmodified _QAFDEAISELDTLSEESYK_ 14331_MAIZE 1 3 725.67071 2173.9903 0.67336 0.11773 0.77207 118.28 118.28 1.72E-05 54.9 3449400

37634 QAFDEAISELDTLSEESYKDSTLIMQLLR Oxidation (M) _QAFDEAISELDTLSEESYKDSTLIM(ox)QLLR_ 14331_MAIZE 3 1121.2167 3360.6283 1.1079 -0.53443 0.55906 129.29 129.29 2.84E-07 27.84 2085100

37635 QAFDEAISELDTLSEESYKDSTLIMQLLR Oxidation (M) _QAFDEAISELDTLSEESYKDSTLIM(ox)QLLR_ 14331_MAIZE 4 841.16435 3360.6283 1.0152 -0.10594 0.89414 129.29 129.29 6.77E-01 5.01 1425300

37636 QAFDEAISELDTLSEESYKDSTLIMQLLR Unmodified _QAFDEAISELDTLSEESYKDSTLIMQLLR_ 14331_MAIZE 3 1115.8851 3344.6334 0.60117 0.16487 0.74971 130.62 130.62 1.75E-06 47.94 1796700

37637 QAFDEAISELDTLSEESYKDSTLIMQLLR Unmodified _QAFDEAISELDTLSEESYKDSTLIMQLLR_ 14331_MAIZE 4 837.16562 3344.6334 0.96793 0.27101 1.2227 130.59 130.59 1.00E+00 13.64 923700

37638 QAFDEAISQLDTLGEDSYK Unmodified _QAFDEAISQLDTLGEDSYK_ Q5XPI0_MAIZE 2 1065.4973 2128.9801 1.1631 0.13488 1.2901 107.67 107.67 1.51E-46 128.73 524950
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37639 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.216 0.007823 1.2108 107.54 107.54 5.89E-20 112.56 859390

37640 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.2128 0.38649 1.5863 108.03 108.03 5.57E-58 128.87 446250

37641 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.2027 0.16052 1.3499 108.2 108.2 2.86E-31 115.93 499640

37642 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.2003 0.085006 1.2725 108.16 108.16 1.51E-46 90.27 496280

37643 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.2678 -0.0399 1.2151 107.7 107.7 1.51E-46 132.62 477000

37644 QAFDEAISQLDTLGEESYK Unmodified _QAFDEAISQLDTLGEESYK_ B6SRI4_MAIZE 2 1072.5051 2142.9957 1.0797 0.094711 1.1619 108.37 108.37 5.57E-58 120.93 2929100

37645 QAFSPYGEVIHVK Unmodified _QAFSPYGEVIHVK_ B4FEA4_MAIZE 3 492.26115 1473.7616 -0.058143 -0.018705 -0.078853 69.419 69.419 3.08E-01 26.05 1227700

37646 QAGLVGTATGLAK Unmodified _QAGLVGTATGLAK_ B6TIK3_MAIZE 2 593.84314 1185.6717 0.152 -0.26518 -0.1126 61.989 61.989 9.54E-02 32.78 898590

37647 QAGSDGSSQLILK Unmodified _QAGSDGSSQLILK_ B6T5Q6_MAIZE 2 652.34625 1302.6779 0.34564 -0.31155 0.025812 52.723 52.723 1.15E-02 65.16 6098900

37648 QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR Unmodified _QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR_ B4G195_MAIZE 3 1011.5399 3031.5978 1.1772 -0.3163 0.85741 124.34 124.34 4.68E-06 43.27 1286900

37649 QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR Unmodified _QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR_ B4G195_MAIZE 3 1011.5399 3031.5978 1.2178 0.14853 1.3619 125.29 125.29 1.01E-02 44.02 284190

37650 QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR Unmodified _QAGVPVIGLAAGEPDFDTPAVIAEAGINAIR_ B4G195_MAIZE 3 1011.5399 3031.5978 1.1831 0.06013 1.2393 125.94 125.94 8.54E-02 45.63 290360

37651 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.89469 -0.13011 0.75418 65.132 65.132 7.01E-11 86.16 1368000

37652 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.87421 0.096043 0.95983 65.987 65.987 6.37E-03 50.74 30098

37653 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.87891 -0.080322 0.78916 65.483 65.483 1.02E-23 97.12 452430

37654 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.87069 -0.1013 0.75916 66.645 66.645 7.01E-11 75.92 704630

37655 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.90247 0.30305 1.1945 66.047 66.047 1.02E-23 87.4 661580

37656 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.89455 -0.3981 0.48739 66.317 66.317 2.37E-16 96.34 510620

37657 QAIAGLGTDENSLTR Unmodified _QAIAGLGTDENSLTR_ Q43863_MAIZE 2 773.397 1544.7794 0.85673 -0.27515 0.57152 66.81 66.81 7.01E-11 85.58 6623500

37658 QAILLSATEAAEMILR Oxidation (M) _QAILLSATEAAEM(ox)ILR_ B6T8X5_MAIZE 2 873.47694 1744.9393 1.0436 0.32482 1.3382 121.36 121.36 7.73E-25 64.64 302120

37659 QAILNENMSR Oxidation (M) _QAILNENM(ox)SR_ B6SUS5_MAIZE 2 596.29296 1190.5714 0.2407 0.28546 0.49521 42.283 42.283 1.22E-01 31.19 62210

37660 QAILNYEK Unmodified _QAILNYEK_ B4F855_MAIZE 2 489.76637 977.5182 -0.063059 0.10171 -0.0018269 51.019 51.019 1.65E-01 29.81 911900

37661 QAILNYEK Unmodified _QAILNYEK_ B4F855_MAIZE 2 489.76637 977.5182 -0.057688 0.25836 0.16039 50.815 50.815 3.77E-01 21.67 1761400

37662 QAISHDEALWR Unmodified _QAISHDEALWR_ B4F9T3_MAIZE 3 442.55808 1324.6524 -0.015809 0.070758 0.036371 56.921 56.921 5.15E-02 33.56 3251400

37663 QAITAMVQK Unmodified _QAITAMVQK_ B6TBF5_MAIZE 2 495.27605 988.53755 -0.025929 0.086636 0.045304 47.929 47.929 1.00E+00 7.88 976320

37664 QAITAMVQK Unmodified _QAITAMVQK_ B6TBF5_MAIZE 2 495.27605 988.53755 -0.05397 -0.029903 -0.099876 50.121 50.121 3.32E-02 41.44 721800

37665 QAIVDGLR Unmodified _QAIVDGLR_ Q9M584_MAIZE 2 436.25343 870.49232 0.044885 0.12371 0.16189 52.079 52.079 1.65E-01 37.17 1513200

37666 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.1288 -0.020306 1.0913 97.266 97.266 1.42E-33 80.31 3382000

37667 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.1669 0.12403 1.2738 101.89 101.89 9.46E-03 30.51 29365

37668 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.097 -0.026948 1.053 97.845 97.845 7.73E-25 81.42 1577900

37669 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.0888 -0.072807 0.99884 97.85 97.85 1.42E-33 69.51 2495300

37670 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.0393 -0.33779 0.68444 97.738 97.738 1.42E-33 86.72 7273700

37671 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.1557 0.017546 1.1564 97.369 97.369 4.21E-20 68.82 596060

37672 QALALLQDNYPEFVAK Unmodified _QALALLQDNYPEFVAK_ B4FBC9_MAIZE 2 910.48308 1818.9516 1.099 -0.071751 1.0107 99.166 99.166 7.73E-25 63.23 316110
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37673 QALDTAEGLGLSR Unmodified _QALDTAEGLGLSR_ B6SUP5_MAIZE 2 665.8517 1329.6888 0.48359 -0.65339 -0.18014 68.018 68.018 1.00E-11 107.62 1190500

37674 QALDTAEGLGLSR Unmodified _QALDTAEGLGLSR_ B6SUP5_MAIZE 2 665.8517 1329.6888 0.52049 -0.53751 -0.028485 69.029 69.029 3.13E-02 60.63 1171500

37675 QALDTAEGLGLSR Unmodified _QALDTAEGLGLSR_ B6SUP5_MAIZE 2 665.8517 1329.6888 0.51107 -0.66643 -0.16582 68.581 68.581 6.20E-03 40.47 531130

37676 QALDTAEGLGLSR Unmodified _QALDTAEGLGLSR_ B6SUP5_MAIZE 2 665.8517 1329.6888 0.62012 -0.32021 0.28824 68.769 68.769 2.65E-01 30.92 225880

37677 QALDTAEGLGLSR Unmodified _QALDTAEGLGLSR_ B6SUP5_MAIZE 2 665.8517 1329.6888 0.51 -0.28363 0.21506 69.127 69.127 6.20E-03 69.96 1207800

37678 QALFDLAVFR Unmodified _QALFDLAVFR_ B6THH6_MAIZE 2 590.32967 1178.6448 0.17762 0.13357 0.30821 107.88 107.88 4.40E-02 63.28 270940

37679 QALFDLAVFR Unmodified _QALFDLAVFR_ B6THH6_MAIZE 2 590.32967 1178.6448 0.23719 0.19098 0.42527 107.89 107.89 4.40E-02 37.04 389870

37680 QALFDLAVFR Unmodified _QALFDLAVFR_ B6THH6_MAIZE 2 590.32967 1178.6448 0.27413 0.14525 0.41725 107.88 107.88 1.45E-01 45.93 296760

37681 QALFDLAVFR Unmodified _QALFDLAVFR_ B6THH6_MAIZE 2 590.32967 1178.6448 0.19777 0.19223 0.38732 107.47 107.47 1.00E+00 11.98 1102500

37682 QALFDLAVFR Unmodified _QALFDLAVFR_ B6THH6_MAIZE 2 590.32967 1178.6448 0.20915 0.22927 0.43535 108.16 108.16 3.43E-01 58.89 223510

37683 QALLHLAGQTSLR Unmodified _QALLHLAGQTSLR_ B6TWB5_MAIZE 3 469.94041 1406.7994 0.0061207 0.090635 0.082574 63.945 63.945 2.66E-01 32.51 549050

37684 QALMEMVILPSK 2 Oxidation (M) _QALM(ox)EM(ox)VILPSK_ B4FVB5_MAIZE 2 696.36728 1390.72 0.6484 0.21566 0.84637 57.384 57.384 4.56E-01 6.76 1935900

37685 QALMEMVILPSK 2 Oxidation (M) _QALM(ox)EM(ox)VILPSK_ B4FVB5_MAIZE 2 696.36728 1390.72 0.60607 0.2793 0.86786 60.509 60.509 6.74E-02 17.81 323970

37686 QALQEAVILPVK Unmodified _QALQEAVILPVK_ B6T3Y2_MAIZE 2 654.89792 1307.7813 0.52581 -0.25764 0.25083 76.243 76.243 2.00E-01 25.91 279560

37687 QALQEAVILPVK Unmodified _QALQEAVILPVK_ B6T3Y2_MAIZE 2 654.89792 1307.7813 0.47382 -0.004516 0.45145 76.719 76.719 1.60E-02 58.36 1981300

37688 QALQEAVILPVK Unmodified _QALQEAVILPVK_ B6T3Y2_MAIZE 2 654.89792 1307.7813 0.45016 -0.39082 0.042742 77.978 77.978 2.00E-01 32.48 180640

37689 QALTLFSNFLAGTK Unmodified _QALTLFSNFLAGTK_ B6SKN2_MAIZE 2 755.91684 1509.8191 0.8434 0.17481 1.0124 116.08 116.08 1.49E-02 36.42 30658

37690 QALTLTDAAASR Unmodified _QALTLTDAAASR_ B6SL54_MAIZE 2 609.32786 1216.6412 0.26049 -0.18139 0.061961 59.198 59.198 1.98E-03 72.21 161120

37691 QALVDQLGLELIK Unmodified _QALVDQLGLELIK_ B6SUV2_MAIZE 2 720.42704 1438.8395 0.71972 0.60073 1.3038 107.25 107.25 1.15E-02 45.55 77756

37692 QAMEMQAEAER 2 Oxidation (M) _QAM(ox)EM(ox)QAEAER_ Q9M585_MAIZE 2 663.27665 1324.5388 0.57555 0.14927 0.69569 24.657 24.657 1.47E-01 37.27 10062

37693 QAMEMQAEAER 2 Oxidation (M) _QAM(ox)EM(ox)QAEAER_ Q9M585_MAIZE 2 663.27665 1324.5388 0.551 0.16588 0.68684 25.596 25.596 7.22E-02 38.2 11990

37694 QAMEMQAEAER Oxidation (M) _QAMEM(ox)QAEAER_ Q9M585_MAIZE 2 655.27919 1308.5438 0.46739 -0.26493 0.16909 36.851 36.851 1.36E-04 75.15 273430

37695 QAMEMQAEAER Unmodified _QAMEMQAEAER_ Q9M585_MAIZE 2 647.28174 1292.5489 0.41951 0.030115 0.41302 46.448 46.448 1.67E-02 42.63 604520

37696 QANLENQVGVGGYGYPAMVALNVK Oxidation (M) _QANLENQVGVGGYGYPAM(ox)VALNVK_ Q5EUD5_MAIZE 3 836.75656 2507.2479 1.0873 0.074378 1.1579 89.307 89.307 1.50E-11 49.34 1063200

37697 QANVSVEEAR Unmodified _QANVSVEEAR_ O50015_MAIZE 2 551.778 1101.5415 -0.0057334 2.9131 2.8815 33.765 33.765 3.43E-01 21.96 73637

37698 QAPPPAPVR Unmodified _QAPPPAPVR_ B4FPU2_MAIZE 2 466.76925 931.52395 -0.1823 0.042623 -0.14922 36.368 36.368 3.39E-01 18.27 731880

37699 QASGASGAEAGASAGAVQDDDDDVPELVPGETFEEAAEEKK Unmodified _QASGASGAEAGASAGAVQDDDDDVPELVPGETFEEAAEEKK_ B4FL49_MAIZE 3 1349.9402 4046.7989 1.0637 0.16562 1.2231 89.597 89.597 6.69E-01 11.76 175110

37700 QASITTELTEIISGASALEG Unmodified _QASITTELTEIISGASALEG_ B6T556_MAIZE 2 996.01259 1990.0106 1.2054 0.28122 1.4738 129.66 129.66 5.15E-01 19.83 42443

37701 QASITTELTEIISGASALEG Unmodified _QASITTELTEIISGASALEG_ B6T556_MAIZE 2 996.01259 1990.0106 1.1578 0.3167 1.4609 129.05 129.05 1.78E-03 21.47 254810

37702 QASITTELTEIISGASALEG Unmodified _QASITTELTEIISGASALEG_ B6T556_MAIZE 2 996.01259 1990.0106 1.1868 0.11221 1.2856 129.35 129.35 1.74E-02 19.36 361930

37703 QASITTELTEIISGASALEG Unmodified _QASITTELTEIISGASALEG_ B6T556_MAIZE 2 996.01259 1990.0106 1.2129 0.3067 1.5058 129.42 129.42 4.84E-09 54.02 578430

37704 QASQITFSQDGTVPTR Unmodified _QASQITFSQDGTVPTR_ B6T7J1_MAIZE 2 868.43411 1734.8537 1.107 0.061428 1.1813 63.447 63.447 9.46E-03 47.7 703490

37705 QATAQVLASQK Unmodified _QATAQVLASQK_ B4F8L0_MAIZE 2 572.81967 1143.6248 0.11139 -0.080676 0.017035 37.203 37.203 4.96E-02 62.03 436720

37706 QATVGDVNTDRPGIFYQK Unmodified _QATVGDVNTDRPGIFYQK_ B4FER8_MAIZE 3 670.34108 2008.0014 0.40451 -0.069229 0.34278 67.438 67.438 1.02E-03 31.62 810040
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37707 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.94321 -1.9937 -1.0658 108.23 108.23 7.64E-09 70.99 1004100

37708 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.85349 0.37816 1.2126 109.13 109.13 1.95E-13 75.08 210710

37709 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.90114 0.56492 1.447 109.17 109.17 3.56E-04 70.72 315940

37710 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.95356 0.31325 1.2483 108.88 108.88 1.95E-13 73.22 235570

37711 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.99254 -0.071663 0.90289 109.32 109.32 2.96E-06 74.63 228840

37712 QAVAALETLEQAFR Unmodified _QAVAALETLEQAFR_ B6TL20_MAIZE 2 773.91483 1545.8151 0.78386 0.022863 0.78881 110.01 110.01 2.00E-19 91.55 4904100

37713 QAVADHANNLASK Unmodified _QAVADHANNLASK_ B6U7D0_MAIZE 2 669.84166 1337.6688 0.62029 -0.36992 0.22871 31.673 31.673 3.13E-02 34.62 84809

37714 QAVADHANNLASK Unmodified _QAVADHANNLASK_ B6U7D0_MAIZE 2 669.84166 1337.6688 0.61767 -0.066786 0.52796 33.052 33.052 3.13E-02 32.89 58637

37715 QAVADHANNLASK Unmodified _QAVADHANNLASK_ B6U7D0_MAIZE 2 669.84166 1337.6688 0.58866 0.018313 0.58488 32.973 32.973 2.65E-01 28.46 332240

37716 QAVADHANNLASK Unmodified _QAVADHANNLASK_ B6U7D0_MAIZE 3 446.89687 1337.6688 -0.00079337 -0.13793 -0.16161 32.978 32.978 2.66E-01 21.92 1811300

37717 QAVDISPLR Unmodified _QAVDISPLR_ B4FB66_MAIZE 2 499.7851 997.55564 -0.027704 3.8443 3.797 59.234 59.234 7.18E-01 20.9 5578600

37718 QAVDISPLR Unmodified _QAVDISPLR_ B4FB66_MAIZE 2 499.7851 997.55564 -0.30808 -0.11994 -0.43835 60.394 60.394 1.12E-01 44.88 1610300

37719 QAVDISPLR Unmodified _QAVDISPLR_ B4FB66_MAIZE 2 499.7851 997.55564 -0.16161 0.14028 -0.032521 59.653 59.653 1.00E+00 16.8 671690

37720 QAVDISPLR Unmodified _QAVDISPLR_ B4FB66_MAIZE 2 499.7851 997.55564 -0.14473 0.24174 0.08623 61.504 61.504 3.39E-01 23.74 3012500

37721 QAVDISPLR Unmodified _QAVDISPLR_ B4FB66_MAIZE 2 499.7851 997.55564 -0.13907 -0.10426 -0.25445 59.886 59.886 1.12E-01 40.34 3155200

37722 QAVIYSIYAPK Unmodified _QAVIYSIYAPK_ B6TSM6_MAIZE 2 626.85044 1251.6863 0.21896 0.19924 0.39422 73.436 73.436 1.47E-01 50.94 402550

37723 QAVPDAPAVYFVRPTPGNVDR Unmodified _QAVPDAPAVYFVRPTPGNVDR_ B6U7R7_MAIZE 3 757.06231 2268.1651 0.87692 -0.19477 0.68918 78.806 78.806 1.74E-01 7.86 394020

37724 QAVQEDNAGNYVK Unmodified _QAVQEDNAGNYVK_ B6T3Y2_MAIZE 2 718.34424 1434.6739 0.74551 0.010659 0.74306 45.664 45.664 1.15E-02 73.54 1274500

37725 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1256 0.15363 1.2667 93.81 93.81 1.42E-33 78.13 5354000

37726 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1203 0.30065 1.4095 97.215 97.215 2.01E-03 48.09 126690

37727 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1215 -0.015841 1.0936 94.413 94.413 1.42E-33 92.81 2793200

37728 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1067 0.10654 1.2006 94.48 94.48 7.73E-25 76.88 2266000

37729 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.0333 -0.18784 0.83417 94.308 94.308 1.82E-38 80.34 12163000

37730 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.2264 0.41522 1.6292 93.948 93.948 1.27E-09 80.43 864570

37731 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1978 -0.060799 1.1248 94.397 94.397 7.01E-14 70.18 577700

37732 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1244 -0.037569 1.0744 94.052 94.052 1.27E-09 76.5 1088600

37733 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.124 -0.057201 1.0549 94.324 94.324 7.01E-14 81.81 482240

37734 QAVTLLQDNYPEFIAK Unmodified _QAVTLLQDNYPEFIAK_ B6TVE3_MAIZE 2 925.48836 1848.9622 1.1026 -0.033034 1.0584 95.461 95.461 1.42E-33 68.69 596570

37735 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.40349 0.38374 0.77495 35.991 35.991 3.57E-04 67.86 1472400

37736 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.26434 -0.076645 0.1757 35.172 35.172 1.67E-02 70.97 705130

37737 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.32096 0.10852 0.4173 37.983 37.983 1.67E-02 67.05 1637600

37738 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.27888 -0.060986 0.20563 37.156 37.156 3.57E-04 76.12 2126400

37739 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.17787 -0.21373 -0.047524 37.862 37.862 4.96E-02 49.61 8982800

37740 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.35208 -0.36257 -0.022786 37.801 37.801 3.83E-01 46.64 154870
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37741 QAVTNAQNTIR Unmodified _QAVTNAQNTIR_ B6UGG5_MAIZE 2 608.32565 1214.6367 0.22602 1.7345 1.9455 39.366 39.366 7.60E-01 30.08 60293

37742 QAVTNPQNTFFGTK Unmodified _QAVTNPQNTFFGTK_ B4F8Q2_MAIZE 2 776.89135 1551.7682 0.91987 -0.29886 0.63232 66.439 66.439 6.31E-03 62.54 757930

37743 QAVTNPQNTFFGTK Unmodified _QAVTNPQNTFFGTK_ B4F8Q2_MAIZE 2 776.89135 1551.7682 0.87878 -0.39968 0.48972 67.201 67.201 2.25E-03 94.01 442450

37744 QAVTNPQNTFFGTK Unmodified _QAVTNPQNTFFGTK_ B4F8Q2_MAIZE 2 776.89135 1551.7682 0.87316 -0.32166 0.56167 68.181 68.181 3.56E-04 62.69 1056200

37745 QAVTNPQNTFFGTK Unmodified _QAVTNPQNTFFGTK_ B4F8Q2_MAIZE 2 776.89135 1551.7682 0.86021 -0.23465 0.63685 67.605 67.605 2.25E-03 63.99 2559300

37746 QAVVNPENTFFSVK Unmodified _QAVVNPENTFFSVK_ B6UFB3_MAIZE 2 790.40938 1578.8042 0.82859 -1.2683 -0.43457 83.92 83.92 1.95E-13 70.7 2393300

37747 QAVVNPENTFFSVK Unmodified _QAVVNPENTFFSVK_ B6UFB3_MAIZE 2 790.40938 1578.8042 0.85102 -1.048 -0.19187 83.677 83.677 1.95E-13 81.87 3069600

37748 QAVVYSLYAPK Unmodified _QAVVYSLYAPK_ B6SQD4_MAIZE 2 619.84261 1237.6707 0.14624 0.16858 0.29883 69.547 69.547 4.48E-03 52.68 856480

37749 QCFNLLGITPVYK Unmodified _QCFNLLGITPVYK_ B4FVK0_MAIZE 2 776.91324 1551.8119 0.91903 0.10971 1.0311 98.275 98.275 1.47E-03 49.21 432840

37750 QCFNLLGITPVYK Unmodified _QCFNLLGITPVYK_ B4FVK0_MAIZE 2 776.91324 1551.8119 0.89767 0.048842 0.94915 98.961 98.961 6.20E-03 46.13 167890

37751 QCFNLLGITPVYK Unmodified _QCFNLLGITPVYK_ B4FVK0_MAIZE 2 776.91324 1551.8119 0.9624 -0.33293 0.63211 98.459 98.459 9.54E-02 19.01 281920

37752 QCGFVQFVSR Unmodified _QCGFVQFVSR_ B4FUH4_MAIZE 2 614.30059 1226.5866 0.33351 -0.000351 0.35897 73.23 73.23 1.45E-01 38.68 480470

37753 QCGLDITPK Unmodified _QCGLDITPK_ SUS2_MAIZE 2 516.26314 1030.5117 -0.02705 0.021376 0.0019708 50.631 50.631 7.18E-01 29.32 1728400

37754 QCGLDITPK Unmodified _QCGLDITPK_ SUS2_MAIZE 2 516.26314 1030.5117 -0.11589 -0.20375 -0.31215 50.416 50.416 3.39E-01 20.13 810360

37755 QCGLDITPK Unmodified _QCGLDITPK_ SUS2_MAIZE 2 516.26314 1030.5117 -0.028898 -0.26487 -0.28673 52.909 52.909 3.39E-01 21.85 1464000

37756 QCGLDITPK Unmodified _QCGLDITPK_ SUS2_MAIZE 2 516.26314 1030.5117 -0.041757 -0.18939 -0.22396 52.151 52.151 3.39E-01 20.66 1460400

37757 QCLAMLSR Unmodified _QCLAMLSR_ B6TXF8_MAIZE 2 489.7466 977.47865 -0.045673 -0.012871 -0.071885 56.135 56.135 3.77E-01 37.03 325380

37758 QCLIFDGPGAGAR Unmodified _QCLIFDGPGAGAR_ B4FFZ9_MAIZE 2 681.33516 1360.6558 0.66898 0.79931 1.4753 68.712 68.712 6.20E-03 47.56 1335200

37759 QCSSGLQAVADVAAAIK Unmodified _QCSSGLQAVADVAAAIK_ B4FBK8_MAIZE 2 844.93543 1687.8563 1.0539 0.187 1.2363 97.575 97.575 8.28E-39 119.05 1778900

37760 QCSSGLQAVADVAAAIK Unmodified _QCSSGLQAVADVAAAIK_ B4FBK8_MAIZE 3 563.62605 1687.8563 0.16628 0.1402 0.30224 97.547 97.547 1.00E+00 7.13 551130

37761 QCSSGLQAVADVATAIK Unmodified _QCSSGLQAVADVATAIK_ B6TR05_MAIZE 2 859.94072 1717.8669 1.1707 0.22822 1.4002 91.264 91.264 1.02E-03 68 245190

37762 QCVPDRDQLVAFYTER Unmodified _QCVPDRDQLVAFYTER_ B6SUR9_MAIZE 3 666.32303 1995.9473 0.48926 0.091735 0.5858 81.547 81.547 2.78E-03 37.97 1451300

37763 QDDGVVIANIDADK Unmodified _QDDGVVIANIDADK_ Q5EUD6_MAIZE 2 736.865 1471.7155 0.77138 0.00031 0.77275 68.62 68.62 1.49E-02 40.14 38196

37764 QDDGVVIANIDADK Unmodified _QDDGVVIANIDADK_ Q5EUD6_MAIZE 2 736.865 1471.7155 0.76992 -1.4415 -0.66898 69.534 69.534 1.95E-13 64.54 884960

37765 QDDGVVIANIDADKHTDLAEK Unmodified _QDDGVVIANIDADKHTDLAEK_ Q5EUD6_MAIZE 4 567.53421 2266.1077 -0.017483 -0.36201 -0.3818 67.745 67.745 4.03E-01 14.7 138050

37766 QDDGVVIANIDADKHTDLAEK Unmodified _QDDGVVIANIDADKHTDLAEK_ Q5EUD6_MAIZE 4 567.53421 2266.1077 0.041558 0.21622 0.25286 67.43 67.43 1.00E+00 10.13 3791800

37767 QDDGVVIANIDADKHTDLAEK Unmodified _QDDGVVIANIDADKHTDLAEK_ Q5EUD6_MAIZE 3 756.37652 2266.1077 0.83758 -0.1143 0.71989 67.427 67.427 3.35E-08 53.47 1064800

37768 QDEGFVAGIR Unmodified _QDEGFVAGIR_ B4FW57_MAIZE 2 546.27764 1090.5407 0.14319 0.5667 0.71145 60.988 60.988 1.45E-01 48.58 902730

37769 QDEGFVAGIR Unmodified _QDEGFVAGIR_ B4FW57_MAIZE 2 546.27764 1090.5407 -0.059282 -0.19487 -0.25139 61.269 61.269 1.00E+00 31.67 536960

37770 QDEGFVAGIR Unmodified _QDEGFVAGIR_ B4FW57_MAIZE 2 546.27764 1090.5407 0.098214 0.13929 0.23955 62.858 62.858 7.11E-01 25.41 787090

37771 QDEGFVAGIR Unmodified _QDEGFVAGIR_ B4FW57_MAIZE 2 546.27764 1090.5407 0.058707 0.026646 0.088645 62.236 62.236 4.40E-02 49.53 1769000

37772 QDEGFVAGIR Unmodified _QDEGFVAGIR_ B4FW57_MAIZE 2 546.27764 1090.5407 0.091762 -0.55307 -0.4577 62.666 62.666 1.00E+00 5.93 214700

37773 QDFSFALFTGGLSNPK Unmodified _QDFSFALFTGGLSNPK_ B4FFA5_MAIZE 2 864.93322 1727.8519 1.1672 0.35944 1.5325 111.53 111.53 1.48E-07 55.28 473750

37774 QDFSFALFTGGLSNPK Unmodified _QDFSFALFTGGLSNPK_ B4FFA5_MAIZE 2 864.93322 1727.8519 1.1731 0.60435 1.7838 112.14 112.14 1.48E-07 109.18 437950
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37775 QDFSFALFTGGLSNPK Unmodified _QDFSFALFTGGLSNPK_ B4FFA5_MAIZE 2 864.93322 1727.8519 1.076 0.15692 1.2399 112.11 112.11 1.82E-38 103.84 1094600

37776 QDFSFALFTGGLSNPK Unmodified _QDFSFALFTGGLSNPK_ B4FFA5_MAIZE 2 864.93322 1727.8519 1.1395 -0.20965 0.93743 111.7 111.7 1.48E-07 108.11 290770

37777 QDGALLVFDEVMTGFR Unmodified _QDGALLVFDEVMTGFR_ B6TPE4_MAIZE 2 899.44564 1796.8767 1.1661 -0.085482 1.0917 127.52 127.52 7.73E-25 83.8 185370

37778 QDGVCNNACPVFK Unmodified _QDGVCNNACPVFK_ B6TL22_MAIZE 2 754.83466 1507.6548 0.78438 0.32331 1.124 54.179 54.179 1.47E-03 45.22 858320

37779 QDGVCNNACPVFK Unmodified _QDGVCNNACPVFK_ B6TL22_MAIZE 2 754.83466 1507.6548 0.78909 -0.15429 0.65235 57.076 57.076 1.47E-03 68.83 526280

37780 QDIPILADK Unmodified _QDIPILADK_ B4FGN7_MAIZE 2 506.78731 1011.5601 0.012282 0.66743 0.66016 68.955 68.955 1.12E-01 30.59 244840

37781 QDIPILADK Unmodified _QDIPILADK_ B4FGN7_MAIZE 2 506.78731 1011.5601 0.024043 0.27469 0.28024 68.379 68.379 1.12E-01 33.21 191360

37782 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 3 417.21056 1248.6099 0.31788 0.062654 0.36568 27.931 27.931 1.00E+00 27.11 330640

37783 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 3 417.21056 1248.6099 0.26226 0.043588 0.29115 28.936 28.936 1.00E+00 33.17 159700

37784 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 2 625.31221 1248.6099 0.51898 0.20298 0.70832 28.111 28.111 3.83E-01 25.45 25643

37785 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 3 417.21056 1248.6099 0.18489 -0.18093 -0.01036 29.514 29.514 6.17E-01 26.73 1387600

37786 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 2 625.31221 1248.6099 0.35866 0.21231 0.55752 29.511 29.511 1.67E-02 31.45 233300

37787 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 2 625.31221 1248.6099 0.28723 0.17316 0.44583 27.126 27.126 4.96E-02 29.31 2864000

37788 QDKPEPPPEGR Unmodified _QDKPEPPPEGR_ B4G031_MAIZE 3 417.21056 1248.6099 0.16001 -0.3298 -0.18335 27.098 27.098 1.00E+00 14.67 12191000

37789 QDLPGALDDAAITESLELHK Unmodified _QDLPGALDDAAITESLELHK_ B4F8B0_MAIZE 3 712.69882 2135.0746 0.61669 2.123 2.7229 99.881 99.881 1.87E-03 27.01 584770

37790 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 1.0342 0.01783 1.0323 60.87 60.87 1.60E-05 73.11 803040

37791 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 0.98854 -0.10287 0.86667 61.251 61.251 1.19E-02 44.72 37226

37792 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 0.98576 -0.2215 0.74486 60.86 60.86 7.01E-11 77.95 422660

37793 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 1.0027 -0.050235 0.93281 62.463 62.463 2.37E-16 68.28 428250

37794 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 0.99577 -0.18373 0.79253 61.822 61.822 1.60E-05 54.05 455440

37795 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 1.0435 -0.14268 0.88214 62.185 62.185 7.01E-11 71.58 348150

37796 QDLPNAMNAAEITDK Oxidation (M) _QDLPNAM(ox)NAAEITDK_ B4FIX8_MAIZE 2 823.88815 1645.7618 0.92995 -0.19651 0.71501 63.364 63.364 1.02E-23 98.72 2166700

37797 QDLPNAMNAAEITDK Unmodified _QDLPNAMNAAEITDK_ B4FIX8_MAIZE 2 815.89069 1629.7668 0.95675 -0.4014 0.53326 71.423 71.423 6.53E-30 108.16 4957500

37798 QDLPNAMNAAEITDK Unmodified _QDLPNAMNAAEITDK_ B4FIX8_MAIZE 2 815.89069 1629.7668 1.0285 -0.24596 0.76073 72.107 72.107 7.01E-11 86.75 271680

37799 QDLPNAMNAAEITDK Unmodified _QDLPNAMNAAEITDK_ B4FIX8_MAIZE 2 815.89069 1629.7668 0.91162 -0.43955 0.45073 73.311 73.311 2.37E-16 87.18 1594600

37800 QDWEPVVVR Unmodified _QDWEPVVVR_ B4FGM4_MAIZE 2 564.29583 1126.5771 0.038895 -0.27235 -0.22432 69.609 69.609 1.00E+00 7.26 24415

37801 QDWEPVVVR Unmodified _QDWEPVVVR_ B4FGM4_MAIZE 2 564.29583 1126.5771 -0.0067291 -0.31906 -0.31654 68.948 68.948 3.39E-01 19.26 1219800

37802 QDWEPVVVR Unmodified _QDWEPVVVR_ B4FGM4_MAIZE 2 564.29583 1126.5771 -0.021116 -0.33463 -0.34705 70.829 70.829 1.12E-01 39.87 4263500

37803 QDWLLSELR Unmodified _QDWLLSELR_ Q9SAZ6_MAIZE 2 580.30894 1158.6033 0.19667 0.61993 0.79729 94.897 94.897 7.18E-01 31.56 2168800

37804 QDWLLSELR Unmodified _QDWLLSELR_ Q9SAZ6_MAIZE 2 580.30894 1158.6033 0.11586 0.45567 0.55162 95.549 95.549 7.18E-01 33.43 1082500

37805 QDWLLSELR Unmodified _QDWLLSELR_ Q9SAZ6_MAIZE 2 580.30894 1158.6033 0.16783 0.24265 0.39225 95.701 95.701 1.00E+00 21.62 1264500

37806 QDYLSDEKDAASQLEA Unmodified _QDYLSDEKDAASQLEA_ B4FWA7_MAIZE 2 891.90505 1781.7956 1.0728 0.2943 1.3465 77.482 77.482 2.16E-02 30.18 145400

37807 QEAAAPAAEVVVTEEEK Unmodified _QEAAAPAAEVVVTEEEK_ B4FBC9_MAIZE 2 885.94144 1769.8683 1.0907 0.23363 1.3026 64.815 64.815 1.37E-17 115.76 697090

37808 QEAAAPAAEVVVTEEEKK Unmodified _QEAAAPAAEVVVTEEEKK_ B4FBC9_MAIZE 3 633.66171 1897.9633 0.39932 0.20325 0.57748 59.883 59.883 6.30E-02 25.71 1311200
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37809 QEAAAPAAEVVVTEEEKK Unmodified _QEAAAPAAEVVVTEEEKK_ B4FBC9_MAIZE 3 633.66171 1897.9633 0.43337 0.34143 0.75117 60.258 60.258 3.92E-01 13.85 405870

37810 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 2 560.80349 1119.5924 0.11465 0.14199 0.22655 63.689 63.689 3.83E-01 18.34 1296500

37811 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 2 560.80349 1119.5924 0.032499 -0.065117 -0.0618 64.285 64.285 4.48E-03 55.74 404550

37812 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 3 374.20475 1119.5924 0.7093 -0.18553 0.49598 38.861 38.861 1.00E+00 2.86 2225700

37813 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 2 560.80349 1119.5924 0.10957 -0.18821 -0.10742 65.547 65.547 7.60E-01 16.91 519280

37814 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 2 560.80349 1119.5924 0.13127 0.008995 0.11204 64.942 64.942 1.00E+00 31.45 386050

37815 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 3 374.20475 1119.5924 0.58625 0.75775 1.3123 38.626 38.626 1.00E+00 5.69 941960

37816 QEAYAAGLLGK Unmodified _QEAYAAGLLGK_ B4FQ98_MAIZE 2 560.80349 1119.5924 0.046557 -0.17152 -0.15395 65.332 65.332 3.83E-01 19.05 5399200

37817 QECDTIQATSAGK Unmodified _QECDTIQATSAGK_ B6TDY7_MAIZE 2 704.82228 1407.63 0.66751 -0.10115 0.56747 36.55 36.55 1.47E-03 67.36 338850

37818 QEDMVDVNLR Unmodified _QEDMVDVNLR_ B4FRS1_MAIZE 2 609.79279 1217.571 0.33755 0.079014 0.41011 64.103 64.103 3.43E-01 40.89 483550

37819 QEEESYGSGYGR Unmodified _QEEESYGSGYGR_ B4F957_MAIZE 2 681.28385 1360.5531 0.63293 0.096531 0.71259 42.352 42.352 6.74E-02 48.84 757870

37820 QEENGSAIELK Unmodified _QEENGSAIELK_ B4FT78_MAIZE 2 609.30405 1216.5935 0.32269 0.24815 0.53724 34.939 34.939 3.83E-01 7.88 248140

37821 QEENGSAIELK Unmodified _QEENGSAIELK_ B4FT78_MAIZE 2 609.30405 1216.5935 0.31073 0.18751 0.46421 34.038 34.038 1.00E+00 5.43 687560

37822 QEENGSAIELK Unmodified _QEENGSAIELK_ B4FT78_MAIZE 2 609.30405 1216.5935 0.35433 0.51847 0.83953 34.84 34.84 1.00E+00 3.9 94740

37823 QEFHVAAQNCWVK Unmodified _QEFHVAAQNCWVK_ B4FNW1_MAIZE 3 539.59279 1615.7565 -0.13792 -0.16938 -0.30472 63.187 63.187 6.36E-01 21.23 21959000

37824 QEFHVAAQNCWVK Unmodified _QEFHVAAQNCWVK_ B4FNW1_MAIZE 2 808.88555 1615.7565 0.89751 -0.20714 0.69313 63.182 63.182 1.15E-02 36.68 2173000

37825 QEFQVAAQNCWVK Unmodified _QEFQVAAQNCWVK_ B6T2R0_MAIZE 2 804.38538 1606.7562 0.86797 -0.07334 0.79684 73.191 73.191 1.00E-11 68.09 2961300

37826 QEGESFGSFTNR Unmodified _QEGESFGSFTNR_ O23813_MAIZE 2 679.80221 1357.5899 0.54187 -0.070334 0.47252 60.991 60.991 1.60E-02 41.58 1283000

37827 QEGEYEPEEHPEPDTDYIR Unmodified _QEGEYEPEEHPEPDTDYIR_ PLDA1_MAIZE 3 778.33286 2331.9768 0.90068 0.29062 1.1753 62.26 62.26 2.45E-02 19.27 353140

37828 QEGKPPVFLK Unmodified _QEGKPPVFLK_ B4FLE3_MAIZE 3 381.55712 1141.6495 0.3633 0.80388 1.157 52.494 52.494 5.86E-01 17.6 386790

37829 QEGLEDGYR Unmodified _QEGLEDGYR_ B6SJF7_MAIZE 2 533.74363 1065.4727 -0.096442 0.055261 -0.055506 46.424 46.424 7.18E-01 29.71 204010

37832 QEISTAVDELNR Unmodified _QEISTAVDELNR_ B6SVU1_MAIZE 2 687.84661 1373.6787 0.64064 -0.087822 0.5353 63.646 63.646 7.72E-03 67.2 658530

37833 QEISTAVDELNR Unmodified _QEISTAVDELNR_ B6SVU1_MAIZE 2 687.84661 1373.6787 0.59568 0.095119 0.67353 63.903 63.903 6.74E-02 52.48 386180

37834 QEISTAVDELNR Unmodified _QEISTAVDELNR_ B6SVU1_MAIZE 2 687.84661 1373.6787 0.61595 0.057784 0.65728 65.22 65.22 7.72E-03 59.5 652420

37835 QEISTAVDELNR Unmodified _QEISTAVDELNR_ B6SVU1_MAIZE 2 687.84661 1373.6787 0.61003 0.048459 0.64119 64.948 64.948 1.60E-02 45.64 1139000

37836 QELAEILFHSAL Unmodified _QELAEILFHSAL_ B4FIH9_MAIZE 2 685.86936 1369.7242 0.63355 0.26369 0.87446 114.55 114.55 1.00E+00 4.31 273280

37837 QELAEILFHSAL Unmodified _QELAEILFHSAL_ B4FIH9_MAIZE 2 685.86936 1369.7242 0.65124 0.062653 0.69159 114.34 114.34 2.00E-01 15.74 325060

37838 QELAEILFHSAL Unmodified _QELAEILFHSAL_ B4FIH9_MAIZE 2 685.86936 1369.7242 0.64597 0.29938 0.92194 114.92 114.92 6.74E-02 24.04 931070

37839 QELFADYVSIWPTK Unmodified _QELFADYVSIWPTK_ B5AMJ8_MAIZE 2 848.93269 1695.8508 1.107 0.23646 1.3382 110.66 110.66 6.31E-03 41.47 404320

37840 QELFADYVSIWPTK Unmodified _QELFADYVSIWPTK_ B5AMJ8_MAIZE 2 848.93269 1695.8508 1.0436 -0.034385 1.0043 111.2 111.2 3.51E-02 20.54 198820

37841 QELIDSLGTIASSGTAK Unmodified _QELIDSLGTIASSGTAK_ B6UCZ5_MAIZE 2 845.94652 1689.8785 1.102 -0.27529 0.81737 88.798 88.798 1.37E-17 94.16 549350

37842 QELIDSLGTIASSGTAK Unmodified _QELIDSLGTIASSGTAK_ B6UCZ5_MAIZE 2 845.94652 1689.8785 1.0315 -0.12963 0.89235 89.182 89.182 3.42E-29 133.29 269030

37843 QELIDSLGTIASSGTAK Unmodified _QELIDSLGTIASSGTAK_ B6UCZ5_MAIZE 2 845.94652 1689.8785 1.0567 -0.082003 0.96499 89.513 89.513 8.28E-39 98.67 456020

37844 QELIDSLGTIASSGTAK Unmodified _QELIDSLGTIASSGTAK_ B6UCZ5_MAIZE 2 845.94652 1689.8785 1.0058 -0.14191 0.85441 89.213 89.213 8.28E-39 89.86 1837300
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37845 QEMASDDIEK Unmodified _QEMASDDIEK_ B4F8Q2_MAIZE 2 583.25571 1164.4969 0.17936 0.049337 0.20454 38.469 38.469 1.62E-03 49.56 669890

37846 QEMASDDIEK Unmodified _QEMASDDIEK_ B4F8Q2_MAIZE 2 583.25571 1164.4969 0.18299 0.0828 0.24153 40.52 40.52 2.81E-03 44.91 387370

37847 QEMASDDIEK Unmodified _QEMASDDIEK_ B4F8Q2_MAIZE 2 583.25571 1164.4969 0.20361 0.14575 0.325 39.749 39.749 2.81E-03 67.74 860930

37848 QEMASDDIEK Unmodified _QEMASDDIEK_ B4F8Q2_MAIZE 2 583.25571 1164.4969 0.091109 -0.12375 -0.055815 40.623 40.623 1.84E-04 59.53 4665900

37849 QEMASDDIEK Oxidation (M) _QEM(ox)ASDDIEK_ B4F8Q2_MAIZE 2 591.25317 1180.4918 0.32028 0.2138 0.51283 30.26 30.26 4.40E-02 47.08 118840

37850 QEMASDDIEK Oxidation (M) _QEM(ox)ASDDIEK_ B4F8Q2_MAIZE 2 591.25317 1180.4918 0.24925 0.13378 0.36193 30.962 30.962 4.40E-02 84.41 302730

37851 QENIPFSSFDILSDDEVR Unmodified _QENIPFSSFDILSDDEVR_ B4FSW8_MAIZE 2 1056 2109.9855 1.3136 -0.053918 1.2574 112.44 112.44 8.94E-06 59.97 234650

37852 QENIPFSSFDILSDDEVR Unmodified _QENIPFSSFDILSDDEVR_ B4FSW8_MAIZE 2 1056 2109.9855 1.2509 0.090787 1.3386 113.17 113.17 1.18E-19 59.57 671230

37853 QEQDQAAAESHR Unmodified _QEQDQAAAESHR_ B4FBK8_MAIZE 3 457.20788 1368.6018 0.10966 0.043208 0.13088 20.617 20.617 1.00E+00 17.01 10028

37854 QEQDQAAAESHR Unmodified _QEQDQAAAESHR_ B4FBK8_MAIZE 3 457.20788 1368.6018 0.1237 -0.25582 -0.15336 20.446 20.446 7.21E-01 36.46 24191

37855 QEQDQAAAESHR Unmodified _QEQDQAAAESHR_ B4FBK8_MAIZE 3 457.20788 1368.6018 0.16482 -0.14789 -0.0046273 19.924 19.924 1.00E+00 16.29 8699.2

37856 QEQDQAAAESHR Unmodified _QEQDQAAAESHR_ B4FBK8_MAIZE 3 457.20788 1368.6018 0.04954 -0.25502 -0.22573 21.296 21.296 1.84E-01 25.9 269850

37857 QEQDQAAAESHR Unmodified _QEQDQAAAESHR_ B4FBK8_MAIZE 3 457.20788 1368.6018 0.0073161 -0.072651 -0.085947 20.534 20.534 7.21E-01 24.26 34118

37858 QEVMIGYSDSGK Unmodified _QEVMIGYSDSGK_ CAPP2_MAIZE 2 657.30573 1312.5969 0.49834 0.09016 0.58239 55.1 55.1 1.60E-02 42.68 1407600

37859 QEVMIGYSDSGK Unmodified _QEVMIGYSDSGK_ CAPP2_MAIZE 2 657.30573 1312.5969 0.46905 -0.18279 0.28066 55.132 55.132 8.05E-01 42.95 332830

37860 QEVMIGYSDSGK Oxidation (M) _QEVM(ox)IGYSDSGK_ CAPP2_MAIZE 2 665.30319 1328.5918 0.50068 0.54498 1.0404 48.934 48.934 3.91E-01 28.68 916880

37868 QEYHIYMTSDGR Unmodified _QEYHIYMTSDGR_ B4FUH2_MAIZE 3 500.55764 1498.6511 -0.03298 0.073057 0.029163 54.352 54.352 6.54E-02 20.9 2673000

37869 QEYHIYMTSDGR Unmodified _QEYHIYMTSDGR_ B4FUH2_MAIZE 3 500.55764 1498.6511 -0.15325 0.066186 -0.098218 54.682 54.682 6.54E-02 23.71 589060

37870 QEYHIYMTSDGR Unmodified _QEYHIYMTSDGR_ B4FUH2_MAIZE 3 500.55764 1498.6511 -0.10503 0.085364 -0.030012 57.001 57.001 1.84E-01 23.28 1303800

37871 QEYHIYMTSDGR Oxidation (M) _QEYHIYM(ox)TSDGR_ B4FUH2_MAIZE 3 505.88927 1514.646 -0.15855 -0.12872 -0.29441 46.463 46.463 1.55E-01 17.41 62091

37872 QEYHIYMTSDGR Oxidation (M) _QEYHIYM(ox)TSDGR_ B4FUH2_MAIZE 3 505.88927 1514.646 -0.14444 0.006059 -0.14561 45.611 45.611 4.08E-01 9.42 478110

37873 QEYHIYMTSDGR Oxidation (M) _QEYHIYM(ox)TSDGR_ B4FUH2_MAIZE 3 505.88927 1514.646 -0.01384 -0.0488 -0.070474 48.197 48.197 7.21E-01 16.58 583480

37874 QEYHIYMTSDGR Oxidation (M) _QEYHIYM(ox)TSDGR_ B4FUH2_MAIZE 3 505.88927 1514.646 -0.008032 -0.042237 -0.057866 47.46 47.46 1.84E-01 14.85 457430

37875 QEYHIYMTSDGR Oxidation (M) _QEYHIYM(ox)TSDGR_ B4FUH2_MAIZE 3 505.88927 1514.646 -0.090462 -0.30414 -0.40319 48.812 48.812 1.00E+00 12.15 630570

37876 QEYQALHPGNK Unmodified _QEYQALHPGNK_ P93630_MAIZE 2 642.8202 1283.6258 0.40587 0.066926 0.45378 37.517 37.517 1.47E-01 29.11 123290

37877 QEYSNLIGGK Unmodified _QEYSNLIGGK_ B6U9L0_MAIZE 2 554.7853 1107.556 0.034332 0.46026 0.47259 57.861 57.861 3.43E-01 39.24 5481800

37878 QFAAEEISAQVLR Unmodified _QFAAEEISAQVLR_ B6UFB3_MAIZE 2 731.38845 1460.7623 0.70678 -0.99433 -0.30663 86.117 86.117 4.93E-21 65.05 280020

37879 QFAAEEISAQVLR Unmodified _QFAAEEISAQVLR_ B6UFB3_MAIZE 2 731.38845 1460.7623 0.72309 0.039322 0.74253 85.714 85.714 1.56E-17 89.38 1207000

37880 QFAAEEISAQVLR Unmodified _QFAAEEISAQVLR_ B6UFB3_MAIZE 2 731.38845 1460.7623 0.73845 0.11438 0.83322 85.418 85.418 4.77E-34 101.81 1233400

37881 QFAAEEISAQVLR Unmodified _QFAAEEISAQVLR_ B6UFB3_MAIZE 3 487.92806 1460.7623 -0.032307 -0.21764 -0.27027 85.384 85.384 1.00E+00 7.81 225170

37882 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.93407 -0.21813 0.69472 102.34 102.34 2.00E-19 78.87 1722000

37883 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.91432 0.16194 1.054 102.96 102.96 1.95E-13 80.91 515990

37884 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.93095 0.31791 1.2271 103.08 103.08 3.56E-04 80.04 610740

37885 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.94203 0.55804 1.4777 103.07 103.07 7.64E-09 61.76 648180
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37886 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.92184 -0.12025 0.78033 102.69 102.69 7.64E-09 66.23 1390700

37887 QFAAEEISSMVLIK Unmodified _QFAAEEISSMVLIK_ HSP70_MAIZE 2 783.41582 1564.8171 0.95383 0.69515 1.6267 103.3 103.3 3.51E-02 24.84 123000

37888 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.91968 -0.28947 0.61202 86.784 86.784 2.96E-06 65.14 397560

37889 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.91505 -0.36412 0.53312 87.842 87.842 1.49E-02 33.48 597140

37890 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.93426 -0.083986 0.83118 87.046 87.046 6.25E-22 78 661500

37891 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.88907 -0.097903 0.77297 88.048 88.048 3.36E-04 39.21 995590

37892 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.92082 0.053065 0.95455 86.682 86.682 1.95E-13 59.55 931830

37893 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.92087 -0.16961 0.73242 87.795 87.795 7.68E-22 85.37 1496100

37894 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.9101 -0.13926 0.75212 86.44 86.44 3.48E-20 82.96 2036700

37895 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.91546 -0.11269 0.78482 87.525 87.525 2.00E-19 80.64 3283100

37896 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 2.0243 88.833 88.833 8.40E-03 26.97

37897 QFAAEEISSMVLIK Oxidation (M) _QFAAEEISSM(ox)VLIK_ HSP70_MAIZE 2 791.41327 1580.812 0.9012 0.60148 1.4836 86.56 86.56 3.56E-04 56.01 261670

37898 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 3 743.3963 2227.1671 0.83431 -0.3143 0.50614 104.9 104.9 1.67E-04 39.11 275410

37899 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 2 1114.5908 2227.1671 1.2112 0.066899 1.2637 104.88 104.88 7.17E-26 67.2 207050

37900 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 3 743.3963 2227.1671 0.85111 -0.12083 0.7166 104.97 104.97 1.67E-04 54.9 299590

37901 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 3 743.3963 2227.1671 0.86948 0.1834 1.0383 104.51 104.51 2.10E-21 76.36 496290

37902 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 2 1114.5908 2227.1671 1.2935 -0.45194 0.82816 104.49 104.49 2.97E-04 24.75 358920

37903 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 2 1114.5908 2227.1671 1.1985 -0.060176 1.1238 105.15 105.15 4.46E-39 90.71 1793100

37904 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 3 743.3963 2227.1671 0.82927 0.009419 0.8242 105.15 105.15 2.70E-09 62.94 1512400

37905 QFCAIINPPQSAILAIGSAEK Unmodified _QFCAIINPPQSAILAIGSAEK_ B6TUA2_MAIZE 2 1114.5908 2227.1671 1.1894 -0.014024 1.161 105.77 105.77 1.29E-11 45.65 165340

37906 QFEISDGIR Unmodified _QFEISDGIR_ B6SH65_MAIZE 2 532.77219 1063.5298 -0.10665 -0.41924 -0.53308 66.392 66.392 1.00E+00 9.75 124750

37907 QFEISDGIR Unmodified _QFEISDGIR_ B6SH65_MAIZE 2 532.77219 1063.5298 0.0048627 0.024199 0.021249 67.201 67.201 3.32E-02 40.1 663270

37908 QFEISDGIR Unmodified _QFEISDGIR_ B6SH65_MAIZE 2 532.77219 1063.5298 0.019429 -0.015546 -0.0042663 50.847 50.847 7.18E-01 15.22 1187300

37909 QFEISDGIR Unmodified _QFEISDGIR_ B6SH65_MAIZE 2 532.77219 1063.5298 -0.05311 -0.14582 -0.20626 51.58 51.58 7.18E-01 13.87 861890

37910 QFEQVLSANPEVDHFVK Unmodified _QFEQVLSANPEVDHFVK_ B4FTK9_MAIZE 3 663.00217 1985.9847 0.48619 0.3272 0.81408 83.725 83.725 5.28E-02 35.71 748620

37911 QFEQVLSLNSGVGHFVK Unmodified _QFEQVLSLNSGVGHFVK_ B4FPA0_MAIZE 3 630.33538 1887.9843 0.3184 -0.19691 0.12995 87.867 87.867 1.01E-03 46.42 1424700

37912 QFFPHLAVGFEDPR Unmodified _QFFPHLAVGFEDPR_ B6TCM9_MAIZE 3 553.94745 1658.8205 0.071828 0.16263 0.24231 90.057 90.057 1.00E+00 12.31 1659000

37913 QFFPHLAVGFEDPR Unmodified _QFFPHLAVGFEDPR_ B6TCM9_MAIZE 3 553.94745 1658.8205 -0.012642 0.21336 0.20832 90.552 90.552 1.83E-01 17.18 4376500

37914 QFGAPLAAFQLNQEK Unmodified _QFGAPLAAFQLNQEK_ B4G0E0_MAIZE 2 831.43593 1660.8573 1.0311 -0.21083 0.80714 91.09 91.09 2.05E-04 40.62 707300

37915 QFGSQDGGPETK Unmodified _QFGSQDGGPETK_ B4F8X3_MAIZE 2 625.78602 1249.5575 0.38976 -0.38153 0.021178 35.389 35.389 1.60E-02 47.79 525010

37916 QFGSQDGGPETK Unmodified _QFGSQDGGPETK_ B4F8X3_MAIZE 2 625.78602 1249.5575 0.33269 -0.19427 0.15083 34.109 34.109 1.60E-02 38.59 149990

37917 QFGSQDGGPETK Unmodified _QFGSQDGGPETK_ B4F8X3_MAIZE 2 625.78602 1249.5575 0.38318 -0.45499 -0.060266 37.139 37.139 1.60E-02 42.76 234500

37918 QFGSQDGGPETK Unmodified _QFGSQDGGPETK_ B4F8X3_MAIZE 2 625.78602 1249.5575 0.41482 -0.51776 -0.089472 37.07 37.07 1.98E-03 60.2 214230

37919 QFGYIVLTTSAGIMDHEEAR Oxidation (M) _QFGYIVLTTSAGIM(ox)DHEEAR_ B4FM69_MAIZE 3 752.0318 2253.0736 0.78157 -0.37016 0.4093 89.675 89.675 1.31E-21 74.96 987080
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37920 QFGYIVLTTSAGIMDHEEAR Oxidation (M) _QFGYIVLTTSAGIM(ox)DHEEAR_ B4FM69_MAIZE 3 752.0318 2253.0736 0.83181 0.52728 1.3556 97.977 97.977 9.26E-02 16.47 54738

37921 QFIAEAAK Unmodified _QFIAEAAK_ B4FRI1_MAIZE 2 439.24254 876.47052 0.093666 0.012484 0.073593 41.131 41.131 1.00E+00 17.39 1224400

37922 QFIAEAAK Unmodified _QFIAEAAK_ B4FRI1_MAIZE 2 439.24254 876.47052 0.10047 -0.071066 -0.0022713 43.376 43.376 1.00E+00 10.93 636430

37923 QFIAEAAK Unmodified _QFIAEAAK_ B4FRI1_MAIZE 2 439.24254 876.47052 0.05975 0.29714 0.32414 43.026 43.026 3.77E-01 49.25 1945300

37924 QFIAEAAK Unmodified _QFIAEAAK_ B4FRI1_MAIZE 2 439.24254 876.47052 -0.045967 -0.49451 -0.57195 43.935 43.935 7.88E-01 43.06 8023500

37925 QFIPFASPPPVLSPSVGK Unmodified _QFIPFASPPPVLSPSVGK_ B6T9N4_MAIZE 2 934.51946 1867.0244 1.3095 0.76815 2.0833 100.86 100.86 9.02E-03 42.96 203800

37926 QFLSILHTIPVIVVDSR Unmodified _QFLSILHTIPVIVVDSR_ B6TE97_MAIZE 2 969.06457 1936.1146 1.2289 0.30573 1.5399 114.42 114.42 1.22E-02 34.83 202790

37927 QFLSILHTIPVIVVDSR Unmodified _QFLSILHTIPVIVVDSR_ B6TE97_MAIZE 3 646.3788 1936.1146 0.43876 0.41193 0.85491 115.37 115.37 1.09E-02 22.49 374800

37928 QFLSSDSNSGQQKE Unmodified _QFLSSDSNSGQQKE_ B4FHI8_MAIZE 2 777.85517 1553.6958 0.88409 0.36559 1.2433 41.813 41.813 6.31E-03 53.37 55004

37929 QFLTLNALNEFDPK Unmodified _QFLTLNALNEFDPK_ B4FWK0_MAIZE 2 825.43031 1648.8461 1.0339 0.35349 1.3752 107.11 107.11 3.56E-04 65.58 164320

37930 QFLTLNALNEFDPK Unmodified _QFLTLNALNEFDPK_ B4FWK0_MAIZE 2 825.43031 1648.8461 1.0518 0.34234 1.3829 107.13 107.13 2.96E-06 75.16 236450

37931 QFLTLNALNEFDPK Unmodified _QFLTLNALNEFDPK_ B4FWK0_MAIZE 2 825.43031 1648.8461 1.0416 0.31715 1.3468 107.16 107.16 1.95E-13 61.15 182370

37932 QFLTLNALNEFDPK Unmodified _QFLTLNALNEFDPK_ B4FWK0_MAIZE 2 825.43031 1648.8461 1.0539 0.29885 1.3411 106.8 106.8 2.00E-19 90.22 731390

37933 QFNFTSVMPFSFMK 2 Oxidation (M) _QFNFTSVM(ox)PFSFM(ox)K_ Q29SB6_MAIZE 2 871.89948 1741.7844 1.1423 -1.1761 -0.019874 102.55 102.55 1.81E-03 43.17 153940

37934 QFNFTSVMPFSFMK 2 Oxidation (M) _QFNFTSVM(ox)PFSFM(ox)K_ Q29SB6_MAIZE 2 871.89948 1741.7844 1.0395 -0.076142 0.97701 103.83 103.83 1.29E-21 58.71 1435400

37935 QFNFTSVMPFSFMK Oxidation (M) _QFNFTSVM(ox)PFSFMK_ Q29SB6_MAIZE 2 863.90202 1725.7895 1.0776 0.03269 1.1217 117.81 117.81 1.49E-02 24.29 64533

37936 QFNFTSVMPFSFMK Oxidation (M) _QFNFTSVMPFSFM(ox)K_ Q29SB6_MAIZE 2 863.90202 1725.7895 1.0837 0.83348 1.9277 119.16 119.16 6.95E-06 47.47 139120

37937 QFNGLVDVYR Unmodified _QFNGLVDVYR_ ADT1_MAIZE B 2 605.81439 1209.6142 0.27385 0.24714 0.52442 75.047 75.047 3.43E-01 31.81 4034400

37938 QFNGLVDVYR Unmodified _QFNGLVDVYR_ ADT1_MAIZE B 2 605.81439 1209.6142 0.28102 0.63432 0.91891 75.638 75.638 1.25E-02 47.82 492040

37939 QFNGLVDVYR Unmodified _QFNGLVDVYR_ ADT1_MAIZE B 2 605.81439 1209.6142 0.35237 0.64861 1.0039 76.244 76.244 1.00E+00 32.31 469310

37940 QFPTIGFEK Unmodified _QFPTIGFEK_ B6T7Q7_MAIZE 2 533.78202 1065.5495 4.96E-05 0.023192 0.026603 76.887 76.887 1.00E+00 0.08 320100

37941 QFPTIGFEK Unmodified _QFPTIGFEK_ B6T7Q7_MAIZE 2 533.78202 1065.5495 -0.017667 0.24553 0.23109 76.689 76.689 1.12E-01 19.95 3167000

37942 QFSAEEISSMILNK Unmodified _QFSAEEISSMILNK_ B6SZ69_MAIZE 2 798.90053 1595.7865 1.0077 -0.33357 0.64889 103.6 103.6 2.96E-06 46.17 276350

37943 QFSAEEISSMILNK Unmodified _QFSAEEISSMILNK_ B6SZ69_MAIZE 2 798.90053 1595.7865 0.96276 -0.18364 0.75383 104.27 104.27 2.25E-03 55.68 115090

37944 QFSAEEISSMILNK Unmodified _QFSAEEISSMILNK_ B6SZ69_MAIZE 2 798.90053 1595.7865 0.98727 0.20707 1.1694 104.3 104.3 1.95E-13 68.09 224170

37945 QFSAEEISSMILNK Unmodified _QFSAEEISSMILNK_ B6SZ69_MAIZE 2 798.90053 1595.7865 1.0156 -0.80606 0.18614 103.77 103.77 3.56E-04 52.23 350780

37946 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 2 806.89799 1611.7814 0.95384 -0.22105 0.70987 90.93 90.93 1.49E-02 28.62 164010

37947 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 2 806.89799 1611.7814 0.97358 -0.35135 0.59985 91.683 91.683 3.56E-04 57.63 182480

37948 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 3 538.26775 1611.7814 0.042564 -0.11286 -0.093056 91.37 91.37 7.27E-01 7.48 607090

37949 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 2 806.89799 1611.7814 0.95383 -0.33249 0.59879 91.419 91.419 4.47E-11 68.02 527240

37950 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 2 806.89799 1611.7814 0.97993 -0.34327 0.61397 90.329 90.329 2.96E-06 64.38 752900

37951 QFSAEEISSMILNK Oxidation (M) _QFSAEEISSM(ox)ILNK_ B6SZ69_MAIZE 2 806.89799 1611.7814 1.0257 -0.2502 0.75261 91.072 91.072 6.25E-22 63.76 566470

37953 QFVIDGNK Unmodified _QFVIDGNK_ B6TBW4_MAIZE 2 460.74544 919.47633 -0.10857 0.63105 0.52429 47.817 47.817 3.77E-01 31.27 690920

37954 QFVIDGNK Unmodified _QFVIDGNK_ B6TBW4_MAIZE 2 460.74544 919.47633 -0.023217 0.12807 0.10702 50.297 50.297 1.00E+00 14.16 963100
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37955 QFVIDGNK Unmodified _QFVIDGNK_ B6TBW4_MAIZE 2 460.74544 919.47633 -0.010882 0.22113 0.21276 49.615 49.615 1.00E+00 20.37 766360

37956 QFVIDGNK Unmodified _QFVIDGNK_ B6TBW4_MAIZE 2 460.74544 919.47633 -0.027255 0.14618 0.12014 50.428 50.428 1.00E+00 14.07 361000

37957 QFVIDGNK Unmodified _QFVIDGNK_ B6TBW4_MAIZE 2 460.74544 919.47633 -0.044247 0.12386 0.082349 50.041 50.041 3.77E-01 34.44 2736800

37958 QFVLEVIHPGR Unmodified _QFVLEVIHPGR_ B4FJ27_MAIZE 3 432.24706 1293.7194 0.17929 0.059302 0.24198 75.353 75.353 1.15E-01 22.1 519360

37959 QFVLEVIHPGR Unmodified _QFVLEVIHPGR_ B4FJ27_MAIZE 3 432.24706 1293.7194 -0.074166 0.58931 0.51586 80.663 80.663 1.00E+00 12.94 299730

37960 QFVQSFFLAPQEK Unmodified _QFVQSFFLAPQEK_ B6TQ25_MAIZE 2 784.90902 1567.8035 0.96302 0.35881 1.3232 93.34 93.34 4.68E-05 73.37 289810

37961 QFVQSFFLAPQEK Unmodified _QFVQSFFLAPQEK_ B6TQ25_MAIZE 2 784.90902 1567.8035 0.89198 -0.028454 0.86524 93.029 93.029 2.50E-15 86.37 1387900

37962 QFYVNVDKEDWK Unmodified _QFYVNVDKEDWK_ O24558_MAIZE 3 524.25606 1569.7464 -0.010692 -0.02949 -0.043519 71.544 71.544 1.00E+00 1.02 1379100

37963 QFYVNVDKEDWK Unmodified _QFYVNVDKEDWK_ O24558_MAIZE 2 785.88046 1569.7464 0.95058 -0.7255 0.22226 71.121 71.121 7.72E-03 66.63 762520

37964 QGAGPAYGGDNWQR Unmodified _QGAGPAYGGDNWQR_ B6SJX7_MAIZE 2 738.83437 1475.6542 0.8119 -0.22594 0.58604 53.844 53.844 3.56E-04 73.16 522100

37965 QGAGPAYGGDNWQR Unmodified _QGAGPAYGGDNWQR_ B6SJX7_MAIZE 2 738.83437 1475.6542 0.75863 0.046706 0.80532 54.482 54.482 1.49E-02 62.53 876760

37966 QGALANEQLGK Unmodified _QGALANEQLGK_ B4F8X3_MAIZE 2 564.80402 1127.5935 0.12653 -0.032605 0.070808 41.574 41.574 1.67E-02 55.33 3072700

37967 QGALANEQLGK Unmodified _QGALANEQLGK_ B4F8X3_MAIZE 2 564.80402 1127.5935 0.066101 0.11714 0.15914 41.038 41.038 1.67E-02 57.91 849790

37968 QGALANEQLGK Unmodified _QGALANEQLGK_ B4F8X3_MAIZE 2 564.80402 1127.5935 0.13358 0.017439 0.12776 43.743 43.743 4.48E-03 80.85 966190

37969 QGALANEQLGK Unmodified _QGALANEQLGK_ B4F8X3_MAIZE 2 564.80402 1127.5935 0.13401 -0.60758 -0.49616 42.99 42.99 1.67E-02 45.06 351590

37970 QGALANEQLGK Unmodified _QGALANEQLGK_ B4F8X3_MAIZE 2 564.80402 1127.5935 0.078935 0.15776 0.2132 43.828 43.828 1.67E-02 38.96 1021500

37971 QGCCFPDGAGK Unmodified _QGCCFPDGAGK_ B6TYW3_MAIZE 2 598.74479 1195.475 0.09437 0.10655 0.23003 41.585 41.585 4.48E-03 63.72 356020

37972 QGCSFDAAGR Unmodified _QGCSFDAAGR_ B6STT0_MAIZE 2 534.73 1067.4454 -0.014136 0.2426 0.23881 36.864 36.864 4.40E-02 52.66 443830

37973 QGDAIETGGIIR Unmodified _QGDAIETGGIIR_ B6TVP8_MAIZE 2 615.32786 1228.6412 0.22535 0.20237 0.42173 60.382 60.382 1.60E-02 42.09 2617800

37974 QGDDVVPIPGTTK Unmodified _QGDDVVPIPGTTK_ B4F840_MAIZE 2 663.84862 1325.6827 0.49813 -0.13742 0.38182 63.961 63.961 2.65E-01 45.24 881930

37975 QGDFLLNR Unmodified _QGDFLLNR_ B4FVL1_MAIZE 2 481.75634 961.49813 -0.15141 0.66818 0.50849 62.84 62.84 1.65E-01 35.6 404190

37976 QGDTLSFK Unmodified _QGDTLSFK_ B6SQI9_MAIZE 2 448.22962 894.4447 -0.18766 0.082897 -0.099317 48.865 48.865 1.65E-01 44.93 352140

37977 QGDTLSFK Unmodified _QGDTLSFK_ B6SQI9_MAIZE 2 448.22962 894.4447 -0.11178 -0.000979 -0.10789 48.136 48.136 1.65E-01 56.42 4254300

37978 QGDTLSFK Unmodified _QGDTLSFK_ B6SQI9_MAIZE 2 448.22962 894.4447 -0.013713 -0.2252 -0.23245 50.497 50.497 3.77E-01 53.47 9645500

37979 QGDTLSFK Unmodified _QGDTLSFK_ B6SQI9_MAIZE 2 448.22962 894.4447 -0.021823 0.052243 0.035561 49.871 49.871 1.65E-01 43.4 1653100

37980 QGDTLSFK Unmodified _QGDTLSFK_ B6SQI9_MAIZE 2 448.22962 894.4447 -0.014764 -0.011557 -0.021218 50.642 50.642 3.77E-01 32.09 665720

37981 QGEIEAVVIATGVHTFFGK Unmodified _QGEIEAVVIATGVHTFFGK_ Q43271_MAIZE 3 668.35807 2002.0524 0.55043 0.20435 0.76465 120.81 120.81 1.72E-05 50.65 1284100

37982 QGEIEAVVIATGVHTFFGK Unmodified _QGEIEAVVIATGVHTFFGK_ Q43271_MAIZE 3 668.35807 2002.0524 0.51799 -0.037096 0.49209 121.41 121.41 5.40E-02 34.31 178720

37983 QGEQIDAPAADENK Unmodified _QGEQIDAPAADENK_ B6T8U0_MAIZE 2 743.34443 1484.6743 0.84239 0.18543 1.0072 43.439 43.439 1.95E-13 82.5 490420

37984 QGEQIDAPAADENKDNK Unmodified _QGEQIDAPAADENKDNK_ B6T8U0_MAIZE 3 614.95366 1841.8391 0.34887 -0.14313 0.18511 38.981 38.981 1.35E-01 19.01 455600

37985 QGEQIDAPAADENKDNK Unmodified _QGEQIDAPAADENKDNK_ B6T8U0_MAIZE 3 614.95366 1841.8391 0.33623 -0.057002 0.25856 38.92 38.92 1.19E-02 29.91 995210

37986 QGFSSLPICMAK Oxidation (M) _QGFSSLPICM(ox)AK_ B4FD77_MAIZE 2 677.82832 1353.6421 0.58412 -0.026029 0.55846 69.721 69.721 1.85E-01 19.6 371530

37987 QGFTDLTGTDYSK Unmodified _QGFTDLTGTDYSK_ B4G050_MAIZE 2 716.83317 1431.6518 0.75552 -0.37785 0.39261 70.279 70.279 1.47E-03 68.15 886150

37988 QGGSNDRDLALAR Unmodified _QGGSNDRDLALAR_ B4G1B0_MAIZE 3 458.23577 1371.6855 -0.0014223 -1.0686 -1.0818 41.118 41.118 1.00E+00 7.27 208580
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37989 QGGSNDRDLALAR Unmodified _QGGSNDRDLALAR_ B4G1B0_MAIZE 2 686.85002 1371.6855 0.58439 0.076431 0.64691 41.723 41.723 2.65E-01 34.13 485380

37990 QGGSNDRDLALAR Unmodified _QGGSNDRDLALAR_ B4G1B0_MAIZE 3 458.23577 1371.6855 -0.059046 -0.27922 -0.3523 39.115 39.115 1.41E-02 33.76 3390400

37991 QGHNDVTILTPSTIAIEALLK Unmodified _QGHNDVTILTPSTIAIEALLK_ B4F8E9_MAIZE 3 745.41788 2233.2318 0.8235 0.61236 1.4278 128.61 128.61 2.97E-04 56.78 640180

37992 QGIGVGGFQK Unmodified _QGIGVGGFQK_ B4FD90_MAIZE 2 495.77199 989.52943 -0.31506 -0.32331 -0.61868 54.85 54.85 1.45E-01 28.63 2580600

37993 QGIGVGGFQK Unmodified _QGIGVGGFQK_ B4FD90_MAIZE 2 495.77199 989.52943 -0.25015 -0.46278 -0.6927 57.203 57.203 4.40E-02 35.3 17510000

37994 QGIPGAIIVK Unmodified _QGIPGAIIVK_ Q9LKL4_MAIZE 2 498.31603 994.61752 -0.034052 -0.2123 -0.2554 63.716 63.716 1.45E-01 18.83 957350

37995 QGIPGAIIVK Unmodified _QGIPGAIIVK_ Q9LKL4_MAIZE 2 498.31603 994.61752 -0.15303 -0.078855 -0.24063 64.584 64.584 4.40E-02 22.36 347240

37996 QGIPGAIIVK Unmodified _QGIPGAIIVK_ Q9LKL4_MAIZE 2 498.31603 994.61752 -0.0049857 -0.14165 -0.15483 64.954 64.954 3.43E-01 12.9 324500

37998 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1166 0.085053 1.2104 124.97 124.97 1.04E-33 69.33 458520

37999 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1634 0.28436 1.4558 125.26 125.26 7.01E-11 54.4 432570

38000 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1707 0.34154 1.5201 125.5 125.5 1.60E-05 51.54 261840

38001 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1785 0.20896 1.396 125.88 125.88 2.37E-16 64.99 611650

38002 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1057 -0.11077 1.0031 125.08 125.08 1.02E-23 66.77 6334400

38003 QGLISDPVFSFWFNR Unmodified _QGLISDPVFSFWFNR_ B6T706_MAIZE 2 906.95703 1811.8995 1.1375 0.43351 1.5795 128.81 128.81 2.37E-16 80.44 380910

38004 QGLNVVDVVALSGGHTIGMSR Oxidation (M) _QGLNVVDVVALSGGHTIGM(ox)SR_ B6T3V1_MAIZE 3 709.37227 2125.095 0.69003 -0.35779 0.34556 91.044 91.044 2.97E-04 30.39 1311300

38005 QGLQDLGADSLQSAHDLLR Unmodified _QGLQDLGADSLQSAHDLLR_ B6SKW5_MAIZE 3 679.6835 2036.0287 0.58013 0.45034 1.0248 98.408 98.408 2.20E-01 19.1 611240

38006 QGLQDLGADSLQSAHDLLR Unmodified _QGLQDLGADSLQSAHDLLR_ B6SKW5_MAIZE 3 679.6835 2036.0287 0.61036 0.44306 1.0477 98.342 98.342 7.51E-03 42.74 411200

38007 QGLQDLGADSLQSAHDLLR Unmodified _QGLQDLGADSLQSAHDLLR_ B6SKW5_MAIZE 3 679.6835 2036.0287 0.6163 0.087035 0.69764 97.976 97.976 2.84E-03 47.47 579960

38008 QGLQDLGADSLQSAHDLLR Unmodified _QGLQDLGADSLQSAHDLLR_ B6SKW5_MAIZE 3 679.6835 2036.0287 0.60545 -0.044392 0.55586 98.565 98.565 2.84E-03 45.36 1699700

38009 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.1523 0.40128 1.5622 125.67 125.67 4.21E-20 83.35 2652700

38010 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.134 0.19196 1.3353 126.07 126.07 7.01E-14 68.92 321820

38011 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.138 -0.06352 1.0836 126.39 126.39 1.48E-07 56.5 312590

38012 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.1714 -0.12596 1.0552 126.94 126.94 1.48E-07 61.63 126510

38013 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.2048 0.12375 1.3375 127.19 127.19 7.73E-25 85.05 581510

38014 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.1972 0.2662 1.4728 126.5 126.5 7.73E-25 83.41 1322500

38015 QGLQLLDFWVSPFGQR Unmodified _QGLQLLDFWVSPFGQR_ O24595_MAIZE 2 945.99669 1889.9788 1.0622 0.15371 1.2255 129.49 129.49 4.21E-20 83.29 7752500

38016 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 0.030659 -0.40448 -0.39804 35.565 35.565 3.83E-01 10.04 492050

38017 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 0.01959 0.047592 0.041552 37.376 37.376 1.47E-01 27.39 307650

38018 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 0.0086187 -0.32994 -0.34637 36.508 36.508 3.83E-01 11.89 263760

38019 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 0.029178 1.3486 1.3498 37.254 37.254 1.47E-01 41.9 142060

38020 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 0.049728 0.65592 0.6779 37.037 37.037 1.00E+00 13.07 73378

38021 QGNASAAAIVK Unmodified _QGNASAAAIVK_ B6TS22_MAIZE 2 515.28801 1028.5615 -0.10715 -0.039024 -0.17235 37.94 37.94 4.96E-02 37.94 2583200

38022 QGNILATAFHPELTSDSR Unmodified _QGNILATAFHPELTSDSR_ B6SNW4_MAIZE 3 652.99731 1955.9701 0.48178 0.037817 0.51411 82.438 82.438 2.20E-01 24.26 313860

38023 QGPNLNGLFGR Unmodified _QGPNLNGLFGR_ B6SKR4_MAIZE 2 586.81218 1171.6098 0.1333 0.41618 0.54711 80.566 80.566 7.60E-01 28.5 82430



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

38024 QGPNLNGLFGR Unmodified _QGPNLNGLFGR_ B6SKR4_MAIZE 2 586.81218 1171.6098 0.11961 0.1589 0.27519 80.983 80.983 4.96E-02 54.89 3176100

38025 QGPNQTLRPEALK Unmodified _QGPNQTLRPEALK_ B4FH68_MAIZE 3 484.60369 1450.7892 -0.11282 -0.049111 -0.1805 48.507 48.507 3.08E-01 12.19 1221300

38026 QGQLPSQFGSALGQSQPGLGPEHR Unmodified _QGQLPSQFGSALGQSQPGLGPEHR_ B4FXM2_MAIZE 3 826.08244 2475.2255 1.0287 -0.16895 0.8641 75.707 75.707 2.20E-09 68.93 454250

38027 QGSACVGLR Unmodified _QGSACVGLR_ B6TAJ3_MAIZE 2 474.24 946.46544 -0.094093 0.23397 0.14861 34.255 34.255 3.39E-01 41.2 1383200

38028 QGTLASDAALAQNAAAAQMVADLTNPIK Unmodified _QGTLASDAALAQNAAAAQMVADLTNPIK_ B6SIU4_MAIZE 3 918.80787 2753.4018 1.2047 0.25298 1.441 120.92 120.92 6.58E-02 3.2 261370

38029 QGVAITQENSLLDNTAR Unmodified _QGVAITQENSLLDNTAR_ B6TAY2_MAIZE 2 915.47123 1828.9279 1.1664 0.067467 1.2239 71.925 71.925 1.24E-09 121.66 513450

38030 QGVAITQENSLLDNTAR Unmodified _QGVAITQENSLLDNTAR_ B6TAY2_MAIZE 2 915.47123 1828.9279 0.95802 -1.4444 -0.49442 72.465 72.465 1.51E-07 104.78 284160

38031 QGVAITQENSLLDNTAR Unmodified _QGVAITQENSLLDNTAR_ B6TAY2_MAIZE 2 915.47123 1828.9279 1.1224 0.10172 1.2145 73.055 73.055 1.51E-07 90.11 389260

38032 QGVAITQENSLLDNTAR Unmodified _QGVAITQENSLLDNTAR_ B6TAY2_MAIZE 2 915.47123 1828.9279 1.1648 0.021828 1.1766 72.607 72.607 2.72E-05 105.5 1271100

38039 QGVLTSGR Unmodified _QGVLTSGR_ B6T4E7_MAIZE 2 409.22996 816.44537 0.39455 0.30983 0.71194 30.209 30.209 7.88E-01 27.12 64010

38040 QGVLTSGR Unmodified _QGVLTSGR_ B6T4E7_MAIZE 2 409.22996 816.44537 0.32607 -0.42519 -0.087986 31.204 31.204 3.77E-01 18.45 23924

38041 QGVLTSGR Unmodified _QGVLTSGR_ B6T4E7_MAIZE 2 409.22996 816.44537 0.3792 -0.067527 0.32157 31.007 31.007 7.88E-01 19.39 19534

38042 QGVNPGELAIISK Unmodified _QGVNPGELAIISK_ B6TAT5_MAIZE 2 663.37481 1324.7351 0.52845 0.03604 0.54916 73.359 73.359 6.20E-03 87.07 1813000

38043 QGVNPGELAIISK Unmodified _QGVNPGELAIISK_ B6TAT5_MAIZE 2 663.37481 1324.7351 0.50236 0.027615 0.5155 74.168 74.168 6.20E-03 59.22 549730

38044 QGVNPGELAIISK Unmodified _QGVNPGELAIISK_ B6TAT5_MAIZE 2 663.37481 1324.7351 0.54045 -0.32682 0.19935 74.557 74.557 9.49E-01 4.36 310820

38045 QGVVTLEEGK Unmodified _QGVVTLEEGK_ B6SH83_MAIZE 2 530.28767 1058.5608 0.030716 -0.19465 -0.16169 47.181 47.181 2.81E-03 54.82 1466500

38046 QGVVTLEEGK Unmodified _QGVVTLEEGK_ B6SH83_MAIZE 2 530.28767 1058.5608 -0.088611 0.060944 -0.025919 47.011 47.011 4.40E-02 30.14 761880

38047 QGVVTLEEGK Unmodified _QGVVTLEEGK_ B6SH83_MAIZE 2 530.28767 1058.5608 0.037007 -0.20653 -0.16902 49.458 49.458 1.84E-04 52.25 1707300

38048 QGVVTLEEGK Unmodified _QGVVTLEEGK_ B6SH83_MAIZE 2 530.28767 1058.5608 0.028715 -0.1051 -0.075964 48.747 48.747 1.45E-01 43.55 1086100

38049 QGYFTLDEWR Unmodified _QGYFTLDEWR_ B4FLI5_MAIZE 2 657.8093 1313.6041 0.4549 0.46936 0.92239 91.763 91.763 4.40E-02 36.89 500420

38050 QGYVVYR Unmodified _QGYVVYR_ B4FMB3_MAIZE 2 442.73488 883.4552 0.047639 -0.42654 -0.38037 45.097 45.097 4.46E-01 43.92 5921600

38051 QHALAIGYTK Unmodified _QHALAIGYTK_ B6SUK1_MAIZE 3 367.87322 1100.5978 0.84906 -0.006164 0.82584 43.029 43.029 9.39E-01 23.24 1669300

38052 QHALAIGYTK Unmodified _QHALAIGYTK_ B6SUK1_MAIZE 3 367.87322 1100.5978 0.54093 -0.33384 0.19061 46.875 46.875 1.00E+00 1.77 1798800

38053 QHALAIGYTK Unmodified _QHALAIGYTK_ B6SUK1_MAIZE 2 551.3062 1100.5978 -0.027845 -0.6155 -0.65998 46.872 46.872 7.11E-01 21.38 646270

38054 QHALLDNLNQELSQK Unmodified _QHALLDNLNQELSQK_ B6T3D4_MAIZE 3 584.3076 1749.901 0.1298 -0.53724 -0.42794 76.525 76.525 4.82E-01 16.09 1079300

38055 QHLATDAGK Unmodified _QHLATDAGK_ B6TQ98_MAIZE 2 470.74597 939.47739 -0.13896 -0.10998 -0.25745 17.197 17.197 1.00E+00 18.27 61706

38056 QHLATDAGK Unmodified _QHLATDAGK_ B6TQ98_MAIZE 3 314.16641 939.47739 1.4331 0.32217 1.7452 17.193 17.193 4.06E-01 42.49 89568

38057 QHLFSNLIK Unmodified _QHLFSNLIK_ B4FBQ5_MAIZE 3 367.21347 1098.6186 0.78112 0.030022 0.79506 65.045 65.045 8.40E-02 39.02 1882400

38058 QHLGEAGAIAAGAFALYEK Unmodified _QHLGEAGAIAAGAFALYEK_ B4FKG5_MAIZE 3 639.66701 1915.9792 0.45766 -0.16059 0.27653 124.13 124.13 1.00E+00 10.2 17784

38059 QHLGEAGAIAAGAFALYEK Unmodified _QHLGEAGAIAAGAFALYEK_ B4FKG5_MAIZE 3 639.66701 1915.9792 0.38359 0.24297 0.6054 96.536 96.536 5.40E-02 59.26 495890

38060 QHQGLDEDTDLR Unmodified _QHQGLDEDTDLR_ B6SLG3_MAIZE 3 476.22342 1425.6484 -0.084821 0.21363 0.12926 44.935 44.935 2.11E-01 43.44 4638800

38061 QHQGLDEDTDLR Unmodified _QHQGLDEDTDLR_ B6SLG3_MAIZE 2 713.83149 1425.6484 0.74895 -0.11464 0.63628 44.955 44.955 6.74E-02 34.8 844650

38062 QHSGEIEASAATPYELQR Unmodified _QHSGEIEASAATPYELQR_ B4G1B3_MAIZE 3 662.9887 1985.9443 0.40632 0.12435 0.51104 60.45 60.45 9.53E-01 12.36 264640

38063 QHSGEIEASAATPYELQR Unmodified _QHSGEIEASAATPYELQR_ B4G1B3_MAIZE 2 993.97942 1985.9443 1.1102 0.09056 1.1817 61.893 61.893 3.69E-03 74.79 807440
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38064 QHSGEIEASAATPYELQR Unmodified _QHSGEIEASAATPYELQR_ B4G1B3_MAIZE 3 662.9887 1985.9443 0.39209 -0.35608 0.016901 61.915 61.915 1.43E-01 44.15 14389000

38065 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 3 459.22487 1374.6528 0.025469 0.078123 0.098838 36.85 36.85 6.79E-01 18.43 1646100

38066 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 2 688.33367 1374.6528 0.64555 -0.23614 0.40508 36.843 36.843 4.96E-02 47.42 354530

38067 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 3 459.22487 1374.6528 -0.11426 0.44432 0.32454 36.234 36.234 1.00E+00 25.7 471530

38068 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 3 459.22487 1374.6528 0.0017145 -0.046944 -0.049737 38.697 38.697 6.79E-01 11.68 979290

38069 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 2 688.33367 1374.6528 0.71295 0.10509 0.81301 38.696 38.696 4.96E-02 39.06 243820

38070 QHTYVETENVR Unmodified _QHTYVETENVR_ B4G0V4_MAIZE 3 459.22487 1374.6528 -0.039064 0.33927 0.29448 36.7 36.7 3.45E-01 26.59 599830

38071 QHVTVGVVGGSDLVK Unmodified _QHVTVGVVGGSDLVK_ B4FR89_MAIZE 3 498.94734 1493.8202 -0.14805 -0.0357 -0.15449 58.613 58.613 1.00E+00 9.53 6930600

38072 QHVTVGVVGGSDLVK Unmodified _QHVTVGVVGGSDLVK_ B4FR89_MAIZE 2 747.91737 1493.8202 0.82745 0.26487 1.1208 58.541 58.541 1.65E-02 47.69 1159100

38073 QIAGYLSLR Unmodified _QIAGYLSLR_ Q9M584_MAIZE 2 510.79547 1019.5764 -0.11383 0.43334 0.29363 70.451 70.451 3.39E-01 34.43 1215400

38074 QIAPALLLR Unmodified _QIAPALLLR_ B4FBL2_MAIZE 2 497.82403 993.6335 -0.1568 0.25873 0.070136 78.73 78.73 7.18E-01 27.61 267200

38075 QICDAVQAR Unmodified _QICDAVQAR_ B6SGB6_MAIZE 2 530.76384 1059.5131 0.0075263 0.32655 0.33207 40.444 40.444 3.39E-01 36.41 4710500

38076 QIDQPGMIGK Oxidation (M) _QIDQPGM(ox)IGK_ B4FWI4_MAIZE 2 551.7817 1101.5488 0.086042 -0.003679 0.081254 42.829 42.829 2.75E-01 22.38 304510

38077 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 0.016901 0.28852 0.30549 82.412 82.412 1.00E+00 22.76 2829800

38078 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 0.050862 0.2054 0.25686 83.501 83.501 3.39E-01 14.62 533670

38079 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 -0.0042719 0.48239 0.47848 83.324 83.324 3.39E-01 3.38 919450

38080 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 -0.043286 0.5157 0.47172 82.999 82.999 1.00E+00 2.09 738570

38081 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 -0.12778 0.18655 0.059511 83.004 83.004 1.12E-01 25.79 8864700

38082 QIFNGVFLK Unmodified _QIFNGVFLK_ B4F8K1_MAIZE 2 533.30821 1064.6019 -0.071516 0.35662 0.28667 84.519 84.519 1.00E+00 9.32 108570

38083 QIFQNVQMSVNFLVSLLK Oxidation (M) _QIFQNVQM(ox)SVNFLVSLLK_ B6U986_MAIZE 3 708.72224 2123.1449 0.7178 0.09849 0.81488 129.81 129.81 5.15E-04 69.18 781830

38084 QIFTPYGEISYVK Unmodified _QIFTPYGEISYVK_ B4F9G5_MAIZE 2 772.9034 1543.7922 0.88877 0.0091 0.89121 86.227 86.227 1.15E-02 41.35 537620

38085 QIFTPYGEISYVK Unmodified _QIFTPYGEISYVK_ B4F9G5_MAIZE 2 772.9034 1543.7922 0.865 -0.074599 0.78369 85.898 85.898 4.68E-05 46.39 843870

38086 QIGIDPPR Unmodified _QIGIDPPR_ B6TDT1_MAIZE 2 448.25343 894.49232 0.00204 0.13849 0.13384 51.923 51.923 1.65E-01 23.44 2769000

38087 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 2 1072.5658 2143.117 1.2243 -0.079432 1.143 94.015 94.015 3.50E-18 49.56 730500

38088 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 2 1072.5658 2143.117 1.2042 -0.16459 1.0373 94.68 94.68 4.44E-10 48.57 416180

38089 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 2 1072.5658 2143.117 1.1824 -0.079792 1.1003 94.672 94.672 1.12E-07 56.18 638990

38090 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 2 1072.5658 2143.117 1.1912 0.03788 1.2265 94.539 94.539 3.71E-05 59.31 347340

38091 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 2 1072.5658 2143.117 1.2071 -0.30632 0.89927 94.205 94.205 1.27E-23 55.1 3849600

38092 QIGITCPIVPGIMPINNYK Oxidation (M) _QIGITCPIVPGIM(ox)PINNYK_ MTHR1_MAIZE 3 715.3796 2143.117 0.67594 -0.14301 0.53102 94.205 94.205 5.27E-03 20.21 3074200

38093 QIGITCPIVPGIMPINNYK Unmodified _QIGITCPIVPGIMPINNYK_ MTHR1_MAIZE 2 1064.5683 2127.122 1.1754 -0.50574 0.66606 102.6 102.6 1.06E-14 53.89 2091400

38094 QIGITCPIVPGIMPINNYK Unmodified _QIGITCPIVPGIMPINNYK_ MTHR1_MAIZE 2 1064.5683 2127.122 1.2132 -0.56025 0.64982 103.25 103.25 5.92E-02 59.31 158660

38095 QIGITCPIVPGIMPINNYK Unmodified _QIGITCPIVPGIMPINNYK_ MTHR1_MAIZE 2 1064.5683 2127.122 1.2623 -0.48352 0.77515 102.73 102.73 4.53E-07 53.18 816410

38096 QIGMFTFTGLNSEQVAFMR 2 Oxidation (M) _QIGM(ox)FTFTGLNSEQVAFM(ox)R_ B4FUH2_MAIZE 2 1105.0245 2208.0344 1.2135 -0.38662 0.83519 100.01 100.01 4.89E-15 82.32 230070

38097 QIGMFTFTGLNSEQVAFMR 2 Oxidation (M) _QIGM(ox)FTFTGLNSEQVAFM(ox)R_ B4FUH2_MAIZE 3 737.01873 2208.0344 0.78757 0.05721 0.85149 99.971 99.971 7.51E-03 29.98 189390
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38098 QIGMIAGGSGITPMLQVVR Oxidation (M) _QIGM(ox)IAGGSGITPMLQVVR_ B6TCK3_MAIZE 2 972.5239 1943.0332 1.1861 -0.29011 0.90154 94.103 94.103 3.71E-05 92.56 235890

38099 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.1936 -0.21811 0.97526 81.928 81.928 2.86E-31 113.4 1166500

38100 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.1573 -0.086471 1.0711 82.539 82.539 2.86E-31 102.22 472200

38101 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 3 660.68518 1979.0337 0.52618 0.022168 0.54775 82.532 82.532 1.72E-05 50.73 334020

38102 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.1635 -0.13684 1.0262 82.872 82.872 5.89E-20 94.28 966770

38103 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 3 660.68518 1979.0337 0.53287 -0.20455 0.32815 82.852 82.852 3.96E-01 3.64 481850

38104 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.1709 -0.12624 1.0443 82.58 82.58 1.06E-14 104.45 459740

38105 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 3 660.68518 1979.0337 0.56922 -0.30461 0.26533 82.532 82.532 1.10E-01 14.71 264600

38106 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.245 -0.25548 0.98965 82.304 82.304 2.86E-31 135.01 732750

38107 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 3 660.68518 1979.0337 0.53192 -0.12176 0.4094 82.78 82.78 3.96E-01 3.44 1821600

38108 QIGVIGWGSQGPAQAQNLR Unmodified _QIGVIGWGSQGPAQAQNLR_ B6U4F8_MAIZE 2 990.52413 1979.0337 1.1423 -0.21524 0.92749 82.789 82.789 2.86E-31 103.88 3985400

38109 QIINSGPIIASQLLLVDEVIR Unmodified _QIINSGPIIASQLLLVDEVIR_ B4FF57_MAIZE 2 1146.1703 2290.326 1.1941 0.19806 1.3791 124.93 124.93 1.23E-19 134.28 915640

38110 QIINSGPIIASQLLLVDEVIR Unmodified _QIINSGPIIASQLLLVDEVIR_ B4FF57_MAIZE 2 1146.1703 2290.326 1.1804 0.09562 1.2635 125.99 125.99 8.95E-08 98.98 181130

38111 QIINSGPIIASQLLLVDEVIR Unmodified _QIINSGPIIASQLLLVDEVIR_ B4FF57_MAIZE 2 1146.1703 2290.326 1.2771 0.20453 1.469 127.49 127.49 7.17E-26 134.6 568500

38112 QIINSGPIIASQLLLVDEVIR Unmodified _QIINSGPIIASQLLLVDEVIR_ B4FF57_MAIZE 3 764.44929 2290.326 0.90465 0.19187 1.0841 127.54 127.54 9.86E-04 58.91 572800

38113 QIINSGPIIASQLLLVDEVIR Unmodified _QIINSGPIIASQLLLVDEVIR_ B4FF57_MAIZE 2 1146.1703 2290.326 1.2525 0.13014 1.3701 127.89 127.89 5.37E-06 94.73 254060

38114 QIIVVANDITFR Unmodified _QIIVVANDITFR_ Q41743_MAIZE 2 694.89845 1387.7823 0.57716 -0.40683 0.16937 87.286 87.286 7.72E-03 52.26 139090

38115 QILAQQVTSPVQWETTVK Unmodified _QILAQQVTSPVQWETTVK_ B6TNM0_MAIZE 2 1028.5573 2055.1001 1.2012 0.11121 1.3177 88.083 88.083 1.56E-52 99.29 2710700

38116 QILATIPGR Unmodified _QILATIPGR_ B4FG03_MAIZE 2 484.79801 967.58147 -0.17583 0.054993 -0.13562 60.681 60.681 1.12E-01 38.76 1390800

38117 QILATIPGR Unmodified _QILATIPGR_ B4FG03_MAIZE 2 484.79801 967.58147 -0.050404 -0.45986 -0.52508 62.105 62.105 3.32E-02 42.07 2558400

38118 QILATIPGR Unmodified _QILATIPGR_ B4FG03_MAIZE 2 484.79801 967.58147 -0.048081 -0.42652 -0.4879 61.483 61.483 1.12E-01 38.02 1637000

38119 QILATIPGR Unmodified _QILATIPGR_ B4FG03_MAIZE 2 484.79801 967.58147 -0.1416 0.002848 -0.15351 61.888 61.888 1.01E-02 44.15 24212000

38120 QILLFAVASESTK Unmodified _QILLFAVASESTK_ Q5EUD9_MAIZE 2 703.89812 1405.7817 0.72288 0.078715 0.78837 95.167 95.167 2.65E-01 15.87 262130

38121 QILPVLDK Unmodified _QILPVLDK_ B6STJ0_MAIZE 2 463.28949 924.56442 -0.019778 0.40844 0.37479 70.272 70.272 7.88E-01 21.15 684310

38122 QILPVLDK Unmodified _QILPVLDK_ B6STJ0_MAIZE 2 463.28949 924.56442 -0.21059 0.080017 -0.14254 72.207 72.207 5.06E-02 43.44 2214700

38123 QILVGIQDLLDQPNPAD Unmodified _QILVGIQDLLDQPNPAD_ B6SIV2_MAIZE 2 924.98872 1847.9629 1.1448 0.1324 1.276 121.89 121.89 1.24E-09 44.57 56419

38124 QIPHGLLPFR Unmodified _QIPHGLLPFR_ B4F872_MAIZE 3 393.23286 1176.6768 0.48566 0.014072 0.49487 75.58 75.58 2.94E-01 22.3 661690

38125 QIQELVEAIVLPMTHK Oxidation (M) _QIQELVEAIVLPM(ox)THK_ B4FBJ7_MAIZE 3 622.34488 1864.0128 0.36232 0.16942 0.52034 101.89 101.89 1.13E-04 35.24 1257700

38126 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.13123 -0.61114 -0.48563 25.139 25.139 1.86E-01 36.44 26534

38127 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.10752 -0.26958 -0.1666 25.699 25.699 8.87E-01 26.54 14078

38128 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.095292 -0.33122 -0.24181 25.197 25.197 5.90E-01 19.32 24034

38129 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.084078 -0.53949 -0.46064 25.337 25.337 1.00E+00 9.83 25092

38130 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.13285 -0.40031 -0.27159 26.599 26.599 3.29E-01 22.69 12565

38131 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 -0.04396 0.26939 0.21977 26.001 26.001 5.90E-01 20.39 86863
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38132 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 -0.036704 -0.051057 -0.093541 26.711 26.711 8.87E-01 17.49 84763

38133 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 -0.021239 -0.70114 -0.7257 24.695 24.695 1.56E-01 34.02 1244200

38134 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 0.017207 -0.39596 -0.38331 25.37 25.37 1.56E-01 29.34 1170800

38135 QIQQMVR Oxidation (M) _QIQQM(ox)VR_ B4FVD5_MAIZE 2 459.74492 917.47529 -0.072603 -0.11093 -0.18956 27.118 27.118 1.00E+00 4.09 6956.6

38136 QIQQMVR Unmodified _QIQQMVR_ B4FVD5_MAIZE 2 451.74746 901.48037 -0.041516 3.8079 3.7479 40.404 40.404 1.86E-01 29.87 2255500

38137 QIQQNIQMSVNFLVSLLK Oxidation (M) _QIQQNIQM(ox)SVNFLVSLLK_ B6SIS5_MAIZE 3 707.05751 2118.1507 0.67885 -0.087367 0.58453 128.55 128.55 9.01E-03 60.63 1479000

38138 QIQQNIQMSVNFLVSLLKK Oxidation (M) _QIQQNIQM(ox)SVNFLVSLLKK_ B6SIS5_MAIZE 3 749.75583 2246.2457 0.84949 0.74222 1.5802 131.02 131.02 3.70E-01 11.42 318200

38139 QIQSLIGSIYK Unmodified _QIQSLIGSIYK_ B4FUW7_MAIZE 2 625.36117 1248.7078 0.28451 -0.05428 0.21025 82.893 82.893 4.96E-02 32.25 766870

38140 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.1787 0.027681 1.1993 98.352 98.352 1.51E-46 118.39 7445300

38141 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.1957 0.040259 1.2297 98.827 98.827 5.48E-24 78.63 3996200

38142 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.1396 -0.087842 1.0452 98.889 98.889 2.86E-31 83.88 8343500

38143 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.0942 0.11775 1.205 98.754 98.754 1.84E-40 95.07 6554300

38144 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.1433 -0.16807 0.96939 98.326 98.326 2.86E-31 93.96 9976100

38145 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.106 -0.34439 0.75581 98.96 98.96 1.08E-64 91.16 38469000

38146 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 3 687.68814 2060.0426 0.58762 0.084244 0.66515 98.941 98.941 2.77E-04 40.61 6355200

38147 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.2199 0.24998 1.463 98.593 98.593 5.89E-20 93.6 1215600

38148 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.134 -0.10518 1.0223 98.839 98.839 1.51E-46 99.2 825870

38149 QISELGIYPAVDPLDSTSR Unmodified _QISELGIYPAVDPLDSTSR_ ATPBM_MAIZE 2 1031.0286 2060.0426 1.1301 -0.13145 0.99292 99.757 99.757 5.89E-20 90.8 505470

38158 QISPDAESGTAYSKPR Unmodified _QISPDAESGTAYSKPR_ B4F872_MAIZE 3 569.61632 1705.8271 0.082357 -0.10316 -0.035632 45.837 45.837 1.21E-01 23.66 908660

38159 QISTVPIHLSIFSPHVVNLTLIDLPGLTK Unmodified _QISTVPIHLSIFSPHVVNLTLIDLPGLTK_ B6U4J8_MAIZE 4 788.9575 3151.8009 0.80147 0.47245 1.2766 122.11 122.11 3.74E-01 8.76 1029000

38160 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.11018 -0.15339 -0.060694 65.111 65.111 3.43E-01 30.06 5212900

38161 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 -0.051088 -0.018604 -0.087544 66.788 66.788 1.00E+00 21.79 606690

38162 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.067971 0.49444 0.54275 65.918 65.918 1.45E-01 27.87 669510

38163 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.1233 0.37403 0.47737 66.911 66.911 4.40E-02 37.11 819240

38164 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.12362 0.58064 0.68551 66.3 66.3 7.11E-01 32.22 1127400

38165 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.0557 0.1145 0.1522 66.78 66.78 3.43E-01 40.5 5197800

38166 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 0.048474 0.23946 0.26899 65.783 65.783 4.40E-02 52.68 3079800

38167 QITPSILSER Unmodified _QITPSILSER_ B4FG22_MAIZE 2 572.32205 1142.6295 -0.025553 0.20653 0.16298 68.1 68.1 1.45E-01 29.8 19690000

38168 QITPSVLSER Unmodified _QITPSVLSER_ B6TAF5_MAIZE 2 565.31422 1128.6139 0.05733 -0.042525 0.0054763 59.842 59.842 1.00E+00 14.84 74637

38169 QITPSVLSER Unmodified _QITPSVLSER_ B6TAF5_MAIZE 2 565.31422 1128.6139 0.11545 0.93992 1.0427 59.14 59.14 1.00E+00 2.88 578870

38170 QITPSVLSER Unmodified _QITPSVLSER_ B6TAF5_MAIZE 2 565.31422 1128.6139 0.025871 0.003116 0.019301 61.769 61.769 1.25E-02 48.51 2829400

38171 QITQVYGFYDECLR Unmodified _QITQVYGFYDECLR_ B4F7Y0_MAIZE 2 896.42216 1790.8298 1.1098 -0.88034 0.23397 86.571 86.571 3.56E-04 68.66 553380

38172 QIVALLSAPLEK Unmodified _QIVALLSAPLEK_ B6U2K5_MAIZE 2 641.39247 1280.7704 0.46182 0.18527 0.62021 87.059 87.059 1.00E+00 6.23 432800

38173 QIVALLSAPLEK Unmodified _QIVALLSAPLEK_ B6U2K5_MAIZE 2 641.39247 1280.7704 0.40742 0.37487 0.75525 87.855 87.855 8.05E-01 1.8 247310
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38174 QIVALLSAPLEK Unmodified _QIVALLSAPLEK_ B6U2K5_MAIZE 2 641.39247 1280.7704 0.43926 0.46049 0.87304 87.675 87.675 4.56E-01 14.66 910050

38175 QIVDSVR Unmodified _QIVDSVR_ B4FIM3_MAIZE 2 408.73233 815.45012 0.26051 -0.12724 0.13685 40.645 40.645 4.46E-01 30.19 728960

38176 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.49793 -0.076583 0.42754 79.068 79.068 1.00E+00 1.77 1097900

38177 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.43027 0.19245 0.6297 81.085 81.085 7.60E-01 17.52 56882

38178 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.48589 -0.026755 0.46578 80.154 80.154 1.00E+00 4.56 341420

38179 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.50694 -0.058052 0.45461 79.808 79.808 3.83E-01 17.39 366740

38180 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.52415 0.043291 0.57398 79.503 79.503 1.67E-02 18.03 325370

38181 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.40055 -0.68644 -0.27922 79.551 79.551 1.22E-01 19.5 1922400

38182 QIVNVPSFMVR Oxidation (M) _QIVNVPSFM(ox)VR_ B6T7B2_MAIZE 2 653.35282 1304.6911 0.50717 0.32201 0.83571 81.157 81.157 1.00E+00 11.58 81477

38183 QIVNVPSFMVR Unmodified _QIVNVPSFMVR_ B6T7B2_MAIZE 2 645.35537 1288.6962 0.43668 0.17115 0.61095 87.021 87.021 1.00E+00 4.58 2970200

38184 QIYLAQGPSGPNK Unmodified _QIYLAQGPSGPNK_ B4FRR0_MAIZE 2 686.86461 1371.7147 0.58277 0.12612 0.69412 52.951 52.951 1.47E-03 50.72 682150

38185 QIYLAQGPSGPNK Unmodified _QIYLAQGPSGPNK_ B4FRR0_MAIZE 2 686.86461 1371.7147 0.56906 0.034062 0.58888 56.231 56.231 3.13E-02 49.5 521560

38186 QIYLPSAPSHYQAPGPSCSGGVVLASR Unmodified _QIYLPSAPSHYQAPGPSCSGGVVLASR_ B4FB71_MAIZE 3 933.80094 2798.381 1.1475 -0.11254 1.0358 79.324 79.324 1.46E-15 62.6 656480

38187 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.94639 0.091295 1.0216 98.738 98.738 2.96E-06 75.76 2543900

38188 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.94487 0.2151 1.1439 99.41 99.41 2.96E-06 52.7 1002500

38189 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.92842 0.1184 1.0307 99.318 99.318 7.64E-09 72.13 2014100

38190 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.94185 0.32236 1.248 99.221 99.221 7.64E-09 50.19 1224800

38191 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.94347 0.021129 0.94897 98.844 98.844 1.95E-13 61.81 1728100

38192 QIYPPINVLPSLSR Unmodified _QIYPPINVLPSLSR_ B6T9C0_MAIZE 2 798.95904 1595.9035 0.90116 -0.17968 0.70619 99.347 99.347 2.00E-19 75.68 11825000

38193 QKEIFALR Unmodified _QKEIFALR_ B4FRH5_MAIZE 3 335.53443 1003.5815 1.4309 52.894 52.894 3.43E-01 32.97

38194 QKEIFALR Unmodified _QKEIFALR_ B4FRH5_MAIZE 3 335.53443 1003.5815 1.4309 55.604 55.604 7.43E-01 10.45

38195 QKEIFALR Unmodified _QKEIFALR_ B4FRH5_MAIZE 3 335.53443 1003.5815 1.7298 55.536 55.536 6.36E-01 16.78

38196 QKEIFALR Unmodified _QKEIFALR_ B4FRH5_MAIZE 2 502.79801 1003.5815 0.025286 -0.098997 -0.10306 55.017 55.017 1.00E+00 12.09 225360

38197 QKEIFALR Unmodified _QKEIFALR_ B4FRH5_MAIZE 3 335.53443 1003.5815 1.2382 -0.048148 1.1592 55.523 55.523 5.41E-01 22.41 3933200

38198 QKLPHLPGTSIEGVEK Unmodified _QKLPHLPGTSIEGVEK_ TKTC_MAIZE B4 3 578.32459 1731.9519 0.18041 0.013584 0.18525 62.944 62.944 2.60E-01 9.17 574380

38199 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 0.98739 0.35158 1.3207 131.4 131.4 2.54E-02 21.85 169460

38200 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0121 0.67912 1.6712 137.48 137.48 8.41E-01 12.35 67064

38201 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0526 0.28712 1.32 131.88 131.88 4.92E-01 38.66 427520

38202 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0571 0.23536 1.2736 137.66 137.66 1.00E+00 13.98 184180

38203 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0743 0.34801 1.4035 131.63 131.63 6.92E-02 22.83 412720

38204 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0973 0.22644 1.3051 137.58 137.58 1.00E+00 8.53 183610

38205 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 4 624.10982 2492.4102 0.39172 0.13592 0.50885 131.09 131.09 1.00E+00 0.88 809070

38206 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 2 1247.2124 2492.4102 1.3187 0.27234 1.5722 136.98 136.98 6.92E-02 12.86 88150

38207 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 0.02648 133.2 133.2 5.24E-01 25.78
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38208 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0603 0.27415 1.3153 131.99 131.99 2.54E-02 25.25 1669400

38209 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.1071 0.57266 1.6598 134.92 134.92 1.00E+00 7.16 28758

38210 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.0899 0.31748 1.3882 138.19 138.19 4.92E-01 26 544930

38211 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 1.1312 0.31367 1.4254 137.32 137.32 1.00E+00 11.35 71622

38212 QKPLLIVAEDVESEALGTLIINK Unmodified _QKPLLIVAEDVESEALGTLIINK_ CH61_MAIZE 3 831.81066 2492.4102 0.99346 0.35599 1.3307 131.55 131.55 2.39E-01 28.7 222250

38213 QKVEVAEGGDAMEE Oxidation (M) _QKVEVAEGGDAM(ox)EE_ B4FTB5_MAIZE 2 754.33268 1506.6508 0.89729 0.012742 0.89832 39.743 39.743 3.51E-02 39 114820

38214 QKVEVAEGGDAMEE Oxidation (M) _QKVEVAEGGDAM(ox)EE_ B4FTB5_MAIZE 2 754.33268 1506.6508 0.78589 0.07322 0.84778 38.524 38.524 2.96E-06 73.47 1697100

38215 QKVEVAEGGDAMEE Unmodified _QKVEVAEGGDAMEE_ B4FTB5_MAIZE 2 746.33522 1490.6559 0.77935 -0.02934 0.73641 48.785 48.785 7.64E-09 67.95 861570

38216 QKVEVTEGGDAMEE Oxidation (M) _QKVEVTEGGDAM(ox)EE_ B4FJY5_MAIZE 2 769.33796 1536.6614 0.88947 -0.25824 0.62735 39.226 39.226 7.64E-09 87.65 422560

38217 QLALPDHTEVCGESK Unmodified _QLALPDHTEVCGESK_ B6SJF5_MAIZE 3 561.9384 1682.7934 -0.071406 -0.007807 -0.079075 57.954 57.954 4.35E-01 14.86 572210

38218 QLALPEGTEVCGSSK Unmodified _QLALPEGTEVCGSSK_ B6TNW4_MAIZE 2 788.38779 1574.761 0.89915 0.16107 1.0597 64.316 64.316 4.63E-02 37.65 78238

38219 QLASFNPVPR Unmodified _QLASFNPVPR_ B6SNY0_MAIZE 2 564.81165 1127.6087 -0.029352 0.4129 0.37637 65.252 65.252 4.40E-02 47.22 231410

38220 QLCDNAGFDATDVLNK Unmodified _QLCDNAGFDATDVLNK_ B4FBP0_MAIZE 2 890.91216 1779.8098 1.151 -0.068675 1.0881 79.394 79.394 7.42E-06 85.35 512770

38221 QLCDNAGFDATDVLNK Unmodified _QLCDNAGFDATDVLNK_ B4FBP0_MAIZE 2 890.91216 1779.8098 1.1633 -0.34042 0.82943 79.536 79.536 2.01E-03 39.35 207530

38222 QLCDNAGFDATDVLNK Unmodified _QLCDNAGFDATDVLNK_ B4FBP0_MAIZE 2 890.91216 1779.8098 1.1027 -0.34627 0.76246 80.206 80.206 2.01E-03 52.24 312080

38223 QLCDNAGFDATDVLNK Unmodified _QLCDNAGFDATDVLNK_ B4FBP0_MAIZE 2 890.91216 1779.8098 1.1587 -0.12327 1.0409 79.596 79.596 1.02E-04 85.32 688060

38224 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.15659 0.069635 0.22166 65.337 65.337 1.00E+00 1.99 2828300

38225 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 -0.0023125 0.088403 0.082438 66.21 66.21 3.45E-01 6.75 805200

38226 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.12753 -0.098085 0.025454 67.095 67.095 1.00E+00 7.79 2117800

38227 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.11198 0.28285 0.38992 66.54 66.54 1.40E-01 26.67 1216300

38228 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.077952 0.10244 0.1768 66.879 66.879 1.00E+00 12.78 1444000

38229 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.078686 -0.24293 -0.16632 66.958 66.958 6.79E-01 14.57 8922600

38230 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 2 642.83839 1283.6622 0.4628 0.000122 0.45906 66.958 66.958 1.47E-01 29.76 933690

38231 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.076112 0.8438 0.91405 67.111 67.111 3.45E-01 21.23 1198300

38232 QLDGAHVEFLR Unmodified _QLDGAHVEFLR_ B6TAK0_MAIZE 3 428.89469 1283.6622 0.13664 0.47342 0.60642 66.201 66.201 5.15E-02 39.3 923930

38233 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.81444 -0.1124 0.70072 112.35 112.35 1.10E-01 13.43 135600

38234 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.85434 -0.50797 0.34603 112.53 112.53 5.40E-02 32.21 233840

38235 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.86683 0.3501 1.2153 111.56 111.56 3.96E-01 35.52 149480

38236 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.8661 0.20402 1.0688 112.38 112.38 6.40E-03 49.62 887740

38237 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.8717 0.28008 1.1506 113.82 113.82 2.45E-02 37.31 1061000

38238 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.82191 0.187 1.0082 111.13 111.13 2.45E-02 53.3 717590

38239 QLDKPFLMPIEDVFSIQGR Oxidation (M) _QLDKPFLM(ox)PIEDVFSIQGR_ B4FVB2_MAIZE 3 750.39267 2248.1562 0.82553 -0.002485 0.82209 112.42 112.42 2.45E-02 24.81 646410

38240 QLDKPFLMPIEDVFSIQGR Unmodified _QLDKPFLMPIEDVFSIQGR_ B4FVB2_MAIZE 3 745.06103 2232.1613 0.91883 1.0807 1.9951 120.44 120.44 5.27E-03 26.85 321820

38241 QLDQMGYNIGTR Oxidation (M) _QLDQM(ox)GYNIGTR_ B4FFB0_MAIZE 2 706.33536 1410.6562 0.62915 0.044921 0.66957 56.775 56.775 1.63E-05 57.47 556060
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38242 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.07145 -0.12536 -0.2042 51.568 51.568 1.01E-02 64.33 9917700

38243 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.17608 -0.23088 -0.41401 51.655 51.655 3.32E-02 48.69 3257500

38244 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.077405 -0.16981 -0.25507 53.795 53.795 1.12E-01 31.69 4236900

38245 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.093373 0.19909 0.097549 53.112 53.112 3.32E-02 37.81 2788700

38246 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.095896 0.15132 0.047828 53.851 53.851 1.12E-01 32.61 1457400

38247 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.092198 -0.14688 -0.24737 53.583 53.583 3.32E-02 43.05 6929500

38248 QLDTNVSLK Unmodified _QLDTNVSLK_ B4FBC2_MAIZE 2 509.28239 1016.5502 -0.10335 0.047034 -0.064704 54.256 54.256 3.32E-02 29.92 885740

38249 QLELEGVDSFK Unmodified _QLELEGVDSFK_ B4FRC9_MAIZE 2 632.82462 1263.6347 0.40584 0.15806 0.55587 77.661 77.661 1.00E+00 13.88 821300

38250 QLELEGVDSFK Unmodified _QLELEGVDSFK_ B4FRC9_MAIZE 2 632.82462 1263.6347 0.34083 0.15589 0.48886 78.12 78.12 1.47E-01 46.88 323430

38251 QLELEGVDSFK Unmodified _QLELEGVDSFK_ B4FRC9_MAIZE 2 632.82462 1263.6347 0.41308 -0.039458 0.3662 78.719 78.719 1.47E-01 40.94 506330

38252 QLELEGVDSFK Unmodified _QLELEGVDSFK_ B4FRC9_MAIZE 2 632.82462 1263.6347 0.4112 0.14324 0.54713 78.304 78.304 1.00E+00 7.5 498370

38253 QLELEGVDSFK Unmodified _QLELEGVDSFK_ B4FRC9_MAIZE 2 632.82462 1263.6347 0.30402 -0.039253 0.25832 78.517 78.517 4.96E-02 74.07 2634900

38254 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 0.013251 0.13505 0.13662 66.461 66.461 4.50E-01 30.07 1585400

38255 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 2 696.8721 1391.7296 0.65923 -0.26445 0.38369 66.459 66.459 4.56E-01 23.44 488970

38256 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 -0.16828 0.12711 -0.053532 67.255 67.255 1.00E+00 23.36 596650

38257 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 -0.016028 0.041844 0.013986 68.134 68.134 1.00E+00 21.5 883500

38258 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 -0.015084 0.4771 0.45055 67.761 67.761 1.00E+00 12.3 428570

38259 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 -0.016954 0.042279 0.012842 67.967 67.967 7.68E-01 27.08 850910

38260 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 3 464.91716 1391.7296 -0.13063 -0.17274 -0.31466 67.992 67.992 2.46E-02 34.41 4182700

38261 QLELEGVDSFKK Unmodified _QLELEGVDSFKK_ B4FRC9_MAIZE 2 696.8721 1391.7296 0.63563 -0.19861 0.4256 67.974 67.974 2.00E-01 38.48 762110

38262 QLETVVSLK Unmodified _QLETVVSLK_ B6TIL4_MAIZE 2 508.80296 1015.5914 -0.033684 0.050745 0.0097553 62.257 62.257 1.12E-01 40.07 2125700

38263 QLETVVSLK Unmodified _QLETVVSLK_ B6TIL4_MAIZE 2 508.80296 1015.5914 -0.14744 0.19513 0.040382 62.865 62.865 1.12E-01 34.03 659170

38264 QLETVVSLK Unmodified _QLETVVSLK_ B6TIL4_MAIZE 2 508.80296 1015.5914 -0.025832 0.074132 0.040909 63.488 63.488 1.01E-02 35.52 828450

38265 QLEVTINGIGER Unmodified _QLEVTINGIGER_ B6SWM0_MAIZE 2 664.86207 1327.7096 0.52087 -0.14171 0.3682 76.212 76.212 7.72E-03 38.72 708260

38266 QLFGIDLVSR Unmodified _QLFGIDLVSR_ B6T6V5_MAIZE 2 574.32713 1146.6397 0.062835 2.9944 3.0517 95.05 95.05 3.43E-01 35.34 323610

38267 QLFGIDLVSR Unmodified _QLFGIDLVSR_ B6T6V5_MAIZE 2 574.32713 1146.6397 0.18401 1.484 1.6649 95.202 95.202 3.43E-01 23.42 364270

38268 QLFGIDLVSR Unmodified _QLFGIDLVSR_ B6T6V5_MAIZE 2 574.32713 1146.6397 0.21245 1.5697 1.7799 95.014 95.014 1.00E+00 10.42 407290

38269 QLFGIDLVSR Unmodified _QLFGIDLVSR_ B6T6V5_MAIZE 2 574.32713 1146.6397 0.19245 0.66499 0.85614 94.665 94.665 7.11E-01 21.06 558180

38270 QLFGIDLVSR Unmodified _QLFGIDLVSR_ B6T6V5_MAIZE 2 574.32713 1146.6397 0.12661 0.32717 0.45349 95.205 95.205 1.00E+00 9.26 1825600

38271 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.64826 -0.36533 0.2752 73.887 73.887 1.98E-03 35.38 2879600

38272 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.052193 0.017975 -0.043942 73.887 73.887 6.54E-02 24.53 11333000

38273 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.17117 0.23601 0.05446 74.685 74.685 1.79E-02 24.44 4156100

38274 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.63134 -0.75414 -0.13072 74.685 74.685 1.60E-02 33.18 881770

38275 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.067051 -0.036234 -0.11208 75.161 75.161 6.54E-02 38.9 6668300
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38276 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.63566 -0.49405 0.13293 75.181 75.181 1.98E-03 35.06 1106700

38277 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.66231 -0.60132 0.053182 74.84 74.84 1.60E-02 23.97 929250

38278 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.080978 0.058535 -0.031186 74.831 74.831 1.84E-01 25.6 5368900

38279 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.10436 0.043528 -0.069809 74.747 74.747 1.79E-02 28.2 2228100

38280 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.71553 -0.17857 0.5284 74.754 74.754 4.56E-01 13.69 315060

38281 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.12708 0.1126 -0.024539 75 75 6.54E-02 24.48 32181000

38282 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 2 698.8828 1395.751 0.63484 -0.42403 0.2026 74.993 74.993 1.60E-02 29.32 5282400

38283 QLFHPEQLISGK Unmodified _QLFHPEQLISGK_ B6SPX4_MAIZE 3 466.25763 1395.751 -0.15889 0.28205 0.11335 76.865 76.865 1.84E-01 31.39 282700

38284 QLFHPEQLISGKEDAANNFAR Unmodified _QLFHPEQLISGKEDAANNFAR_ B6SPX4_MAIZE 4 597.0541 2384.1873 0.26845 0.050581 0.30274 81.197 81.197 1.74E-01 11.87 1891100

38285 QLGADVDCFLGTDCPPVR Unmodified _QLGADVDCFLGTDCPPVR_ O24566_MAIZE 2 1010.4668 2018.919 1.2525 -0.14996 1.1272 92.075 92.075 4.65E-12 94.17 544200

38287 QLGLIVCR Unmodified _QLGLIVCR_ B6T6E9_MAIZE 2 479.77876 957.54297 -0.26674 0.1514 -0.11237 65.226 65.226 1.65E-01 28.49 538670

38288 QLIAAALAAGEFNLPPPPPPPK Unmodified _QLIAAALAAGEFNLPPPPPPPK_ B6TVE3_MAIZE 4 553.06495 2208.2307 0.17604 -0.023585 0.13403 108.41 108.41 1.00E+00 6.84 174560

38289 QLIAAALAAGEFNLPPPPPPPK Unmodified _QLIAAALAAGEFNLPPPPPPPK_ B6TVE3_MAIZE 3 737.08417 2208.2307 0.8385 1.4079 2.2271 108.32 108.32 1.91E-01 2.43 425330

38290 QLIAAALAAGEFNLPPPPPPPK Unmodified _QLIAAALAAGEFNLPPPPPPPK_ B6TVE3_MAIZE 3 737.08417 2208.2307 0.78575 2.0181 2.783 108.91 108.91 6.40E-03 14.63 343100

38291 QLIAAALAAGEFNLPPPPPPPK Unmodified _QLIAAALAAGEFNLPPPPPPPK_ B6TVE3_MAIZE 3 737.08417 2208.2307 0.7942 1.5447 2.3188 108.83 108.83 1.00E+00 0.29 381630

38292 QLIAAALAAGEFNLPPPPPPPK Unmodified _QLIAAALAAGEFNLPPPPPPPK_ B6TVE3_MAIZE 4 553.06495 2208.2307 0.12338 0.26806 0.37325 109.13 109.13 2.15E-02 19.07 951370

38293 QLLFSLLLSR Unmodified _QLLFSLLLSR_ B6SUP5_MAIZE 2 595.3688 1188.723 0.25454 0.2652 0.49981 116.9 116.9 1.00E+00 11.16 1539200

38294 QLLFSLLLSR Unmodified _QLLFSLLLSR_ B6SUP5_MAIZE 2 595.3688 1188.723 0.19624 0.31604 0.49336 117.41 117.41 1.45E-01 42.62 337140

38295 QLLFSLLLSR Unmodified _QLLFSLLLSR_ B6SUP5_MAIZE 2 595.3688 1188.723 0.28063 0.43961 0.70081 117.47 117.47 4.40E-02 47.88 351250

38296 QLLFSLLLSR Unmodified _QLLFSLLLSR_ B6SUP5_MAIZE 2 595.3688 1188.723 0.31944 0.41998 0.7205 117.56 117.56 7.11E-01 31.05 124150

38297 QLLFSLLLSR Unmodified _QLLFSLLLSR_ B6SUP5_MAIZE 2 595.3688 1188.723 0.27991 0.25197 0.51165 117.97 117.97 4.40E-02 41.19 378190

38298 QLLHDTR Unmodified _QLLHDTR_ B6SSV3_MAIZE 2 441.74323 881.47191 0.079134 -1.0183 -0.94435 27.955 27.955 4.46E-01 32.12 17178

38299 QLLHDTR Unmodified _QLLHDTR_ B6SSV3_MAIZE 2 441.74323 881.47191 0.1247 0.15452 0.2712 28.3 28.3 4.46E-01 22.21 28636

38300 QLLHDTR Unmodified _QLLHDTR_ B6SSV3_MAIZE 2 441.74323 881.47191 0.060605 0.031579 0.085389 28.654 28.654 7.83E-01 17.76 54259

38301 QLLLHPESDDSAQLSQIETEK Unmodified _QLLLHPESDDSAQLSQIETEK_ B6SGB6_MAIZE 3 794.39921 2380.1758 0.96795 -0.26822 0.68577 76.445 76.445 3.55E-03 41.1 999640

38302 QLLLHPESDDSAQLSQIETEK Unmodified _QLLLHPESDDSAQLSQIETEK_ B6SGB6_MAIZE 3 794.39921 2380.1758 0.98013 0.19884 1.1645 77.486 77.486 1.07E-02 32.58 498420

38303 QLLLHPESDDSAQLSQIETEK Unmodified _QLLLHPESDDSAQLSQIETEK_ B6SGB6_MAIZE 3 794.39921 2380.1758 1.012 -0.52371 0.47454 76.979 76.979 9.86E-04 35.64 552960

38304 QLLNILGAVYR Unmodified _QLLNILGAVYR_ B5AMJ8_MAIZE 2 630.37715 1258.7398 0.39848 0.25944 0.63591 100.7 100.7 4.43E-05 55.04 1382500

38305 QLLNILGAVYR Unmodified _QLLNILGAVYR_ B5AMJ8_MAIZE 2 630.37715 1258.7398 0.35784 0.015399 0.35302 101.53 101.53 4.43E-05 46.67 683330

38306 QLLNILGAVYR Unmodified _QLLNILGAVYR_ B5AMJ8_MAIZE 2 630.37715 1258.7398 0.39247 0.058388 0.4292 101.38 101.38 5.66E-08 61.19 949130

38307 QLLQTFAQDLGK Unmodified _QLLQTFAQDLGK_ B4FCA4_MAIZE 2 681.37481 1360.7351 0.57833 -0.39438 0.18161 90.774 90.774 1.60E-02 27.11 588290

38308 QLLTDLEEVEEVNK Unmodified _QLLTDLEEVEEVNK_ B4FFB0_MAIZE 2 829.9278 1657.841 0.9632 -0.036441 0.91005 93.992 93.992 7.68E-22 105.9 671730

38309 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 0.15522 0.21666 0.35609 50.071 50.071 1.00E+00 16.54 2382600

38310 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 -0.053033 0.25844 0.18954 50.142 50.142 1.00E+00 3.38 770790
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38311 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 0.1081 -0.084255 0.0093858 52.301 52.301 1.00E+00 20.29 2162400

38312 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 0.13542 -0.021112 0.099951 51.621 51.621 1.00E+00 9.33 1086200

38313 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 0.048091 0.4887 0.52165 52.398 52.398 7.83E-01 31.33 2619000

38314 QLLTYGR Unmodified _QLLTYGR_ B4F932_MAIZE 2 425.7427 849.47085 0.091666 0.023855 0.10142 52.063 52.063 8.04E-02 35.25 14993000

38315 QLMIQVAELVPK Oxidation (M) _QLM(ox)IQVAELVPK_ B4FK58_MAIZE 3 462.26713 1383.7796 -0.012526 -0.065143 -0.09095 53.894 53.894 1.00E+00 0.17 417650

38316 QLMIQVAELVPK Oxidation (M) _QLM(ox)IQVAELVPK_ B4FK58_MAIZE 3 462.26713 1383.7796 -0.01088 -0.032911 -0.056013 53.273 53.273 1.00E+00 0.95 464820

38317 QLMIQVAELVPK Oxidation (M) _QLM(ox)IQVAELVPK_ B4FK58_MAIZE 2 692.89706 1383.7796 0.58526 -0.003822 0.56937 91.416 91.416 1.11E-04 70.29 481730

38318 QLMIQVAELVPK Unmodified _QLMIQVAELVPK_ B4FK58_MAIZE 2 684.89961 1367.7847 0.58182 0.16359 0.72976 101.16 101.16 6.74E-02 28.7 158670

38319 QLNAPLEEVDPEIADIIEHEK Unmodified _QLNAPLEEVDPEIADIIEHEK_ B6T7Q7_MAIZE 3 801.4077 2401.2013 0.95854 0.061769 0.9978 109.96 109.96 5.77E-05 40.18 179990

38320 QLNAPLEEVDPEIADIIEHEK Unmodified _QLNAPLEEVDPEIADIIEHEK_ B6T7Q7_MAIZE 3 801.4077 2401.2013 0.96922 0.11131 1.0588 110.06 110.06 6.15E-18 76.72 336670

38321 QLNAPLEEVDPEIADIIEHEK Unmodified _QLNAPLEEVDPEIADIIEHEK_ B6T7Q7_MAIZE 3 801.4077 2401.2013 1.0043 0.23236 1.2148 110.23 110.23 2.43E-04 34.72 277410

38322 QLNAPLEEVDPEIADIIEHEK Unmodified _QLNAPLEEVDPEIADIIEHEK_ B6T7Q7_MAIZE 3 801.4077 2401.2013 1.0583 -0.001469 1.0351 110.22 110.22 9.19E-08 42.5 176860

38323 QLNAPLEEVDPEIADIIEHEK Unmodified _QLNAPLEEVDPEIADIIEHEK_ B6T7Q7_MAIZE 3 801.4077 2401.2013 0.97625 0.24528 1.1985 110.85 110.85 3.77E-10 40.36 1011500

38324 QLNMVDPDEK Oxidation (M) _QLNM(ox)VDPDEK_ B4FYU6_MAIZE 2 602.77935 1203.5442 0.22518 -0.00297 0.21401 37.679 37.679 4.40E-02 28.62 755170

38325 QLNMVDPDEK Oxidation (M) _QLNM(ox)VDPDEK_ B4FYU6_MAIZE 2 602.77935 1203.5442 -0.37223 37.87 37.87 5.59E-03 51.97

38326 QLNMVDPDEK Unmodified _QLNMVDPDEK_ B4FYU6_MAIZE 2 594.7819 1187.5492 0.18723 0.46429 0.63908 52.607 52.607 4.40E-02 37.41 598230

38327 QLNMVDPDEKDAAGR Oxidation (M) _QLNM(ox)VDPDEKDAAGR_ B4FYU6_MAIZE 3 558.92991 1673.7679 -0.019477 -0.23674 -0.26605 40.852 40.852 7.48E-04 46.86 5153500

38328 QLNMVDPDEKDAAGR Unmodified _QLNMVDPDEKDAAGR_ B4FYU6_MAIZE 3 553.59827 1657.773 -0.011055 0.13012 0.10701 51.82 51.82 1.14E-02 45 3385800

38329 QLNMVDPDEKDAAGR Unmodified _QLNMVDPDEKDAAGR_ B4FYU6_MAIZE 2 829.89377 1657.773 1.0282 0.31772 1.3338 51.822 51.822 2.37E-16 74.61 346470

38330 QLPQFPR Unmodified _QLPQFPR_ B6T484_MAIZE 2 443.25069 884.48684 -0.0080802 0.41072 0.39511 62.216 62.216 1.86E-01 29.2 2550700

38331 QLQEFKPVEEGASA Unmodified _QLQEFKPVEEGASA_ B6TMF0_MAIZE 2 766.8832 1531.7518 0.76365 -0.061999 0.68771 62.795 62.795 1.29E-01 26.74 558640

38332 QLSMENVR Unmodified _QLSMENVR_ B6U4J8_MAIZE 2 488.74766 975.48076 -0.088493 -0.31981 -0.43038 49.726 49.726 3.77E-01 43.5 516310

38333 QLSVDHEPNMER Oxidation (M) _QLSVDHEPNM(ox)ER_ B4F7V3_MAIZE 3 490.89291 1469.6569 -0.11063 0.33776 0.21494 40.308 40.308 2.49E-02 24.29 1408200

38334 QLSVDHEPNMER Unmodified _QLSVDHEPNMER_ B4F7V3_MAIZE 3 485.56127 1453.662 -0.12722 -0.20706 -0.34871 49.862 49.862 4.50E-01 17.85 1242600

38335 QLSVTHPVHK Unmodified _QLSVTHPVHK_ Q9LKL4_MAIZE 3 382.55237 1144.6353 0.68984 -0.18714 0.50916 29.402 29.402 1.00E+00 4.53 234980

38336 QLSVTHPVHK Unmodified _QLSVTHPVHK_ Q9LKL4_MAIZE 2 573.32492 1144.6353 0.28499 0.13087 0.42273 29.411 29.411 1.45E-01 23.96 25697

38337 QLSVTHPVHK Unmodified _QLSVTHPVHK_ Q9LKL4_MAIZE 3 382.55237 1144.6353 0.4866 0.59076 1.0813 28.095 28.095 1.00E+00 13.95 67890

38338 QLSVTHPVHK Unmodified _QLSVTHPVHK_ Q9LKL4_MAIZE 2 573.32492 1144.6353 0.13801 0.24655 0.39059 28.086 28.086 1.00E+00 1.44 9598.8

38339 QLTQYLK Unmodified _QLTQYLK_ Q5I204_MAIZE 2 447.25819 892.50182 -0.088682 0.47988 0.37195 55.32 55.32 4.46E-01 38.87 3423000

38340 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.71021 -0.26119 0.44959 96.745 96.745 1.47E-01 10.65 1363300

38341 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.68171 0.048223 0.72992 97.684 97.684 7.59E-04 16.84 847040

38342 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.68179 -0.007308 0.675 97.494 97.494 3.10E-04 20.13 1555500

38343 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.70096 0.026249 0.72832 97.461 97.461 8.54E-03 18.71 1345800

38344 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.71131 0.20658 0.91879 97.315 97.315 1.00E+00 3.77 708550
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38345 QLVLPVPAFNVINGGSHAGNK Unmodified _QLVLPVPAFNVINGGSHAGNK_ B6T3P9_MAIZE 3 711.39188 2131.1538 0.66428 -0.12516 0.5393 97.42 97.42 3.21E-04 30.73 6716500

38346 QLVNIPSFMVR Oxidation (M) _QLVNIPSFM(ox)VR_ B6SZS2_MAIZE 2 660.36065 1318.7067 0.53433 -0.15428 0.37912 88.275 88.275 1.96E-02 9.62 1008000

38347 QLVNIPSFMVR Oxidation (M) _QLVNIPSFM(ox)VR_ B6SZS2_MAIZE 2 660.36065 1318.7067 0.49379 0.22205 0.71534 90.767 90.767 5.00E-02 11.72 19493

38348 QLVNIPSFMVR Oxidation (M) _QLVNIPSFM(ox)VR_ B6SZS2_MAIZE 2 660.36065 1318.7067 0.52799 -0.009282 0.51709 89.081 89.081 7.60E-01 20.02 177880

38349 QLVNIPSFMVR Oxidation (M) _QLVNIPSFM(ox)VR_ B6SZS2_MAIZE 2 660.36065 1318.7067 0.45635 0.22158 0.67676 88.543 88.543 5.00E-02 19.48 797330

38350 QLVNIPSFMVR Unmodified _QLVNIPSFMVR_ B6SZS2_MAIZE 2 652.36319 1302.7118 0.46683 0.21648 0.6793 95.982 95.982 1.67E-02 18.8 2686900

38351 QLVNIPSFMVR Unmodified _QLVNIPSFMVR_ B6SZS2_MAIZE 2 652.36319 1302.7118 0.49287 0.090695 0.57996 96.691 96.691 1.47E-01 17.51 208590

38352 QLVVANAGDSR Unmodified _QLVVANAGDSR_ Q9FQY2_MAIZE 2 565.30164 1128.5887 0.14906 -0.19432 -0.051029 43.562 43.562 1.47E-01 26.29 346520

38353 QLVVANAGDSR Unmodified _QLVVANAGDSR_ Q9FQY2_MAIZE 2 565.30164 1128.5887 0.068195 0.11926 0.18223 44.384 44.384 7.60E-01 12.37 1056300

38354 QLWAYIR Unmodified _QLWAYIR_ B6TTY6_MAIZE 2 475.26634 948.51814 0.042269 -0.4025 -0.38501 76.468 76.468 4.46E-01 23.88 499830

38355 QLWCHALGYVK Unmodified _QLWCHALGYVK_ B1P123_MAIZE 3 458.90442 1373.6914 -0.082612 0.24097 0.15819 70.607 70.607 2.92E-01 11.7 1671300

38356 QMAISGGFER Unmodified _QMAISGGFER_ B6TIG4_MAIZE 2 548.26622 1094.5179 0.10753 1.1184 1.2129 56.835 56.835 7.11E-01 8.03 507680

38357 QMAQSLGQIAK Oxidation (M) _QM(ox)AQSLGQIAK_ B6SQL2_MAIZE 2 595.81353 1189.6125 0.14145 -0.53381 -0.4078 43.612 43.612 4.96E-02 38.71 65828

38358 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.59301 -0.52736 0.073016 79.47 79.47 1.72E-01 14.67 553710

38359 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.60967 -0.015858 0.6015 80.093 80.093 1.77E-03 26.96 440560

38360 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.65676 -0.050475 0.61354 80.508 80.508 7.21E-02 18.05 740060

38361 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.65358 0.26792 0.92829 80.224 80.224 1.77E-03 30.97 992470

38362 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.62013 0.19597 0.82383 79.938 79.938 2.11E-03 34.8 1026100

38363 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.6353 -0.48437 0.15815 80.471 80.471 2.11E-03 37.95 1554900

38364 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.4158 -0.94946 -0.52451 79.962 79.962 2.86E-07 61.85 62851000

38365 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 2 1036.0155 2070.0164 1.0971 -0.43497 0.67034 79.933 79.933 6.57E-12 107.14 2305400

38366 QMGLSDQDIVALSGGHTLGR Oxidation (M) _QM(ox)GLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 691.01274 2070.0164 0.58457 0.49887 1.0905 81.484 81.484 1.77E-03 29.65 385220

38367 QMGLSDQDIVALSGGHTLGR Unmodified _QMGLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 3 685.68111 2054.0215 0.46034 -0.92231 -0.45407 87.597 87.597 8.61E-10 60.15 16492000

38368 QMGLSDQDIVALSGGHTLGR Unmodified _QMGLSDQDIVALSGGHTLGR_ B6TM55_MAIZE 2 1028.018 2054.0215 1.1506 -0.62047 0.53694 87.562 87.562 1.78E-03 45.98 724360

38369 QMGPPAAPGAHPENQEAAR Oxidation (M) _QM(ox)GPPAAPGAHPENQEAAR_ B6U8P6_MAIZE 3 648.97088 1943.8908 0.43405 0.047755 0.46545 40.009 40.009 2.77E-04 41.94 939840

38370 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.29879 -0.1584 0.15323 20.434 20.434 1.00E+00 1.58 3875.1

38371 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.24286 -0.26435 -0.0078774 22.492 22.492 1.00E+00 1.72 5284

38372 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.2871 -0.19409 0.10655 22.175 22.175 1.00E+00 1.11 7316.6

38373 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.26963 -0.10042 0.18237 22.818 22.818 1.00E+00 6.53 7643.7

38374 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.27963 -1.6371 -1.3414 23.182 23.182 1.00E+00 9.21 6945.9

38375 QMICCCNK Oxidation (M) _QM(ox)ICCCNK_ B6TWN7_MAIZE 2 565.21649 1128.4184 0.16746 -0.26179 -0.080341 22.344 22.344 1.00E+00 0.01 5082.3

38376 QMICCCNK Unmodified _QMICCCNK_ B6TWN7_MAIZE 2 557.21903 1112.4235 0.13779 -1.4349 -1.286 31.166 31.166 3.77E-01 15.94 304550

38377 QMICCCNK Unmodified _QMICCCNK_ B6TWN7_MAIZE 2 557.21903 1112.4235 0.21618 -0.33591 -0.10961 31.562 31.562 1.00E+00 9.56 29927
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38378 QMICCCNK Unmodified _QMICCCNK_ B6TWN7_MAIZE 2 557.21903 1112.4235 0.19787 -2.1643 -1.9525 32.414 32.414 3.77E-01 19.05 44211

38379 QMLVNAGGIFETTVFPR Oxidation (M) _QM(ox)LVNAGGIFETTVFPR_ Q9LKL4_MAIZE 3 632.66098 1894.9611 0.34782 -0.2953 0.061477 102.3 102.3 1.00E+00 9.67 164040

38380 QMLVNAGGIFETTVFPR Oxidation (M) _QM(ox)LVNAGGIFETTVFPR_ Q9LKL4_MAIZE 2 948.48784 1894.9611 1.1358 0.15379 1.2983 102.31 102.31 1.37E-17 105.19 243200

38381 QMLVNAGGIFETTVFPR Oxidation (M) _QM(ox)LVNAGGIFETTVFPR_ Q9LKL4_MAIZE 2 948.48784 1894.9611 1.1773 -0.36388 0.82235 102.34 102.34 1.51E-07 79.13 161040

38382 QMMQEEQPLQVAR Unmodified _QMMQEEQPLQVAR_ B4FQJ6_MAIZE 2 794.38452 1586.7545 0.98409 -0.32809 0.63918 61.009 61.009 1.00E-11 71.36 390250

38383 QMMQEEQPLQVAR Unmodified _QMMQEEQPLQVAR_ B4FQJ6_MAIZE 2 794.38452 1586.7545 1.0404 -0.14211 0.88174 62.579 62.579 2.50E-15 80.76 634450

38384 QMQKPFEDATYALK Oxidation (M) _QM(ox)QKPFEDATYALK_ B6TQC5_MAIZE 3 562.61163 1684.8131 -0.0016628 -0.028081 -0.044548 62.56 62.56 6.81E-01 14 135240

38385 QMQKPFEDATYALK Oxidation (M) _QM(ox)QKPFEDATYALK_ B6TQC5_MAIZE 3 562.61163 1684.8131 0.032168 -0.13814 -0.12064 63.505 63.505 9.21E-03 38.12 594630

38386 QMSLLLR Oxidation (M) _QM(ox)SLLLR_ ATPA_MAIZE AT 2 438.75221 875.48987 0.094152 0.13239 0.20252 52.277 52.277 1.00E+00 38.68 980970

38387 QMSLLLR Oxidation (M) _QM(ox)SLLLR_ ATPA_MAIZE AT 2 438.75221 875.48987 -0.080385 0.31956 0.21425 52.66 52.66 5.90E-01 44.19 1296300

38388 QMSLLLR Oxidation (M) _QM(ox)SLLLR_ ATPA_MAIZE AT 2 438.75221 875.48987 0.040257 0.16524 0.18196 54.616 54.616 5.90E-01 46.44 1891200

38389 QMSLLLR Oxidation (M) _QM(ox)SLLLR_ ATPA_MAIZE AT 2 438.75221 875.48987 0.052608 0.23731 0.26451 53.936 53.936 3.29E-01 32.27 836480

38390 QMSLLLR Oxidation (M) _QM(ox)SLLLR_ ATPA_MAIZE AT 2 438.75221 875.48987 0.047962 0.34421 0.36669 54.184 54.184 1.00E+00 33.22 2801900

38391 QMSLLLR Unmodified _QMSLLLR_ ATPA_MAIZE AT 2 430.75476 859.49496 0.10182 -0.099615 -0.02688 67.185 67.185 7.83E-01 37.42 7014600

38392 QMSLLLR Unmodified _QMSLLLR_ ATPA_MAIZE AT 2 430.75476 859.49496 -0.017282 0.028833 -0.016658 68.193 68.193 1.00E+00 26.32 1542200

38393 QMSLLLR Unmodified _QMSLLLR_ ATPA_MAIZE AT 2 430.75476 859.49496 0.094476 -0.38755 -0.32029 69.06 69.06 1.00E+00 14.99 1894400

38394 QMSLLLR Unmodified _QMSLLLR_ ATPA_MAIZE AT 2 430.75476 859.49496 0.070873 -0.35245 -0.30956 68.698 68.698 7.83E-01 32.84 6013300

38395 QMTNFMSDIADEFK Unmodified _QMTNFMSDIADEFK_ B6SV32_MAIZE 2 838.86837 1675.7222 1.0926 0.062262 1.1484 111.28 111.28 2.25E-03 68.39 514660

38396 QMTNFMSDIADEFK Oxidation (M) _QM(ox)TNFMSDIADEFK_ B6SV32_MAIZE 2 846.86583 1691.7171 1.0224 -0.33447 0.68467 104.25 104.25 6.31E-03 39.87 146310

38397 QMTPDACAPLIATLPLEVR Oxidation (M) _QM(ox)TPDACAPLIATLPLEVR_ B6TD54_MAIZE 2 1056.545 2111.0755 1.2522 0.019255 1.2675 103.86 103.86 1.12E-07 86.84 517980

38398 QNEETTELTTK Unmodified _QNEETTELTTK_ B6UC57_MAIZE 2 647.31207 1292.6096 0.40956 -0.16159 0.23445 40.196 40.196 4.96E-02 37.19 93440

38399 QNITDSETDVR Unmodified _QNITDSETDVR_ MMT1_MAIZE 2 639.30204 1276.5895 0.43431 -1.9308 -1.4936 42.904 42.904 3.57E-04 56.82 1261400

38400 QNITDSETDVR Unmodified _QNITDSETDVR_ MMT1_MAIZE 2 639.30204 1276.5895 0.33144 -1.144 -0.8118 42.155 42.155 4.48E-03 49.28 455510

38401 QNITDSETDVR Unmodified _QNITDSETDVR_ MMT1_MAIZE 2 639.30204 1276.5895 0.42991 -0.94646 -0.51547 45.025 45.025 1.47E-01 31.19 428260

38402 QNLDVYDWSIPDDLLAK Unmodified _QNLDVYDWSIPDDLLAK_ A2T1W7_MAIZE 2 1002.9993 2003.984 1.2146 0.1697 1.3773 118.81 118.81 1.54E-12 67.75 3455400

38407 QNLGIFDWELTDEER Unmodified _QNLGIFDWELTDEER_ B4FQR3_MAIZE 2 932.93923 1863.8639 1.1555 -0.64445 0.5038 109.91 109.91 7.01E-11 80.88 532460

38408 QNLGWPYDTFFVPEDVK Unmodified _QNLGWPYDTFFVPEDVK_ TKTC_MAIZE B4 2 1027.9965 2053.9785 1.1956 0.24967 1.4535 116.44 116.44 1.37E-17 60.17 1296600

38409 QNLGWPYDTFFVPEDVK Unmodified _QNLGWPYDTFFVPEDVK_ TKTC_MAIZE B4 2 1027.9965 2053.9785 1.1915 0.17731 1.3775 116.9 116.9 1.43E-21 64.11 544960

38410 QNLGWPYDTFFVPEDVK Unmodified _QNLGWPYDTFFVPEDVK_ TKTC_MAIZE B4 2 1027.9965 2053.9785 1.1766 0.3363 1.5207 117.01 117.01 1.51E-07 54.47 673150

38411 QNLGWPYDTFFVPEDVK Unmodified _QNLGWPYDTFFVPEDVK_ TKTC_MAIZE B4 2 1027.9965 2053.9785 1.2403 0.26515 1.514 116.7 116.7 1.24E-09 51.08 1280200

38412 QNLGWPYDTFFVPEDVK Unmodified _QNLGWPYDTFFVPEDVK_ TKTC_MAIZE B4 2 1027.9965 2053.9785 1.2822 0.65047 1.9408 117.39 117.39 3.69E-01 27.84 160530

38413 QNLPSSAEPGQTK Unmodified _QNLPSSAEPGQTK_ B4FAZ6_MAIZE 2 678.84133 1355.6681 0.55209 0.045321 0.58436 41.81 41.81 9.54E-02 34.3 1042700
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38414 QNMVADVQK Oxidation (M) _QNM(ox)VADVQK_ B6T7K5_MAIZE 2 524.75822 1047.5019 0.17741 -0.19408 -0.019906 27.902 27.902 3.39E-01 19.53 7048.4

38415 QNNVNAEGCLFDK Unmodified _QNNVNAEGCLFDK_ SCRK2_MAIZE 2 754.84354 1507.6725 0.85422 -0.21969 0.63024 58.813 58.813 3.13E-02 60.84 986980

38416 QNNVNAEGCLFDK Unmodified _QNNVNAEGCLFDK_ SCRK2_MAIZE 2 754.84354 1507.6725 0.85899 -0.060816 0.79486 59.273 59.273 9.54E-02 52.12 292960

38417 QNNVNAEGCLFDK Unmodified _QNNVNAEGCLFDK_ SCRK2_MAIZE 2 754.84354 1507.6725 0.83457 -0.033991 0.79655 60.887 60.887 3.13E-02 67.37 510820

38418 QNNVNAEGCLFDK Unmodified _QNNVNAEGCLFDK_ SCRK2_MAIZE 2 754.84354 1507.6725 0.88224 -0.37211 0.50665 60.73 60.73 1.15E-02 49.45 459440

38419 QNNVNAEGCLFDK Unmodified _QNNVNAEGCLFDK_ SCRK2_MAIZE 2 754.84354 1507.6725 0.80539 -0.47708 0.32423 61.134 61.134 6.20E-03 61.42 13822000

38420 QNQTIDKPEEATIIEMQEPVSLTFALR Oxidation (M) _QNQTIDKPEEATIIEM(ox)QEPVSLTFALR_ PCNA_MAIZE Q 3 1039.8639 3116.57 1.19 -0.26507 0.9135 101.14 101.14 2.90E-01 16.34 570980

38421 QNSPVSLPMETFK Oxidation (M) _QNSPVSLPM(ox)ETFK_ Q53CF4_MAIZE 2 747.36887 1492.7232 0.86135 0.54863 1.4055 70.699 70.699 3.84E-02 28.29 751210

38422 QNSSSFLLEDVYR Unmodified _QNSSSFLLEDVYR_ B6SHF8_MAIZE 2 779.38082 1556.7471 0.86668 0.3542 1.2095 87.302 87.302 3.13E-02 74.55 167130

38423 QNSVAVDPDGR Unmodified _QNSVAVDPDGR_ B4FW68_MAIZE 2 579.28091 1156.5473 0.21569 -0.12114 0.10157 38.622 38.622 4.96E-02 43.63 106310

38424 QNSVAVGPDGR Unmodified _QNSVAVGPDGR_ B4FWE4_MAIZE 2 550.27817 1098.5418 0.13844 0.009353 0.15445 34.358 34.358 1.47E-01 28.82 213610

38425 QNSVAVGPDGR Unmodified _QNSVAVGPDGR_ B4FWE4_MAIZE 2 550.27817 1098.5418 -0.00096548 -0.065104 -0.057997 32.956 32.956 1.67E-02 37.72 112300

38426 QNSVAVGPDGR Unmodified _QNSVAVGPDGR_ B4FWE4_MAIZE 2 550.27817 1098.5418 0.11864 -0.088952 0.037653 35.99 35.99 3.83E-01 46.59 166580

38427 QNSVAVGPDGR Unmodified _QNSVAVGPDGR_ B4FWE4_MAIZE 2 550.27817 1098.5418 0.12268 -0.16214 -0.031452 35.126 35.126 4.96E-02 48.64 178780

38428 QNSVAVGPDGR Unmodified _QNSVAVGPDGR_ B4FWE4_MAIZE 2 550.27817 1098.5418 0.067013 -0.16351 -0.087826 35.851 35.851 4.48E-03 53.72 182340

38429 QNYSGEGEELIYHSK Unmodified _QNYSGEGEELIYHSK_ B4FCV1_MAIZE 3 585.27244 1752.7955 0.15259 -0.053116 0.078726 61.02 61.02 2.65E-02 31.29 785960

38430 QNYSGEGEELIYHSK Unmodified _QNYSGEGEELIYHSK_ B4FCV1_MAIZE 3 585.27244 1752.7955 0.084053 0.061104 0.12451 63.568 63.568 1.29E-02 46.38 3989600

38431 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.20625 0.12304 0.33182 44.173 44.173 1.47E-01 52.97 2061900

38432 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.16345 0.21595 0.38172 43.856 43.856 1.47E-01 32.05 587360

38433 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.2062 0.11213 0.32033 46.467 46.467 4.96E-02 51.82 1386900

38434 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.22824 0.12235 0.35201 45.679 45.679 1.47E-01 40.26 903270

38435 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.15952 0.021543 0.18315 46.516 46.516 1.67E-02 42.71 2219500

38436 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.14445 -0.031734 0.11525 46.258 46.258 4.96E-02 40.51 9882100

38437 QPASFTGSEVR Unmodified _QPASFTGSEVR_ B4F932_MAIZE 2 589.79365 1177.5728 0.15176 -0.15041 0.0043061 47.163 47.163 7.60E-01 17.93 419550

38438 QPFAIGGSGSSYLYALLDHEWK Unmodified _QPFAIGGSGSSYLYALLDHEWK_ B4FNK1_MAIZE 3 813.7375 2438.1907 1.0556 -0.052288 0.99611 119.82 119.82 1.03E-02 12.42 493440

38439 QPFAIGGSGSSYLYALLDHEWK Unmodified _QPFAIGGSGSSYLYALLDHEWK_ B4FNK1_MAIZE 3 813.7375 2438.1907 0.93997 -0.21047 0.72236 129.25 129.25 3.65E-05 50.37 666130

38440 QPFQLPDFIAATGIEK Unmodified _QPFQLPDFIAATGIEK_ B4FNE5_MAIZE 2 887.97234 1773.9301 1.1289 0.48955 1.6136 116.55 116.55 2.01E-03 65.37 280000

38441 QPFQLPDFIAATGIEK Unmodified _QPFQLPDFIAATGIEK_ B4FNE5_MAIZE 2 887.97234 1773.9301 1.1001 0.1871 1.283 116.54 116.54 9.46E-03 39.76 371450

38442 QPGIGGEVVPHQDNTFLYTEPR Unmodified _QPGIGGEVVPHQDNTFLYTEPR_ B4FVB4_MAIZE 3 818.73979 2453.1975 0.97951 -0.010693 0.97631 78.827 78.827 1.59E-04 42.7 641830

38443 QPGPLPGINTK Unmodified _QPGPLPGINTK_ B6TPH0_MAIZE 2 561.31931 1120.6241 0.0084426 0.22479 0.22883 58.974 58.974 1.47E-01 37.52 5927200

38444 QPIGTAAQGTDDK Unmodified _QPIGTAAQGTDDK_ Q84RL8_MAIZE 2 651.32023 1300.6259 0.41334 -2.1075 -1.6863 32.075 32.075 3.13E-02 32.77 59881

38445 QPIGTAAQGTEEK Unmodified _QPIGTAAQGTEEK_ B4F7S3_MAIZE 2 665.33588 1328.6572 0.57404 -0.39147 0.17354 33.395 33.395 1.15E-02 45.24 101400

38446 QPLFIQSFAPTSIVHVSDFIDSPK Unmodified _QPLFIQSFAPTSIVHVSDFIDSPK_ B6UA22_MAIZE 3 891.80228 2672.385 1.111 0.41798 1.536 120.67 120.67 6.81E-03 16.85 109930

38447 QPLIHAQNVPATGVPVPTLDQR Unmodified _QPLIHAQNVPATGVPVPTLDQR_ B6TTZ1_MAIZE 3 784.43252 2350.2757 0.89849 0.078747 0.98266 81.436 81.436 6.92E-04 32.33 284990
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38448 QPLSVSAGSTVLYSK Unmodified _QPLSVSAGSTVLYSK_ B4F848_MAIZE 2 768.91704 1535.8195 0.79668 -0.058562 0.73496 69.645 69.645 2.05E-04 124.2 2495500

38449 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.49852 -0.052009 0.4223 64.154 64.154 1.47E-01 40.96 10524000

38450 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.47769 0.046859 0.50218 65.472 65.472 3.83E-01 53.3 107310

38451 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.51574 -0.044331 0.44807 64.77 64.77 1.47E-01 35.58 3667300

38452 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.53293 0.073837 0.58249 65.26 65.26 1.47E-01 23.83 2748100

38453 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.51869 0.13598 0.63066 65.598 65.598 1.47E-01 45.91 1755600

38454 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.508 0.028361 0.51258 64.656 64.656 1.00E+00 8.3 771730

38455 QPQYEPLPIEK Unmodified _QPQYEPLPIEK_ ATPAM_MAIZE 2 671.35608 1340.6976 0.496 -0.38633 0.08746 66.986 66.986 3.83E-01 32.99 502050

38456 QPSQGPTFGIK Unmodified _QPSQGPTFGIK_ Q8W525_MAIZE 2 580.30894 1158.6033 0.091202 0.19745 0.29622 55.445 55.445 3.83E-01 22.29 1286200

38457 QPVGVVGAITPWNFPLAMITR Oxidation (M) _QPVGVVGAITPWNFPLAM(ox)ITR_ B4FYG3_MAIZE 2 1142.1195 2282.2245 1.2197 0.012006 1.2398 122.22 122.22 4.67E-05 26.12 410720

38458 QPYVDQAGQK Unmodified _QPYVDQAGQK_ P93630_MAIZE 2 567.28292 1132.5513 0.097237 -0.081279 0.014351 35.563 35.563 1.00E+00 6.88 206790

38459 QPYVDQAGQK Unmodified _QPYVDQAGQK_ P93630_MAIZE 2 567.28292 1132.5513 0.13464 -0.088017 0.044292 32.812 32.812 1.00E+00 19.66 258220

38460 QPYVDQAGQK Unmodified _QPYVDQAGQK_ P93630_MAIZE 2 567.28292 1132.5513 0.13285 0.17968 0.31022 36.004 36.004 1.45E-01 36.27 1338900

38461 QQENVLAESR Unmodified _QQENVLAESR_ B4FNZ2_MAIZE 2 587.29656 1172.5786 0.19462 -0.11133 0.059366 40.678 40.678 1.45E-01 38.29 329100

38462 QQENVLAESR Unmodified _QQENVLAESR_ B4FNZ2_MAIZE 2 587.29656 1172.5786 0.098215 -0.19324 -0.11751 44.08 44.08 7.11E-01 34.71 3766100

38463 QQFFLCSASLQDMIAR Unmodified _QQFFLCSASLQDMIAR_ B5AMJ8_MAIZE 2 957.96367 1913.9128 1.2239 0.84236 2.0637 107.96 107.96 7.42E-06 91.99 246080

38464 QQGLDITPK Unmodified _QQGLDITPK_ SUS1_MAIZE B6 2 500.27711 998.53966 -0.065256 -0.19932 -0.2662 48.338 48.338 7.18E-01 41.4 8657800

38465 QQGLDITPK Unmodified _QQGLDITPK_ SUS1_MAIZE B6 2 500.27711 998.53966 -0.15378 -0.22627 -0.38159 48.142 48.142 3.39E-01 41.36 3184500

38466 QQGLDITPK Unmodified _QQGLDITPK_ SUS1_MAIZE B6 2 500.27711 998.53966 -0.056949 -0.29491 -0.35477 50.566 50.566 7.18E-01 36.75 2966400

38467 QQGLDITPK Unmodified _QQGLDITPK_ SUS1_MAIZE B6 2 500.27711 998.53966 -0.096904 -0.20878 -0.30724 49.834 49.834 7.18E-01 40.49 5636400

38468 QQGLTPSPR Unmodified _QQGLTPSPR_ B6U8G5_MAIZE 2 492.26707 982.51959 0.033624 -0.11151 -0.080082 34.215 34.215 3.39E-01 31.68 233380

38469 QQGLTPSPR Unmodified _QQGLTPSPR_ B6U8G5_MAIZE 2 492.26707 982.51959 -0.14059 0.20973 0.067606 32.919 32.919 7.18E-01 24.86 93735

38470 QQGLTPSPR Unmodified _QQGLTPSPR_ B6U8G5_MAIZE 2 492.26707 982.51959 -0.052434 -0.46426 -0.5183 34.891 34.891 7.18E-01 28 516220

38471 QQGLTPSPR Unmodified _QQGLTPSPR_ B6U8G5_MAIZE 2 492.26707 982.51959 -0.011087 -0.30089 -0.31217 35.619 35.619 1.00E+00 10.88 125510

38472 QQHYFQNLTK Unmodified _QQHYFQNLTK_ B6U9L3_MAIZE 3 436.2228 1305.6466 -0.068851 -1.0229 -1.0953 52.006 52.006 1.25E-01 9.68 293640

38473 QQISNLQGSR Unmodified _QQISNLQGSR_ B6T5E0_MAIZE 2 565.79927 1129.584 0.11172 2.1105 2.2053 35.943 35.943 3.43E-01 42.47 508610

38474 QQLDAFTHVLR Unmodified _QQLDAFTHVLR_ B4G1K7_MAIZE 3 443.24209 1326.7044 -0.021782 0.22907 0.20919 73.785 73.785 6.15E-03 49.57 2859700

38475 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.055418 -0.091909 -0.16842 62.288 62.288 3.77E-01 26.93 8889900

38476 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.16683 0.17005 -0.017369 63.305 63.305 7.88E-01 14.8 2486300

38477 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.050758 -0.13564 -0.20763 64.456 64.456 1.00E+00 13.86 3562000

38478 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.053939 -0.077476 -0.15218 63.859 63.859 1.00E+00 9.97 2596000

38479 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.12119 -0.13305 -0.2749 64.219 64.219 1.00E+00 9.65 1289000

38480 QQLFNALK Unmodified _QQLFNALK_ B4FUH2_MAIZE 2 481.27691 960.53927 -0.18683 -0.96413 -1.1693 64.412 64.412 3.77E-01 22.35 3353400

38481 QQPAAATADKAETHDEL Unmodified _QQPAAATADKAETHDEL_ B4F861_MAIZE 3 599.28675 1794.8384 0.26599 -0.14807 0.10273 46.494 46.494 1.35E-01 14.07 1018200
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38482 QQQILLATQVVK Unmodified _QQQILLATQVVK_ B4FS49_MAIZE 2 684.9141 1367.8136 0.61621 0.14853 0.76026 70.064 70.064 2.00E-01 27 1031600

38483 QQQILLATQVVK Unmodified _QQQILLATQVVK_ B4FS49_MAIZE 2 684.9141 1367.8136 0.59417 0.1915 0.78133 70.868 70.868 8.05E-01 24.22 305770

38484 QQQILLATQVVK Unmodified _QQQILLATQVVK_ B4FS49_MAIZE 2 684.9141 1367.8136 0.61079 0.065138 0.67121 71.5 71.5 2.00E-01 18.96 557640

38485 QQQILLATQVVK Unmodified _QQQILLATQVVK_ B4FS49_MAIZE 2 684.9141 1367.8136 0.60113 0.32567 0.92216 71.046 71.046 7.72E-03 42.04 679630

38486 QQQLLSGIR Unmodified _QQQLLSGIR_ B6SYA1_MAIZE 2 521.80382 1041.5931 -0.027661 -0.24636 -0.28725 56.72 56.72 1.01E-02 39.94 1047400

38487 QQQLLSGIR Unmodified _QQQLLSGIR_ B6SYA1_MAIZE 2 521.80382 1041.5931 -0.078774 -0.005371 -0.097593 57.311 57.311 7.18E-01 37.99 391770

38488 QQQQQAQGYGNQHQEEER Unmodified _QQQQQAQGYGNQHQEEER_ B6TNC1_MAIZE 3 729.32504 2184.9533 0.82823 0.11403 0.93149 29.235 29.235 9.13E-03 28.56 120550

38489 QQQQQAQGYGNQHQEEER Unmodified _QQQQQAQGYGNQHQEEER_ B6TNC1_MAIZE 3 729.32504 2184.9533 0.79523 0.081918 0.8665 30.482 30.482 6.30E-02 10.64 28717

38490 QQQQQAQGYGNQHQEEER Unmodified _QQQQQAQGYGNQHQEEER_ B6TNC1_MAIZE 3 729.32504 2184.9533 0.90508 -0.015751 0.87856 30.497 30.497 1.31E-01 18.7 83863

38491 QQRGGAGAGR Unmodified _QQRGGAGAGR_ B6TQA2_MAIZE 2 479.25229 956.49002 0.052039 0.94149 0.98826 129.54 129.54 3.43E-01 11.24 74325

38492 QQRGGAGAGR Unmodified _QQRGGAGAGR_ B6TQA2_MAIZE 2 479.25229 956.49002 0.11392 1.0059 1.1145 129.46 129.46 1.00E+00 0.78 68260

38493 QQRGGAGAGR Unmodified _QQRGGAGAGR_ B6TQA2_MAIZE 2 479.25229 956.49002 -0.16339 1.2461 1.0771 129.94 129.94 1.00E+00 0.8 91583

38494 QQSQQQAWLQK Unmodified _QQSQQQAWLQK_ B6SHE0_MAIZE 2 686.85203 1371.6895 0.62335 0.24954 0.86313 47.469 47.469 1.67E-02 39.76 828910

38495 QQSQQQAWLQK Unmodified _QQSQQQAWLQK_ B6SHE0_MAIZE 2 686.85203 1371.6895 0.56652 -0.25455 0.30251 50.402 50.402 4.48E-03 57.11 3750000

38496 QQTSSASSNPFSAIR Unmodified _QQTSSASSNPFSAIR_ B4FYD7_MAIZE 2 790.8868 1579.759 0.94804 -0.18189 0.75679 64.925 64.925 2.05E-04 91.83 633870

38497 QREEAPIKENEIR Unmodified _QREEAPIKENEIR_ B6T7F1_MAIZE 4 403.71668 1610.8376 0.3423 -0.075282 0.22683 40.679 40.679 4.29E-02 29.67 774200

38498 QRFEEQLKDR Unmodified _QRFEEQLKDR_ B4FY29_MAIZE 3 450.23711 1347.6895 -0.01428 -0.057404 -0.092038 40.423 40.423 2.94E-01 29.76 1522100

38499 QRFEEQLKDR Unmodified _QRFEEQLKDR_ B4FY29_MAIZE 4 337.92965 1347.6895 1.1608 -0.21694 0.92417 40.448 40.448 5.86E-01 17.87 834490

38500 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0012 0.2816 1.2653 131.56 131.56 4.92E-01 31.97 182280

38501 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0794 0.66423 1.7249 137.54 137.54 2.39E-01 23.69 119410

38502 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.047 0.16622 1.1953 131.99 131.99 4.92E-01 22.52 272730

38503 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.196 0.46498 1.6422 137.4 137.4 1.00E+00 19.51 66104

38504 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0827 -0.018133 1.0468 131.88 131.88 2.54E-02 31.67 277470

38505 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0742 0.23421 1.2908 137.63 137.63 6.92E-02 41.96 293150

38506 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0783 0.19881 1.2593 131.63 131.63 3.81E-04 59.81 2148200

38507 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0997 0.16072 1.2431 137.4 137.4 2.54E-02 34.57 1543100

38508 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0824 0.11924 1.1841 132.26 132.26 8.41E-01 33.83 1099800

38509 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.1221 0.20732 1.3115 138.25 138.25 2.39E-01 29.47 799900

38510 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0957 0.58332 1.6608 131.33 131.33 8.41E-01 18.9 402720

38511 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0981 0.38097 1.4614 137.25 137.25 2.39E-01 26.23 118310

38512 QRPLLIVAEDVESEALGTLIINK Unmodified _QRPLLIVAEDVESEALGTLIINK_ CH62_MAIZE 3 841.14604 2520.4163 1.0292 0.33654 1.3483 137.38 137.38 1.00E+00 18.93 101930

38513 QSAFEVGDK Unmodified _QSAFEVGDK_ B4FV93_MAIZE 2 490.73781 979.46108 -0.052507 0.83894 0.78354 45.05 45.05 1.12E-01 50.04 772290

38514 QSALQALHDLITSK Unmodified _QSALQALHDLITSK_ EIF3A_MAIZE 3 508.95086 1523.8308 0.0027418 0.076333 0.063501 102.74 102.74 9.21E-03 47.65 816870

38515 QSALQALHDLITSK Unmodified _QSALQALHDLITSK_ EIF3A_MAIZE 3 508.95086 1523.8308 -0.10149 -0.26001 -0.37579 127.17 127.17 1.00E+00 19.2 27997
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38516 QSALQALHDLITSK Unmodified _QSALQALHDLITSK_ EIF3A_MAIZE 3 508.95086 1523.8308 -0.1399 -0.064759 -0.22068 103.58 103.58 3.76E-01 17.25 273920

38517 QSALQALHDLITSK Unmodified _QSALQALHDLITSK_ EIF3A_MAIZE 3 508.95086 1523.8308 0.032502 -0.24772 -0.2305 103.59 103.59 3.76E-01 27.11 156200

38518 QSALQLEVLEIAGNEINAK Unmodified _QSALQLEVLEIAGNEINAK_ B4F917_MAIZE 2 1020.5522 2039.0899 1.3052 -0.2919 0.98628 114.21 114.21 5.89E-20 75.78 255290

38519 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 3 733.02465 2196.0521 0.80808 0.093584 0.90608 124.42 124.42 2.20E-02 43.12 821500

38520 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 3 733.02465 2196.0521 0.77465 0.01404 0.79229 124.87 124.87 2.26E-03 46.49 1426600

38521 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.1751 0.097827 1.2777 124.87 124.87 4.53E-07 87.35 1334700

38522 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.1321 0.037574 1.1736 125.17 125.17 4.44E-10 85.25 1995900

38523 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 3 733.02465 2196.0521 0.78425 0.072637 0.86125 125.18 125.18 2.77E-04 47.28 2422200

38524 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 3 733.02465 2196.0521 0.74916 -0.020187 0.73384 125.83 125.83 4.34E-15 71 3753900

38525 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.1312 0.074529 1.2097 125.83 125.83 1.84E-40 114.86 2979200

38526 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.3206 0.12867 1.4541 125.49 125.49 1.06E-14 69.92 280950

38527 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.3446 -2.0216 -0.67123 126.01 126.01 2.46E-02 31.31 258950

38528 QSAPCVLFFDELDSIATQR Unmodified _QSAPCVLFFDELDSIATQR_ B4FZM3_MAIZE 2 1099.0333 2196.0521 1.341 -2.4271 -1.0798 125.41 125.41 2.46E-02 30.55 272030

38529 QSCYFHPLTNDVTIALSSSNLDK Unmodified _QSCYFHPLTNDVTIALSSSNLDK_ B6TJ63_MAIZE 3 870.755 2609.2432 1.0653 -0.40396 0.66253 97.68 97.68 3.27E-04 37.38 563470

38530 QSDCMIVAGTLTNK Oxidation (M) _QSDCM(ox)IVAGTLTNK_ B4FBW1_MAIZE 2 777.36854 1552.7225 0.92431 -1.8532 -0.91959 61.704 61.704 3.36E-04 98.51 254420

38531 QSDLLIELIR Unmodified _QSDLLIELIR_ MMT1_MAIZE 2 600.35335 1198.6921 0.19919 0.5447 0.71713 103.02 103.02 4.40E-02 47.14 199970

38532 QSDNSVADPSTEAFFSSTLR Unmodified _QSDNSVADPSTEAFFSSTLR_ B6U2K5_MAIZE 2 1079.998 2157.9815 1.1809 0.060576 1.2435 91.626 91.626 9.41E-18 71.76 348630

38533 QSFDAFMEK Unmodified _QSFDAFMEK_ B4FZ29_MAIZE 2 551.74732 1101.4801 0.12129 0.15921 0.27116 69.741 69.741 1.00E+00 2.35 704890

38534 QSFDAFMEK Unmodified _QSFDAFMEK_ B4FZ29_MAIZE 2 551.74732 1101.4801 0.061954 0.006823 0.060407 70.984 70.984 1.00E+00 13.84 1898000

38535 QSFDAFMEK Oxidation (M) _QSFDAFM(ox)EK_ B4FZ29_MAIZE 2 559.74478 1117.475 0.1056 0.41862 0.51879 59.099 59.099 9.18E-02 30.73 1081300

38536 QSGSGVEGESSNATER Unmodified _QSGSGVEGESSNATER_ B6TB50_MAIZE 2 797.85061 1593.6867 1.0705 0.042085 1.1055 32.19 32.19 5.51E-02 45.95 72090

38537 QSGSLAVR Unmodified _QSGSLAVR_ B4FMY6_MAIZE 2 409.22996 816.44537 -0.50708 29.608 29.608 7.17E-01 12.66

38538 QSGSLAVR Unmodified _QSGSLAVR_ B4FMY6_MAIZE 2 409.22996 816.44537 0.28223 0.63364 0.90444 29.953 29.953 1.65E-01 51.11 94825

38539 QSGTTAGYSYSAGNK Unmodified _QSGTTAGYSYSAGNK_ B6SKR4_MAIZE 2 746.33915 1490.6638 0.82126 0.13496 0.95026 41.95 41.95 1.65E-02 41.88 81700

38540 QSGYSPAQSWQAVSASR Unmodified _QSGYSPAQSWQAVSASR_ B6SLG3_MAIZE 2 905.42936 1808.8442 1.1643 0.27938 1.4362 69.573 69.573 1.43E-21 125.42 826420

38541 QSIADEYPSLEPLLDDLLPK Unmodified _QSIADEYPSLEPLLDDLLPK_ B6SUK1_MAIZE 2 1128.5859 2255.1573 1.3179 1.3203 2.6195 127.22 127.22 4.84E-09 73.69 242730

38542 QSIADEYPSLEPLLDDLLPK Unmodified _QSIADEYPSLEPLLDDLLPK_ B6SUK1_MAIZE 2 1128.5859 2255.1573 1.1069 0.30258 1.3924 129.55 129.55 3.79E-06 79.25 649700

38543 QSIADEYPSLEPLLDDLLPK Unmodified _QSIADEYPSLEPLLDDLLPK_ B6SUK1_MAIZE 3 752.72637 2255.1573 0.85926 0.10082 0.94226 129.56 129.56 4.23E-09 43.91 435930

38544 QSIADEYPSLEPLLDDLLPK Unmodified _QSIADEYPSLEPLLDDLLPK_ B6SUK1_MAIZE 3 752.72637 2255.1573 0.78509 0.15366 0.92098 130.11 130.11 6.15E-07 46.67 658790

38545 QSIADEYPSLEPLLDDLLPK Unmodified _QSIADEYPSLEPLLDDLLPK_ B6SUK1_MAIZE 2 1128.5859 2255.1573 1.1427 0.36961 1.4952 130.13 130.13 3.79E-06 62.82 732340

38546 QSIGCLFWLLAR Unmodified _QSIGCLFWLLAR_ B4FZ84_MAIZE 2 732.39502 1462.7755 0.93005 0.33382 1.26 121.91 121.91 1.60E-02 59.54 346110

38547 QSIGCLFWLLAR Unmodified _QSIGCLFWLLAR_ B4FZ84_MAIZE 2 732.39502 1462.7755 0.7688 0.36082 1.1266 122.27 122.27 7.61E-14 99.39 1219600

38548 QSISLEPGGQFELSGAPLETLHQTCAEVNSHLYQVK Unmodified _QSISLEPGGQFELSGAPLETLHQTCAEVNSHLYQVK_ Q8W4W3_MAIZE 4 992.74282 3966.9422 1.1947 -0.11551 1.077 116.09 116.09 4.30E-02 20.26 1794600

38549 QSLAGIPLLVLGNK Unmodified _QSLAGIPLLVLGNK_ B6SUV2_MAIZE 2 711.93758 1421.8606 0.69796 0.066211 0.74984 109.59 109.59 3.56E-04 47.72 103320
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38558 QSLGALPLYQR Unmodified _QSLGALPLYQR_ B6TEX6_MAIZE 2 623.35114 1244.6877 0.19761 0.3258 0.50533 74.167 74.167 1.47E-01 22 391040

38559 QSLGALPLYQR Unmodified _QSLGALPLYQR_ B6TEX6_MAIZE 2 623.35114 1244.6877 0.32531 -0.84596 -0.53844 120.79 120.79 1.00E+00 4.42 3638800

38560 QSLGALPLYQR Unmodified _QSLGALPLYQR_ B6TEX6_MAIZE 2 623.35114 1244.6877 0.30874 0.062429 0.35272 73.24 73.24 1.00E+00 4.33 430170

38561 QSLGALPLYQR Unmodified _QSLGALPLYQR_ B6TEX6_MAIZE 2 623.35114 1244.6877 0.25722 -0.076916 0.16244 74.914 74.914 4.96E-02 32.01 6875800

38562 QSLLPLVVPINTETIK Unmodified _QSLLPLVVPINTETIK_ Q5EUD2_MAIZE 2 883.02712 1764.0397 1.1949 -0.59706 0.59096 107.31 107.31 2.16E-02 23.78 109950

38563 QSLPPGLTVEEV Unmodified _QSLPPGLTVEEV_ B6SNL8_MAIZE 2 634.84027 1267.666 0.44917 0.12532 0.57609 86.706 86.706 1.00E+00 2.89 446120

38564 QSLPPGLTVEEV Unmodified _QSLPPGLTVEEV_ B6SNL8_MAIZE 2 634.84027 1267.666 0.2455 0.20662 0.45342 87.532 87.532 2.62E-07 69.35 580560

38565 QSLPPGLTVQEI Unmodified _QSLPPGLTVQEI_ B6SIV4_MAIZE 2 641.35608 1280.6976 0.28821 0.20712 0.49491 91.521 91.521 1.98E-03 51.64 340020

38566 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.68877 0.05068 0.7232 97.759 97.759 2.62E-07 51.31 1732600

38567 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.69777 0.26597 0.94782 101.35 101.35 8.05E-01 23.31 19668

38568 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.69335 0.098103 0.77588 98.454 98.454 1.68E-09 60.92 715620

38569 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.67802 0.10904 0.77072 98.515 98.515 1.98E-03 49.67 812340

38570 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.70679 0.22022 0.91123 98.386 98.386 7.72E-03 53.32 452240

38571 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.70846 0.26809 0.96076 97.993 97.993 1.98E-03 65.32 568800

38572 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.69095 -0.12801 0.54749 98.5 98.5 2.62E-07 60.5 1426800

38573 QSNILEDLDTLR Unmodified _QSNILEDLDTLR_ B4G0V4_MAIZE 2 708.87009 1415.7256 0.66472 0.019512 0.66941 99.437 99.437 1.11E-04 61.25 386090

38574 QSNPVHIQQLPER Unmodified _QSNPVHIQQLPER_ B6TKI9_MAIZE 3 515.94259 1544.8059 -0.084857 -0.77617 -0.87087 54.246 54.246 1.28E-01 31.84 1246000

38575 QSPFASAAQEAGYR Unmodified _QSPFASAAQEAGYR_ B4F9L2_MAIZE 2 741.85223 1481.6899 0.80146 -0.74502 0.039623 67.511 67.511 6.31E-03 68.46 259780

38576 QSPGGHNVVWGLYEAIK Unmodified _QSPGGHNVVWGLYEAIK_ B6SGB6_MAIZE 3 618.98809 1853.9424 0.34898 -0.092657 0.25401 90.029 90.029 2.75E-01 12.48 1082200

38577 QSPGGHNVVWGLYEAIK Unmodified _QSPGGHNVVWGLYEAIK_ B6SGB6_MAIZE 3 618.98809 1853.9424 0.26965 0.026069 0.29318 91.176 91.176 2.75E-01 19.16 614270

38578 QSPGGHNVVWGLYEAIK Unmodified _QSPGGHNVVWGLYEAIK_ B6SGB6_MAIZE 3 618.98809 1853.9424 0.34793 -0.27874 0.067683 91.132 91.132 1.00E+00 0.14 444250

38579 QSSIEQIK Unmodified _QSSIEQIK_ B4FRH5_MAIZE 2 466.75601 931.49746 -0.092839 0.32677 0.20713 38.845 38.845 3.77E-01 41.6 635830

38580 QSSIEQIKK Unmodified _QSSIEQIKK_ B4FRH5_MAIZE 3 354.20475 1059.5924 1.0351 0.18646 1.191 30.81 30.81 5.45E-01 40.6 154990

38581 QSSIEQIKK Unmodified _QSSIEQIKK_ B4FRH5_MAIZE 2 530.80349 1059.5924 0.00010179 0.096804 0.06624 30.807 30.807 1.00E+00 13.41 45807

38582 QSVDMNAIAFLFDGR Oxidation (M) _QSVDM(ox)NAIAFLFDGR_ B6T2D8_MAIZE 2 850.40905 1698.8036 1.0564 0.34891 1.406 112.94 112.94 2.14E-05 53.63 120970

38583 QSVDMNAIAFLFDGR Oxidation (M) _QSVDM(ox)NAIAFLFDGR_ B6T2D8_MAIZE 2 850.40905 1698.8036 1.0426 0.34773 1.3908 113.96 113.96 2.05E-04 48.58 157490

38590 QSVLAAITSAQQR Unmodified _QSVLAAITSAQQR_ B4FQK5_MAIZE 2 686.88079 1371.747 0.60915 0.93788 1.5332 76.561 76.561 2.65E-01 26.44 24280

38591 QSVVTVETLEGALR Unmodified _QSVVTVETLEGALR_ B6T033_MAIZE 2 751.41466 1500.8148 0.76817 -0.14488 0.62417 92.356 92.356 7.64E-09 87.11 1033900

38592 QTEELAEAIAAPPVPSEEKK Unmodified _QTEELAEAIAAPPVPSEEKK_ B6TRL2_MAIZE 3 713.03895 2136.095 0.7062 0.24131 0.91906 71.267 71.267 2.38E-03 32.27 358460

38593 QTENALGDLVPFTNK Unmodified _QTENALGDLVPFTNK_ B4FUX0_MAIZE 2 823.92285 1645.8312 1.0136 0.18857 1.1991 91.644 91.644 1.12E-07 73.74 1239100

38594 QTENALGDLVPFTNK Unmodified _QTENALGDLVPFTNK_ B4FUX0_MAIZE 2 823.92285 1645.8312 1.0267 -0.56599 0.45824 92.306 92.306 4.63E-02 23.5 502220

38595 QTENALGDLVPFTNK Unmodified _QTENALGDLVPFTNK_ B4FUX0_MAIZE 2 823.92285 1645.8312 1.0878 -1.0376 0.048904 92.56 92.56 6.37E-03 39.42 374070

38596 QTENALGDLVPFTNK Unmodified _QTENALGDLVPFTNK_ B4FUX0_MAIZE 2 823.92285 1645.8312 1.0381 -1.0265 0.010488 92.32 92.32 6.37E-03 48.64 472450

38597 QTENALGDLVPFTNK Unmodified _QTENALGDLVPFTNK_ B4FUX0_MAIZE 2 823.92285 1645.8312 0.95053 -0.2931 0.65462 93.171 93.171 1.26E-03 68.55 583120
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38598 QTEPVIEYYSK Unmodified _QTEPVIEYYSK_ B4FI76_MAIZE 2 678.83773 1355.6609 0.4546 0.003646 0.43967 62.17 62.17 4.96E-02 36.92 1530600

38599 QTFSSSPDEHLK Unmodified _QTFSSSPDEHLK_ B6U8P6_MAIZE 3 459.22113 1374.6416 -0.047182 0.14847 0.098179 45.217 45.217 4.50E-01 17.35 1330300

38600 QTGSIYEHWDILPPK Unmodified _QTGSIYEHWDILPPK_ Q43712_MAIZE 3 595.3053 1782.8941 0.25052 0.18412 0.42714 84.546 84.546 7.48E-04 26.77 1454600

38601 QTIAGLNPLCIQLLTEFPIR Unmodified _QTIAGLNPLCIQLLTEFPIR_ A1XCI6_MAIZE 2 1149.1379 2296.2613 1.2039 -0.030125 1.1687 124.52 124.52 4.84E-09 47.72 802850

38602 QTIAGLNPLCIQLLTEFPIR Unmodified _QTIAGLNPLCIQLLTEFPIR_ A1XCI6_MAIZE 3 766.42772 2296.2613 0.92146 2.6488 3.5613 124.83 124.83 1.00E+00 6.61 155930

38603 QTIAGNILVGSYCAFSNR Unmodified _QTIAGNILVGSYCAFSNR_ B4FKD5_MAIZE 2 985.99127 1969.968 1.2182 -0.043775 1.1726 100.91 100.91 8.94E-06 68.28 149920

38604 QTIFLPVIGLVDPDK Unmodified _QTIFLPVIGLVDPDK_ B4FSV5_MAIZE 2 827.97436 1653.9342 1.0539 0.28339 1.345 122.45 122.45 1.65E-02 46.88 257730

38605 QTIFLPVIGLVDPDK Unmodified _QTIFLPVIGLVDPDK_ B4FSV5_MAIZE 2 827.97436 1653.9342 1.0666 0.23306 1.3081 122.43 122.43 1.12E-07 66.42 217930

38606 QTIFLPVIGLVDPDK Unmodified _QTIFLPVIGLVDPDK_ B4FSV5_MAIZE 2 827.97436 1653.9342 1.1139 0.39888 1.5218 121.84 121.84 2.05E-04 70.52 238200

38607 QTIFLPVVGLVDPDK Unmodified _QTIFLPVVGLVDPDK_ B4FBJ7_MAIZE 2 820.96653 1639.9185 1.0211 0.0543 1.0899 117.57 117.57 1.26E-03 34.97 139920

38608 QTIFLPVVGLVDPDK Unmodified _QTIFLPVVGLVDPDK_ B4FBJ7_MAIZE 2 820.96653 1639.9185 1.0407 -0.22012 0.8348 117.55 117.55 1.65E-02 50.06 109150

38609 QTIFLPVVGLVDPDK Unmodified _QTIFLPVVGLVDPDK_ B4FBJ7_MAIZE 2 820.96653 1639.9185 1.1 -0.17802 0.93628 117.15 117.15 1.26E-03 51.71 129670

38610 QTIFLPVVGLVDPDK Unmodified _QTIFLPVVGLVDPDK_ B4FBJ7_MAIZE 2 820.96653 1639.9185 1.0227 0.16146 1.1981 117.93 117.93 7.01E-11 85.54 1162700

38611 QTIFLPVVGLVDPDK Unmodified _QTIFLPVVGLVDPDK_ B4FBJ7_MAIZE 2 820.96653 1639.9185 0.99657 0.43975 1.4509 120.44 120.44 1.26E-03 35.83 78720

38612 QTIPHYYLTVDAR Unmodified _QTIPHYYLTVDAR_ B6TUA2_MAIZE 3 526.27546 1575.8045 0.014751 -0.58891 -0.57843 68.878 68.878 2.66E-01 25.07 1539000

38613 QTIPHYYLTVDAR Unmodified _QTIPHYYLTVDAR_ B6TUA2_MAIZE 3 526.27546 1575.8045 0.005908 -0.62231 -0.62003 68.356 68.356 8.81E-01 15.26 1424900

38614 QTIPHYYLTVDAR Unmodified _QTIPHYYLTVDAR_ B6TUA2_MAIZE 3 526.27546 1575.8045 -0.077946 -0.38018 -0.46236 68.497 68.497 5.38E-01 23.75 2677100

38615 QTIPHYYLTVDAR Unmodified _QTIPHYYLTVDAR_ B6TUA2_MAIZE 3 526.27546 1575.8045 -0.072246 -0.16777 -0.24529 68.713 68.713 3.64E-02 37.59 12305000

38616 QTIPHYYLTVDAR Unmodified _QTIPHYYLTVDAR_ B6TUA2_MAIZE 2 788.90955 1575.8045 0.94744 -0.34038 0.60279 68.701 68.701 4.68E-05 70.08 913300

38617 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.1051 0.24809 1.3549 107.24 107.24 4.21E-20 89.96 1837000

38618 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.1052 0.1921 1.2985 107.76 107.76 1.48E-07 64.14 1092500

38619 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.0501 0.02459 1.0766 107.8 107.8 1.27E-09 71.31 2187400

38620 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.0419 -0.030892 1.0125 107.77 107.77 1.48E-07 57.14 1901600

38621 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.0802 0.070073 1.1518 107.31 107.31 1.27E-09 101.45 3326100

38622 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 3 580.65611 1738.9465 0.19779 0.19774 0.39691 107.3 107.3 1.21E-01 18.53 662470

38623 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.0535 -0.41534 0.63976 108.06 108.06 1.48E-07 72.7 9771300

38624 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.0854 0.57732 1.6637 107.57 107.57 1.48E-07 66.48 475510

38625 QTLDLGDTGLLPLEVR Unmodified _QTLDLGDTGLLPLEVR_ B4FAL8_MAIZE 2 870.48053 1738.9465 1.074 0.084604 1.1599 108.18 108.18 4.21E-20 82.58 171350

38626 QTSAPIEECR Unmodified _QTSAPIEECR_ Q9ZRH5_MAIZE 2 595.77714 1189.5397 0.32089 0.047312 0.35629 35.913 35.913 4.40E-02 43.15 119400

38627 QTSAPIEECR Unmodified _QTSAPIEECR_ Q9ZRH5_MAIZE 2 595.77714 1189.5397 0.31566 -0.089436 0.2149 37.809 37.809 7.11E-01 10.76 93240

38628 QTSAPIEECR Unmodified _QTSAPIEECR_ Q9ZRH5_MAIZE 2 595.77714 1189.5397 0.26257 -0.017958 0.23323 37.654 37.654 3.43E-01 33.71 238610

38629 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.081894 -0.079725 -0.15054 48.829 48.829 1.12E-01 49.72 46910000

38630 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.28045 0.23969 -0.030043 49.843 49.843 3.39E-01 43.78 1238800

38631 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.14249 0.009303 -0.12339 49.075 49.075 1.12E-01 49.92 12451000
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38632 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.054053 -0.052018 -0.095015 51.257 51.257 1.12E-01 51.03 12331000

38633 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.078011 0.22736 0.15813 50.536 50.536 3.39E-01 37.13 6617900

38634 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.12195 -0.10696 -0.21922 51.319 51.319 7.18E-01 26.8 3909900

38635 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.092789 -0.19658 -0.27765 50.999 50.999 3.39E-01 31.09 21071000

38636 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.092666 0.28768 0.20542 51.763 51.763 1.12E-01 54.22 5164300

38637 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.12931 0.60447 0.48412 49.409 49.409 3.39E-01 31.68 7110700

38638 QTVAVGVIK Unmodified _QTVAVGVIK_ B6TWN7_MAIZE 2 457.78711 913.55967 -0.18939 -0.094952 -0.27354 52.652 52.652 3.39E-01 30.99 2778700

38641 QVAAAGAAAQVK Unmodified _QVAAAGAAAQVK_ B4FFP6_MAIZE 2 542.8091 1083.6037 0.0015321 -0.31869 -0.33433 37.282 37.282 1.98E-03 47.06 213030

38642 QVAAAGAAAQVK Unmodified _QVAAAGAAAQVK_ B4FFP6_MAIZE 2 542.8091 1083.6037 0.020604 0.05079 0.054125 34.296 34.296 1.60E-02 26.24 570580

38643 QVAHAPQELNSPR Unmodified _QVAHAPQELNSPR_ B6T2A6_MAIZE 3 482.91978 1445.7375 -0.077131 -0.075048 -0.16675 39.502 39.502 4.29E-02 31.45 762830

38644 QVANATNDTAGDGTTCATVLTK Unmodified _QVANATNDTAGDGTTCATVLTK_ CH61_MAIZE C 2 1105.0237 2208.0328 1.1648 -0.17931 1.0001 56.721 56.721 4.20E-18 125.77 760040

38645 QVANATNDTAGDGTTCATVLTK Unmodified _QVANATNDTAGDGTTCATVLTK_ CH61_MAIZE C 2 1105.0237 2208.0328 1.1974 -0.18395 1.0281 56.623 56.623 2.21E-30 125.77 4017400

38646 QVANATNDTAGDGTTCATVLTK Unmodified _QVANATNDTAGDGTTCATVLTK_ CH61_MAIZE C 3 737.01822 2208.0328 0.78764 -0.15632 0.64571 56.624 56.624 6.58E-05 42.03 1395400

38647 QVCPLDNSEWEFQK Unmodified _QVCPLDNSEWEFQK_ B6T6J8_MAIZE 2 890.40397 1778.7934 1.1356 -0.1869 0.94955 82.48 82.48 6.31E-03 68.11 119100

38648 QVDATGAVVEGDAK Unmodified _QVDATGAVVEGDAK_ B6U2R1_MAIZE 2 680.34116 1358.6678 0.58402 0.11201 0.70467 45.011 45.011 3.49E-01 29.15 21447

38649 QVDATGAVVEGDAK Unmodified _QVDATGAVVEGDAK_ B6U2R1_MAIZE 2 680.34116 1358.6678 0.65224 0.4816 1.1427 45.306 45.306 3.56E-04 72.94 259180

38650 QVDATGAVVEGDAK Unmodified _QVDATGAVVEGDAK_ B6U2R1_MAIZE 2 680.34116 1358.6678 0.52981 0.16965 0.708 48.532 48.532 1.95E-13 101.27 550390

38651 QVEFYFSDSNLPR Unmodified _QVEFYFSDSNLPR_ B4FHE9_MAIZE 2 801.38336 1600.7522 1.0583 0.27047 1.3257 88.243 88.243 2.61E-08 63.68 184280

38652 QVEFYFSDSNLPR Unmodified _QVEFYFSDSNLPR_ B4FHE9_MAIZE 2 801.38336 1600.7522 0.98313 -0.26323 0.71648 88.007 88.007 1.47E-03 62.69 333090

38653 QVEFYFSDSNLPR Unmodified _QVEFYFSDSNLPR_ B4FHE9_MAIZE 2 801.38336 1600.7522 0.99445 -0.042706 0.94874 88.484 88.484 1.47E-03 67.94 584670

38654 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 3 395.56439 1183.6713 0.45511 0.22902 0.66798 58.443 58.443 1.00E+00 15.68 4639900

38655 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 2 592.84295 1183.6713 0.17894 0.71224 0.87549 59.668 59.668 1.45E-01 33.26 281350

38656 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 3 395.56439 1183.6713 0.30058 -0.080211 0.20456 59.603 59.603 1.25E-01 35.06 2373300

38657 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 3 395.56439 1183.6713 0.3999 -0.21008 0.17459 60.876 60.876 3.83E-02 49.93 4874600

38658 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 2 592.84295 1183.6713 0.22733 0.046223 0.25964 60.206 60.206 1.25E-02 38.96 1374400

38659 QVEIPFKPAR Unmodified _QVEIPFKPAR_ B6SZD6_MAIZE 3 395.56439 1183.6713 0.40312 0.51748 0.90364 60.703 60.703 1.00E+00 4.38 455780

38660 QVELSGNPEQISK Unmodified _QVELSGNPEQISK_ B6U6T8_MAIZE 2 714.87009 1427.7256 0.67126 -0.75578 -0.098876 56.546 56.546 4.68E-05 57.47 745920

38661 QVELSGNPEQISK Unmodified _QVELSGNPEQISK_ B6U6T8_MAIZE 2 714.87009 1427.7256 0.66581 -0.81597 -0.16405 55.823 55.823 4.68E-05 55.22 585240

38662 QVEVHHFVAR Unmodified _QVEVHHFVAR_ B6UI56_MAIZE 4 306.16764 1220.6414 1.4115 -0.044532 1.3748 39.324 39.324 1.00E+00 3.47 315990

38663 QVEVHHFVAR Unmodified _QVEVHHFVAR_ B6UI56_MAIZE 4 306.16764 1220.6414 1.2187 0.32738 1.5501 36.746 36.746 5.86E-01 10.61 1402300

38664 QVEVHHFVAR Unmodified _QVEVHHFVAR_ B6UI56_MAIZE 3 407.88776 1220.6414 0.35144 -0.13221 0.22551 36.766 36.766 3.83E-02 40.76 779430

38665 QVFAGPIVTLK Unmodified _QVFAGPIVTLK_ B6TN41_MAIZE 2 586.85552 1171.6965 0.071952 0.1461 0.22379 80.614 80.614 1.67E-02 40.19 4851900

38666 QVFFGR Unmodified _QVFFGR_ B4FND7_MAIZE 2 377.20576 752.39696 0.65474 -0.20105 0.47323 56.294 56.294 5.26E-01 22.69 1478200
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38667 QVFGGQFIGQALAAASK Unmodified _QVFGGQFIGQALAAASK_ B4FVV2_MAIZE 2 846.95703 1691.8995 1.0479 -0.10292 0.94558 105.59 105.59 2.72E-05 63.44 238410

38668 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.1786 0.090074 1.2736 108.52 108.52 2.20E-09 34.6 777430

38669 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.1597 0.47161 1.6355 109.24 109.24 6.81E-03 14.71 440530

38670 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.1578 0.16748 1.3302 109.37 109.37 1.13E-01 6.94 552800

38671 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.1564 0.13798 1.2994 109.7 109.7 2.84E-01 3.36 449240

38672 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.261 0.12108 1.3874 109.89 109.89 1.13E-01 9.94 330600

38673 QVFNVAGVPIEWEEHYVGTEVDPR Unmodified _QVFNVAGVPIEWEEHYVGTEVDPR_ B4FAD4_MAIZE 3 924.12056 2769.3398 1.1473 -0.1199 1.033 109.16 109.16 4.64E-07 33.9 4042400

38674 QVFSTQMGLSDQDIVALSGGHTLGR Oxidation (M) _QVFSTQM(ox)GLSDQDIVALSGGHTLGR_ B4G031_MAIZE 3 878.43778 2632.2915 1.0063 -0.027449 0.99196 90.975 90.975 7.85E-10 55.62 4508100

38675 QVFSTQMGLSDQDIVALSGGHTLGR Unmodified _QVFSTQMGLSDQDIVALSGGHTLGR_ B4G031_MAIZE 3 873.10614 2616.2966 1.0642 -0.1618 0.91481 100.21 100.21 1.14E-10 48.93 1526800

38676 QVFTPYGDVVHVK Unmodified _QVFTPYGDVVHVK_ B4FTW4_MAIZE 3 496.93303 1487.7773 -0.040673 -0.01895 -0.037422 69.608 69.608 1.00E+00 8.92 376610

38677 QVFTPYGDVVHVK Unmodified _QVFTPYGDVVHVK_ B4FTW4_MAIZE 3 496.93303 1487.7773 -0.0092289 0.03713 0.048863 69.152 69.152 5.38E-01 18.32 506690

38678 QVFTPYGDVVHVK Unmodified _QVFTPYGDVVHVK_ B4FTW4_MAIZE 3 496.93303 1487.7773 -0.1476 -0.054302 -0.18027 69.182 69.182 1.41E-02 33.49 1674400

38679 QVGAYADAEK Unmodified _QVGAYADAEK_ B4FVJ0_MAIZE 2 526.25637 1050.4982 0.13899 0.37601 0.49521 35.472 35.472 3.43E-01 24.09 154780

38680 QVGAYADAEK Unmodified _QVGAYADAEK_ B4FVJ0_MAIZE 2 526.25637 1050.4982 0.1841 0.68149 0.84536 34.695 34.695 7.11E-01 9.87 295780

38681 QVGAYADAEK Unmodified _QVGAYADAEK_ B4FVJ0_MAIZE 2 526.25637 1050.4982 0.093956 0.29725 0.37129 35.354 35.354 3.43E-01 30.2 137850

38682 QVGSTFAYGHGR Unmodified _QVGSTFAYGHGR_ B4FIB4_MAIZE 2 640.31254 1278.6105 0.42703 1.937 2.3734 45.444 45.444 1.60E-02 53.94 229080

38683 QVGVPSLVCFLNK Unmodified _QVGVPSLVCFLNK_ B4FH57_MAIZE 2 730.90013 1459.7857 0.81034 0.58105 1.4043 101.17 101.17 6.20E-03 33.72 729330

38684 QVGVPSLVCFLNK Unmodified _QVGVPSLVCFLNK_ B4FH57_MAIZE 2 730.90013 1459.7857 0.75689 1.7794 2.5473 102.04 102.04 1.15E-02 18.95 317210

38685 QVGVPSLVCFLNK Unmodified _QVGVPSLVCFLNK_ B4FH57_MAIZE 2 730.90013 1459.7857 0.84474 2.3122 3.1677 102.03 102.03 3.13E-02 27.23 241160

38686 QVGVPSLVCFLNK Unmodified _QVGVPSLVCFLNK_ B4FH57_MAIZE 2 730.90013 1459.7857 0.77931 -0.11282 0.68004 101.84 101.84 1.00E-11 60.7 2507300

38687 QVGVPSLVCFLNK Unmodified _QVGVPSLVCFLNK_ B4FH57_MAIZE 2 730.90013 1459.7857 0.7597 0.38056 1.1537 101.42 101.42 2.61E-08 68.27 1001800

38688 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.20812 0.12797 0.33549 43.636 43.636 3.83E-01 30.14 3867900

38689 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.43369 -0.59514 -0.1605 43.638 43.638 4.33E-02 27.23 13376000

38690 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.096602 0.019402 0.11525 44.735 44.735 7.60E-01 13.21 97137

38691 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.2217 -0.37649 -0.15395 44.726 44.726 4.45E-03 54.97 550810

38692 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.22902 1.2195 1.445 43.476 43.476 7.60E-01 23.03 466970

38693 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.28855 0.56675 0.8527 43.506 43.506 4.45E-03 44.06 2051900

38694 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.28258 1.0055 1.2851 46.015 46.015 3.83E-01 17.85 532600

38695 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.39724 -0.071937 0.32292 46.015 46.015 4.33E-02 32.75 3179000

38696 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.27933 1.1464 1.4232 45.214 45.214 7.60E-01 22.88 871860

38697 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.36324 -0.35919 0.0047349 45.195 45.195 1.15E-01 26.28 5539200

38698 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.20358 0.71697 0.91794 46.041 46.041 1.47E-01 41.69 1314700



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

38699 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.26695 -0.011226 0.25415 46.043 46.043 1.15E-01 30.5 8140300

38700 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.21038 0.31942 0.52822 45.552 45.552 3.83E-01 24.32 4769000

38701 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.15628 -0.19408 -0.037749 46.728 46.728 1.47E-01 41.53 5883700

38702 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.36465 -0.68576 -0.32108 46.731 46.731 1.15E-01 30.53 22190000

38703 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.37551 -0.26588 0.11046 44.077 44.077 4.45E-03 51.63 14500000

38704 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.12639 0.28768 0.41236 44.07 44.07 1.47E-01 18.69 3607400

38705 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 3 394.21554 1179.6248 0.11082 -0.32455 -0.21455 47.541 47.541 1.52E-02 39.37 27843000

38706 QVHPDIGISSK Unmodified _QVHPDIGISSK_ B4FSE9_MAIZE 2 590.81967 1179.6248 0.078522 0.039123 0.11621 47.535 47.535 4.96E-02 42.27 9308200

38707 QVIAVDGDIR Unmodified _QVIAVDGDIR_ B4FUJ3_MAIZE 2 543.30111 1084.5877 -0.038858 0.075248 0.040724 60.368 60.368 1.25E-02 30.59 861950

38708 QVLALYR Unmodified _QVLALYR_ B6SNU7_MAIZE 2 431.7609 861.50724 -0.055658 0.59856 0.51828 60.521 60.521 4.46E-01 34.92 84995

38718 QVLLSLEAFTR Unmodified _QVLLSLEAFTR_ B4FVE1_MAIZE 2 638.86662 1275.7187 0.403 0.28529 0.67751 100.64 100.64 3.83E-01 41.08 76642

38719 QVLNDFQENPR Unmodified _QVLNDFQENPR_ B4FA63_MAIZE 2 680.33622 1358.6579 0.57503 -0.2872 0.27964 56.218 56.218 3.83E-01 14.83 193230

38720 QVLNDFQENPR Unmodified _QVLNDFQENPR_ B4FA63_MAIZE 2 680.33622 1358.6579 0.65836 0.10132 0.75199 58.06 58.06 3.83E-01 27.49 698780

38721 QVLNDFQENPR Unmodified _QVLNDFQENPR_ B4FA63_MAIZE 2 680.33622 1358.6579 0.56842 -0.19736 0.36349 57.433 57.433 4.48E-03 54.85 1545500

38722 QVLNDFQENPR Unmodified _QVLNDFQENPR_ B4FA63_MAIZE 2 680.33622 1358.6579 0.50473 -0.31743 0.18025 57.991 57.991 4.43E-05 54.3 4070100

38723 QVMIRPSSK Unmodified _QVMIRPSSK_ B4FM69_MAIZE 2 523.29478 1044.575 0.1206 -0.49925 -0.39568 30.892 30.892 7.18E-01 14.62 24066

38724 QVMIRPSSK Oxidation (M) _QVM(ox)IRPSSK_ B4FM69_MAIZE 3 354.53058 1060.5699 0.79715 0.57202 1.355 28.469 28.469 1.00E+00 7.78 81859

38725 QVPPTLAPIDALER Unmodified _QVPPTLAPIDALER_ B4FAF0_MAIZE 2 760.42757 1518.8406 0.91409 -0.12368 0.77908 91.636 91.636 3.49E-01 13.78 310310

38726 QVPVPVLVPCPQGDGGVQGFR Unmodified _QVPVPVLVPCPQGDGGVQGFR_ B4FUJ3_MAIZE 2 1103.5755 2205.1365 1.1741 0.12976 1.3342 94.706 94.706 3.25E-02 51.51 104790

38727 QVSCVWDAYEATK Unmodified _QVSCVWDAYEATK_ B6T9P0_MAIZE 2 778.85612 1555.6977 0.87636 -0.22088 0.65832 73.631 73.631 2.61E-08 56.95 3240400

38728 QVSCVWDAYEATK Unmodified _QVSCVWDAYEATK_ B6T9P0_MAIZE 2 778.85612 1555.6977 0.89346 -0.14638 0.75031 74.152 74.152 1.47E-03 65 1262100

38729 QVSCVWDAYEATK Unmodified _QVSCVWDAYEATK_ B6T9P0_MAIZE 2 778.85612 1555.6977 0.89657 -0.15875 0.74096 74.876 74.876 6.20E-03 63.69 1286000

38730 QVSCVWDAYEATK Unmodified _QVSCVWDAYEATK_ B6T9P0_MAIZE 2 778.85612 1555.6977 0.90612 -0.16823 0.74081 74.505 74.505 1.47E-03 69.74 1037600

38731 QVSCVWDAYEATK Unmodified _QVSCVWDAYEATK_ B6T9P0_MAIZE 2 778.85612 1555.6977 0.93207 -0.1105 0.82463 74.415 74.415 4.68E-05 64.65 633810

38732 QVSIEEGEGK Unmodified _QVSIEEGEGK_ B4FRS1_MAIZE 2 538.26694 1074.5193 0.024679 0.28094 0.28855 36.863 36.863 3.43E-01 29.6 400270

38733 QVSTFGLALVK Unmodified _QVSTFGLALVK_ Q9SAZ6_MAIZE 2 581.84516 1161.6758 0.14357 0.008918 0.15762 81.443 81.443 4.96E-02 31.48 3048300

38734 QVSTFGLALVK Unmodified _QVSTFGLALVK_ Q9SAZ6_MAIZE 2 581.84516 1161.6758 0.084292 -0.020381 0.068736 82.259 82.259 3.83E-01 17.99 1821200

38735 QVSTFGLALVK Unmodified _QVSTFGLALVK_ Q9SAZ6_MAIZE 2 581.84516 1161.6758 0.19168 -0.85184 -0.65283 82.262 82.262 1.00E+00 4.07 286770

38736 QVSYLVIR Unmodified _QVSYLVIR_ B6U4N6_MAIZE 2 489.29256 976.57057 -0.036233 0.014585 -0.031019 66.707 66.707 3.77E-01 25.57 374920

38737 QVSYLVIR Unmodified _QVSYLVIR_ B6U4N6_MAIZE 2 489.29256 976.57057 -0.074155 0.045303 -0.037767 66.997 66.997 3.77E-01 25.56 480290

38738 QVTEYISDEPWGWYR Unmodified _QVTEYISDEPWGWYR_ Q53CF4_MAIZE 2 964.94432 1927.8741 1.2491 0.011769 1.2561 99.74 99.74 1.02E-23 77.71 425940

38739 QVTEYISDEPWGWYR Unmodified _QVTEYISDEPWGWYR_ Q53CF4_MAIZE 2 964.94432 1927.8741 1.1962 -0.18885 1.0029 100.23 100.23 7.01E-11 64.94 948960

38740 QVVAVLEK Unmodified _QVVAVLEK_ B6UAW8_MAIZE 2 443.27384 884.53312 0.02365 0.12153 0.13705 48.989 48.989 3.77E-01 41.4 802780
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38741 QVVDAQQSGTGEK Unmodified _QVVDAQQSGTGEK_ B4FEW1_MAIZE 2 673.83096 1345.6474 0.56608 0.088109 0.6625 30.71 30.71 6.20E-03 48.08 74519

38742 QWLNEIDR Unmodified _QWLNEIDR_ B4FAE1_MAIZE 2 537.27236 1072.5302 0.052008 1.0213 1.0512 67.617 67.617 1.00E+00 32.14 2123200

38743 QWLNEIDR Unmodified _QWLNEIDR_ B4FAE1_MAIZE 2 537.27236 1072.5302 -0.044541 0.69485 0.62731 68.327 68.327 7.88E-01 10.04 568530

38744 QWLNEIDR Unmodified _QWLNEIDR_ B4FAE1_MAIZE 2 537.27236 1072.5302 0.062252 0.56986 0.60972 68.854 68.854 3.77E-01 25.15 414330

38745 QWLNEIDR Unmodified _QWLNEIDR_ B4FAE1_MAIZE 2 537.27236 1072.5302 -0.031526 0.24579 0.19368 68.279 68.279 7.88E-01 36.64 691750

38746 QWLNEIDR Unmodified _QWLNEIDR_ B4FAE1_MAIZE 2 537.27236 1072.5302 -0.086624 0.32971 0.2219 70.373 70.373 3.77E-01 24.18 1252000

38747 QWPCAAGQK Unmodified _QWPCAAGQK_ CHIB_MAIZE 2 523.24782 1044.4811 0.011693 -0.32505 -0.31477 41.179 41.179 7.18E-01 12.41 879990

38748 QWPCAAGQK Unmodified _QWPCAAGQK_ CHIB_MAIZE 2 523.24782 1044.4811 -0.090577 0.37125 0.27876 40.884 40.884 1.00E+00 2.59 154730

38749 QWPCAAGQK Unmodified _QWPCAAGQK_ CHIB_MAIZE 2 523.24782 1044.4811 0.0059357 -0.50907 -0.50293 42.885 42.885 7.18E-01 6.72 250850

38750 QWPCAAGQK Unmodified _QWPCAAGQK_ CHIB_MAIZE 2 523.24782 1044.4811 -0.054109 -0.44987 -0.50366 43.605 43.605 1.00E+00 6.77 440250

38751 QWPCAAGQK Unmodified _QWPCAAGQK_ CHIB_MAIZE 2 523.24782 1044.4811 -0.13728 -0.41742 -0.55521 41.554 41.554 3.39E-01 17.33 8021000

38752 QWTFWYDIQSK Unmodified _QWTFWYDIQSK_ B6T1D2_MAIZE 2 751.35916 1500.7038 0.8846 0.97991 1.8636 103.95 103.95 1.47E-01 30.15 152260

38753 QWWFGGGTDLTPSYIIEEDVK Unmodified _QWWFGGGTDLTPSYIIEEDVK_ B4F938_MAIZE 2 1221.0866 2440.1587 1.2016 0.2935 1.501 121.74 121.74 2.97E-04 57.8 449110

38754 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 2 804.40189 1606.7892 0.96552 -0.50221 0.46563 82.723 82.723 6.20E-03 45.18 478020

38755 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 3 536.60369 1606.7892 -0.060768 0.05889 -0.00073241 83.465 83.465 2.66E-01 29.02 641900

38756 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 3 536.60369 1606.7892 0.048702 0.027054 0.077294 83.771 83.771 8.81E-01 14.29 556590

38757 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 3 536.60369 1606.7892 0.049155 -0.051296 -0.00058638 83.514 83.514 1.00E+00 1.96 562280

38758 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 3 536.60369 1606.7892 0.041995 0.085129 0.12932 83.311 83.311 1.00E+00 16.86 585950

38759 QWYLTHYGVDIGR Unmodified _QWYLTHYGVDIGR_ B4FE90_MAIZE 3 536.60369 1606.7892 -0.033366 -0.049063 -0.080333 83.319 83.319 5.38E-01 12.72 1552000

38760 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.59611 0.00315 0.56694 41.537 41.537 1.67E-02 69.63 3886600

38761 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.5743 -0.32576 0.21772 41.28 41.28 1.47E-01 24.28 28770

38762 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.62033 0.037373 0.62597 42.896 42.896 3.57E-04 43.38 674610

38763 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.62214 0.39878 0.98953 43.824 43.824 4.48E-03 57.27 810290

38764 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.66086 0.26323 0.89144 43.67 43.67 4.48E-03 46.12 552790

38765 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.6576 0.89388 1.5192 44.534 44.534 4.96E-02 53.68 604790

38766 QYAEEYDAQEK Unmodified _QYAEEYDAQEK_ B4F8K1_MAIZE 2 687.29642 1372.5783 0.48738 -0.2061 0.25062 41.594 41.594 4.48E-03 51.13 7296400

38767 QYAEEYHAQEK Unmodified _QYAEEYHAQEK_ B4FTW5_MAIZE 3 465.87736 1394.6103 -0.076797 -0.41234 -0.51971 32.695 32.695 1.00E+00 8.36 1618900

38768 QYAEEYHAQEK Unmodified _QYAEEYHAQEK_ B4FTW5_MAIZE 2 698.31241 1394.6103 0.45984 -0.30479 0.12255 32.775 32.775 1.47E-01 25.27 361590

38769 QYANVLDKPLSR Unmodified _QYANVLDKPLSR_ B4FGI9_MAIZE 3 468.5929 1402.7569 -0.22227 -0.15226 -0.3946 60.873 60.873 2.46E-02 36.36 619480

38770 QYAQEYDAQEK Unmodified _QYAQEYDAQEK_ B4FSG3_MAIZE 2 686.80441 1371.5943 0.57116 0.23621 0.77974 39.015 39.015 1.67E-02 53.07 539340

38771 QYCEASASLSR Unmodified _QYCEASASLSR_ B4FLU0_MAIZE 2 636.28787 1270.5612 0.35994 -0.24633 0.096029 43.613 43.613 1.47E-01 42.45 526680

38772 QYCEASASLTR Unmodified _QYCEASASLTR_ B6TUE7_MAIZE 2 643.2957 1284.5768 0.37064 0.17737 0.53403 45.295 45.295 3.83E-01 27.01 39256

38773 QYCEASASLTR Unmodified _QYCEASASLTR_ B6TUE7_MAIZE 2 643.2957 1284.5768 0.42341 0.31981 0.72955 45.358 45.358 1.47E-01 28.75 314270

38774 QYCQQLR Unmodified _QYCQQLR_ B4FTS6_MAIZE 2 498.24 994.46544 0.060302 -0.40414 -0.34923 34.432 34.432 1.00E+00 18.14 57383
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38775 QYCQQLR Unmodified _QYCQQLR_ B4FTS6_MAIZE 2 498.24 994.46544 -0.087749 0.10446 0.0099807 35.84 35.84 1.00E+00 21.66 268810

38776 QYCQQLR Unmodified _QYCQQLR_ B4FTS6_MAIZE 2 498.24 994.46544 -0.11247 -0.21258 -0.33037 33.226 33.226 4.46E-01 36.73 1870900

38777 QYGIHLGTEMCK Oxidation (M) _QYGIHLGTEM(ox)CK_ MTHR1_MAIZE 3 484.89185 1451.6537 -0.12514 -0.083796 -0.20786 53.629 53.629 1.00E+00 7.38 2459100

38778 QYGIHLGTEMCK Oxidation (M) _QYGIHLGTEM(ox)CK_ MTHR1_MAIZE 2 726.83413 1451.6537 0.82824 0.57339 1.401 53.616 53.616 2.29E-02 12.63 320400

38779 QYGIHLGTEMCK Unmodified _QYGIHLGTEMCK_ MTHR1_MAIZE 3 479.56021 1435.6588 -0.1163 0.14859 0.029791 61.499 61.499 1.00E+00 7.2 1684200

38780 QYHAAYQELR Unmodified _QYHAAYQELR_ B6SY37_MAIZE 3 426.87904 1277.6153 0.1809 0.38075 0.53335 43.784 43.784 3.32E-01 36.34 671930

38781 QYHAAYQELR Unmodified _QYHAAYQELR_ B6SY37_MAIZE 3 426.87904 1277.6153 0.11219 0.45502 0.53894 44.554 44.554 3.32E-01 18.34 1164900

38782 QYHNVNINVAVQTEHGLFVPVIR Unmodified _QYHNVNINVAVQTEHGLFVPVIR_ B6TUA2_MAIZE 4 662.60804 2646.4031 0.534 0.10013 0.63601 93.186 93.186 7.34E-03 32.86 758290

38783 QYHNVNINVAVQTEHGLFVPVIR Unmodified _QYHNVNINVAVQTEHGLFVPVIR_ B6TUA2_MAIZE 4 662.60804 2646.4031 0.51173 -0.34777 0.16697 92.614 92.614 1.96E-03 32.4 5386600

38784 QYHNVNINVAVQTEHGLFVPVIR Unmodified _QYHNVNINVAVQTEHGLFVPVIR_ B6TUA2_MAIZE 3 883.14163 2646.4031 1.1425 -0.14938 0.99618 92.334 92.334 1.82E-07 69.01 1087300

38785 QYIVAYNNLK Unmodified _QYIVAYNNLK_ B4G1Q6_MAIZE 2 613.33241 1224.6503 0.25686 -0.75111 -0.52273 63.671 63.671 7.11E-01 16 120650

38786 QYIVAYNNLK Unmodified _QYIVAYNNLK_ B4G1Q6_MAIZE 2 613.33241 1224.6503 0.31228 -0.751 -0.46711 64.817 64.817 1.00E+00 5.05 250110

38787 QYIVAYNNLK Unmodified _QYIVAYNNLK_ B4G1Q6_MAIZE 2 613.33241 1224.6503 0.3997 -0.20662 0.16367 64.191 64.191 1.00E+00 17.7 203680

38788 QYIVAYNNLK Unmodified _QYIVAYNNLK_ B4G1Q6_MAIZE 2 613.33241 1224.6503 0.2937 -0.078052 0.18758 64.537 64.537 2.81E-03 39.78 1351500

38789 QYIVAYNNLK Unmodified _QYIVAYNNLK_ B4G1Q6_MAIZE 2 613.33241 1224.6503 0.24154 -0.02042 0.19152 64.719 64.719 1.25E-02 29.82 3363000

38790 QYNIEDPAKPFLAGQVWVGGLLQK Unmodified _QYNIEDPAKPFLAGQVWVGGLLQK_ B4FAL8_MAIZE 3 891.14627 2670.417 1.1463 -0.26843 0.87417 114.72 114.72 1.68E-04 30.89 400100

38791 QYNIEDPAKPFLAGQVWVGGLLQK Unmodified _QYNIEDPAKPFLAGQVWVGGLLQK_ B4FAL8_MAIZE 3 891.14627 2670.417 1.1736 -0.018032 1.1515 117.35 117.35 8.62E-01 7.48 74661

38792 QYNIEDPAKPFLAGQVWVGGLLQK Unmodified _QYNIEDPAKPFLAGQVWVGGLLQK_ B4FAL8_MAIZE 3 891.14627 2670.417 1.2164 -0.025262 1.1869 118.49 118.49 3.25E-07 39.18 258630

38793 QYNIEDPAKPFLAGQVWVGGLLQK Unmodified _QYNIEDPAKPFLAGQVWVGGLLQK_ B4FAL8_MAIZE 3 891.14627 2670.417 1.1453 0.39117 1.5314 118.04 118.04 1.84E-07 52.75 969900

38794 QYNSYAHTSWK Unmodified _QYNSYAHTSWK_ B4F840_MAIZE 3 462.2142 1383.6208 -0.072971 0.24709 0.1587 48.285 48.285 3.45E-01 13.81 1262100

38795 QYPDKDAAITFLEGVITK Unmodified _QYPDKDAAITFLEGVITK_ B4FQ29_MAIZE 3 670.35785 2008.0517 0.58301 0.43653 1.0123 115.3 115.3 3.64E-01 5.62 167680

38796 QYPDKDAAITFLEGVITK Unmodified _QYPDKDAAITFLEGVITK_ B4FQ29_MAIZE 3 670.35785 2008.0517 0.63411 0.19381 0.82187 115.63 115.63 5.85E-01 5.29 138510

38797 QYQLPLQR Unmodified _QYQLPLQR_ B6UDG4_MAIZE 2 523.29309 1044.5716 -0.0083354 -0.52776 -0.55445 63.07 63.07 1.00E+00 2.15 451770

38798 QYQLPLQR Unmodified _QYQLPLQR_ B6UDG4_MAIZE 2 523.29309 1044.5716 -0.064924 0.025982 -0.057313 62.794 62.794 1.65E-01 36.05 1780200

38799 QYSPSQVGAFVLTK Unmodified _QYSPSQVGAFVLTK_ B4F8Q2_MAIZE 2 762.90647 1523.7984 0.88318 -0.74858 0.1399 81.049 81.049 3.56E-04 67.28 434430

38800 QYSPSQVGAFVLTK Unmodified _QYSPSQVGAFVLTK_ B4F8Q2_MAIZE 2 762.90647 1523.7984 0.85299 -0.31742 0.54089 81.721 81.721 3.56E-04 81.21 339110

38801 QYTIQVGENELVLK Unmodified _QYTIQVGENELVLK_ B6T5S0_MAIZE 2 817.44342 1632.8723 0.96144 -0.33965 0.61058 90.438 90.438 2.96E-06 61.16 774190

38802 QYVATRPVYPPELFDFIASK Unmodified _QYVATRPVYPPELFDFIASK_ B6TX72_MAIZE 3 781.07908 2340.2154 0.97593 0.73765 1.7071 115.05 115.05 1.62E-02 12 127660

38803 QYVVQPPTIEK Unmodified _QYVVQPPTIEK_ B6SIP2_MAIZE 2 651.35863 1300.7027 0.31209 0.1249 0.43383 64.325 64.325 3.60E-06 40.88 792240

38804 QYVVQPPTVEK Unmodified _QYVVQPPTVEK_ B4FJB5_MAIZE 2 644.3508 1286.6871 0.31873 0.038637 0.361 58.735 58.735 3.60E-06 46.81 410270

38805 QYVWEGQADSGSYTIR Unmodified _QYVWEGQADSGSYTIR_ B6UCZ5_MAIZE 2 930.43157 1858.8486 1.1552 0.1182 1.2706 77.442 77.442 1.42E-33 103.05 540540

38806 QYYQETLNAK Unmodified _QYYQETLNAK_ B6THH6_MAIZE 2 629.30913 1256.6037 0.35089 -0.077595 0.24645 48.241 48.241 1.25E-02 31.99 682250

38807 QYYQETLNAK Unmodified _QYYQETLNAK_ B6THH6_MAIZE 2 629.30913 1256.6037 0.24876 -0.75855 -0.53605 50.477 50.477 1.25E-02 38.98 393560

38808 QYYQETLNAK Unmodified _QYYQETLNAK_ B6THH6_MAIZE 2 629.30913 1256.6037 0.37304 -0.56082 -0.21369 49.782 49.782 1.25E-02 39.75 282850
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38809 QYYQETLNAK Unmodified _QYYQETLNAK_ B6THH6_MAIZE 2 629.30913 1256.6037 0.34526 0.01859 0.33705 50.602 50.602 4.40E-02 47.9 1167300

38810 QYYQETLNAK Unmodified _QYYQETLNAK_ B6THH6_MAIZE 2 629.30913 1256.6037 0.36023 -0.21329 0.12051 50.494 50.494 1.25E-02 60.19 1008600

38811 RAADENIREEAAR Unmodified _RAADENIREEAAR_ B6TPP7_MAIZE 3 500.92197 1499.7441 0.0097881 -0.29904 -0.33113 34.204 34.204 3.08E-01 14.5 261920

38812 RAAEAQPEQPASDSSS Unmodified _RAAEAQPEQPASDSSS_ B6SU00_MAIZE 2 815.8688 1629.7231 1.0927 0.50584 1.5765 30.829 30.829 1.02E-04 34.04 14977

38813 RAAEAQPEQPASDSSS Unmodified _RAAEAQPEQPASDSSS_ B6SU00_MAIZE 2 815.8688 1629.7231 1.0257 0.011725 1.0163 28.284 28.284 1.27E-09 69.64 173730

38814 RAAGVLDNHDEGER Unmodified _RAAGVLDNHDEGER_ B6T2Z0_MAIZE 3 513.58172 1537.7233 -0.24537 -0.14341 -0.40054 32.437 32.437 4.40E-03 37.38 941770

38815 RAAGVLDNHDEGER Unmodified _RAAGVLDNHDEGER_ B6T2Z0_MAIZE 2 769.86894 1537.7233 0.91707 -0.31119 0.59332 32.425 32.425 3.51E-02 22.34 15238

38816 RAAGVLDNHDEGER Unmodified _RAAGVLDNHDEGER_ B6T2Z0_MAIZE 3 513.58172 1537.7233 0.041149 -0.16888 -0.14083 30.883 30.883 2.26E-02 34.82 71869

38817 RAALSDFDR Unmodified _RAALSDFDR_ B4FUA9_MAIZE 2 525.76998 1049.5254 -0.11933 -0.30211 -0.43674 48.46 48.46 3.32E-02 31.72 270940

38818 RACLDFLDK Unmodified _RACLDFLDK_ B4FF57_MAIZE 2 569.28969 1136.5648 0.14227 -0.33734 -0.19964 66.49 66.49 3.32E-02 28.18 310480

38819 RACTYTVQIK Unmodified _RACTYTVQIK_ B4G0V9_MAIZE 2 620.32934 1238.6441 0.21116 -0.57801 -0.36753 43.511 43.511 4.40E-02 34.74 289680

38820 RADLGYNYGVILIPEGLIDFIPEVQK Unmodified _RADLGYNYGVILIPEGLIDFIPEVQK_ B4FQM2_MAIZE 3 978.19881 2931.5746 1.2377 0.08394 1.3131 129.9 129.9 4.46E-06 54.85 1141500

38821 RADPASPYTVAQYNSPFEFTGR Unmodified _RADPASPYTVAQYNSPFEFTGR_ B6T0C0_MAIZE 3 825.39602 2473.1662 0.99452 -0.22589 0.76546 87.17 87.17 8.27E-10 57.77 1067000

38822 RAEELVER Unmodified _RAEELVER_ B6SZF0_MAIZE 2 501.27236 1000.5302 -0.0077889 -0.33045 -0.37576 30.702 30.702 5.06E-02 31.73 593470

38823 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 2 722.8699 1443.7252 0.75209 -0.35486 0.36833 37.869 37.869 2.07E-09 45.78 351390

38824 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.016513 -0.070184 -0.11652 37.878 37.878 8.04E-02 36.9 875410

38825 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.1822 0.058436 -0.15349 37.352 37.352 2.46E-02 35.67 419450

38826 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 2 722.8699 1443.7252 0.73583 -0.15282 0.55409 37.344 37.344 4.91E-03 35.14 199790

38827 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.035179 -0.20315 -0.26808 40.083 40.083 8.04E-02 34.37 416640

38828 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 2 722.8699 1443.7252 0.75836 -0.31951 0.40971 40.073 40.073 9.49E-04 33.6 170500

38829 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 2 722.8699 1443.7252 0.80307 -0.36041 0.41372 39.277 39.277 4.91E-03 36.13 139730

38830 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.019442 -0.32162 -0.37103 39.327 39.327 8.04E-02 31.98 365980

38831 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.035732 -0.061055 -0.12515 40.101 40.101 7.68E-01 20.69 306950

38832 RAEQMLINNPSR Oxidation (M) _RAEQM(ox)LINNPSR_ B4FUH2_MAIZE 3 482.24903 1443.7252 -0.10473 0.081825 -0.052585 40.646 40.646 4.50E-01 27.2 935900

38833 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 3 476.91739 1427.7303 -0.046631 -0.19461 -0.27371 44.769 44.769 2.11E-01 28.52 5368800

38834 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 2 714.87244 1427.7303 0.70499 -0.1673 0.50657 44.774 44.774 2.05E-12 56.9 3893500

38835 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 3 476.91739 1427.7303 -0.16987 -0.052966 -0.25375 44.727 44.727 8.04E-02 16.97 627500

38836 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 2 714.87244 1427.7303 0.68926 -0.24558 0.41159 44.732 44.732 1.68E-09 47.03 329350

38837 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 3 476.91739 1427.7303 -0.042007 -0.22627 -0.30001 47.203 47.203 2.11E-01 14.31 598160

38838 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 2 714.87244 1427.7303 0.69566 -0.12051 0.54294 47.208 47.208 1.68E-09 48.95 340260

38839 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 3 476.91739 1427.7303 -0.0048733 -0.1807 -0.21705 46.454 46.454 2.11E-01 8.09 383730

38840 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 2 714.87244 1427.7303 0.77367 -0.035908 0.70625 46.893 46.893 2.05E-12 56.46 374360

38841 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 3 476.91739 1427.7303 -0.10242 -0.04151 -0.17514 47.701 47.701 7.68E-01 18.88 1153600

38842 RAEQMLINNPSR Unmodified _RAEQMLINNPSR_ B4FUH2_MAIZE 2 714.87244 1427.7303 0.70696 -0.13396 0.54172 47.699 47.699 1.68E-09 54.19 789970
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38843 RAFDDVNHQLQTK Unmodified _RAFDDVNHQLQTK_ B4FS99_MAIZE 3 524.60234 1570.7852 -0.11846 -0.48827 -0.6059 50.701 50.701 6.66E-04 22.28 1118100

38844 RAGAEIDTMK Oxidation (M) _RAGAEIDTM(ox)K_ B4FGM4_MAIZE 2 554.27678 1106.539 0.209 -0.36331 -0.17475 22.694 22.694 1.00E+00 7.65 7228.3

38845 RAGAEIDTMK Unmodified _RAGAEIDTMK_ B4FGM4_MAIZE 2 546.27932 1090.5441 0.055067 -0.22458 -0.19391 35.3 35.3 4.40E-02 49.63 32973

38846 RAGAEIDTMKK Oxidation (M) _RAGAEIDTM(ox)KK_ B4FGM4_MAIZE 3 412.55193 1234.634 0.12276 0.23227 0.32953 21.187 21.187 3.45E-01 9.21 14724

38847 RAGAEIDTMKK Unmodified _RAGAEIDTMKK_ B4FGM4_MAIZE 3 407.2203 1218.6391 0.22226 0.4405 0.63294 29.967 29.967 1.00E+00 6.42 10864

38848 RAGLHVTATCGAR Unmodified _RAGLHVTATCGAR_ B4FJT5_MAIZE 3 457.24209 1368.7044 -0.0095533 -0.33931 -0.3447 32.488 32.488 1.41E-02 61.29 404940

38849 RAGWGVMASHR Oxidation (M) _RAGWGVM(ox)ASHR_ ENO1_MAIZE 3 415.20861 1242.604 0.32065 -0.26649 0.049309 31.052 31.052 5.15E-02 22.37 100180

38850 RAGWGVMASHR Unmodified _RAGWGVMASHR_ ENO1_MAIZE 3 409.87697 1226.6091 0.36103 0.068132 0.42013 39.698 39.698 1.91E-02 29.84 411310

38851 RAIDLAER Unmodified _RAIDLAER_ B4F9D4_MAIZE 2 472.26962 942.52468 0.00083814 -0.39279 -0.42889 39.724 39.724 1.65E-01 34.73 141320

38852 RAIELAESR Unmodified _RAIELAESR_ B4FP50_MAIZE 2 522.79345 1043.5724 0.048293 -0.43824 -0.43342 38.76 38.76 3.21E-03 38.22 495130

38853 RAIELAESR Unmodified _RAIELAESR_ B4FP50_MAIZE 2 522.79345 1043.5724 -0.046496 -0.23482 -0.32572 38.576 38.576 1.01E-02 27.56 567470

38854 RAIELAESR Unmodified _RAIELAESR_ B4FP50_MAIZE 2 522.79345 1043.5724 0.028468 -0.033671 -0.048945 38.374 38.374 9.73E-03 43.65 545330

38855 RAIGVEINK Unmodified _RAIGVEINK_ B6SYW9_MAIZE 2 500.30092 998.58728 0.0011459 -0.27141 -0.29878 38.622 38.622 3.39E-01 17.34 439010

38856 RAIGVEINK Unmodified _RAIGVEINK_ B6SYW9_MAIZE 2 500.30092 998.58728 0.0080088 -0.62947 -0.64901 40.823 40.823 7.18E-01 11.07 176670

38857 RAIGVEINK Unmodified _RAIGVEINK_ B6SYW9_MAIZE 2 500.30092 998.58728 -0.17037 -0.42529 -0.62459 42.525 42.525 7.18E-01 16.7 304770

38858 RAIGVEVNK Unmodified _RAIGVEVNK_ B6T1F2_MAIZE 2 493.29309 984.57163 -0.072772 -0.30385 -0.39682 36.074 36.074 7.18E-01 22.66 88742

38859 RAIYGATFR Unmodified _RAIYGATFR_ B4FI86_MAIZE 2 527.79326 1053.572 -0.032509 -0.35671 -0.40679 46.382 46.382 1.01E-02 40.27 560470

38860 RAIYGATFR Unmodified _RAIYGATFR_ B4FI86_MAIZE 2 527.79326 1053.572 -0.062349 -0.28101 -0.36049 50.044 50.044 9.73E-03 34.83 127950

38861 RALDTGIFER Unmodified _RALDTGIFER_ B4G1C2_MAIZE 2 589.31984 1176.6251 0.13386 0.16471 0.28651 62.558 62.558 1.62E-03 34.99 3813700

38862 RALLGESNEFVGDK Unmodified _RALLGESNEFVGDK_ B4FNW1_MAIZE 2 767.89664 1533.7787 0.83984 -0.076414 0.75026 61.47 61.47 2.00E-19 72.63 1086000

38863 RANASQYGLAAGVFTNSLDTANTLTR Unmodified _RANASQYGLAAGVFTNSLDTANTLTR_ Q43274_MAIZE 3 904.79484 2711.3627 1.2529 0.49417 1.7394 97.822 97.822 7.02E-03 59.58 439340

38864 RANCSCGASCNCASCASA Unmodified _RANCSCGASCNCASCASA_ B6SIN8_MAIZE 2 982.35022 1962.6859 1.2145 -0.34095 0.8833 29.025 29.025 8.94E-06 44.03 46890

38865 RANCSCGASCNCASCASA Unmodified _RANCSCGASCNCASCASA_ B6SIN8_MAIZE 2 982.35022 1962.6859 1.1864 -0.30821 0.88756 32.245 32.245 3.01E-01 20.15 15299

38866 RAPFDLFDTK Unmodified _RAPFDLFDTK_ B6TB25_MAIZE 2 605.31676 1208.619 0.27483 0.13975 0.41441 82.147 82.147 2.81E-03 31.88 2211900

38867 RAPFDLFDTK Unmodified _RAPFDLFDTK_ B6TB25_MAIZE 2 605.31676 1208.619 0.23388 -0.01013 0.22441 85.269 85.269 3.43E-01 11.22 29069

38868 RAPFDLFDTK Unmodified _RAPFDLFDTK_ B6TB25_MAIZE 2 605.31676 1208.619 0.2255 0.063838 0.28873 82.95 82.95 1.62E-03 44.73 1420300

38869 RAPFDLFDTK Unmodified _RAPFDLFDTK_ B6TB25_MAIZE 2 605.31676 1208.619 0.27206 0.17418 0.44554 83.302 83.302 2.81E-03 38.49 1465100

38870 RAPFDLFDTK Unmodified _RAPFDLFDTK_ B6TB25_MAIZE 2 605.31676 1208.619 0.26189 0.14752 0.40906 83.02 83.02 2.81E-03 37.26 2625100

38871 RAPFDLFDTR Unmodified _RAPFDLFDTR_ HSP82_MAIZE 2 619.31984 1236.6251 0.32054 0.25733 0.57903 87.816 87.816 3.43E-01 15.39 31379

38872 RAPFDLFDTR Unmodified _RAPFDLFDTR_ HSP82_MAIZE 2 619.31984 1236.6251 0.29422 0.23907 0.53287 84.948 84.948 2.81E-03 30.21 1277700

38873 RAPLPAGAAAR Unmodified _RAPLPAGAAAR_ B6SLZ5_MAIZE 2 525.81198 1049.6094 -0.039839 0.096179 0.021229 34.95 34.95 4.96E-02 37.01 30292

38874 RAPSAFFVFMEEFR Oxidation (M) _RAPSAFFVFM(ox)EEFR_ MNB1B_MAIZE 3 583.9521 1748.8345 0.13997 0.20306 0.34024 103.22 103.22 7.06E-02 25.61 385180

38875 RAPSAFFVFMEEFRK Oxidation (M) _RAPSAFFVFM(ox)EEFRK_ MNB1B_MAIZE 3 626.65042 1876.9294 0.3444 0.010041 0.34757 93.149 93.149 1.78E-02 33.28 167630

38876 RAPSAFFVFMEEFRK Oxidation (M) _RAPSAFFVFM(ox)EEFRK_ MNB1B_MAIZE 3 626.65042 1876.9294 0.33768 0.022828 0.35312 94.732 94.732 9.27E-03 25.5 197780
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38877 RAPSAFFVFMEEFRK Unmodified _RAPSAFFVFMEEFRK_ MNB1B_MAIZE 3 621.31878 1860.9345 0.22563 -0.060246 0.15702 130.68 130.68 3.84E-05 36.09 187010

38878 RAPSAFFVFMEEFRK Unmodified _RAPSAFFVFMEEFRK_ MNB1B_MAIZE 4 466.2409 1860.9345 -0.041535 -0.1747 -0.22397 130.68 130.68 1.00E+00 7.2 64068

38879 RASEAELLSK Unmodified _RASEAELLSK_ B6TVJ7_MAIZE 2 552.3064 1102.5982 0.09234 -0.356 -0.30655 37.861 37.861 2.81E-03 58.64 165560

38880 RAVFGLPPLRP Unmodified _RAVFGLPPLRP_ B6TL20_MAIZE 2 611.87458 1221.7346 0.31012 -0.23183 0.07206 77.64 77.64 4.96E-02 14 268890

38881 RAVQSGDVSLK Unmodified _RAVQSGDVSLK_ B4FBW5_MAIZE 2 580.32512 1158.6357 0.15211 -0.060221 0.088381 36.563 36.563 1.47E-01 31.41 170590

38882 RCGWLDIVALK Unmodified _RCGWLDIVALK_ PURA_MAIZE B 2 665.86864 1329.7227 0.57638 0.47067 1.0423 91.546 91.546 4.48E-03 37.09 483000

38883 RDDLFITSK Unmodified _RDDLFITSK_ B4FID4_MAIZE 2 547.79566 1093.5768 0.016367 -0.35796 -0.34831 49.854 49.854 1.00E+00 11.23 4979000

38884 RDDLFITSK Unmodified _RDDLFITSK_ B4FID4_MAIZE 2 547.79566 1093.5768 -0.034701 0.084623 0.042902 55.366 55.366 9.73E-03 48.49 3764400

38885 RDDSVVDDYHGVR Unmodified _RDDSVVDDYHGVR_ B6U134_MAIZE 3 511.57445 1531.7015 -0.033299 -0.40636 -0.42681 45.525 45.525 2.15E-08 39.95 1607200

38886 RDDTAEILK Unmodified _RDDTAEILK_ B4FI76_MAIZE 2 530.7853 1059.556 -0.070992 -0.21618 -0.30967 40.592 40.592 9.73E-03 39.65 2293200

38887 RDEALGR Unmodified _RDEALGR_ B4FVN5_MAIZE 2 408.71976 815.42496 0.40052 0.035329 0.40769 18.016 18.016 1.00E+00 8.79 6904.4

38888 RDEALGR Unmodified _RDEALGR_ B4FVN5_MAIZE 2 408.71976 815.42496 0.43215 -0.03368 0.3708 18.167 18.167 1.00E+00 26.74 8080.3

38889 RDEALGR Unmodified _RDEALGR_ B4FVN5_MAIZE 2 408.71976 815.42496 0.4403 0.21771 0.62922 18.797 18.797 1.00E+00 7.7 9844.1

38890 RDEALGR Unmodified _RDEALGR_ B4FVN5_MAIZE 2 408.71976 815.42496 0.29911 0.24434 0.51539 17.493 17.493 8.04E-02 31.36 101750

38891 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.16227 -0.18017 -0.041066 59.428 59.428 4.40E-05 77.7 10864000

38892 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.10659 -0.3155 -0.22978 61.587 61.587 4.40E-02 28.34 39357

38893 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.13774 0.004849 0.11947 60.235 60.235 5.76E-06 72.73 3575200

38894 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.1532 0.12775 0.25851 61.639 61.639 4.40E-05 64.13 4909400

38895 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.16894 0.16507 0.31027 61.023 61.023 4.40E-05 64.37 3721600

38896 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.11614 0.43529 0.52804 61.456 61.456 1.62E-03 76.88 1580200

38897 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.12471 0.23386 0.33494 61.367 61.367 4.40E-05 64.5 12799000

38898 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.11652 0.11295 0.20701 61.643 61.643 1.62E-03 70.86 1125900

38899 RDELTLEGIK Unmodified _RDELTLEGIK_ B4FBK3_MAIZE 2 587.32733 1172.6401 0.18789 0.1863 0.35093 60.299 60.299 2.81E-03 47.36 626680

38900 RDFAAQAAAK Unmodified _RDFAAQAAAK_ O22453_MAIZE 2 524.78035 1047.5461 0.097592 -0.4271 -0.35795 30.342 30.342 1.25E-02 40.8 71023

38901 RDFAAQAAAK Unmodified _RDFAAQAAAK_ O22453_MAIZE 2 524.78035 1047.5461 0.065359 -0.4521 -0.41488 29.701 29.701 1.25E-02 35.02 34299

38902 RDHSDVSNQLYANYAIGK Unmodified _RDHSDVSNQLYANYAIGK_ B6T9C0_MAIZE 3 684.33622 2049.9868 0.62328 -0.10062 0.50747 63.591 63.591 9.01E-03 50.22 1226800

38903 RDIGIAAGLIR Unmodified _RDIGIAAGLIR_ B4FHG3_MAIZE 3 385.57166 1153.6931 0.50323 -0.25241 0.22843 68.291 68.291 4.45E-03 42.09 1061100

38904 RDIGIAAGLIR Unmodified _RDIGIAAGLIR_ B4FHG3_MAIZE 2 577.85385 1153.6931 0.090119 -0.08339 -0.015601 68.299 68.299 3.57E-04 43.91 978960

38905 RDLDQVAGR Unmodified _RDLDQVAGR_ B4FD90_MAIZE 2 515.27543 1028.5363 -0.17026 0.10893 -0.06552 33.888 33.888 1.01E-02 35.56 99957

38906 RDLDQVAGR Unmodified _RDLDQVAGR_ B4FD90_MAIZE 2 515.27543 1028.5363 -0.16148 -0.37944 -0.54488 36.894 36.894 9.73E-03 46.47 1601400

38907 RDLDQVAGR Unmodified _RDLDQVAGR_ B4FD90_MAIZE 3 343.85271 1028.5363 0.97981 0.024045 0.99738 36.876 36.876 1.00E+00 14.23 55527

38908 RDNVPCSVR Unmodified _RDNVPCSVR_ B6TQ80_MAIZE 2 551.77474 1101.5349 0.10148 -0.21977 -0.11177 29.001 29.001 3.32E-02 25.56 3501.7
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38909 RDPLYLER Unmodified _RDPLYLER_ B6TJ76_MAIZE 2 531.29055 1060.5665 0.0022977 -0.16385 -0.19048 51.378 51.378 5.06E-02 32.18 1333000

38910 RDPYDDLIAR Unmodified _RDPYDDLIAR_ B6SI77_MAIZE 2 617.31475 1232.6149 0.1946 -0.055509 0.12169 64.926 64.926 1.25E-02 39.54 207870

38911 RDPYDDLIAR Unmodified _RDPYDDLIAR_ B6SI77_MAIZE 3 411.87893 1232.6149 0.17632 -0.082281 0.076488 64.924 64.924 1.00E+00 16.02 32057

38912 REDIPYIR Unmodified _REDIPYIR_ B4F845_MAIZE 2 531.29055 1060.5665 -0.040021 0.11094 0.040726 57.299 57.299 5.06E-02 30.8 1341800

38913 REDLFITSK Unmodified _REDLFITSK_ A2T1W7_MAIZE 2 554.80349 1107.5924 -0.0029396 -0.081468 -0.099222 54.706 54.706 1.01E-02 49.5 5859200

38914 REDLFITTK Unmodified _REDLFITTK_ B4FMP6_MAIZE 2 561.81131 1121.6081 0.15371 -0.10161 0.041195 53.762 53.762 1.12E-01 30.32 407140

38915 REDLFITTK Unmodified _REDLFITTK_ B4FMP6_MAIZE 2 561.81131 1121.6081 0.15579 0.40133 0.54683 56.481 56.481 1.12E-01 20.61 11315

38916 REDLFITTK Unmodified _REDLFITTK_ B4FMP6_MAIZE 2 561.81131 1121.6081 0.022553 0.2006 0.21249 56.332 56.332 1.01E-02 37.85 3641300

38917 REEFQDEEMPDVR Oxidation (M) _REEFQDEEM(ox)PDVR_ B6TCR9_MAIZE 3 565.91415 1694.7206 0.024905 -0.37679 -0.36309 47.719 47.719 4.23E-03 48.54 3220200

38918 REEMAGVLR Oxidation (M) _REEM(ox)AGVLR_ B4FW07_MAIZE 2 538.77949 1075.5444 0.036254 -0.021038 -0.0078475 31.653 31.653 1.00E+00 8.96 43133

38919 REEMAGVLR Unmodified _REEMAGVLR_ B4FW07_MAIZE 2 530.78203 1059.5495 -0.074095 0.30052 0.19881 46.146 46.146 3.13E-03 50.84 172360

38920 REEPFQPR Unmodified _REEPFQPR_ B6SH65_MAIZE 2 529.77252 1057.5305 0.067039 2.2754 2.3187 36.875 36.875 1.65E-01 29.02 96818

38921 REEPFQPR Unmodified _REEPFQPR_ B6SH65_MAIZE 2 529.77252 1057.5305 0.028823 0.30883 0.31735 36.72 36.72 2.92E-02 39.89 268630

38922 REEPFQPR Unmodified _REEPFQPR_ B6SH65_MAIZE 3 353.51744 1057.5305 0.95398 0.54618 1.4798 36.672 36.672 9.92E-01 11.45 80073

38923 RELVGDNAPAEAATAVVAA Unmodified _RELVGDNAPAEAATAVVAA_ B6T4A2_MAIZE 2 912.97615 1823.9377 1.0682 -0.1853 0.86841 75.574 75.574 1.26E-01 21.06 514160

38924 RELVGDSAPAEAAATVAA Unmodified _RELVGDSAPAEAAATVAA_ B6SIM7_MAIZE 2 849.93649 1697.8584 1.0339 -0.13437 0.88139 67.454 67.454 7.30E-02 34.3 596100

38925 REVSHIFR Unmodified _REVSHIFR_ B6THA7_MAIZE 3 348.52968 1042.5672 1.1213 -0.23492 0.87447 37.168 37.168 3.42E-02 47.89 116290

38926 RFADSLGHPK Unmodified _RFADSLGHPK_ CATA3_MAIZE 3 376.53672 1126.5883 0.78284 -0.98835 -0.21069 36.749 36.749 2.55E-01 21.74 76100

38927 RFDCPQVYK Unmodified _RFDCPQVYK_ B6TSB9_MAIZE 2 606.79514 1211.5757 0.17608 -0.032639 0.1473 47.749 47.749 9.73E-03 39.28 4000300

38928 RFDDPQTQK Unmodified _RFDDPQTQK_ B4F8Q2_MAIZE 2 567.78054 1133.5465 0.24945 0.032139 0.28288 28.195 28.195 7.18E-01 15.48 21841

38929 RFDDPQTQK Unmodified _RFDDPQTQK_ B4F8Q2_MAIZE 2 567.78054 1133.5465 0.20715 -0.050331 0.15796 29.059 29.059 1.00E+00 6.08 28350

38930 RFDDPQTQK Unmodified _RFDDPQTQK_ B4F8Q2_MAIZE 2 567.78054 1133.5465 0.2224 -0.018952 0.20587 28.33 28.33 1.12E-01 29.53 104580

38931 RFDDPQTQK Unmodified _RFDDPQTQK_ B4F8Q2_MAIZE 2 567.78054 1133.5465 0.17503 -0.098789 0.079028 28.815 28.815 1.01E-02 36.61 232060

38932 RFDDPQTQK Unmodified _RFDDPQTQK_ B4F8Q2_MAIZE 2 567.78054 1133.5465 0.12968 0.21352 0.34492 29.528 29.528 1.00E+00 6.05 12177

38933 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.26223 0.26962 0.53283 35.969 35.969 5.76E-06 60 228240

38934 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.18264 0.59229 0.77521 35.085 35.085 2.81E-03 30.63 76374

38935 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.21169 0.078453 0.28994 37.901 37.901 4.40E-05 46.74 203580

38936 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.285 0.29569 0.581 37.09 37.09 1.62E-03 41.15 151540

38937 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.25841 0.42971 0.68768 37.803 37.803 1.84E-04 40.65 227160

38938 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.20727 -0.25396 -0.045261 37.719 37.719 1.84E-04 50.14 3465400

38939 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 3 389.85115 1166.5316 0.48748 -0.2051 0.28229 37.692 37.692 1.00E+00 0.67 984180

38940 RFDSEVSGDR Unmodified _RFDSEVSGDR_ B4FBJ7_MAIZE 2 584.27308 1166.5316 0.18626 0.10602 0.29326 35.768 35.768 4.40E-05 55 221820

38941 RFDSEVSGDREVQR Unmodified _RFDSEVSGDREVQR_ B4FBJ7_MAIZE 3 560.60805 1678.8023 0.051822 -0.52185 -0.47229 42.853 42.853 2.26E-02 22.42 1447800

38942 RFELDVALNK Unmodified _RFELDVALNK_ B4F872_MAIZE 2 602.83786 1203.6612 0.2404 0.19039 0.4099 70.823 70.823 2.81E-03 35.16 432070
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38943 RFEQILK Unmodified _RFEQILK_ B6U4M0_MAIZE 2 467.27945 932.54435 0.0093628 0.089855 0.073183 47.019 47.019 7.83E-01 23.78 572880

38944 RFEQILK Unmodified _RFEQILK_ B6U4M0_MAIZE 2 467.27945 932.54435 -0.045251 -0.11164 -0.18259 49.69 49.69 1.86E-01 30.11 324480

38945 RFEVDEILNK Unmodified _RFEVDEILNK_ Q49HE2_MAIZE 2 631.8406 1261.6667 0.3748 -0.20181 0.15292 73.106 73.106 1.25E-02 45.46 1244200

38946 RFEVDEILNK Unmodified _RFEVDEILNK_ Q49HE2_MAIZE 2 631.8406 1261.6667 0.33264 0.084196 0.3959 72.958 72.958 1.25E-02 53.62 656060

38947 RFEVDEILNKYDR Unmodified _RFEVDEILNKYDR_ Q49HE2_MAIZE 3 566.29329 1695.858 0.15156 -0.016345 0.11635 80.804 80.804 2.15E-08 43.01 549830

38948 RFEVDEILNKYDR Unmodified _RFEVDEILNKYDR_ Q49HE2_MAIZE 3 566.29329 1695.858 0.12146 0.52844 0.62884 80.103 80.103 1.60E-02 18.86 373980

38949 RFEVVYNLLSTR Unmodified _RFEVVYNLLSTR_ Q5K097_MAIZE 3 499.61218 1495.8147 -0.0099041 0.060119 0.039988 91.492 91.492 4.52E-03 32.27 224460

38950 RFEVVYNLLSTR Unmodified _RFEVVYNLLSTR_ Q5K097_MAIZE 2 748.91463 1495.8147 0.83704 -0.28685 0.54039 91.468 91.468 1.68E-09 52.22 232070

38951 RFFEDYK Unmodified _RFFEDYK_ B4FXF9_MAIZE 2 502.74544 1003.4763 -0.14155 0.048586 -0.1067 51.802 51.802 4.46E-01 24.38 5135200

38952 RFFEDYKK Unmodified _RFFEDYKK_ B4FXF9_MAIZE 3 378.19771 1131.5713 0.52993 0.38373 0.8958 45.046 45.046 9.92E-01 19.48 30980

38953 RFFEDYKK Unmodified _RFFEDYKK_ B4FXF9_MAIZE 3 378.19771 1131.5713 0.60612 1.2124 1.7967 45.048 45.048 1.00E+00 12.77 2859800

38954 RFFEDYKK Unmodified _RFFEDYKK_ B4FXF9_MAIZE 3 378.19771 1131.5713 0.59074 -0.39309 0.17903 42.427 42.427 2.69E-02 33.15 18350000

38955 RFFEDYKK Unmodified _RFFEDYKK_ B4FXF9_MAIZE 2 566.79292 1131.5713 0.0097152 0.1071 0.098221 42.405 42.405 3.77E-01 29.44 1614600

38956 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 0.12725 0.3236 0.44565 90.856 90.856 1.01E-02 35.74 1231100

38957 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 -0.65513 104.4 104.4 9.17E-02 23.33

38958 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 0.098294 0.49759 0.58904 91.896 91.896 1.01E-02 37.52 229460

38959 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 0.20188 0.56007 0.75496 91.906 91.906 1.12E-01 44.01 292420

38960 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 0.20702 1.0758 1.2749 91.776 91.776 7.18E-01 20.6 248320

38961 RFGDIFLLR Unmodified _RFGDIFLLR_ B4FQS9_MAIZE 2 568.83238 1135.6502 0.067538 0.32163 0.38357 94.48 94.48 3.32E-02 38.46 190940

38962 RFSDASVQSDAK Unmodified _RFSDASVQSDAK_ B6SZ69_MAIZE 2 655.8204 1309.6262 0.49373 0.008174 0.49573 33.108 33.108 4.56E-01 13.5 42598

38963 RFSDASVQSDAK Unmodified _RFSDASVQSDAK_ B6SZ69_MAIZE 2 655.8204 1309.6262 0.51997 -0.040983 0.4729 35.846 35.846 1.98E-03 38.48 95230

38964 RFSDASVQSDAK Unmodified _RFSDASVQSDAK_ B6SZ69_MAIZE 2 655.8204 1309.6262 0.57985 0.01357 0.58792 35.008 35.008 7.72E-03 49.74 81978

38965 RFSDASVQSDAK Unmodified _RFSDASVQSDAK_ B6SZ69_MAIZE 2 655.8204 1309.6262 0.5201 0.012536 0.52648 35.618 35.618 1.11E-04 56.48 339830

38966 RFSDASVQSDAK Unmodified _RFSDASVQSDAK_ B6SZ69_MAIZE 3 437.54936 1309.6262 0.18412 0.50886 0.68562 35.603 35.603 7.21E-01 14.94 217340

38967 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 2 676.84387 1351.6732 0.5675 0.43179 0.9941 46.474 46.474 1.98E-03 42.91 1241100

38968 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 2 676.84387 1351.6732 0.53466 -0.37218 0.15745 46.469 46.469 1.11E-04 43.86 675790

38969 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 3 451.56501 1351.6732 -0.011376 -0.016773 -0.034091 48.861 48.861 1.00E+00 3.99 1188500

38970 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 2 676.84387 1351.6732 0.55432 -0.1455 0.40386 48.861 48.861 1.11E-04 42.03 1099100

38971 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 3 451.56501 1351.6732 -0.0053571 0.048185 0.03834 48.091 48.091 4.08E-01 29.46 1778800

38972 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 2 676.84387 1351.6732 0.54447 -0.1856 0.35454 48.088 48.088 7.72E-03 38.35 1343300

38973 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 3 451.56501 1351.6732 -0.089814 0.052078 -0.043391 48.941 48.941 7.21E-01 15.71 3695800

38974 RFSDASVQSDIK Unmodified _RFSDASVQSDIK_ B4FSP6_MAIZE 2 676.84387 1351.6732 0.50803 -0.1351 0.36891 48.929 48.929 1.98E-03 40.13 3191200

38975 RFSEGTSADR Unmodified _RFSEGTSADR_ B4FTV9_MAIZE 2 563.2678 1124.521 0.26013 -0.40162 -0.14824 25.264 25.264 4.40E-02 18.26 13514
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38976 RFSEGTSADR Unmodified _RFSEGTSADR_ B4FTV9_MAIZE 2 563.2678 1124.521 0.10858 -0.45509 -0.35226 25.298 25.298 1.00E+00 8.81 24578

38977 RFVEIGR Unmodified _RFVEIGR_ B4FUA9_MAIZE 2 438.75614 875.49774 -0.032476 0.51216 0.46744 45.126 45.126 4.46E-01 19.21 16279

38978 RFVTAVVGFGK Unmodified _RFVTAVVGFGK_ B6U2N8_MAIZE 3 394.23275 1179.6764 0.20661 -0.21454 0.013498 70.875 70.875 2.49E-01 37.44 570970

38979 RGDIIK Unmodified _RGDIIK_ Q94F78_MAIZE 2 351.21886 700.42317 1.1799 0.12688 1.2813 20.52 20.52 5.26E-01 25.06 70273

38980 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.028629 -0.26393 -0.29745 45.165 45.165 9.73E-03 31.4 1887700

38981 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.14866 0.044521 -0.11095 45.273 45.273 3.32E-02 26.57 640780

38982 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.042348 -0.11583 -0.16405 47.639 47.639 1.01E-02 39.35 818150

38983 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.04517 -0.029855 -0.080383 46.953 46.953 1.01E-02 27.54 966170

38984 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.065163 -0.10328 -0.17454 47.774 47.774 3.32E-02 29.32 727410

38985 RGDYVPGLK Unmodified _RGDYVPGLK_ Q9ZQY0_MAIZE 2 502.77982 1003.5451 -0.13147 -0.29528 -0.43163 48.164 48.164 3.39E-01 19.57 7434300

38986 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.29569 0.15884 0.41198 19.992 19.992 1.65E-01 35.98 50252

38987 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.27061 0.29686 0.52544 20.246 20.246 3.77E-01 21.33 21564

38988 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.21172 -0.0174 0.15133 20.139 20.139 7.88E-01 31.02 21687

38989 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.29727 0.27752 0.53196 19.758 19.758 1.00E+00 14.06 12846

38990 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.32391 0.22755 0.50752 20.86 20.86 3.77E-01 28.16 12656

38991 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.20807 0.54317 0.70883 19.982 19.982 3.77E-01 26.6 13227

38992 RGEAALAR Unmodified _RGEAALAR_ B4FAM6_MAIZE 2 422.2434 842.47225 0.25948 -0.18031 0.038531 20.266 20.266 3.77E-01 32.56 149880

38993 RGEDVVHPLK Unmodified _RGEDVVHPLK_ O65160_MAIZE 3 383.88401 1148.6302 0.44035 -0.085577 0.35063 34.014 34.014 5.31E-01 26.62 307810

38994 RGEDVVHPLK Unmodified _RGEDVVHPLK_ O65160_MAIZE 3 383.88401 1148.6302 0.55529 -0.10353 0.44778 35.789 35.789 5.31E-01 21.87 371470

38995 RGEDVVHPLK Unmodified _RGEDVVHPLK_ O65160_MAIZE 3 383.88401 1148.6302 0.50241 -0.22907 0.26991 36.406 36.406 5.31E-01 14.73 494670

38996 RGEDVVHPLK Unmodified _RGEDVVHPLK_ O65160_MAIZE 3 383.88401 1148.6302 0.5576 -0.43242 0.1219 36.102 36.102 2.55E-01 24.75 3894300

38997 RGEDVVHPLK Unmodified _RGEDVVHPLK_ O65160_MAIZE 2 575.32238 1148.6302 0.21979 0.23446 0.45117 36.109 36.109 3.43E-01 18.95 251450

38998 RGEEVLK Unmodified _RGEEVLK_ B4G1B0_MAIZE 2 415.74016 829.46577 0.22761 0.36948 0.56842 23.246 23.246 4.46E-01 20.81 201060

38999 RGEEVLK Unmodified _RGEEVLK_ B4G1B0_MAIZE 2 415.74016 829.46577 0.33678 -0.098343 0.21169 22.965 22.965 1.86E-01 14.15 152500

39000 RGEEVLKAEEMAAK Oxidation (M) _RGEEVLKAEEM(ox)AAK_ B4G1B0_MAIZE 3 526.2715 1575.7927 -0.11038 -0.16584 -0.31148 46.025 46.025 2.60E-03 37.22 2078900

39001 RGEEVLKAEEMAAK Oxidation (M) _RGEEVLKAEEM(ox)AAK_ B4G1B0_MAIZE 3 526.2715 1575.7927 -0.088899 0.51991 0.39661 47.533 47.533 1.31E-06 50.96 284100

39002 RGENFVTR Unmodified _RGENFVTR_ B6TA81_MAIZE 2 489.75942 977.50428 -0.086242 0.56485 0.47136 32.148 32.148 3.77E-01 22.48 22825

39003 RGENFVTR Unmodified _RGENFVTR_ B6TA81_MAIZE 2 489.75942 977.50428 0.05868 -0.59607 -0.54323 32.164 32.164 1.00E+00 2.25 45859

39004 RGENFVTR Unmodified _RGENFVTR_ B6TA81_MAIZE 2 489.75942 977.50428 -0.08002 -0.79243 -0.8769 33.433 33.433 7.88E-01 15.6 79730

39005 RGFVQFCYEPIK Unmodified _RGFVQFCYEPIK_ B6U0S1_MAIZE 2 772.38993 1542.7653 0.94014 -2.0736 -1.128 74.509 74.509 2.00E-01 9.73 1245300

39006 RGGDGGDGILAALSR Unmodified _RGGDGGDGILAALSR_ B6T3V3_MAIZE 3 472.25142 1413.7324 -0.21376 -0.11408 -0.32907 77.163 77.163 4.35E-01 25.88 246260

39007 RGGPNYQTGLAK Unmodified _RGGPNYQTGLAK_ B6TD54_MAIZE 2 631.33602 1260.6575 0.44501 0.00183 0.43623 36.903 36.903 1.11E-04 72.97 377160

39008 RGHVFEEMQR Unmodified _RGHVFEEMQR_ B6U0S1_MAIZE 3 430.21202 1287.6142 0.18361 -0.000374 0.17447 37.885 37.885 5.86E-01 12.83 408210
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39009 RGHVFEEMQR Oxidation (M) _RGHVFEEM(ox)QR_ B6U0S1_MAIZE 3 435.54366 1303.6092 0.20199 1.1108 1.3034 29.111 29.111 1.00E+00 5.47 4507.7

39010 RGHVFEEMQR Oxidation (M) _RGHVFEEM(ox)QR_ B6U0S1_MAIZE 3 435.54366 1303.6092 0.24533 1.2474 1.4832 28.18 28.18 1.00E+00 9.44 7227.4

39017 RGPAPAPGPADGAK Unmodified _RGPAPAPGPADGAK_ B4FT80_MAIZE 2 631.33602 1260.6575 0.5182 0.13376 0.64096 27.113 27.113 3.49E-01 31.99 18124

39018 RGPAPAPGPADGAK Unmodified _RGPAPAPGPADGAK_ B4FT80_MAIZE 3 421.22644 1260.6575 0.33669 0.011703 0.33871 26.308 26.308 1.00E+00 20.78 44026

39019 RGPAPAPGPADGAK Unmodified _RGPAPAPGPADGAK_ B4FT80_MAIZE 3 421.22644 1260.6575 -0.01325 -0.13547 -0.15952 29.376 29.376 1.00E+00 17.7 651980

39020 RGPAPAPGPADGAK Unmodified _RGPAPAPGPADGAK_ B4FT80_MAIZE 2 631.33602 1260.6575 0.35492 0.16913 0.51394 29.375 29.375 6.31E-03 38.15 122310

39021 RGPAPGSADAAKPLR Unmodified _RGPAPGSADAAKPLR_ B4FSC5_MAIZE 3 488.60743 1462.8005 -0.1213 -0.40109 -0.54129 36.117 36.117 7.48E-04 43.18 72331

39022 RGPEWFASFGR Unmodified _RGPEWFASFGR_ B4FQ98_MAIZE 2 655.32545 1308.6364 0.54985 0.51822 1.0665 79.108 79.108 4.48E-03 34.26 1002500

39023 RGPNQGTHELKPEYK Unmodified _RGPNQGTHELKPEYK_ B4FKC9_MAIZE 4 439.22996 1752.8907 0.062649 0.29445 0.33955 33.117 33.117 8.47E-02 26.83 305620

39024 RGPPPPVYGGYGQPPPPDPYGR Unmodified _RGPPPPVYGGYGQPPPPDPYGR_ B4G019_MAIZE 3 774.38691 2320.1389 0.90402 0.22098 1.1312 65.417 65.417 6.53E-05 35.53 1019100

39025 RGPSGPDAIGQMFQGPELWSK Oxidation (M) _RGPSGPDAIGQM(ox)FQGPELWSK_ B4FA63_MAIZE 3 758.70391 2273.0899 0.8827 -0.071633 0.81231 83.305 83.305 3.48E-04 49.03 765610

39026 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.29997 -0.28847 0.0061557 38.055 38.055 3.60E-06 58.05 3193700

39027 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.27687 0.012733 0.28461 37.647 37.647 3.57E-04 43.3 932780

39028 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.30445 -0.2153 0.084692 40.249 40.249 3.57E-04 54.29 1494600

39029 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.33517 -0.25526 0.075933 39.496 39.496 3.60E-06 51.85 901000

39030 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.25585 -0.3125 -0.061887 40.218 40.218 4.48E-03 50 2316400

39031 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.25798 -0.14021 0.1134 39.846 39.846 4.43E-05 45.51 9630900

39032 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 3 410.55433 1228.6412 0.2422 -0.29078 -0.054403 39.846 39.846 4.33E-02 28.29 4462400

39033 RGQVLEVDGEK Unmodified _RGQVLEVDGEK_ B6T9C0_MAIZE 2 615.32786 1228.6412 0.29935 -0.007614 0.28683 38.104 38.104 1.67E-02 36.18 352920

39034 RGWDAQVLGEAPYK Unmodified _RGWDAQVLGEAPYK_ B6TGG2_MAIZE 2 795.40717 1588.7998 0.96498 0.087722 1.0424 71.596 71.596 1.95E-13 55 1472700

39035 RGYAEAYGK Unmodified _RGYAEAYGK_ B4FHT1_MAIZE 2 507.7538 1013.493 0.071127 -0.24226 -0.20455 29.988 29.988 7.18E-01 5.63 18214

39036 RGYAEAYGK Unmodified _RGYAEAYGK_ B4FHT1_MAIZE 2 507.7538 1013.493 -0.076478 -0.15043 -0.25983 31.495 31.495 1.01E-02 44.48 525220

39037 RGYYDNVIFHR Unmodified _RGYYDNVIFHR_ B4FUB5_MAIZE 3 480.57747 1438.7106 -0.19712 0.005085 -0.20016 64.761 64.761 6.15E-03 56.26 750490

39038 RHGDDDQDDGYAQPTGNGR Unmodified _RHGDDDQDDGYAQPTGNGR_ B4G1Z4_MAIZE 3 691.95836 2072.8532 0.73182 -0.10248 0.63942 31.898 31.898 1.03E-01 27.59 81816

39039 RHGDDDQDDGYAQPTGNGR Unmodified _RHGDDDQDDGYAQPTGNGR_ B4G1Z4_MAIZE 3 691.95836 2072.8532 0.66171 -0.095055 0.57589 29.876 29.876 5.79E-03 51.65 184230

39040 RIDLTGPIVK Unmodified _RIDLTGPIVK_ B6TCC9_MAIZE 2 556.34532 1110.6761 0.031679 -0.16327 -0.13892 63.409 63.409 1.45E-01 12.27 24047

39041 RIDTALK Unmodified _RIDTALK_ Q9SAZ6_MAIZE 2 408.75053 815.4865 0.40924 -0.068759 0.31459 30.398 30.398 8.04E-02 25.01 172870

39042 RIDTALK Unmodified _RIDTALK_ Q9SAZ6_MAIZE 2 408.75053 815.4865 0.1639 0.22847 0.36578 28.942 28.942 4.46E-01 32.82 77004

39043 RIDTALK Unmodified _RIDTALK_ Q9SAZ6_MAIZE 2 408.75053 815.4865 0.30539 0.18616 0.46348 31.347 31.347 1.86E-01 33.05 77489

39044 RIEAAVTETLNHGFR Unmodified _RIEAAVTETLNHGFR_ B6THR9_MAIZE 3 571.97255 1712.8958 0.065915 -0.79885 -0.74223 67.574 67.574 1.95E-05 68.48 986530

39045 RIEAIGFQVGHQLSER Unmodified _RIEAIGFQVGHQLSER_ B6SM05_MAIZE 3 613.99899 1838.9751 0.26311 0.038308 0.29297 72.032 72.032 1.13E-04 43.35 336850

39046 RIEYISAELK Unmodified _RIEYISAELK_ B6T5S0_MAIZE 2 611.34552 1220.6765 0.22648 0.41069 0.59491 62.159 62.159 1.84E-04 48.03 603210

39047 RIEYISAELKR Unmodified _RIEYISAELKR_ B6T5S0_MAIZE 3 459.93314 1376.7776 -0.18836 0.30795 0.076659 57.232 57.232 1.98E-09 67.62 447360

39048 RIFEGEALLR Unmodified _RIFEGEALLR_ B6SZS2_MAIZE 2 602.34585 1202.6772 0.26805 -0.20312 0.037733 66.151 66.151 5.76E-06 51.67 2465100



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

39049 RIFEGEALLR Unmodified _RIFEGEALLR_ B6SZS2_MAIZE 2 602.34585 1202.6772 0.20545 -0.061268 0.11712 67.406 67.406 1.62E-03 40.22 659690

39050 RIIGATRPWEAAPGTIR Unmodified _RIIGATRPWEAAPGTIR_ B6TG38_MAIZE 3 622.35499 1864.0431 0.29335 -0.050076 0.22763 68.08 68.08 6.22E-01 5.34 495440

39051 RIIGATRPWEAAPGTIR Unmodified _RIIGATRPWEAAPGTIR_ B6TG38_MAIZE 4 467.01806 1864.0431 -0.16967 -0.19278 -0.37797 68.087 68.087 1.00E+00 5.18 332720

39052 RIPHADSYVR Unmodified _RIPHADSYVR_ B6SRY1_MAIZE 3 405.21939 1212.6364 0.33675 0.6506 0.96994 40.1 40.1 1.26E-02 38.64 1081900

39053 RIPLYQHIANLAGNK Unmodified _RIPLYQHIANLAGNK_ B6T3P9_MAIZE 3 569.99328 1706.958 0.16462 -0.10941 0.02793 70.491 70.491 2.00E-02 26.19 632860

39054 RIPLYQHIANLAGNK Unmodified _RIPLYQHIANLAGNK_ B6T3P9_MAIZE 3 569.99328 1706.958 0.19628 -0.06915 0.099749 70.353 70.353 9.83E-03 36.07 475100

39055 RIPLYQHIANLAGNK Unmodified _RIPLYQHIANLAGNK_ B6T3P9_MAIZE 3 569.99328 1706.958 0.1328 -0.17331 -0.066909 69.579 69.579 4.44E-04 33.39 3668900

39056 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.29096 0.48685 0.759 68.04 68.04 1.25E-02 25.44 780680

39057 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.18371 -0.29976 -0.13413 72.131 72.131 4.40E-05 34.6 50683

39058 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.21834 -0.040943 0.15815 69.134 69.134 2.81E-03 22.57 281810

39059 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.26448 0.19442 0.43915 69.744 69.744 2.81E-03 26.28 720900

39060 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.30257 0.16374 0.44716 69.25 69.25 1.25E-02 23.38 400660

39061 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.2389 0.089576 0.31016 69.313 69.313 1.62E-03 26.73 952910

39062 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 3 400.56802 1198.6822 0.35271 0.23474 0.56779 69.291 69.291 1.00E+00 6.62 307370

39063 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 2 600.3484 1198.6822 0.21337 -0.038103 0.15719 69.384 69.384 1.62E-03 31.48 6061400

39064 RIPTPELFAR Unmodified _RIPTPELFAR_ B4F932_MAIZE 3 400.56802 1198.6822 0.36384 0.40322 0.74791 69.378 69.378 1.00E+00 0.3 1722500

39065 RIQNAGTEVVDAK Unmodified _RIQNAGTEVVDAK_ B4FFV3_MAIZE 2 700.87825 1399.7419 0.64678 -0.61705 0.02065 40.581 40.581 4.68E-05 55.63 743760

39066 RIQNAGTEVVEAK Unmodified _RIQNAGTEVVEAK_ B4FG53_MAIZE 2 707.88607 1413.7576 0.67814 -0.1984 0.46273 40.64 40.64 2.61E-08 71.15 555570

39067 RITELLK Unmodified _RITELLK_ B4FW07_MAIZE 2 436.78183 871.5491 -0.14166 0.37158 0.19516 49.929 49.929 1.86E-01 30.32 2268300

39068 RITIKPQTDR Unmodified _RITIKPQTDR_ B6T440_MAIZE 2 614.36204 1226.7095 0.40691 -0.25474 0.13815 31.022 31.022 7.11E-01 9.49 64434

39069 RITIKPQTDR Unmodified _RITIKPQTDR_ B6T440_MAIZE 3 409.91045 1226.7095 0.14675 -0.45944 -0.3256 30.041 30.041 2.94E-01 17.57 623010

39070 RITIKPQTDR Unmodified _RITIKPQTDR_ B6T440_MAIZE 3 409.91045 1226.7095 0.29475 -0.73923 -0.45723 31.488 31.488 2.94E-01 18.5 413180

39071 RITIKPQTDR Unmodified _RITIKPQTDR_ B6T440_MAIZE 3 409.91045 1226.7095 0.24767 -0.59942 -0.36364 32.031 32.031 5.86E-01 22.32 293630

39072 RITIKPQTDR Unmodified _RITIKPQTDR_ B6T440_MAIZE 3 409.91045 1226.7095 0.30603 -0.44462 -0.15045 31.797 31.797 3.83E-02 26.67 623810

39073 RITQAILEHALK Unmodified _RITQAILEHALK_ B6T8B9_MAIZE 3 464.9489 1391.8249 -0.13171 0.16432 0.0031777 69.043 69.043 8.04E-02 24.26 107330

39074 RIVSQLLTLMDGLK Oxidation (M) _RIVSQLLTLM(ox)DGLK_ B6T8X9_MAIZE 2 801.96601 1601.9175 1.0297 -0.0037 1.0167 84.271 84.271 1.04E-02 22.44 161600

39075 RIYDTVQK Unmodified _RIYDTVQK_ B4FIM3_MAIZE 2 511.7851 1021.5556 -0.060461 0.18721 0.11483 34.477 34.477 3.77E-01 37.61 182980

39076 RKPMALIK Oxidation (M) _RKPM(ox)ALIK_ B6SII4_MAIZE B 3 324.87228 971.59501 1.441 0.31483 1.7174 23.893 23.893 1.00E+00 10.97 46953

39077 RKPMALIK Oxidation (M) _RKPM(ox)ALIK_ B6SII4_MAIZE B 3 324.87228 971.59501 1.4905 0.38047 1.8332 23.85 23.85 1.59E-01 23.9 47043

39078 RKPMALIK Oxidation (M) _RKPM(ox)ALIK_ B6SII4_MAIZE B 3 324.87228 971.59501 1.2647 0.28986 1.5177 27.346 27.346 1.00E+00 13.68 234450

39079 RKPMALIK Unmodified _RKPMALIK_ B6SII4_MAIZE B 3 319.54064 955.60009 1.4744 -0.6776 0.75753 32.607 32.607 1.00E+00 6.87 35141

39080 RKPMALIK Unmodified _RKPMALIK_ B6SII4_MAIZE B 3 319.54064 955.60009 1.478 -0.31644 1.1211 30.681 30.681 1.00E+00 7.79 17892

39081 RKPMALIK Unmodified _RKPMALIK_ B6SII4_MAIZE B 3 319.54064 955.60009 1.3457 -0.080926 1.2228 35.914 35.914 1.00E+00 11.69 145430

39082 RKPSGGIESLR Unmodified _RKPSGGIESLR_ Q9SAZ6_MAIZE 3 400.56668 1198.6782 0.46359 -0.19556 0.24548 32.388 32.388 5.30E-05 69.04 489140
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39083 RKPSGGIESLR Unmodified _RKPSGGIESLR_ Q9SAZ6_MAIZE 3 400.56668 1198.6782 0.2536 -0.14439 0.08692 31.737 31.737 2.92E-01 45.06 222130

39084 RKPSGGIESLR Unmodified _RKPSGGIESLR_ Q9SAZ6_MAIZE 3 400.56668 1198.6782 0.43569 -0.15096 0.26058 34.085 34.085 1.52E-02 39.01 230620

39085 RKPSGGIESLR Unmodified _RKPSGGIESLR_ Q9SAZ6_MAIZE 3 400.56668 1198.6782 0.48103 -0.17747 0.28075 33.205 33.205 2.92E-01 30.62 23916

39086 RKVDWLTDK Unmodified _RKVDWLTDK_ B4FBK3_MAIZE 3 387.55226 1159.635 0.40133 0.22513 0.61899 44.005 44.005 9.63E-01 14 527040

39087 RKVDWLTDK Unmodified _RKVDWLTDK_ B4FBK3_MAIZE 3 387.55226 1159.635 0.53306 -0.12919 0.39498 45.28 45.28 5.45E-01 24.65 2715800

39088 RLAALEGLQSPEAAPDVDTPSD Unmodified _RLAALEGLQSPEAAPDVDTPSD_ B6TUR3_MAIZE 2 1126.5557 2251.0968 1.2114 0.038871 1.2423 84.77 84.77 6.41E-05 39.88 26000

39089 RLAEQFQK Unmodified _RLAEQFQK_ B4FL49_MAIZE 2 510.28527 1018.556 -0.14605 0.004182 -0.16576 37.53 37.53 3.77E-01 21.15 604090

39090 RLCPDAYSYAK Unmodified _RLCPDAYSYAK_ B6TGN8_MAIZE 2 672.32426 1342.634 0.51064 0.10448 0.59693 48.414 48.414 3.57E-04 35.03 641280

39091 RLDAGYIDLYYQHR Unmodified _RLDAGYIDLYYQHR_ B4F840_MAIZE 3 594.96892 1781.8849 0.1591 -0.49404 -0.35066 74.009 74.009 2.26E-16 50.23 793930

39094 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 -0.00059452 -0.28269 -0.28803 39.235 39.235 1.00E+00 8.89 6072.4

39095 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 -0.16916 -0.058547 -0.23391 37.999 37.999 8.04E-02 34.91 183680

39096 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 0.0039355 0.32335 0.32115 40.684 40.684 8.04E-02 36.74 319710

39097 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 0.00093317 0.007525 0.0013294 39.95 39.95 4.49E-02 36.84 333780

39098 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 -0.078724 -0.10298 -0.18717 40.718 40.718 8.04E-02 32.64 401480

39099 RLDDCLR Unmodified _RLDDCLR_ B6TGG7_MAIZE 2 474.24 946.46544 -0.080974 0.018024 -0.069619 40.467 40.467 4.49E-02 39.52 2205800

39100 RLDDDTENLAHER Unmodified _RLDDDTENLAHER_ B4FGM4_MAIZE 3 528.58513 1582.7336 -0.16848 -0.4158 -0.59944 46.441 46.441 4.29E-02 23.03 192880

39101 RLDDDTENLAHER Unmodified _RLDDDTENLAHER_ B4FGM4_MAIZE 3 528.58513 1582.7336 -0.074784 -0.11418 -0.20505 48.202 48.202 6.66E-04 36.42 1591400

39102 RLDDDTENLAHER Unmodified _RLDDDTENLAHER_ B4FGM4_MAIZE 3 528.58513 1582.7336 -0.09492 0.15611 0.044012 45.58 45.58 4.29E-02 26.27 2453000

39103 RLDDDTENLAHER Unmodified _RLDDDTENLAHER_ B4FGM4_MAIZE 3 528.58513 1582.7336 -0.14852 -0.4884 -0.65186 48.939 48.939 2.26E-05 70.57 6909200

39104 RLDFEEMK Oxidation (M) _RLDFEEM(ox)K_ B6SGV9_MAIZE 2 542.2606 1082.5066 0.0046056 0.23732 0.2187 41.889 41.889 2.15E-02 26.41 1443100

39105 RLDLSASPLADPEAAAFASPR Unmodified _RLDLSASPLADPEAAAFASPR_ B6SUK9_MAIZE 3 719.04292 2154.1069 0.68882 -0.026744 0.6411 91.5 91.5 2.97E-04 40.71 1203900

39106 RLDNALLVLR Unmodified _RLDNALLVLR_ B6T3L4_MAIZE 2 591.8695 1181.7244 0.15572 0.47441 0.60286 75.064 75.064 2.81E-03 34.85 1502500

39107 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.81809 0.01224 0.82048 89.833 89.833 1.47E-03 54.93 1956000

39108 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.77333 0.006925 0.77062 90.25 90.25 3.13E-02 32.89 754640

39109 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.82135 -0.40222 0.40996 90.629 90.629 3.13E-02 34.08 561440

39110 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.80436 -0.083359 0.71058 90.293 90.293 1.47E-03 50.86 780380

39111 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.83325 0.093824 0.91705 89.992 89.992 6.20E-03 31.67 448660

39112 RLDSEIFFAPPSN Unmodified _RLDSEIFFAPPSN_ B6THG1_MAIZE 2 746.87517 1491.7358 0.79079 0.17921 0.95905 90.303 90.303 4.68E-05 50.99 2094100

39113 RLDSEIFFAPPSSN Unmodified _RLDSEIFFAPPSSN_ B6TFX9_MAIZE 2 790.39119 1578.7678 0.97167 0.28562 1.2469 90.548 90.548 2.25E-03 22.78 445850

39114 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.091126 -0.53943 -0.65572 40.983 40.983 1.86E-01 33.9 15006000

39115 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.2274 0.20884 -0.044553 42.321 42.321 1.86E-01 30.92 132210

39116 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.20012 -0.4025 -0.62887 40.848 40.848 8.04E-02 25.97 4885300

39117 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.12462 -0.61628 -0.76685 43.406 43.406 4.49E-02 28.79 10232000

39118 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.27397 -0.66328 -0.96132 43.438 43.438 8.04E-02 33.21 28584000
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39119 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.14919 -0.3217 -0.49681 43.039 43.039 4.49E-02 33.14 30223000

39120 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.10487 -0.10068 -0.23257 43.751 43.751 8.04E-02 31.68 927650

39121 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.053302 -0.2135 -0.2936 41.455 41.455 8.04E-02 33.1 473740

39122 RLDYIQR Unmodified _RLDYIQR_ BGLC_MAIZE Q 2 482.27216 962.52976 -0.19164 0.1365 -0.081546 45.097 45.097 1.86E-01 46.22 481010

39123 RLEETAAR Unmodified _RLEETAAR_ B4FZ01_MAIZE 2 473.25925 944.50394 0.098855 -0.37489 -0.31555 20.55 20.55 3.77E-01 14.97 19835

39124 RLEETAAR Unmodified _RLEETAAR_ B4FZ01_MAIZE 2 473.25925 944.50394 0.10426 -0.56203 -0.49567 20.28 20.28 1.00E+00 2.63 7238.6

39125 RLELYK Unmodified _RLELYK_ B6SKP8_MAIZE 2 411.24762 820.48069 0.20082 0.21894 0.3752 41.775 41.775 5.26E-01 29.28 837220

39126 RLELYR Unmodified _RLELYR_ B6U4J8_MAIZE 2 425.25069 848.48684 0.14184 0.11948 0.21863 44.308 44.308 2.64E-01 34.2 477710

39127 RLELYR Unmodified _RLELYR_ B6U4J8_MAIZE 2 425.25069 848.48684 0.14173 0.13078 0.22902 43.687 43.687 5.26E-01 19.5 305830

39128 RLELYR Unmodified _RLELYR_ B6U4J8_MAIZE 2 425.25069 848.48684 0.053071 -0.089635 -0.079589 44.262 44.262 2.64E-01 33.28 3307500

39129 RLENELSGGR Unmodified _RLENELSGGR_ B6TZ71_MAIZE 2 565.79927 1129.584 0.13477 -0.17637 -0.068055 38.758 38.758 5.76E-06 54.52 318750

39130 RLENGEVVSDK Unmodified _RLENGEVVSDK_ B6SS66_MAIZE 2 623.32532 1244.6361 0.26921 -2.4556 -2.1954 30.554 30.554 3.83E-01 11.28 25369

39131 RLENGEVVSDK Unmodified _RLENGEVVSDK_ B6SS66_MAIZE 2 623.32532 1244.6361 0.53041 -2.0807 -1.5609 33.453 33.453 3.83E-01 31.46 48033

39132 RLENGEVVSDK Unmodified _RLENGEVVSDK_ B6SS66_MAIZE 2 623.32532 1244.6361 0.46536 -0.23373 0.21856 33.26 33.26 1.67E-02 38.56 46954

39133 RLENGEVVSDK Unmodified _RLENGEVVSDK_ B6SS66_MAIZE 2 623.32532 1244.6361 0.3911 -0.26432 0.11418 33.282 33.282 4.48E-03 38.85 119810

39134 RLENGEVVSDK Unmodified _RLENGEVVSDK_ B6SS66_MAIZE 3 415.88597 1244.6361 0.29932 -0.4009 -0.11516 33.315 33.315 1.00E+00 5.41 54002

39135 RLEQLVNSHPVFLFMK Oxidation (M) _RLEQLVNSHPVFLFM(ox)K_ B4FSW8_MAIZE 3 658.69251 1973.0557 0.54084 0.11939 0.65547 84.131 84.131 1.38E-02 27.12 887900

39136 RLESLNPIR Unmodified _RLESLNPIR_ B6SN13_MAIZE 2 549.32492 1096.6353 0.061715 0.34534 0.37157 52.327 52.327 1.01E-02 26.34 261610

39137 RLGIGYGQK Unmodified _RLGIGYGQK_ B4FQC4_MAIZE 2 496.28781 990.56106 -0.070009 -0.57756 -0.66048 41.339 41.339 7.18E-01 13.71 413600

39138 RLGIGYGQK Unmodified _RLGIGYGQK_ B4FQC4_MAIZE 2 496.28781 990.56106 -0.064824 -0.35777 -0.43712 40.869 40.869 1.01E-02 20.81 1586800

39139 RLHGCTFK Unmodified _RLHGCTFK_ Q5XLD9_MAIZE 3 340.17988 1017.5178 1.0414 0.24373 1.2929 28.487 28.487 2.47E-01 27.51 104370

39140 RLHGCTFK Unmodified _RLHGCTFK_ Q5XLD9_MAIZE 2 509.76618 1017.5178 -0.086119 -0.064862 -0.14397 28.472 28.472 1.00E+00 5.8 3965

39141 RLIPSLNR Unmodified _RLIPSLNR_ B6TAA7_MAIZE 2 484.80363 967.5927 -0.16471 -0.1725 -0.36826 55.975 55.975 1.65E-01 20.29 52096

39142 RLIPSLNR Unmodified _RLIPSLNR_ B6TAA7_MAIZE 2 484.80363 967.5927 -0.22805 0.063137 -0.19725 57.07 57.07 5.06E-02 34.49 202250

39143 RLPAETQPYYAK Unmodified _RLPAETQPYYAK_ B6TG05_MAIZE 2 718.88026 1435.746 0.71659 0.006779 0.69639 48.655 48.655 7.72E-03 20.19 38166

39144 RLPSPAPSTDLK Unmodified _RLPSPAPSTDLK_ B6TH45_MAIZE 2 641.3617 1280.7089 0.38413 -0.24894 0.12153 51.611 51.611 1.11E-04 33.73 228820

39145 RLPVGPPAATVTAVVPSTAEPVDPSTGFEIK Unmodified _RLPVGPPAATVTAVVPSTAEPVDPSTGFEIK_ B6SJ37_MAIZE 3 1035.2273 3102.6601 1.1677 -0.046278 1.1295 102.5 102.5 3.13E-01 33.87 184970

39146 RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR Unmodified _RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR_ Q53CF4_MAIZE 4 803.6731 3210.6633 0.89768 -0.34296 0.54924 94.91 94.91 7.82E-01 22.54 331240

39147 RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR Unmodified _RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR_ Q53CF4_MAIZE 4 803.6731 3210.6633 0.95082 0.005233 0.94944 95.128 95.128 1.09E-01 32.62 422270

39148 RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR Unmodified _RLPVVNPTTEAHIGEIPAGTAEDVDAAVAAAR_ Q53CF4_MAIZE 4 803.6731 3210.6633 1.0025 -0.084401 0.91141 96.617 96.617 5.60E-01 22.69 811050

39149 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.021715 -0.27785 -0.30644 52.416 52.416 7.88E-01 16.52 976800

39150 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.048143 -0.01082 -0.066503 54.342 54.342 1.00E+00 22.11 2714700

39151 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.14728 -0.043156 -0.19719 53.583 53.583 1.00E+00 17.4 221520

39152 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.04794 -0.007601 -0.062105 57.163 57.163 3.77E-01 14.35 475830
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39153 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.085191 0.040626 -0.05221 54.062 54.062 1.65E-01 22.18 780900

39154 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.11615 -0.13474 -0.2576 55.794 55.794 2.92E-02 16.58 2317000

39155 RLQTIVFK Unmodified _RLQTIVFK_ B6SZS2_MAIZE 2 502.8162 1003.6179 -0.17865 -0.32227 -0.50625 59.586 59.586 1.00E+00 10.49 182140

39156 RLSLTDIK Unmodified _RLSLTDIK_ B4FUA9_MAIZE 2 473.29002 944.56548 -0.20583 0.26884 0.039435 56.669 56.669 3.77E-01 18.81 797030

39157 RLSSINVENVEENR Unmodified _RLSSINVENVEENR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.99263 0.18503 1.1515 55.059 55.059 3.49E-01 11.45 3498700

39158 RLSSINVENVEENR Unmodified _RLSSINVENVEENR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.98879 -0.093556 0.86941 57.299 57.299 1.29E-01 19.75 2389300

39159 RLSSINVENVEENR Unmodified _RLSSINVENVEENR_ B4FAL9_MAIZE 2 829.92646 1657.8384 1.0223 -0.1585 0.83751 57.161 57.161 1.29E-01 16.38 1629400

39160 RLSSINVENVEENR Unmodified _RLSSINVENVEENR_ B4FAL9_MAIZE 2 829.92646 1657.8384 0.99976 -0.092386 0.88142 57.564 57.564 3.49E-01 19.5 9686400

39161 RLSSINVENVEENRR Unmodified _RLSSINVENVEENRR_ B4FAL9_MAIZE 3 605.65377 1813.9395 0.22988 0.093917 0.29674 50.782 50.782 2.88E-04 57.45 537870

39162 RLSSINVENVEENRR Unmodified _RLSSINVENVEENRR_ B4FAL9_MAIZE 3 605.65377 1813.9395 0.29929 -0.11669 0.15502 52.638 52.638 6.07E-03 38.16 791430

39163 RLSSINVENVEENRR Unmodified _RLSSINVENVEENRR_ B4FAL9_MAIZE 3 605.65377 1813.9395 0.27662 -0.055807 0.19317 52.164 52.164 2.88E-04 53.18 849110

39164 RLSSINVENVEENRR Unmodified _RLSSINVENVEENRR_ B4FAL9_MAIZE 3 605.65377 1813.9395 0.20821 0.004122 0.18447 52.808 52.808 2.88E-04 41.73 6068400

39165 RLVDQGGLR Unmodified _RLVDQGGLR_ B6U9Y9_MAIZE 2 507.29616 1012.5778 -0.095173 0.35599 0.25618 40.219 40.219 3.32E-02 23.34 340070

39166 RLVEAEALK Unmodified _RLVEAEALK_ B4FAD9_MAIZE 2 514.80857 1027.6026 -0.030025 -0.27549 -0.34423 44.298 44.298 1.01E-02 24 1582400

39167 RLVEAEALK Unmodified _RLVEAEALK_ B4FAD9_MAIZE 2 514.80857 1027.6026 -0.033166 -0.090956 -0.1632 43.566 43.566 1.01E-02 26.13 849150

39168 RLVEISR Unmodified _RLVEISR_ B6TIB6_MAIZE 2 436.76925 871.52395 -0.071985 -0.14934 -0.24959 41.361 41.361 8.04E-02 34.33 71044

39169 RLVETGMSDLR Oxidation (M) _RLVETGM(ox)SDLR_ B6U8U1_MAIZE 2 646.83499 1291.6554 0.38605 0.023018 0.40206 40.779 40.779 1.30E-03 29.76 466600

39170 RLVETGMSDLR Unmodified _RLVETGMSDLR_ B6U8U1_MAIZE 2 638.83754 1275.6605 0.3979 0.12596 0.5123 53.585 53.585 1.47E-01 18.34 430440

39171 RLVFQVCTAK Unmodified _RLVFQVCTAK_ B6TDT1_MAIZE 2 611.34226 1220.67 0.32691 0.14098 0.47521 56.57 56.57 3.43E-01 6.55 1153100

39172 RLYQMQETGALLFPAINVNDSVTK Oxidation (M) _RLYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 908.80569 2723.3953 1.1096 -0.21835 0.88505 93.94 93.94 3.25E-07 59.15 538070

39173 RLYQMQETGALLFPAINVNDSVTK Oxidation (M) _RLYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 908.80569 2723.3953 1.1379 0.1963 1.3271 93.954 93.954 9.31E-02 46.23 415350

39174 RLYQMQETGALLFPAINVNDSVTK Oxidation (M) _RLYQM(ox)QETGALLFPAINVNDSVTK_ B6T440_MAIZE 3 908.80569 2723.3953 1.1494 0.093758 1.2363 93.934 93.934 1.06E-03 52.81 336300

39175 RMDFVPEK Unmodified _RMDFVPEK_ B4FID1_MAIZE 2 511.2604 1020.5063 -0.062357 0.24566 0.17133 47.766 47.766 7.88E-01 21.4 6743900

39176 RMDFVPEK Unmodified _RMDFVPEK_ B4FID1_MAIZE 2 511.2604 1020.5063 0.032643 0.56913 0.58989 49.515 49.515 7.88E-01 11.37 514930

39177 RMDFVPEK Unmodified _RMDFVPEK_ B4FID1_MAIZE 2 511.2604 1020.5063 -0.033338 -0.76964 -0.81167 50.389 50.389 3.77E-01 20.86 552650

39178 RMDFVPEK Unmodified _RMDFVPEK_ B4FID1_MAIZE 2 511.2604 1020.5063 -0.12785 3.9923 3.8459 50.507 50.507 1.65E-01 11.04 1556000

39179 RMDFVPEK Unmodified _RMDFVPEK_ B4FID1_MAIZE 2 511.2604 1020.5063 -0.056398 -0.40966 -0.47636 48.384 48.384 3.77E-01 19.29 478830

39180 RMDFVPEK Oxidation (M) _RM(ox)DFVPEK_ B4FID1_MAIZE 2 519.25786 1036.5012 -0.12885 -0.19035 -0.3244 39.937 39.937 3.42E-02 23.58 1116600

39181 RMDFVPEK Oxidation (M) _RM(ox)DFVPEK_ B4FID1_MAIZE 2 519.25786 1036.5012 -0.13216 -0.11317 -0.25093 40.678 40.678 2.93E-02 17.4 1490100

39182 RMEDAVGEPSR Oxidation (M) _RM(ox)EDAVGEPSR_ B4F8B3_MAIZE 3 421.53131 1261.5721 0.29771 -0.13248 0.15107 26.859 26.859 6.17E-01 28.48 89644

39183 RMEDAVGEPSR Oxidation (M) _RM(ox)EDAVGEPSR_ B4F8B3_MAIZE 2 631.79333 1261.5721 0.43449 0.21788 0.63797 26.878 26.878 7.13E-03 23.97 76389

39184 RMEDAVGEPSR Unmodified _RMEDAVGEPSR_ B4F8B3_MAIZE 2 623.79587 1245.5772 0.37984 0.039996 0.40233 35.47 35.47 4.43E-05 38.31 290200

39185 RMEIAADSLYK Oxidation (M) _RM(ox)EIAADSLYK_ Q9ZQY0_MAIZE 2 656.83192 1311.6493 0.45505 -0.097134 0.32576 51.775 51.775 3.10E-05 27.6 1641400

39186 RMEIAADSLYK Unmodified _RMEIAADSLYK_ Q9ZQY0_MAIZE 2 648.83446 1295.6544 0.4075 0.18076 0.55224 60.927 60.927 4.43E-05 64.86 3315900
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39187 RMGHAGAIVAGGK Oxidation (M) _RM(ox)GHAGAIVAGGK_ B6TH57_MAIZE 3 414.22415 1239.6506 0.25643 0.076879 0.32926 22.598 22.598 7.79E-01 38.84 33247

39188 RMGHAGAIVAGGK Unmodified _RMGHAGAIVAGGK_ B6TH57_MAIZE 3 408.89251 1223.6557 0.37916 -1.248 -0.87323 29.126 29.126 2.04E-01 38.61 25089

39189 RMVIPDALK Unmodified _RMVIPDALK_ B4FAM6_MAIZE 2 521.80752 1041.6005 -0.3629 59.791 59.791 4.47E-03 31.48

39190 RMVIPDALK Unmodified _RMVIPDALK_ B4FAM6_MAIZE 3 348.20744 1041.6005 0.94353 1.9911 2.9078 41.057 41.057 1.00E+00 6.01 42153

39191 RNDEEDAKEELYSLVTVAEIPAEGLK Unmodified _RNDEEDAKEELYSLVTVAEIPAEGLK_ Q5XLD9_MAIZE 4 730.37119 2917.4557 0.67602 0.34329 0.99594 129.63 129.63 7.83E-02 28.43 1424000

39192 RNDGVGENFNVR Unmodified _RNDGVGENFNVR_ B6UBU3_MAIZE 3 459.56037 1375.6593 0.010899 -0.13694 -0.12907 48.235 48.235 1.00E+00 7.19 266320

39193 RNDGVGENFNVR Unmodified _RNDGVGENFNVR_ B6UBU3_MAIZE 3 459.56037 1375.6593 -0.02715 0.12354 0.092637 49.1 49.1 4.50E-01 15.05 627020

39194 RNPLPSALVSNLESVLAAR Unmodified _RNPLPSALVSNLESVLAAR_ B6SLG3_MAIZE 3 669.71637 2006.1273 0.52568 0.37846 0.88097 115.86 115.86 1.03E-01 12.29 130760

39195 RNPLPSALVSNLESVLAAR Unmodified _RNPLPSALVSNLESVLAAR_ B6SLG3_MAIZE 3 669.71637 2006.1273 0.65097 0.058809 0.68665 118.9 118.9 1.00E+00 2.21 67919

39196 RNPLPSALVSNLESVLAAR Unmodified _RNPLPSALVSNLESVLAAR_ B6SLG3_MAIZE 3 669.71637 2006.1273 0.56842 0.059425 0.60546 120.15 120.15 9.57E-01 41.38 1059800

39197 RNSVPLER Unmodified _RNSVPLER_ B4FHT1_MAIZE 2 485.77507 969.53558 -0.091914 -0.068378 -0.18567 32.405 32.405 2.92E-02 39.29 450250

39198 RNVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK Unmodified _RNVEDLILSVGSGGGAAPVAAAAPAGGAAAAAAPAVEEK_ B6T0Z6_MAIZE 3 1152.9409 3455.8009 1.148 0.3692 1.5028 104.21 104.21 7.48E-12 58.55 283110

39199 RNYLHFVK Unmodified _RNYLHFVK_ B6T2A5_MAIZE 3 359.53818 1075.5927 0.87133 0.42955 1.2835 48.766 48.766 5.41E-01 11.84 425620

39200 RNYLHFVK Unmodified _RNYLHFVK_ B6T2A5_MAIZE 3 359.53818 1075.5927 0.66769 0.54889 1.1991 52.386 52.386 1.05E-01 31.54 290370

39201 RPADPEEELR Unmodified _RPADPEEELR_ B6UEQ3_MAIZE 3 404.53868 1210.5942 0.38395 -0.007455 0.34504 40.2 40.2 1.00E+00 8.11 787770

39202 RPADPEEELR Unmodified _RPADPEEELR_ B6UEQ3_MAIZE 2 606.30438 1210.5942 0.24504 0.3101 0.52253 39.819 39.819 1.62E-03 43.06 117470

39203 RPAEENIREEAAR Unmodified _RPAEENIREEAAR_ B6THZ8_MAIZE 3 514.26573 1539.7754 0.045205 0.084257 0.084848 36.406 36.406 8.46E-03 26.57 353080

39204 RPAVVLKPAVDAIVAGLR Unmodified _RPAVVLKPAVDAIVAGLR_ B4FL38_MAIZE 3 615.71927 1844.136 0.31517 0.17982 0.48626 95.731 95.731 9.85E-03 50.81 436960

39205 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 5 743.55731 3712.7501 0.84114 -0.071214 0.76625 92.688 92.688 1.00E+00 21.73 980930

39206 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHMFGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 929.19481 3712.7501 1.1829 -0.26568 0.9141 92.716 92.716 1.80E-01 35.98 774550

39207 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 4 929.19481 3712.7501 1.1176 -0.25203 0.86347 93.728 93.728 8.22E-01 21.71 471500

39208 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHMFGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 743.55731 3712.7501 0.80339 0.16287 0.96309 93.915 93.915 6.48E-01 15.75 445050

39209 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 5 743.55731 3712.7501 0.81451 -0.2726 0.53944 94.309 94.309 1.00E+00 0.4 1113600

39210 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHMFGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 929.19481 3712.7501 1.1478 -0.58073 0.56468 94.25 94.25 8.86E-04 41.47 491690

39211 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHMFGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 929.19481 3712.7501 1.2478 -0.21244 1.0328 94.863 94.863 2.96E-01 36.14 449970

39212 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 5 743.55731 3712.7501 0.77832 -0.34709 0.42925 94.49 94.49 2.96E-01 28.17 8013200

39213 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.8188 -0.25551 0.56121 87.239 87.239 8.22E-01 13.13 1444800

39214 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 933.19354 3728.7451 1.1306 -0.23084 0.8984 87.232 87.232 6.48E-01 27.41 935520

39215 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.80579 -0.093474 0.70981 87.437 87.437 9.74E-01 1.25 2178700

39216 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 933.19354 3728.7451 1.1187 -0.16481 0.9521 87.422 87.422 6.48E-01 20.16 1492800

39217 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.80694 -0.34983 0.45609 87.364 87.364 1.80E-01 21.93 2860100
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39218 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 4 933.19354 3728.7451 1.1296 -0.2439 0.88441 87.368 87.368 1.80E-01 23.03 1444600

39219 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.80737 -0.12838 0.67799 87.793 87.793 4.55E-01 31.52 3247200

39220 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.76345 -0.44824 0.31395 87.418 87.418 1.80E-01 37.24 22278000

39221 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.80011 -0.19584 0.60209 86.948 86.948 2.96E-01 34.6 3577200

39222 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK 2 Oxidation (M) _RPEEIGAGDQGHM(ox)FGYATDETPELM(ox)PLSHVLATK_ B4FAD1_MAIZE 5 746.75629 3728.7451 0.81478 -0.21926 0.59401 88.71 88.71 1.00E+00 1.28 830380

39223 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Unmodified _RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 4 925.19608 3696.7552 1.1914 -0.000521 1.1868 101.65 101.65 7.39E-06 54.21 878340

39224 RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK Unmodified _RPEEIGAGDQGHMFGYATDETPELMPLSHVLATK_ B4FAD1_MAIZE 5 740.35832 3696.7552 0.83166 -0.13713 0.69098 101.67 101.67 6.48E-01 8.21 1314400

39225 RPEHLAR Unmodified _RPEHLAR_ GSTF4_MAIZE Q 2 439.75139 877.48823 0.26038 0.66735 0.8936 17.046 17.046 4.46E-01 25.08 7918.9

39226 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 2 621.33549 1240.6564 0.30887 -0.32311 -0.041536 52.252 52.252 1.25E-02 31.46 710690

39227 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 2 621.33549 1240.6564 0.3304 -0.032204 0.27089 54.101 54.101 1.62E-03 34.77 1323500

39228 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 2 621.33549 1240.6564 0.34897 -0.016426 0.30493 53.435 53.435 2.81E-03 30.89 1456300

39229 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 2 621.33549 1240.6564 0.30635 0.12117 0.40038 54.077 54.077 4.40E-02 26.59 1337700

39230 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 2 621.33549 1240.6564 0.23978 0.43638 0.64782 54.192 54.192 4.40E-05 53.12 20852000

39231 RPENWALVEK Unmodified _RPENWALVEK_ B4FFH8_MAIZE 3 414.55942 1240.6564 0.17811 0.48877 0.63815 54.241 54.241 1.00E+00 4.19 2710800

39232 RPFEYGR Unmodified _RPFEYGR_ B4FKD4_MAIZE 2 462.73795 923.46135 -0.067198 0.13047 0.045293 35.866 35.866 1.86E-01 28.24 2150000

39233 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 2 1003.5102 2005.0058 1.212 0.74324 1.9575 121.93 121.93 5.62E-03 23.86 459460

39234 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 3 669.34253 2005.0058 0.51754 0.049088 0.56918 123.18 123.18 6.76E-01 24.75 509230

39235 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 3 669.34253 2005.0058 0.62094 0.087213 0.71174 124.9 124.9 4.56E-01 16.84 192450

39236 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 3 669.34253 2005.0058 0.58252 -0.48662 0.099712 125.25 125.25 1.00E+00 11.37 311190

39237 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 3 669.34253 2005.0058 0.47911 0.26093 0.74304 123.22 123.22 7.64E-09 60.28 14648000

39238 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 2 1003.5102 2005.0058 1.2063 0.15619 1.3655 123.11 123.11 1.43E-21 54.38 2267100

39239 RPFGDAWLDGVDLFLER Unmodified _RPFGDAWLDGVDLFLER_ B4G1C2_MAIZE 3 669.34253 2005.0058 0.46408 0.04003 0.50745 130.17 130.17 1.11E-04 49.42 1461200

39240 RPFGDAYVDGLDFFLDR Unmodified _RPFGDAYVDGLDFFLDR_ B6SGT3_MAIZE 3 668.32677 2001.9585 0.55974 0.27478 0.8431 117.58 117.58 1.11E-04 55.44 1374000

39241 RPFGDAYVDGLDFFLDR Unmodified _RPFGDAYVDGLDFFLDR_ B6SGT3_MAIZE 2 1001.9865 2001.9585 1.2532 0.57749 1.8393 117.59 117.59 1.02E-03 35.39 200060

39242 RPFGDAYVDGLDFFLDR Unmodified _RPFGDAYVDGLDFFLDR_ B6SGT3_MAIZE 3 668.32677 2001.9585 0.52675 0.003356 0.53915 118.35 118.35 1.19E-02 34.41 431380

39243 RPFGDAYVDGLDFFLDR Unmodified _RPFGDAYVDGLDFFLDR_ B6SGT3_MAIZE 3 668.32677 2001.9585 0.57943 0.12901 0.71807 118.76 118.76 6.76E-01 15.15 297180

39244 RPFGDAYVDGLDFFLDR Unmodified _RPFGDAYVDGLDFFLDR_ B6SGT3_MAIZE 3 668.32677 2001.9585 0.62234 0.35293 0.98491 119.59 119.59 2.75E-01 22.66 160580

39245 RPFLIK Unmodified _RPFLIK_ B4FI21_MAIZE 2 387.25525 772.49594 0.55022 0.098484 0.62481 43.822 43.822 5.26E-01 18.23 589100

39246 RPFPNLK Unmodified _RPFPNLK_ B4FRC3_MAIZE 2 436.26106 870.50757 0.041451 0.097292 0.11592 42.931 42.931 1.86E-01 27.77 3066100

39247 RPFVWVVR Unmodified _RPFVWVVR_ B4G072_MAIZE 2 529.81654 1057.6185 0.016621 -0.087942 -0.06123 67.657 67.657 2.92E-02 38.84 1304500

39248 RPGQPSEAIR Unmodified _RPGQPSEAIR_ B4FH20_MAIZE 2 555.80435 1109.5942 0.239 0.010966 0.22755 29.804 29.804 7.11E-01 4 7872.4

39249 RPGQPSEAIR Unmodified _RPGQPSEAIR_ B4FH20_MAIZE 2 555.80435 1109.5942 0.038003 0.041404 0.057857 30.329 30.329 4.40E-02 24.66 41971

39250 RPGVDAFLEHLGR Unmodified _RPGVDAFLEHLGR_ B4G097_MAIZE 3 489.60028 1465.779 -0.091273 0.053937 -0.041233 76.973 76.973 1.53E-11 55.71 513770
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39251 RPHQPSEALR Unmodified _RPHQPSEALR_ B4FSL4_MAIZE 3 397.55114 1189.6316 0.49464 -0.056376 0.41662 27.584 27.584 5.31E-01 34.01 41710

39252 RPINYQQQQEAAAAQMLAK Oxidation (M) _RPINYQQQQEAAAAQM(ox)LAK_ B4FSK8_MAIZE 3 725.70402 2174.0902 0.74178 -0.1058 0.60967 59.116 59.116 3.70E-01 29.1 33647

39253 RPLFGSDLPK Unmodified _RPLFGSDLPK_ CAPP2_MAIZE 2 565.32185 1128.6291 0.14083 -0.077733 0.054349 57.6 57.6 2.81E-03 20.89 710970

39254 RPLFGSDLPK Unmodified _RPLFGSDLPK_ CAPP2_MAIZE 2 565.32185 1128.6291 0.13765 0.12113 0.25011 59.979 59.979 4.40E-02 18.5 515320

39255 RPLVEESFFSWFGDTELK Unmodified _RPLVEESFFSWFGDTELK_ Q94F79_MAIZE 3 729.69675 2186.0684 0.74077 0.2445 0.98449 129.8 129.8 9.01E-03 44.25 612580

39256 RPLVLQLHK Unmodified _RPLVLQLHK_ B6SKP8_MAIZE 3 368.57311 1102.6975 0.68427 0.30833 0.97367 46.274 46.274 2.35E-02 29.92 283560

39257 RPLVLQLHK Unmodified _RPLVLQLHK_ B6SKP8_MAIZE 3 368.57311 1102.6975 0.82082 0.17455 0.97718 48.299 48.299 2.35E-02 34.08 612440

39258 RPLVLQLHK Unmodified _RPLVLQLHK_ B6SKP8_MAIZE 3 368.57311 1102.6975 0.78082 0.32041 1.0836 47.66 47.66 8.40E-02 27.15 243900

39259 RPLVLQLHK Unmodified _RPLVLQLHK_ B6SKP8_MAIZE 3 368.57311 1102.6975 0.66102 0.020102 0.66269 48.316 48.316 2.35E-01 19.5 2850700

39260 RPLVLQLHR Unmodified _RPLVLQLHR_ B6U4J8_MAIZE 3 377.90849 1130.7036 0.66107 0.45972 1.1032 50.866 50.866 2.35E-01 40.09 674110

39261 RPLVLQLHR Unmodified _RPLVLQLHR_ B6U4J8_MAIZE 3 377.90849 1130.7036 0.51851 0.002192 0.50435 50.935 50.935 9.39E-03 52.42 2041500

39262 RPNQPTEEFR Unmodified _RPNQPTEEFR_ B6T7J1_MAIZE 2 637.31783 1272.6211 0.48865 0.08979 0.56216 37.477 37.477 1.25E-02 24.07 169790

39263 RPNQPTEEFR Unmodified _RPNQPTEEFR_ B6T7J1_MAIZE 3 425.21431 1272.6211 0.12536 0.014289 0.12213 38.384 38.384 5.86E-01 8.24 1736300

39264 RPNQPTEEFR Unmodified _RPNQPTEEFR_ B6T7J1_MAIZE 2 637.31783 1272.6211 0.3865 0.45354 0.82372 38.376 38.376 2.81E-03 31.58 577020

39265 RPPAPVYLK Unmodified _RPPAPVYLK_ Q8LJR0_MAIZE 2 520.8162 1039.6179 -0.022328 -0.22366 -0.26751 44.931 44.931 3.39E-01 13.76 1253500

39266 RPPEVSAAEGAGLPIAAGTALQALR Unmodified _RPPEVSAAEGAGLPIAAGTALQALR_ B4FJT5_MAIZE 3 806.11508 2415.3234 0.9681 0.49849 1.4474 96.97 96.97 1.78E-06 83.17 2197500

39267 RPPGAVASTTNYVVPLDAAPSGITRPLVEILR Unmodified _RPPGAVASTTNYVVPLDAAPSGITRPLVEILR_ B6TP06_MAIZE 4 833.46877 3329.846 0.95134 0.046153 0.99407 129.71 129.71 1.42E-04 58.31 2328200

39268 RPPGAVASTTNYVVPLDAAPSGITRPLVEILR Unmodified _RPPGAVASTTNYVVPLDAAPSGITRPLVEILR_ B6TP06_MAIZE 3 1110.9559 3329.846 1.1473 0.49632 1.639 129.7 129.7 1.21E-01 20.71 223020

39269 RPPSAFFVFMSEFR Oxidation (M) _RPPSAFFVFM(ox)SEFR_ P93630_MAIZE 3 578.62046 1732.8395 0.10905 0.14436 0.25738 101.7 101.7 2.26E-02 38.33 407250

39270 RPPSAFFVFMSEFR Unmodified _RPPSAFFVFMSEFR_ P93630_MAIZE 3 573.28882 1716.8446 0.14836 -0.66098 -0.51027 130.59 130.59 1.00E+00 6.71 60717

39271 RPSILALSR Unmodified _RPSILALSR_ TKTC_MAIZE B4 2 506.81673 1011.6189 -0.014806 -0.28429 -0.33068 52.808 52.808 1.01E-02 33.11 879560

39272 RPSILALSR Unmodified _RPSILALSR_ TKTC_MAIZE B4 2 506.81673 1011.6189 -0.044625 -0.08388 -0.16161 55.658 55.658 1.01E-02 43.02 775820

39273 RPSILALSR Unmodified _RPSILALSR_ TKTC_MAIZE B4 2 506.81673 1011.6189 -0.10772 -0.070294 -0.21051 55.711 55.711 3.21E-03 50.64 1475700

39274 RPSIVLLK Unmodified _RPSIVLLK_ Q5EUD8_MAIZE 2 463.31329 924.61204 -0.079052 0.36165 0.25759 54.555 54.555 1.65E-01 27.25 815310

39275 RPTPGTVQCFGR Unmodified _RPTPGTVQCFGR_ B6TVN0_MAIZE 3 459.23483 1374.6826 -0.011537 -0.2776 -0.268 43.611 43.611 4.50E-01 29.94 821040

39276 RPTPGTVQCFGR Unmodified _RPTPGTVQCFGR_ B6TVN0_MAIZE 3 459.23483 1374.6826 -0.13155 0.8929 0.78093 47.66 47.66 8.04E-02 28.08 779600

39277 RPVLSELR Unmodified _RPVLSELR_ B6SGK3_MAIZE 2 485.29563 968.57671 -0.26348 -0.2607 -0.54736 47.216 47.216 1.65E-01 29.69 657920

39278 RPWGELLDR Unmodified _RPWGELLDR_ B4FTQ0_MAIZE 3 381.20861 1140.604 0.36746 0.20207 0.55276 69.693 69.693 2.35E-01 23.23 332440

39279 RPYADMDDAPR Oxidation (M) _RPYADM(ox)DDAPR_ B4FJP8_MAIZE 3 441.53131 1321.5721 0.14099 0.56591 0.69227 33.24 33.24 3.45E-01 15.32 42264

39280 RPYLASECR Unmodified _RPYLASECR_ B6T8I4_MAIZE 2 576.28494 1150.5553 0.12005 0.097796 0.19702 35.243 35.243 1.12E-01 7.21 75752

39281 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 2 577.83565 1153.6568 0.177 -0.18195 -0.02059 51.013 51.013 4.40E-02 33.51 613750

39282 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 2 577.83565 1153.6568 0.0095633 0.073035 0.067802 53.579 53.579 1.45E-01 15.78 235710

39283 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 3 385.55953 1153.6568 0.31052 0.019293 0.31608 53.52 53.52 2.94E-01 27.39 577800

39284 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 2 577.83565 1153.6568 0.11891 0.3214 0.42385 53.697 53.697 1.25E-02 29.86 380620
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39285 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 2 577.83565 1153.6568 0.16689 0.15085 0.30226 51.831 51.831 2.81E-03 46.45 528450

39286 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 2 577.83565 1153.6568 0.075832 -0.26375 -0.20322 55.323 55.323 1.62E-03 49.28 1436300

39287 RQAVDISPLR Unmodified _RQAVDISPLR_ B4FB66_MAIZE 3 385.55953 1153.6568 0.28015 0.11244 0.37718 55.387 55.387 5.86E-01 31.18 2346500

39288 RQDEIAAIAK Unmodified _RQDEIAAIAK_ B4FB47_MAIZE 2 557.81439 1113.6142 0.11855 -0.037021 0.045908 41.305 41.305 1.25E-02 50.12 830490

39289 RQDEIAAIAK Unmodified _RQDEIAAIAK_ B4FB47_MAIZE 2 557.81439 1113.6142 0.023003 0.26337 0.24939 44.006 44.006 1.84E-04 48.26 629510

39290 RQDWLLSELR Unmodified _RQDWLLSELR_ Q9SAZ6_MAIZE 2 658.35949 1314.7044 0.49908 -0.12899 0.34976 82.115 82.115 1.62E-03 29.35 1229000

39291 RQDWLLSELR Unmodified _RQDWLLSELR_ Q9SAZ6_MAIZE 2 658.35949 1314.7044 0.43739 -0.36332 0.05423 83.178 83.178 1.84E-04 34.16 688850

39292 RQDWLLSELR Unmodified _RQDWLLSELR_ Q9SAZ6_MAIZE 2 658.35949 1314.7044 0.43076 -0.60883 -0.19803 83.463 83.463 1.25E-02 17.56 590030

39293 RQGGAGYEEEQEK Unmodified _RQGGAGYEEEQEK_ B6TJ85_MAIZE 3 494.22694 1479.659 -0.028068 -0.5763 -0.62567 24.04 24.04 5.88E-01 27.69 12989

39294 RQIEDLER Unmodified _RQIEDLER_ B4FMY6_MAIZE 2 529.78309 1057.5516 -0.075599 -0.49889 -0.6031 41.018 41.018 1.65E-01 22.79 1888900

39295 RQPVGPKPGFMVEGATLETVTPIPYDVVNDLK Oxidation (M) _RQPVGPKPGFM(ox)VEGATLETVTPIPYDVVNDLK_ B6SYW9_MAIZE 4 871.71026 3482.8119 1.0481 -0.14225 0.91294 128.93 128.93 3.45E-01 6.82 412200

39296 RQPYAVSR Unmodified _RQPYAVSR_ B4FVJ0_MAIZE 2 488.76978 975.52501 -0.036169 -0.28372 -0.33995 28.939 28.939 3.77E-01 21.6 31850

39297 RQVFAGPIVTLK Unmodified _RQVFAGPIVTLK_ B6TN41_MAIZE 2 664.90608 1327.7976 0.48056 -0.20346 0.27752 71.248 71.248 2.62E-07 46.36 312290

39298 RSDFGWNGSTF Unmodified _RSDFGWNGSTF_ B4FX16_MAIZE 2 637.28345 1272.5523 0.3588 0.19404 0.56753 82.516 82.516 3.83E-01 17.42 57500

39299 RSDVVISTK Unmodified _RSDVVISTK_ B6SGM5_MAIZE 2 502.79038 1003.5662 0.031442 -0.4094 -0.37974 30.331 30.331 1.01E-02 45.49 141200

39300 RSDVVISTK Unmodified _RSDVVISTK_ B6SGM5_MAIZE 2 502.79038 1003.5662 0.031561 -0.15967 -0.12891 31.31 31.31 7.18E-01 21.32 32036

39301 RSDVVISTK Unmodified _RSDVVISTK_ B6SGM5_MAIZE 2 502.79038 1003.5662 0.061914 -0.66359 -0.60224 30.485 30.485 1.12E-01 30.17 53031

39302 RSDVVISTK Unmodified _RSDVVISTK_ B6SGM5_MAIZE 2 502.79038 1003.5662 0.058316 -0.25473 -0.19707 31.035 31.035 7.18E-01 19.65 25530

39303 RSDVVISTK Unmodified _RSDVVISTK_ B6SGM5_MAIZE 2 502.79038 1003.5662 -0.075383 -0.21555 -0.292 31.77 31.77 9.73E-03 52.01 245790

39304 RSDYGSSAAQSPVK Unmodified _RSDYGSSAAQSPVK_ B6T7J1_MAIZE 2 726.85751 1451.7005 0.7529 0.012282 0.75461 38.4 38.4 2.00E-19 66.11 453690

39305 RSDYGSSAAQSPVK Unmodified _RSDYGSSAAQSPVK_ B6T7J1_MAIZE 3 484.90743 1451.7005 -0.10388 -0.37898 -0.49312 38.404 38.404 1.59E-01 39.75 339120

39306 RSEALLR Unmodified _RSEALLR_ B4G0Y4_MAIZE 2 422.7536 843.49265 0.18021 0.045872 0.18359 30.541 30.541 1.86E-01 22.68 27884

39307 RSIAATEELKR Unmodified _RSIAATEELKR_ B6SKP8_MAIZE 3 425.24561 1272.715 0.20139 0.03647 0.20098 36.895 36.895 9.88E-04 44.91 171580

39308 RSPNVESFR Unmodified _RSPNVESFR_ B4F917_MAIZE 2 546.28325 1090.552 0.052983 -1.7314 -1.6899 40.72 40.72 9.73E-03 36.21 1004800

39309 RSVEDLILSVGSGGGAAPVAASAPAGGAAAAAAPAAEEK Unmodified _RSVEDLILSVGSGGGAAPVAASAPAGGAAAAAAPAAEEK_ B4FUB4_MAIZE 3 1139.9251 3416.7536 1.1545 0.24444 1.3843 102.64 102.64 6.28E-04 50.32 236260

39310 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 2 509.76744 1017.5203 0.10492 -0.10162 -0.010015 31.259 31.259 3.39E-01 23.04 96041

39311 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 2 509.76744 1017.5203 -0.13451 -0.073301 -0.22049 29.756 29.756 1.12E-01 37.57 127530

39312 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 2 509.76744 1017.5203 0.00024202 -0.51554 -0.52618 32.519 32.519 1.01E-02 33.69 323650

39313 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 2 509.76744 1017.5203 -0.036222 -0.42015 -0.46752 31.646 31.646 3.32E-02 25.38 1611600

39314 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 3 340.18072 1017.5203 1.2182 -0.20984 0.99536 31.647 31.647 1.82E-02 40.28 171560

39315 RSVSDADIR Unmodified _RSVSDADIR_ B4FZM3_MAIZE 2 509.76744 1017.5203 0.023211 -0.399 -0.38743 32.366 32.366 7.18E-01 18.26 56420

39316 RTCYAQASQIR Unmodified _RTCYAQASQIR_ B4FAV3_MAIZE 3 451.89458 1352.6619 0.052339 0.15123 0.19152 35.025 35.025 6.15E-03 48.41 463230

39317 RTCYAQASQIR Unmodified _RTCYAQASQIR_ B4FAV3_MAIZE 2 677.33823 1352.6619 0.60756 -0.6435 -0.046987 35.026 35.026 3.83E-01 17.04 118570

39318 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 3 454.92951 1361.7667 -0.1769 0.026031 -0.16608 78.396 78.396 1.79E-02 28.4 296760
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39319 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.47623 -0.16049 0.29987 78.37 78.37 1.68E-09 44.85 102800

39320 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.59133 -0.03438 0.54046 76.418 76.418 2.62E-07 58.87 302130

39321 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 3 454.92951 1361.7667 0.010368 -0.080183 -0.086329 76.829 76.829 7.21E-01 21.27 678440

39322 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.62931 -0.30903 0.30449 76.477 76.477 1.68E-09 53.87 329370

39323 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.61022 -0.25679 0.33747 76.314 76.314 2.62E-07 57.78 240750

39324 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 3 454.92951 1361.7667 -0.005961 0.093579 0.069846 76.561 76.561 1.00E+00 13.84 773180

39325 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.5518 -0.30183 0.23371 76.532 76.532 7.61E-14 65.86 3836600

39326 RTDGIYIINLGK Unmodified _RTDGIYIINLGK_ B4FTD2_MAIZE 2 681.89063 1361.7667 0.5709 -0.30201 0.25319 76.421 76.421 2.62E-07 55.79 253880

39327 RTFAGDQLMLK Oxidation (M) _RTFAGDQLM(ox)LK_ B6T0D7_MAIZE 2 648.34245 1294.6704 0.40092 0.44102 0.83484 57.488 57.488 1.30E-03 19.37 98416

39328 RTFAGDQLMLK Oxidation (M) _RTFAGDQLM(ox)LK_ B6T0D7_MAIZE 3 432.56406 1294.6704 -0.01718 0.21008 0.18753 57.471 57.471 6.79E-01 16.69 35949

39329 RTGSIVDVPAGK Unmodified _RTGSIVDVPAGK_ ATPAM_MAIZE 2 600.34077 1198.667 0.26187 0.10977 0.3768 43.338 43.338 7.72E-03 38.76 1212000

39330 RTGSIVDVPAGK Unmodified _RTGSIVDVPAGK_ ATPAM_MAIZE 2 600.34077 1198.667 0.21365 0.095873 0.31416 43.276 43.276 7.72E-03 34.74 230010

39331 RTGSIVDVPAGK Unmodified _RTGSIVDVPAGK_ ATPAM_MAIZE 2 600.34077 1198.667 0.28998 -0.41626 -0.12066 45.575 45.575 6.74E-02 40.21 278050

39332 RTMNASECVAR Unmodified _RTMNASECVAR_ B6SV64_MAIZE 3 432.20454 1293.5918 0.17361 -0.058198 0.099761 30.289 30.289 6.79E-01 11.61 36108

39333 RTMNASECVAR Oxidation (M) _RTM(ox)NASECVAR_ B6SV64_MAIZE 3 437.53618 1309.5867 0.25779 -0.1781 0.06921 21.287 21.287 1.00E+00 6.2 3688.5

39334 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.76239 -0.21974 0.54557 28.603 28.603 3.13E-02 30.95 29015

39335 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.69586 -0.075546 0.62239 29.56 29.56 5.66E-01 38.13 30479

39336 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.7334 -0.19805 0.53776 28.728 28.728 9.54E-02 28.49 66176

39337 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.75622 -0.15092 0.60729 29.318 29.318 9.54E-02 31.58 58171

39338 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.72818 -0.30345 0.42737 29.575 29.575 9.54E-02 33.88 92639

39339 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.61848 -0.61185 0.009739 30.043 30.043 2.61E-08 64.37 3329000

39340 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 3 463.9038 1388.6896 -0.095879 -0.41167 -0.5057 30.049 30.049 1.02E-01 43.45 1889600

39341 RTQDGGTEVVEAK Unmodified _RTQDGGTEVVEAK_ B4FRJ1_MAIZE 2 695.35206 1388.6896 0.73978 -0.078361 0.6635 27.934 27.934 1.15E-02 31.13 25377

39342 RTVPQVFVHGK Unmodified _RTVPQVFVHGK_ B6T828_MAIZE 3 423.24717 1266.7197 0.053702 0.16621 0.23593 44.776 44.776 4.33E-02 19.81 79572

39343 RVAAMSVSR Unmodified _RVAAMSVSR_ B6T8I5_MAIZE 2 488.77147 975.52838 -0.0045685 0.65239 0.62705 89.548 89.548 7.18E-01 7.56 144160

39344 RVAAMSVSR Unmodified _RVAAMSVSR_ B6T8I5_MAIZE 2 488.77147 975.52838 -0.070925 0.86829 0.77794 88.823 88.823 3.39E-01 20.97 540250

39345 RVDLHLLPFDASK Unmodified _RVDLHLLPFDASK_ B6T8U9_MAIZE 3 504.28406 1509.8304 -0.13602 -0.24004 -0.38271 82.409 82.409 3.64E-02 26.75 179670

39346 RVDLHLLPFDASK Unmodified _RVDLHLLPFDASK_ B6T8U9_MAIZE 3 504.28406 1509.8304 -0.010241 -0.2074 -0.22398 82.611 82.611 1.02E-01 17.41 300160

39347 RVDLHLLPFDASK Unmodified _RVDLHLLPFDASK_ B6T8U9_MAIZE 3 504.28406 1509.8304 0.031534 -0.30035 -0.27553 82.411 82.411 2.66E-01 29.99 225770

39348 RVDLHLLPFDASK Unmodified _RVDLHLLPFDASK_ B6T8U9_MAIZE 3 504.28406 1509.8304 -0.019958 -0.56806 -0.59448 82.489 82.489 3.64E-02 24.11 983110

39349 RVEDNLK Unmodified _RVEDNLK_ B4FRC4_MAIZE 2 437.24307 872.47158 0.24043 0.37875 0.59114 23.243 23.243 1.00E+00 11.15 6708.7
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39350 RVEDNLK Unmodified _RVEDNLK_ B4FRC4_MAIZE 2 437.24307 872.47158 0.22691 0.28138 0.48173 23.189 23.189 1.00E+00 5.59 10673

39351 RVEDNLK Unmodified _RVEDNLK_ B4FRC4_MAIZE 2 437.24307 872.47158 0.19495 0.22936 0.39829 23.988 23.988 4.46E-01 26.66 57636

39352 RVEELTWR Unmodified _RVEELTWR_ Q9XEI4_MAIZE 2 544.796 1087.5774 0.075695 0.076236 0.13281 52.503 52.503 1.90E-02 28.67 572590

39353 RVEELTWR Unmodified _RVEELTWR_ Q9XEI4_MAIZE 2 544.796 1087.5774 0.065905 -0.29575 -0.24759 67.575 67.575 1.00E+00 6.4 228040

39354 RVEFLR Unmodified _RVEFLR_ Q84UX6_MAIZE 2 410.24541 818.47627 0.2455 0.027189 0.25434 45.662 45.662 5.26E-01 21.93 369730

39355 RVEFLR Unmodified _RVEFLR_ Q84UX6_MAIZE 2 410.24541 818.47627 0.26907 0.16466 0.41441 44.996 44.996 2.78E-01 33.89 1310900

39356 RVEPVPQR Unmodified _RVEPVPQR_ B6TMC1_MAIZE 2 490.78543 979.55631 -0.145 -0.14741 -0.30098 29.384 29.384 1.65E-01 21.8 119600

39357 RVEPYVAYGYPNLK Unmodified _RVEPYVAYGYPNLK_ B4F8K1_MAIZE 2 834.94085 1667.8671 1.0823 0.33101 1.3937 67.933 67.933 6.31E-03 29.73 1049300

39358 RVEPYVAYGYPNLK Unmodified _RVEPYVAYGYPNLK_ B4F8K1_MAIZE 3 556.96299 1667.8671 -0.037629 0.30518 0.24852 68.859 68.859 1.59E-01 17.83 8462800

39359 RVEPYVAYGYPNLK Unmodified _RVEPYVAYGYPNLK_ B4F8K1_MAIZE 2 834.94085 1667.8671 0.98652 0.21525 1.1822 68.854 68.854 7.64E-09 45.48 2366300

39360 RVEQQSMGR Unmodified _RVEQQSMGR_ B6U3Y1_MAIZE 2 545.77474 1089.5349 0.078266 -0.21552 -0.15039 19.712 19.712 1.00E+00 6.45 5870.8

39361 RVEQQSMGR Unmodified _RVEQQSMGR_ B6U3Y1_MAIZE 2 545.77474 1089.5349 0.088374 -0.20027 -0.12455 19.766 19.766 3.21E-03 44.46 89678

39362 RVEQQSMGR Oxidation (M) _RVEQQSM(ox)GR_ B6U3Y1_MAIZE 2 553.7722 1105.5298 0.13861 0.004386 0.13433 10.142 10.142 9.18E-02 24.81 45156

39363 RVGDHIFR Unmodified _RVGDHIFR_ B6T5Q6_MAIZE 3 333.85428 998.541 1.2211 -0.36441 0.85965 40.336 40.336 2.47E-01 27.26 3776300

39364 RVIDLISSPDVVK Unmodified _RVIDLISSPDVVK_ B6SIQ7_MAIZE 3 480.9522 1439.8348 -0.15131 -0.24072 -0.3916 78.183 78.183 1.00E+00 5.04 28281

39365 RVIDLISSPDVVK Unmodified _RVIDLISSPDVVK_ B6SIQ7_MAIZE 2 720.92467 1439.8348 0.68581 -0.29684 0.38862 77.112 77.112 1.47E-03 57.64 726730

39366 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.35767 0.13713 0.47154 46.113 46.113 4.43E-05 50.7 2724700

39367 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.32887 -0.19129 0.11508 46.413 46.413 4.43E-05 53.64 2394700

39368 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 3 417.24695 1248.719 0.084592 0.29321 0.35456 46.418 46.418 1.00E+00 22.39 665780

39369 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.3466 -0.098157 0.2265 48.67 48.67 4.48E-03 49.5 1765300

39370 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.34086 -0.12376 0.19549 47.965 47.965 4.43E-05 49.28 2410000

39371 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.34675 -0.0766 0.24766 48.174 48.174 4.48E-03 49.86 1403200

39372 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.3027 -0.043968 0.23706 48.938 48.938 1.67E-02 57.13 1510100

39373 RVIYASQLTAK Unmodified _RVIYASQLTAK_ B6U0S1_MAIZE 2 625.36679 1248.719 0.34039 0.035414 0.35429 46.714 46.714 4.48E-03 45.63 475150

39374 RVLDVNVHGVFLGMK Oxidation (M) _RVLDVNVHGVFLGM(ox)K_ B6T3V9_MAIZE 3 567.31526 1698.9239 0.06999 -0.06652 0.015252 74.054 74.054 8.04E-03 33.48 1150400

39375 RVLEINPR Unmodified _RVLEINPR_ B6U0V6_MAIZE 2 498.80108 995.58761 -0.022801 -0.99618 -1.0467 43.039 43.039 1.90E-02 32.02 245770

39376 RVLLGSVSDYVVNNATCPVTVVK Unmodified _RVLLGSVSDYVVNNATCPVTVVK_ B6TC12_MAIZE 3 830.78434 2489.3312 1.0109 0.16652 1.1908 97.219 97.219 6.43E-02 21.27 115750

39377 RVNALENVVKPR Unmodified _RVNALENVVKPR_ B4FVD6_MAIZE 3 465.6124 1393.8154 -0.007605 -0.43548 -0.46389 46.119 46.119 1.13E-05 59.39 1001300

39378 RVNALENVVKPR Unmodified _RVNALENVVKPR_ B4FVD6_MAIZE 3 465.6124 1393.8154 -0.031547 -0.17876 -0.23043 47.304 47.304 4.52E-03 41.08 713550

39379 RVNALENVVKPR Unmodified _RVNALENVVKPR_ B4FVD6_MAIZE 3 465.6124 1393.8154 -0.16836 -0.29186 -0.48005 52.353 52.353 4.78E-08 66.05 299000

39380 RVNIHLR Unmodified _RVNIHLR_ B4F9G0_MAIZE 3 303.191 906.55117 1.4431 -2.6761 -1.2476 33.307 33.307 8.66E-01 22.97 81017

39381 RVNIHLR Unmodified _RVNIHLR_ B4F9G0_MAIZE 3 303.191 906.55117 1.3842 -0.050519 1.3099 34.855 34.855 5.31E-01 30.97 178120

39382 RVNQAIYLLTTGAR Unmodified _RVNQAIYLLTTGAR_ B4FB66_MAIZE 2 788.45191 1574.8893 0.87375 0.020346 0.87929 76.605 76.605 3.40E-25 62.75 439050

39383 RVNTFWSQK Unmodified _RVNTFWSQK_ B4FN69_MAIZE 2 583.30927 1164.604 0.11603 -0.21945 -0.10527 49.703 49.703 3.39E-01 35.14 463680
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39384 RVNVNLR Unmodified _RVNVNLR_ B4FVJ0_MAIZE 2 435.76704 869.51953 0.081703 -0.82129 -0.75893 33.937 33.937 1.86E-01 19.45 253970

39385 RVPDAIVRPSSR Unmodified _RVPDAIVRPSSR_ B6TP06_MAIZE 3 451.59675 1351.7684 -0.16189 0.10933 -0.06313 43.066 43.066 8.04E-02 13.28 1017000

39386 RVPDAIVRPSSR Unmodified _RVPDAIVRPSSR_ B6TP06_MAIZE 4 338.94938 1351.7684 1.0543 -0.5905 0.45487 43.058 43.058 1.00E+00 9.71 118450

39387 RVPDSLVK Unmodified _RVPDSLVK_ B6TIS1_MAIZE 2 457.27691 912.53927 0.094364 0.14983 0.23851 21.232 21.232 1.00E+00 3.59 3977.6

39388 RVPDSLVK Unmodified _RVPDSLVK_ B6TIS1_MAIZE 2 457.27691 912.53927 -0.14935 0.2115 0.055909 41.098 41.098 1.65E-01 21.89 143040

39389 RVQSLVETLDK Unmodified _RVQSLVETLDK_ B4FV61_MAIZE 2 644.36698 1286.7194 0.42167 -1.0685 -0.65295 58.138 58.138 4.96E-02 39.87 333810

39390 RVSEQFTAMFR Unmodified _RVSEQFTAMFR_ TBB5_MAIZE B4 2 686.34553 1370.6765 0.54653 0.89164 1.4318 71.09 71.09 4.48E-03 40.13 1020900

39391 RVSEQFTAMFR Unmodified _RVSEQFTAMFR_ TBB5_MAIZE B4 3 457.89944 1370.6765 0.047807 -0.6244 -0.58126 71.159 71.159 3.45E-01 18.76 810710

39392 RVTELINR Unmodified _RVTELINR_ B4FAJ4_MAIZE 2 500.79854 999.58253 -0.088814 0.42779 0.31402 42.051 42.051 3.77E-01 21.21 2005900

39393 RVTVTTLR Unmodified _RVTVTTLR_ B4FTG2_MAIZE 2 473.29563 944.57671 -0.096381 -0.22283 -0.3115 37.749 37.749 3.77E-01 34.57 374850

39394 RVVAEGTYR Unmodified _RVVAEGTYR_ B4FID6_MAIZE 2 525.78817 1049.5618 -0.11472 -0.88923 -1.0111 30.77 30.77 1.01E-02 37.35 49123

39395 RVVDYAVK Unmodified _RVVDYAVK_ B6TPR6_MAIZE 2 475.27691 948.53927 -0.0029955 0.24955 0.24099 36.251 36.251 1.65E-01 15.52 261860

39396 RYALLAEDGVVK Unmodified _RYALLAEDGVVK_ B6T2Y1_MAIZE 2 667.37735 1332.7402 0.50644 -0.011952 0.47805 66.155 66.155 1.98E-03 53.59 317830

39397 RYDELPQAAR Unmodified _RYDELPQAAR_ PURA_MAIZE 2 609.81492 1217.6153 0.28749 0.057365 0.31587 47.256 47.256 1.62E-03 52.33 1656900

39398 RYEGLDEDIDLR Unmodified _RYEGLDEDIDLR_ B4G027_MAIZE 3 498.57921 1492.7158 -0.0078174 0.29407 0.26576 68.941 68.941 4.50E-01 15.79 371360

39399 RYIEMFYALK Oxidation (M) _RYIEM(ox)FYALK_ SUS1_MAIZE B6 2 675.34975 1348.6849 0.60924 -0.43186 0.14998 70.93 70.93 1.43E-02 14.03 228470

39400 RYIEMFYALK Oxidation (M) _RYIEM(ox)FYALK_ SUS1_MAIZE B6 2 675.34975 1348.6849 0.61305 0.51444 1.0986 71.083 71.083 1.75E-03 32.87 621890

39401 RYIEMFYALK Unmodified _RYIEMFYALK_ SUS1_MAIZE B6 2 667.35229 1332.69 0.62981 0.77224 1.3695 82.759 82.759 1.45E-01 21.1 169320

39402 RYLEDVIAHK Unmodified _RYLEDVIAHK_ B4FNT0_MAIZE 3 415.2313 1242.6721 0.2729 0.27752 0.5276 54.431 54.431 9.39E-01 9.52 368430

39403 RYLEDVIAHK Unmodified _RYLEDVIAHK_ B4FNT0_MAIZE 3 415.2313 1242.6721 0.18855 0.24107 0.40497 55.137 55.137 5.31E-01 25.68 920210

39404 RYLEDVIAHK Unmodified _RYLEDVIAHK_ B4FNT0_MAIZE 3 415.2313 1242.6721 0.24805 -0.019759 0.20506 53.583 53.583 9.29E-03 53.18 1541400

39405 RYLEDVIAHK Unmodified _RYLEDVIAHK_ B4FNT0_MAIZE 3 415.2313 1242.6721 0.0056361 0.30963 0.29176 57.326 57.326 1.49E-03 53.4 1943000

39406 RYSAAPVCK Unmodified _RYSAAPVCK_ B6TKG5_MAIZE 2 526.2713 1050.528 0.13644 -2.9369 -2.8093 27.721 27.721 7.18E-01 3.61 14567

39407 RYSAAPVCK Unmodified _RYSAAPVCK_ B6TKG5_MAIZE 2 526.2713 1050.528 -0.014926 0.075943 0.0462 28.773 28.773 3.39E-01 13.51 81576

39408 RYTEDMELDDAIHTAILTLK Oxidation (M) _RYTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 788.7299 2363.1679 0.99373 -0.3194 0.66237 119.12 119.12 2.04E-03 28.94 145200

39409 SAAAALRPIEPLPLPTGLSLSPR Acetyl (Protein N-term) _(ac)SAAAALRPIEPLPLPTGLSLSPR_ B6TC50_MAIZE 2 1185.1812 2368.3478 1.2408 0.3044 1.5228 116.79 116.79 5.43E-06 27.06 157740

39410 SAAALVGLLR Unmodified _SAAALVGLLR_ B6UF75_MAIZE 2 485.80583 969.59712 -0.0014035 -0.094464 -0.12106 82.415 82.415 2.81E-03 51.87 169740

39411 SAAASSMSALK Unmodified _SAAASSMSALK_ B6U233_MAIZE 2 512.2606 1022.5066 -0.097216 0.036141 -0.098499 42.471 42.471 1.47E-01 23.94 1107900

39412 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 0.0055108 0.22932 0.21442 38.106 38.106 3.13E-03 64.41 1086300

39413 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 -0.091653 0.19285 0.081239 37.117 37.117 9.73E-03 47.13 121150

39414 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 0.064105 -0.20206 -0.15824 40.119 40.119 3.39E-01 20.05 252950

39415 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 0.084429 -0.32513 -0.25941 39.353 39.353 3.13E-03 62.57 231710

39416 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 0.001602 -0.20671 -0.22428 40.176 40.176 1.12E-01 47.97 321900

39417 SAADLEECR Unmodified _SAADLEECR_ B4FFM6_MAIZE 2 525.72966 1049.4448 -0.10228 -0.4701 -0.59213 38.05 38.05 3.13E-03 64.35 5057000
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39418 SAAGFTPVK Unmodified _SAAGFTPVK_ B6TJJ4_MAIZE 2 439.24254 876.47052 0.05975 0.26291 0.32414 43.026 43.026 3.39E-01 23.85 1945300

39419 SAAGTVTFDR Unmodified _SAAGTVTFDR_ B4FFA5_MAIZE 2 512.75654 1023.4985 -0.012323 -0.52292 -0.52385 45.479 45.479 1.00E+00 5.88 1008800

39420 SAAGTVTFDR Unmodified _SAAGTVTFDR_ B4FFA5_MAIZE 2 512.75654 1023.4985 -0.055494 -0.091688 -0.13623 45.213 45.213 1.00E+00 9.81 481270

39421 SAAGTVTFDR Unmodified _SAAGTVTFDR_ B4FFA5_MAIZE 2 512.75654 1023.4985 0.017295 -0.64904 -0.61929 47.739 47.739 4.40E-02 36.55 651080

39422 SAAGTVTFDR Unmodified _SAAGTVTFDR_ B4FFA5_MAIZE 2 512.75654 1023.4985 -0.056297 -0.421 -0.46659 47.026 47.026 4.40E-02 38.42 1697500

39423 SAALASLHR Unmodified _SAALASLHR_ B4FA63_MAIZE 2 463.26433 924.51411 -0.017906 -0.19686 -0.24707 40.208 40.208 3.32E-02 49.95 538960

39424 SAALASLHR Unmodified _SAALASLHR_ B4FA63_MAIZE 2 463.26433 924.51411 -0.044846 -0.31168 -0.38758 39.476 39.476 1.01E-02 58.34 1632600

39425 SAALASLHR Unmodified _SAALASLHR_ B4FA63_MAIZE 3 309.17865 924.51411 1.4622 -0.28356 1.1452 39.418 39.418 6.12E-02 30.44 289590

39426 SAALASLHR Unmodified _SAALASLHR_ B4FA63_MAIZE 2 463.26433 924.51411 -0.1462 -0.14346 -0.32147 39.944 39.944 9.73E-03 54.32 8398000

39427 SAALASLHR Unmodified _SAALASLHR_ B4FA63_MAIZE 3 309.17865 924.51411 1.378 -0.24622 1.1012 39.924 39.924 8.75E-03 55.26 1798000

39428 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.93801 0.47653 1.3954 111.18 111.18 3.88E-01 4.31 80101

39429 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.96491 0.18417 1.1296 111.23 111.23 7.29E-01 8.08 116340

39430 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.99804 0.38704 1.3661 111.15 111.15 3.88E-01 8.14 131030

39431 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.93449 0.34904 1.2644 111.24 111.24 3.88E-01 11.53 1100600

39432 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.88219 0.14235 1.0058 111.31 111.31 4.63E-02 40.7 1081400

39433 SAALAVTDEVALPIR Acetyl (Protein N-term) _(ac)SAALAVTDEVALPIR_ B6TB21_MAIZE 2 784.43814 1566.8617 0.94586 0.59485 1.5211 111.92 111.92 6.37E-03 40.19 178700

39434 SAALDEALAAADVSTSETLAALEAR Unmodified _SAALDEALAAADVSTSETLAALEAR_ B4FTE5_MAIZE 2 1223.619 2445.2235 1.2673 0.57065 1.8135 126.12 126.12 4.48E-09 35.3 100510

39435 SAALDEALAAADVSTSETLAALEAR Unmodified _SAALDEALAAADVSTSETLAALEAR_ B4FTE5_MAIZE 2 1223.619 2445.2235 1.2152 1.6246 2.8141 126.91 126.91 2.78E-06 33.32 319770

39436 SAALDEALAAADVSTSETLAALEAR Unmodified _SAALDEALAAADVSTSETLAALEAR_ B4FTE5_MAIZE 3 816.08177 2445.2235 1.0679 0.89514 1.9374 126.8 126.8 1.74E-10 50.69 431790

39437 SAALDEALAAADVSTSETLAALEAR Unmodified _SAALDEALAAADVSTSETLAALEAR_ B4FTE5_MAIZE 2 1223.619 2445.2235 1.2857 0.17455 1.4359 126.82 126.82 6.30E-04 20.49 204380

39438 SAALDVEELADALGLGPK Unmodified _SAALDVEELADALGLGPK_ B6TKK1_MAIZE 3 590.31576 1767.9254 0.20988 0.24235 0.43427 125.37 125.37 5.61E-01 13.2 519450

39439 SAALDVEELADALGLGPK Unmodified _SAALDVEELADALGLGPK_ B6TKK1_MAIZE 2 884.97 1767.9254 1.1598 0.53931 1.6808 125.39 125.39 5.25E-26 88.02 430180

39440 SAALHMNINAAK Unmodified _SAALHMNINAAK_ B4FF57_MAIZE 3 414.22041 1239.6394 0.29803 0.52349 0.78177 46.019 46.019 4.08E-01 12.7 818000

39441 SAALHMNINAAK Unmodified _SAALHMNINAAK_ B4FF57_MAIZE 3 414.22041 1239.6394 0.14059 0.72371 0.82413 48.52 48.52 7.21E-01 3.56 1229000

39442 SAALHMNINAAK Oxidation (M) _SAALHM(ox)NINAAK_ B4FF57_MAIZE 2 628.82443 1255.6343 0.49215 -0.24038 0.21706 31.981 31.981 9.50E-03 17.21 43063

39443 SAALHMNINAAK Oxidation (M) _SAALHM(ox)NINAAK_ B4FF57_MAIZE 3 419.55204 1255.6343 0.22213 0.048721 0.23627 31.983 31.983 1.84E-01 19.59 120290

39444 SAALINQK Unmodified _SAALINQK_ B6SI39_MAIZE 2 422.74798 843.48142 0.26283 0.075701 0.29863 30.769 30.769 1.65E-01 20.6 109200

39445 SAALINQK Unmodified _SAALINQK_ B6SI39_MAIZE 2 422.74798 843.48142 0.095854 0.26472 0.32151 30.419 30.419 3.77E-01 27.88 22890

39446 SAALINQK Unmodified _SAALINQK_ B6SI39_MAIZE 2 422.74798 843.48142 0.34916 0.28955 0.59799 30.317 30.317 2.92E-02 31.94 38687

39447 SAALINQK Unmodified _SAALINQK_ B6SI39_MAIZE 2 422.74798 843.48142 0.012933 0.20024 0.17437 33.304 33.304 5.06E-02 16.23 15291

39448 SAAQLELEIEDMGGHLNAYTSR Oxidation (M) _SAAQLELEIEDM(ox)GGHLNAYTSR_ B4F932_MAIZE 3 807.71654 2420.1278 1.0404 -0.19111 0.83265 86.761 86.761 6.53E-05 38.39 535680

39449 SAAQLEQEIEDMGGHLNAYTSR Oxidation (M) _SAAQLEQEIEDM(ox)GGHLNAYTSR_ B6TG70_MAIZE 3 812.70805 2435.1023 1.0724 -0.17128 0.8864 85.022 85.022 6.53E-05 29.35 279630

39450 SAAQLEQEIEDMGGHLNAYTSR Oxidation (M) _SAAQLEQEIEDM(ox)GGHLNAYTSR_ B6TG70_MAIZE 3 812.70805 2435.1023 0.99669 0.24914 1.2304 85.372 85.372 3.07E-12 54.41 1015000

39451 SAAQLEQEIEDMGGHLNAYTSR Oxidation (M) _SAAQLEQEIEDM(ox)GGHLNAYTSR_ B6TG70_MAIZE 3 812.70805 2435.1023 1.0211 0.034778 1.0404 86.16 86.16 3.16E-15 65.51 1238100
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39452 SAAQLEQEIEDMGGHLNAYTSR Unmodified _SAAQLEQEIEDMGGHLNAYTSR_ B6TG70_MAIZE 3 807.37641 2419.1074 1.0432 0.26244 1.2878 104.51 104.51 9.51E-08 66.07 300820

39453 SAAQLEQEIEDMGGHLNAYTSR Unmodified _SAAQLEQEIEDMGGHLNAYTSR_ B6TG70_MAIZE 3 807.37641 2419.1074 0.99443 0.18536 1.1622 104.96 104.96 2.50E-19 72.59 1343800

39454 SAASVGLQLPDVYQP Unmodified _SAASVGLQLPDVYQP_ B6UGW2_MAIZE 2 772.90139 1543.7882 0.80129 0.097785 0.89925 100.71 100.71 6.37E-03 28.21 243110

39455 SAATAQMDAAVIALSR Unmodified _SAATAQMDAAVIALSR_ B6TAV8_MAIZE 2 788.4116 1574.8086 0.95197 -0.4108 0.52142 88.166 88.166 4.21E-20 107.41 258150

39456 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.58893 0.13768 0.71029 48.252 48.252 9.32E-03 43.16 4950900

39457 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.44854 0.006436 0.43875 49.533 49.533 4.49E-02 30.34 30465

39458 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.45501 -0.017046 0.42135 48.525 48.525 8.04E-02 48.01 2261300

39459 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.5682 0.09992 0.65177 50.725 50.725 4.49E-02 37.41 2463100

39460 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.47554 -0.28878 0.17008 50.102 50.102 9.32E-03 48.37 9522400

39461 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.60209 -0.11587 0.47003 50.193 50.193 8.04E-02 31.72 621830

39462 SAATLFR Unmodified _SAATLFR_ B6TVE3_MAIZE 2 383.21632 764.41809 0.31622 0.16132 0.46065 51.979 51.979 1.86E-01 30.76 802050

39463 SAAVACAER Acetyl (Protein N-term) _(ac)SAAVACAER_ B6SY37_MAIZE 2 488.72946 975.44437 0.0083877 0.67059 0.65224 48.045 48.045 3.32E-02 12.17 403870

39464 SADELLGAR Unmodified _SADELLGAR_ B4FSS8_MAIZE 2 466.24581 930.47706 0.017339 0.27806 0.2695 51.532 51.532 3.32E-02 30.08 653500

39465 SADELLGAR Unmodified _SADELLGAR_ B4FSS8_MAIZE 2 466.24581 930.47706 -0.13053 0.03363 -0.12335 54.216 54.216 3.89E-04 68.33 7210500

39466 SADGLGTCTYVK Unmodified _SADGLGTCTYVK_ B6T401_MAIZE 2 636.30045 1270.5863 0.33746 0.27836 0.62933 54.659 54.659 1.98E-03 35.69 542010

39467 SADGSWLWCTTEDSVYDAVK Unmodified _SADGSWLWCTTEDSVYDAVK_ B4G1D2_MAIZE 2 1145.5021 2288.9896 1.1406 0.16728 1.317 118.07 118.07 6.57E-12 67.22 368590

39468 SADPDIQLICDDSNIFK Unmodified _SADPDIQLICDDSNIFK_ B4FA99_MAIZE 2 975.9593 1949.9041 1.1949 -0.29581 0.8991 100.01 100.01 1.24E-09 40.96 137200

39469 SADPDIQLICDDSNIFK Unmodified _SADPDIQLICDDSNIFK_ B4FA99_MAIZE 2 975.9593 1949.9041 1.139 -0.060557 1.0792 100.97 100.97 1.37E-17 59.52 537510

39470 SADSGHYVGWVK Unmodified _SADSGHYVGWVK_ B6T6V5_MAIZE 3 435.87893 1304.6149 0.10543 0.87523 0.98604 54.068 54.068 9.42E-03 24.21 2031800

39471 SADSGHYVGWVK Unmodified _SADSGHYVGWVK_ B6T6V5_MAIZE 2 653.31475 1304.6149 0.49637 0.62612 1.1287 54.057 54.057 7.72E-03 53.36 1105500

39472 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.1947 -0.91156 0.28375 116.39 116.39 2.85E-03 44.38 715610

39473 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.2006 -0.79726 0.40403 116.74 116.74 2.97E-04 32.74 232610

39474 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.145 -0.45101 0.69485 116.88 116.88 8.95E-08 46.8 351230

39475 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.2025 -0.34692 0.85598 116.84 116.84 5.37E-06 48.12 139990

39476 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.3318 0.48146 1.8135 116.43 116.43 5.37E-06 49 259210

39477 SADSSSTDVALAFEVPSGWLK Unmodified _SADSSSTDVALAFEVPSGWLK_ B4FSZ7_MAIZE 2 1084.0313 2166.0481 1.2231 0.039734 1.2631 117.41 117.41 7.74E-05 33.11 1140800

39478 SADVAVR Unmodified _SADVAVR_ B4FUH2_MAIZE 2 359.19813 716.3817 1.0669 0.020458 1.0799 23.086 23.086 1.00E+00 11.95 22380

39479 SADVAVR Unmodified _SADVAVR_ B4FUH2_MAIZE 2 359.19813 716.3817 1.0235 0.096449 1.1135 23.618 23.618 4.49E-02 35.13 20816

39480 SADVAVR Unmodified _SADVAVR_ B4FUH2_MAIZE 2 359.19813 716.3817 1.0044 0.22791 1.2254 23.363 23.363 8.04E-02 18.24 20893

39481 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.063792 -0.51106 -0.5937 42.937 42.937 1.62E-03 38.98 4195800

39482 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.17557 0.46516 0.26858 43.218 43.218 1.62E-03 36.93 83092

39483 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.15687 -0.28034 -0.45647 42.429 42.429 1.62E-03 48.77 738230

39484 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.049567 -0.22545 -0.29504 45.121 45.121 1.62E-03 38.91 1224400

39485 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.04269 -0.24311 -0.30542 40.926 40.926 1.00E+00 12.01 630600
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39486 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.038782 -0.041816 -0.10165 44.366 44.366 1.84E-04 47.78 1352100

39487 SAEAVDLATK Unmodified _SAEAVDLATK_ B6TPH0_MAIZE 2 502.76657 1003.5186 -0.061359 -0.25446 -0.33572 44.983 44.983 1.84E-04 57.4 1611900

39488 SAEELDADLEK Unmodified _SAEELDADLEK_ B6T346_MAIZE 2 610.28806 1218.5616 0.20942 -0.099008 0.078885 56.052 56.052 5.66E-08 61.25 2060600

39489 SAEGEFLLR Unmodified _SAEGEFLLR_ B6TZ71_MAIZE 2 511.26928 1020.524 0.047878 0.076009 0.10148 68.972 68.972 3.32E-02 46.71 153840

39490 SAEGEFLLR Unmodified _SAEGEFLLR_ B6TZ71_MAIZE 2 511.26928 1020.524 -0.051565 0.018628 -0.055564 68.813 68.813 3.13E-03 40 808430

39491 SAEGVAAHFDDK Unmodified _SAEGVAAHFDDK_ Q5EUE0_MAIZE 2 623.78857 1245.5626 0.31691 -0.094523 0.2194 47.083 47.083 1.11E-04 68.28 913640

39492 SAEGVAAHFDDKK Unmodified _SAEGVAAHFDDKK_ Q5EUE0_MAIZE 3 458.89312 1373.6575 -0.01959 -3.9621 -3.9823 40.71 40.71 3.08E-01 14.93 1007600

39493 SAEGVAAHFDDKK Unmodified _SAEGVAAHFDDKK_ Q5EUE0_MAIZE 3 458.89312 1373.6575 -0.15771 -0.081124 -0.24693 40.722 40.722 6.66E-04 50.93 8166800

39494 SAEGVAAHFDDKK Unmodified _SAEGVAAHFDDKK_ Q5EUE0_MAIZE 2 687.83605 1373.6575 0.63679 -0.20488 0.4232 40.714 40.714 4.68E-05 57.18 395810

39495 SAEKPAPVR Acetyl (Protein N-term) _(ac)SAEKPAPVR_ B6SQI8_MAIZE 2 498.77727 995.53999 0.059553 -0.28342 -0.25531 31.533 31.533 1.12E-01 27.88 19035

39496 SAEKPAPVR Acetyl (Protein N-term) _(ac)SAEKPAPVR_ B6SQI8_MAIZE 2 498.77727 995.53999 -0.065779 -0.036185 -0.13474 32.369 32.369 1.12E-01 21.76 100760

39497 SAEKPAPVR Acetyl (Protein N-term) _(ac)SAEKPAPVR_ B6SQI8_MAIZE 2 498.77727 995.53999 -0.055098 -0.44123 -0.5285 29.888 29.888 9.73E-03 43.58 787980

39498 SAEKPAPVR Acetyl (Protein N-term) _(ac)SAEKPAPVR_ B6SQI8_MAIZE 2 498.77727 995.53999 -0.11674 -0.050667 -0.19884 32.954 32.954 1.00E+00 15.38 25098

39499 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.1853 0.021843 1.18 113.15 113.15 1.08E-64 106.53 2030100

39500 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.1662 0.078508 1.2177 113.71 113.71 1.08E-64 104.44 686270

39501 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 3 657.0337 1968.0793 0.45813 0.23755 0.66859 113.69 113.69 5.94E-09 38.65 355140

39502 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.1746 0.062835 1.2101 113.81 113.81 5.57E-58 98.93 747480

39503 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.1569 0.17074 1.3004 113.87 113.87 1.08E-64 94.36 816270

39504 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 3 657.0337 1968.0793 0.55173 0.043207 0.56809 113.88 113.88 2.77E-04 45.96 273290

39505 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.2641 -0.1101 1.1274 113.65 113.65 2.86E-31 82.97 488600

39506 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.1839 -2.86E-05 1.1574 113.54 113.54 5.36E-73 113.9 5308200

39507 SAELIGQAIANNPAFLALR Unmodified _SAELIGQAIANNPAFLALR_ Q9M589_MAIZE 2 985.04691 1968.0793 1.2266 0.051076 1.2511 115.63 115.63 3.71E-05 41.24 179990

39508 SAENNLYSVEGMQFDR Oxidation (M) _SAENNLYSVEGM(ox)QFDR_ B6SH83_MAIZE 2 938.41252 1874.8105 1.2263 0.002254 1.2176 71.71 71.71 2.50E-11 85.97 396550

39509 SAENNLYSVEGMQFDR Oxidation (M) _SAENNLYSVEGM(ox)QFDR_ B6SH83_MAIZE 2 938.41252 1874.8105 1.1534 -0.083942 1.0583 71.321 71.321 7.73E-25 76.93 2823000

39510 SAENNLYSVEGMQFDR Oxidation (M) _SAENNLYSVEGM(ox)QFDR_ B6SH83_MAIZE 3 625.94411 1874.8105 0.37655 -0.41144 -0.04484 71.315 71.315 1.00E+00 4.4 573720

39511 SAENNLYSVEGMQFDR Unmodified _SAENNLYSVEGMQFDR_ B6SH83_MAIZE 2 930.41506 1858.8156 1.1878 0.16601 1.3399 82.301 82.301 4.21E-20 93.56 823830

39512 SAESGPLLLDVLEGYLK Unmodified _SAESGPLLLDVLEGYLK_ B6U9F3_MAIZE 2 902.49057 1802.9666 1.1801 0.89009 2.0537 127.47 127.47 1.02E-03 69.67 53687

39513 SAESGPLLLDVLEGYLK Unmodified _SAESGPLLLDVLEGYLK_ B6U9F3_MAIZE 2 902.49057 1802.9666 1.0256 -0.61436 0.39602 130.28 130.28 1.43E-21 88.87 505170

39514 SAESGPMLLDVLEGYLK Oxidation (M) _SAESGPM(ox)LLDVLEGYLK_ B6T8S7_MAIZE 2 919.46623 1836.9179 1.1534 -0.36055 0.77954 127.69 127.69 1.37E-17 84.17 243450

39515 SAESNMCDLLR Unmodified _SAESNMCDLLR_ Q5GA23_MAIZE 2 648.28956 1294.5646 0.4554 0.24545 0.68411 71.101 71.101 4.43E-05 61.08 1902600

39516 SAESNMCDLLR Unmodified _SAESNMCDLLR_ Q5GA23_MAIZE 2 648.28956 1294.5646 0.45424 -0.075829 0.36124 71.557 71.557 1.47E-01 23.37 197640

39517 SAETLFR Unmodified _SAETLFR_ B4FBC9_MAIZE 2 412.21906 822.42357 0.10977 1.3389 1.4273 51.086 51.086 8.04E-02 29.99 1243200

39518 SAETLFR Unmodified _SAETLFR_ B4FBC9_MAIZE 2 412.21906 822.42357 0.15958 0.65448 0.7947 52.514 52.514 4.49E-02 37.21 6638400

39519 SAETLFR Unmodified _SAETLFR_ B4FBC9_MAIZE 2 412.21906 822.42357 0.26335 0.48769 0.73194 52.96 52.96 1.00E+00 9.03 401710
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39520 SAETLFR Unmodified _SAETLFR_ B4FBC9_MAIZE 2 412.21906 822.42357 0.22782 1.5939 1.8004 53.441 53.441 1.86E-01 31.71 1431300

39521 SAFIPFITAGDPDLVTTSK Unmodified _SAFIPFITAGDPDLVTTSK_ B6TS31_MAIZE 2 990.51986 1979.0252 1.1077 -0.17133 0.94583 111.38 111.38 5.89E-20 57.63 487940

39522 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.9325 0.090644 1.0225 84.319 84.319 3.27E-04 12.86 898210

39523 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.89053 0.42752 1.3174 85.166 85.166 6.43E-02 21.47 264470

39524 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.93271 0.1067 1.0384 85.146 85.146 4.10E-06 27.14 562630

39525 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.93059 0.07184 1.0028 84.946 84.946 8.30E-06 36.44 653370

39526 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.9224 0.074295 0.99674 85.448 85.448 5.14E-05 22.88 843380

39527 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.89202 0.21258 1.1035 84.755 84.755 1.28E-07 31.3 2360900

39528 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 3 770.37808 2308.1124 0.73999 -0.45095 0.28996 84.961 84.961 1.27E-06 42.08 21421000

39529 SAFLSAVNAYPGFAHGGTEVEGK Unmodified _SAFLSAVNAYPGFAHGGTEVEGK_ B4FTS6_MAIZE 2 1155.0635 2308.1124 1.0858 0.15994 1.2459 84.966 84.966 1.96E-09 70.47 1776900

39530 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 0.99084 -0.31877 0.65858 120.9 120.9 7.01E-11 52.78 636530

39531 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 1.1932 0.41787 1.5962 121.33 121.33 6.53E-30 87.52 240970

39532 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 1.1151 0.80762 1.908 121.57 121.57 7.01E-11 63.06 170700

39533 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 1.1319 1.4156 2.5322 121.74 121.74 1.12E-07 54.36 145470

39534 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 1.0853 0.14484 1.2158 123.96 123.96 6.53E-30 91.16 614270

39535 SAFSLLNQVLDEYQK Unmodified _SAFSLLNQVLDEYQK_ B6SPZ8_MAIZE 2 877.95161 1753.8887 1.0773 -0.027724 1.0357 127.83 127.83 6.53E-30 87.12 218940

39536 SAFYTLPK Unmodified _SAFYTLPK_ B6SR37_MAIZE 2 463.75274 925.49092 -0.027963 0.17153 0.12958 63.827 63.827 1.65E-01 25.36 837730

39537 SAFYTLPK Unmodified _SAFYTLPK_ B6SR37_MAIZE 2 463.75274 925.49092 -0.1686 -0.009497 -0.19116 66.337 66.337 5.06E-02 40.26 447160

39538 SAGAFSEQAQQALVSR Unmodified _SAGAFSEQAQQALVSR_ B6TC81_MAIZE 2 825.41573 1648.8169 1.0037 -0.024288 0.96789 68.985 68.985 1.02E-04 86.99 38936

39539 SAGFWFLGEDK Unmodified _SAGFWFLGEDK_ B4F9U6_MAIZE 2 628.80095 1255.5873 0.36264 0.23105 0.59523 101.77 101.77 4.48E-03 56.29 296350

39540 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.85704 0.16403 1.0116 47.221 47.221 7.01E-14 83.8 1037100

39541 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.79765 -0.11983 0.66858 46.867 46.867 1.48E-07 86.48 328960

39542 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.86815 0.2358 1.0935 49.432 49.432 4.21E-20 96.41 441500

39543 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.84575 0.1336 0.97001 48.649 48.649 1.27E-09 101.2 339330

39544 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.88969 0.030742 0.9111 49.54 49.54 1.02E-04 74.07 430600

39545 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.82683 -0.063597 0.75383 50.131 50.131 1.48E-07 82.16 1109100

39546 SAGGAGGGEELSVEER Unmodified _SAGGAGGGEELSVEER_ B4FRG1_MAIZE 2 752.84734 1503.6801 0.741 -0.24744 0.48385 47.513 47.513 7.73E-25 97.15 5220400

39547 SAGGVLLPK Unmodified _SAGGVLLPK_ B4FAE4_MAIZE 2 421.26073 840.5069 -0.05656 0.17022 0.10675 49.966 49.966 3.89E-04 59.55 613460

39548 SAGILEPHVLK Unmodified _SAGILEPHVLK_ B4FQ71_MAIZE 3 388.56428 1162.671 0.51846 0.10711 0.60806 58.878 58.878 1.91E-02 33.45 472490

39549 SAGILEPHVLK Unmodified _SAGILEPHVLK_ B4FQ71_MAIZE 3 388.56428 1162.671 0.46884 0.22925 0.68 59.382 59.382 3.45E-01 25.69 472230

39550 SAGIVVDDSQPFTSIQLR Unmodified _SAGIVVDDSQPFTSIQLR_ B6THK8_MAIZE 2 967.0049 1931.9953 1.193 -0.40021 0.80038 94.033 94.033 8.00E-45 96.48 697460

39551 SAGLAALVDALVAAGR Unmodified _SAGLAALVDALVAAGR_ B4G027_MAIZE 2 727.91992 1453.8253 0.78903 0.33236 1.1066 125.29 125.29 7.42E-06 43.86 280820

39552 SAGLAALVDALVAAGR Unmodified _SAGLAALVDALVAAGR_ B4G027_MAIZE 2 727.91992 1453.8253 0.76881 0.10237 0.85653 125.96 125.96 1.81E-01 30.39 1645300

39553 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.75293 0.27631 1.0206 124.93 124.93 1.82E-38 105.81 1347100
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39554 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.77516 0.22061 0.98753 125.39 125.39 1.82E-38 109.26 533540

39555 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.77227 0.2464 1.0099 125.66 125.66 1.82E-38 104.37 945580

39556 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 3 495.61922 1483.8358 0.022913 -0.1802 -0.16433 125.66 125.66 8.94E-02 20.7 403730

39557 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.83111 0.12052 0.9441 125.94 125.94 1.42E-33 109.23 527390

39558 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 3 495.61922 1483.8358 0.012836 -0.39706 -0.3922 125.88 125.88 1.00E+00 14.61 181220

39559 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.86779 0.17688 1.037 125.68 125.68 7.01E-14 86.8 234220

39560 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.76258 0.15247 0.90678 126.29 126.29 5.87E-44 105.3 6448500

39561 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 3 495.61922 1483.8358 -0.022543 -0.2101 -0.24001 126.29 126.29 2.30E-01 25.65 753820

39562 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.79926 0.31718 1.1079 125.37 125.37 1.82E-38 89.98 876840

39563 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 3 495.61922 1483.8358 -0.12453 -0.013049 -0.14528 125.35 125.35 2.30E-01 21.45 284310

39564 SAGLAALVDALVTGAR Unmodified _SAGLAALVDALVTGAR_ B6SLG3_MAIZE 2 742.9252 1483.8358 0.79665 0.26646 1.0546 130.04 130.04 1.42E-33 89.83 362840

39565 SAGNPAPQPPAK Unmodified _SAGNPAPQPPAK_ B6UDM7_MAIZE 2 567.79874 1133.5829 0.26036 -0.11951 0.12258 32.16 32.16 2.00E-01 20.6 53414

39566 SAGSPLSSLLGR Unmodified _SAGSPLSSLLGR_ B4G038_MAIZE 2 572.81967 1143.6248 0.091191 0.37855 0.4549 85.029 85.029 1.60E-02 46.71 1526200

39567 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.051654 -0.056876 -0.10073 45.51 45.51 2.81E-03 46.37 2458300

39568 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.22132 -0.067627 -0.27863 46.086 46.086 1.25E-02 42.69 159510

39569 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.18098 -0.050268 -0.22242 45.34 45.34 1.25E-02 48.41 789570

39570 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.054268 0.128 0.081586 47.063 47.063 4.40E-05 60.74 1170400

39571 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.11643 -0.040605 -0.14732 48.446 48.446 1.62E-03 56.34 1748300

39572 SAGVTSIGVR Unmodified _SAGVTSIGVR_ B4F7U0_MAIZE 2 473.76945 945.52434 -0.17923 0.017259 -0.15359 45.806 45.806 5.76E-06 74.96 21057000

39573 SAHLLGPLIAGAAPR Unmodified _SAHLLGPLIAGAAPR_ B6T8U9_MAIZE 3 481.95254 1442.8358 -0.032607 -0.18647 -0.23815 73.254 73.254 4.00E-01 19.65 753710

39574 SAIENSTSDYDK Unmodified _SAIENSTSDYDK_ CH61_MAIZE 2 665.29388 1328.5732 0.51884 -0.24311 0.2576 42.404 42.404 2.05E-12 71.14 506830

39575 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 2 793.86266 1585.7108 0.9505 -0.061574 0.86582 38.329 38.329 2.96E-06 73.19 819530

39576 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 2 793.86266 1585.7108 0.91117 -0.075042 0.81297 37.626 37.626 7.64E-09 82.41 222800

39577 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 2 793.86266 1585.7108 1.0108 0.098043 1.0847 40.486 40.486 6.31E-03 53.52 579840

39578 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 2 793.86266 1585.7108 0.95486 -0.011103 0.92085 39.697 39.697 3.56E-04 70.25 259340

39579 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 2 793.86266 1585.7108 0.90148 -0.28329 0.59519 40.556 40.556 2.96E-06 54.1 3722000

39580 SAIENSTSDYDKEK Unmodified _SAIENSTSDYDKEK_ CH61_MAIZE 3 529.57753 1585.7108 -0.12477 -0.29338 -0.44047 40.558 40.558 4.40E-03 26.57 13985000

39581 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.096122 -0.59062 -0.5031 24.405 24.405 2.35E-01 19.06 29296

39582 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 -0.13494 -0.15555 -0.29973 23.56 23.56 1.00E+00 6.14 9229.4

39583 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 -1.305 21.757 21.757 4.81E-01 16.56

39584 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.042946 -0.13181 -0.098192 25.588 25.588 7.18E-01 22.46 33757

39585 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.086531 -0.24019 -0.16305 24.895 24.895 1.00E+00 9.66 28748

39586 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.090268 -0.48366 -0.40177 25.313 25.313 1.00E+00 8.28 28494

39587 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.04034 -0.19902 -0.16874 24.869 24.869 1.00E+00 20.08 56242
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39588 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.041966 -0.16485 -0.1326 25.431 25.431 3.39E-01 27.88 66221

39589 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.011937 -0.32971 -0.32615 25.704 25.704 8.86E-01 21.23 505880

39590 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 -0.0022067 -0.2101 -0.22215 26.148 26.148 1.12E-01 29.81 385600

39591 SAIGEGMTR Oxidation (M) _SAIGEGM(ox)TR_ B6T9C0_MAIZE 2 469.22402 936.43348 0.12691 -0.21341 -0.095412 24.523 24.523 7.18E-01 22.9 13720

39592 SAIGEGMTR Unmodified _SAIGEGMTR_ B6T9C0_MAIZE 2 461.22656 920.43857 -0.012827 0.82721 0.7977 38.308 38.308 1.12E-01 35.48 1609000

39593 SAIGEGMTR Unmodified _SAIGEGMTR_ B6T9C0_MAIZE 2 461.22656 920.43857 0.081369 0.66101 0.72659 39.639 39.639 1.01E-02 35.87 305340

39594 SAIGEGMTR Unmodified _SAIGEGMTR_ B6T9C0_MAIZE 2 461.22656 920.43857 -0.048817 1.199 1.1338 40.247 40.247 3.21E-03 46.76 823040

39595 SAIGEGMTR Unmodified _SAIGEGMTR_ B6T9C0_MAIZE 2 461.22656 920.43857 -0.054677 0.79415 0.72256 40.151 40.151 9.73E-03 46.24 3074000

39596 SAIGIGTLLMDGLGDTIR Oxidation (M) _SAIGIGTLLM(ox)DGLGDTIR_ Q672R6_MAIZE 2 909.98513 1817.9557 1.2169 0.305 1.5237 115.99 115.99 3.69E-03 26.71 71227

39597 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.1045 -0.34633 0.73308 115.8 115.8 4.21E-20 85.15 234860

39598 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0233 0.080783 1.078 115.51 115.51 7.73E-25 105.89 531090

39599 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0493 0.034979 1.0589 116.41 116.41 4.21E-20 98.46 554650

39600 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0292 -0.053411 0.95038 115.63 115.63 1.42E-33 94.12 648350

39601 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0445 -0.082772 0.93596 116.56 116.56 1.42E-33 108.59 706680

39602 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0837 0.017937 1.076 115.68 115.68 4.21E-20 86.88 323050

39603 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.061 0.048472 1.0841 116.57 116.57 7.73E-25 103.42 334950

39604 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0341 -0.40224 0.60684 115.46 115.46 1.82E-38 93.86 2286400

39605 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.0641 -0.13212 0.90669 116.46 116.46 1.82E-38 100.77 2593900

39606 SAIGILMNLGLIEESK Oxidation (M) _SAIGILM(ox)NLGLIEESK_ MTHR1_MAIZE 2 852.46604 1702.9175 1.1968 0.078112 1.2496 120.17 120.17 2.16E-02 25.19 91523

39607 SAIGILMNLGLIEESK Unmodified _SAIGILMNLGLIEESK_ MTHR1_MAIZE 2 844.46858 1686.9226 1.0885 0.36262 1.4232 122.64 122.64 1.27E-09 71.44 793080

39608 SAIGILMNLGLIEESK Unmodified _SAIGILMNLGLIEESK_ MTHR1_MAIZE 2 844.46858 1686.9226 1.0282 0.042432 1.0431 122.95 122.95 7.42E-06 34.03 152500

39609 SAIGILMNLGLIEESK Unmodified _SAIGILMNLGLIEESK_ MTHR1_MAIZE 2 844.46858 1686.9226 1.1017 0.17783 1.2518 123.98 123.98 7.73E-25 85.3 477250

39610 SAILPMLQAEEDER Oxidation (M) _SAILPM(ox)LQAEEDER_ B4FQI3_MAIZE 2 809.39307 1616.7716 0.93998 0.1753 1.0887 75.802 75.802 7.68E-22 67.23 406570

39611 SAILPMLQAEEDER Unmodified _SAILPMLQAEEDER_ B4FQI3_MAIZE 2 801.39561 1600.7767 0.92625 0.60811 1.506 90.068 90.068 7.64E-09 54.02 164830

39612 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.2923 -0.11883 0.16883 71.728 71.728 1.68E-09 51.53 9372500

39613 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.30736 0.25038 0.55379 72.257 72.257 7.72E-03 28.29 1083300

39614 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.33468 -0.24244 0.088746 72.949 72.949 7.72E-03 30.89 1349100

39615 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.36458 0.14947 0.51037 72.498 72.498 1.11E-04 39.64 1366300

39616 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.29166 -0.093922 0.19429 72.491 72.491 1.60E-02 15.12 827830

39617 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.33442 0.2826 0.61161 72.866 72.866 1.98E-03 31.9 509170

39618 SAIVQVDAAPFK Unmodified _SAIVQVDAAPFK_ B4FE90_MAIZE 2 623.34552 1244.6765 0.35973 0.49271 0.84719 73.867 73.867 1.00E+00 11.82 150760

39619 SALASVIMGMAPVLGK Unmodified _SALASVIMGMAPVLGK_ B6TLT1_MAIZE 2 772.93058 1543.8466 0.92152 0.19236 1.1017 117.49 117.49 5.51E-02 13.32 749890

39620 SALASVIMGMAPVLGK 2 Oxidation (M) _SALASVIM(ox)GM(ox)APVLGK_ B6TLT1_MAIZE 2 788.92549 1575.8364 0.90894 -0.055984 0.84673 85.859 85.859 1.00E-02 40.15 138570

39621 SALASVIMGMAPVLGK 2 Oxidation (M) _SALASVIM(ox)GM(ox)APVLGK_ B6TLT1_MAIZE 2 788.92549 1575.8364 0.94485 -0.25955 0.67819 86.268 86.268 1.25E-09 43.05 254560
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39622 SALASVIMGMAPVLGK 2 Oxidation (M) _SALASVIM(ox)GM(ox)APVLGK_ B6TLT1_MAIZE 2 788.92549 1575.8364 0.9611 -0.19233 0.76261 85.664 85.664 1.00E-13 58.17 838800

39623 SALASVIMGMAPVLGK Oxidation (M) _SALASVIMGM(ox)APVLGK_ B6TLT1_MAIZE 2 780.92804 1559.8415 1.0206 0.54549 1.5559 96.283 96.283 9.46E-03 38.23 173690

39624 SALDEVTDTGAFDR Unmodified _SALDEVTDTGAFDR_ B6T7B6_MAIZE 2 748.84681 1495.6791 0.81463 0.56675 1.3867 79.041 79.041 2.09E-30 112.84 1850800

39625 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.1732 -0.035853 1.1196 121.38 121.38 3.33E-51 89.75 4455200

39626 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.1693 0.2194 1.3715 121.78 121.78 3.33E-51 128.66 2120000

39627 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 3 635.01056 1902.0098 0.3294 0.063776 0.37637 121.78 121.78 1.19E-01 14.73 301490

39628 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.1514 0.25211 1.3858 121.98 121.98 8.28E-39 90.43 2221600

39629 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.0537 -0.80432 0.23326 121.93 121.93 3.42E-29 69 1814200

39630 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.2489 0.2838 1.5153 121.4 121.4 8.28E-39 81.88 778520

39631 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.1567 0.10297 1.242 122.41 122.41 4.07E-45 83.52 9620000

39632 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 3 635.01056 1902.0098 0.42358 0.5404 0.94583 122.39 122.39 5.64E-05 31.67 1061300

39633 SALDYLELQPDLSALVR Unmodified _SALDYLELQPDLSALVR_ B6SXY1_MAIZE 2 952.0122 1902.0098 1.1945 0.74923 1.9262 122.65 122.65 1.37E-17 57.9 153370

39634 SALEATAPGLEAK Unmodified _SALEATAPGLEAK_ B6T9R4_MAIZE 2 629.33789 1256.6612 0.39417 -0.082464 0.28222 58.126 58.126 9.54E-02 17.98 610780

39635 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 1.0171 -0.21823 0.76304 33.049 33.049 8.04E-02 34.75 223570

39636 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 0.83714 -0.38944 0.41379 31.549 31.549 4.46E-01 31.25 52337

39637 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 0.96383 -0.091993 0.83689 34.279 34.279 1.86E-01 33.13 254190

39638 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 0.94494 -0.007997 0.90294 33.463 33.463 8.04E-02 28.66 174860

39639 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 0.82239 -0.37145 0.41613 34.057 34.057 9.32E-03 48.58 1480400

39640 SALEAVK Unmodified _SALEAVK_ B6TGG2_MAIZE 2 359.2107 716.40685 0.92566 -0.49889 0.39337 34.838 34.838 4.46E-01 18.78 53619

39641 SALETWGLFLVTK Unmodified _SALETWGLFLVTK_ B6U9L0_MAIZE 2 732.90848 1463.8024 0.76279 0.27182 1.032 117.45 117.45 1.00E-11 55.95 1439000

39642 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.030447 -0.077075 -0.14142 58.449 58.449 1.12E-01 36.48 6036500

39643 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.14936 -0.38603 -0.56726 58.942 58.942 3.32E-02 24.49 597780

39644 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.039913 -0.40715 -0.48008 60.548 60.548 3.32E-02 26.05 601170

39645 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.028465 -0.058121 -0.12006 59.905 59.905 3.32E-02 33.79 836250

39646 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.063142 0.18107 0.084178 60.357 60.357 9.73E-03 47.53 1029000

39647 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.021517 -0.38396 -0.43805 60.325 60.325 3.21E-03 51.05 1026600

39648 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.11722 0.22618 0.074499 60.908 60.908 9.73E-03 37.58 1700400

39649 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.084744 0.17139 0.0523 59.116 59.116 3.39E-01 33.71 1066800

39650 SALEVEEIR Unmodified _SALEVEEIR_ B4FID1_MAIZE 2 523.27985 1044.5451 -0.17339 -0.24154 -0.44736 61.76 61.76 3.21E-03 52.1 8091000

39651 SALEVEEIRVDK Unmodified _SALEVEEIRVDK_ B4FID1_MAIZE 3 463.25243 1386.7355 -0.16707 0.32194 0.13153 65.21 65.21 1.00E+00 8.73 772270

39652 SALEVEEIRVDK Unmodified _SALEVEEIRVDK_ B4FID1_MAIZE 2 694.37501 1386.7355 0.59595 0.096229 0.67004 65.242 65.242 1.68E-09 57.9 449690

39653 SALEVEEIRVDKETMEMLAALGMADLPGVER 3 Oxidation (M) _SALEVEEIRVDKETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 4 863.42548 3449.6728 1.0975 -0.25853 0.82576 128.42 128.42 1.00E+00 17.43 35284

39654 SALEVEEIRVDKETMEMLAALGMADLPGVER 3 Oxidation (M) _SALEVEEIRVDKETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 4 863.42548 3449.6728 0.99404 -0.24166 0.73863 129.1 129.1 5.34E-01 21.14 2339100

39655 SALEVEEIRVDKETMEMLAALGMADLPGVER 3 Oxidation (M) _SALEVEEIRVDKETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 3 1150.8982 3449.6728 1.0916 0.069386 1.147 129.09 129.09 8.43E-05 46.59 457320
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39656 SALFVPEVPFEVLVR Unmodified _SALFVPEVPFEVLVR_ B6U1K3_MAIZE 2 851.48235 1700.9501 1.0506 0.38812 1.4421 121.78 121.78 1.12E-07 32.92 1816100

39657 SALFVPEVPFEVLVR Unmodified _SALFVPEVPFEVLVR_ B6U1K3_MAIZE 2 851.48235 1700.9501 1.0569 0.13364 1.194 122.2 122.2 7.01E-11 43.96 1385900

39658 SALFVPEVPFEVLVR Unmodified _SALFVPEVPFEVLVR_ B6U1K3_MAIZE 2 851.48235 1700.9501 1.0157 0.041713 1.061 122.41 122.41 1.26E-03 32.04 1536600

39659 SALFVPEVPFEVLVR Unmodified _SALFVPEVPFEVLVR_ B6U1K3_MAIZE 2 851.48235 1700.9501 1.0676 0.22713 1.2979 122.58 122.58 1.12E-07 45.2 1778400

39660 SALFVPEVPFEVLVR Unmodified _SALFVPEVPFEVLVR_ B6U1K3_MAIZE 2 851.48235 1700.9501 1.1706 -0.52638 0.64826 122.1 122.1 6.37E-03 23.16 288840

39661 SALHSVTFAR Unmodified _SALHSVTFAR_ B4FJT5_MAIZE 3 363.53309 1087.5774 0.84498 -0.251 0.58948 49.303 49.303 3.11E-02 32.29 7898800

39662 SALHSVTFAR Unmodified _SALHSVTFAR_ B4FJT5_MAIZE 2 544.796 1087.5774 -0.018142 -0.074461 -0.097139 49.297 49.297 1.25E-02 34.02 1754100

39663 SALHSVTFAR Unmodified _SALHSVTFAR_ B4FJT5_MAIZE 3 363.53309 1087.5774 0.69532 -0.18449 0.50758 50.451 50.451 9.79E-02 24.55 122050

39664 SALLLSSNPVHK Unmodified _SALLLSSNPVHK_ Q9FQA4_MAIZE 2 633.36424 1264.7139 0.37539 -0.13341 0.22451 56.195 56.195 6.74E-02 30.72 416210

39665 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.28715 -0.25939 0.017043 64.208 64.208 4.96E-02 42.69 447270

39666 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.22275 0.091197 0.30345 64.762 64.762 4.48E-03 39.21 254280

39667 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.29063 -0.04327 0.23627 65.93 65.93 3.83E-01 9.84 439840

39668 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.30143 -0.29778 -0.0061122 65.329 65.329 1.47E-01 18.57 267500

39669 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.2628 -0.015168 0.23671 65.667 65.667 1.67E-02 21.82 564850

39670 SALLSYSDTVR Unmodified _SALLSYSDTVR_ B6T6V5_MAIZE 2 606.31696 1210.6194 0.24959 -0.099712 0.13875 65.755 65.755 1.67E-02 35.97 2128000

39671 SALNNEIEQLR Unmodified _SALNNEIEQLR_ B4FFQ3_MAIZE 2 643.83859 1285.6626 0.3849 -0.063032 0.28469 69.099 69.099 4.48E-03 54.76 781400

39672 SALPGALEYR Unmodified _SALPGALEYR_ B6TU01_MAIZE 2 538.79038 1075.5662 -0.11839 0.038389 -0.10976 65.392 65.392 3.43E-01 28.79 163950

39673 SALPVRPATK Unmodified _SALPVRPATK_ B4G0G8_MAIZE 3 347.21347 1038.6186 1.078 -0.015394 1.0449 36.464 36.464 9.39E-01 3.67 167660

39674 SALPVRPATK Unmodified _SALPVRPATK_ B4G0G8_MAIZE 3 347.21347 1038.6186 1.1718 -0.092946 1.0611 36.287 36.287 5.31E-01 9.28 544420

39675 SALQQMGILAR Oxidation (M) _SALQQM(ox)GILAR_ B6TBB6_MAIZE 2 602.32935 1202.6441 0.20677 0.42349 0.61005 56.368 56.368 4.96E-02 63.26 61874

39676 SALSESFR Unmodified _SALSESFR_ B4FAJ4_MAIZE 2 448.72725 895.43995 0.061915 0.093327 0.13303 49.396 49.396 7.88E-01 8.3 609080

39677 SALSESFR Unmodified _SALSESFR_ B4FAJ4_MAIZE 2 448.72725 895.43995 -0.10922 0.22475 0.092231 49.447 49.447 7.88E-01 7.97 279460

39678 SALSESFR Unmodified _SALSESFR_ B4FAJ4_MAIZE 2 448.72725 895.43995 0.049079 0.4608 0.48671 51.73 51.73 1.65E-01 17.77 442570

39679 SALSESFR Unmodified _SALSESFR_ B4FAJ4_MAIZE 2 448.72725 895.43995 0.070462 0.84967 0.89595 51.079 51.079 3.77E-01 14.86 259510

39680 SALSESFR Unmodified _SALSESFR_ B4FAJ4_MAIZE 2 448.72725 895.43995 -0.10573 0.31923 0.18936 51.839 51.839 1.90E-02 49.3 4017000

39681 SALTVMIDAGAR Unmodified _SALTVMIDAGAR_ B4FA08_MAIZE 2 602.82136 1203.6282 0.2718 0.049979 0.30929 79.546 79.546 1.60E-02 34.61 277750

39682 SALVAPLLDLPLSFLR Unmodified _SALVAPLLDLPLSFLR_ B4FZF8_MAIZE 2 863.0191 1724.0236 1.1114 0.40599 1.5037 128.43 128.43 4.21E-20 62.98 1299000

39683 SALVAPLLDLPLSFLR Unmodified _SALVAPLLDLPLSFLR_ B4FZF8_MAIZE 2 863.0191 1724.0236 1.1279 -0.070156 1.0452 129.65 129.65 1.81E-01 21.24 34145

39684 SALVAPLLDLPLSFLR Unmodified _SALVAPLLDLPLSFLR_ B4FZF8_MAIZE 2 863.0191 1724.0236 1.0294 0.11486 1.1315 130.32 130.32 7.42E-06 50.92 663460

39685 SANAAQANMELEFHR Oxidation (M) _SANAAQANM(ox)ELEFHR_ B6SZD6_MAIZE 3 568.93013 1703.7686 0.064766 0.17648 0.21558 50.737 50.737 1.05E-01 22.92 558240

39686 SANAAQANMELEFHR Oxidation (M) _SANAAQANM(ox)ELEFHR_ B6SZD6_MAIZE 3 568.93013 1703.7686 0.13926 -0.12731 -0.014427 52.81 52.81 2.69E-01 16.45 1240300

39687 SANAAQANMELEFHR Oxidation (M) _SANAAQANM(ox)ELEFHR_ B6SZD6_MAIZE 3 568.93013 1703.7686 0.1264 -0.14871 -0.048564 52.12 52.12 5.27E-01 24.99 3356200

39688 SANAAQANMELEFHR Unmodified _SANAAQANMELEFHR_ B6SZD6_MAIZE 3 563.59849 1687.7737 0.15193 -0.25043 -0.12651 62.337 62.337 8.52E-01 9.99 574940

39689 SANAAQANMELEFHR Unmodified _SANAAQANMELEFHR_ B6SZD6_MAIZE 3 563.59849 1687.7737 0.14283 -0.23168 -0.11693 61.774 61.774 2.69E-01 17.99 1218500
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39690 SANADIHVIPK Unmodified _SANADIHVIPK_ B4FYH2_MAIZE 3 388.8839 1163.6299 0.48379 -0.20335 0.26253 47.856 47.856 3.45E-01 15.83 494460

39691 SANADIHVIPK Unmodified _SANADIHVIPK_ B4FYH2_MAIZE 2 582.82221 1163.6299 0.15965 -1.1537 -1.0095 47.528 47.528 4.96E-02 23.19 332210

39692 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.1069 0.11895 1.2159 121.06 121.06 7.01E-14 63.78 581130

39693 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 3 590.64421 1768.9108 0.24248 0.010408 0.24325 121.06 121.06 1.00E+00 5.62 313180

39694 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.145 0.3922 1.5272 121.53 121.53 1.48E-07 73.22 264750

39695 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.0881 -0.014593 1.0637 121.7 121.7 7.01E-14 52.22 272500

39696 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.13 0.20882 1.33 121.75 121.75 1.48E-07 53.46 154160

39697 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.1821 0.20665 1.3799 121.25 121.25 7.73E-25 67.8 271960

39698 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 2 885.46268 1768.9108 1.0949 0.084883 1.1707 122.17 122.17 7.01E-14 79.87 1357300

39699 SAPEELVQQVLSAGWR Unmodified _SAPEELVQQVLSAGWR_ AMYB_MAIZE 3 590.64421 1768.9108 0.22188 0.098451 0.311 122.18 122.18 1.05E-01 20.18 922370

39700 SAPELVAPVGPTPGGTLPLSSIDK Unmodified _SAPELVAPVGPTPGGTLPLSSIDK_ B6TXM6_MAIZE 2 1152.1283 2302.242 1.1987 0.041274 1.2428 95.692 95.692 2.64E-19 72.23 958040

39701 SAPELVAPVGPTPGGTLPLSSIDK Unmodified _SAPELVAPVGPTPGGTLPLSSIDK_ B6TXM6_MAIZE 2 1152.1283 2302.242 1.2527 0.036932 1.2928 96.214 96.214 5.11E-31 70.27 432880

39702 SAPELVAPVGPTPGGTLPLSSIDK Unmodified _SAPELVAPVGPTPGGTLPLSSIDK_ B6TXM6_MAIZE 2 1152.1283 2302.242 1.1656 0.041945 1.2103 96.169 96.169 3.12E-59 97.66 672090

39703 SAPELVAPVGPTPGGTLPLSSIDK Unmodified _SAPELVAPVGPTPGGTLPLSSIDK_ B6TXM6_MAIZE 2 1152.1283 2302.242 1.1765 0.27611 1.455 96.069 96.069 1.57E-15 72.1 420590

39704 SAPELVAPVGPTPGGTLPLSSIDK Unmodified _SAPELVAPVGPTPGGTLPLSSIDK_ B6TXM6_MAIZE 2 1152.1283 2302.242 1.1749 0.13031 1.3079 96.255 96.255 2.38E-23 70.02 2189500

39705 SAPLPMSPLESLASSAVR Oxidation (M) _SAPLPM(ox)SPLESLASSAVR_ B6TII5_MAIZE 2 914.9773 1827.94 1.1727 -0.40463 0.75127 93.163 93.163 2.85E-09 60.92 529350

39706 SAPLPMSPLESLASSAVR Oxidation (M) _SAPLPM(ox)SPLESLASSAVR_ B6TII5_MAIZE 2 914.9773 1827.94 1.1248 -0.15805 0.94945 93.848 93.848 3.69E-03 32.92 387460

39707 SAPLPMSPLESLASSAVR Oxidation (M) _SAPLPM(ox)SPLESLASSAVR_ B6TII5_MAIZE 2 914.9773 1827.94 1.133 -0.33426 0.78114 93.849 93.849 9.02E-03 31.64 333170

39708 SAPLPMSPLESLASSAVR Unmodified _SAPLPMSPLESLASSAVR_ B6TII5_MAIZE 2 906.97984 1811.9451 1.1201 -0.37372 0.72745 103.28 103.28 4.65E-12 105.38 2687300

39709 SAPLPMSPLESLASSAVR Unmodified _SAPLPMSPLESLASSAVR_ B6TII5_MAIZE 2 906.97984 1811.9451 1.1784 -0.23587 0.92261 104.13 104.13 9.02E-03 58.12 321240

39710 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.15369 -0.14707 -0.0069008 35.927 35.927 1.00E+00 11.98 264900

39711 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.0061659 0.10443 0.09678 35.008 35.008 1.00E+00 12.04 81373

39712 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.11869 -0.058659 0.047207 37.844 37.844 1.00E+00 13.83 202570

39713 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.15877 -0.40417 -0.25917 36.933 36.933 1.00E+00 13.1 277110

39714 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.072308 -0.03002 0.028702 37.684 37.684 7.60E-01 16.31 459210

39715 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.055661 -0.27441 -0.23166 37.655 37.655 3.83E-01 22.65 4401600

39716 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 0.025187 0.19722 0.20867 38.538 38.538 3.83E-01 29.67 1420200

39717 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 -0.045316 -0.26068 -0.31879 35.67 35.67 1.47E-01 35.33 5295600

39718 SAPQPTGANIR Unmodified _SAPQPTGANIR_ B4G1Z4_MAIZE 2 556.29636 1110.5782 -0.018496 -0.22596 -0.25649 39.199 39.199 1.47E-01 21.94 1598600

39719 SAPTLNETFLGLLYPTENYK Unmodified _SAPTLNETFLGLLYPTENYK_ B6T271_MAIZE 2 1136.0808 2270.1471 1.1732 0.28643 1.4458 125.75 125.75 1.74E-02 42.49 127700

39720 SAQDIPPEVILAISGYTNMAGVK Oxidation (M) _SAQDIPPEVILAISGYTNM(ox)AGVK_ B4F8D4_MAIZE 3 797.41391 2389.2199 0.97164 0.14847 1.1123 118.76 118.76 6.43E-02 9.6 357210

39721 SAQEAIVLPPFVAIAVR Unmodified _SAQEAIVLPPFVAIAVR_ Q8L5H0_MAIZE 2 891.01963 1780.0247 1.1515 0.40324 1.5449 117.36 117.36 1.91E-01 23.06 401170

39722 SAQEAIVLPPFVAIAVR Unmodified _SAQEAIVLPPFVAIAVR_ Q8L5H0_MAIZE 2 891.01963 1780.0247 1.1081 0.40569 1.5037 117.81 117.81 7.46E-02 23.21 189610

39723 SAQEAIVLPPFVAIAVR Unmodified _SAQEAIVLPPFVAIAVR_ Q8L5H0_MAIZE 2 891.01963 1780.0247 1.1315 0.6077 1.7286 117.82 117.82 1.22E-02 37.81 163780
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39724 SAQEAIVLPPFVAIAVR Unmodified _SAQEAIVLPPFVAIAVR_ Q8L5H0_MAIZE 2 891.01963 1780.0247 1.1196 0.53007 1.6398 117.87 117.87 7.46E-02 19.52 214470

39725 SAQLLELMR Oxidation (M) _SAQLLELM(ox)R_ B6TQ98_MAIZE 2 538.79207 1075.5696 -0.17173 0.000271 -0.19835 64.593 64.593 9.18E-02 28.83 252230

39726 SAQLLELMR Oxidation (M) _SAQLLELM(ox)R_ B6TQ98_MAIZE 2 538.79207 1075.5696 -0.16237 -1.2938 -1.4828 66.369 66.369 3.21E-03 62.7 8372500

39727 SAQLLELMR Unmodified _SAQLLELMR_ B6TQ98_MAIZE 2 530.79461 1059.5747 -0.13023 0.16681 0.0033802 82.467 82.467 3.32E-02 33.94 82183

39728 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.31854 -0.13284 0.17069 35.622 35.622 2.20E-01 14.14 1295800

39729 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.23855 0.022001 0.24646 34.747 34.747 1.00E+00 7.16 311900

39730 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.30495 -0.16558 0.12463 37.631 37.631 3.64E-01 10.44 737470

39731 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.34308 -0.081769 0.24691 36.72 36.72 2.20E-01 19.91 659400

39732 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.33316 -0.13606 0.18306 37.565 37.565 3.64E-01 8.95 767980

39733 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.26856 0.01891 0.27289 37.479 37.479 5.57E-02 15.99 9067900

39734 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 2 920.43959 1838.8646 1.1657 0.18532 1.3366 37.48 37.48 4.65E-12 68.37 1329400

39735 SAQPAETHVAPSEEATSK Unmodified _SAQPAETHVAPSEEATSK_ B6SJN5_MAIZE 3 613.96215 1838.8646 0.2725 0.16638 0.42314 35.423 35.423 2.20E-01 20.94 1154500

39736 SAQPLIGSVK Unmodified _SAQPLIGSVK_ B6SHC1_MAIZE 2 500.2953 998.57605 -0.058203 -0.13177 -0.20087 51.064 51.064 3.43E-01 16.63 399810

39737 SAQSEIDAVAWSK Unmodified _SAQSEIDAVAWSK_ B6U4J8_MAIZE 2 696.34371 1390.6729 0.63273 -0.026037 0.58964 71.937 71.937 1.00E-11 72.24 1268100

39738 SASFADSWVQSNVRPYYPAVGIK Unmodified _SASFADSWVQSNVRPYYPAVGIK_ B4FNA7_MAIZE 3 848.09568 2541.2652 1.0586 0.08107 1.1358 98.267 98.267 4.10E-06 49.36 1161900

39739 SASFTAESIAPEVSSSIPSSLAR Unmodified _SASFTAESIAPEVSSSIPSSLAR_ Q8W523_MAIZE 2 1147.5792 2293.1438 1.221 -0.00397 1.2024 96.571 96.571 1.54E-06 41.6 251110

39740 SASFTAESIAPEVSSSIPSSLAR Unmodified _SASFTAESIAPEVSSSIPSSLAR_ Q8W523_MAIZE 2 1147.5792 2293.1438 1.1212 -0.08236 1.0246 96.588 96.588 2.53E-26 78.78 1044900

39741 SASFTAESIAPEVSSSIPSSLAR Unmodified _SASFTAESIAPEVSSSIPSSLAR_ Q8W523_MAIZE 3 765.38853 2293.1438 0.86187 -0.252 0.59525 96.532 96.532 2.00E-02 11.42 794350

39742 SASPSALPPLINAGEVFGLFPVGR Unmodified _SASPSALPPLINAGEVFGLFPVGR_ B6U792_MAIZE 2 1198.6523 2395.29 1.2576 1.3503 2.6056 127.42 127.42 6.01E-07 39.97 50439

39743 SASSTPVDASGEPIPTSSVLMAASK Acetyl (Protein N-term),Oxidation (M) _(ac)SASSTPVDASGEPIPTSSVLM(ox)AASK_ B6UD55_MAIZE 3 816.73186 2447.1738 0.95556 -0.37632 0.57468 89.786 89.786 5.30E-02 9.08 210610

39744 SASVDEVTAPGSLALDLIEQAEVEVQR Unmodified _SASVDEVTAPGSLALDLIEQAEVEVQR_ B6U4I4_MAIZE 3 942.81709 2825.4294 1.2546 0.32418 1.5712 129.64 129.64 5.39E-02 13.8 337930

39745 SATADGTQQWAFLTDALAR Unmodified _SATADGTQQWAFLTDALAR_ B6SPZ8_MAIZE 2 1011.9976 2021.9807 1.1717 0.1931 1.3642 113.05 113.05 3.71E-05 88.05 379830

39746 SATADGTQQWAFLTDALAR Unmodified _SATADGTQQWAFLTDALAR_ B6SPZ8_MAIZE 2 1011.9976 2021.9807 1.1796 0.13045 1.3096 114.89 114.89 1.06E-14 89.94 109730

39747 SATGVGVMMNDMK Unmodified _SATGVGVMMNDMK_ ADHX_MAIZE 2 670.80399 1339.5934 0.55819 -0.16107 0.39775 65.69 65.69 5.66E-01 17.39 863590

39748 SATGVGVMMNDMK 3 Oxidation (M) _SATGVGVM(ox)M(ox)NDM(ox)K_ ADHX_MAIZE 2 694.79636 1387.5782 0.64367 0.007488 0.66005 29.022 29.022 1.29E-02 23.43 24315

39749 SATGVGVMMNDMK 3 Oxidation (M) _SATGVGVM(ox)M(ox)NDM(ox)K_ ADHX_MAIZE 2 694.79636 1387.5782 0.72058 -0.73651 -0.0061025 32.346 32.346 7.61E-03 26.28 56533

39750 SATGVGVMMNDMK 3 Oxidation (M) _SATGVGVM(ox)M(ox)NDM(ox)K_ ADHX_MAIZE 2 694.79636 1387.5782 0.75975 -0.40657 0.36304 31.469 31.469 7.89E-02 17.56 35930

39751 SATGVGVMMNDMK 3 Oxidation (M) _SATGVGVM(ox)M(ox)NDM(ox)K_ ADHX_MAIZE 2 694.79636 1387.5782 0.6504 -0.21964 0.44044 33.072 33.072 7.61E-03 37.8 87836

39752 SATILFDGWR Unmodified _SATILFDGWR_ B6TKN5_MAIZE 2 583.30366 1164.5928 0.21333 0.12404 0.33641 90.281 90.281 7.11E-01 20.71 284030

39753 SATLDTWLPEQVAFIQSMGNEK Oxidation (M) _SATLDTWLPEQVAFIQSM(ox)GNEK_ B6TIN9_MAIZE 3 827.73706 2480.1893 1.1366 0.3808 1.5128 113.02 113.02 5.93E-08 41.88 215800

39754 SATPETEYGR Unmodified _SATPETEYGR_ Q9SAZ6_MAIZE 2 555.75674 1109.4989 0.076607 0.050146 0.1113 35.384 35.384 3.43E-01 30.92 1817600

39755 SATPETEYGR Unmodified _SATPETEYGR_ Q9SAZ6_MAIZE 2 555.75674 1109.4989 0.021502 0.29278 0.29809 34.071 34.071 1.45E-01 29.48 500910

39756 SATPETEYGR Unmodified _SATPETEYGR_ Q9SAZ6_MAIZE 2 555.75674 1109.4989 0.085309 0.18189 0.25206 37.145 37.145 4.40E-02 47.45 957690

39757 SATPETEYGR Unmodified _SATPETEYGR_ Q9SAZ6_MAIZE 2 555.75674 1109.4989 0.16887 -0.064873 0.088123 36.332 36.332 1.00E+00 3.88 99904
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39758 SATTAAVPFWR Acetyl (Protein N-term) _(ac)SATTAAVPFWR_ ATP5E_MAIZE 2 624.82221 1247.6299 0.3778 -0.092016 0.28164 96.061 96.061 1.00E+00 5.23 792620

39759 SATTAAVPFWR Acetyl (Protein N-term) _(ac)SATTAAVPFWR_ ATP5E_MAIZE 2 624.82221 1247.6299 0.089782 0.13684 0.22367 97.028 97.028 3.83E-01 20.12 4918400

39760 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.036937 0.24157 0.17971 38.353 38.353 3.77E-01 25.26 5630200

39761 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.15036 0.39978 0.22397 37.631 37.631 5.06E-02 34.02 1725600

39762 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.034752 0.085412 0.025163 40.394 40.394 1.65E-01 30.52 2710500

39763 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.07744 0.093947 -0.0090167 39.674 39.674 3.77E-01 19.33 3787000

39764 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 0.13593 1.0885 1.1966 40.178 40.178 3.77E-01 38.5 528100

39765 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.13244 0.30024 0.14365 41.114 41.114 5.06E-02 33.58 14858000

39766 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.018167 0.3066 0.26389 38.299 38.299 1.00E+00 6.23 405320

39767 SATYDEIK Unmodified _SATYDEIK_ G3PE_MAIZE 2 463.72691 925.43928 -0.19808 0.59669 0.3728 41.695 41.695 7.88E-01 25.83 498700

39768 SAVACLK Unmodified _SAVACLK_ B6U8U1_MAIZE 2 374.70473 747.39491 0.76056 0.58108 1.3287 33.39 33.39 1.00E+00 7.31 128500

39769 SAVACLK Unmodified _SAVACLK_ B6U8U1_MAIZE 2 374.70473 747.39491 0.77597 -0.40019 0.36597 31.368 31.368 4.46E-01 21.05 365750

39770 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 0.017394 -0.36348 -0.38059 30.57 30.57 2.62E-07 51.92 232050

39771 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.14225 0.047782 -0.12713 30.054 30.054 7.72E-03 50.82 27311

39772 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.17309 -0.23528 -0.44212 28.816 28.816 6.74E-02 36.4 24317

39773 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.002801 -0.43519 -0.47162 31.748 31.748 1.98E-03 46.78 78173

39774 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 0.057945 -0.51265 -0.48873 30.896 30.896 7.61E-14 71.22 142390

39775 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.0037849 -0.40404 -0.44168 31.5 31.5 2.62E-07 53.14 108850

39776 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.10951 -0.2045 -0.34755 29.894 29.894 2.05E-12 74.65 2124100

39777 SAVASAAAGAAK Unmodified _SAVASAAAGAAK_ B6TPA4_MAIZE 2 487.76691 973.51926 -0.12007 -0.36866 -0.52269 33.131 33.131 2.00E-01 17.74 13947

39778 SAVDSGAHNATNSLHR Unmodified _SAVDSGAHNATNSLHR_ B6U4F7_MAIZE 3 546.26439 1635.7713 0.058624 -0.80171 -0.74879 38.962 38.962 4.32E-02 28.6 197020

39779 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 2 786.85483 1571.6951 0.96682 -0.16676 0.78344 33.43 33.43 2.00E-19 80.88 517520

39780 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 3 524.90565 1571.6951 -0.089197 -0.27151 -0.37796 32.197 32.197 1.00E+00 7.84 406390

39781 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 2 786.85483 1571.6951 0.93227 0.15351 1.0689 32.19 32.19 2.96E-06 70.05 159800

39782 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 3 524.90565 1571.6951 0.025951 -0.39206 -0.3833 35.133 35.133 7.27E-01 6.27 1112100

39783 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 2 786.85483 1571.6951 0.94289 0.089585 1.0155 35.128 35.128 1.95E-13 91.69 470680

39784 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 3 524.90565 1571.6951 0.033177 -0.15847 -0.14265 34.27 34.27 6.14E-02 14.34 704030

39785 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 2 786.85483 1571.6951 0.97162 0.061679 1.0166 34.27 34.27 2.96E-06 54.55 190010

39786 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 3 524.90565 1571.6951 -0.11801 -0.4103 -0.54494 35.023 35.023 2.26E-02 36.62 7436600

39787 SAVENSTSDYDKEK Unmodified _SAVENSTSDYDKEK_ CH62_MAIZE 2 786.85483 1571.6951 1.0371 0.00401 1.0237 35.065 35.065 2.96E-06 72.59 97549

39788 SAVLFR Unmodified _SAVLFR_ B6T7Q7_MAIZE 2 346.70813 691.40171 1.156 0.14255 1.2885 49.762 49.762 5.26E-01 17.79 457330

39789 SAVLFRPK Unmodified _SAVLFRPK_ B6T7Q7_MAIZE 2 459.28199 916.54944 -0.001333 -0.29391 -0.30985 43.329 43.329 5.06E-02 27.15 227740

39790 SAVLFRPK Unmodified _SAVLFRPK_ B6T7Q7_MAIZE 2 459.28199 916.54944 -0.017599 0.020353 -0.013012 42.753 42.753 1.65E-01 16.85 1895400

39791 SAVLFRPK Unmodified _SAVLFRPK_ B6T7Q7_MAIZE 3 306.52376 916.54944 1.7991 42.781 42.781 2.02E-01 22.82
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39792 SAVLLVDNK Unmodified _SAVLLVDNK_ B6T5Q6_MAIZE 2 479.78202 957.5495 -0.16782 -0.088912 -0.26995 51.36 51.36 9.73E-03 66.04 12657000

39793 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.8158 0.20553 1.0056 52.057 52.057 5.26E-01 17.54 4624500

39794 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.62876 0.19852 0.81093 53.524 53.524 1.00E+00 4.85 94703

39795 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.81032 0.017472 0.81157 54.56 54.56 1.00E+00 3.18 3132300

39796 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.70446 0.002359 0.69162 53.858 53.858 2.64E-01 26.61 8560200

39797 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.70064 0.46624 1.1516 54.611 54.611 9.46E-01 16.79 1140500

39798 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.8032 1.2894 2.0724 54.682 54.682 1.00E+00 5.69 1256400

39799 SAVLWR Unmodified _SAVLWR_ B4FBC9_MAIZE 2 366.21358 730.41261 0.57598 -0.1083 0.45283 56.016 56.016 1.00E+00 7.58 456840

39800 SAVPSGASTGIYEALELR Unmodified _SAVPSGASTGIYEALELR_ B4G191_MAIZE 2 910.97307 1819.9316 1.1656 -0.09547 1.0541 94.282 94.282 1.18E-19 86.15 1156400

39801 SAVTFQMDVPATMPVVK Unmodified _SAVTFQMDVPATMPVVK_ O23887_MAIZE 2 910.96789 1819.9212 1.2564 1.9326 3.1982 93.596 93.596 2.72E-05 60.12 233030

39802 SAVTNPDDLELWLK Unmodified _SAVTNPDDLELWLK_ B6TLK7_MAIZE 2 800.9145 1599.8144 0.896 -0.11859 0.76802 100.95 100.95 2.96E-06 43.53 2244500

39803 SAVVAGAVGGVLAGAAAAAK Unmodified _SAVVAGAVGGVLAGAAAAAK_ B6SJS3_MAIZE 2 805.96485 1609.9152 0.9547 -0.086515 0.86232 93.098 93.098 1.32E-42 68.2 207550

39804 SAYSAAAEEFK Unmodified _SAYSAAAEEFK_ Q5EUE1_MAIZE 2 587.27476 1172.535 0.14475 0.20077 0.31039 60.105 60.105 3.60E-06 50.47 2322600

39805 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 3 472.8929 1415.6569 0.043284 0.40387 0.41481 54.952 54.952 5.88E-01 13.12 812110

39806 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 2 708.83571 1415.6569 0.69342 -0.35893 0.30261 55.543 55.543 4.68E-05 78.11 357690

39807 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 3 472.8929 1415.6569 -0.057234 0.041235 -0.047421 57.286 57.286 1.28E-01 25.39 1796900

39808 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 2 708.83571 1415.6569 0.69282 -0.18128 0.47937 57.314 57.314 6.20E-03 86.39 1203800

39809 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 2 708.83571 1415.6569 0.68197 -0.19725 0.45298 56.634 56.634 4.68E-05 61.93 759370

39810 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 3 472.8929 1415.6569 -0.057447 -0.034073 -0.12315 56.623 56.623 1.60E-02 40.74 1447000

39811 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 2 708.83571 1415.6569 0.6039 -0.11547 0.45661 57.171 57.171 6.20E-03 52.56 8205300

39812 SAYSAAAEEFKDK Unmodified _SAYSAAAEEFKDK_ Q5EUE1_MAIZE 3 472.8929 1415.6569 -0.19917 0.27445 0.042556 57.171 57.171 1.28E-01 21.97 14254000

39813 SAYSAAAEEFKDKEIK Unmodified _SAYSAAAEEFKDKEIK_ Q5EUE1_MAIZE 3 596.30011 1785.8785 0.22985 0.30056 0.49562 64.626 64.626 1.90E-03 28.5 1420700

39814 SAYSVAQYSSPFR Unmodified _SAYSVAQYSSPFR_ B4FSU4_MAIZE 2 731.8517 1461.6888 0.69331 -0.29175 0.39147 73.124 73.124 2.61E-08 54.31 1575400

39815 SCAPLMLR Unmodified _SCAPLMLR_ B6TM55_MAIZE 2 474.2437 946.47284 -0.043236 0.083736 0.025472 56.155 56.155 1.65E-01 19.25 2540900

39816 SCAPLMLR Unmodified _SCAPLMLR_ B6TM55_MAIZE 2 474.2437 946.47284 -0.03726 0.10727 0.055151 58.324 58.324 5.06E-02 13.53 343870

39817 SCAPLMLR Unmodified _SCAPLMLR_ B6TM55_MAIZE 2 474.2437 946.47284 -0.040823 0.063456 0.0069609 58.081 58.081 5.06E-02 20.12 1346200

39818 SCAPLMLR Unmodified _SCAPLMLR_ B6TM55_MAIZE 2 474.2437 946.47284 -0.11563 0.14865 0.016564 58.794 58.794 5.06E-02 28.52 4971400

39819 SCAPLMLR Unmodified _SCAPLMLR_ B6TM55_MAIZE 2 474.2437 946.47284 -0.18485 -0.87753 -1.0764 56.982 56.982 1.90E-02 42.56 22394000

39820 SCAPLMLR Oxidation (M) _SCAPLM(ox)LR_ B6TM55_MAIZE 2 482.24115 962.46775 -0.058127 0.31669 0.24738 51.914 51.914 2.74E-01 29.64 633770

39821 SCAPLMLR Oxidation (M) _SCAPLM(ox)LR_ B6TM55_MAIZE 2 482.24115 962.46775 -0.13793 -0.36667 -0.51552 52.315 52.315 1.33E-01 14.55 4503300

39822 SCAPLMLR Oxidation (M) _SCAPLM(ox)LR_ B6TM55_MAIZE 2 482.24115 962.46775 -0.20881 -1.0842 -1.3009 50.036 50.036 4.49E-02 34.96 30199000

39823 SCEDIDECQEK Unmodified _SCEDIDECQEK_ B6U0J6_MAIZE 2 706.76885 1411.5231 0.76294 -0.3044 0.45783 35.543 35.543 4.43E-05 48.07 84277

39824 SCEDIDECQEK Unmodified _SCEDIDECQEK_ B6U0J6_MAIZE 2 706.76885 1411.5231 0.74635 -0.17588 0.56871 36.374 36.374 5.66E-08 56.27 131640

39825 SCFMRPPGGVLAPGESIIATVFK Oxidation (M) _SCFM(ox)RPPGGVLAPGESIIATVFK_ B4FUC2_MAIZE 3 817.42387 2449.2498 1.0005 -0.45758 0.55029 128.73 128.73 8.30E-06 35.83 209390
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39826 SCLLLR Unmodified _SCLLLR_ B4FB55_MAIZE 2 381.22055 760.42654 0.48925 0.030869 0.506 52.26 52.26 9.46E-01 19.14 638600

39827 SCLLLR Unmodified _SCLLLR_ B4FB55_MAIZE 2 381.22055 760.42654 0.59709 -0.23657 0.34639 53.757 53.757 5.26E-01 32.12 876560

39828 SCLLLR Unmodified _SCLLLR_ B4FB55_MAIZE 2 381.22055 760.42654 0.64164 -0.030812 0.59592 52.376 52.376 2.64E-01 17.47 917490

39829 SCLLLR Unmodified _SCLLLR_ B4FB55_MAIZE 2 381.22055 760.42654 0.35727 -0.19551 0.14917 55.724 55.724 2.64E-01 28.62 1539900

39830 SCLPQELGWLR Unmodified _SCLPQELGWLR_ B4FR31_MAIZE 2 679.8479 1357.6813 0.62733 0.60184 1.2235 93.577 93.577 3.83E-01 17.04 571840

39831 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.048662 0.20523 0.13172 51.104 51.104 2.92E-02 50.79 5359400

39832 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.1536 0.12206 -0.055084 51.613 51.613 2.92E-02 50.42 1215400

39833 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.046175 0.056311 -0.01263 53.562 53.562 1.90E-02 61.34 2267200

39834 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.047498 0.13637 0.064696 52.841 52.841 3.48E-02 53.01 1668600

39835 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.078474 53.493 53.493 1.71E-02 38.75

39836 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.078474 53.81 53.81 5.88E-02 36.5

39837 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.1212 -0.048249 -0.19306 53.249 53.249 1.90E-02 50.84 22746000

39838 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 -0.073704 0.39908 0.3017 53.678 53.678 1.90E-02 38.81 1240200

39839 SCNALLLK Unmodified _SCNALLLK_ B6T3P9_MAIZE 2 459.75749 917.50043 0.013445 0.26128 0.25067 51.554 51.554 2.92E-02 48.25 355520

39840 SCPGIILALPIIGITLGR Unmodified _SCPGIILALPIIGITLGR_ B4FQS9_MAIZE 2 932.55806 1863.1016 1.157 0.17043 1.3226 127.03 127.03 1.77E-34 62.7 1250100

39841 SCQEFAEFYK Unmodified _SCQEFAEFYK_ B4FTW8_MAIZE 2 654.78189 1307.5492 0.46689 0.30992 0.7696 71.013 71.013 1.62E-03 40.41 798140

39842 SCSASLAPAILER Unmodified _SCSASLAPAILER_ B6UBI2_MAIZE 2 687.85592 1373.6973 0.63357 -0.47289 0.14001 72.036 72.036 6.20E-03 50.47 1187200

39843 SCTILIK Unmodified _SCTILIK_ B4FF57_MAIZE 2 417.74131 833.46807 0.11583 0.36126 0.46752 49.896 49.896 4.46E-01 29.53 1732700

39844 SCVWHAADFADGELKEEMFAIR Oxidation (M) _SCVWHAADFADGELKEEM(ox)FAIR_ B6T5R1_MAIZE 4 650.29925 2597.1679 0.45706 -0.59286 -0.14011 93.055 93.055 6.92E-04 15.77 927400

39845 SCVWHAADFADGELKEEMFAIR Unmodified _SCVWHAADFADGELKEEMFAIR_ B6T5R1_MAIZE 4 646.30052 2581.173 0.4892 -0.13591 0.34681 108.85 108.85 1.00E+00 2.55 175450

39846 SCVWHALDFADGELK Unmodified _SCVWHALDFADGELK_ B4FFF1_MAIZE 3 583.27513 1746.8036 0.18046 0.51702 0.70028 93.776 93.776 7.48E-04 28.69 505180

39847 SCVWHALDFADGELKEEMFAIR Unmodified _SCVWHALDFADGELKEEMFAIR_ B4FFF1_MAIZE 4 656.81226 2623.2199 0.54722 0.091728 0.63282 115.03 115.03 7.44E-02 16.76 601150

39848 SCVWHALDFADGELKEEMFAIR Unmodified _SCVWHALDFADGELKEEMFAIR_ B4FFF1_MAIZE 4 656.81226 2623.2199 0.52169 0.32883 0.84492 130.04 130.04 2.33E-02 21.57 429030

39849 SCVWHALDFADGELKEEMFAIR Oxidation (M) _SCVWHALDFADGELKEEM(ox)FAIR_ B4FFF1_MAIZE 4 660.81099 2639.2148 0.53529 -0.039923 0.49141 114.78 114.78 1.59E-04 28.91 312490

39850 SCVWHALDFADGELKEEMFAIR Oxidation (M) _SCVWHALDFADGELKEEM(ox)FAIR_ B4FFF1_MAIZE 3 880.74556 2639.2148 1.176 -0.25362 0.91818 114.29 114.29 4.21E-08 30.54 109680

39851 SCYEEEQILR Unmodified _SCYEEEQILR_ Q41743_MAIZE 2 663.80336 1325.5922 0.43511 4.4959 4.9034 59.553 59.553 1.25E-02 17.31 220550

39852 SCYNCGEAGHIAR Unmodified _SCYNCGEAGHIAR_ B4FXR6_MAIZE 3 498.8786 1493.614 0.0064925 -0.76536 -0.75948 39.052 39.052 7.68E-03 40.82 173800

39853 SCYNCGEAGHIAR Unmodified _SCYNCGEAGHIAR_ B4FXR6_MAIZE 3 498.8786 1493.614 -0.039065 -0.15196 -0.19295 39.637 39.637 3.98E-04 47.12 953270

39854 SCYNCGEAGHIAR Unmodified _SCYNCGEAGHIAR_ B4FXR6_MAIZE 3 498.8786 1493.614 -0.1144 -0.57278 -0.68846 40.476 40.476 9.14E-09 47.34 7493000

39855 SCYNCGEAGHIAR Unmodified _SCYNCGEAGHIAR_ B4FXR6_MAIZE 3 498.8786 1493.614 -0.18495 -1.3553 -1.5392 37.603 37.603 3.98E-04 36.27 13261000

39856 SCYNCGEAGHIAR Unmodified _SCYNCGEAGHIAR_ B4FXR6_MAIZE 2 747.81426 1493.614 0.84335 -0.45551 0.38586 37.605 37.605 4.93E-21 97.94 607740

39857 SDAAAADPAPGTK Unmodified _SDAAAADPAPGTK_ Q94IQ8_MAIZE 2 586.28312 1170.5517 0.31734 -0.27875 0.025242 29.465 29.465 5.66E-01 16.27 5005.1

39858 SDAAAADPAPGTK Unmodified _SDAAAADPAPGTK_ Q94IQ8_MAIZE 2 586.28312 1170.5517 0.32018 0.37534 0.68105 28.658 28.658 1.15E-02 41.82 61547

39859 SDAEETNTAAEEASETAEEEEAEKPEIK Unmodified _SDAEETNTAAEEASETAEEEEAEKPEIK_ B4FNN1_MAIZE 3 1013.1091 3036.3055 1.1464 0.1675 1.281 70.825 70.825 3.65E-06 51.28 614790
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39860 SDAEPAADAAPVPEMK Oxidation (M) _SDAEPAADAAPVPEM(ox)K_ B6TRL2_MAIZE 2 807.86943 1613.7243 0.97512 -0.056207 0.90093 48.493 48.493 2.02E-24 71.57 617200

39861 SDAEPAAVAAPAPETK Unmodified _SDAEPAAVAAPAPETK_ B6TRL2_MAIZE 2 762.88065 1523.7468 0.84349 0.19919 1.0208 49.364 49.364 4.21E-20 77.57 912970

39862 SDAEPAAVAAPAPETK Unmodified _SDAEPAAVAAPAPETK_ B6TRL2_MAIZE 2 762.88065 1523.7468 0.81403 -0.17918 0.61303 48.545 48.545 7.01E-14 82.29 5032700

39863 SDAEPAAVAAPVPETK Unmodified _SDAEPAAVAAPVPETK_ B6TRL2_MAIZE 2 776.8963 1551.7781 0.89273 -0.32359 0.55484 56.114 56.114 4.21E-20 70.21 619380

39864 SDAEPAAVAAPVPETK Unmodified _SDAEPAAVAAPVPETK_ B6TRL2_MAIZE 2 776.8963 1551.7781 0.8401 -0.093521 0.73178 55.372 55.372 1.82E-38 109.39 3584400

39865 SDANPVLVPPPGIGPTDFR Unmodified _SDANPVLVPPPGIGPTDFR_ INV1_MAIZE 2 975.00999 1948.0054 1.2542 -0.21226 1.0526 93.248 93.248 5.13E-03 24.4 654150

39866 SDAVAAVK Unmodified _SDAVAAVK_ B4FUT7_MAIZE 2 380.71361 759.41267 -0.40426 24.826 24.826 2.77E-01 13.86

39867 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.2171 0.059981 1.2637 98.064 98.064 2.32E-57 96.41 1165100

39868 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.2388 0.54661 1.7723 98.485 98.485 8.00E-45 82.29 436760

39869 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.1957 0.13946 1.3225 98.608 98.608 2.32E-57 90.86 621620

39870 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.1779 0.67782 1.8422 98.453 98.453 1.56E-52 72.57 580910

39871 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.2875 0.5212 1.7955 97.995 97.995 5.25E-26 62.91 304950

39872 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.1833 -0.067421 1.1028 98.764 98.764 8.00E-45 95.86 823830

39873 SDCTLLEINPLAETADNK Unmodified _SDCTLLEINPLAETADNK_ B6TS21_MAIZE 2 1002.4831 2002.9517 1.1925 -0.1383 1.0412 98.341 98.341 1.56E-52 97.77 3900900

39874 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.3014 0.89232 2.187 116.23 116.23 2.01E-03 22.38 167150

39875 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.1311 0.084688 1.2103 116.72 116.72 4.21E-20 48.33 106380

39876 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.2044 0.72302 1.9207 116.89 116.89 1.48E-07 37.63 126920

39877 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.2852 0.42852 1.7075 116.45 116.45 2.01E-03 44.28 139450

39878 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.103 0.54314 1.6401 117.07 117.07 2.16E-02 9.49 228410

39879 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.1958 0.26149 1.452 116.68 116.68 1.82E-38 89.27 1155000

39880 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 2 974.47036 1946.9262 1.0991 0.094923 1.189 117.47 117.47 1.42E-33 73.84 2736400

39881 SDDLYQYILDTSVYPR Unmodified _SDDLYQYILDTSVYPR_ CAMT1_MAIZE 3 649.98267 1946.9262 0.39652 0.21819 0.60903 117.46 117.46 8.21E-03 25.24 2390200

39882 SDDPEWFFFAPK Unmodified _SDDPEWFFFAPK_ B6UEQ8_MAIZE 2 743.33789 1484.6612 0.89916 0.091548 0.99543 112.09 112.09 2.62E-07 55.73 43238

39883 SDDVYLK Unmodified _SDDVYLK_ B6SJC8_MAIZE 2 420.2109 838.40725 -0.0045793 0.1928 0.17961 44.025 44.025 4.49E-02 38.91 383370

39884 SDEAVAADPELK Unmodified _SDEAVAADPELK_ A1XCI6_MAIZE 2 622.80388 1243.5932 0.37846 -0.20741 0.15004 48.667 48.667 1.60E-02 18.62 697800

39885 SDEAVAADPELK Unmodified _SDEAVAADPELK_ A1XCI6_MAIZE 2 622.80388 1243.5932 0.31671 0.070362 0.36455 48.201 48.201 1.11E-04 54.1 343640

39886 SDEEHQFESK Acetyl (Protein N-term) _(ac)SDEEHQFESK_ B4FDE1_MAIZE 2 639.26766 1276.5208 0.38371 -0.52318 -0.15732 46.939 46.939 2.81E-03 38.38 267700

39887 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.22371 0.59788 0.82478 56.064 56.064 4.40E-05 50.24 3561800

39888 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.23119 0.10505 0.34099 56.082 56.082 5.76E-06 66.65 854330

39889 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.23202 0.26369 0.50059 58.069 58.069 5.76E-06 61.53 2253500

39890 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.24635 0.33646 0.58686 57.353 57.353 5.76E-06 73.33 2067800

39891 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.1975 0.18051 0.38284 58.012 58.012 5.76E-06 62.28 2808900

39892 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.18818 0.12625 0.31982 58.09 58.09 5.45E-09 66.5 10285000

39893 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.13854 -0.48751 -0.34342 58.562 58.562 5.70E-16 82.36 67420000
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39894 SDEGYCLTVR Unmodified _SDEGYCLTVR_ B4G0K5_MAIZE 2 600.27169 1198.5288 0.17456 -0.063551 0.11689 59.343 59.343 5.45E-09 77.53 1024800

39895 SDELDAAWSLFTPLLK Unmodified _SDELDAAWSLFTPLLK_ B6SWV1_MAIZE 2 903.46963 1804.9247 1.1249 -1.5179 -0.40215 128.11 128.11 1.81E-01 6.12 126430

39896 SDETVSMIEAYLR Oxidation (M) _SDETVSM(ox)IEAYLR_ B6SRL2_MAIZE 2 765.36124 1528.7079 0.82714 0.008821 0.82014 94.842 94.842 2.61E-08 57.27 1883100

39897 SDETVSMIEAYLR Unmodified _SDETVSMIEAYLR_ B6SRL2_MAIZE 2 757.36378 1512.713 0.89306 1.205 2.0778 107.96 107.96 4.68E-05 40.72 489170

39898 SDFDPPSHPR Unmodified _SDFDPPSHPR_ B6T3D4_MAIZE 2 577.76489 1153.5152 0.20981 -0.14504 0.070601 41.521 41.521 2.81E-03 29.78 476300

39899 SDFEGIFR Unmodified _SDFEGIFR_ PPDK1_MAIZE 2 485.73507 969.4556 -0.13064 0.29237 0.16235 78.46 78.46 5.06E-02 39.89 118740

39900 SDFFEPFISGLTNSTVVQFCK Unmodified _SDFFEPFISGLTNSTVVQFCK_ B6TM99_MAIZE 2 1212.083 2422.1515 1.2275 0.12289 1.3674 126.02 126.02 1.08E-14 48.4 184420

39901 SDFSWTAFLPDGATR Unmodified _SDFSWTAFLPDGATR_ B6TKK2_MAIZE 2 835.89409 1669.7736 1.062 0.36704 1.4377 115.04 115.04 1.60E-05 47.24 425850

39902 SDFYGYAIK Unmodified _SDFYGYAIK_ Q9LKL4_MAIZE 2 532.25838 1062.5022 0.05776 1.6998 1.7399 69.947 69.947 9.73E-03 25.99 948350

39903 SDFYGYAIK Unmodified _SDFYGYAIK_ Q9LKL4_MAIZE 2 532.25838 1062.5022 -0.050235 0.58824 0.52165 70.311 70.311 9.73E-03 32.44 467050

39904 SDGGFNYASTDLAALWYR Unmodified _SDGGFNYASTDLAALWYR_ B4FVK0_MAIZE 2 1003.9658 2005.917 1.3801 0.5576 1.9307 114.91 114.91 3.87E-04 66.48 63851

39905 SDGGILLPVSVQTRPQGGEIVAVGEGR Unmodified _SDGGILLPVSVQTRPQGGEIVAVGEGR_ B6T8U7_MAIZE 3 897.81899 2690.4351 1.0797 -0.17127 0.91734 91.302 91.302 2.06E-05 26.72 1082700

39906 SDGGYEVIKK Unmodified _SDGGYEVIKK_ B4F9A2_MAIZE 2 548.28767 1094.5608 0.017443 -0.09901 -0.093434 38.857 38.857 1.25E-02 48.12 168910

39907 SDGHEDYGLLVSDK Unmodified _SDGHEDYGLLVSDK_ B4FAK8_MAIZE 3 512.23885 1533.6947 -0.011202 0.10492 0.092885 62.856 62.856 6.81E-01 9.69 1316800

39908 SDGHEDYGLLVSDK Unmodified _SDGHEDYGLLVSDK_ B4FAK8_MAIZE 2 767.85463 1533.6947 0.9162 0.11731 1.0339 62.851 62.851 2.00E-19 81.47 368520

39909 SDGHEDYGLLVSEK Unmodified _SDGHEDYGLLVSEK_ B6TNF1_MAIZE 3 516.91073 1547.7104 0.073952 0.27295 0.3407 62.63 62.63 1.00E+00 0.79 275570

39910 SDGHEDYGLLVSEK Unmodified _SDGHEDYGLLVSEK_ B6TNF1_MAIZE 3 516.91073 1547.7104 -0.074556 0.062401 -0.018619 63.084 63.084 1.59E-01 33 2526000

39911 SDGHEDYGLLVSEK Unmodified _SDGHEDYGLLVSEK_ B6TNF1_MAIZE 2 774.86246 1547.7104 0.89385 -0.21995 0.66791 63.088 63.088 1.95E-13 80.4 625660

39912 SDGIAGLYR Unmodified _SDGIAGLYR_ ADT1_MAIZE 2 476.24835 950.48214 -0.06182 0.13402 0.058407 59.544 59.544 3.13E-03 48.48 6776400

39913 SDGIAGLYR Unmodified _SDGIAGLYR_ ADT1_MAIZE 2 476.24835 950.48214 -0.16567 0.070581 -0.10811 60.711 60.711 7.18E-01 15.47 34634

39914 SDGIAGLYR Unmodified _SDGIAGLYR_ ADT1_MAIZE 2 476.24835 950.48214 -0.16928 0.30941 0.12548 59.936 59.936 3.13E-03 49.82 1048400

39915 SDGIAGLYR Unmodified _SDGIAGLYR_ ADT1_MAIZE 2 476.24835 950.48214 -0.088433 0.007612 -0.095968 61.577 61.577 9.73E-03 36.07 885190

39916 SDGIAGLYR Unmodified _SDGIAGLYR_ ADT1_MAIZE 2 476.24835 950.48214 -0.096017 0.082017 -0.028686 60.102 60.102 3.13E-03 51.04 2106100

39917 SDGLGVSSCIK Unmodified _SDGLGVSSCIK_ B6TGG7_MAIZE 2 561.77661 1121.5387 0.11739 0.36203 0.4889 51.443 51.443 7.60E-01 3.67 1080600

39918 SDGLGVSSCIK Unmodified _SDGLGVSSCIK_ B6TGG7_MAIZE 2 561.77661 1121.5387 0.011376 0.5763 0.59764 51.508 51.508 4.48E-03 39.25 281320

39919 SDGLGVSSCIK Unmodified _SDGLGVSSCIK_ B6TGG7_MAIZE 2 561.77661 1121.5387 0.069239 0.59305 0.67178 53.569 53.569 6.35E-09 87.32 5108300

39920 SDGYPTILFYPAGK Unmodified _SDGYPTILFYPAGK_ Q5EUD9_MAIZE 2 764.88775 1527.7609 0.83596 -0.025662 0.80738 94.373 94.373 7.64E-09 44.75 2491100

39921 SDHDMDDIR Oxidation (M) _SDHDM(ox)DDIR_ B4FSS8_MAIZE 2 560.2222 1118.4299 0.11619 0.039978 0.15789 21.825 21.825 1.00E+00 14.22 22208

39922 SDHDMDDIR Unmodified _SDHDMDDIR_ B4FSS8_MAIZE 3 368.48559 1102.4349 0.78874 0.012985 0.80196 38 38 9.39E-03 26.25 740810

39923 SDHDMDDIR Unmodified _SDHDMDDIR_ B4FSS8_MAIZE 2 552.22474 1102.4349 0.0054455 0.2588 0.2628 38.002 38.002 3.32E-02 21.92 288530

39924 SDIGGNITR Unmodified _SDIGGNITR_ B4FX42_MAIZE 2 466.74343 931.47231 -0.12139 -1.251 -1.3745 38.164 38.164 1.01E-02 17.94 81475

39925 SDIGGNITR Unmodified _SDIGGNITR_ B4FX42_MAIZE 2 466.74343 931.47231 -0.18932 0.03617 -0.1575 42.33 42.33 3.13E-03 65.27 1608700

39926 SDIIVSPSILSANFAK Unmodified _SDIIVSPSILSANFAK_ B4FRQ1_MAIZE 2 831.45907 1660.9036 0.95793 0.42092 1.3639 100.24 100.24 1.27E-09 43.9 822790

39927 SDILLR Unmodified _SDILLR_ B4FVJ9_MAIZE 2 358.7187 715.42284 0.9087 0.28067 1.1632 50.409 50.409 2.78E-01 42.69 3925700
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39928 SDINGLLGASSSINLSGHSCR Unmodified _SDINGLLGASSSINLSGHSCR_ B4FX25_MAIZE 3 715.68328 2144.028 0.71902 0.58689 1.2998 82.657 82.657 5.77E-05 48.93 1394800

39929 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.1535 -0.4465 0.7031 84.19 84.19 1.06E-48 105.92 6678900

39930 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.2034 -0.29702 0.90253 85.824 85.824 1.29E-11 72.9 46396

39931 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.2203 -0.37219 0.84416 84.543 84.543 1.06E-48 98.62 2403300

39932 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 3 750.3682 2248.0828 0.83558 -1.1048 -0.27212 84.552 84.552 4.34E-05 47.27 546200

39933 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.154 -0.3741 0.77557 84.896 84.896 1.23E-19 96 2436600

39934 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.1255 -0.31268 0.8092 84.607 84.607 4.46E-39 85.79 2260500

39935 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.2403 -0.30051 0.93589 84.357 84.357 4.46E-39 88.11 1252900

39936 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 3 750.3682 2248.0828 0.89772 -1.2742 -0.37945 84.35 84.35 4.03E-01 9.16 357840

39937 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.1944 -0.1981 0.99235 84.959 84.959 2.39E-60 98.45 806240

39938 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.173 -0.41884 0.75049 84.615 84.615 6.01E-71 115.83 11681000

39939 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 3 750.3682 2248.0828 0.80753 -0.64793 0.15632 84.61 84.61 2.72E-06 32.78 3422800

39940 SDINIVSNASCTTNCLAPLAK Unmodified _SDINIVSNASCTTNCLAPLAK_ G3PE_MAIZE 2 1125.0487 2248.0828 1.1324 -0.32274 0.80551 84.398 84.398 1.06E-48 105.12 518890

39941 SDIPDIDKK Unmodified _SDIPDIDKK_ B6SUL0_MAIZE 3 344.18536 1029.5342 0.91904 -0.017505 0.88653 46.391 46.391 3.30E-03 34.86 262720

39942 SDIPDIDKK Unmodified _SDIPDIDKK_ B6SUL0_MAIZE 2 515.7744 1029.5342 -0.096407 0.30109 0.18914 46.435 46.435 1.00E+00 4.78 147250

39943 SDIVVK Unmodified _SDIVVK_ B6U4F8_MAIZE 2 330.69997 659.38539 1.4328 0.040009 1.4703 30.558 30.558 2.64E-01 33.53 57419

39944 SDIVVK Unmodified _SDIVVK_ B6U4F8_MAIZE 2 330.69997 659.38539 1.4026 -0.081911 1.3201 30.708 30.708 2.64E-01 34.36 154600

39945 SDKFDELMAAAAEER Oxidation (M) _SDKFDELM(ox)AAAAEER_ B4FAF8_MAIZE 3 566.92616 1697.7567 0.012076 0.066551 0.052734 68.684 68.684 1.00E+00 7.69 29058

39946 SDKFDELMAAAAEER Oxidation (M) _SDKFDELM(ox)AAAAEER_ B4FAF8_MAIZE 3 566.92616 1697.7567 0.043048 0.030318 0.048402 68.419 68.419 7.60E-01 16.32 824470

39947 SDKFDELMAAAAEER Oxidation (M) _SDKFDELM(ox)AAAAEER_ B4FAF8_MAIZE 3 566.92616 1697.7567 0.0082312 -0.033295 -0.051176 69.602 69.602 1.98E-01 29.75 874450

39948 SDKFDELMAAAAEER Unmodified _SDKFDELMAAAAEER_ B4FAF8_MAIZE 3 561.59453 1681.7618 0.0075809 0.038359 0.018161 87.063 87.063 7.48E-04 42.86 1164900

39949 SDKFDELMAAAAEER Unmodified _SDKFDELMAAAAEER_ B4FAF8_MAIZE 2 841.88815 1681.7618 0.98836 -0.38679 0.57412 87.06 87.06 1.04E-33 76.04 177670

39950 SDKFDELMAAAAEERGEVEDGEEQA Oxidation (M) _SDKFDELM(ox)AAAAEERGEVEDGEEQA_ B4FAF8_MAIZE 3 914.72761 2741.161 1.0865 0.03571 1.1045 84.798 84.798 1.00E+00 42.03 538180

39951 SDKFDELMAAAAEERGEVEDGEEQA Oxidation (M) _SDKFDELM(ox)AAAAEERGEVEDGEEQA_ B4FAF8_MAIZE 3 914.72761 2741.161 1.0843 -0.15582 0.91152 87.021 87.021 3.35E-01 36.95 560230

39952 SDKIVVEK Unmodified _SDKIVVEK_ B6T9P0_MAIZE 2 459.26875 916.52295 0.068858 -0.111 -0.057129 27.012 27.012 5.06E-02 35.87 94790

39953 SDKIVVEK Unmodified _SDKIVVEK_ B6T9P0_MAIZE 2 459.26875 916.52295 -0.13143 -0.43003 -0.57602 25.333 25.333 7.88E-01 13.02 12754

39954 SDKIVVEK Unmodified _SDKIVVEK_ B6T9P0_MAIZE 2 459.26875 916.52295 0.09379 -0.37793 -0.29851 27.669 27.669 1.00E+00 13.29 15165

39955 SDKIVVEK Unmodified _SDKIVVEK_ B6T9P0_MAIZE 2 459.26875 916.52295 0.053738 -0.009108 0.029737 27.829 27.829 1.65E-01 38.69 96997

39956 SDKIVVEK Unmodified _SDKIVVEK_ B6T9P0_MAIZE 3 306.51493 916.52295 1.5891 0.99141 2.5627 27.878 27.878 1.05E-01 34.24 60514

39957 SDLDIQIPTAFDPFAEANAGDSGAAAGSK Acetyl (Protein N-term) _(ac)SDLDIQIPTAFDPFAEANAGDSGAAAGSK_ B4FFG3_MAIZE 3 960.11743 2877.3305 1.1587 0.028711 1.1813 126.36 126.36 1.85E-19 44.94 1003000

39958 SDLDIQIPTAFDPFAEANAGDSGAAAGSK Acetyl (Protein N-term) _(ac)SDLDIQIPTAFDPFAEANAGDSGAAAGSK_ B4FFG3_MAIZE 2 1439.6725 2877.3305 1.056 -0.026896 1.0228 126.36 126.36 1.00E+00 0.12 212650

39959 SDLDVQLPSAFDPFAEANAEDSGAGPGTK Acetyl (Protein N-term) _(ac)SDLDVQLPSAFDPFAEANAEDSGAGPGTK_ B4FLV6_MAIZE 3 983.45259 2947.3359 1.1091 -0.020714 1.0873 124.62 124.62 4.02E-09 39.95 1086500

39960 SDLDVQLPSAFDPFAEANAEDSGAGPGTK Acetyl (Protein N-term) _(ac)SDLDVQLPSAFDPFAEANAEDSGAGPGTK_ B4FLV6_MAIZE 2 1474.6752 2947.3359 1.0156 -0.11402 0.90063 124.62 124.62 1.00E+00 8.45 218980
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39961 SDLDVQLPSAFDPFAEANAEDSSAGAGSK Acetyl (Protein N-term) _(ac)SDLDVQLPSAFDPFAEANAEDSSAGAGSK_ B6TVN6_MAIZE 3 980.11235 2937.3152 1.1241 0.13225 1.2499 124.57 124.57 1.85E-19 50.75 784820

39965 SDLLLK Unmodified _SDLLLK_ B6TLM5_MAIZE 2 344.71562 687.41669 -2.9444 50.245 50.245 2.29E-03 30.55

39966 SDLMNIAMTTLSSK Unmodified _SDLMNIAMTTLSSK_ B6T8X5_MAIZE 2 756.37583 1510.7371 0.87583 -0.033834 0.82552 104.12 104.12 1.95E-13 56.66 578590

39967 SDLSYATLGSFSWEQDNEK Unmodified _SDLSYATLGSFSWEQDNEK_ B4FGY0_MAIZE 2 1088.9871 2175.9597 1.1927 0.099356 1.2838 99.793 99.793 1.06E-14 77.8 288700

39968 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.33907 -0.2658 0.061396 73.168 73.168 2.62E-07 65.57 20163000

39969 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.29555 -0.01685 0.26809 74.265 74.265 1.11E-04 55.75 137540

39970 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.36988 -0.29411 0.065439 73.598 73.598 1.11E-04 49.07 11177000

39971 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.3528 -0.22606 0.116 74.312 74.312 1.11E-04 51.13 13570000

39972 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.31691 -0.20615 0.099158 73.896 73.896 1.11E-04 58.84 17083000

39973 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.38406 -0.35447 0.018335 73.877 73.877 7.72E-03 51.57 911850

39974 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.41046 -0.12095 0.27855 74.31 74.31 4.56E-01 10.73 880720

39975 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.3578 -0.093496 0.25327 74.172 74.172 7.72E-03 24.21 1456100

39976 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.29861 -0.13905 0.14917 73.588 73.588 1.98E-03 47.88 4143800

39977 SDLVNNLGTIAR Unmodified _SDLVNNLGTIAR_ B6TB25_MAIZE 2 636.84896 1271.6834 0.35532 0.044783 0.38955 75.215 75.215 1.11E-04 58.78 530660

39978 SDNIDLSKDK Unmodified _SDNIDLSKDK_ B6UGG5_MAIZE 3 378.85942 1133.5564 0.59518 -0.16583 0.41186 37.063 37.063 1.26E-02 29.24 348110

39979 SDNNFFTIR Unmodified _SDNNFFTIR_ B6SH65_MAIZE 2 557.26981 1112.5251 0.039385 0.10806 0.14487 75.388 75.388 1.12E-01 27.9 154080

39980 SDNNFFTIR Unmodified _SDNNFFTIR_ B6SH65_MAIZE 2 557.26981 1112.5251 0.11432 -0.060271 0.052134 76.092 76.092 3.39E-01 18.47 300190

39981 SDNNFFTIR Unmodified _SDNNFFTIR_ B6SH65_MAIZE 2 557.26981 1112.5251 0.091941 0.35148 0.44044 75.69 75.69 1.01E-02 38.45 626750

39982 SDPALQGDAPPQVK Unmodified _SDPALQGDAPPQVK_ B6TZR1_MAIZE 2 711.86481 1421.7151 0.62641 0.10629 0.7318 54.621 54.621 2.00E-19 69.91 2076900

39983 SDPMVLCTMEESGEHIIAGAGELHLEICLK Oxidation (M) _SDPMVLCTM(ox)EESGEHIIAGAGELHLEICLK_ B6U0S1_MAIZE 4 839.64738 3354.5604 1.1117 -0.097547 1.0082 136.72 136.72 6.11E-02 5.69 411830

39984 SDPMVLCTMEESGEHIIAGAGELHLEICLK Oxidation (M) _SDPM(ox)VLCTMEESGEHIIAGAGELHLEICLK_ B6U0S1_MAIZE 3 1119.1941 3354.5604 1.2417 -0.12795 1.108 136.81 136.81 5.04E-24 62.67 207540

39985 SDPMVLCTMEESGEHIIAGAGELHLEICLK 2 Oxidation (M) _SDPM(ox)VLCTM(ox)EESGEHIIAGAGELHLEICLK_ B6U0S1_MAIZE 4 843.64611 3370.5553 1.1134 -0.18445 0.92446 136.84 136.84 4.86E-01 0.36 197890

39986 SDQGLINDQTTK Unmodified _SDQGLINDQTTK_ B4FH68_MAIZE 2 660.32551 1318.6365 0.47553 0.17458 0.64992 45.523 45.523 2.62E-07 62.18 1517100

39987 SDQGLINDQTTKR Unmodified _SDQGLINDQTTKR_ B4FH68_MAIZE 3 492.58647 1474.7376 -0.070265 -0.76702 -0.83953 41.491 41.491 3.08E-01 7.34 324520

39988 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 3 442.22124 1323.6419 0.10891 0.23549 0.34073 36.272 36.272 2.46E-02 25.16 694930

39989 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 2 662.82822 1323.6419 0.5402 0.017156 0.55467 36.207 36.207 1.98E-03 50.75 355580

39990 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 2 662.82822 1323.6419 0.44645 -0.72661 -0.28064 37.35 37.35 1.98E-03 41.37 218280

39991 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 3 442.22124 1323.6419 -0.014615 0.41482 0.39731 38.089 38.089 8.04E-02 23.97 1426500

39992 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 2 662.82822 1323.6419 0.53655 -0.004476 0.52961 38.085 38.085 1.98E-03 47.38 419440

39993 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 2 662.82822 1323.6419 0.53466 -0.023141 0.5092 37.963 37.963 1.60E-02 47.21 1749000

39994 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 3 442.22124 1323.6419 -0.070133 0.21958 0.14689 38.843 38.843 4.52E-03 27.74 31812000

39995 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 3 442.22124 1323.6419 0.106 0.55063 0.654 36.028 36.028 8.04E-02 28.22 338910

39996 SDQGLINHPDTK Unmodified _SDQGLINHPDTK_ B4FHG3_MAIZE 3 442.22124 1323.6419 -0.072964 0.1351 0.059973 39.598 39.598 2.11E-01 13.74 136130

39997 SDQGLINHPDTKR Unmodified _SDQGLINHPDTKR_ B4FHG3_MAIZE 3 494.25494 1479.743 0.009878 -0.59209 -0.58684 33.121 33.121 1.28E-01 4.27 212440
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39998 SDQGLINHPDTKR Unmodified _SDQGLINHPDTKR_ B4FHG3_MAIZE 3 494.25494 1479.743 -0.14843 -0.64114 -0.79452 35.341 35.341 6.66E-04 28.02 5988800

39999 SDQGLINHPDTKR Unmodified _SDQGLINHPDTKR_ B4FHG3_MAIZE 2 740.87878 1479.743 0.8063 0.036006 0.83689 35.344 35.344 6.20E-03 48.4 223370

40000 SDQGLINHPDTKR Unmodified _SDQGLINHPDTKR_ B4FHG3_MAIZE 4 370.94303 1479.743 0.75566 -0.4776 0.27409 35.335 35.335 1.28E-01 20.52 1985500

40001 SDQGLINHPDTKR Unmodified _SDQGLINHPDTKR_ B4FHG3_MAIZE 3 494.25494 1479.743 0.029809 -0.53735 -0.51288 32.484 32.484 3.08E-01 27.16 70810

40002 SDQWTSNLDLLTGLR Unmodified _SDQWTSNLDLLTGLR_ B5AMJ8_MAIZE 2 859.93903 1717.8635 1.052 -0.021292 1.0285 111.85 111.85 6.53E-30 94.04 465350

40003 SDQWTSNLDLLTGLR Unmodified _SDQWTSNLDLLTGLR_ B5AMJ8_MAIZE 2 859.93903 1717.8635 1.0552 0.090669 1.1438 111.95 111.95 1.12E-07 71.22 419680

40004 SDQWTSNLDLLTGLR Unmodified _SDQWTSNLDLLTGLR_ B5AMJ8_MAIZE 2 859.93903 1717.8635 1.063 0.21777 1.2787 111.9 111.9 6.53E-30 79.23 614350

40005 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 0.030619 0.20278 0.2171 33.376 33.376 6.79E-01 15.16 828670

40006 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.67963 -0.19284 0.4712 33.374 33.374 4.48E-03 38.21 233060

40007 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.14775 -0.27331 -0.4364 32.769 32.769 1.00E+00 20.08 105640

40008 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.66398 -0.18516 0.46264 32.755 32.755 1.47E-01 14.14 11679

40009 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.14612 0.28307 0.11921 32.015 32.015 3.45E-01 15.58 191800

40010 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 0.010265 0.30259 0.29564 34.953 34.953 1.91E-02 27.68 349880

40011 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.63517 -0.057322 0.56101 34.954 34.954 4.96E-02 40.51 89574

40012 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 0.0058331 0.12917 0.11899 34.104 34.104 1.40E-01 21.17 458890

40013 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.69774 -0.058071 0.62339 34.1 34.1 4.48E-03 38.73 83070

40014 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.017982 -0.11486 -0.14914 34.877 34.877 5.15E-02 35.18 868800

40015 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.67492 -0.20957 0.44925 34.876 34.876 4.43E-05 48.31 180380

40016 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 0.026359 0.044661 0.0546 34.912 34.912 1.91E-02 27.36 962830

40017 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.68493 -0.007068 0.66106 34.909 34.909 4.43E-05 52.36 200290

40018 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.0847 -0.040133 -0.14046 35.701 35.701 6.15E-03 30.55 2282700

40019 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.063603 -0.13908 -0.21856 32.806 32.806 6.15E-03 33.69 4553200

40020 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.60242 -0.14418 0.4428 32.809 32.809 4.48E-03 37.2 580450

40021 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 3 458.52499 1372.5531 -0.22615 -0.22736 -0.4696 36.055 36.055 5.15E-02 22.05 10500000

40022 SDSEEHHFESK Acetyl (Protein N-term) _(ac)SDSEEHHFESK_ B6SIL7_MAIZE 2 687.28385 1372.5531 0.54527 -0.31042 0.2199 36.06 36.06 4.43E-05 40.29 2022400

40023 SDSIITAYR Unmodified _SDSIITAYR_ Q9ZQY0_MAIZE 2 513.26674 1024.5189 -0.047448 -0.11144 -0.17759 57.353 57.353 3.39E-01 10.7 3581700

40024 SDSIITAYR Unmodified _SDSIITAYR_ Q9ZQY0_MAIZE 2 513.26674 1024.5189 -0.12551 0.32151 0.1773 58.513 58.513 7.18E-01 3.73 12666

40025 SDSIITAYR Unmodified _SDSIITAYR_ Q9ZQY0_MAIZE 2 513.26674 1024.5189 -0.020172 -0.132 -0.17153 59.41 59.41 3.21E-03 47.07 1432600

40026 SDSIITAYR Unmodified _SDSIITAYR_ Q9ZQY0_MAIZE 2 513.26674 1024.5189 -0.065856 -0.14803 -0.23107 59.277 59.277 1.01E-02 20.08 940490

40027 SDSIITAYR Unmodified _SDSIITAYR_ Q9ZQY0_MAIZE 2 513.26674 1024.5189 -0.12779 -0.6154 -0.7612 59.77 59.77 1.12E-01 24.85 10605000

40028 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.1447 0.11447 1.2753 76.07 76.07 1.18E-19 56.8 1853000

40029 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.1289 -0.020865 1.1247 76.438 76.438 5.25E-26 67.24 677750

40030 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.1259 0.04058 1.1825 77.114 77.114 4.65E-12 43.77 1257300

40031 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.1447 -0.104 1.0572 76.721 76.721 8.94E-06 52.37 583660



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

40032 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.1233 -0.26828 0.87167 76.539 76.539 1.18E-19 61.55 4773300

40033 SDSPTVGWGGPGGYVYQK Unmodified _SDSPTVGWGGPGGYVYQK_ MTHR1_MAIZE 2 927.93649 1853.8584 1.129 0.21408 1.3596 76.431 76.431 3.54E-16 63.46 549840

40034 SDSQPIVEEETVSDTISR Unmodified _SDSQPIVEEETVSDTISR_ B6U8G5_MAIZE 2 996.47383 1990.9331 1.1672 0.10417 1.2694 74.006 74.006 4.65E-12 78.98 354790

40035 SDVEAAQNLFPDWELEK Unmodified _SDVEAAQNLFPDWELEK_ B4FN43_MAIZE 2 995.97327 1989.932 1.1836 -0.044059 1.1266 104.09 104.09 3.42E-29 63.93 268950

40036 SDVSEVVAADEFEYKDPVDGSVSK Unmodified _SDVSEVVAADEFEYKDPVDGSVSK_ B4FAE5_MAIZE 3 858.06942 2571.1864 1.1309 0.34338 1.4763 84.447 84.447 6.61E-10 48.12 383660

40037 SDVSEVVAADEFEYKDPVDGSVSK Unmodified _SDVSEVVAADEFEYKDPVDGSVSK_ B4FAE5_MAIZE 3 858.06942 2571.1864 1.0829 0.12774 1.2143 84.774 84.774 5.10E-14 57.69 446640

40038 SDVSEVVAADEFEYKDPVDGSVSK Unmodified _SDVSEVVAADEFEYKDPVDGSVSK_ B4FAE5_MAIZE 3 858.06942 2571.1864 1.0675 0.19577 1.2655 85.227 85.227 1.13E-22 44.14 644540

40039 SDVSEVVAADEFEYKDPVDGSVSK Unmodified _SDVSEVVAADEFEYKDPVDGSVSK_ B4FAE5_MAIZE 3 858.06942 2571.1864 1.1268 0.34753 1.4768 84.907 84.907 5.10E-14 56.1 326710

40040 SDVSEVVAADEFEYKDPVDGSVSK Unmodified _SDVSEVVAADEFEYKDPVDGSVSK_ B4FAE5_MAIZE 3 858.06942 2571.1864 1.076 -0.072839 1.006 84.703 84.703 4.54E-41 66.69 2648200

40041 SDVTAWQSK Unmodified _SDVTAWQSK_ B4FPE6_MAIZE 2 511.25109 1020.4876 -0.0033195 0.2633 0.26035 45.022 45.022 3.13E-03 42.32 795080

40042 SDVTDETDVTSVK Unmodified _SDVTDETDVTSVK_ B6U9K5_MAIZE 2 698.32792 1394.6413 0.66338 0.30262 0.98519 50.875 50.875 4.93E-21 82.39 1160800

40043 SDVTDETDVTSVK Unmodified _SDVTDETDVTSVK_ B6U9K5_MAIZE 2 698.32792 1394.6413 0.66994 0.088386 0.77812 50.258 50.258 1.15E-02 33.3 404840

40044 SDVTDETDVTSVK Unmodified _SDVTDETDVTSVK_ B6U9K5_MAIZE 2 698.32792 1394.6413 0.69162 0.31146 1.0227 52.788 52.788 1.47E-03 35.07 587990

40045 SDVTDETDVTSVK Unmodified _SDVTDETDVTSVK_ B6U9K5_MAIZE 2 698.32792 1394.6413 0.64339 -0.18637 0.47714 52.996 52.996 2.50E-15 75.48 1661700

40046 SDWEEYDATCLIK Unmodified _SDWEEYDATCLIK_ B6T2Y5_MAIZE 2 815.35869 1628.7028 0.9636 -0.24664 0.70816 88.916 88.916 2.61E-08 37.43 323730

40047 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 2 623.26948 1244.5244 0.34316 0.31586 0.65635 48.446 48.446 1.25E-02 32.3 1335600

40048 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 3 415.84875 1244.5244 0.24952 0.16962 0.41558 48.448 48.448 3.83E-02 11.19 1700600

40049 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 3 415.84875 1244.5244 0.077222 0.23914 0.31424 48.41 48.41 5.86E-01 13.34 506020

40050 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 2 623.26948 1244.5244 0.34012 0.24798 0.58579 48.409 48.409 4.40E-02 28.89 423930

40051 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 3 415.84875 1244.5244 0.24644 0.22276 0.46547 50.79 50.79 1.25E-01 13.38 875130

40052 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 3 415.84875 1244.5244 0.1786 -0.29005 -0.11181 50.048 50.048 1.26E-02 24.76 2668400

40053 SDWHACLDNK Unmodified _SDWHACLDNK_ B4FIT6_MAIZE 2 623.26948 1244.5244 0.33071 -0.002393 0.32618 50.044 50.044 4.40E-02 19.49 1413200

40054 SDYDFGHTLHANHLPR Unmodified _SDYDFGHTLHANHLPR_ Q5EUE1_MAIZE 3 627.29932 1878.8761 0.32592 -0.038642 0.28668 61.421 61.421 1.27E-15 60.94 2019700

40055 SDYDFGHTLHANHLPR Unmodified _SDYDFGHTLHANHLPR_ Q5EUE1_MAIZE 4 470.72631 1878.8761 -0.13711 0.20672 0.069379 61.41 61.41 8.21E-03 25.74 3971900

40056 SDYDQVVTEVAEATSAMF Oxidation (M) _SDYDQVVTEVAEATSAM(ox)F_ B6THL0_MAIZE 3 660.29106 1977.8514 0.53038 0.22946 0.76426 124.46 124.46 1.19E-01 31.98 90896

40057 SDYDQVVTEVAEATSAMF Oxidation (M) _SDYDQVVTEVAEATSAM(ox)F_ B6THL0_MAIZE 2 989.93295 1977.8514 1.1526 -0.031427 1.1265 124.5 124.5 5.25E-26 64.58 365640

40058 SDYGSSAAQSPVK Unmodified _SDYGSSAAQSPVK_ B6T7J1_MAIZE 2 648.80696 1295.5994 0.50189 0.040225 0.53375 43.395 43.395 1.00E+00 4.67 320470

40059 SDYGSSAAQSPVK Unmodified _SDYGSSAAQSPVK_ B6T7J1_MAIZE 2 648.80696 1295.5994 0.40662 0.49181 0.88924 44.286 44.286 2.61E-08 74.25 949260

40060 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 2 616.29569 1230.5768 0.31323 0.40845 0.71597 48.198 48.198 2.81E-03 31.9 1959000

40061 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 2 616.29569 1230.5768 0.27637 0.11611 0.38839 48.003 48.003 1.84E-04 63.09 374470

40062 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 3 411.19955 1230.5768 0.27064 0.18411 0.44896 50.431 50.431 5.02E-04 30.48 965550

40063 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 2 616.29569 1230.5768 0.33045 0.24912 0.57467 50.43 50.43 1.84E-04 39.69 992160

40064 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 3 411.19955 1230.5768 0.25453 0.32308 0.5717 49.682 49.682 1.26E-02 14.35 881370

40065 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 2 616.29569 1230.5768 0.29579 0.24332 0.53391 50.532 50.532 2.81E-03 46.52 1115500
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40066 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 3 411.19955 1230.5768 0.20705 0.24576 0.44708 50.538 50.538 5.02E-04 29.24 798900

40067 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 3 411.19955 1230.5768 0.20939 -0.23656 -0.031954 50.38 50.38 2.87E-05 46.59 10461000

40068 SDYKDEFVTK Unmodified _SDYKDEFVTK_ B6SJN5_MAIZE 3 411.19955 1230.5768 0.097861 0.31592 0.40941 51.653 51.653 1.00E+00 0.2 126030

40069 SEALYK Unmodified _SEALYK_ B4G080_MAIZE 2 355.6896 709.36466 1.0086 -0.07616 0.88621 31.008 31.008 9.46E-01 12.11 59685

40070 SEALYK Unmodified _SEALYK_ B4G080_MAIZE 2 355.6896 709.36466 1.041 -0.55963 0.43904 29.351 29.351 2.64E-01 18.53 882520

40071 SEAPKPNEAVTK Unmodified _SEAPKPNEAVTK_ B4FEK7_MAIZE 3 424.2261 1269.6565 0.31384 -1.2421 -0.95107 27.714 27.714 1.84E-01 18.01 14159

40072 SEASLANAVAGQPVAVSIEAGGDNFQHYK Unmodified _SEASLANAVAGQPVAVSIEAGGDNFQHYK_ B4FS65_MAIZE 3 977.48081 2929.4206 1.1089 0.047405 1.1487 91.818 91.818 2.96E-08 39.7 1922300

40073 SEASLANAVAGQPVAVSIEAGGDNFQHYK Unmodified _SEASLANAVAGQPVAVSIEAGGDNFQHYK_ B4FS65_MAIZE 4 733.36243 2929.4206 0.81253 0.087004 0.89196 91.794 91.794 9.40E-02 14.73 342250

40074 SEATFR Unmodified _SEATFR_ Q6RFK3_MAIZE 2 355.67703 709.3395 1.02 0.26158 1.2668 25.329 25.329 1.00E+00 7.87 29218

40075 SEATFR Unmodified _SEATFR_ Q6RFK3_MAIZE 2 355.67703 709.3395 1.0618 0.14098 1.1856 26.243 26.243 5.26E-01 22.03 141800

40076 SEAYELVR Unmodified _SEAYELVR_ B6SHC8_MAIZE 2 483.74818 965.48181 -0.077653 -0.45475 -0.56292 54.422 54.422 1.65E-01 6.02 461350

40077 SEDATHPDTIR Unmodified _SEDATHPDTIR_ B6SGY3_MAIZE 3 414.53007 1240.5684 0.38344 -0.078854 0.30013 31.234 31.234 6.15E-03 21.61 84845

40078 SEDEALDVMR Oxidation (M) _SEDEALDVM(ox)R_ B4F917_MAIZE 2 590.76116 1179.5078 0.19227 -0.12316 0.054894 48.379 48.379 5.76E-06 52.02 1005900

40079 SEDEALDVMR Unmodified _SEDEALDVMR_ B4F917_MAIZE 2 582.7637 1163.5129 0.2131 0.2318 0.4279 63.013 63.013 5.45E-09 58.09 486150

40080 SEDELKDLALK Unmodified _SEDELKDLALK_ B4FLK6_MAIZE 2 630.83773 1259.6609 0.33148 -0.59218 -0.29056 66.346 66.346 5.66E-08 76.6 460470

40081 SEDTPESAAR Unmodified _SEDTPESAAR_ B6TEB8_MAIZE 2 531.73854 1061.4625 -0.035822 -0.11707 -0.17532 25.567 25.567 3.43E-01 13.45 8117.4

40082 SEEDADYAIK Unmodified _SEEDADYAIK_ B4FAZ3_MAIZE 2 570.7564 1139.4982 0.14917 0.17602 0.29549 46.558 46.558 4.40E-05 43.88 938170

40083 SEEDADYAIK Unmodified _SEEDADYAIK_ B4FAZ3_MAIZE 2 570.7564 1139.4982 0.10771 0.72186 0.79921 47.406 47.406 1.45E-01 27.76 549160

40084 SEEDKAAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKAAASAEQPK_ B6TB84_MAIZE 2 751.85209 1501.6896 0.75177 -0.23728 0.47664 39.375 39.375 1.95E-13 66.34 2413600

40085 SEEDKTAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKTAASAEQPK_ B4FXF9_MAIZE 2 766.85737 1531.7002 0.92113 0.1427 1.0327 35.716 35.716 2.96E-06 61.2 408370

40086 SEEDKTAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKTAASAEQPK_ B4FXF9_MAIZE 2 766.85737 1531.7002 0.87432 -0.000645 0.84344 35.037 35.037 3.51E-02 36.41 23330

40087 SEEDKTAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKTAASAEQPK_ B4FXF9_MAIZE 2 766.85737 1531.7002 0.95101 0.16243 1.0826 36.795 36.795 1.29E-01 22.79 113610

40088 SEEDKTAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKTAASAEQPK_ B4FXF9_MAIZE 2 766.85737 1531.7002 0.97339 -0.48502 0.45906 37.736 37.736 2.96E-06 62.92 177900

40089 SEEDKTAASAEQPK Acetyl (Protein N-term) _(ac)SEEDKTAASAEQPK_ B4FXF9_MAIZE 2 766.85737 1531.7002 0.86299 0.13568 0.96798 38.614 38.614 7.64E-09 74.48 479610

40090 SEEELTAAIETALGEK Unmodified _SEEELTAAIETALGEK_ Q8S4W9_MAIZE 2 845.92271 1689.8309 1.063 0.69944 1.7326 114.22 114.22 4.18E-01 4.67 58804

40091 SEEEQLNVFR Unmodified _SEEEQLNVFR_ B6U749_MAIZE 2 625.80422 1249.5939 0.35679 0.3043 0.6413 67.327 67.327 1.62E-03 58.49 260050

40092 SEEEQLNVFR Unmodified _SEEEQLNVFR_ B6U749_MAIZE 2 625.80422 1249.5939 0.36997 0.19564 0.54589 68.376 68.376 1.62E-03 62.03 313240

40093 SEEEQLNVFR Unmodified _SEEEQLNVFR_ B6U749_MAIZE 2 625.80422 1249.5939 0.40042 0.59423 0.97474 67.934 67.934 1.84E-04 67.83 589740

40094 SEEEQLNVFR Unmodified _SEEEQLNVFR_ B6U749_MAIZE 2 625.80422 1249.5939 0.37464 0.95073 1.3054 67.639 67.639 2.81E-03 26.22 613870

40095 SEEEQLNVFR Unmodified _SEEEQLNVFR_ B6U749_MAIZE 2 625.80422 1249.5939 0.36329 0.73626 1.0795 68.159 68.159 2.81E-03 49.28 362640

40096 SEEIFNAAK Unmodified _SEEIFNAAK_ B6TPE4_MAIZE 2 504.75346 1007.4924 -0.051179 -0.37225 -0.459 51.354 51.354 1.01E-02 10.5 2390100

40097 SEEKENDEVSTAASDLAQK Unmodified _SEEKENDEVSTAASDLAQK_ B4FFF1_MAIZE 3 684.31856 2049.9338 0.49636 -0.23609 0.23806 57.793 57.793 7.02E-03 36.95 3791600

40098 SEELQDCMGR Unmodified _SEELQDCMGR_ Q41743_MAIZE 2 612.75281 1223.4911 0.39278 0.44169 0.8253 46.691 46.691 1.25E-02 34.46 379110

40099 SEEQFLAVAVEAAK Acetyl (Protein N-term) _(ac)SEEQFLAVAVEAAK_ B6TEX0_MAIZE 2 767.3934 1532.7722 0.88209 0.096993 0.95458 115.37 115.37 1.95E-13 68.05 242430
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40100 SEESNMCDLLR Unmodified _SEESNMCDLLR_ B6SUD1_MAIZE 2 677.2923 1352.57 0.62086 0.01158 0.61609 70.737 70.737 4.48E-03 22.12 572720

40101 SEFDLVYK Unmodified _SEFDLVYK_ B4FVK0_MAIZE 2 500.75293 999.49131 -0.034155 -0.054439 -0.098575 72.485 72.485 1.65E-01 31.61 358390

40102 SEGGYVWACK Unmodified _SEGGYVWACK_ B4G249_MAIZE 2 578.75822 1155.5019 0.13755 0.38611 0.52506 56.377 56.377 2.81E-03 42.05 5056100

40103 SEGGYVWACK Unmodified _SEGGYVWACK_ B4G249_MAIZE 2 578.75822 1155.5019 0.1039 0.32848 0.4341 56.729 56.729 1.84E-04 49.41 1279600

40104 SEGGYVWACK Unmodified _SEGGYVWACK_ B4G249_MAIZE 2 578.75822 1155.5019 0.14116 0.83755 0.97814 57.939 57.939 1.45E-01 21.41 1214200

40105 SEGGYVWACK Unmodified _SEGGYVWACK_ B4G249_MAIZE 2 578.75822 1155.5019 0.14368 0.80933 0.95371 58.522 58.522 7.11E-01 9.66 389770

40106 SEGGYVWACK Unmodified _SEGGYVWACK_ B4G249_MAIZE 2 578.75822 1155.5019 0.14976 0.44384 0.59428 58.389 58.389 1.62E-03 32.84 3023500

40107 SEGNIIQLTIHAFCPVLGPR Unmodified _SEGNIIQLTIHAFCPVLGPR_ B6T315_MAIZE 3 741.39653 2221.1678 0.78928 -0.03271 0.757 121.53 121.53 5.26E-42 65.7 10149000

40108 SEGNIIQLTIHAFCPVLGPR Unmodified _SEGNIIQLTIHAFCPVLGPR_ B6T315_MAIZE 3 741.39653 2221.1678 0.7923 -0.0617 0.73166 122.14 122.14 2.57E-09 43.58 1768400

40109 SEGNIIQLTIHAFCPVLGPR Unmodified _SEGNIIQLTIHAFCPVLGPR_ B6T315_MAIZE 3 741.39653 2221.1678 0.77887 0.030484 0.81 122.54 122.54 3.41E-33 77.24 728460

40110 SEGNIIQLTIHAFCPVLGPR Unmodified _SEGNIIQLTIHAFCPVLGPR_ B6T315_MAIZE 3 741.39653 2221.1678 0.83565 -0.63072 0.2061 122.55 122.55 8.95E-18 46.69 1592800

40111 SEGSEISENEIK Unmodified _SEGSEISENEIK_ B6T4K1_MAIZE 2 661.30953 1320.6045 0.60304 0.97872 1.5479 48.886 48.886 1.68E-09 44.38 355650

40112 SEGSYVYDINGNK Unmodified _SEGSYVYDINGNK_ B4G0T5_MAIZE 2 723.3308 1444.647 0.75849 -0.077463 0.66651 59.481 59.481 1.15E-02 36.52 1017000

40113 SEGVEFTVK Unmodified _SEGVEFTVK_ B6TI78_MAIZE 2 498.25584 994.49713 -0.037409 0.068215 0.034877 54.082 54.082 1.12E-01 10.56 1193500

40114 SEGVEFTVK Unmodified _SEGVEFTVK_ B6TI78_MAIZE 2 498.25584 994.49713 -0.16236 0.19563 0.036628 54.357 54.357 1.12E-01 13.96 676850

40115 SEGVEFTVK Unmodified _SEGVEFTVK_ B6TI78_MAIZE 2 498.25584 994.49713 -0.037094 0.20747 0.17301 56.297 56.297 3.39E-01 20.4 1188400

40116 SEGVEFTVK Unmodified _SEGVEFTVK_ B6TI78_MAIZE 2 498.25584 994.49713 -0.014197 0.022224 0.011389 55.584 55.584 7.18E-01 3.22 490160

40117 SEGVEFTVK Unmodified _SEGVEFTVK_ B6TI78_MAIZE 2 498.25584 994.49713 -0.14234 0.029806 -0.10757 56.253 56.253 3.32E-02 20.71 4093400

40118 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.034672 0.095228 0.046295 65.974 65.974 9.73E-03 31.47 2581000

40119 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.1636 0.20303 0.025032 66.739 66.739 3.39E-01 18.22 580540

40120 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.0028868 0.041371 0.02409 67.767 67.767 3.32E-02 23.04 445200

40121 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.00096436 0.25712 0.24046 67.15 67.15 1.12E-01 21.42 320340

40122 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.082317 -0.9093 -1.0042 67.501 67.501 1.12E-01 12.81 219080

40123 SEGVLGLYK Unmodified _SEGVLGLYK_ B4FTJ6_MAIZE 2 483.26875 964.52295 -0.12583 0.13298 -0.0072172 67.669 67.669 3.32E-02 17.84 1276800

40124 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 466.97459 1863.8693 -0.018489 -0.14886 -0.1694 94.109 94.109 5.05E-03 26.98 5435300

40125 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 3 622.29703 1863.8693 0.36089 0.18539 0.54311 94.091 94.091 3.60E-30 50.4 1968300

40126 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 3 622.29703 1863.8693 0.31051 0.30397 0.61181 95.39 95.39 1.74E-13 52.97 701030

40127 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 466.97459 1863.8693 -0.15215 -0.107 -0.26204 95.456 95.456 5.05E-03 31.9 1744200

40128 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 466.97459 1863.8693 -0.0037964 -0.30383 -0.31073 95.617 95.617 2.65E-02 29.29 1018900

40129 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 3 622.29703 1863.8693 0.38527 0.36736 0.74849 95.494 95.494 9.33E-20 48.7 395090

40130 SEHAFYLDWAVHSFR Unmodified _SEHAFYLDWAVHSFR_ B6UF55_MAIZE 4 466.97459 1863.8693 -0.024641 -0.26492 -0.29184 95.666 95.666 5.05E-03 38.89 2315400

40131 SEHLFEDTFVVTR Acetyl (Protein N-term) _(ac)SEHLFEDTFVVTR_ B4FPA6_MAIZE 2 811.39647 1620.7784 0.93159 0.024931 0.96277 97.842 97.842 1.56E-17 62.02 1291800

40132 SEIEYYAMLAK Oxidation (M) _SEIEYYAM(ox)LAK_ B6SJ19_MAIZE 2 667.32085 1332.6272 0.41083 0.31931 0.69362 76.217 76.217 6.35E-09 72.43 226260

40133 SEIEYYAMLAK Oxidation (M) _SEIEYYAM(ox)LAK_ B6SJ19_MAIZE 2 667.32085 1332.6272 0.48495 -0.066003 0.38184 76.82 76.82 6.35E-09 48.9 802750
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40134 SEIEYYAMLAK Unmodified _SEIEYYAMLAK_ B6SJ19_MAIZE 2 659.3234 1316.6322 0.46097 0.23391 0.65485 84.146 84.146 1.67E-02 25.98 29159

40135 SEIEYYAMLAK Unmodified _SEIEYYAMLAK_ B6SJ19_MAIZE 2 659.3234 1316.6322 0.47117 0.095001 0.52585 84.215 84.215 3.83E-01 18.59 303930

40136 SEILESFDTPSSPIPSFEYK Unmodified _SEILESFDTPSSPIPSFEYK_ B6TP97_MAIZE 2 1137.0466 2272.0787 1.1451 0.25507 1.3904 106.78 106.78 1.32E-42 96.19 437070

40137 SEINAGFFYSNAEQR Unmodified _SEINAGFFYSNAEQR_ B4FF57_MAIZE 2 866.89991 1731.7853 1.1552 -0.33636 0.80159 79.782 79.782 1.12E-07 61.34 330830

40152 SEITYLAER Unmodified _SEITYLAER_ B6TNB6_MAIZE 2 541.27985 1080.5451 -0.017527 1.3064 1.2539 59.862 59.862 3.32E-02 21.51 561230

40153 SEIVFVSPTGEEIK Unmodified _SEIVFVSPTGEEIK_ Q94IQ8_MAIZE 2 767.9036 1533.7926 0.86649 -0.14995 0.7127 80.028 80.028 2.25E-03 56.98 1954300

40154 SELHDLLTK Unmodified _SELHDLLTK_ B6SUV2_MAIZE 2 528.29021 1054.5659 -0.051283 -0.125 -0.19231 62.695 62.695 9.73E-03 31.31 158560

40155 SELHDLLTK Unmodified _SELHDLLTK_ B6SUV2_MAIZE 3 352.52923 1054.5659 0.82875 -0.23405 0.57936 62.678 62.678 2.35E-01 15.89 123840

40156 SELLDLLTK Unmodified _SELLDLLTK_ B6U212_MAIZE 2 516.30279 1030.591 -0.10552 0.029342 -0.098801 99.621 99.621 3.39E-01 19.67 78639

40157 SELLLAK Unmodified _SELLLAK_ Q9ZP60_MAIZE 2 387.242 772.46945 0.38251 1.0061 1.3416 51.866 51.866 7.83E-01 15.74 20709

40158 SELLLAK Unmodified _SELLLAK_ Q9ZP60_MAIZE 2 387.242 772.46945 0.44084 0.424 0.82042 53.323 53.323 4.46E-01 10.03 1289700

40159 SELLLAK Unmodified _SELLLAK_ Q9ZP60_MAIZE 2 387.242 772.46945 0.47041 0.27459 0.69875 51.084 51.084 4.49E-02 33.97 13322000

40160 SELLLESNPVHK Unmodified _SELLLESNPVHK_ Q9FQ99_MAIZE 2 683.37227 1364.73 0.57269 0.25727 0.80803 60.113 60.113 7.72E-03 24.71 868540

40161 SELLLHHNPVHK Unmodified _SELLLHHNPVHK_ B4FSR6_MAIZE 3 475.265 1422.7732 -0.12005 -0.29973 -0.43205 39.015 39.015 2.46E-02 16.36 3580000

40162 SELLLHHNPVHK Unmodified _SELLLHHNPVHK_ B4FSR6_MAIZE 4 356.70057 1422.7732 1.0519 -0.1212 0.91737 39.005 39.005 7.68E-01 0.58 1393200

40163 SELLLK Unmodified _SELLLK_ B6T033_MAIZE 2 351.72345 701.43234 1.026 -0.24806 0.73742 49.393 49.393 2.64E-01 26.02 3607300

40164 SELLLNSNPVHK Unmodified _SELLLNSNPVHK_ Q9FQA1_MAIZE 2 675.87243 1349.7303 0.5454 0.16091 0.68475 56.573 56.573 1.68E-09 52.14 495190

40165 SELLLSSNPVLK Unmodified _SELLLSSNPVLK_ B6TL20_MAIZE 2 650.37956 1298.7446 0.51594 0.27094 0.76303 79.153 79.153 1.98E-03 22.4 558350

40166 SELLLSSNPVLK Unmodified _SELLLSSNPVLK_ B6TL20_MAIZE 2 650.37956 1298.7446 0.43661 0.47172 0.88494 80.999 80.999 1.60E-02 18.07 26538

40167 SELLLSSNPVLK Unmodified _SELLLSSNPVLK_ B6TL20_MAIZE 2 650.37956 1298.7446 0.36559 -0.46226 -0.11892 79.699 79.699 6.74E-02 26.41 3951300

40168 SELLLTHNPVHQSVPVLLHGDR Unmodified _SELLLTHNPVHQSVPVLLHGDR_ Q9FQB5_MAIZE 4 616.08821 2460.3237 0.27921 -0.10337 0.17697 77.024 77.024 4.64E-06 43.92 1094500

40169 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.27478 -0.050264 0.19045 61.962 61.962 8.04E-02 21.42 7278300

40170 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.15355 0.3545 0.47173 62.79 62.79 4.46E-01 11.21 810020

40171 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.27923 -0.038143 0.20698 64.096 64.096 1.86E-01 22.17 1021900

40172 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.35365 -0.26993 0.049671 40.731 40.731 1.00E+00 1.43 154050

40173 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.27413 -0.08376 0.15596 63.76 63.76 1.00E+00 3.59 1087600

40174 SELSLLR Unmodified _SELSLLR_ B6T2K5_MAIZE 2 409.24254 816.47052 0.035359 -0.32064 -0.31769 65.28 65.28 1.86E-01 28.51 3814000

40175 SELTELK Unmodified _SELTELK_ B6TCR9_MAIZE 2 410.22655 818.43855 0.16771 -0.10382 0.032429 45.037 45.037 7.83E-01 10.9 18102

40176 SELTELK Unmodified _SELTELK_ B6TCR9_MAIZE 2 410.22655 818.43855 0.23146 -0.16249 0.035532 44.548 44.548 8.04E-02 41.43 5581400

40177 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 2 474.27403 946.53351 -0.14387 -0.21608 -0.39413 36.524 36.524 1.00E+00 5 16999

40178 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 3 316.51845 946.53351 1.3033 -0.044933 1.2234 36.518 36.518 1.00E+00 10.7 12758

40179 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 2 474.27403 946.53351 -0.11201 0.16555 0.016913 38.416 38.416 5.06E-02 35.2 766760

40180 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 3 316.51845 946.53351 1.4385 0.08631 1.4871 38.411 38.411 9.92E-01 12.64 372960

40181 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 2 474.27403 946.53351 -0.15909 -0.16117 -0.35516 35.678 35.678 3.48E-02 44.99 8431400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

40182 SELTELKK Unmodified _SELTELKK_ B6TCR9_MAIZE 3 316.51845 946.53351 1.2915 -0.54467 0.71182 35.674 35.674 1.05E-01 24.75 3570600

40183 SEMLQESNISK Oxidation (M) _SEM(ox)LQESNISK_ B6UC57_MAIZE 2 641.30319 1280.5918 0.427 -0.031114 0.36913 42.508 42.508 4.43E-05 48.9 62973

40184 SENDKFLIDGFPR Unmodified _SENDKFLIDGFPR_ B6T904_MAIZE 3 513.2597 1536.7573 -0.11272 -0.3324 -0.45104 80.063 80.063 8.46E-03 32.9 3516600

40185 SENDKFLIDGFPR Unmodified _SENDKFLIDGFPR_ B6T904_MAIZE 2 769.38591 1536.7573 0.86561 -0.38446 0.47567 80.086 80.086 2.50E-15 63 395530

40186 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 3 672.03845 2013.0935 0.59793 0.63887 1.2249 126.3 126.3 5.28E-02 19.84 231580

40187 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 3 672.03845 2013.0935 0.64375 0.64513 1.277 130.64 130.64 5.98E-03 19.11 167590

40188 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 3 672.03845 2013.0935 0.49119 0.34517 0.82422 130.3 130.3 2.02E-06 22.16 1179900

40189 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 3 672.03845 2013.0935 0.81471 0.56668 1.3696 131.52 131.52 1.19E-02 30.87 1172700

40190 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 3 672.03845 2013.0935 0.63786 0.36952 0.99483 130.99 130.99 1.92E-13 44.4 27448000

40191 SENPVVLFEHVLLYNLK Unmodified _SENPVVLFEHVLLYNLK_ B6TQ36_MAIZE 2 1007.554 2013.0935 1.26 -0.047252 1.2018 130.99 130.99 1.37E-17 51.96 4102800

40192 SENWFVDALNSAISGSLDGIPR Unmodified _SENWFVDALNSAISGSLDGIPR_ B6SRM6_MAIZE 3 783.38876 2347.1444 1.0133 1.2941 2.2985 130.69 130.69 6.40E-03 15.91 162870

40193 SENWFVDALNSAISGSLDGIPR Unmodified _SENWFVDALNSAISGSLDGIPR_ B6SRM6_MAIZE 2 1174.5795 2347.1444 1.2393 0.64646 1.8789 130.67 130.67 3.65E-05 69.98 53098

40194 SEPILCLLEMVR Oxidation (M) _SEPILCLLEM(ox)VR_ B4FRQ0_MAIZE 2 738.38346 1474.7524 0.8362 0.40768 1.2313 115.41 115.41 1.60E-02 19.37 85138

40195 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.77723 -0.009027 0.74964 56.883 56.883 1.15E-02 33.76 768310

40196 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.73023 -0.1053 0.60576 57.079 57.079 4.68E-05 41.49 455880

40197 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.73226 -0.093716 0.6195 58.8 58.8 4.68E-05 44.9 1295000

40198 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.7308 -0.09416 0.61787 58.073 58.073 2.61E-08 51.46 1223200

40199 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.64901 -0.18599 0.44531 58.607 58.607 1.00E-11 56.43 11607000

40200 SEPIPEVNNEPVK Unmodified _SEPIPEVNNEPVK_ Q5EUE1_MAIZE 2 726.37246 1450.7304 0.76983 -0.2126 0.53886 58.747 58.747 9.54E-02 21.19 866270

40201 SEPSASVELNSR Unmodified _SEPSASVELNSR_ Q5EUD5_MAIZE 2 638.31241 1274.6103 0.42582 -0.072627 0.32907 48.628 48.628 1.11E-04 51.26 1209300

40202 SEPVPESNDGDVK Unmodified _SEPVPESNDGDVK_ Q5EUD9_MAIZE 2 686.81498 1371.6154 -0.078739 37.066 37.066 2.16E-01 23.54

40203 SEPVPESNDGDVK Unmodified _SEPVPESNDGDVK_ Q5EUD9_MAIZE 2 686.81498 1371.6154 0.54751 -0.31045 0.2356 40.165 40.165 1.47E-03 39.62 2156400

40204 SESAQGEAAAGAMAGR Oxidation (M) _SESAQGEAAAGAM(ox)AGR_ B4FBP0_MAIZE 2 740.32826 1478.642 0.89657 -0.33174 0.54222 36.802 36.802 1.06E-06 48.96 67701

40205 SESDFAEYAELIANK Unmodified _SESDFAEYAELIANK_ B6U9I3_MAIZE 2 843.8965 1685.7784 1.0591 -0.032576 0.99744 102.41 102.41 7.01E-11 53.85 41628

40206 SESDFAEYAELIANK Unmodified _SESDFAEYAELIANK_ B6U9I3_MAIZE 2 843.8965 1685.7784 1.0558 0.38812 1.4138 99.997 99.997 6.53E-30 79.57 940320

40207 SESDFAEYAELIANK Unmodified _SESDFAEYAELIANK_ B6U9I3_MAIZE 2 843.8965 1685.7784 1.0517 0.5235 1.5454 101.14 101.14 7.01E-11 86.86 148320

40208 SESEPAAVAAPASETK Unmodified _SESEPAAVAAPASETK_ B6TRL2_MAIZE 2 772.87557 1543.7366 0.8639 0.049258 0.88681 44.394 44.394 1.48E-07 55.63 1250400

40209 SETAAPIGLSWAPK Acetyl (Protein N-term) _(ac)SETAAPIGLSWAPK_ B6TCJ0_MAIZE 2 735.38537 1468.7562 0.80755 -0.38709 0.40101 96.689 96.689 6.31E-03 19.96 144810

40210 SETGGGFSHVE Unmodified _SETGGGFSHVE_ B4FPP1_MAIZE 2 553.74108 1105.4676 0.00010473 0.39969 0.41592 40.648 40.648 3.57E-04 43.82 1514500

40211 SETHALYSSDAIER Unmodified _SETHALYSSDAIER_ Q5GAU1_MAIZE 3 526.918 1577.7322 -0.049225 -0.25176 -0.32222 51.951 51.951 9.21E-03 28.4 5386900

40212 SETHALYSSDAIER Unmodified _SETHALYSSDAIER_ Q5GAU1_MAIZE 2 789.87336 1577.7322 0.93491 0.14248 1.0566 51.953 51.953 1.95E-13 60.06 1181400

40213 SETPISLEENGTVVLTPHQGQEASSTLLPINFDGLAK Unmodified _SETPISLEENGTVVLTPHQGQEASSTLLPINFDGLAK_ B6TBN6_MAIZE 3 1298.332 3891.9742 1.1968 0.1268 1.3208 113.67 113.67 3.94E-02 27.28 426620

40214 SETPISLEENGTVVLTPHR Unmodified _SETPISLEENGTVVLTPHR_ B4F9G8_MAIZE 3 693.69541 2078.0644 0.68452 -0.11519 0.56561 77.934 77.934 7.51E-03 31.11 1144300

40215 SETPISLEENGTVVLTPHR Unmodified _SETPISLEENGTVVLTPHR_ B4F9G8_MAIZE 3 693.69541 2078.0644 0.65866 0.14782 0.80282 78.566 78.566 1.10E-01 15.1 330670
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40216 SETSCLSNCAK Unmodified _SETSCLSNCAK_ B6SLJ2_MAIZE 2 628.76591 1255.5173 0.32476 0.34643 0.6682 33.359 33.359 1.67E-02 48.65 28792

40217 SEVAAAAGLNGVLPEVFR Unmodified _SEVAAAAGLNGVLPEVFR_ B6TLU6_MAIZE 2 900.48615 1798.9577 1.0948 1.2488 2.3342 109.94 109.94 4.65E-12 62.8 237860

40218 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 3 616.0034 1844.9884 0.38735 -1.0358 -0.65831 119.88 119.88 9.23E-01 9.74 370580

40219 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 3 616.0034 1844.9884 0.4278 -0.80436 -0.38678 120.11 120.11 6.49E-01 11.37 174970

40220 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 2 923.50147 1844.9884 1.1359 0.18551 1.3097 121.05 121.05 8.28E-39 73.15 3122300

40221 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 2 923.50147 1844.9884 1.145 0.12856 1.2613 120.28 120.28 3.33E-51 108.63 1067300

40222 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 3 616.0034 1844.9884 0.31664 0.22341 0.52693 120.26 120.26 1.00E+00 22.37 434810

40223 SEVPAYLEVTDIAGLIR Unmodified _SEVPAYLEVTDIAGLIR_ B4FUE0_MAIZE 2 923.50147 1844.9884 1.2028 -0.15679 1.0346 121.92 121.92 1.24E-09 59.01 110490

40224 SFAADVDLEDLGLNCFWK Unmodified _SFAADVDLEDLGLNCFWK_ O23888_MAIZE 2 1050.4908 2098.967 1.1551 -0.17994 0.97891 123.11 123.11 3.87E-04 34.71 549900

40225 SFAAQGLSLADAVTLSGAHSIGLAR Unmodified _SFAAQGLSLADAVTLSGAHSIGLAR_ B4FYH1_MAIZE 3 805.09932 2412.2761 0.98614 0.053001 1.0334 119.62 119.62 3.91E-67 88.63 1572400

40226 SFAAQGLSLADAVTLSGAHSIGLAR Unmodified _SFAAQGLSLADAVTLSGAHSIGLAR_ B4FYH1_MAIZE 3 805.09932 2412.2761 1.0036 0.17069 1.1678 116.15 116.15 1.74E-10 65.29 398350

40227 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.90495 -0.31081 0.60343 97.31 97.31 4.47E-24 62.21 1082400

40228 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.2202 0.003141 1.2325 97.271 97.271 2.57E-47 79.83 480000

40229 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.2435 -0.003509 1.2488 97.854 97.854 6.61E-18 41.91 340520

40230 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.86287 -0.11437 0.75707 97.765 97.765 1.94E-20 66.03 1925300

40231 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.1586 0.09999 1.2675 97.749 97.749 2.17E-36 85.15 999940

40232 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.84778 -0.072576 0.78392 97.699 97.699 1.94E-20 61.52 2527800

40233 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.1519 0.15434 1.3155 97.691 97.691 1.49E-41 96.02 971350

40234 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.2641 0.044617 1.318 97.293 97.293 4.26E-74 94.21 663160

40235 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.87658 -0.21001 0.6759 97.289 97.289 4.61E-12 45.33 1842900

40236 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.1537 -0.038726 1.1238 97.946 97.946 5.97E-42 80.97 5348700

40237 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.83714 -0.40248 0.44413 97.959 97.959 4.47E-24 72.02 11452000

40238 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.87466 -0.18502 0.69837 97.542 97.542 6.22E-01 9.97 1125200

40239 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.219 0.16401 1.392 97.563 97.563 5.81E-96 95.91 596390

40240 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1155.6299 2309.2453 1.1311 0.009058 1.1495 99.431 99.431 2.14E-13 56.53 262810

40241 SFAAVGVDPAVMGVGPAVAIPAAVK Oxidation (M) _SFAAVGVDPAVM(ox)GVGPAVAIPAAVK_ B4FBK8_MAIZE 3 770.75572 2309.2453 0.84827 -0.14814 0.71013 99.437 99.437 1.14E-10 55.08 528490

40242 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1147.6325 2293.2504 1.1911 0.04305 1.242 106.97 106.97 1.26E-23 62.09 1539400

40243 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.88666 0.012962 0.90763 106.94 106.94 7.72E-15 53.42 1699500

40244 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.86771 0.52149 1.3963 107.48 107.48 5.88E-08 32.94 260360

40245 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.90714 0.081169 0.99515 107.43 107.43 7.72E-15 49.75 393010

40246 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1147.6325 2293.2504 1.1945 0.12565 1.3275 107.47 107.47 4.61E-15 48.98 205470

40247 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.91525 1.2126 2.1338 107.5 107.5 1.94E-09 38.47 405180

40248 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.93831 0.22719 1.1732 107.07 107.07 5.88E-08 25.97 260630

40249 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.8571 -0.17256 0.69204 107.85 107.85 7.72E-15 64.46 4467900
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40250 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 2 1147.6325 2293.2504 1.1706 0.023237 1.2017 107.85 107.85 2.78E-53 103.14 3622000

40251 SFAAVGVDPAVMGVGPAVAIPAAVK Unmodified _SFAAVGVDPAVMGVGPAVAIPAAVK_ B4FBK8_MAIZE 3 765.42408 2293.2504 0.89662 0.007131 0.91127 107.26 107.26 8.27E-03 18.58 308550

40252 SFAAYGK Unmodified _SFAAYGK_ B6T5F2_MAIZE 2 372.18977 742.36499 0.83445 0.20509 1.0176 37.813 37.813 4.46E-01 17.77 344560

40253 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 3 967.18148 2898.5226 1.2834 0.79444 2.0688 128.33 128.33 1.70E-08 20.38 4151500

40254 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 2 1450.2686 2898.5226 1.0958 0.057861 1.1456 128.34 128.34 2.20E-20 65.13 1277300

40255 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 3 967.18148 2898.5226 1.1763 0.4168 1.5851 129 129 6.53E-01 6.14 734150

40256 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 2 1450.2686 2898.5226 1.5822 -0.26838 1.3067 129.01 129.01 4.37E-07 38.21 152670

40257 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 2 1450.2686 2898.5226 1.118 0.12073 1.2312 129.39 129.39 1.53E-02 24.09 112290

40258 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 3 967.18148 2898.5226 1.2352 0.37036 1.5978 129.59 129.59 6.53E-01 2.32 237150

40259 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 2 1450.2686 2898.5226 1.2969 0.087802 1.3769 129.57 129.57 1.85E-04 29.03 77719

40260 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 3 967.18148 2898.5226 1.1969 0.053754 1.2429 129.11 129.11 1.18E-06 41.72 2892100

40261 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 2 1450.2686 2898.5226 1.2267 -0.083557 1.1359 129.11 129.11 1.37E-15 69.07 591850

40262 SFADALDAVPLALAENSGLSPIDTLTAVK Unmodified _SFADALDAVPLALAENSGLSPIDTLTAVK_ B4FS49_MAIZE 3 967.18148 2898.5226 1.2224 0.27149 1.486 130.34 130.34 2.14E-01 5.28 956470

40263 SFAESGTIR Unmodified _SFAESGTIR_ B4FVQ0_MAIZE 2 484.24581 966.47706 -0.12921 0.075985 -0.062713 45.924 45.924 1.01E-02 35.21 858250

40264 SFAGLLAADPK Unmodified _SFAGLLAADPK_ B6SL10_MAIZE 2 545.30058 1088.5866 0.016171 -0.0069 -0.0062332 76.054 76.054 4.96E-02 27.32 360960

40265 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.28416 0.49844 0.77173 86.224 86.224 1.67E-02 18.11 735390

40266 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.21251 0.44233 0.64486 86.963 86.963 1.47E-01 14.63 235780

40267 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.25822 0.45609 0.70324 87.192 87.192 1.00E+00 4.77 372980

40268 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.29712 0.68461 0.97141 86.856 86.856 7.60E-01 2.84 268150

40269 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.26155 0.63166 0.88211 86.491 86.491 1.00E+00 7.54 250390

40270 SFAPELVASFK Unmodified _SFAPELVASFK_ B4FUA7_MAIZE 2 598.32151 1194.6285 0.22916 0.30135 0.5199 87.054 87.054 3.60E-06 41.2 3113600

40271 SFAPLQLDTVVK Unmodified _SFAPLQLDTVVK_ B4FQ87_MAIZE 2 659.37428 1316.734 0.47178 -0.2096 0.26755 90.627 90.627 6.74E-02 27.23 36597

40272 SFAPLQLDTVVK Unmodified _SFAPLQLDTVVK_ B4FQ87_MAIZE 2 659.37428 1316.734 0.44858 0.2469 0.6999 89.944 89.944 7.72E-03 29.21 219610

40273 SFAVPGNHLGQR Unmodified _SFAVPGNHLGQR_ Q8W0Q2_MAIZE 2 641.83619 1281.6578 0.43586 -0.13655 0.30174 53.968 53.968 1.11E-04 56.1 1051300

40274 SFCLNSQVSMR Oxidation (M) _SFCLNSQVSM(ox)R_ B6TL18_MAIZE 2 672.80538 1343.5962 0.50196 -0.19991 0.30588 57.075 57.075 5.66E-08 50.25 537230

40275 SFCNGEPTAVK Unmodified _SFCNGEPTAVK_ B4FP93_MAIZE 2 605.28206 1208.5496 0.22135 0.54577 0.77254 46.969 46.969 3.60E-06 58.47 885090

40276 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 0.97955 -0.031305 0.9554 118.01 118.01 3.40E-25 78.65 1126800

40277 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 1.0204 0.20959 1.2368 118.49 118.49 7.64E-09 52.96 165580

40278 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 0.93397 -0.25672 0.68424 118.63 118.63 2.96E-06 75.28 249000

40279 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 1.0209 0.10986 1.1376 118.74 118.74 3.56E-04 48.36 153180

40280 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 1.0262 0.11252 1.145 119.14 119.14 7.64E-09 56.1 440550

40281 SFCYVADMVDGLIK Unmodified _SFCYVADMVDGLIK_ B4FF24_MAIZE 2 809.3862 1616.7578 0.95248 -0.19221 0.7671 118.38 118.38 2.09E-30 71.28 2270400

40282 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 0.98213 -0.12258 0.86869 96.317 96.317 1.49E-02 11.97 176760

40283 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 1.0199 -0.17473 0.85472 96.413 96.413 1.95E-13 42.57 338940
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40284 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 1.0074 0.11408 1.1302 96.312 96.312 3.56E-04 30.43 356180

40285 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 1.0518 0.15447 1.2154 96.439 96.439 1.85E-03 28.03 402880

40286 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 0.98568 -0.063912 0.93172 95.961 95.961 3.40E-25 96.6 3280400

40287 SFCYVADMVDGLIK Oxidation (M) _SFCYVADM(ox)VDGLIK_ B4FF24_MAIZE 2 817.38366 1632.7528 1.0542 0.49027 1.5529 96.341 96.341 7.64E-09 35.13 204920

40288 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0463 -0.034418 1.0212 96.882 96.882 2.96E-06 63.87 440810

40289 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0113 -0.14672 0.87413 97.43 97.43 2.00E-19 59.26 470850

40290 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0139 0.013873 1.0379 97.524 97.524 3.87E-29 69.82 845560

40291 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 0.9975 -0.11791 0.88944 97.434 97.434 9.58E-34 71.24 1166000

40292 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0753 0.06685 1.1525 97.066 97.066 2.00E-19 78.73 641680

40293 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0306 -0.030432 1.01 97.553 97.553 4.47E-11 60.11 995410

40294 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0139 -0.3558 0.66794 97.116 97.116 5.36E-25 60.26 7474000

40295 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0749 0.31377 1.3981 116.8 116.8 6.31E-03 21.77 283360

40296 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 1.0796 0.32461 1.4137 118.48 118.48 1.49E-02 17.56 256760

40297 SFCYVADMVDGLIR Oxidation (M) _SFCYVADM(ox)VDGLIR_ B4FAG0_MAIZE 2 831.38673 1660.7589 0.98378 -0.58944 0.40529 97.596 97.596 7.68E-22 67.97 798580

40298 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.0136 -0.022914 0.99847 119.15 119.15 2.00E-19 57.2 2754600

40299 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 0.9987 0.25921 1.2658 119.64 119.64 3.56E-04 54.78 451030

40300 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.023 0.10353 1.1342 119.83 119.83 3.40E-25 63.41 692630

40301 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.0339 -0.017926 1.0247 119.93 119.93 7.68E-22 71.26 377790

40302 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 3 549.26194 1644.764 0.18883 -0.5335 -0.33493 119.93 119.93 1.00E+00 8.09 47084

40303 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.0784 0.096055 1.1826 119.56 119.56 2.00E-19 66.92 313780

40304 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.0239 -0.038805 0.99261 120.39 120.39 3.40E-25 87.83 874210

40305 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 0.9886 0.067911 1.0648 119.55 119.55 3.40E-25 85.21 5327800

40306 SFCYVADMVDGLIR Unmodified _SFCYVADMVDGLIR_ B4FAG0_MAIZE 2 823.38927 1644.764 1.0514 -0.34228 0.71734 121.29 121.29 6.31E-03 57.76 158370

40307 SFDDGFPNLFINK Unmodified _SFDDGFPNLFINK_ B6TXX0_MAIZE 2 757.36972 1512.7249 0.82128 -2.0407 -1.2145 107.28 107.28 2.61E-08 64.12 1244000

40308 SFDDGFPNLFINK Unmodified _SFDDGFPNLFINK_ B6TXX0_MAIZE 2 757.36972 1512.7249 0.82079 -2.2311 -1.4042 107.8 107.8 2.61E-08 49.84 291430

40309 SFDDGFPNLFINK Unmodified _SFDDGFPNLFINK_ B6TXX0_MAIZE 2 757.36972 1512.7249 0.81473 -1.6745 -0.85532 107.93 107.93 2.61E-08 46.29 211420

40310 SFDDGFPNLFINK Unmodified _SFDDGFPNLFINK_ B6TXX0_MAIZE 2 757.36972 1512.7249 0.96348 1.2401 2.2048 107.41 107.41 2.61E-08 55.02 127650

40311 SFDDGFPNLFINK Unmodified _SFDDGFPNLFINK_ B6TXX0_MAIZE 2 757.36972 1512.7249 0.87261 0.50317 1.3774 107.65 107.65 1.00E-11 54.08 527940

40312 SFDEIELEK Unmodified _SFDEIELEK_ B6T3C8_MAIZE 2 555.27169 1108.5288 -0.024077 0.13282 0.082696 68.378 68.378 3.89E-04 61.28 4872300

40313 SFDNLHNWR Unmodified _SFDNLHNWR_ B4FI29_MAIZE 3 396.85634 1187.5472 0.3087 -0.12367 0.17792 59.902 59.902 1.05E-01 19.83 25560

40314 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.57111 0.18945 0.75156 100.41 100.41 6.74E-02 23.89 1023800

40315 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.58895 0.26668 0.84624 100.48 100.48 1.00E+00 4.53 1102000

40316 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.57078 -0.027491 0.5344 100.38 100.38 1.60E-02 15.32 1173900

40317 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.61541 0.58083 1.1869 100.57 100.57 6.74E-02 15.81 817250
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40318 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.5453 0.36215 0.8985 100.1 100.1 2.62E-07 57.7 3859400

40319 SFDSLLVSLQEK Unmodified _SFDSLLVSLQEK_ B4FRC9_MAIZE 2 683.36665 1364.7187 0.59761 0.39055 0.97973 101.53 101.53 1.68E-09 48.76 179750

40320 SFDVNKPGSEVDEIR Unmodified _SFDVNKPGSEVDEIR_ B6TNU0_MAIZE 3 564.61269 1690.8162 0.15012 -0.069296 0.077125 62.344 62.344 8.47E-02 16.35 1177600

40321 SFDVNKPGSEVDEIR Unmodified _SFDVNKPGSEVDEIR_ B6TNU0_MAIZE 3 564.61269 1690.8162 0.052795 0.10354 0.15188 62.768 62.768 2.34E-01 6.49 192580

40322 SFEEYSR Unmodified _SFEEYSR_ B6U2I9_MAIZE 2 459.20361 916.39266 -0.024818 0.59645 0.54583 42.005 42.005 4.49E-02 25.15 1006000

40323 SFEFWSYEWK Unmodified _SFEFWSYEWK_ B6TYW3_MAIZE 2 704.81405 1407.6136 0.63177 0.24979 0.87266 108.15 108.15 4.40E-05 33.09 1019300

40324 SFEFWSYEWK Unmodified _SFEFWSYEWK_ B6TYW3_MAIZE 2 704.81405 1407.6136 0.61898 0.46008 1.0692 109.66 109.66 4.40E-05 46.69 1502600

40325 SFEGTPK Unmodified _SFEGTPK_ B6T925_MAIZE 2 383.19251 764.37047 0.71357 0.10476 0.81682 28.513 28.513 4.46E-01 22.32 86644

40326 SFEILPNPGDSVSSLSFSPK Unmodified _SFEILPNPGDSVSSLSFSPK_ B6TKI9_MAIZE 2 1054.531 2107.0474 1.3061 -0.52506 0.78038 105.71 105.71 2.16E-03 25.54 153990

40327 SFEILPNPGDSVSSLSFSPK Unmodified _SFEILPNPGDSVSSLSFSPK_ B6TKI9_MAIZE 2 1054.531 2107.0474 1.2358 -0.017406 1.2167 106.52 106.52 2.16E-03 18.57 423030

40328 SFEILPNPGDSVSSLSFSPK Unmodified _SFEILPNPGDSVSSLSFSPK_ B6TKI9_MAIZE 2 1054.531 2107.0474 1.2297 1.1448 2.3715 106.09 106.09 3.12E-37 79.61 1495000

40329 SFEPVTFEGER Unmodified _SFEPVTFEGER_ Q5EUD8_MAIZE 2 649.30659 1296.5986 0.49005 -0.18283 0.3079 70.674 70.674 4.96E-02 14.09 638900

40330 SFEVSELPVR Unmodified _SFEVSELPVR_ B4FIP7_MAIZE 2 581.80877 1161.603 0.17757 0.11222 0.28369 76.853 76.853 3.43E-01 5.42 2425000

40331 SFEVSELPVR Unmodified _SFEVSELPVR_ B4FIP7_MAIZE 2 581.80877 1161.603 0.12831 0.20344 0.3258 74.633 74.633 2.81E-03 23.03 344730

40332 SFEVSELPVR Unmodified _SFEVSELPVR_ B4FIP7_MAIZE 2 581.80877 1161.603 0.11128 0.21033 0.3149 77.364 77.364 2.81E-03 34.67 699750

40333 SFFIAFSGLTEPIK Unmodified _SFFIAFSGLTEPIK_ B6T9G1_MAIZE 2 778.92159 1555.8286 0.94171 0.11979 1.0595 112.9 112.9 2.00E-19 70.28 286690

40334 SFFIAFSGLTEPIK Unmodified _SFFIAFSGLTEPIK_ B6T9G1_MAIZE 2 778.92159 1555.8286 0.92751 -0.055088 0.87059 113.5 113.5 1.49E-02 37.16 116220

40335 SFFLSR Unmodified _SFFLSR_ B4FYM2_MAIZE 2 378.70559 755.39662 0.66779 0.09389 0.75694 65.918 65.918 5.26E-01 16.98 1239200

40336 SFFTEIIASISDIK Unmodified _SFFTEIIASISDIK_ B4F8M4_MAIZE 2 785.92179 1569.829 0.91835 0.3923 1.3 129 129 1.95E-13 50.42 595860

40337 SFFVAFSGLTEQIK Unmodified _SFFVAFSGLTEQIK_ B4FVL1_MAIZE 2 787.41667 1572.8188 0.984 0.19324 1.1816 109.32 109.32 2.00E-19 63.79 449370

40338 SFFVAFSGLTEQIK Unmodified _SFFVAFSGLTEQIK_ B4FVL1_MAIZE 2 787.41667 1572.8188 0.92672 0.17637 1.1073 109.95 109.95 7.68E-22 66.07 266130

40339 SFFVAFSGLTEQIK Unmodified _SFFVAFSGLTEQIK_ B4FVL1_MAIZE 2 787.41667 1572.8188 0.94872 -0.066852 0.88563 109.99 109.99 1.95E-13 63.15 159830

40340 SFFYNITYR Unmodified _SFFYNITYR_ B4FTL0_MAIZE 2 605.79821 1209.5819 0.33378 0.21821 0.54232 83.985 83.985 3.32E-02 19.44 568400

40341 SFFYNITYR Unmodified _SFFYNITYR_ B4FTL0_MAIZE 2 605.79821 1209.5819 0.3312 0.33334 0.65391 84.802 84.802 3.32E-02 15.77 810260

40342 SFGFDTAVEEAQR Unmodified _SFGFDTAVEEAQR_ B6SVM3_MAIZE 2 728.83879 1455.663 0.76929 -0.074297 0.69608 78.281 78.281 4.93E-21 72.18 273720

40343 SFGGSSSLASGAK Acetyl (Protein N-term) _(ac)SFGGSSSLASGAK_ B4FKD4_MAIZE 2 599.29094 1196.5673 0.26477 1.0601 1.3148 62.94 62.94 1.15E-02 27.51 616820

40344 SFGGSSSLASGAK Acetyl (Protein N-term) _(ac)SFGGSSSLASGAK_ B4FKD4_MAIZE 2 599.29094 1196.5673 0.13693 0.20687 0.33586 61.014 61.014 2.61E-08 64.24 5325700

40345 SFGHIDILVSNAAANPSVDSILEMK Oxidation (M) _SFGHIDILVSNAAANPSVDSILEM(ox)K_ B6TC19_MAIZE 3 882.11442 2643.3214 1.1266 0.24407 1.3616 110.15 110.15 2.80E-03 28.85 245580

40346 SFGIGAANVAGPILESVK Unmodified _SFGIGAANVAGPILESVK_ B4F917_MAIZE 2 865.47779 1728.941 1.0628 0.11392 1.171 101.24 101.24 4.65E-12 68.08 2303800

40347 SFGVTDFINPDELSEPVQQVIK Unmodified _SFGVTDFINPDELSEPVQQVIK_ B4FPE6_MAIZE 2 1231.6261 2461.2377 1.1428 0.29955 1.4484 119.77 119.77 6.50E-45 98.34 776940

40348 SFGVTDFINPDELSEPVQQVIK Unmodified _SFGVTDFINPDELSEPVQQVIK_ B4FPE6_MAIZE 2 1231.6261 2461.2377 1.1341 -0.52015 0.62059 120.17 120.17 6.76E-08 64.12 309430

40349 SFGVTDFINPDELSEPVQQVIK Unmodified _SFGVTDFINPDELSEPVQQVIK_ B4FPE6_MAIZE 2 1231.6261 2461.2377 1.2237 0.21744 1.4466 120.61 120.61 3.65E-05 55.84 107630

40350 SFGVTDFVNPSQLDK Unmodified _SFGVTDFVNPSQLDK_ B4FTP4_MAIZE 2 827.40958 1652.8046 1.0009 0.023803 1.0399 94.536 94.536 1.60E-05 31.85 209510

40351 SFGVTDFVNPSQLDK Unmodified _SFGVTDFVNPSQLDK_ B4FTP4_MAIZE 2 827.40958 1652.8046 1.033 -0.008071 1.0391 94.69 94.69 2.05E-04 40.39 228940
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40352 SFGVTDFVNPSQLDK Unmodified _SFGVTDFVNPSQLDK_ B4FTP4_MAIZE 2 827.40958 1652.8046 1.0422 -0.20852 0.84874 94.489 94.489 2.37E-16 83.63 258730

40353 SFHYMALLK Oxidation (M) _SFHYM(ox)ALLK_ B6U9I3_MAIZE 3 375.86356 1124.5689 0.4863 -0.1064 0.3615 64.986 64.986 5.87E-02 23.39 62022

40354 SFHYMALLK Oxidation (M) _SFHYM(ox)ALLK_ B6U9I3_MAIZE 2 563.2917 1124.5689 0.058776 -0.15095 -0.11013 62.393 62.393 7.18E-01 3.52 553870

40355 SFHYMALLK Oxidation (M) _SFHYM(ox)ALLK_ B6U9I3_MAIZE 3 375.86356 1124.5689 0.75149 0.1621 0.89422 61.399 61.399 8.40E-02 18 557130

40356 SFHYMALLK Unmodified _SFHYMALLK_ B6U9I3_MAIZE 3 370.53192 1108.5739 0.74893 0.12796 0.85619 72.438 72.438 9.39E-03 28.82 1199300

40357 SFIDAAR Unmodified _SFIDAAR_ B6T6P7_MAIZE 2 390.20595 778.39735 0.4432 0.74384 1.1672 52.781 52.781 4.46E-01 19.26 771590

40358 SFIEESHAGIK Unmodified _SFIEESHAGIK_ Q42361_MAIZE 3 406.54354 1216.6088 0.28154 0.28464 0.54572 52.308 52.308 1.15E-01 26.59 3570600

40359 SFIEESHAGIK Unmodified _SFIEESHAGIK_ Q42361_MAIZE 2 609.31168 1216.6088 0.25768 -0.045791 0.19298 52.316 52.316 4.43E-05 47.09 5149300

40360 SFIGEDKLK Unmodified _SFIGEDKLK_ B4FR89_MAIZE 3 346.19396 1035.5601 1.0961 -0.25409 0.82515 52.559 52.559 6.12E-02 24.48 3517900

40361 SFIGEDKLK Unmodified _SFIGEDKLK_ B4FR89_MAIZE 2 518.78731 1035.5601 -0.14041 0.23357 0.07443 52.554 52.554 1.01E-02 26.43 6596200

40362 SFISETALQAHSK Unmodified _SFISETALQAHSK_ B6SK06_MAIZE 2 709.86735 1417.7201 0.67067 0.10782 0.76324 60.87 60.87 1.56E-17 90.13 1156200

40363 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.030299 -0.20732 -0.25651 68.408 68.408 4.50E-01 6 1315200

40364 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.16251 -0.17534 -0.35646 69.217 69.217 2.11E-01 8.82 245980

40365 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.045135 -0.37658 -0.43898 69.993 69.993 4.52E-03 17.37 516400

40366 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.019443 -0.43693 -0.47418 69.488 69.488 2.46E-02 11.89 633610

40367 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.034816 -0.54496 -0.59824 69.575 69.575 2.11E-01 10.54 324430

40368 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 0.033245 0.001382 0.016405 69.768 69.768 2.11E-01 11.35 471050

40369 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 3 490.5881 1468.7425 -0.15274 -0.32864 -0.49959 69.679 69.679 2.46E-02 14.81 11364000

40370 SFKLPNPMYYIP Unmodified _SFKLPNPMYYIP_ B6TV54_MAIZE 2 735.37851 1468.7425 0.75812 -0.37289 0.36702 69.677 69.677 1.00E+00 1.74 3203700

40371 SFLELNLPK Unmodified _SFLELNLPK_ B6TNS0_MAIZE 2 530.8055 1059.5964 0.12096 0.31992 0.41556 89.492 89.492 1.01E-02 18.4 351630

40372 SFLELNLPKPK Unmodified _SFLELNLPKPK_ B6TNS0_MAIZE 2 643.37936 1284.7442 0.48419 -0.95628 -0.49558 79.769 79.769 3.57E-04 38.28 623260

40373 SFLIELEPK Unmodified _SFLIELEPK_ B4FU06_MAIZE 2 538.30533 1074.5961 0.039052 0.56289 0.57461 86.853 86.853 3.39E-01 5.81 463430

40374 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.01 0.095185 1.0981 102.32 102.32 2.37E-16 42.68 2661300

40375 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0112 0.24676 1.2504 102.96 102.96 2.05E-04 36.82 407700

40376 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0245 0.53464 1.551 102.95 102.95 1.60E-05 44.83 399720

40377 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0114 0.42777 1.4311 102.96 102.96 1.65E-02 45.44 458720

40378 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0888 0.050269 1.1323 102.53 102.53 6.53E-30 59.56 378160

40379 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0832 0.28496 1.3607 103.18 103.18 1.12E-07 45.25 389320

40380 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 1.0174 0.17237 1.1826 103.51 103.51 2.37E-16 46.26 522570

40381 SFLNLPSEVVPNTLK Unmodified _SFLNLPSEVVPNTLK_ B4FW06_MAIZE 2 829.46161 1656.9087 0.95803 -0.005217 0.94584 105.11 105.11 7.01E-11 72.17 1308400

40382 SFLNLPSEVVPNTLKK Unmodified _SFLNLPSEVVPNTLKK_ B4FW06_MAIZE 3 596.00849 1785.0036 0.19036 -0.072224 0.10787 93.687 93.687 1.21E-01 7.03 407410

40383 SFLPVPSAVNASVFESFVR Unmodified _SFLPVPSAVNASVFESFVR_ MMT1_MAIZE 2 1027.0413 2052.068 1.1664 0.10953 1.2818 121.83 121.83 4.53E-07 89.1 1055600

40384 SFLPVPSAVNASVFESFVR Unmodified _SFLPVPSAVNASVFESFVR_ MMT1_MAIZE 2 1027.0413 2052.068 1.2426 0.053578 1.3022 122.3 122.3 5.63E-03 35.93 833530

40385 SFLPVPSAVNASVFESFVR Unmodified _SFLPVPSAVNASVFESFVR_ MMT1_MAIZE 2 1027.0413 2052.068 1.1438 0.016891 1.1667 122.56 122.56 2.86E-31 96.35 454850
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40386 SFLQAVSTVTEEAPTPLR Unmodified _SFLQAVSTVTEEAPTPLR_ B6SHE0_MAIZE 2 973.5151 1945.0157 1.2001 0.099706 1.2991 104.83 104.83 1.77E-34 68.83 1049000

40387 SFLSELSEVVGIGSASIK Unmodified _SFLSELSEVVGIGSASIK_ B6U0U2_MAIZE 2 911.99347 1821.9724 1.1029 -0.32582 0.77049 126.69 126.69 3.87E-04 46.6 124920

40388 SFLSELSEVVGIGSASIK Unmodified _SFLSELSEVVGIGSASIK_ B6U0U2_MAIZE 2 911.99347 1821.9724 1.1274 0.003684 1.1238 127.19 127.19 8.94E-06 64.62 139730

40389 SFLSELSEVVGIGSASIK Unmodified _SFLSELSEVVGIGSASIK_ B6U0U2_MAIZE 2 911.99347 1821.9724 1.1364 0.16844 1.2972 128.7 128.7 4.65E-12 63.57 392060

40390 SFLSELSEVVGIGSASIK Unmodified _SFLSELSEVVGIGSASIK_ B6U0U2_MAIZE 3 608.33141 1821.9724 0.33946 -0.066473 0.26472 128.78 128.78 1.00E+00 0.34 344670

40391 SFMAPIQEK Oxidation (M) _SFM(ox)APIQEK_ B6TUV0_MAIZE 2 533.76552 1065.5165 -0.020212 -0.58871 -0.62497 50.153 50.153 3.39E-01 11.65 756410

40392 SFMEYR Oxidation (M) _SFM(ox)EYR_ B6UG11_MAIZE 2 424.684 847.35344 0.16886 0.15191 0.30216 38.347 38.347 6.90E-01 14.62 1367700

40393 SFMEYR Unmodified _SFMEYR_ B6UG11_MAIZE 2 416.68654 831.35852 0.18268 -0.10865 0.050665 52.839 52.839 2.64E-01 29.14 5050300

40394 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.034807 0.20858 0.24405 49.307 49.307 2.81E-03 60.24 115860

40395 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.19301 0.065845 0.25859 51.169 51.169 4.40E-02 24.65 378300

40396 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.18621 -0.18228 0.004536 50.453 50.453 1.62E-03 52.72 360040

40397 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.1929 -0.93241 -0.73848 51.248 51.248 2.81E-03 51.84 318950

40398 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.16005 -0.078697 0.080662 51.112 51.112 4.40E-05 70.93 1616500

40399 SFNGEVVDER Unmodified _SFNGEVVDER_ B6SZN0_MAIZE 2 576.27001 1150.5255 0.068661 0.20992 0.27839 51.805 51.805 5.76E-06 66.55 3454200

40400 SFNKEEFDKEIEDK Unmodified _SFNKEEFDKEIEDK_ B4FAQ9_MAIZE 3 586.61246 1756.8156 0.12574 -0.079413 0.023374 60.717 60.717 1.79E-03 21.72 6167600

40401 SFNKEEFDKEIEDK Unmodified _SFNKEEFDKEIEDK_ B4FAQ9_MAIZE 4 440.21117 1756.8156 -0.015692 0.011661 -0.026467 60.72 60.72 1.83E-01 12.26 3977500

40402 SFNKEEFDKEIEDK Unmodified _SFNKEEFDKEIEDK_ B4FAQ9_MAIZE 3 586.61246 1756.8156 0.12698 0.079177 0.18449 62.251 62.251 2.26E-02 16.78 1132400

40403 SFNKEEFDKEIEDK Unmodified _SFNKEEFDKEIEDK_ B4FAQ9_MAIZE 4 440.21117 1756.8156 -0.084538 0.29263 0.18445 62.261 62.261 1.00E+00 1.53 482900

40404 SFNKEEIGK Unmodified _SFNKEEIGK_ B4FUC4_MAIZE 2 526.27456 1050.5346 -0.0026916 -0.26958 -0.3001 32.896 32.896 9.73E-03 31.8 279670

40405 SFNKEEIGK Unmodified _SFNKEEIGK_ B4FUC4_MAIZE 2 526.27456 1050.5346 -0.088194 -0.020771 -0.13641 36.288 36.288 1.12E-01 14.24 50455

40406 SFNKEEIGK Unmodified _SFNKEEIGK_ B4FUC4_MAIZE 3 351.18547 1050.5346 1.0421 0.81595 1.8278 36.322 36.322 9.63E-01 11.21 35954

40407 SFNKEEIGKEIEEK Unmodified _SFNKEEIGKEIEEK_ B4FUC4_MAIZE 3 560.62107 1678.8414 -0.015021 -0.046216 -0.094819 54.384 54.384 2.65E-04 37.76 5616800

40408 SFNKEEIGKEIEEK Unmodified _SFNKEEIGKEIEEK_ B4FUC4_MAIZE 3 560.62107 1678.8414 0.013201 0.46805 0.44696 57.665 57.665 1.83E-01 8.32 731970

40409 SFNVEEAPSDFK Unmodified _SFNVEEAPSDFK_ B4FSM5_MAIZE 2 685.31716 1368.6198 0.49209 -0.25529 0.23039 69.843 69.843 2.62E-07 59.83 1638200

40410 SFNVEEAPSDFK Unmodified _SFNVEEAPSDFK_ B4FSM5_MAIZE 2 685.31716 1368.6198 0.51435 -0.33029 0.1781 71.606 71.606 2.05E-12 61.26 5767200

40411 SFPVLFDMDKVEK Unmodified _SFPVLFDMDKVEK_ B6SUP5_MAIZE 2 777.89726 1553.78 0.92145 -0.001733 0.92045 92.909 92.909 4.68E-05 56.8 430590

40412 SFQDLEAGHVR Acetyl (Protein N-term) _(ac)SFQDLEAGHVR_ B6ST94_MAIZE 2 650.81766 1299.6208 0.51215 1.0347 1.5398 71.735 71.735 3.57E-04 52.18 433920

40413 SFQDLEAGHVR Acetyl (Protein N-term) _(ac)SFQDLEAGHVR_ B6ST94_MAIZE 2 650.81766 1299.6208 0.43063 -0.39252 0.034212 73.431 73.431 3.57E-04 51.46 278620

40414 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.055609 0.26051 0.21637 57.681 57.681 1.01E-02 37.37 4605500

40415 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.13954 -0.041413 -0.16704 59.156 59.156 1.12E-01 25.09 52684

40416 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.071244 0.062337 0.0022061 59.833 59.833 3.32E-02 43.63 4968400

40417 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.096166 0.35433 0.27028 59.157 59.157 1.01E-02 30.57 3992700

40418 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.16973 0.29922 0.14063 59.716 59.716 1.01E-02 31.71 6569500

40419 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.15743 -0.35777 -0.50194 59.6 59.6 3.21E-03 48.42 41753000
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40420 SFQGVLDGK Unmodified _SFQGVLDGK_ ATPBM_MAIZE 2 475.75072 949.4869 -0.21777 0.46041 0.2534 61.191 61.191 9.73E-03 41.24 294010

40421 SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK Oxidation (M) _SFQGVLDGKYDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 1117.5428 3349.6064 1.1986 -0.008016 1.1917 118.69 118.69 1.16E-01 31.55 193860

40422 SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK Oxidation (M) _SFQGVLDGKYDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 1117.5428 3349.6064 1.1979 0.14641 1.3454 119.25 119.25 4.60E-01 6.08 312020

40423 SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK Oxidation (M) _SFQGVLDGKYDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 1117.5428 3349.6064 1.2952 0.052058 1.348 121.26 121.26 8.45E-05 26.99 503940

40424 SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK Oxidation (M) _SFQGVLDGKYDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 1117.5428 3349.6064 1.2052 0.035878 1.242 121.37 121.37 6.27E-22 59.58 2321700

40425 SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK Unmodified _SFQGVLDGKYDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 3 1112.2111 3333.6115 1.2304 0.083061 1.3128 130.06 130.06 5.53E-02 16.68 1272700

40426 SFQQDFTSTR Unmodified _SFQQDFTSTR_ B4F8L5_MAIZE 2 608.78328 1215.552 0.23955 -0.049388 0.20395 57.035 57.035 1.62E-03 44.87 783860

40427 SFQSQSPAK Unmodified _SFQSQSPAK_ B6SU00_MAIZE 2 490.24581 978.47706 -0.038957 -0.001547 -0.050918 29.649 29.649 1.12E-01 21.42 28623

40428 SFQSQSPAK Unmodified _SFQSQSPAK_ B6SU00_MAIZE 2 490.24581 978.47706 -0.0063212 0.070055 0.053484 27.644 27.644 1.01E-02 33.18 209170

40429 SFQVTGDR Unmodified _SFQVTGDR_ B6TCV9_MAIZE 2 455.22487 908.43519 -0.15936 -1.2815 -1.4204 39.703 39.703 3.77E-01 11.47 139080

40430 SFQVTGDR Unmodified _SFQVTGDR_ B6TCV9_MAIZE 2 455.22487 908.43519 0.03587 0.065144 0.11754 41.738 41.738 1.65E-01 17.8 345710

40431 SFQYVSDLVEGLMK Unmodified _SFQYVSDLVEGLMK_ B4FP94_MAIZE 2 808.40545 1614.7963 0.58026 122.19 122.19 2.47E-23 69.46

40432 SFQYVSDLVEGLMK Unmodified _SFQYVSDLVEGLMK_ B4FP94_MAIZE 2 808.40545 1614.7963 0.99556 0.30211 1.2949 122.94 122.94 7.68E-22 71.67 168250

40433 SFQYVSDLVEGLMK Unmodified _SFQYVSDLVEGLMK_ B4FP94_MAIZE 2 808.40545 1614.7963 0.90474 -0.082729 0.81919 123.06 123.06 7.64E-09 60.95 92977

40434 SFQYVSDLVEGLMK Unmodified _SFQYVSDLVEGLMK_ B4FP94_MAIZE 2 808.40545 1614.7963 1.0624 0.35965 1.4184 123.55 123.55 2.00E-19 74.02 463900

40435 SFQYVSDLVEGLMK Unmodified _SFQYVSDLVEGLMK_ B4FP94_MAIZE 2 808.40545 1614.7963 0.95514 0.3456 1.2981 122.62 122.62 2.09E-30 95.09 2108000

40436 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.90706 -0.20444 0.70241 107.73 107.73 2.00E-19 62.89 150890

40437 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.98591 0.27693 1.2625 107.84 107.84 7.68E-22 53.75 215340

40438 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.93667 0.11382 1.0496 108.46 108.46 2.44E-16 55.42 257430

40439 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.045 0.30112 1.3458 107.86 107.86 1.95E-13 83.59 253580

40440 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.0059 -0.034911 0.97075 108.47 108.47 7.64E-09 62.25 317130

40441 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.0746 -0.15984 0.91464 107.53 107.53 2.96E-06 66.02 170800

40442 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.1247 -0.1071 1.0173 108.16 108.16 2.00E-19 57.16 173870

40443 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.0019 -0.3268 0.67542 108.03 108.03 1.95E-13 66.92 304600

40444 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.97287 -0.11709 0.8559 108.68 108.68 5.36E-25 80.05 434820

40445 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.98378 0.15237 1.1357 107.48 107.48 3.40E-25 69.84 2739700

40446 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 3 544.60436 1630.7913 0.0032526 0.10086 0.10275 107.48 107.48 1.00E+00 5.38 952350

40447 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 0.99908 0.21736 1.2159 108.07 108.07 3.40E-25 79.58 3220600

40448 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.0449 -0.7964 0.24977 108.53 108.53 6.95E-06 36.32 107030

40449 SFQYVSDLVEGLMK Oxidation (M) _SFQYVSDLVEGLM(ox)K_ B4FP94_MAIZE 2 816.40291 1630.7913 1.0301 0.086611 1.1158 109.11 109.11 3.48E-20 60.58 172030

40450 SFSGSGAAMDIVVSSVR Oxidation (M) _SFSGSGAAM(ox)DIVVSSVR_ B6SWM0_MAIZE 2 843.41179 1684.809 1.1439 -0.037046 1.1163 74.709 74.709 1.51E-07 89.71 261240

40451 SFSGSGAAMDIVVSSVR Unmodified _SFSGSGAAMDIVVSSVR_ B6SWM0_MAIZE 2 835.41434 1668.8141 1.1403 -0.49643 0.65166 89.78 89.78 3.42E-29 117.26 331500

40452 SFSPDQEIAEALK Unmodified _SFSPDQEIAEALK_ B6UAF3_MAIZE 2 717.85919 1433.7038 0.76289 0.27435 1.0162 88.652 88.652 1.00E+00 1.35 626470

40453 SFSPDQEIAEALK Unmodified _SFSPDQEIAEALK_ B6UAF3_MAIZE 2 717.85919 1433.7038 0.74525 0.44509 1.1694 89.145 89.145 1.47E-03 64.42 294830
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40454 SFSPDQEIAEALK Unmodified _SFSPDQEIAEALK_ B6UAF3_MAIZE 2 717.85919 1433.7038 0.7148 -0.28302 0.41157 89.43 89.43 1.47E-03 57.49 450680

40455 SFSSGGEDGYVR Unmodified _SFSSGGEDGYVR_ B6SSB6_MAIZE 2 630.7782 1259.5418 0.3732 -0.05165 0.32937 50.795 50.795 1.68E-09 42.87 548370

40456 SFSSGGEDGYVR Unmodified _SFSSGGEDGYVR_ B6SSB6_MAIZE 2 630.7782 1259.5418 0.41037 -0.32585 0.0924 50.077 50.077 2.62E-07 45 497940

40457 SFSSGGEDGYVR Unmodified _SFSSGGEDGYVR_ B6SSB6_MAIZE 2 630.7782 1259.5418 0.38508 -0.03476 0.35738 50.792 50.792 1.98E-03 41.24 1140000

40458 SFSSGGEDGYVR Unmodified _SFSSGGEDGYVR_ B6SSB6_MAIZE 2 630.7782 1259.5418 0.30431 0.099275 0.41124 51.473 51.473 2.62E-07 47.01 11372000

40460 SFTCIVR Unmodified _SFTCIVR_ B4FIT6_MAIZE 2 441.72874 881.44292 -0.093071 0.27853 0.19922 52.605 52.605 1.00E+00 0.77 1193300

40461 SFTCIVR Unmodified _SFTCIVR_ B4FIT6_MAIZE 2 441.72874 881.44292 -0.0071303 0.14678 0.15454 53.859 53.859 1.86E-01 26.38 3681400

40462 SFTCTLR Unmodified _SFTCTLR_ B6SRL2_MAIZE 2 442.71837 883.42218 0.03564 1.1208 1.1666 45.198 45.198 1.00E+00 10.2 4050400

40463 SFTCTLR Unmodified _SFTCTLR_ B6SRL2_MAIZE 2 442.71837 883.42218 -0.11517 0.21126 0.10905 45.946 45.946 4.46E-01 18.43 98899

40464 SFTCTLR Unmodified _SFTCTLR_ B6SRL2_MAIZE 2 442.71837 883.42218 -0.096096 0.29516 0.21231 45.074 45.074 1.00E+00 10.03 3031600

40465 SFTCTLR Unmodified _SFTCTLR_ B6SRL2_MAIZE 2 442.71837 883.42218 0.036788 0.1257 0.17616 47.501 47.501 7.83E-01 15.36 5598900

40466 SFTCTLR Unmodified _SFTCTLR_ B6SRL2_MAIZE 2 442.71837 883.42218 -0.053952 -0.18045 -0.22077 46.799 46.799 1.86E-01 23.32 16243000

40467 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0532 -0.018451 1.0472 108.37 108.37 1.95E-13 73.06 2701600

40468 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0315 -0.037362 1.0067 108.86 108.86 2.00E-19 54.38 1899500

40469 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0144 0.093079 1.1201 108.99 108.99 1.95E-13 62.13 2121000

40470 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.016 0.24732 1.275 109 109 2.00E-19 58.72 1786900

40471 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0873 0.071179 1.1707 108.63 108.63 2.96E-06 53.41 792170

40472 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0694 0.35688 1.4385 109.38 109.38 2.00E-19 58.13 1581500

40473 SFTFIDECVEGVLR Unmodified _SFTFIDECVEGVLR_ B4FBC2_MAIZE 2 836.40598 1670.7974 1.0289 0.001423 1.043 109.58 109.58 7.64E-09 71.62 464900

40474 SFTPSPADSGSR Unmodified _SFTPSPADSGSR_ B6TRD2_MAIZE 2 604.78074 1207.5469 0.31645 0.89194 1.2113 43.617 43.617 6.74E-02 30.23 287500

40475 SFTSDFPHVER Unmodified _SFTSDFPHVER_ B6T7G7_MAIZE 2 661.31221 1320.6099 0.53841 -0.12675 0.42221 64.66 64.66 4.48E-03 40.99 568780

40476 SFTSDFPHVER Unmodified _SFTSDFPHVER_ B6T7G7_MAIZE 3 441.21056 1320.6099 0.083525 0.6087 0.70096 66.493 66.493 1.00E+00 0.33 808840

40477 SFVEALDAIDNGINQYDTDQPPK Unmodified _SFVEALDAIDNGINQYDTDQPPK_ B4FTN5_MAIZE 2 1275.6034 2549.1922 1.1535 -0.17115 0.9792 116.83 116.83 1.32E-07 57.98 368940

40478 SFVEALDAIDNGINQYDTDQPPK Unmodified _SFVEALDAIDNGINQYDTDQPPK_ B4FTN5_MAIZE 3 850.738 2549.1922 1.1108 0.38864 1.4959 116.74 116.74 5.17E-06 32.48 241610

40479 SFVGNALGGLR Unmodified _SFVGNALGGLR_ B6TP03_MAIZE 2 545.80382 1089.5931 -0.092016 0.43505 0.34455 80.123 80.123 3.57E-04 57.79 203460

40480 SFVLWLHGLGDSGPANEPIR Unmodified _SFVLWLHGLGDSGPANEPIR_ B6U7L3_MAIZE 3 722.37612 2164.1065 0.77256 -0.25938 0.51318 105.71 105.71 1.55E-03 30.75 234730

40481 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.1653 0.99754 2.1599 121.39 121.39 2.07E-09 62.05 1576900

40482 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 3 990.10642 2967.2974 1.2032 0.30162 1.5019 121.4 121.4 4.62E-09 17.96 1598500

40483 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.7291 0.37902 2.1058 121.83 121.83 8.03E-11 53.71 583240

40484 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 3 990.10642 2967.2974 1.1161 0.23006 1.3432 121.83 121.83 2.33E-10 23.86 881610

40485 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 3 990.10642 2967.2974 1.1482 0.42942 1.5749 122.07 122.07 3.15E-13 47.29 1284400

40486 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.1918 0.84967 2.0387 122.07 122.07 8.12E-10 47.63 1003500

40487 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.2424 1.1113 2.3509 122.19 122.19 2.07E-09 65.3 537610

40488 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.1673 0.45323 1.6181 121.58 121.58 2.07E-09 57.06 581400



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

40489 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 3 990.10642 2967.2974 1.2504 0.31977 1.568 121.6 121.6 1.86E-15 41.39 1013900

40490 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 3 990.10642 2967.2974 1.143 0.12046 1.2606 122.54 122.54 3.14E-32 55.12 7069000

40491 SFVSEYPIESIEDPFDQDDWSTYAK Unmodified _SFVSEYPIESIEDPFDQDDWSTYAK_ ENO1_MAIZE 2 1484.656 2967.2974 1.1062 -0.11443 0.98969 122.55 122.55 8.12E-10 54.46 7696200

40492 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.1736 0.49862 1.6742 120.3 120.3 5.37E-54 73.6 4583300

40493 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.1338 0.13965 1.2763 120.85 120.85 3.15E-13 49.41 1329700

40494 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.1345 0.099177 1.2371 121.16 121.16 8.88E-19 63.03 1845600

40495 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.2826 0.075462 1.3618 121.74 121.74 1.51E-11 43.73 562970

40496 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.1584 0.18018 1.3412 122.11 122.11 2.18E-47 81.4 8038000

40497 SFVSEYPIVSIEDPFDQDDWVHYAK Unmodified _SFVSEYPIVSIEDPFDQDDWVHYAK_ B6T3P9_MAIZE 3 996.1309 2985.3709 1.2264 0.2515 1.4807 121.03 121.03 1.20E-23 63.26 882130

40498 SFVSYIK Unmodified _SFVSYIK_ B4FL17_MAIZE 2 422.23418 842.4538 -0.090791 -0.69931 -0.80001 64.432 64.432 8.04E-02 21.28 1283600

40499 SFVSYIK Unmodified _SFVSYIK_ B4FL17_MAIZE 2 422.23418 842.4538 0.22617 0.065688 0.28047 63.872 63.872 1.00E+00 0.7 160140

40500 SFVSYIK Unmodified _SFVSYIK_ B4FL17_MAIZE 2 422.23418 842.4538 0.14547 0.24464 0.37723 63.115 63.115 1.86E-01 17.25 3518100

40501 SFVSYIK Unmodified _SFVSYIK_ B4FL17_MAIZE 2 422.23418 842.4538 -0.12649 0.15745 0.020798 65.689 65.689 1.86E-01 30.9 13716000

40502 SFVYSVAR Unmodified _SFVYSVAR_ B4FQ64_MAIZE 2 464.74798 927.48142 0.015171 0.023317 0.035252 55.341 55.341 7.88E-01 16.61 886670

40503 SFVYSVAR Unmodified _SFVYSVAR_ B4FQ64_MAIZE 2 464.74798 927.48142 -0.18965 -0.045038 -0.23653 55.851 55.851 5.06E-02 29.19 307930

40504 SFVYSVAR Unmodified _SFVYSVAR_ B4FQ64_MAIZE 2 464.74798 927.48142 -0.0023364 0.4131 0.40624 57.636 57.636 2.92E-02 25.83 520190

40505 SFVYSVAR Unmodified _SFVYSVAR_ B4FQ64_MAIZE 2 464.74798 927.48142 0.092784 0.13494 0.22432 56.9 56.9 3.77E-01 13.65 349530

40506 SFVYSVAR Unmodified _SFVYSVAR_ B4FQ64_MAIZE 2 464.74798 927.48142 -0.10613 0.31702 0.20835 58.099 58.099 5.06E-02 18.55 4598600

40507 SFYDMLDK Oxidation (M) _SFYDM(ox)LDK_ B6TQW4_MAIZE 2 517.7286 1033.4426 -0.2357 0.3184 0.075726 66.175 66.175 2.92E-02 23.96 472120

40508 SFYDMLDK Oxidation (M) _SFYDM(ox)LDK_ B6TQW4_MAIZE 2 517.7286 1033.4426 -0.22934 0.31646 0.080569 66.714 66.714 2.39E-02 32.12 446740

40509 SGAAWGTSLK Unmodified _SGAAWGTSLK_ B4FDT6_MAIZE 2 489.25617 976.49779 -0.74245 53.151 53.151 1.25E-01 13.65

40510 SGAAWGTSLKK Unmodified _SGAAWGTSLKK_ B4FDT6_MAIZE 2 553.30366 1104.5928 0.059596 0.060411 0.10613 40.943 40.943 4.96E-02 33.68 442670

40511 SGAEIETMK Oxidation (M) _SGAEIETM(ox)K_ B4FI06_MAIZE 2 491.23151 980.44846 -0.090166 -0.03078 -0.14267 27.732 27.732 3.05E-02 27.48 15591

40512 SGAEVHVGHELCER Unmodified _SGAEVHVGHELCER_ B4FMB1_MAIZE 3 527.24757 1578.7209 0.060776 -0.36253 -0.30104 42.295 42.295 2.24E-03 46.88 123820

40513 SGAEVHVGHELCER Unmodified _SGAEVHVGHELCER_ B4FMB1_MAIZE 3 527.24757 1578.7209 -0.10904 -0.41616 -0.52314 44.958 44.958 3.82E-08 57.67 1905200

40514 SGAEVHVGHELCER Unmodified _SGAEVHVGHELCER_ B4FMB1_MAIZE 4 395.6875 1578.7209 0.19652 -0.30088 -0.10326 44.957 44.957 2.24E-03 35.81 1547000

40515 SGAFGSYDYEPLLDSLEGNSGFGR Unmodified _SGAFGSYDYEPLLDSLEGNSGFGR_ B5AMJ8_MAIZE 2 1269.5746 2537.1347 1.1596 0.18004 1.3379 121.01 121.01 7.49E-12 88.96 902300

40516 SGAFGSYDYEPLLDSLEGNSGFGR Unmodified _SGAFGSYDYEPLLDSLEGNSGFGR_ B5AMJ8_MAIZE 3 846.71883 2537.1347 1.0394 -0.17137 0.86619 121.41 121.41 5.31E-03 34.99 210910

40517 SGAFGSYDYEPLLDSLEGNSGFGR Unmodified _SGAFGSYDYEPLLDSLEGNSGFGR_ B5AMJ8_MAIZE 2 1269.5746 2537.1347 1.3232 -0.14102 1.1812 121.44 121.44 2.64E-19 114.41 508190

40518 SGAFGSYDYEPLLDSLEGNSGFGR Unmodified _SGAFGSYDYEPLLDSLEGNSGFGR_ B5AMJ8_MAIZE 2 1269.5746 2537.1347 1.1778 -0.060798 1.1156 121.67 121.67 6.48E-10 90.04 271770

40519 SGAFGSYDYEPLLDSLEGNSGFGR Unmodified _SGAFGSYDYEPLLDSLEGNSGFGR_ B5AMJ8_MAIZE 2 1269.5746 2537.1347 1.1361 0.13954 1.2743 121.72 121.72 7.49E-12 85.86 429220

40520 SGAGDDYDSGYNSK Unmodified _SGAGDDYDSGYNSK_ B6UCP6_MAIZE 2 718.28404 1434.5535 0.75707 -0.4112 0.34364 39.48 39.48 2.00E-19 64.29 220180

40521 SGAGDDYDSGYNSK Unmodified _SGAGDDYDSGYNSK_ B6UCP6_MAIZE 2 718.28404 1434.5535 0.78017 0.12497 0.90151 39.5 39.5 7.68E-22 100.87 366980

40522 SGAGDDYDSGYNSK Unmodified _SGAGDDYDSGYNSK_ B6UCP6_MAIZE 2 718.28404 1434.5535 0.67841 0.32159 0.99673 40.29 40.29 2.09E-30 113.17 3046600
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40523 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.063481 -0.050755 -0.13061 41.967 41.967 3.57E-04 36.94 12453000

40524 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.12781 0.30738 0.16315 41.487 41.487 4.48E-03 56.64 2865000

40525 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.03597 -0.036184 -0.088339 44.138 44.138 1.67E-02 42.12 2956300

40526 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.037207 -0.11843 -0.17079 43.381 43.381 1.67E-02 28.41 2418500

40527 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.092352 -0.15343 -0.26062 43.909 43.909 3.57E-04 43.27 11206000

40528 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.082423 0.021125 -0.07797 44.854 44.854 3.83E-01 21.9 565150

40529 SGAGEAPAVIR Unmodified _SGAGEAPAVIR_ B6TJ78_MAIZE 2 514.28018 1026.5458 -0.11876 -0.32903 -0.46206 45.599 45.599 3.83E-01 24.18 142430

40530 SGAIGVSVYYR Unmodified _SGAIGVSVYYR_ B6TMI7_MAIZE 2 586.30894 1170.6033 0.15014 0.11556 0.26035 65.679 65.679 4.43E-05 41.61 2826400

40531 SGALDLASGLGGK Unmodified _SGALDLASGLGGK_ P93852_MAIZE 2 573.31168 1144.6088 0.066193 0.077756 0.13734 73.525 73.525 1.00E-11 61.45 3485700

40532 SGALVVIHGDLIHQSFENLSPASR Unmodified _SGALVVIHGDLIHQSFENLSPASR_ B4FVB4_MAIZE 3 849.78199 2546.3241 1.0813 -0.037813 1.04 95.666 95.666 1.33E-26 69.28 279800

40533 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.43861 -0.14027 0.29256 64.36 64.36 1.11E-04 44.77 4051700

40534 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.3936 0.29022 0.67905 65.638 65.638 1.00E+00 18.67 56064

40535 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.42228 0.043781 0.46106 64.964 64.964 7.72E-03 40.82 412290

40536 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.44973 -0.088566 0.35606 66.1 66.1 1.60E-02 35.02 620900

40537 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.45563 -0.055695 0.39501 65.492 65.492 8.05E-01 21.46 778210

40538 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.4425 -0.17392 0.26366 65.817 65.817 2.00E-01 32.13 739340

40539 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.47475 0.047869 0.51677 65.964 65.964 7.72E-03 27.87 1021200

40540 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.39588 0.16318 0.55403 66.096 66.096 6.74E-02 24.65 2196700

40541 SGAPAEFQPSFR Unmodified _SGAPAEFQPSFR_ B6T8R3_MAIZE 2 647.31475 1292.6149 0.39971 -0.032605 0.3616 64.868 64.868 7.72E-03 41.7 2774400

40542 SGASPLSPAITFILDK Unmodified _SGASPLSPAITFILDK_ B4FUC4_MAIZE 2 808.94834 1615.8821 1.0161 -0.21755 0.79201 125.14 125.14 5.51E-02 18.9 19252

40543 SGASPLSPAITFILDK Unmodified _SGASPLSPAITFILDK_ B4FUC4_MAIZE 2 808.94834 1615.8821 0.86287 -0.35502 0.49989 114.23 114.23 1.42E-33 82.29 7604800

40544 SGASPLSPAITFILDK Unmodified _SGASPLSPAITFILDK_ B4FUC4_MAIZE 2 808.94834 1615.8821 0.92714 -0.15026 0.76996 117.93 117.93 7.73E-25 79.99 1083200

40545 SGAYLHR Unmodified _SGAYLHR_ B6TJT9_MAIZE 2 402.21157 802.40859 0.48862 -0.44123 0.026838 24.986 24.986 8.04E-02 49.04 17930

40546 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 1.0362 0.17976 1.1945 20.48 20.48 7.83E-01 17.42 11915

40547 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.83438 0.43151 1.2444 21.248 21.248 4.46E-01 29.11 4623.4

40548 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.96947 0.37153 1.3184 21.662 21.662 7.83E-01 10.03 25098

40549 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.9521 0.004 0.93648 21.574 21.574 8.04E-02 24.96 39483

40550 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.94556 0.26444 1.189 20.827 20.827 4.46E-01 23.45 17236

40551 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.92006 -0.28787 0.61227 22.311 22.311 4.46E-01 17.41 500130

40552 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 1.0862 0.23629 1.3025 21.096 21.096 1.86E-01 30.13 15833

40553 SGAYVAR Unmodified _SGAYVAR_ B4FAD1_MAIZE 2 362.19285 722.37114 0.72131 0.50515 1.2052 22.924 22.924 1.00E+00 15.81 9206.1

40554 SGCEGVSAINTIMSVMGINLK 2 Oxidation (M) _SGCEGVSAINTIM(ox)SVM(ox)GINLK_ B4FZU9_MAIZE 2 1107.0342 2212.0538 1.2071 -0.20829 0.99937 93.406 93.406 1.66E-95 82.72 571240

40555 SGCEGVSAINTIMSVMGINLK Unmodified _SGCEGVSAINTIMSVMGINLK_ B4FZU9_MAIZE 2 1091.0392 2180.0639 1.2435 -0.51078 0.73023 129.4 129.4 8.95E-08 67.67 226570
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40556 SGCNEHNFASR Unmodified _SGCNEHNFASR_ B4FHT6_MAIZE 3 426.84752 1277.5207 0.020508 0.19052 0.20467 29.026 29.026 6.79E-01 19.18 17183

40557 SGDAAVAEWANEALAGIEK Unmodified _SGDAAVAEWANEALAGIEK_ B4FQL1_MAIZE 2 951.46561 1900.9167 1.2472 0.83563 2.0579 116.16 116.16 1.30E-03 72.69 93610

40558 SGDELTSLK Unmodified _SGDELTSLK_ B6TB25_MAIZE 2 475.24547 948.47639 -0.074806 -0.10088 -0.18822 47.365 47.365 3.89E-04 80.88 10785000

40559 SGDELTSLK Unmodified _SGDELTSLK_ B6TB25_MAIZE 2 475.24547 948.47639 -0.061026 -0.044134 -0.11768 49.631 49.631 3.13E-03 80.76 6918800

40560 SGDELTSLK Unmodified _SGDELTSLK_ B6TB25_MAIZE 2 475.24547 948.47639 -0.1171 -0.1462 -0.27593 48.918 48.918 3.89E-04 80.62 9813500

40561 SGDELTSLK Unmodified _SGDELTSLK_ B6TB25_MAIZE 2 475.24547 948.47639 -0.0010884 0.24167 0.22769 49.334 49.334 9.73E-03 53.65 421300

40562 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 2 792.39921 1582.7839 0.98653 0.008381 0.98956 78.913 78.913 2.96E-06 55.41 1184900

40563 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 3 528.6019 1582.7839 0.0043677 -0.12746 -0.12819 78.926 78.926 1.84E-08 53.54 3654200

40564 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 3 528.6019 1582.7839 -0.093875 -0.24663 -0.34444 79.547 79.547 2.65E-04 66.15 2367800

40565 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 2 792.39921 1582.7839 0.91582 -0.26685 0.64528 79.536 79.536 2.96E-06 52.94 701060

40566 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 3 528.6019 1582.7839 -0.0015365 -0.088244 -0.094257 80.035 80.035 4.40E-03 56.78 2098800

40567 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 2 792.39921 1582.7839 0.90272 0.34138 1.2386 80.009 80.009 3.56E-04 48.07 522360

40568 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 3 528.6019 1582.7839 -0.017775 -0.28804 -0.31022 79.694 79.694 2.65E-04 48.39 2992900

40569 SGDELTSLKDYVTR Unmodified _SGDELTSLKDYVTR_ B6TB25_MAIZE 2 792.39921 1582.7839 0.96277 0.38356 1.3406 79.686 79.686 6.31E-03 42.97 626310

40570 SGDKFEFK Unmodified _SGDKFEFK_ B4FIW7_MAIZE 3 319.82739 956.46035 1.3746 -0.062856 1.3051 45.634 45.634 5.41E-01 34.12 105000

40571 SGDVSELQIGVK Unmodified _SGDVSELQIGVK_ B6SYF5_MAIZE 2 616.33007 1230.6456 0.3273 0.055177 0.38456 63.948 63.948 6.74E-02 14.91 563300

40572 SGDVSELQIGVK Unmodified _SGDVSELQIGVK_ B6SYF5_MAIZE 2 616.33007 1230.6456 0.21442 -0.10662 0.10959 66.398 66.398 7.61E-14 82.98 4213500

40573 SGDVTELQIGVK Unmodified _SGDVTELQIGVK_ B4FUK2_MAIZE 2 623.33789 1244.6612 0.30345 0.26474 0.57516 66.739 66.739 1.60E-02 20.01 46732

40574 SGDVTELQIGVK Unmodified _SGDVTELQIGVK_ B4FUK2_MAIZE 2 623.33789 1244.6612 0.25589 -0.030324 0.23196 68.349 68.349 2.05E-12 57.68 2985600

40575 SGDVYIPR Unmodified _SGDVYIPR_ VATA_MAIZE B6 2 453.73762 905.46068 0.0026665 0.18101 0.17886 49.138 49.138 2.92E-02 39.91 6440900

40576 SGDVYIPR Unmodified _SGDVYIPR_ VATA_MAIZE B6 2 453.73762 905.46068 -0.025466 0.047592 0.017083 51.408 51.408 2.92E-02 52.02 4738700

40577 SGDVYIPR Unmodified _SGDVYIPR_ VATA_MAIZE B6 2 453.73762 905.46068 -0.18711 0.052739 -0.13929 51.487 51.487 1.90E-02 59.44 20032000

40578 SGDWICTR Unmodified _SGDWICTR_ B4FHT6_MAIZE 2 497.72418 993.43381 -0.050139 -0.23709 -0.27491 52.994 52.994 5.06E-02 29.14 541050

40579 SGDWICTR Unmodified _SGDWICTR_ B4FHT6_MAIZE 2 497.72418 993.43381 -0.15404 0.33927 0.19838 55.969 55.969 3.48E-02 47.42 838080

40580 SGELQETLEK Unmodified _SGELQETLEK_ B6TE85_MAIZE 2 567.28787 1132.5612 -0.010501 0.37845 0.34481 50.365 50.365 1.84E-04 60.53 117950

40581 SGEPITADDLGVGGALTVLMK Oxidation (M) _SGEPITADDLGVGGALTVLM(ox)K_ Q8W525_MAIZE 2 1030.5326 2059.0507 1.2753 -0.2207 1.0608 103.14 103.14 3.24E-107 103.33 392270

40582 SGEPITADDLGVGGALTVLMK Oxidation (M) _SGEPITADDLGVGGALTVLM(ox)K_ Q8W525_MAIZE 2 1030.5326 2059.0507 1.2923 -0.43245 0.86597 103.73 103.73 6.96E-08 37.12 411530

40583 SGESMENALR Unmodified _SGESMENALR_ B6T3X8_MAIZE 2 547.25076 1092.487 0.099378 0.27467 0.34166 46.771 46.771 1.25E-02 56.73 586130

40584 SGESMENALR Unmodified _SGESMENALR_ B6T3X8_MAIZE 2 547.25076 1092.487 0.11424 -0.034972 0.047942 48.761 48.761 1.62E-03 49.81 401380

40585 SGESPAAALR Unmodified _SGESPAAALR_ B4F9T3_MAIZE 2 479.75126 957.48796 -0.13272 1.0023 0.83711 41.672 41.672 4.40E-05 86.91 1412500

40586 SGETEDNFIADLAIGLASGQIK Unmodified _SGETEDNFIADLAIGLASGQIK_ B4G191_MAIZE 2 1125.0684 2248.1223 1.1146 -0.39722 0.70778 128.06 128.06 4.59E-36 96.88 163890

40587 SGETEDNFIADLAIGLASGQIK Unmodified _SGETEDNFIADLAIGLASGQIK_ B4G191_MAIZE 3 750.38138 2248.1223 0.82815 -0.13211 0.6855 128.09 128.09 2.04E-03 55.47 257060

40588 SGETEDNFIADLAIGLASGQIK Unmodified _SGETEDNFIADLAIGLASGQIK_ B4G191_MAIZE 3 750.38138 2248.1223 0.849 -0.057351 0.78145 128.53 128.53 6.58E-05 46.19 232840

40589 SGETEDNFIADLAIGLASGQIK Unmodified _SGETEDNFIADLAIGLASGQIK_ B4G191_MAIZE 3 750.38138 2248.1223 0.86683 -0.33554 0.52113 129.28 129.28 5.95E-05 50.43 1176600
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40590 SGETEDNFIADLAIGLASGQIK Unmodified _SGETEDNFIADLAIGLASGQIK_ B4G191_MAIZE 2 1125.0684 2248.1223 1.2384 -0.35289 0.87514 129.14 129.14 9.69E-63 124.9 894340

40591 SGETEDNFIADLAVGLASGQIK Unmodified _SGETEDNFIADLAVGLASGQIK_ B6TGL7_MAIZE 2 1118.0606 2234.1067 1.2474 0.058876 1.3007 127.41 127.41 3.03E-22 83.57 349320

40592 SGETEDNFIADLAVGLASGQIK Unmodified _SGETEDNFIADLAVGLASGQIK_ B6TGL7_MAIZE 3 745.7095 2234.1067 0.88616 0.11841 0.9978 127.46 127.46 2.15E-02 28.61 128610

40593 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 2 1126.5683 2251.122 1.2025 0.10898 1.3136 124.05 124.05 6.35E-05 27.14 1013700

40594 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.88904 0.35419 1.2453 124.02 124.02 5.39E-04 36.93 735620

40595 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.81647 0.64398 1.4621 124.43 124.43 1.93E-06 57.2 512980

40596 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 2 1126.5683 2251.122 1.223 -0.033461 1.1926 124.46 124.46 6.76E-08 47.08 436410

40597 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 2 1126.5683 2251.122 1.1098 0.83165 1.9435 124.76 124.76 2.03E-55 109 968270

40598 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.85373 0.35944 1.2154 124.78 124.78 1.82E-12 73.16 638220

40599 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.87665 0.24227 1.1209 125.02 125.02 5.39E-04 39.67 258810

40600 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 2 1126.5683 2251.122 1.1798 0.16808 1.3509 125.05 125.05 4.59E-36 95.06 261210

40601 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 2 1126.5683 2251.122 1.3199 0.031098 1.3537 124.6 124.6 2.21E-30 90.24 291470

40602 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.92469 0.033763 0.96124 124.55 124.55 5.95E-05 37.75 208550

40603 SGETEDTFIADLAVGLSTGQIK Unmodified _SGETEDTFIADLAVGLSTGQIK_ B6T3P9_MAIZE 3 751.38127 2251.122 0.86072 0.30292 1.1664 125.6 125.6 1.93E-06 58.48 1327000

40604 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 1.2155 0.6179 1.8376 119.62 119.62 6.50E-45 62.76 387650

40605 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 3 756.71291 2267.1169 0.89214 0.80362 1.6993 119.43 119.43 6.40E-03 35.08 108300

40606 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 1.3105 0.095293 1.4104 119.93 119.93 2.03E-55 123.09 199880

40607 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 1.3988 0.79751 2.2006 136.78 136.78 6.76E-08 33.19 87892

40608 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 3 756.71291 2267.1169 0.88739 0.19328 1.0849 121.01 121.01 5.93E-08 67.63 723390

40609 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 3 756.71291 2267.1169 0.90463 -0.68934 0.22004 129.64 129.64 5.39E-04 32 210850

40610 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 1.232 0.25591 1.4925 138.18 138.18 9.69E-63 106.34 1281500

40611 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 3 756.71291 2267.1169 0.89308 0.2515 1.1481 138.09 138.09 5.95E-05 50.74 753100

40612 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 -0.24789 133.54 133.54 5.87E-01 19.21

40613 SGETEDTFIADLSVGLSTGQIK Unmodified _SGETEDTFIADLSVGLSTGQIK_ ENO1_MAIZE 2 1134.5657 2267.1169 1.2406 0.10236 1.3479 119.12 119.12 8.70E-13 53.78 256070

40614 SGFEGAWTSNPLIFDNSYFK Unmodified _SGFEGAWTSNPLIFDNSYFK_ B4G031_MAIZE 2 1140.534 2279.0535 1.1741 -0.11134 1.0617 118.66 118.66 1.65E-04 45.78 453100

40615 SGFEGAWTSNPLIFDNSYFK Unmodified _SGFEGAWTSNPLIFDNSYFK_ B4G031_MAIZE 2 1140.534 2279.0535 1.3175 0.49325 1.8096 119.84 119.84 2.16E-03 62.05 207930

40616 SGFEGAWTSNPLIFDNSYFK Unmodified _SGFEGAWTSNPLIFDNSYFK_ B4G031_MAIZE 2 1140.534 2279.0535 1.1902 -0.002583 1.1867 119.06 119.06 9.41E-18 64.5 947830

40617 SGFEGAWTSNPLIFDNSYFK Unmodified _SGFEGAWTSNPLIFDNSYFK_ B4G031_MAIZE 3 760.69178 2279.0535 0.8595 0.79832 1.6553 121.05 121.05 5.91E-04 28.87 370640

40618 SGFEGAWTSNPLIFDNSYFK Unmodified _SGFEGAWTSNPLIFDNSYFK_ B4G031_MAIZE 2 1140.534 2279.0535 1.0286 1.4679 2.4941 121.12 121.12 1.32E-42 62.53 2480900

40619 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1804 -0.003398 1.1833 116.84 116.84 4.56E-22 85.33 2775800

40620 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.2274 -0.09208 1.1418 117.31 117.31 4.84E-09 77.08 471210

40621 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1301 -0.15293 0.98279 117.47 117.47 3.46E-29 87.93 709190

40622 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1867 0.087437 1.2803 117.63 117.63 9.41E-18 84.15 665700

40623 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.2354 0.099736 1.341 117.29 117.29 9.41E-18 76.8 1035600
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40624 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1974 0.13345 1.3367 118.01 118.01 6.57E-12 70.32 1602800

40625 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1802 -0.028032 1.1586 117.24 117.24 3.12E-37 77.04 5704900

40626 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 0.99587 -0.18015 0.82161 119.45 119.45 1.22E-73 103.66 13360000

40627 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 3 760.69178 2279.0535 0.79644 0.35033 1.1525 119.43 119.43 2.54E-47 69.21 2504900

40628 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.0286 1.4609 2.4941 121.12 121.12 9.41E-18 93.33 2480900

40629 SGFEGAWTTNPLVFDNSYFK Unmodified _SGFEGAWTTNPLVFDNSYFK_ B6TM55_MAIZE 2 1140.534 2279.0535 1.1647 0.64915 1.819 121.87 121.87 1.65E-04 62.23 79921

40630 SGFFYNSTTQK Unmodified _SGFFYNSTTQK_ B6T7K5_MAIZE 2 640.30131 1278.5881 0.45358 -0.13724 0.32156 59.694 59.694 1.67E-02 19.43 261320

40631 SGFISLVSR Unmodified _SGFISLVSR_ B4FAD9_MAIZE 2 483.27437 964.53418 -0.085559 -0.16397 -0.25121 74.813 74.813 3.21E-03 52.73 5782500

40632 SGFISLVSR Unmodified _SGFISLVSR_ B4FAD9_MAIZE 2 483.27437 964.53418 -0.091686 -0.035349 -0.12727 76.15 76.15 3.21E-03 61.78 4798400

40633 SGFISLVSR Unmodified _SGFISLVSR_ B4FAD9_MAIZE 2 483.27437 964.53418 -0.074517 -0.064285 -0.14075 75.778 75.778 3.21E-03 55.15 2326800

40634 SGFISLVSR Unmodified _SGFISLVSR_ B4FAD9_MAIZE 2 483.27437 964.53418 -0.14888 -0.12077 -0.27051 75.957 75.957 3.13E-03 72.36 22638000

40635 SGGAPGGDADGGVDDDHDEL Unmodified _SGGAPGGDADGGVDDDHDEL_ B4FW90_MAIZE 2 928.36428 1854.714 1.1326 0.04552 1.2002 54.705 54.705 4.84E-09 75.89 536070

40636 SGGAPGGDADGGVDDDHDEL Unmodified _SGGAPGGDADGGVDDDHDEL_ B4FW90_MAIZE 2 928.36428 1854.714 1.1189 0.10043 1.2417 56.928 56.928 3.12E-37 88.85 793850

40637 SGGAPGGDADGGVDDDHDEL Unmodified _SGGAPGGDADGGVDDDHDEL_ B4FW90_MAIZE 2 928.36428 1854.714 1.1031 0.17269 1.298 56.214 56.214 1.14E-03 58.67 1432100

40638 SGGAPGGDADGGVDDDHDEL Unmodified _SGGAPGGDADGGVDDDHDEL_ B4FW90_MAIZE 2 928.36428 1854.714 1.1247 0.17351 1.3206 56.895 56.895 3.12E-37 110.69 3984500

40639 SGGDDDILDDLDEMIFGK Oxidation (M) _SGGDDDILDDLDEM(ox)IFGK_ B4FH61_MAIZE 2 985.93041 1969.8463 1.2144 -0.40953 0.8121 126.4 126.4 1.27E-12 34.23 224780

40640 SGGDEFSDDLR Unmodified _SGGDEFSDDLR_ B6T531_MAIZE 2 599.25456 1196.4946 0.22949 0.076491 0.31216 57.025 57.025 4.48E-03 45.3 313570

40641 SGGDNNLFPLDFITPAK Unmodified _SGGDNNLFPLDFITPAK_ B6T3V1_MAIZE 2 903.45706 1804.8996 1.2189 0.2714 1.4915 121.53 121.53 5.92E-01 7.08 11656

40642 SGGDNNLFPLDFITPAK Unmodified _SGGDNNLFPLDFITPAK_ B6T3V1_MAIZE 2 903.45706 1804.8996 1.2025 0.22386 1.4269 114.72 114.72 1.51E-07 33.6 234480

40643 SGGDNNLFPLDFITPAK Unmodified _SGGDNNLFPLDFITPAK_ B6T3V1_MAIZE 2 903.45706 1804.8996 1.1568 -0.2844 0.87399 114.27 114.27 1.54E-12 50.61 1482600

40644 SGGDWPLLK Unmodified _SGGDWPLLK_ B4FNL7_MAIZE 2 486.76109 971.50763 0.023236 0.026472 0.047155 76.418 76.418 7.18E-01 3.64 121970

40645 SGGDWPLLK Unmodified _SGGDWPLLK_ B4FNL7_MAIZE 2 486.76109 971.50763 -0.041248 -0.16543 -0.20876 76.395 76.395 1.01E-02 28.59 308320

40646 SGGFSYAIVAVGEHPYTETK Unmodified _SGGFSYAIVAVGEHPYTETK_ Q9XE93_MAIZE 3 705.01274 2112.0164 0.72151 -0.56126 0.16249 81.297 81.297 9.97E-16 67.07 476760

40649 SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK Unmodified _SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK_ B4FTS6_MAIZE 3 922.76573 2765.2753 1.2131 -0.001729 1.243 113.61 113.61 8.35E-01 11.89 93397

40650 SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK Unmodified _SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK_ B4FTS6_MAIZE 3 922.76573 2765.2753 1.0164 -1.2752 -0.22534 114.69 114.69 1.65E-07 52.72 2325400

40651 SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK Unmodified _SGGGGGGGGGGGGGGSGGANVANVVTDAFFNGIK_ B4FTS6_MAIZE 2 1383.6449 2765.2753 1.0009 -1.5706 -0.5362 114.72 114.72 6.01E-16 87.54 259250

40660 SGGGGSSGGGGANVASVVTGSFFNGIK Unmodified _SGGGGSSGGGGANVASVVTGSFFNGIK_ B4FK87_MAIZE 3 776.71201 2327.1142 0.87811 0.50259 1.4034 104.83 104.83 1.46E-02 33.98 702600

40661 SGGGGSSGGGGANVASVVTGSFFNGIK Unmodified _SGGGGSSGGGGANVASVVTGSFFNGIK_ B4FK87_MAIZE 2 1164.5644 2327.1142 1.086 -0.30313 0.80684 104.79 104.79 2.45E-17 83.28 468200

40662 SGGHELLMFEALR Oxidation (M) _SGGHELLM(ox)FEALR_ B6TQ36_MAIZE 3 492.58189 1474.7238 -0.11612 0.0399 -0.089188 76.689 76.689 1.28E-01 20.52 1290100

40663 SGGHELLMFEALR Unmodified _SGGHELLMFEALR_ B6TQ36_MAIZE 3 487.25025 1458.7289 -0.085723 0.17648 0.074707 86.609 86.609 5.88E-01 15.55 1206000

40664 SGGMSNEMYSTIAR Unmodified _SGGMSNEMYSTIAR_ B6U233_MAIZE 2 752.33196 1502.6494 0.85978 -0.33566 0.50694 63.788 63.788 7.64E-09 80.83 781770

40665 SGGVIQQATEQVK Unmodified _SGGVIQQATEQVK_ B6SID7_MAIZE 2 672.85952 1343.7045 0.50027 0.033783 0.53644 57.903 57.903 4.68E-05 60.76 3616100

40666 SGGVIQQATEQVK Unmodified _SGGVIQQATEQVK_ B6SID7_MAIZE 2 672.85952 1343.7045 0.42208 -0.086024 0.33959 56.003 56.003 2.50E-15 60.45 6722600

40667 SGGVIQQATEQVK Unmodified _SGGVIQQATEQVK_ B6SID7_MAIZE 2 672.85952 1343.7045 0.62541 0.32208 0.95001 58.983 58.983 2.61E-08 48.88 257960
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40668 SGILVADMSSNFCSKPVDVSR Oxidation (M) _SGILVADM(ox)SSNFCSKPVDVSR_ B4FRI1_MAIZE 3 762.3682 2284.0828 0.8503 -0.58686 0.27154 71.177 71.177 2.97E-04 27.28 1301700

40669 SGILVADMSSNFCSKPVDVSR Unmodified _SGILVADMSSNFCSKPVDVSR_ B4FRI1_MAIZE 3 757.03656 2268.0878 0.83117 -0.95448 -0.11719 83.398 83.398 1.38E-25 53.82 896280

40670 SGKMELPEWVDIVK Oxidation (M) _SGKM(ox)ELPEWVDIVK_ B4FD90_MAIZE 3 549.62012 1645.8385 -0.018708 -0.14598 -0.17301 89.57 89.57 4.14E-01 19.33 60900

40671 SGKMELPEWVDIVK Oxidation (M) _SGKM(ox)ELPEWVDIVK_ B4FD90_MAIZE 3 549.62012 1645.8385 -0.031318 0.12615 0.087074 87.49 87.49 4.14E-01 16.23 1387900

40672 SGKPLLDK Unmodified _SGKPLLDK_ B6TGG2_MAIZE 2 429.25819 856.50182 0.14262 0.10446 0.22583 26.151 26.151 5.06E-02 50.84 189890

40673 SGKPLLDK Unmodified _SGKPLLDK_ B6TGG2_MAIZE 2 429.25819 856.50182 -0.062565 0.35858 0.27492 94.843 94.843 1.00E+00 4.07 166540

40674 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 3 414.89821 1241.6728 0.37422 0.13691 0.48984 25.823 25.823 1.91E-02 33.9 93994

40675 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 2 621.84368 1241.6728 0.45738 0.053155 0.49023 25.835 25.835 1.00E+00 4.9 9366.2

40676 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 3 414.89821 1241.6728 0.12151 0.36826 0.4692 24.303 24.303 6.79E-01 8.41 16390

40677 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 3 414.89821 1241.6728 0.30922 0.33511 0.62401 26.443 26.443 6.79E-01 20.58 43303

40678 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 3 414.89821 1241.6728 0.36868 0.14958 0.4979 25.815 25.815 6.79E-01 23.23 17599

40679 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 3 414.89821 1241.6728 0.24702 -0.1389 0.088739 26.068 26.068 5.15E-02 37.57 294940

40680 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 4 311.42548 1241.6728 1.511 0.2517 1.742 26.07 26.07 3.45E-01 34.43 145990

40681 SGKPLLDKNDR Unmodified _SGKPLLDKNDR_ B6TGG2_MAIZE 2 621.84368 1241.6728 0.5014 0.045525 0.52774 26.069 26.069 7.60E-01 9.31 16349

40682 SGLDAISDIYSILR Unmodified _SGLDAISDIYSILR_ Q948Y5_MAIZE 2 761.90921 1521.8039 0.91412 0.74402 1.6398 122.97 122.97 7.64E-09 88.79 465080

40683 SGLDAISDIYSILR Unmodified _SGLDAISDIYSILR_ Q948Y5_MAIZE 2 761.90921 1521.8039 0.84592 0.71958 1.5483 123.36 123.36 2.96E-06 60.71 300290

40684 SGLDAISDIYSILR Unmodified _SGLDAISDIYSILR_ Q948Y5_MAIZE 2 761.90921 1521.8039 0.79819 0.45895 1.2397 123.58 123.58 3.56E-04 38.27 267760

40685 SGLEAAVGGYIPAGAAGLR Unmodified _SGLEAAVGGYIPAGAAGLR_ B6TFW9_MAIZE 2 865.46522 1728.9159 1.0549 -0.087228 0.95583 92.686 92.686 4.44E-10 75.55 324560

40686 SGLFVGINK Unmodified _SGLFVGINK_ B4FW07_MAIZE 2 467.77146 933.52837 -0.0058457 0.51506 0.50636 65.627 65.627 9.73E-03 34.21 1000800

40687 SGLFVGINK Unmodified _SGLFVGINK_ B4FW07_MAIZE 2 467.77146 933.52837 -0.21079 -0.21837 -0.42909 67.361 67.361 9.73E-03 45.7 99104

40688 SGLFVGINK Unmodified _SGLFVGINK_ B4FW07_MAIZE 2 467.77146 933.52837 -0.052741 0.31817 0.26218 67.231 67.231 3.21E-03 57.94 968910

40689 SGLFVGINK Unmodified _SGLFVGINK_ B4FW07_MAIZE 2 467.77146 933.52837 -0.10966 0.12593 0.013899 67.48 67.48 3.32E-02 35.08 1078600

40690 SGLFVGINK Unmodified _SGLFVGINK_ B4FW07_MAIZE 2 467.77146 933.52837 -0.22811 0.23267 0.0022331 68.798 68.798 3.13E-03 58.29 7130300

40691 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.69228 1.2759 1.9495 97.35 97.35 6.35E-01 7.68 485700

40692 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.60822 -0.41516 0.17732 94.675 94.675 1.57E-11 49.55 6570600

40693 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 2 1064.5369 2127.0592 1.1604 -0.51812 0.6255 94.606 94.606 4.60E-04 26.69 321340

40694 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.60546 -0.19373 0.39497 95.376 95.376 1.03E-23 55.63 6760000

40695 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 2 1064.5369 2127.0592 1.1441 -0.34606 0.78167 95.36 95.36 2.28E-05 31.52 446200

40696 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.60773 0.28862 0.87844 97.307 97.307 1.72E-05 31.05 3905000

40697 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 2 1064.5369 2127.0592 1.1105 -1.2675 -0.17309 97.235 97.235 3.50E-21 24.98 239800

40698 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.61866 0.14335 0.74521 98.457 98.457 1.97E-18 50.62 5315100

40699 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 2 1064.5369 2127.0592 1.1357 -0.66292 0.45692 98.338 98.338 1.60E-14 10.83 315640

40700 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.74886 -0.24927 0.48321 97.11 97.11 1.72E-05 27.25 105630

40701 SGLIDHIGIEPLMMEALEK 2 Oxidation (M) _SGLIDHIGIEPLM(ox)M(ox)EALEK_ B6TLY8_MAIZE 3 710.027 2127.0592 0.7167 0.17385 0.87414 100.23 100.23 9.90E-01 1.83 71605
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40702 SGLIDHIGIEPLMMEALEK Oxidation (M) _SGLIDHIGIEPLMM(ox)EALEK_ B6TLY8_MAIZE 3 704.69536 2111.0643 0.65185 -0.19496 0.43815 117.9 117.9 2.77E-03 35.58 456480

40703 SGLIDHIGIEPLMMEALEK Oxidation (M) _SGLIDHIGIEPLM(ox)MEALEK_ B6TLY8_MAIZE 3 704.69536 2111.0643 0.65605 0.094677 0.73107 105.52 105.52 2.84E-03 34.5 586150

40704 SGLIDHIGIEPLMMEALEK Oxidation (M) _SGLIDHIGIEPLM(ox)MEALEK_ B6TLY8_MAIZE 3 704.69536 2111.0643 0.66923 -0.15117 0.49923 108.62 108.62 2.84E-03 26.91 567490

40705 SGLIDHIGIEPLMMEALEK Oxidation (M) _SGLIDHIGIEPLMM(ox)EALEK_ B6TLY8_MAIZE 3 704.69536 2111.0643 0.64671 0.015096 0.64273 121.27 121.27 1.03E-23 53.47 1332800

40706 SGLIDHIGIEPLMMEALEK Oxidation (M) _SGLIDHIGIEPLMM(ox)EALEK_ B6TLY8_MAIZE 3 704.69536 2111.0643 0.62942 -0.020431 0.58971 127.63 127.63 4.20E-41 76.58 1830500

40707 SGLIDHIGIEPLMMEALEK Unmodified _SGLIDHIGIEPLMMEALEK_ B6TLY8_MAIZE 3 699.36373 2095.0693 0.65669 -0.007725 0.62741 128.98 128.98 3.96E-01 5.21 354090

40708 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.095303 0.062207 0.1492 95.152 95.152 4.43E-05 58.46 6569900

40709 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.095672 0.031704 0.11944 98.863 98.863 1.47E-01 25.55 17090

40710 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.059985 0.27371 0.32537 95.986 95.986 4.43E-05 65.96 964440

40711 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.12706 0.26251 0.38079 95.945 95.945 1.00E+00 3.36 784670

40712 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.049869 0.38037 0.42084 95.951 95.951 3.60E-06 71.27 1602500

40713 SGLLLISGPFK Unmodified _SGLLLISGPFK_ B4F9G6_MAIZE 2 566.34225 1130.6699 0.078861 0.4272 0.49677 97.302 97.302 4.48E-03 54.38 117370

40714 SGLLTPEEGAGNVVK Unmodified _SGLLTPEEGAGNVVK_ B6T3T7_MAIZE 2 735.89356 1469.7726 0.72962 -0.21336 0.51295 66.866 66.866 6.37E-03 34.88 4395400

40715 SGLPALGPLEFYSVVSPK Unmodified _SGLPALGPLEFYSVVSPK_ B4FT76_MAIZE 2 931.00893 1860.0033 1.1215 0.18315 1.3019 119.76 119.76 4.65E-12 60.24 758820

40716 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.84939 -0.24495 0.61429 44.211 44.211 4.45E-03 40.52 2502900

40717 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 0.047396 0.033935 0.092721 44.206 44.206 3.57E-04 56.56 2849000

40718 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 0.0063955 -0.3505 -0.33218 45.96 45.96 1.47E-01 29.13 31297

40719 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.64907 -0.32947 0.33088 45.967 45.967 1.15E-01 28.04 48587

40720 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.72258 0.005367 0.73856 44.53 44.53 2.92E-01 15.42 1267700

40721 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 -0.02089 -0.215 -0.22432 44.534 44.534 1.67E-02 47.28 1528400

40722 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.84796 -0.11791 0.74106 46.727 46.727 1.52E-02 21.37 1386100

40723 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 0.0482 -0.20752 -0.14845 46.726 46.726 1.67E-02 41.68 1349600

40724 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 0.067966 -0.11853 -0.039969 46.078 46.078 1.67E-02 44.75 952940

40725 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.75947 0.006746 0.77599 46.063 46.063 4.45E-03 41.52 1235400

40726 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 0.028453 -0.014223 0.024744 46.941 46.941 1.67E-02 35.53 1102400

40727 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.86853 -0.88889 -0.0081475 46.113 46.113 5.04E-04 35.17 1541300

40728 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 2 547.81947 1093.6244 -0.050268 -0.22078 -0.2595 47.218 47.218 4.48E-03 44.08 15557000

40729 SGLQGGVHIVK Unmodified _SGLQGGVHIVK_ B4FRH5_MAIZE 3 365.54874 1093.6244 0.78523 -0.27839 0.51828 47.222 47.222 1.15E-01 19.37 10643000

40730 SGLTNIEYLTLGVDDQPLFHGR Unmodified _SGLTNIEYLTLGVDDQPLFHGR_ AMYB_MAIZE 3 815.75181 2444.2336 1.0438 -0.89038 0.1573 110.35 110.35 6.10E-05 37.56 325740

40731 SGLTNIEYLTLGVDDQPLFHGR Unmodified _SGLTNIEYLTLGVDDQPLFHGR_ AMYB_MAIZE 3 815.75181 2444.2336 1.0001 -0.73534 0.26884 111.09 111.09 2.93E-05 38.14 356520

40732 SGLTNIEYLTLGVDDQPLFHGR Unmodified _SGLTNIEYLTLGVDDQPLFHGR_ AMYB_MAIZE 3 815.75181 2444.2336 1.0737 -0.51902 0.55891 111.44 111.44 1.59E-04 30.42 192620

40733 SGLTNIEYLTLGVDDQPLFHGR Unmodified _SGLTNIEYLTLGVDDQPLFHGR_ AMYB_MAIZE 3 815.75181 2444.2336 1.1021 0.37829 1.4827 111.82 111.82 9.51E-08 39.21 317010

40734 SGLTQPTPEA Unmodified _SGLTQPTPEA_ B4FDY6_MAIZE 2 500.75092 999.48729 -0.088505 -0.022769 -0.11215 49.319 49.319 3.43E-01 11.69 1397900

40735 SGLVALNLDFNQVK Unmodified _SGLVALNLDFNQVK_ B4FXW5_MAIZE 2 759.41975 1516.8249 0.87812 -0.081692 0.7912 96.991 96.991 1.95E-13 62.59 406480
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40736 SGLVALNLDFNQVK Unmodified _SGLVALNLDFNQVK_ B4FXW5_MAIZE 2 759.41975 1516.8249 0.86112 -0.1131 0.74337 97.632 97.632 2.96E-06 39.79 243400

40737 SGLVALNLDFNQVK Unmodified _SGLVALNLDFNQVK_ B4FXW5_MAIZE 2 759.41975 1516.8249 0.86844 0.060778 0.92476 97.62 97.62 1.95E-13 56.09 335310

40738 SGLVALNLDFNQVK Unmodified _SGLVALNLDFNQVK_ B4FXW5_MAIZE 2 759.41975 1516.8249 0.88117 0.1907 1.0666 97.489 97.489 3.56E-04 46.03 331080

40739 SGLVALNLDFNQVK Unmodified _SGLVALNLDFNQVK_ B4FXW5_MAIZE 2 759.41975 1516.8249 0.88341 0.18716 1.0652 97.634 97.634 1.95E-13 86.75 1056100

40740 SGLVALNLDLAQVR Unmodified _SGLVALNLDLAQVR_ B6TD54_MAIZE 2 734.92774 1467.8409 0.78423 -0.95354 -0.17882 99.239 99.239 2.25E-03 44.93 630780

40741 SGLVALNLDLAQVR Unmodified _SGLVALNLDLAQVR_ B6TD54_MAIZE 2 734.92774 1467.8409 0.78933 -1.0016 -0.22113 99.194 99.194 7.68E-22 87.45 918130

40742 SGLVALNLDLAQVR Unmodified _SGLVALNLDLAQVR_ B6TD54_MAIZE 2 734.92774 1467.8409 0.79183 -0.98228 -0.20005 99.095 99.095 1.95E-13 48.58 941390

40743 SGLVALNLDLAQVR Unmodified _SGLVALNLDLAQVR_ B6TD54_MAIZE 2 734.92774 1467.8409 0.77565 -0.025918 0.73917 99.221 99.221 7.64E-09 86.71 2743100

40744 SGLWTSPHVAGLLEK Unmodified _SGLWTSPHVAGLLEK_ B4FFK9_MAIZE 3 532.29111 1593.8515 -0.065411 -0.046111 -0.11491 82.573 82.573 7.48E-04 29.43 2866100

40745 SGLWTSPHVAGLLEK Unmodified _SGLWTSPHVAGLLEK_ B4FFK9_MAIZE 2 797.93302 1593.8515 0.9396 0.021649 0.9575 82.496 82.496 1.60E-05 58.3 510180

40746 SGMINVSPIGR Unmodified _SGMINVSPIGR_ B4FR89_MAIZE 2 565.80297 1129.5914 0.14886 0.24372 0.38503 65.472 65.472 4.43E-05 55.09 1604800

40747 SGMINVSPIGR Unmodified _SGMINVSPIGR_ B4FR89_MAIZE 2 565.80297 1129.5914 0.068353 -0.15557 -0.093663 66.776 66.776 1.67E-02 36.01 243670

40748 SGMINVSPIGR Unmodified _SGMINVSPIGR_ B4FR89_MAIZE 2 565.80297 1129.5914 0.36237 1.9341 2.2851 66.885 66.885 1.67E-02 47.65 625520

40749 SGMINVSPIGR Unmodified _SGMINVSPIGR_ B4FR89_MAIZE 2 565.80297 1129.5914 -0.0054191 0.28235 0.26891 65.991 65.991 4.48E-03 39.81 6035800

40750 SGMINVSPIGR Oxidation (M) _SGM(ox)INVSPIGR_ B4FR89_MAIZE 2 573.80042 1145.5863 0.083455 0.55251 0.63145 55.15 55.15 4.96E-02 26.59 31683

40751 SGMINVSPIGR Oxidation (M) _SGM(ox)INVSPIGR_ B4FR89_MAIZE 2 573.80042 1145.5863 0.11309 1.1543 1.2613 54.283 54.283 1.67E-02 44.58 278580

40752 SGMINVSPIGR Oxidation (M) _SGM(ox)INVSPIGR_ B4FR89_MAIZE 2 573.80042 1145.5863 0.18174 0.44564 0.62122 56.253 56.253 3.57E-04 51.95 349610

40753 SGMINVSPIGR Oxidation (M) _SGM(ox)INVSPIGR_ B4FR89_MAIZE 2 573.80042 1145.5863 0.19086 0.34285 0.52807 55.513 55.513 1.22E-01 46.66 421560

40754 SGMINVSPIGR Oxidation (M) _SGM(ox)INVSPIGR_ B4FR89_MAIZE 2 573.80042 1145.5863 -0.006671 -0.21038 -0.22132 54.694 54.694 1.74E-08 45.22 11621000

40755 SGNAIEAIYVAHEADLLGK Unmodified _SGNAIEAIYVAHEADLLGK_ B4FTE5_MAIZE 3 657.67758 1970.0109 0.54225 0.085398 0.60666 95.932 95.932 1.00E+00 1.33 472050

40756 SGNAIEAIYVAHEADLLGK Unmodified _SGNAIEAIYVAHEADLLGK_ B4FTE5_MAIZE 3 657.67758 1970.0109 0.55124 0.081564 0.61097 95.722 95.722 4.99E-02 23.22 410710

40757 SGNFELVTK Unmodified _SGNFELVTK_ Q8W0Q2_MAIZE 2 497.76383 993.51311 -0.063378 -0.39774 -0.46497 56.17 56.17 1.01E-02 53.8 2687600

40758 SGPFGQIFRPDNFVFGQSGAGNNWAK Unmodified _SGPFGQIFRPDNFVFGQSGAGNNWAK_ TBB7_MAIZE B6 3 933.45264 2797.3361 1.2009 0.48059 1.6898 108.92 108.92 1.58E-15 58.58 703150

40759 SGPFGQIFRPDNFVFGQSGAGNNWAK Unmodified _SGPFGQIFRPDNFVFGQSGAGNNWAK_ TBB7_MAIZE B6 3 933.45264 2797.3361 1.1411 0.61041 1.7591 109.75 109.75 8.02E-10 57.42 173490

40760 SGPFGQIFRPDNFVFGQSGAGNNWAK Unmodified _SGPFGQIFRPDNFVFGQSGAGNNWAK_ TBB7_MAIZE B6 3 933.45264 2797.3361 1.1771 0.83942 2.0241 109.98 109.98 4.68E-10 52.54 319470

40761 SGPFGQIFRPDNFVFGQSGAGNNWAK Unmodified _SGPFGQIFRPDNFVFGQSGAGNNWAK_ TBB7_MAIZE B6 3 933.45264 2797.3361 1.1901 0.48153 1.68 110.63 110.63 4.68E-10 38.81 280610

40762 SGPFGQIFRPDNFVFGQSGAGNNWAK Unmodified _SGPFGQIFRPDNFVFGQSGAGNNWAK_ TBB7_MAIZE B6 3 933.45264 2797.3361 1.257 0.24152 1.5066 111.19 111.19 1.05E-10 56.7 281140

40763 SGPGGSGAGGASIR Unmodified _SGPGGSGAGGASIR_ B6TV98_MAIZE 2 565.78108 1129.5476 0.29383 -0.44965 -0.14883 31.017 31.017 6.77E-01 27.12 11426

40764 SGPGGSGAGGASIR Unmodified _SGPGGSGAGGASIR_ B6TV98_MAIZE 2 565.78108 1129.5476 0.26855 -0.20028 0.075027 31.863 31.863 1.00E+00 23.59 14913

40765 SGPGGSGAGGASIR Unmodified _SGPGGSGAGGASIR_ B6TV98_MAIZE 2 565.78108 1129.5476 0.085503 -0.15964 -0.067945 32.453 32.453 2.25E-03 66.8 153250

40766 SGPQYPVTETEEFSIR Unmodified _SGPQYPVTETEEFSIR_ B4FG12_MAIZE 2 920.44161 1838.8687 1.1528 0.22114 1.37 79.218 79.218 7.01E-14 62.52 339110

40767 SGQLMDIVDNIAPGFYR Oxidation (M) _SGQLM(ox)DIVDNIAPGFYR_ B4FXD7_MAIZE 2 956.4671 1910.9196 1.4168 1.685 3.0992 110.66 110.66 1.51E-07 38.26 399190

40768 SGQLMDIVDNIAPGFYR Oxidation (M) _SGQLM(ox)DIVDNIAPGFYR_ B4FXD7_MAIZE 2 956.4671 1910.9196 1.2301 0.36838 1.5974 111.88 111.88 3.42E-29 60.42 300370

40769 SGQLMDIVDNIAPGFYR Oxidation (M) _SGQLM(ox)DIVDNIAPGFYR_ B4FXD7_MAIZE 2 956.4671 1910.9196 1.1829 -0.16732 1.0152 115.16 115.16 5.92E-01 1.2 27033
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40770 SGSAADTQVISDYIR Unmodified _SGSAADTQVISDYIR_ B4FNK1_MAIZE 2 791.88901 1581.7635 0.90281 0.093254 0.99123 77.959 77.959 1.60E-05 67.71 61539

40771 SGSAADTQVISDYIR Unmodified _SGSAADTQVISDYIR_ B4FNK1_MAIZE 2 791.88901 1581.7635 0.8551 -0.3901 0.46072 77.145 77.145 6.53E-30 92.6 1668900

40772 SGSAADTQVISDYIR Unmodified _SGSAADTQVISDYIR_ B4FNK1_MAIZE 2 791.88901 1581.7635 0.86622 -0.45156 0.41132 78.573 78.573 6.53E-30 100.37 1695300

40773 SGSAADTQVISDYVR Unmodified _SGSAADTQVISDYVR_ B4FRJ3_MAIZE 2 784.88118 1567.7478 0.8642 -0.010354 0.85612 71.478 71.478 1.12E-07 72.82 103810

40774 SGSAADTQVISDYVR Unmodified _SGSAADTQVISDYVR_ B4FRJ3_MAIZE 2 784.88118 1567.7478 0.83513 0.22909 1.0658 70.689 70.689 2.37E-16 92.92 3838600

40775 SGSAADTQVISDYVR Unmodified _SGSAADTQVISDYVR_ B4FRJ3_MAIZE 2 784.88118 1567.7478 0.84893 -0.57007 0.28197 72.411 72.411 2.37E-16 81.5 2759100

40776 SGSANIFIK Unmodified _SGSANIFIK_ B6U4M0_MAIZE 2 468.76109 935.50763 -0.041441 0.31055 0.24918 56.274 56.274 3.39E-01 29.59 1132600

40777 SGSANIFIK Unmodified _SGSANIFIK_ B6U4M0_MAIZE 2 468.76109 935.50763 -0.043776 0.38373 0.31983 55.532 55.532 1.01E-02 51.63 958840

40778 SGSANIFIK Unmodified _SGSANIFIK_ B6U4M0_MAIZE 2 468.76109 935.50763 -0.14132 0.22389 0.063553 56.193 56.193 1.12E-01 44.22 3389200

40779 SGSENGTMIENMIK 2 Oxidation (M) _SGSENGTM(ox)IENM(ox)IK_ B4FM96_MAIZE 2 771.84236 1541.6702 0.87374 0.16917 1.0269 47.887 47.887 3.05E-06 47.37 1449900

40780 SGSENGTMIENMIK 2 Oxidation (M) _SGSENGTM(ox)IENM(ox)IK_ B4FM96_MAIZE 2 771.84236 1541.6702 0.83723 -0.16812 0.65332 48.406 48.406 3.05E-06 36.07 1761700

40781 SGSFYLQSK Unmodified _SGSFYLQSK_ B6UGA4_MAIZE 2 508.75601 1015.4975 -0.231 0.46647 0.22662 50.822 50.822 3.39E-01 25.89 334890

40782 SGSNSSGAASSSAQAASSRAKK Unmodified _SGSNSSGAASSSAQAASSRAKK_ B6T672_MAIZE 2 998.98576 1995.957 1.1928 1.0942 2.261 115.03 115.03 2.51E-01 0.02 236360

40783 SGSPLIPLSEFR Unmodified _SGSPLIPLSEFR_ B4G087_MAIZE 2 651.85625 1301.698 0.38561 0.54497 0.91783 92.442 92.442 1.98E-03 38.86 2107700

40784 SGSPLIPLSEFREPEVMQGYGVRPDAEVLDAIDTAAR Oxidation (M) _SGSPLIPLSEFREPEVM(ox)QGYGVRPDAEVLDAIDTAAR_ B4G087_MAIZE 4 1001.2533 4000.984 1.1541 0.049712 1.1984 129.4 129.4 2.05E-02 23.48 617160

40785 SGSQISPHASYK Unmodified _SGSQISPHASYK_ B4FG53_MAIZE 3 421.21056 1260.6099 0.16935 0.16907 0.32321 34.138 34.138 2.46E-02 31.39 243610

40786 SGSQISPQASYK Unmodified _SGSQISPQASYK_ B4FFV3_MAIZE 2 626.81204 1251.6095 0.33995 0.044222 0.36852 42.206 42.206 1.11E-04 45.45 705080

40787 SGSQLLVLSDR Unmodified _SGSQLLVLSDR_ GLTB_MAIZE 2 587.82495 1173.6354 0.13729 -1.245 -1.1108 68.256 68.256 4.48E-03 26.92 136970

40788 SGSTDEIQGYQK Unmodified _SGSTDEIQGYQK_ B6TJS8_MAIZE 2 656.80441 1311.5943 0.46243 -0.017315 0.44026 41.183 41.183 2.62E-07 68.31 314180

40789 SGSTSASSGTAASSAQPASSR Unmodified _SGSTSASSGTAASSAQPASSR_ B6TGS2_MAIZE 2 927.92484 1853.8351 1.2684 0.24016 1.5015 28.134 28.134 3.25E-02 40.87 18100

40790 SGSTSASSGTAASSAQPASSR Unmodified _SGSTSASSGTAASSAQPASSR_ B6TGS2_MAIZE 2 927.92484 1853.8351 1.264 0.62997 1.8868 27.867 27.867 1.00E+00 11.95 9197

40791 SGSTSASSGTAASSAQPASSR Unmodified _SGSTSASSGTAASSAQPASSR_ B6TGS2_MAIZE 2 927.92484 1853.8351 1.1733 0.052393 1.219 30.923 30.923 8.95E-08 82.27 22428

40792 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1511 0.006221 1.1527 111 111 3.54E-16 72.19 2302300

40793 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.261 -0.44982 0.8077 120.39 120.39 1.00E+00 0.87 7318.1

40794 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1374 -0.058106 1.0749 111.52 111.52 1.18E-19 66.99 1586800

40795 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1121 -0.075897 1.0316 111.59 111.59 1.18E-19 82.46 2975000

40796 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1013 0.067413 1.1639 111.56 111.56 1.18E-19 80.45 2340700

40797 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1579 -0.038902 1.1145 111.19 111.19 4.65E-12 64.49 4322700

40798 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.2 -0.094978 1.101 111.32 111.32 5.25E-26 91.86 457920

40799 SGTLFDNIIITDDPALAK Unmodified _SGTLFDNIIITDDPALAK_ Q43712_MAIZE 2 952.50421 1902.9939 1.1414 -0.082868 1.0547 114.05 114.05 3.87E-04 52.89 231140

40800 SGTSAFVEK Unmodified _SGTSAFVEK_ B6U0V6_MAIZE 2 463.23491 924.45526 -0.013067 0.2497 0.23388 35.866 35.866 1.01E-02 51.65 668130

40801 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 1.073 0.089915 1.1589 124.18 124.18 1.81E-01 11.52 199270

40802 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 1.1067 0.016833 1.1197 123.73 123.73 9.46E-03 36.94 225730

40803 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 1.0348 0.40513 1.4351 124.57 124.57 1.48E-07 48.87 875220
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40804 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 1.013 -0.10821 0.90106 123.63 123.63 1.48E-07 51.5 23484000

40805 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 3 558.32218 1671.9447 0.01972 0.13282 0.1481 123.64 123.64 7.98E-01 15.06 1773100

40806 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 0.98454 0.064312 1.0446 128.12 128.12 2.01E-03 42.13 873030

40807 SGTSPLLPAITFILDK Unmodified _SGTSPLLPAITFILDK_ B4FAQ9_MAIZE 2 836.97964 1671.9447 0.95413 -0.34984 0.60102 129.61 129.61 1.48E-07 56.33 3943800

40808 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.4765 -0.26964 0.20556 56.874 56.874 2.62E-07 55.53 6079400

40809 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.38599 -0.35033 0.035662 57.949 57.949 2.62E-07 43.4 227350

40810 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.49242 -0.23896 0.25318 57.207 57.207 1.11E-04 48.52 329720

40811 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.56251 0.56061 1.1204 58.895 58.895 1.98E-03 56.81 454020

40812 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.54133 -0.23834 0.30207 58.208 58.208 1.60E-02 51.8 320840

40813 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.50867 0.54532 1.0515 58.728 58.728 6.74E-02 37.9 382310

40814 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.5466 0.27407 0.81924 58.884 58.884 2.62E-07 62.13 1173000

40815 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.45006 0.067693 0.51652 59.284 59.284 1.98E-03 47.11 1570000

40816 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.478 -0.5088 -0.030884 57.378 57.378 1.60E-02 68.22 817860

40817 SGVAVNDECMLK Unmodified _SGVAVNDECMLK_ ADF3_MAIZE B 2 661.80759 1321.6006 0.38209 -1.0402 -0.65783 60.111 60.111 2.62E-07 51.76 18638000

40818 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.3714 -0.50946 -0.13467 46.295 46.295 1.68E-09 47.14 1214700

40819 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.5156 -0.37442 0.14299 45.685 45.685 4.91E-03 45.9 565760

40820 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.54519 -0.41219 0.13492 48.26 48.26 1.63E-05 50.46 891740

40821 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.54297 -0.28583 0.25914 47.513 47.513 2.62E-07 50.37 1166000

40822 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.53262 0.30557 0.84033 48.34 48.34 2.16E-07 51.17 1407300

40823 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.54755 -0.14617 0.40303 48.182 48.182 2.07E-09 50.77 1196200

40824 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.50723 0.0926 0.60129 48.968 48.968 1.68E-09 64.96 1342000

40825 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.47389 -0.059341 0.41688 46.28 46.28 1.11E-04 43.54 982790

40826 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.40907 -1.2543 -0.84205 49.502 49.502 3.52E-11 55.41 32504000

40827 SGVAVNDECMLK Oxidation (M) _SGVAVNDECM(ox)LK_ ADF3_MAIZE B 2 669.80504 1337.5955 0.50597 0.076461 0.58455 59.307 59.307 1.98E-03 33.44 336780

40828 SGVEILAFVSK Unmodified _SGVEILAFVSK_ B4FLA2_MAIZE 2 575.32934 1148.6441 0.14061 0.31107 0.44465 93.281 93.281 6.35E-09 75.11 2492000

40829 SGVFSGSCTTNLDHGVVAVGYGAENGKDYWIVR Unmodified _SGVFSGSCTTNLDHGVVAVGYGAENGKDYWIVR_ B4FS90_MAIZE 4 879.67167 3514.6576 1.1382 -0.34738 0.80439 94.324 94.324 1.66E-01 3.84 427300

40830 SGVGVASMGVMRPELVMK Unmodified _SGVGVASMGVMRPELVMK_ B4FUB9_MAIZE 3 616.65619 1846.9467 0.34016 -0.71037 -0.36882 81.293 81.293 6.30E-02 25.8 1282400

40831 SGVGVASMGVMRPELVMK 3 Oxidation (M) _SGVGVASM(ox)GVM(ox)RPELVM(ox)K_ B4FUB9_MAIZE 3 632.6511 1894.9315 0.3874 -0.74455 -0.3493 55.774 55.774 6.30E-02 19.57 544750

40832 SGVGVASMGVMRPELVMK 3 Oxidation (M) _SGVGVASM(ox)GVM(ox)RPELVM(ox)K_ B4FUB9_MAIZE 3 632.6511 1894.9315 0.33793 -0.46687 -0.12268 58.846 58.846 1.00E+00 5.99 930400

40833 SGVGVASMGVMRPELVMK 2 Oxidation (M) _SGVGVASM(ox)GVM(ox)RPELVMK_ B4FUB9_MAIZE 3 627.31946 1878.9366 0.32733 -1.3964 -1.0635 67.243 67.243 3.92E-01 14.07 319730

40834 SGVPLVAHEK Unmodified _SGVPLVAHEK_ B6U749_MAIZE 3 346.19771 1035.5713 1.0346 -0.36728 0.6628 36.431 36.431 1.00E+00 15.83 114850

40835 SGVPLVAHEK Unmodified _SGVPLVAHEK_ B6U749_MAIZE 3 346.19771 1035.5713 1.1207 -0.28066 0.83575 38.236 38.236 9.29E-03 28.85 213580

40836 SGVSLYGR Unmodified _SGVSLYGR_ B6T6U2_MAIZE 2 419.72451 837.43447 0.15959 0.24276 0.39846 47.09 47.09 2.92E-02 50.49 2340400

40837 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.58653 0.42925 1.0158 30.579 30.579 1.00E+00 26.9 21588
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40838 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.60256 -0.35884 0.24458 33.93 33.93 1.15E-02 48.82 634780

40839 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.59906 -0.35127 0.249 33.046 33.046 4.68E-05 54.93 1230100

40840 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.69617 -0.10944 0.58735 33.905 33.905 1.15E-02 36.32 98524

40841 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.71063 -0.15703 0.55457 34 34 6.20E-03 54.52 81649

40842 SGVTNSAPTEDQR Unmodified _SGVTNSAPTEDQR_ B6SRM6_MAIZE 2 681.31822 1360.6219 0.6372 -0.014793 0.6225 34.737 34.737 9.54E-02 45.63 76839

40843 SGVVLDLVPPLTK Unmodified _SGVVLDLVPPLTK_ B6U9K5_MAIZE 2 669.40558 1336.7966 0.57047 -0.065722 0.51397 96.096 96.096 3.13E-02 24.64 938480

40844 SGVVLDLVPPLTK Unmodified _SGVVLDLVPPLTK_ B6U9K5_MAIZE 2 669.40558 1336.7966 0.52753 0.006045 0.54351 96.794 96.794 9.54E-02 23.27 495150

40845 SGVVLDLVPPLTK Unmodified _SGVVLDLVPPLTK_ B6U9K5_MAIZE 2 669.40558 1336.7966 0.54151 -0.030206 0.52106 96.762 96.762 1.15E-02 35.27 620180

40846 SGVVLDLVPPLTK Unmodified _SGVVLDLVPPLTK_ B6U9K5_MAIZE 2 669.40558 1336.7966 0.58797 0.00044 0.59719 96.592 96.592 5.66E-01 21.44 438280

40847 SGVVLDLVPPLTK Unmodified _SGVVLDLVPPLTK_ B6U9K5_MAIZE 2 669.40558 1336.7966 0.56351 0.14469 0.71709 96.659 96.659 6.20E-03 34.29 1176500

40848 SGVWVFEDGIVR Acetyl (Protein N-term) _(ac)SGVWVFEDGIVR_ B6SXE5_MAIZE 2 703.35916 1404.7038 0.6827 0.42146 1.1155 118.5 118.5 7.72E-03 33.42 24705

40849 SGWWPR Unmodified _SGWWPR_ B4FLE3_MAIZE 2 394.69556 787.37656 -2.6772 68.261 68.261 7.12E-01 4.71

40850 SGWWPR Unmodified _SGWWPR_ B4FLE3_MAIZE 2 394.69556 787.37656 0.51503 0.039406 0.55105 66.689 66.689 5.26E-01 29.49 331310

40851 SGWWPR Unmodified _SGWWPR_ B4FLE3_MAIZE 2 394.69556 787.37656 0.20087 0.67694 0.87436 69.055 69.055 2.64E-01 22.74 436260

40852 SGYFDATK Unmodified _SGYFDATK_ B6TGG2_MAIZE 2 444.70853 887.4025 -0.095089 -0.12584 -0.22357 47.564 47.564 5.06E-02 28.33 5480200

40853 SGYPILIVAEDIEQEALATLVVNR Unmodified _SGYPILIVAEDIEQEALATLVVNR_ B6SH83_MAIZE 3 871.80932 2612.4061 0.71374 -0.099424 0.59972 131.01 131.01 4.64E-07 54.98 1635300

40854 SGYPILIVAEDIEQEALATLVVNR Unmodified _SGYPILIVAEDIEQEALATLVVNR_ B6SH83_MAIZE 3 871.80932 2612.4061 1.024 137.06 137.06 9.27E-07 37.23

40855 SGYPILIVAEDIEQEALATLVVNR Unmodified _SGYPILIVAEDIEQEALATLVVNR_ B6SH83_MAIZE 3 871.80932 2612.4061 1.0967 -0.22641 0.85691 131.26 131.26 1.16E-07 58.93 545480

40856 SGYQALPWVR Unmodified _SGYQALPWVR_ B4FQ20_MAIZE 2 588.81165 1175.6087 0.27464 -0.65258 -0.38405 79.062 79.062 3.43E-01 21.85 518870

40857 SHAIDAFSHALQAIPTIIADNAGLDSADLISQLR Unmodified _SHAIDAFSHALQAIPTIIADNAGLDSADLISQLR_ B6T8X5_MAIZE 4 886.96532 3543.8322 1.21 -0.042549 1.1573 131.37 131.37 8.35E-01 19.33 495710

40858 SHAIDAFSHALQAIPTIIADNAGLDSADLISQLR Unmodified _SHAIDAFSHALQAIPTIIADNAGLDSADLISQLR_ B6T8X5_MAIZE 4 886.96532 3543.8322 1.1487 0.033237 1.1709 132.51 132.51 3.06E-01 27.08 1546500

40859 SHAVSIHLTK Unmodified _SHAVSIHLTK_ B4FKF4_MAIZE 3 364.87686 1091.6087 0.87927 -0.3551 0.51732 37.813 37.813 3.11E-02 22.43 613860

40860 SHCFSFLSTNR Unmodified _SHCFSFLSTNR_ B4FY83_MAIZE 2 678.31168 1354.6088 0.59742 -0.065807 0.54007 63.215 63.215 3.60E-06 45.96 1340600

40861 SHGPLSFLK Unmodified _SHGPLSFLK_ B4FBF2_MAIZE 2 493.27691 984.53927 -0.04777 -0.54227 -0.5943 64.145 64.145 7.18E-01 10.13 1212700

40862 SHGPLSFLK Unmodified _SHGPLSFLK_ B4FBF2_MAIZE 3 329.18703 984.53927 1.3386 -0.45877 0.87418 63.819 63.819 1.00E+00 5.38 709800

40863 SHGPLSFLK Unmodified _SHGPLSFLK_ B4FBF2_MAIZE 2 493.27691 984.53927 -0.077939 0.24511 0.16088 63.789 63.789 1.12E-01 14.5 777290

40864 SHHNVGGLPK Unmodified _SHHNVGGLPK_ B6TFG0_MAIZE 3 349.18944 1044.5465 1.2049 0.12397 1.3292 24.51 24.51 4.72E-01 26.02 29074

40865 SHHNVGGLPK Unmodified _SHHNVGGLPK_ B6TFG0_MAIZE 3 349.18944 1044.5465 1.1553 0.25191 1.4073 24.889 24.889 1.00E+00 14.03 16045

40866 SHIPDGPGYQEK Unmodified _SHIPDGPGYQEK_ B6TKZ3_MAIZE 2 664.31749 1326.6204 0.48772 -0.061885 0.41987 42.328 42.328 7.72E-03 29.71 580060

40867 SHIVDPPPR Unmodified _SHIVDPPPR_ B4FML9_MAIZE 3 339.85405 1016.5403 1.2458 0.28411 1.5296 34.409 34.409 1.96E-01 29.25 145460

40868 SHIWTDTDNNR Unmodified _SHIWTDTDNNR_ Q8W4W3_MAIZE 2 679.80782 1357.6011 0.60027 -0.067694 0.53024 41.383 41.383 3.60E-06 50.65 848170

40869 SHLGNEWK Unmodified _SHLGNEWK_ B6TI93_MAIZE 2 485.74069 969.46683 0.003207 0.3796 0.36326 33.854 33.854 3.77E-01 21.87 341530

40870 SHLGNEWK Unmodified _SHLGNEWK_ B6TI93_MAIZE 3 324.16289 969.46683 1.4491 -0.44662 0.98427 33.776 33.776 1.00E+00 8.18 171500

40871 SHLGNEWK Unmodified _SHLGNEWK_ B6TI93_MAIZE 3 324.16289 969.46683 1.2879 -0.021557 1.2474 36.896 36.896 9.92E-01 16.45 66573
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40872 SHMNVPFTLAK Unmodified _SHMNVPFTLAK_ B4FRI1_MAIZE 2 622.82644 1243.6383 0.38905 0.20912 0.59146 63.597 63.597 3.57E-04 31.3 935850

40873 SHMNVPFTLAK Unmodified _SHMNVPFTLAK_ B4FRI1_MAIZE 2 622.82644 1243.6383 0.37094 0.28058 0.64497 65.236 65.236 4.43E-05 39.83 1877000

40874 SHMNVPFTLAK Unmodified _SHMNVPFTLAK_ B4FRI1_MAIZE 2 622.82644 1243.6383 0.29565 0.22969 0.51827 65.411 65.411 5.66E-08 49.56 4264900

40875 SHMNVPFTLAK Oxidation (M) _SHM(ox)NVPFTLAK_ B4FRI1_MAIZE 2 630.8239 1259.6332 0.42096 -0.11811 0.30074 54.696 54.696 7.13E-03 15.75 1297400

40876 SHMNVPFTLAK Oxidation (M) _SHM(ox)NVPFTLAK_ B4FRI1_MAIZE 2 630.8239 1259.6332 0.32944 0.15246 0.47802 55.343 55.343 1.36E-04 41.84 2819500

40877 SHPQIEELK Unmodified _SHPQIEELK_ Q9M585_MAIZE 2 540.78784 1079.5611 0.076228 0.32548 0.37572 41.418 41.418 7.18E-01 6.9 146680

40878 SHPQIEELK Unmodified _SHPQIEELK_ Q9M585_MAIZE 2 540.78784 1079.5611 0.10322 -0.044537 0.033299 40.76 40.76 7.18E-01 17.01 164140

40879 SHPQIEELK Unmodified _SHPQIEELK_ Q9M585_MAIZE 2 540.78784 1079.5611 -0.041135 0.085514 0.018335 41.68 41.68 3.39E-01 22.87 1574100

40880 SHPWVEAITK Unmodified _SHPWVEAITK_ B4FAJ4_MAIZE 2 584.31148 1166.6084 0.1275 0.016534 0.13503 57.825 57.825 3.43E-01 14.6 1875500

40881 SHSELVSGSGER Unmodified _SHSELVSGSGER_ B6TQ06_MAIZE 2 622.79692 1243.5793 0.45944 -0.55801 -0.10526 27.347 27.347 2.00E-01 21.67 10961

40882 SHSELVSGSGER Unmodified _SHSELVSGSGER_ B6TQ06_MAIZE 2 622.79692 1243.5793 0.488 0.88287 1.3628 27.443 27.443 2.00E-01 17.24 7574

40883 SHSELVSGSGER Unmodified _SHSELVSGSGER_ B6TQ06_MAIZE 2 622.79692 1243.5793 0.51542 -0.43187 0.07794 28.182 28.182 6.74E-02 29.08 11367

40884 SHSELVSGSGER Unmodified _SHSELVSGSGER_ B6TQ06_MAIZE 3 415.53371 1243.5793 0.22449 0.03349 0.25034 28.478 28.478 1.55E-01 29.57 190410

40885 SHSELVSGSGER Unmodified _SHSELVSGSGER_ B6TQ06_MAIZE 2 622.79692 1243.5793 0.32798 0.056005 0.37781 28.479 28.479 1.98E-03 31.68 85165

40886 SHVIVMGATNRPNSIDPALR Oxidation (M) _SHVIVM(ox)GATNRPNSIDPALR_ B6T8X9_MAIZE 4 541.78774 2163.1219 0.032698 -0.18526 -0.15904 55.439 55.439 1.00E+00 6.69 3277600

40887 SHVIVMGATNRPNSIDPALR Oxidation (M) _SHVIVM(ox)GATNRPNSIDPALR_ B6T8X9_MAIZE 3 722.0479 2163.1219 0.7457 -0.071076 0.66854 55.43 55.43 1.55E-03 21.91 1088300

40888 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 3 708.00776 2121.0015 0.73074 0.28337 0.9989 119.48 119.48 2.39E-01 40.9 2778500

40889 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 3 708.00776 2121.0015 0.69131 0.16101 0.83747 120.23 120.23 1.31E-01 31.88 2328800

40890 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 2 1061.508 2121.0015 1.2384 -0.024748 1.1997 120.19 120.19 3.54E-16 47.33 188230

40891 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 3 708.00776 2121.0015 0.68423 0.17206 0.8416 120.67 120.67 3.92E-01 28.17 1981200

40892 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 3 708.00776 2121.0015 0.71264 0.28189 0.9799 121.9 121.9 1.00E+00 1.1 937830

40893 SHYLNTEEFIDAVADELR Unmodified _SHYLNTEEFIDAVADELR_ B4FN97_MAIZE 3 708.00776 2121.0015 0.75948 0.38063 1.1254 122.44 122.44 1.00E+00 8.53 201960

40894 SHYLNTEEFIDAVATELR Unmodified _SHYLNTEEFIDAVATELR_ B4G249_MAIZE 3 703.34801 2107.0222 0.67324 0.19439 0.85349 117.8 117.8 3.64E-01 42.14 1500400

40895 SHYLNTEEFIDAVATELR Unmodified _SHYLNTEEFIDAVATELR_ B4G249_MAIZE 3 703.34801 2107.0222 0.65657 -0.067502 0.57616 118.7 118.7 5.85E-01 20.48 1075500

40896 SHYLNTEEFIDAVATELR Unmodified _SHYLNTEEFIDAVATELR_ B4G249_MAIZE 3 703.34801 2107.0222 0.6681 0.14489 0.79951 119.23 119.23 1.00E+00 5.67 1025500

40897 SIAATEELKR Unmodified _SIAATEELKR_ B6SKP8_MAIZE 2 559.31422 1116.6139 0.037478 0.10633 0.10525 40.043 40.043 1.25E-02 54.44 224220

40898 SIAATEELKR Unmodified _SIAATEELKR_ B6SKP8_MAIZE 2 559.31422 1116.6139 0.13499 -0.029426 0.067448 42.682 42.682 4.40E-02 47.24 270400

40899 SIAATEELKR Unmodified _SIAATEELKR_ B6SKP8_MAIZE 3 373.21191 1116.6139 0.75851 1.2016 1.9189 41.939 41.939 5.86E-01 6.13 485360

40900 SIAATEELKR Unmodified _SIAATEELKR_ B6SKP8_MAIZE 3 373.21191 1116.6139 0.60515 0.10282 0.67012 42.721 42.721 5.86E-01 7.53 2328400

40901 SIAATEELKR Unmodified _SIAATEELKR_ B6SKP8_MAIZE 2 559.31422 1116.6139 0.076275 -0.12734 -0.08831 42.725 42.725 4.40E-02 47.13 818160

40902 SIAEADGSPYFYQPGEIASR Unmodified _SIAEADGSPYFYQPGEIASR_ B6TU24_MAIZE 2 1079.508 2157.0015 1.2465 -0.066304 1.1668 84.618 84.618 1.65E-04 64.64 31495

40903 SIAEADGSSYFYQPGEIAGR Unmodified _SIAEADGSSYFYQPGEIAGR_ B6T9A8_MAIZE 2 1059.4924 2116.9702 1.2033 0.052715 1.2449 83.933 83.933 1.65E-04 45.04 89764

40904 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 -0.0047897 0.11031 0.092213 56.563 56.563 9.73E-03 38.23 873080

40905 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 0.011943 -0.37061 -0.37177 58.74 58.74 7.18E-01 8.35 252160
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40906 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 -0.0088046 -0.14301 -0.16547 58.053 58.053 3.32E-02 21.78 238100

40907 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 0.00167 0.029818 0.017648 58.658 58.658 3.32E-02 25 330260

40908 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 -0.022718 -1.098 -1.1311 58.591 58.591 1.01E-02 33.58 519460

40909 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 -0.027804 1.4253 1.382 57.219 57.219 3.13E-03 40.07 1021800

40910 SIAGIVTER Unmodified _SIAGIVTER_ B4G1D2_MAIZE 2 473.27182 944.5291 -0.25132 -0.42463 -0.68878 60.196 60.196 3.89E-04 58.39 9792400

40911 SIAQISTPDATSLLIQPYDK Unmodified _SIAQISTPDATSLLIQPYDK_ B4FLS7_MAIZE 2 1081.073 2160.1314 1.1191 -0.99431 0.11557 99.41 99.41 3.79E-06 58.1 319680

40912 SIASNVSQYIR Unmodified _SIASNVSQYIR_ B6SWL9_MAIZE 2 619.3304 1236.6463 0.3514 0.22607 0.55727 75.696 75.696 3.60E-06 78.05 506160

40913 SIATLAITTLLK Unmodified _SIATLAITTLLK_ B6SV32_MAIZE 2 622.89485 1243.7751 0.32364 0.31237 0.61655 113.22 113.22 2.62E-07 50.88 933350

40914 SIATLAITTLLK Unmodified _SIATLAITTLLK_ B6SV32_MAIZE 2 622.89485 1243.7751 0.36467 0.3499 0.69556 113.27 113.27 2.62E-07 57.77 649480

40915 SICPDDPAACR Unmodified _SICPDDPAACR_ B4G0J2_MAIZE 2 631.26862 1260.5227 0.39089 0.095434 0.49227 46.707 46.707 3.57E-04 33.59 1057500

40916 SIDGGAAFGFPETPEEAAR Unmodified _SIDGGAAFGFPETPEEAAR_ PLDA1_MAIZE 2 961.44996 1920.8854 1.166 -0.027888 1.1325 86.348 86.348 5.48E-24 55.34 2486200

40917 SIDGGAAFGFPETPEEAAR Unmodified _SIDGGAAFGFPETPEEAAR_ PLDA1_MAIZE 2 961.44996 1920.8854 1.1465 -0.1168 1.0244 86.662 86.662 4.44E-10 51.32 1260800

40918 SIDGGAAFGFPETPEEAAR Unmodified _SIDGGAAFGFPETPEEAAR_ PLDA1_MAIZE 2 961.44996 1920.8854 1.1403 -0.044553 1.0901 87.068 87.068 5.89E-20 75.95 808700

40919 SIDGGAAFGFPETPEEAAR Unmodified _SIDGGAAFGFPETPEEAAR_ PLDA1_MAIZE 2 961.44996 1920.8854 1.147 0.016733 1.1582 86.714 86.714 1.06E-14 52.76 985640

40920 SIEDNAEIK Unmodified _SIEDNAEIK_ B6TBW4_MAIZE 2 509.7562 1017.4979 -0.050905 0.25907 0.17077 43.14 43.14 1.01E-02 29.62 5149300

40921 SIEDNAEIK Unmodified _SIEDNAEIK_ B6TBW4_MAIZE 2 509.7562 1017.4979 -0.22049 0.32484 0.067744 43.149 43.149 3.32E-02 31.4 133360

40922 SIEDNAEIK Unmodified _SIEDNAEIK_ B6TBW4_MAIZE 2 509.7562 1017.4979 -0.16788 0.080995 -0.12424 42.449 42.449 9.73E-03 39.63 1063800

40923 SIEDNAEIK Unmodified _SIEDNAEIK_ B6TBW4_MAIZE 2 509.7562 1017.4979 -0.05404 0.36706 0.27533 44.49 44.49 9.73E-03 43.36 1329500

40924 SIEDNAEIK Unmodified _SIEDNAEIK_ B6TBW4_MAIZE 2 509.7562 1017.4979 -0.29007 -0.098283 -0.42499 46.539 46.539 1.12E-01 23.8 358060

40925 SIEELQR Unmodified _SIEELQR_ B6TWB5_MAIZE 2 437.73507 873.4556 0.064257 0.2863 0.31563 41.659 41.659 8.04E-02 26.86 1146600

40926 SIELLEELGLPK Unmodified _SIELLEELGLPK_ B6UBZ3_MAIZE 2 670.88722 1339.7599 0.52613 0.17153 0.66693 112.42 112.42 7.72E-03 42.67 108180

40927 SIESSDLNFSR Unmodified _SIESSDLNFSR_ B4FI21_MAIZE 2 627.80167 1253.5888 0.29476 0.15728 0.4374 63.971 63.971 1.67E-02 43.55 49960

40928 SIESSDLNFSR Unmodified _SIESSDLNFSR_ B4FI21_MAIZE 2 627.80167 1253.5888 0.35283 0.070788 0.40753 64.803 64.803 4.48E-03 64.88 3015700

40929 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.04265 0.14262 0.097521 74.056 74.056 3.77E-01 11.58 2974600

40930 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.16372 0.35249 0.18618 74.847 74.847 1.65E-01 22.72 545340

40931 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.038747 0.058653 0.017538 75.422 75.422 3.77E-01 15.78 831300

40932 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.044243 0.18512 0.13755 75.042 75.042 1.65E-01 22.72 701560

40933 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.080371 0.37369 0.29155 75.003 75.003 1.65E-01 28.1 659990

40934 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.06326 0.32872 0.26274 75.284 75.284 7.88E-01 13.61 690470

40935 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.14676 0.15876 0.0099543 75.07 75.07 1.65E-01 13.33 763390

40936 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.1929 0.29221 0.095963 74.711 74.711 1.90E-02 45.28 17480000

40937 SIFCIVEK Unmodified _SIFCIVEK_ B4G1A6_MAIZE 2 498.26515 994.51575 -0.18031 0.017401 -0.16573 76.478 76.478 1.65E-01 17.68 887550

40938 SIFEPLLPLIIGR Unmodified _SIFEPLLPLIIGR_ B6TEK2_MAIZE 2 734.45032 1466.8861 0.79904 0.32801 1.1098 124.77 124.77 1.47E-03 51.03 474110

40939 SIFEYNGSAVVAMVGK Acetyl (Protein N-term),Oxidation (M) _(ac)SIFEYNGSAVVAM(ox)VGK_ B4FZ41_MAIZE 2 865.42691 1728.8393 1.044 0.40731 1.446 105.56 105.56 7.01E-14 58.68 375460
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40940 SIFEYNGSAVVAMVGK Acetyl (Protein N-term),Oxidation (M) _(ac)SIFEYNGSAVVAM(ox)VGK_ B4FZ41_MAIZE 2 865.42691 1728.8393 1.0708 0.12619 1.1918 106.9 106.9 4.21E-20 74.02 434700

40941 SIGDIDVGEFIVPVPHVK Unmodified _SIGDIDVGEFIVPVPHVK_ B6UED8_MAIZE 3 641.01916 1920.0357 0.41638 0.27476 0.70347 107.01 107.01 1.00E+00 1.54 156010

40942 SIGDIDVGEFIVPVPHVK Unmodified _SIGDIDVGEFIVPVPHVK_ B6UED8_MAIZE 3 641.01916 1920.0357 0.49452 0.32294 0.82967 107.13 107.13 1.00E+00 3.47 130510

40943 SIGDIDVGEFIVPVPHVK Unmodified _SIGDIDVGEFIVPVPHVK_ B6UED8_MAIZE 3 641.01916 1920.0357 0.45566 0.20275 0.67148 107.39 107.39 2.20E-01 11.25 549920

40944 SIGGSGVLVTK Unmodified _SIGGSGVLVTK_ B4FED7_MAIZE 2 509.30058 1016.5866 -0.22024 -0.60187 -0.80766 50.473 50.473 7.60E-01 3.43 34326

40945 SIGGSGVLVTK Unmodified _SIGGSGVLVTK_ B4FED7_MAIZE 2 509.30058 1016.5866 0.023768 -0.43539 -0.39808 51.253 51.253 4.96E-02 14.68 281950

40946 SIGGSGVLVTK Unmodified _SIGGSGVLVTK_ B4FED7_MAIZE 2 509.30058 1016.5866 -0.13344 -0.52449 -0.64467 52.412 52.412 3.57E-04 42.52 2129100

40947 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.88749 0.30875 1.1796 101.48 101.48 3.51E-02 23.47 1832700

40948 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.83468 0.23439 1.052 102.09 102.09 2.25E-03 50.58 931900

40949 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.82374 0.39275 1.199 102 102 6.31E-03 46.62 938840

40950 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.8345 0.24454 1.0632 101.95 101.95 6.31E-03 33.62 1035500

40951 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.8714 1.0102 1.8637 101.54 101.54 1.49E-02 24.15 512420

40952 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.75589 -0.67572 0.064488 101.74 101.74 3.51E-02 24.76 1656700

40953 SIGIELIPLETSVK Unmodified _SIGIELIPLETSVK_ B4G1Y5_MAIZE 2 749.93998 1497.8654 0.83955 0.025347 0.84837 103.44 103.44 1.00E+00 10.26 51724

40954 SIGISNYDIFLTR Unmodified _SIGISNYDIFLTR_ B4FMP6_MAIZE 2 749.89865 1497.7827 1.0371 1.6225 2.6475 101.42 101.42 4.68E-05 60.54 300710

40955 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.86645 -0.057204 0.80524 59.17 59.17 8.04E-02 28.14 10469000

40956 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.79257 -0.071482 0.71778 59.956 59.956 4.46E-01 13.48 1239800

40957 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.91525 -0.087052 0.82477 61.393 61.393 1.00E+00 11.54 976070

40958 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.8476 -0.017092 0.82566 60.729 60.729 4.46E-01 21.87 1003500

40959 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.91 0.67307 1.5763 61.05 61.05 4.46E-01 10.42 601020

40960 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.94897 -0.092397 0.85232 60.127 60.127 1.86E-01 28.48 497290

40961 SIGLGFK Unmodified _SIGLGFK_ B6T2A5_MAIZE 2 361.21579 720.41703 0.62348 -0.28675 0.33347 62.881 62.881 7.83E-01 12.39 2707000

40962 SIGNGVQFLNR Unmodified _SIGNGVQFLNR_ SUS1_MAIZE B6 2 602.82529 1203.636 0.23627 -0.045906 0.18774 68.244 68.244 4.48E-03 40.38 4417300

40963 SIGNGVQFLNR Unmodified _SIGNGVQFLNR_ SUS1_MAIZE B6 2 602.82529 1203.636 0.19782 -0.16073 0.034374 68.865 68.865 4.43E-05 59.12 2627500

40964 SIGNGVQFLNR Unmodified _SIGNGVQFLNR_ SUS1_MAIZE B6 2 602.82529 1203.636 0.19309 -0.36366 -0.17326 69.75 69.75 3.57E-04 55.3 2481800

40965 SIGNGVQFLNR Unmodified _SIGNGVQFLNR_ SUS1_MAIZE B6 2 602.82529 1203.636 0.21144 -0.27601 -0.067349 69.246 69.246 1.67E-02 35.36 4541900

40966 SIGNGVQFLNR Unmodified _SIGNGVQFLNR_ SUS1_MAIZE B6 2 602.82529 1203.636 0.18202 -0.44607 -0.26551 70.759 70.759 1.67E-02 49.71 296860

40967 SIGPAEGLALNLVR Unmodified _SIGPAEGLALNLVR_ B6U242_MAIZE 2 705.40918 1408.8038 0.67321 0.22555 0.87869 93.718 93.718 1.49E-02 41.2 378270

40968 SIGVEDYVR Unmodified _SIGVEDYVR_ B6TY79_MAIZE 2 519.26674 1036.5189 -0.081815 0.00922 -0.076219 64.954 64.954 3.32E-02 24.78 1723900

40969 SIGVKPPK Unmodified _SIGVKPPK_ B6T8X9_MAIZE 2 413.26327 824.51199 0.24844 -0.08068 0.15544 31.932 31.932 5.06E-02 19.99 600160

40970 SIIEVAQSK Unmodified _SIIEVAQSK_ B4F9X9_MAIZE 2 487.77948 973.54441 -0.12954 0.61328 0.45828 52.608 52.608 3.13E-03 48.56 3508200

40971 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.0947 -0.085021 1.009 111.8 111.8 1.43E-21 57.36 5241000

40972 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.0959 -0.027212 1.0678 112.4 112.4 8.28E-39 101.16 2174400
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40973 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.0832 -0.029246 1.0534 112.47 112.47 1.43E-21 70.16 3512100

40974 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.0783 0.083627 1.1607 112.49 112.49 1.37E-17 62.8 1761600

40975 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.0873 -0.005195 1.081 112.21 112.21 8.28E-39 75.52 5081000

40976 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 3 599.66461 1795.972 0.3232 0.56163 0.88262 112.23 112.23 1.00E+00 1.26 125200

40977 SIITGELPTGWVDALPK Unmodified _SIITGELPTGWVDALPK_ TKTC_MAIZE B4 2 898.99328 1795.972 1.167 0.1494 1.3149 112.91 112.91 1.37E-17 55.89 524520

40978 SIKDPEEAAK Unmodified _SIKDPEEAAK_ B4FVS8_MAIZE 3 363.19251 1086.5557 0.9409 0.38464 1.2863 30.457 30.457 9.79E-02 23.11 26244

40979 SILDELENGGPSAMMK 2 Oxidation (M) _SILDELENGGPSAM(ox)M(ox)K_ B4G137_MAIZE 2 862.3975 1722.7804 1.0811 -0.008409 1.0572 89.257 89.257 4.21E-20 78.39 690550

40980 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.34563 0.23707 0.56914 111.37 111.37 1.90E-03 36.79 827560

40981 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 2 917.45452 1832.8945 1.2083 0.011743 1.2067 111.38 111.38 1.27E-09 57.19 256840

40982 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.2705 0.12533 0.38287 111.99 111.99 2.89E-01 29.81 274210

40983 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.31322 0.043773 0.34337 112.13 112.13 4.32E-02 29.7 461640

40984 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 2 917.45452 1832.8945 1.1786 0.11186 1.2765 112.17 112.17 1.02E-04 38.94 92215

40985 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.37201 -0.0049 0.35437 112.2 112.2 5.29E-01 18.3 292760

40986 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 2 917.45452 1832.8945 1.3523 -0.64888 0.69111 112.05 112.05 1.81E-01 12.75 63016

40987 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.36329 0.074905 0.42445 112.64 112.64 1.00E+00 33.25 385530

40988 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 3 611.9721 1832.8945 0.24579 0.2685 0.49968 111.85 111.85 1.21E-01 27.53 2169200

40989 SILDELSGDAHSLYWK Unmodified _SILDELSGDAHSLYWK_ B4FMY6_MAIZE 2 917.45452 1832.8945 1.1613 0.11846 1.2664 111.84 111.84 7.73E-25 89.02 819830

40990 SILFVPATR Unmodified _SILFVPATR_ B6UCZ5_MAIZE 2 502.30038 1002.5862 -0.039575 -0.35198 -0.39558 73.456 73.456 1.12E-01 23.36 846880

40991 SILFVPATR Unmodified _SILFVPATR_ B6UCZ5_MAIZE 2 502.30038 1002.5862 -0.15887 0.098305 -0.064866 74.177 74.177 1.12E-01 23.48 698030

40992 SILFVPATR Unmodified _SILFVPATR_ B6UCZ5_MAIZE 2 502.30038 1002.5862 -0.053334 0.10744 0.048761 74.759 74.759 3.32E-02 27.31 953880

40993 SILFVPATR Unmodified _SILFVPATR_ B6UCZ5_MAIZE 2 502.30038 1002.5862 -0.084977 -0.010034 -0.09876 74.333 74.333 1.12E-01 27.75 3682200

40994 SILGVAGLHSMK Oxidation (M) _SILGVAGLHSM(ox)K_ B6TCA9_MAIZE 2 614.83955 1227.6645 0.33995 -0.42303 -0.089446 58.939 58.939 9.49E-04 27.9 409010

40995 SILGVAGLHSMK Unmodified _SILGVAGLHSMK_ B6TCA9_MAIZE 2 606.84209 1211.6696 0.33369 0.084487 0.40785 67.669 67.669 1.00E+00 4.99 320320

40996 SILHSDIQSK Unmodified _SILHSDIQSK_ B6T613_MAIZE 3 376.54002 1126.5982 0.71666 0.12474 0.82493 40.784 40.784 9.79E-02 18.15 223540

40997 SILHSDIQSK Unmodified _SILHSDIQSK_ B6T613_MAIZE 3 376.54002 1126.5982 0.63305 0.19566 0.81347 41.579 41.579 3.11E-02 18.88 5099500

40998 SILHSDIQSK Unmodified _SILHSDIQSK_ B6T613_MAIZE 2 564.3064 1126.5982 0.038961 0.14329 0.16652 41.564 41.564 4.40E-05 58.12 2063200

40999 SILNIHPSLLPAFGGK Unmodified _SILNIHPSLLPAFGGK_ B4FNP2_MAIZE 3 555.32252 1662.9457 0.069903 0.16018 0.218 100.43 100.43 2.30E-01 10.13 540020

41000 SIMASAPIPMSPLESLASSAVR Oxidation (M) _SIMASAPIPM(ox)SPLESLASSAVR_ B6T574_MAIZE 2 1116.0741 2230.1337 1.2351 -0.38668 0.82922 104.64 104.64 3.65E-05 44.36 356850

41001 SIMASAPIPMSPLESLASSAVR Oxidation (M) _SIM(ox)ASAPIPMSPLESLASSAVR_ B6T574_MAIZE 2 1116.0741 2230.1337 1.1851 -0.42883 0.73729 107.4 107.4 5.68E-10 51.98 855210

41002 SIMASAPIPMSPLESLASSAVR Oxidation (M) _SIM(ox)ASAPIPMSPLESLASSAVR_ B6T574_MAIZE 2 1116.0741 2230.1337 1.2163 -0.61473 0.58274 107.96 107.96 2.20E-05 32.93 158680

41003 SIMASAPIPMSPLESLASSAVR Unmodified _SIMASAPIPMSPLESLASSAVR_ B6T574_MAIZE 2 1108.0767 2214.1388 1.1902 -0.42088 0.74896 113.86 113.86 2.21E-30 82.22 1608200

41004 SIMASAPIPMSPLESLASSAVR 2 Oxidation (M) _SIM(ox)ASAPIPM(ox)SPLESLASSAVR_ B6T574_MAIZE 2 1124.0716 2246.1287 1.2242 -0.38864 0.8185 98.651 98.651 5.68E-10 46.17 282100

41005 SIMASAPIPMSPLESLASSAVR 2 Oxidation (M) _SIM(ox)ASAPIPM(ox)SPLESLASSAVR_ B6T574_MAIZE 2 1124.0716 2246.1287 1.154 -0.53741 0.59909 98.622 98.622 6.76E-08 40.73 295910

41006 SIMNSFINDIFEK Oxidation (M) _SIM(ox)NSFINDIFEK_ B6T1P2_MAIZE 2 787.38197 1572.7494 0.97898 -0.21852 0.74776 102.72 102.72 5.66E-01 6.47 244220
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41007 SIMNSFINDIFEK Oxidation (M) _SIM(ox)NSFINDIFEK_ B6T1P2_MAIZE 2 787.38197 1572.7494 0.9385 0.10579 1.0309 103.45 103.45 1.00E+00 1 502960

41008 SIMNSFINDIFEK Oxidation (M) _SIM(ox)NSFINDIFEK_ B6T1P2_MAIZE 2 787.38197 1572.7494 0.9272 -0.50007 0.41456 105.04 105.04 6.20E-03 51.04 155270

41009 SIMTSTVDIKDETR Oxidation (M) _SIM(ox)TSTVDIKDETR_ B6T175_MAIZE 3 537.93466 1610.7822 -0.065174 0.28243 0.21552 54.303 54.303 4.40E-03 32.81 693890

41010 SIMTSTVDIKDETR Oxidation (M) _SIM(ox)TSTVDIKDETR_ B6T175_MAIZE 2 806.39835 1610.7822 0.9234 0.058935 0.98066 54.301 54.301 4.31E-03 79.94 171920

41011 SINILK Unmodified _SINILK_ B6TKY3_MAIZE 2 344.22361 686.43268 1.0385 0.2437 1.2403 50.091 50.091 5.26E-01 21.81 749930

41012 SINILK Unmodified _SINILK_ B6TKY3_MAIZE 2 344.22361 686.43268 1.1733 0.39431 1.5243 52.13 52.13 1.00E+00 4.03 1290900

41013 SINILK Unmodified _SINILK_ B6TKY3_MAIZE 2 344.22361 686.43268 1.0318 0.2567 1.2473 52.189 52.189 2.78E-01 38.47 1035700

41014 SINPDEAVAYGAAVQAAILSGEGNQK Unmodified _SINPDEAVAYGAAVQAAILSGEGNQK_ B4FRL9_MAIZE 3 858.43291 2572.2769 1.1214 0.046913 1.1532 117.65 117.65 5.76E-05 33.79 215520

41015 SINPDEAVAYGAAVQAAILSGEGNQK Unmodified _SINPDEAVAYGAAVQAAILSGEGNQK_ B4FRL9_MAIZE 3 858.43291 2572.2769 1.1284 0.093273 1.2062 117.22 117.22 5.76E-05 31.8 507700

41016 SINPDEAVAYGAAVQAAILTGEGNEK Unmodified _SINPDEAVAYGAAVQAAILTGEGNEK_ B6SZ69_MAIZE 2 1294.6456 2587.2766 1.1336 0.12451 1.2424 118.24 118.24 7.09E-18 135 186140

41017 SINPDEAVAYGAAVQAAILTGEGNEK Unmodified _SINPDEAVAYGAAVQAAILTGEGNEK_ B6SZ69_MAIZE 3 863.4328 2587.2766 1.0596 0.62078 1.664 118.28 118.28 5.54E-08 36.74 641580

41018 SINPDEAVAYGAAVQAAILTGEGNEK Unmodified _SINPDEAVAYGAAVQAAILTGEGNEK_ B6SZ69_MAIZE 2 1294.6456 2587.2766 1.1922 0.39007 1.5662 118.52 118.52 2.55E-25 109.05 269610

41019 SINPDEAVAYGAAVQAAILTGEGNEK Unmodified _SINPDEAVAYGAAVQAAILTGEGNEK_ B6SZ69_MAIZE 3 863.4328 2587.2766 1.1096 0.49387 1.5868 118.39 118.39 5.54E-08 34.03 876700

41020 SINPDEAVAYGAAVQAAILTGEGNEK Unmodified _SINPDEAVAYGAAVQAAILTGEGNEK_ B6SZ69_MAIZE 2 1294.6456 2587.2766 1.2445 0.31839 1.5467 118.25 118.25 4.86E-21 126.03 417510

41021 SINQITGLR Unmodified _SINQITGLR_ PPDK1_MAIZE 2 501.29055 1000.5665 -0.040933 -0.098214 -0.15413 58.593 58.593 3.13E-03 47.26 931520

41022 SINTLFLTEMVR Unmodified _SINTLFLTEMVR_ B4FUH1_MAIZE 2 712.38432 1422.7541 0.63332 -0.13175 0.49284 104.23 104.23 1.68E-09 90.92 1886200

41023 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.30015 0.28856 0.57176 93.96 93.96 1.11E-04 36.1 595440

41024 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.43863 0.25119 0.67217 92.273 92.273 2.05E-12 58.64 4337900

41025 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.42063 0.20378 0.60611 92.322 92.322 2.62E-07 63.11 7968900

41026 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.36831 0.25194 0.60256 92.232 92.232 1.68E-09 65.32 33422000

41027 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.43467 0.24756 0.66426 92.021 92.021 6.74E-02 37.52 769280

41028 SIPSIVELDSLK Unmodified _SIPSIVELDSLK_ B4FAD9_MAIZE 2 650.87157 1299.7286 0.40183 0.39923 0.78283 93.435 93.435 1.60E-02 41.89 823690

41029 SIQDAYVNAIR Unmodified _SIQDAYVNAIR_ PLDA1_MAIZE 2 625.3304 1248.6463 0.33217 -0.0783 0.2328 69.832 69.832 4.43E-05 52.3 5872400

41030 SIQDAYVNAIR Unmodified _SIQDAYVNAIR_ PLDA1_MAIZE 2 625.3304 1248.6463 0.32061 0.008112 0.30891 70.066 70.066 3.60E-06 53.92 2125200

41031 SIQDAYVNAIR Unmodified _SIQDAYVNAIR_ PLDA1_MAIZE 2 625.3304 1248.6463 0.36029 -0.16464 0.17554 71.036 71.036 3.60E-06 68.75 1305900

41032 SIQDAYVNAIR Unmodified _SIQDAYVNAIR_ PLDA1_MAIZE 2 625.3304 1248.6463 0.3586 -0.48817 -0.1492 70.546 70.546 4.43E-05 43.56 1733800

41039 SIQLTDPLASSSWER Unmodified _SIQLTDPLASSSWER_ B6U4D9_MAIZE 2 845.42576 1688.837 1.0487 0.14334 1.1804 93.3 93.3 6.53E-30 63.2 338570

41040 SIQNEINIDDVQK Unmodified _SIQNEINIDDVQK_ B4FJ73_MAIZE 2 758.3861 1514.7577 0.88597 0.41151 1.2813 69.487 69.487 4.68E-05 58.22 1400500

41041 SIQVIVVTDGER Unmodified _SIQVIVVTDGER_ B6UDG4_MAIZE 2 658.36444 1314.7143 0.47178 0.5152 0.99357 68.635 68.635 1.60E-02 17.89 212960

41042 SIQVIVVTDGER Unmodified _SIQVIVVTDGER_ B6UDG4_MAIZE 2 658.36444 1314.7143 0.55845 0.40508 0.97051 69.638 69.638 1.60E-02 56.09 398690

41043 SIQVIVVTDGER Unmodified _SIQVIVVTDGER_ B6UDG4_MAIZE 2 658.36444 1314.7143 0.46633 0.22163 0.69573 69.226 69.226 6.74E-02 31.68 1859600

41044 SIRPLDR Unmodified _SIRPLDR_ Q9ZQY2_MAIZE 2 428.7536 855.49265 0.094929 -0.3124 -0.24104 34.723 34.723 4.46E-01 16.23 1001200

41045 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 3 555.97344 1664.8985 0.066597 0.13982 0.18577 98.79 98.79 1.98E-01 23.1 3257500

41046 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 3 555.97344 1664.8985 0.020934 0.13962 0.1397 98.39 98.39 1.98E-01 19.27 1955100
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41047 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 2 833.45653 1664.8985 -0.087693 98.629 98.629 3.24E-08 43.6

41048 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 3 555.97344 1664.8985 0.069307 0.17336 0.22105 99.075 99.075 1.00E+00 0.05 716730

41049 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 2 833.45653 1664.8985 1.1165 0.43463 1.5299 99.099 99.099 1.65E-02 16.5 151880

41050 SISDLIPHEIATIEK Unmodified _SISDLIPHEIATIEK_ B4FJF0_MAIZE 3 555.97344 1664.8985 0.058478 0.094501 0.13265 100.69 100.69 1.00E+00 7.14 82144

41051 SISGTFAELR Unmodified _SISGTFAELR_ B2Y0K4_MAIZE 2 540.78784 1079.5611 -0.0078552 0.18481 0.16447 69.864 69.864 1.45E-01 29.11 1723000

41052 SISSLIK Unmodified _SISSLIK_ B4FGK8_MAIZE 2 374.23418 746.4538 0.70726 0.41215 1.0843 53.132 53.132 1.00E+00 7.36 2003800

41053 SISSLIK Unmodified _SISSLIK_ B4FGK8_MAIZE 2 374.23418 746.4538 0.64642 0.65137 1.2619 55.762 55.762 1.86E-01 28.69 2113100

41054 SISVIAVCPK Unmodified _SISVIAVCPK_ B4FFZ2_MAIZE 2 537.30481 1072.5951 -0.064533 0.279 0.21404 62.03 62.03 7.11E-01 31.41 408240

41055 SISVIAVCPK Unmodified _SISVIAVCPK_ B4FFZ2_MAIZE 2 537.30481 1072.5951 0.027951 0.23033 0.25812 63.288 63.288 3.43E-01 21.58 783510

41056 SISVIAVCPK Unmodified _SISVIAVCPK_ B4FFZ2_MAIZE 2 537.30481 1072.5951 -0.010582 0.16545 0.155 63.03 63.03 1.25E-02 35.84 672480

41057 SISVIAVCPK Unmodified _SISVIAVCPK_ B4FFZ2_MAIZE 2 537.30481 1072.5951 -0.012608 0.087819 0.074794 63.072 63.072 4.40E-02 34.08 2709600

41058 SISVVGGADGTSPSR Unmodified _SISVVGGADGTSPSR_ B4FPP1_MAIZE 2 695.35206 1388.6896 0.56783 -0.093483 0.48693 49.332 49.332 1.02E-23 100.47 1926800

41059 SISVVGGADGTSPSR Unmodified _SISVVGGADGTSPSR_ B4FPP1_MAIZE 2 695.35206 1388.6896 0.61936 0.1987 0.83065 52.563 52.563 2.05E-04 88.19 229760

41060 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.59406 -0.2792 0.31077 82.055 82.055 7.72E-03 43.28 1291300

41061 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.5782 0.050387 0.62345 82.21 82.21 1.60E-02 47.89 549750

41062 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.59687 -0.090604 0.50186 82.903 82.903 2.62E-07 56.46 686370

41063 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.61229 -0.057923 0.54945 82.568 82.568 2.62E-07 46.91 639850

41064 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.59673 -0.25415 0.33859 82.325 82.325 8.05E-01 12.65 409560

41065 SITDEISGDFER Unmodified _SITDEISGDFER_ Q43863_MAIZE 2 684.81752 1367.6205 0.55307 0.044226 0.59243 82.691 82.691 1.68E-09 50.04 5091000

41066 SITKEDLENYIATHYTASR Unmodified _SITKEDLENYIATHYTASR_ B6TG70_MAIZE 3 738.0342 2211.0808 0.78771 -0.46688 0.30161 86.763 86.763 1.41E-07 26.97 1166300

41067 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 0.043028 -0.031162 -0.0064138 47.198 47.198 3.13E-03 46.01 18753000

41068 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.21548 0.18013 -0.052879 48.16 48.16 9.73E-03 36.74 1971600

41069 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.074334 0.14028 0.046273 47.149 47.149 3.13E-03 41.82 7108400

41070 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 0.016372 -0.16788 -0.17059 49.517 49.517 3.13E-03 52.55 12238000

41071 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.026522 -0.12555 -0.16972 48.812 48.812 3.13E-03 48.05 12904000

41072 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.096797 -0.10831 -0.22397 49.596 49.596 3.13E-03 53.47 12618000

41073 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.09169 48.813 48.813 8.20E-07 56.09

41074 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.09169 49.065 49.065 2.52E-11 63.27

41075 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.09169 49.389 49.389 8.20E-07 58.73

41076 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.16887 -3.108 -3.2877 49.987 49.987 3.13E-03 47.62 15138000

41077 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.0019667 0.32086 0.29957 47.593 47.593 1.12E-01 16.15 5908200

41078 SIVASGLAR Unmodified _SIVASGLAR_ B4FAD1_MAIZE 2 437.26126 872.50797 -0.16529 0.63047 0.44607 50.895 50.895 3.13E-03 54.72 2168400
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41079 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.47991 0.12743 0.59612 82.855 82.855 6.35E-09 65.99 17565000

41080 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.50871 0.016344 0.51487 83.262 83.262 6.35E-09 74.31 10978000

41081 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.47339 0.032607 0.49478 83.765 83.765 6.35E-09 53.6 19259000

41082 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.46421 -0.00722 0.44635 83.456 83.456 6.35E-09 56.31 10632000

41083 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.36893 0.098275 0.457 83.184 83.184 6.35E-09 66.23 34628000

41084 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.42369 -0.28828 0.1253 83.698 83.698 6.35E-09 64.27 80454000

41085 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.49588 -0.10445 0.38043 83.428 83.428 3.60E-06 50.16 2425400

41086 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.41495 -0.40966 -0.0046153 83.086 83.086 5.66E-08 58.09 1630600

41087 SIVEDYTYFAK Unmodified _SIVEDYTYFAK_ BGLC_MAIZE 2 668.32699 1334.6394 0.51158 0.3076 0.80805 84.541 84.541 4.48E-03 34.5 342020

41088 SIVEFENAR Unmodified _SIVEFENAR_ B6SXW8_MAIZE 2 532.77219 1063.5298 0.079997 2.2403 2.2931 60.913 60.913 1.00E+00 6.66 1177400

41089 SIVEFENAR Unmodified _SIVEFENAR_ B6SXW8_MAIZE 2 532.77219 1063.5298 -0.066389 -0.30113 -0.38937 60.756 60.756 3.21E-03 46.68 4355900

41090 SIVEFENAR Unmodified _SIVEFENAR_ B6SXW8_MAIZE 2 532.77219 1063.5298 -0.023367 -0.10957 -0.15472 60.7 60.7 9.73E-03 41.93 4984700

41091 SIVEPTLEFAIVQDADR Unmodified _SIVEPTLEFAIVQDADR_ B6SZF0_MAIZE 2 951.99401 1901.9735 1.1179 -0.21344 0.90046 105.24 105.24 3.33E-51 133.85 1253000

41092 SIVFQEPR Unmodified _SIVFQEPR_ Q9SAZ6_MAIZE 2 488.26654 974.51853 -0.083419 -0.073698 -0.16505 56.7 56.7 5.06E-02 29.57 6337000

41093 SIVFQEPR Unmodified _SIVFQEPR_ Q9SAZ6_MAIZE 2 488.26654 974.51853 -0.18596 0.15092 -0.042547 57.161 57.161 1.90E-02 27.6 2925700

41094 SIVFQEPR Unmodified _SIVFQEPR_ Q9SAZ6_MAIZE 2 488.26654 974.51853 -0.062762 0.061958 -0.007768 58.875 58.875 3.48E-02 36.27 2899300

41095 SIVGASLEVIQK Unmodified _SIVGASLEVIQK_ B4FFR7_MAIZE 2 622.36645 1242.7184 0.32989 -0.66732 -0.3478 80.503 80.503 1.60E-02 25.01 26619

41096 SIVGASLEVIQK Unmodified _SIVGASLEVIQK_ B4FFR7_MAIZE 2 622.36645 1242.7184 0.35572 0.011045 0.35461 78.625 78.625 7.72E-03 30.98 575080

41097 SIVGASLEVIQK Unmodified _SIVGASLEVIQK_ B4FFR7_MAIZE 2 622.36645 1242.7184 0.24487 -0.39152 -0.15877 78.821 78.821 7.61E-14 81.95 3049900

41098 SIVGASLEVIQK Unmodified _SIVGASLEVIQK_ B4FFR7_MAIZE 2 622.36645 1242.7184 0.24907 -0.082258 0.15441 80.447 80.447 2.62E-07 63.32 1235500

41099 SIVKPGCSQDVLK Unmodified _SIVKPGCSQDVLK_ B6SGB6_MAIZE 3 477.59391 1429.7599 -0.045949 0.24425 0.20198 47.856 47.856 2.66E-01 7.05 2986300

41100 SIVKPGCSQDVLK Unmodified _SIVKPGCSQDVLK_ B6SGB6_MAIZE 2 715.88722 1429.7599 0.7126 0.065894 0.78307 47.86 47.86 1.15E-02 37.44 649730

41101 SIVKPGCSQDVLK Unmodified _SIVKPGCSQDVLK_ B6SGB6_MAIZE 3 477.59391 1429.7599 -0.18257 0.22216 0.044057 47.974 47.974 2.66E-01 13.27 582240

41102 SIVLECLLSK Unmodified _SIVLECLLSK_ B4FTN5_MAIZE 2 581.33102 1160.6475 0.1006 0.26485 0.3515 91.161 91.161 1.62E-03 29.28 2070400

41103 SIVPSSSSAAAASETAAFASAR Unmodified _SIVPSSSSAAAASETAAFASAR_ B6SIX0_MAIZE 2 1020.0056 2037.9967 1.1583 -0.1818 0.9576 77.299 77.299 7.76E-02 11.43 236810

41104 SIVPSSSSAAAASETAAFASAR Unmodified _SIVPSSSSAAAASETAAFASAR_ B6SIX0_MAIZE 2 1020.0056 2037.9967 1.1557 0.028821 1.1658 78.995 78.995 2.03E-55 96.67 779240

41105 SIVSFYGITDSFPLEGHLVTR Unmodified _SIVSFYGITDSFPLEGHLVTR_ B4FP18_MAIZE 3 780.07411 2337.2005 0.96635 0.90115 1.8738 112.7 112.7 8.74E-04 31.12 200740

41106 SIVSFYGITDSFPLEGHLVTR Unmodified _SIVSFYGITDSFPLEGHLVTR_ B4FP18_MAIZE 3 780.07411 2337.2005 0.95741 0.87685 1.8412 113.42 113.42 8.74E-04 34.04 174740

41107 SIVSFYGITDSFPLEGHLVTR Unmodified _SIVSFYGITDSFPLEGHLVTR_ B4FP18_MAIZE 3 780.07411 2337.2005 0.80738 -0.26903 0.54646 113.69 113.69 3.35E-04 32.29 155370

41108 SIVVASEVATALASR Acetyl (Protein N-term) _(ac)SIVVASEVATALASR_ B6T7U3_MAIZE 2 758.42249 1514.8304 0.83967 0.060135 0.88438 125.97 125.97 2.05E-04 32.1 120640

41109 SIVVASEVATALASR Acetyl (Protein N-term) _(ac)SIVVASEVATALASR_ B6T7U3_MAIZE 2 758.42249 1514.8304 0.90419 0.018514 0.90736 125.92 125.92 6.37E-03 38.35 109390

41110 SIVVASEVATALASR Acetyl (Protein N-term) _(ac)SIVVASEVATALASR_ B6T7U3_MAIZE 2 758.42249 1514.8304 0.87026 0.36264 1.2161 125.82 125.82 1.04E-33 86.68 545970

41111 SIVYCQVR Unmodified _SIVYCQVR_ B6U4J8_MAIZE 2 512.76585 1023.5171 -0.015247 0.71205 0.70036 46.487 46.487 7.88E-01 1.03 859230

41112 SIVYCQVR Unmodified _SIVYCQVR_ B6U4J8_MAIZE 2 512.76585 1023.5171 -0.084586 -0.32661 -0.40659 48.769 48.769 7.88E-01 30.64 711220
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41113 SIVYCQVR Unmodified _SIVYCQVR_ B6U4J8_MAIZE 2 512.76585 1023.5171 -0.099038 0.10856 0.01367 48.02 48.02 1.65E-01 22.19 605490

41114 SIVYCQVR Unmodified _SIVYCQVR_ B6U4J8_MAIZE 2 512.76585 1023.5171 -0.15572 0.16526 0.013651 48.829 48.829 1.90E-02 28.09 4141700

41115 SIVYSFDGK Unmodified _SIVYSFDGK_ B6TJX4_MAIZE 2 508.25838 1014.5022 -0.16234 0.027851 -0.13338 66.446 66.446 1.12E-01 24.05 642690

41116 SKADLQAQLK Unmodified _SKADLQAQLK_ B6T2K5_MAIZE 2 551.31676 1100.619 0.096714 0.29469 0.36154 36.506 36.506 2.81E-03 33.77 642380

41117 SKADLQAQLK Unmodified _SKADLQAQLK_ B6T2K5_MAIZE 2 551.31676 1100.619 0.0069324 -0.2248 -0.24511 40.087 40.087 1.62E-03 37.42 141880

41129 SKDDISVIVVK Unmodified _SKDDISVIVVK_ B4F7V3_MAIZE 2 601.85318 1201.6918 0.20148 0.22634 0.42588 59.277 59.277 6.35E-09 78.04 5143900

41130 SKDEAMNDYITK Oxidation (M) _SKDEAM(ox)NDYITK_ B4FER8_MAIZE 3 477.55378 1429.6395 -0.22725 -0.22787 -0.47471 34.297 34.297 6.16E-04 32.54 163670

41131 SKDEAMNDYITK Oxidation (M) _SKDEAM(ox)NDYITK_ B4FER8_MAIZE 2 715.82703 1429.6395 0.68404 0.11767 0.78184 34.292 34.292 2.07E-09 37.67 47417

41132 SKDEAMNDYITK Unmodified _SKDEAMNDYITK_ B4FER8_MAIZE 2 707.82957 1413.6446 0.66796 -0.029226 0.61561 47.138 47.138 2.62E-07 53.41 52214

41133 SKDQILDWQDR Unmodified _SKDQILDWQDR_ B6U9L0_MAIZE 3 468.56864 1402.6841 -0.12288 0.39392 0.26245 66.109 66.109 6.34E-02 25.02 2644700

41134 SKDQILDWQDR Unmodified _SKDQILDWQDR_ B6U9L0_MAIZE 2 702.34932 1402.6841 0.64068 0.040314 0.67269 66.104 66.104 4.48E-03 35.31 1411500

41135 SKDVVK Unmodified _SKDVVK_ B6SNL8_MAIZE 2 338.20542 674.39629 2.3161 9.5874 9.5874 2.50E-01 35.61

41147 SKEHGFLGFR Unmodified _SKEHGFLGFR_ B4FN54_MAIZE 3 393.20861 1176.604 0.48001 0.26734 0.74481 52.093 52.093 5.31E-01 12.14 985050

41148 SKEIFSETASK Unmodified _SKEIFSETASK_ B6TCA8_MAIZE 2 613.81679 1225.619 0.29015 -0.004832 0.26055 39.965 39.965 1.67E-02 17.57 280490

41150 SKETAGAATTTTTQAPPASEK Unmodified _SKETAGAATTTTTQAPPASEK_ Q5EUE1_MAIZE 3 683.34292 2047.0069 0.62021 -0.11271 0.49994 34.592 34.592 3.21E-04 54.34 626440

41151 SKETASAVQATATASGK Unmodified _SKETASAVQATATASGK_ Q5EUE0_MAIZE 3 536.61269 1606.8162 -0.052469 -0.32126 -0.38552 38.056 38.056 1.07E-01 29.67 4024300

41152 SKETASAVQATATASGK Unmodified _SKETASAVQATATASGK_ Q5EUE0_MAIZE 2 804.41539 1606.8162 1.0098 0.082642 1.0798 38.046 38.046 7.78E-69 109.87 308210

41153 SKETEEAELK Unmodified _SKETEEAELK_ B6TA30_MAIZE 2 582.29315 1162.5717 0.3248 0.11047 0.39363 28.522 28.522 1.45E-01 17.78 11047

41154 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.32854 0.14505 0.47008 50.203 50.203 4.40E-05 51.61 10411000

41155 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.38729 0.21151 0.59511 52.468 52.468 1.00E+00 17.4 12937

41156 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.36861 0.29665 0.66132 50.643 50.643 4.40E-05 51.19 3035300

41157 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.35371 0.11354 0.46322 52.759 52.759 1.84E-04 51.28 4160000

41158 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.3741 0.13307 0.50351 52.1 52.1 1.84E-04 51.52 1617500

41159 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.33749 0.28424 0.6169 52.864 52.864 2.81E-03 43.13 959240

41160 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.348 0.076388 0.42101 52.495 52.495 1.62E-03 48.08 6164300

41161 SKFDNLYGCR Unmodified _SKFDNLYGCR_ B6T440_MAIZE 2 630.2955 1258.5765 0.3726 0.021045 0.39018 50.942 50.942 2.81E-03 51.46 301550

41162 SKFDPELTTK Unmodified _SKFDPELTTK_ B6T8I6_MAIZE 2 583.3086 1164.6027 0.23482 0.45401 0.68108 46.819 46.819 4.40E-02 25.24 282170

41163 SKFESLVHNLIER Unmodified _SKFESLVHNLIER_ B4F8Q2_MAIZE 4 393.71896 1570.8467 0.48373 -0.4324 0.032138 85.349 85.349 1.28E-01 22.91 267020

41164 SKFESLVHNLIER Unmodified _SKFESLVHNLIER_ B4F8Q2_MAIZE 4 393.71896 1570.8467 0.47058 -0.40433 0.046035 85.436 85.436 1.28E-01 27.85 389440

41165 SKFESLVHNLIER Unmodified _SKFESLVHNLIER_ B4F8Q2_MAIZE 3 524.62286 1570.8467 -0.052974 -0.058588 -0.13237 86.012 86.012 2.15E-08 38.72 1967200

41166 SKFESLVHNLIER Unmodified _SKFESLVHNLIER_ B4F8Q2_MAIZE 4 393.71896 1570.8467 0.37088 -0.27249 0.078655 86.017 86.017 1.60E-02 29.77 1601300

41167 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 3 507.94723 1520.8199 -0.0059043 -0.76458 -0.79249 91.658 91.658 4.29E-02 26.67 515900

41168 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 3 507.94723 1520.8199 -0.1857 -0.411 -0.61849 92.879 92.879 4.23E-03 34.69 420630

41169 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 3 507.94723 1520.8199 -0.048777 -0.42452 -0.49592 92.832 92.832 8.46E-03 38.08 784940
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41170 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 2 761.41721 1520.8199 0.84804 -0.5968 0.22955 92.813 92.813 2.50E-15 105.13 340200

41171 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 3 507.94723 1520.8199 -0.055652 -0.33688 -0.41412 92.83 92.83 6.66E-04 55.42 2024000

41172 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 2 761.41721 1520.8199 0.8641 -0.47496 0.36773 92.808 92.808 2.50E-15 63.08 687830

41173 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 3 507.94723 1520.8199 -0.12352 -0.19366 -0.33978 93.031 93.031 6.66E-04 42.53 4137900

41174 SKFESLVSNLIER Unmodified _SKFESLVSNLIER_ B6UGG5_MAIZE 2 761.41721 1520.8199 0.8183 -0.24824 0.54796 92.998 92.998 2.50E-15 80.67 1619300

41175 SKFWYFLR Unmodified _SKFWYFLR_ B4F9R6_MAIZE 3 382.87468 1145.6022 0.37902 0.080066 0.44802 88.908 88.908 3.02E-01 27.9 211870

41176 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.2343 0.26639 1.4519 39.284 39.284 4.68E-01 14.47 1461100

41177 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.0064903 -0.21906 -0.27228 39.282 39.282 3.32E-02 21.68 992840

41178 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.1173 -0.20957 0.8601 39.122 39.122 6.12E-02 27.62 415740

41179 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.13963 -0.13375 -0.31951 39.11 39.11 1.12E-01 28.58 406720

41180 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.022274 -0.12374 -0.19291 41.669 41.669 3.39E-01 17.97 424420

41181 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.2429 -0.3896 0.80864 41.673 41.673 8.82E-01 7.04 412710

41182 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.1614 -0.058799 1.0566 40.971 40.971 1.82E-02 40.97 710380

41183 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.018927 -0.16022 -0.22467 40.978 40.978 1.12E-01 21.3 416430

41184 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.1324 -0.14116 0.94576 41.545 41.545 1.96E-01 31.08 982240

41185 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.065262 -0.028912 -0.1413 41.54 41.54 3.32E-02 23.94 587210

41186 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 0.0094954 -0.3076 -0.34392 41.35 41.35 3.39E-01 20.59 280880

41187 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.1956 0.11986 1.2687 42.202 42.202 1.96E-01 33.25 1872300

41188 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.10787 -0.24348 -0.39668 42.214 42.214 3.39E-01 21.87 1549900

41189 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 3 339.52935 1015.5662 1.1633 -0.51271 0.60517 39.589 39.589 8.75E-03 44.93 3843300

41190 SKIEAELAR Unmodified _SKIEAELAR_ B6T7L9_MAIZE 2 508.79038 1015.5662 -0.12654 -0.66337 -0.83583 39.584 39.584 7.18E-01 15.08 4331200

41191 SKIETELAR Unmodified _SKIETELAR_ B4FRG1_MAIZE 2 523.79566 1045.5768 -0.12165 -1.1081 -1.264 40.683 40.683 7.18E-01 16.29 901670

41192 SKIETELAR Unmodified _SKIETELAR_ B4FRG1_MAIZE 3 349.53287 1045.5768 1.089 -0.12974 0.92261 40.676 40.676 2.35E-02 37.75 787380

41193 SKIETELAR Unmodified _SKIETELAR_ B4FRG1_MAIZE 3 349.53287 1045.5768 1.0892 -0.12897 0.92385 37.988 37.988 9.63E-01 27.26 1987100

41194 SKIETTLDR Unmodified _SKIETTLDR_ B4FQC6_MAIZE 2 531.79312 1061.5717 0.10178 0.050919 0.13606 36.401 36.401 1.12E-01 27.31 261300

41195 SKIETTLDR Unmodified _SKIETTLDR_ B4FQC6_MAIZE 2 531.79312 1061.5717 -0.032674 0.1459 0.096741 35.845 35.845 3.32E-02 45.31 137000

41196 SKIETTLDR Unmodified _SKIETTLDR_ B4FQC6_MAIZE 2 531.79312 1061.5717 0.10515 -0.00045 0.088251 38.493 38.493 1.01E-02 38.38 167550

41197 SKIETTLDR Unmodified _SKIETTLDR_ B4FQC6_MAIZE 2 531.79312 1061.5717 0.021729 -0.033568 -0.027781 38.336 38.336 3.32E-02 49.59 875690

41198 SKLDAQPELFIHLVPDK Unmodified _SKLDAQPELFIHLVPDK_ B6TB25_MAIZE 3 650.69468 1949.0622 0.49272 0.29879 0.7805 86.89 86.89 5.98E-03 23.4 1102800

41199 SKLDAQPELFIHLVPDK Unmodified _SKLDAQPELFIHLVPDK_ B6TB25_MAIZE 3 650.69468 1949.0622 0.47653 0.50699 0.97258 87.817 87.817 1.27E-10 42.42 459190

41200 SKLDAQPELFIHLVPDK Unmodified _SKLDAQPELFIHLVPDK_ B6TB25_MAIZE 4 488.27283 1949.0622 -0.15538 -0.086633 -0.25249 87.848 87.848 1.00E+00 1.68 152910

41201 SKLDAQPELFIHLVPDK Unmodified _SKLDAQPELFIHLVPDK_ B6TB25_MAIZE 3 650.69468 1949.0622 0.46896 0.25025 0.70898 87.916 87.916 7.64E-09 33.83 729340

41202 SKLDAQPELFIHLVPDK Unmodified _SKLDAQPELFIHLVPDK_ B6TB25_MAIZE 3 650.69468 1949.0622 0.4745 0.12625 0.59094 87.717 87.717 2.02E-06 32.09 1188000

41203 SKLPDIEIDSSMALHTYCFGK Oxidation (M) _SKLPDIEIDSSM(ox)ALHTYCFGK_ B4FQP4_MAIZE 3 810.05562 2427.145 1.0352 0.21564 1.2465 86.961 86.961 3.55E-03 19.93 431840
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41204 SKMSSKFR Oxidation (M) _SKM(ox)SSKFR_ B4FW73_MAIZE 2 493.75803 985.5015 -0.042808 0.16696 0.10178 55.829 55.829 1.65E-01 14.57 3462200

41205 SKPWGSVGAGAWALDAER Acetyl (Protein N-term) _(ac)SKPWGSVGAGAWALDAER_ B6TZD9_MAIZE 2 950.47103 1898.9275 1.2334 -1.2143 0.0093178 93.395 93.395 3.69E-03 45.88 519370

41206 SKSEVEDDEQDGNEDEDE Unmodified _SKSEVEDDEQDGNEDEDE_ B6TFC8_MAIZE 2 1034.8829 2067.7512 1.1698 0.10113 1.2613 38.929 38.929 3.87E-04 51 59947

41207 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 2 566.32205 1130.6295 0.11088 -0.20844 -0.11509 37.398 37.398 1.84E-04 43.96 1807600

41208 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 2 566.32205 1130.6295 0.041089 -0.20036 -0.17676 36.845 36.845 1.62E-03 39.67 136350

41209 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 2 566.32205 1130.6295 0.19699 -0.1997 -0.021058 38.69 38.69 2.81E-03 31.85 92402

41210 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 2 566.32205 1130.6295 0.1525 -0.32419 -0.19017 39.232 39.232 2.81E-03 39.27 230690

41211 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 3 377.88379 1130.6295 0.42721 0.36264 0.77012 41.032 41.032 1.25E-01 22.76 167090

41212 SKTDLQAQLK Unmodified _SKTDLQAQLK_ B6SX73_MAIZE 2 566.32205 1130.6295 0.077946 -0.16007 -0.10031 41.026 41.026 3.43E-01 11 443150

41213 SKYELQEFLKPSLR Unmodified _SKYELQEFLKPSLR_ B6T759_MAIZE 3 579.98932 1736.9461 0.12014 -0.055989 0.037915 77.604 77.604 1.79E-03 36.84 1176500

41214 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 3 332.52594 994.55598 1.0748 -0.12254 0.9269 74.337 74.337 5.45E-01 20.98 174030

41215 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 2 498.28527 994.55598 -0.15682 0.25652 0.075499 74.337 74.337 9.73E-03 59.06 63288

41216 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 3 332.52594 994.55598 1.3156 -0.32689 0.96456 73.039 73.039 2.35E-01 20.93 1031500

41217 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 3 332.52594 994.55598 1.1949 -0.51821 0.65296 72.514 72.514 9.39E-03 39.18 14138000

41218 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 2 498.28527 994.55598 -0.1583 -0.11502 -0.2981 72.512 72.512 3.89E-04 68.32 7017100

41219 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 3 332.52594 994.55598 1.1209 -0.34154 0.75552 74.591 74.591 2.35E-02 36.84 683070

41220 SLADALHLR Unmodified _SLADALHLR_ Q9ST24_MAIZE 2 498.28527 994.55598 -0.14223 -0.092187 -0.25909 74.582 74.582 3.21E-03 39.27 265840

41221 SLADGVQDEVAEIIK Unmodified _SLADGVQDEVAEIIK_ Q94F78_MAIZE 2 793.91723 1585.8199 0.89327 0.010389 0.89381 108.62 108.62 6.53E-30 79.39 1362700

41222 SLADGVQDEVAEIIKEDLWPNPLK Unmodified _SLADGVQDEVAEIIKEDLWPNPLK_ Q94F78_MAIZE 3 893.80071 2678.3803 1.0314 -1.234 -0.21399 130.81 130.81 2.20E-09 53.76 1677800

41223 SLAEGEEVEFSVSEGDDGR Unmodified _SLAEGEEVEFSVSEGDDGR_ B4FNK1_MAIZE 2 1006.44 2010.8654 1.2008 -0.36849 0.82933 77.304 77.304 3.71E-05 30.64 92260

41224 SLAIGQCDVALVIGAR Unmodified _SLAIGQCDVALVIGAR_ B4FAJ4_MAIZE 2 821.95089 1641.8872 1.0605 -0.095352 0.96602 95.794 95.794 1.42E-33 94.3 630110

41225 SLAPFPQGCFYSNALGGLK Unmodified _SLAPFPQGCFYSNALGGLK_ B4FQW0_MAIZE 2 1014.0064 2025.9982 1.1903 -0.30999 0.88184 103.2 103.2 4.44E-10 68.5 185300

41226 SLAPTYEK Unmodified _SLAPTYEK_ B6TMB2_MAIZE 2 454.73983 907.4651 -0.12302 -2.1013 -2.2465 41.439 41.439 1.00E+00 3.42 2457600

41227 SLAPTYEK Unmodified _SLAPTYEK_ B6TMB2_MAIZE 2 454.73983 907.4651 -0.04059 0.28643 0.21644 41.179 41.179 1.00E+00 7.41 3495200

41228 SLAPTYEK Unmodified _SLAPTYEK_ B6TMB2_MAIZE 2 454.73983 907.4651 -0.11518 0.020146 -0.12234 41.799 41.799 1.65E-01 22.66 19092000

41229 SLASQVR Unmodified _SLASQVR_ B4G0N0_MAIZE 2 380.71923 759.4239 0.63978 -0.28819 0.33498 32.784 32.784 4.46E-01 28.2 56452

41230 SLASQVR Unmodified _SLASQVR_ B4G0N0_MAIZE 2 380.71923 759.4239 0.68453 -0.59028 0.078489 31.961 31.961 1.00E+00 6.07 32431

41231 SLAVEWACDR Unmodified _SLAVEWACDR_ B4FFM6_MAIZE 2 603.78223 1205.5499 0.25243 0.31173 0.55827 68.534 68.534 5.76E-06 57.1 735850

41232 SLAVEWACDR Unmodified _SLAVEWACDR_ B4FFM6_MAIZE 2 603.78223 1205.5499 0.3037 0.53667 0.83412 69.507 69.507 1.25E-02 35.49 303970

41233 SLAVEWACDR Unmodified _SLAVEWACDR_ B4FFM6_MAIZE 2 603.78223 1205.5499 -1.8465 69.665 69.665 5.59E-03 43.31

41234 SLAVEWACDR Unmodified _SLAVEWACDR_ B4FFM6_MAIZE 2 603.78223 1205.5499 0.14825 0.051995 0.19453 68.952 68.952 5.76E-06 57.56 5874100

41235 SLCACGDKPIADGSLLDFLR Unmodified _SLCACGDKPIADGSLLDFLR_ Q9SAZ6_MAIZE 3 736.69776 2207.0715 0.75873 -0.37552 0.38668 107.32 107.32 4.23E-09 42.74 1468700

41236 SLCACGDSVIADGTLLDFLR Unmodified _SLCACGDSVIADGTLLDFLR_ CAPP2_MAIZE 2 1092.0272 2182.0398 1.2348 -0.11682 1.1297 122.93 122.93 3.46E-29 95.46 314870

41237 SLCACGDSVIADGTLLDFLR Unmodified _SLCACGDSVIADGTLLDFLR_ CAPP2_MAIZE 2 1092.0272 2182.0398 1.2022 -0.25579 0.95849 123.16 123.16 4.56E-22 75.16 380620
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41238 SLCNIIEGK Unmodified _SLCNIIEGK_ B4G050_MAIZE 2 517.27096 1032.5274 -0.022823 0.34089 0.30128 66.936 66.936 9.73E-03 42.09 2084200

41239 SLCPDLHITR Unmodified _SLCPDLHITR_ B6SUM0_MAIZE 3 404.54489 1210.6128 0.1063 0.066764 0.17503 62.778 62.778 1.26E-02 25.71 981630

41240 SLCPGEWVDR Unmodified _SLCPGEWVDR_ B4FCQ4_MAIZE 2 609.78223 1217.5499 0.24961 0.37894 0.63537 70.09 70.09 1.00E+00 2.19 705690

41241 SLCPGEWVDR Unmodified _SLCPGEWVDR_ B4FCQ4_MAIZE 2 609.78223 1217.5499 0.18607 0.019073 0.21192 69.116 69.116 1.84E-04 54.67 3268000

41242 SLCYLGGETR Unmodified _SLCYLGGETR_ B6SRM6_MAIZE 2 578.27678 1154.539 0.14664 -0.12997 0.013598 57.462 57.462 2.81E-03 46.18 1075300

41243 SLCYLGGETR Unmodified _SLCYLGGETR_ B6SRM6_MAIZE 2 578.27678 1154.539 0.15724 -0.091211 0.064214 56.765 56.765 1.84E-04 50.49 2469600

41244 SLCYLGGETR Unmodified _SLCYLGGETR_ B6SRM6_MAIZE 2 578.27678 1154.539 0.175 0.23138 0.40337 55.972 55.972 4.40E-05 39.3 668490

41245 SLCYLGGETR Unmodified _SLCYLGGETR_ B6SRM6_MAIZE 2 578.27678 1154.539 0.076663 0.20869 0.28276 58.93 58.93 2.81E-03 43.68 489860

41246 SLDALQIFK Unmodified _SLDALQIFK_ Q8W514_MAIZE 2 517.79767 1033.5808 0.03075 -0.08308 -0.069195 91.706 91.706 3.39E-01 14 280170

41247 SLDAVVK Unmodified _SLDAVVK_ B6TTP4_MAIZE 2 366.21853 730.4225 0.65229 0.062982 0.71031 41.166 41.166 4.46E-01 38.86 150870

41248 SLDAVVK Unmodified _SLDAVVK_ B6TTP4_MAIZE 2 366.21853 730.4225 0.90843 -0.040087 0.86156 40.909 40.909 8.04E-02 30.6 238110

41249 SLDAVVK Unmodified _SLDAVVK_ B6TTP4_MAIZE 2 366.21853 730.4225 0.56319 -0.008353 0.54808 44.349 44.349 4.46E-01 19.76 2707900

41250 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 0.054141 -0.00573 0.047413 42.888 42.888 8.04E-02 39.06 6151900

41251 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 -0.073101 0.14247 0.069721 42.292 42.292 8.04E-02 22.68 1742200

41252 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 0.021419 0.2336 0.25415 44.289 44.289 4.49E-02 17.44 2625900

41253 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 -0.025926 -0.004069 -0.029912 45.112 45.112 8.04E-02 16.65 1560700

41254 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 -0.0069037 -0.13391 -0.14104 44.937 44.937 4.49E-02 42.33 13625000

41255 SLDCDLR Unmodified _SLDCDLR_ B4FFP2_MAIZE 2 439.70546 877.39636 -0.027766 -0.001533 -0.030348 45.723 45.723 4.49E-02 44.86 10801000

41256 SLDFGER Unmodified _SLDFGER_ B6TGT0_MAIZE 2 412.20087 822.38718 0.23966 0.76868 0.99839 50.62 50.62 1.86E-01 26.38 10141000

41257 SLDFSNYPYIFMR Oxidation (M) _SLDFSNYPYIFM(ox)R_ B4FJV1_MAIZE 2 834.88997 1667.7654 1.0406 -0.13792 0.89492 104.88 104.88 1.91E-07 46 161570

41258 SLDIERPNYSNLNR Unmodified _SLDIERPNYSNLNR_ TBA3_MAIZE 3 564.28843 1689.8434 0.10683 -0.66823 -0.58874 62.75 62.75 1.00E+00 0.43 1094100

41259 SLDIERPNYSNLNR Unmodified _SLDIERPNYSNLNR_ TBA3_MAIZE 3 564.28843 1689.8434 0.15132 -0.48678 -0.36388 64.504 64.504 2.26E-02 16.14 701110

41260 SLDIERPNYSNLNR Unmodified _SLDIERPNYSNLNR_ TBA3_MAIZE 3 564.28843 1689.8434 0.17437 -0.4733 -0.32733 63.875 63.875 1.00E+00 4.43 457030

41261 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 2 846.4392 1690.8638 1.0408 -0.0551 0.96614 64.749 64.749 2.25E-03 41.84 2405500

41262 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.092691 -0.007195 0.066452 64.749 64.749 1.00E+00 6.47 9319400

41263 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.023897 -0.014096 -0.0096585 66.624 66.624 1.00E+00 8.71 52406

41264 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.053252 -0.29212 -0.25843 65.39 65.39 7.27E-01 5.57 3600900

41265 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 2 846.4392 1690.8638 1.0328 -0.17679 0.8361 65.384 65.384 1.49E-02 27.43 927990

41266 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.083163 -0.15585 -0.091941 66.365 66.365 6.14E-02 19.29 5776400

41267 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 2 846.4392 1690.8638 1.0232 0.038721 1.0417 66.369 66.369 2.25E-03 27.6 1067100

41268 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.098657 0.079424 0.15747 65.789 65.789 1.00E+00 9.25 3485300

41269 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 2 846.4392 1690.8638 1.0377 0.14448 1.1622 65.797 65.797 1.49E-02 30.65 653900

41270 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.058845 0.071403 0.11021 66.039 66.039 1.00E+00 2.37 2224500

41271 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.022618 -0.38567 -0.38153 66.186 66.186 3.01E-06 55.26 29283000
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41272 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 2 846.4392 1690.8638 1.0231 -0.24551 0.758 66.184 66.184 2.25E-03 31.39 5641600

41273 SLDIERPTYTNLNR Unmodified _SLDIERPTYTNLNR_ B6SPX4_MAIZE 3 564.62856 1690.8638 0.068132 0.098738 0.14642 65.381 65.381 1.00E+00 4.75 792200

41274 SLDKADLVALSGAHTVGR Unmodified _SLDKADLVALSGAHTVGR_ B4FHG3_MAIZE 3 603.99876 1808.9745 0.27297 -0.18941 0.081909 68.712 68.712 8.37E-30 63.47 1031100

41275 SLDKADLVALSGAHTVGR Unmodified _SLDKADLVALSGAHTVGR_ B4FHG3_MAIZE 3 603.99876 1808.9745 0.17361 -0.20728 -0.035671 68.644 68.644 4.17E-51 74.09 10487000

41287 SLDSSLATGNLQK Unmodified _SLDSSLATGNLQK_ Q84LS4_MAIZE 2 667.35153 1332.6885 0.52563 0.81264 1.3244 60.365 60.365 1.56E-17 85.94 6635300

41288 SLDTADLVALSGAHTVGR Unmodified _SLDTADLVALSGAHTVGR_ B4FH68_MAIZE 3 594.983 1781.9272 0.17397 0.080071 0.25762 83.621 83.621 1.73E-02 29.99 1732400

41289 SLDTFIPK Unmodified _SLDTFIPK_ B6U9I3_MAIZE 2 460.75802 919.50148 -0.097747 0.64854 0.54566 72.265 72.265 2.92E-02 40.46 5967300

41290 SLDTFIPK Unmodified _SLDTFIPK_ B6U9I3_MAIZE 2 460.75802 919.50148 -0.016034 0.04783 0.028215 49.821 49.821 1.00E+00 3.21 540590

41291 SLDTFIPK Unmodified _SLDTFIPK_ B6U9I3_MAIZE 2 460.75802 919.50148 -0.044404 0.34799 0.29752 71.643 71.643 2.34E-03 43.69 1375800

41292 SLDTFIPK Unmodified _SLDTFIPK_ B6U9I3_MAIZE 2 460.75802 919.50148 -0.1883 0.6283 0.43483 73.551 73.551 7.88E-01 8.6 245710

41293 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 3 535.9351 1604.7835 0.072112 0.085365 0.16004 104.03 104.03 6.81E-01 10.04 669150

41294 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 2 803.39901 1604.7835 1.0906 0.18756 1.2811 104.04 104.04 1.95E-13 70.16 249650

41295 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 2 803.39901 1604.7835 1.0793 1.1169 2.1982 104.77 104.77 6.31E-03 28.14 177290

41296 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 2 803.39901 1604.7835 1.2216 1.1568 2.3805 104.44 104.44 1.49E-02 24.71 105280

41297 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 3 535.9351 1604.7835 0.043936 -0.024326 0.022726 104.98 104.98 1.00E+00 9.21 684510

41298 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 3 535.9351 1604.7835 -0.068012 0.07615 0.010905 104.5 104.5 1.98E-02 19.57 5752500

41299 SLDWSHFITGSLDK Unmodified _SLDWSHFITGSLDK_ B6SSB6_MAIZE 2 803.39901 1604.7835 0.96027 0.21449 1.1776 104.5 104.5 2.00E-19 82.66 2060700

41300 SLEADLKPTEIADLLVAR Unmodified _SLEADLKPTEIADLLVAR_ B6UAD8_MAIZE 3 652.03336 1953.0783 0.53128 0.26291 0.77358 109.91 109.91 2.10E-02 17.77 265800

41301 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 2 463.25872 924.50288 0.015635 0.15741 0.14272 37.3 37.3 9.73E-03 33.94 1082700

41302 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 2 463.25872 924.50288 -0.011502 0.159 0.11577 39.39 39.39 9.73E-03 37.38 405590

41303 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 2 463.25872 924.50288 -0.0056951 -0.64592 -0.68074 38.719 38.719 9.73E-03 45.54 428470

41304 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 2 463.25872 924.50288 -0.078334 0.093418 -0.014634 39.161 39.161 3.21E-03 39.82 1104400

41305 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 3 309.1749 924.50288 0.99405 39.909 39.909 2.38E-01 17.87

41306 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 2 463.25872 924.50288 -0.18902 -0.59749 -0.81642 37.092 37.092 3.13E-03 53.44 34037000

41307 SLEAHLAGK Unmodified _SLEAHLAGK_ B6SLK4_MAIZE 3 309.1749 924.50288 1.2587 0.13264 1.3601 37.103 37.103 1.82E-02 35.11 4746200

41308 SLEDAVVPPAAFINQIAGGLR Unmodified _SLEDAVVPPAAFINQIAGGLR_ B6TJ44_MAIZE 2 1069.5839 2137.1532 1.2384 0.22914 1.4592 124.32 124.32 1.29E-11 48.83 1102900

41309 SLEDAVVPPAAFINQIAGGLR Unmodified _SLEDAVVPPAAFINQIAGGLR_ B6TJ44_MAIZE 3 713.39166 2137.1532 0.71418 0.19124 0.89681 124.31 124.31 9.62E-03 21.81 523390

41310 SLEDGHSDLK Unmodified _SLEDGHSDLK_ B4F917_MAIZE 2 550.76456 1099.5146 0.072048 0.005059 0.067377 36.851 36.851 1.84E-04 40.1 347600

41311 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.41678 0.18158 0.59983 91.902 91.902 6.68E-03 63.02 3021000

41312 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.3758 0.075944 0.45253 92.463 92.463 1.95E-02 37.53 1001900

41313 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.4125 -0.12354 0.29011 92.545 92.545 4.58E-02 34.97 1082300

41314 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.44624 0.000259 0.44857 92.405 92.405 9.50E-02 34.65 562120

41315 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.36946 0.15241 0.52284 92.121 92.121 4.58E-02 29.79 1496900

41316 SLEDHSPLPGITLGDIGGK Unmodified _SLEDHSPLPGITLGDIGGK_ B4F8X3_MAIZE 3 636.00206 1904.9844 0.42079 -0.12156 0.30046 92.549 92.549 1.00E+00 5.73 292840
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41317 SLEEAAAPLVAFLQNPQLVQEFRPDK Unmodified _SLEEAAAPLVAFLQNPQLVQEFRPDK_ B6TRV3_MAIZE 4 728.38945 2909.5287 0.79402 0.033365 0.8141 124.95 124.95 4.52E-01 6.7 526360

41318 SLEEAAAPLVAFLQNPQLVQEFRPDK Unmodified _SLEEAAAPLVAFLQNPQLVQEFRPDK_ B6TRV3_MAIZE 4 728.38945 2909.5287 0.82421 0.016089 0.82752 129.97 129.97 1.00E+00 0.52 368390

41319 SLEEDIAAHVTGDFR Unmodified _SLEEDIAAHVTGDFR_ Q43863_MAIZE 3 553.93728 1658.79 0.025758 0.12786 0.14992 95.69 95.69 1.00E+00 8.81 231190

41320 SLEEDIAAHVTGDFR Unmodified _SLEEDIAAHVTGDFR_ Q43863_MAIZE 3 553.93728 1658.79 0.025705 0.2845 0.30706 95.54 95.54 1.00E+00 1.45 1871500

41321 SLEEDIAAHVTGDFR Unmodified _SLEEDIAAHVTGDFR_ Q43863_MAIZE 2 830.40228 1658.79 1.0511 0.30741 1.3551 95.464 95.464 1.60E-05 49.07 467240

41322 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 0.10519 0.020861 0.12749 86.98 86.98 4.35E-01 15.17 771600

41323 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 -0.015909 -0.090381 -0.1045 87.522 87.522 1.98E-01 18.02 370010

41324 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 0.075453 0.004425 0.082389 87.944 87.944 6.35E-02 19.25 553780

41325 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 2 823.39446 1644.7744 1.0506 -0.11656 0.93677 87.872 87.872 1.26E-03 26.04 175460

41326 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 0.10408 0.040441 0.14646 87.693 87.693 1.00E+00 10.14 763780

41327 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 2 823.39446 1644.7744 1.0469 0.21554 1.2641 87.595 87.595 1.26E-03 37.44 179630

41328 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 0.085675 -0.1069 -0.018571 87.813 87.813 1.00E+00 10.53 675490

41329 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 2 823.39446 1644.7744 0.99308 -0.05855 0.93731 87.57 87.57 2.37E-16 75.84 4107200

41330 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 -0.020261 0.17552 0.15613 87.939 87.939 7.48E-04 36.9 14489000

41331 SLEEDVAAHVTGDFR Unmodified _SLEEDVAAHVTGDFR_ B4FHT1_MAIZE 3 549.2654 1644.7744 0.046937 -0.63897 -0.58938 87.473 87.473 1.00E+00 16.28 438210

41332 SLEEDVAAHVTGDFRK Unmodified _SLEEDVAAHVTGDFRK_ B4FHT1_MAIZE 3 591.96372 1772.8693 0.133 -0.94578 -0.81288 79.961 79.961 1.21E-01 27.05 223360

41333 SLEEDVAAHVTGDFRK Unmodified _SLEEDVAAHVTGDFRK_ B4FHT1_MAIZE 3 591.96372 1772.8693 0.16006 0.18833 0.34543 79.952 79.952 1.90E-03 21.48 6321100

41334 SLEEDVAHR Unmodified _SLEEDVAHR_ B4FSS8_MAIZE 2 528.25944 1054.5043 0.080349 2.1838 2.2405 40.554 40.554 9.73E-03 45.04 600370

41335 SLEEDVAHR Unmodified _SLEEDVAHR_ B4FSS8_MAIZE 3 352.50872 1054.5043 0.92015 0.64962 1.5482 42.896 42.896 2.35E-02 32.73 434840

41336 SLEEDVAHR Unmodified _SLEEDVAHR_ B4FSS8_MAIZE 3 352.50872 1054.5043 0.98629 -0.14402 0.82274 43.379 43.379 9.39E-03 38.54 8812400

41337 SLEEDVAHR Unmodified _SLEEDVAHR_ B4FSS8_MAIZE 2 528.25944 1054.5043 -0.075003 -0.21989 -0.31322 43.399 43.399 3.13E-03 54.79 8314200

41338 SLEELEQVLMLGIEK Oxidation (M) _SLEELEQVLM(ox)LGIEK_ B6TMM7_MAIZE 2 873.96333 1745.9121 1.2475 0.15495 1.3792 122.24 122.24 6.53E-30 89.21 711100

41339 SLEELSAPEFNPIFLK Unmodified _SLEELSAPEFNPIFLK_ B6SW65_MAIZE 2 917.48528 1832.956 1.2725 0.87383 2.1238 110.43 110.43 4.21E-20 69.5 1236800

41340 SLEGILPEIPLWVK Unmodified _SLEGILPEIPLWVK_ B6TBV7_MAIZE 2 797.46617 1592.9178 0.98605 0.085127 1.0541 122.5 122.5 2.25E-03 27.11 335000

41341 SLEGLANR Unmodified _SLEGLANR_ B4FU71_MAIZE 2 430.23524 858.45593 -0.13767 -0.13675 -0.30728 49.269 49.269 2.92E-02 39.52 315090

41342 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.2674 -0.045256 0.2045 54.668 54.668 5.66E-08 69.03 8357800

41343 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.24226 0.18112 0.40608 55.688 55.688 4.48E-03 48.75 64604

41344 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.24607 0.11847 0.34708 54.818 54.818 3.60E-06 59.93 1301000

41345 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.23328 0.18721 0.40274 56.669 56.669 5.66E-08 70.36 2239900

41346 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.21002 -0.27436 -0.080453 57.281 57.281 1.47E-01 17.07 887390

41347 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.12208 -0.073563 0.03149 55.19 55.19 6.35E-09 65.18 14636000

41348 SLEGLQANVQR Unmodified _SLEGLQANVQR_ B6T5F2_MAIZE 2 607.82803 1213.6415 0.27527 0.20729 0.46558 58.087 58.087 3.60E-06 67.45 209680

41349 SLEHLVYAPSDQSNIPDLPNEK Unmodified _SLEHLVYAPSDQSNIPDLPNEK_ B6T9N4_MAIZE 3 822.74309 2465.2074 1.1082 -0.44799 0.64629 82.492 82.492 8.34E-03 20.05 186360

41350 SLELPK Unmodified _SLELPK_ B6TLR9_MAIZE 2 343.7078 685.40104 1.1519 -0.20443 0.90933 51.842 51.842 1.00E+00 3.73 1404600
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41351 SLELPK Unmodified _SLELPK_ B6TLR9_MAIZE 2 343.7078 685.40104 1.1203 0.029097 1.1112 49.399 49.399 5.26E-01 24.9 3368900

41352 SLENLLETNPYIATK Unmodified _SLENLLETNPYIATK_ B4FAP9_MAIZE 2 853.45398 1704.8934 1.0215 -0.33444 0.66104 99.532 99.532 1.12E-07 62.38 188220

41353 SLENLLETNPYIATK Unmodified _SLENLLETNPYIATK_ B4FAP9_MAIZE 2 853.45398 1704.8934 1.0416 0.17546 1.1905 99.603 99.603 2.05E-04 66.93 202630

41354 SLENLLETNPYIATK Unmodified _SLENLLETNPYIATK_ B4FAP9_MAIZE 2 853.45398 1704.8934 1.0714 -0.020676 1.0247 99.492 99.492 1.60E-05 40.96 301410

41355 SLFDLDGR Unmodified _SLFDLDGR_ B4FTE5_MAIZE 2 461.73507 921.4556 0.018784 -0.47224 -0.45291 81.078 81.078 5.06E-02 19.87 234490

41356 SLFDLDGR Unmodified _SLFDLDGR_ B4FTE5_MAIZE 2 461.73507 921.4556 -0.013336 -0.071052 -0.083427 80.745 80.745 3.77E-01 13.43 404200

41357 SLFDLDGR Unmodified _SLFDLDGR_ B4FTE5_MAIZE 3 308.15914 921.4556 -2.8932 37.824 37.824 6.36E-01 14.64

41358 SLFDSVPGTPVQR Unmodified _SLFDSVPGTPVQR_ B4FDJ3_MAIZE 2 701.86989 1401.7252 0.65248 -0.07837 0.58912 79.428 79.428 2.65E-01 24.26 345080

41359 SLFDSVPGTPVQR Unmodified _SLFDSVPGTPVQR_ B4FDJ3_MAIZE 2 701.86989 1401.7252 0.64169 -0.15502 0.50096 80.049 80.049 1.47E-03 29.01 694110

41360 SLFLSK Unmodified _SLFLSK_ B4FR89_MAIZE 2 347.71034 693.40613 1.1471 -0.19325 0.93282 56.695 56.695 1.00E+00 8.58 425090

41361 SLFLSK Unmodified _SLFLSK_ B4FR89_MAIZE 2 347.71034 693.40613 1.0632 0.027238 1.0708 56.019 56.019 1.00E+00 4.31 560410

41362 SLFLSK Unmodified _SLFLSK_ B4FR89_MAIZE 2 347.71034 693.40613 1.0928 -0.31211 0.76169 56.892 56.892 1.00E+00 2.37 1179000

41363 SLFLSK Unmodified _SLFLSK_ B4FR89_MAIZE 2 347.71034 693.40613 1.0121 -0.33462 0.65692 54.844 54.844 2.64E-01 16.84 14101000

41364 SLFQGFR Unmodified _SLFQGFR_ B6TU01_MAIZE 2 427.7296 853.44464 -0.052463 0.34257 0.29329 72.957 72.957 8.04E-02 24.95 157670

41365 SLFQGFR Unmodified _SLFQGFR_ B6TU01_MAIZE 2 427.7296 853.44464 -0.10208 0.34257 0.24456 73.442 73.442 8.04E-02 21.08 2050900

41366 SLFSADAISR Unmodified _SLFSADAISR_ B4FG03_MAIZE 2 533.78001 1065.5455 0.075971 0.48537 0.54259 69.699 69.699 4.40E-02 27.91 3754400

41367 SLFSADAISR Unmodified _SLFSADAISR_ B4FG03_MAIZE 2 533.78001 1065.5455 0.0042234 0.54825 0.53495 70.945 70.945 1.00E+00 11.76 55323

41368 SLFSADAISR Unmodified _SLFSADAISR_ B4FG03_MAIZE 2 533.78001 1065.5455 -0.056482 0.31757 0.24442 70.115 70.115 3.43E-01 16.39 1338900

41369 SLFSADAISR Unmodified _SLFSADAISR_ B4FG03_MAIZE 2 533.78001 1065.5455 0.0086092 0.077624 0.06861 71.045 71.045 4.40E-02 19.96 2684700

41370 SLFVGAAESDPFAAISGAVAAAK Unmodified _SLFVGAAESDPFAAISGAVAAAK_ Q575Z7_MAIZE 2 1075.56 2149.1055 1.2089 0.031625 1.2312 119.77 119.77 5.94E-01 20.28 397460

41371 SLFVGAAESDPFAAISGAVAAAK Unmodified _SLFVGAAESDPFAAISGAVAAAK_ Q575Z7_MAIZE 2 1075.56 2149.1055 1.1855 0.053046 1.2292 120.24 120.24 2.10E-35 103.65 311880

41372 SLFVGAAESDPFAAISGAVAAAK Unmodified _SLFVGAAESDPFAAISGAVAAAK_ Q575Z7_MAIZE 3 717.37579 2149.1055 0.7884 0.10888 0.88835 120.22 120.22 5.43E-02 15.34 100360

41373 SLFVGAAESDPFAAISGAVAAAK Unmodified _SLFVGAAESDPFAAISGAVAAAK_ Q575Z7_MAIZE 2 1075.56 2149.1055 1.2477 -0.26439 0.974 120.81 120.81 1.96E-09 44.2 112590

41374 SLGADEVLDYR Unmodified _SLGADEVLDYR_ B4FJT5_MAIZE 2 619.30659 1236.5986 0.36179 -0.008593 0.34148 74.252 74.252 4.43E-05 34.07 423730

41375 SLGADEVLDYR Unmodified _SLGADEVLDYR_ B4FJT5_MAIZE 2 619.30659 1236.5986 0.3003 0.28145 0.56981 74.113 74.113 3.60E-06 75.65 5373000

41376 SLGALNTHLASNTYLVGHAVTLADIVMTCNLYHGIAR Unmodified _SLGALNTHLASNTYLVGHAVTLADIVMTCNLYHGIAR_ B6TGB2_MAIZE 4 992.51338 3966.0244 1.1374 -0.32376 0.81146 122.21 122.21 3.47E-09 40.55 3050200

41377 SLGCPDVEFSPEDAGR Unmodified _SLGCPDVEFSPEDAGR_ B6SWM0_MAIZE 2 868.38323 1734.7519 1.1385 -0.12102 1.025 74.628 74.628 7.01E-14 65.67 587610

41378 SLGGNPTQAQLR Unmodified _SLGGNPTQAQLR_ B4FNQ8_MAIZE 2 621.33348 1240.6524 0.29647 -2.3929 -2.0998 50.451 50.451 1.11E-04 51.68 2812600

41379 SLGLDIENINK Unmodified _SLGLDIENINK_ B6U0J6_MAIZE 2 608.33261 1214.6507 0.36881 0.25927 0.60034 78.071 78.071 3.57E-04 28.97 430270

41380 SLGLGDQDFSAVYEVVK Unmodified _SLGLGDQDFSAVYEVVK_ B6T4X5_MAIZE 2 913.96217 1825.9098 1.2022 0.96967 2.1758 104.78 104.78 2.72E-05 47.79 373720

41381 SLGLGDQDFSAVYEVVK Unmodified _SLGLGDQDFSAVYEVVK_ B6T4X5_MAIZE 2 913.96217 1825.9098 1.0809 0.13105 1.2173 105.24 105.24 1.54E-12 76.03 1025600

41382 SLGLGNEDGSR Unmodified _SLGLGNEDGSR_ B6TMU3_MAIZE 2 552.76763 1103.5207 -0.016226 1.1611 1.1341 48.035 48.035 4.43E-05 57.32 548760

41383 SLGLLCFR Unmodified _SLGLLCFR_ B4FTL2_MAIZE 2 483.26549 964.51642 -0.046257 0.28175 0.2359 85.924 85.924 5.06E-02 23.06 356150

41384 SLGLQFNPYVTQIEPHDYISK Unmodified _SLGLQFNPYVTQIEPHDYISK_ B4F8Z3_MAIZE 3 817.08479 2448.2325 1.0734 -0.69448 0.3743 98.176 98.176 2.43E-04 27.76 339080
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41385 SLGLQVSSPGYDR Unmodified _SLGLQVSSPGYDR_ B6U7D0_MAIZE 2 689.8517 1377.6888 0.62328 -0.38289 0.24008 64.659 64.659 9.49E-01 19 754330

41386 SLGLQVSSPGYDR Unmodified _SLGLQVSSPGYDR_ B6U7D0_MAIZE 2 689.8517 1377.6888 0.65685 0.039313 0.69553 65.193 65.193 1.47E-03 50.22 300610

41387 SLGLQVSSPGYDR Unmodified _SLGLQVSSPGYDR_ B6U7D0_MAIZE 2 689.8517 1377.6888 0.68756 -0.33111 0.35591 65.688 65.688 2.65E-01 29.08 359440

41388 SLGLQVSSPGYDR Unmodified _SLGLQVSSPGYDR_ B6U7D0_MAIZE 2 689.8517 1377.6888 0.63012 -0.063637 0.56603 65.992 65.992 3.13E-02 27.36 432170

41389 SLGLQVSSPGYDR Unmodified _SLGLQVSSPGYDR_ B6U7D0_MAIZE 2 689.8517 1377.6888 0.58554 -0.32975 0.25495 66.23 66.23 2.50E-15 57.86 6611400

41390 SLGVHITFVR Unmodified _SLGVHITFVR_ B4F9F9_MAIZE 3 376.88899 1127.6451 0.74297 0.080908 0.83449 69.085 69.085 3.83E-02 27.58 597010

41391 SLGVHITFVR Unmodified _SLGVHITFVR_ B4F9F9_MAIZE 3 376.88899 1127.6451 0.52793 0.00718 0.54691 70.089 70.089 1.25E-01 19.02 208170

41392 SLGVHITFVR Unmodified _SLGVHITFVR_ B4F9F9_MAIZE 3 376.88899 1127.6451 0.71657 -0.21494 0.51247 70.419 70.419 5.86E-01 16.5 1310400

41393 SLGVHITFVR Unmodified _SLGVHITFVR_ B4F9F9_MAIZE 3 376.88899 1127.6451 0.76666 -0.55276 0.22633 70.194 70.194 3.83E-02 26.25 214960

41394 SLGVIGLGGLGHMAVK Oxidation (M) _SLGVIGLGGLGHM(ox)AVK_ B4FBW5_MAIZE 3 508.95707 1523.8494 -0.16753 -0.43225 -0.59233 75.023 75.023 7.63E-01 3.35 239650

41395 SLGVIGLGGLGHMAVK Oxidation (M) _SLGVIGLGGLGHM(ox)AVK_ B4FBW5_MAIZE 3 508.95707 1523.8494 -0.11689 0.17465 0.06377 75.062 75.062 1.05E-01 19.41 1944700

41396 SLGYAYVNFNNPLDAAR Unmodified _SLGYAYVNFNNPLDAAR_ B6U4M0_MAIZE 2 942.96558 1883.9166 1.1198 -0.42029 0.6826 97.567 97.567 1.43E-21 65.07 227190

41397 SLGYAYVNFNNPLDAAR Unmodified _SLGYAYVNFNNPLDAAR_ B6U4M0_MAIZE 2 942.96558 1883.9166 1.0882 -0.31633 0.7549 98.142 98.142 2.72E-05 63.89 184730

41398 SLGYAYVNFNNPLDAAR Unmodified _SLGYAYVNFNNPLDAAR_ B6U4M0_MAIZE 2 942.96558 1883.9166 1.1488 0.31406 1.4454 98.193 98.193 1.54E-12 76.77 205080

41399 SLGYAYVNFNNPLDAAR Unmodified _SLGYAYVNFNNPLDAAR_ B6U4M0_MAIZE 2 942.96558 1883.9166 1.2156 -0.59167 0.60812 97.638 97.638 1.54E-12 76.29 336120

41400 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.2418 0.22722 1.4758 103.26 103.26 1.06E-14 71.73 568080

41401 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.2084 0.18028 1.3955 103.77 103.77 8.65E-01 2.87 337510

41402 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.1525 0.2988 1.4585 103.85 103.85 5.48E-24 79.58 729730

41403 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.1809 -0.018066 1.1701 103.83 103.83 1.26E-01 9.79 636640

41404 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.271 -0.050892 1.228 103.31 103.31 1.26E-01 8.51 525140

41405 SLGYTDDDLPLVSFQSVSK Unmodified _SLGYTDDDLPLVSFQSVSK_ Q5GAU1_MAIZE 2 1036.0151 2070.0157 1.1596 -0.026885 1.1403 104.06 104.06 5.36E-73 87.47 4927600

41406 SLGYTEPDPR Unmodified _SLGYTEPDPR_ B4G038_MAIZE 2 567.77493 1133.5353 0.059562 -0.041434 0.010547 52.154 52.154 2.81E-03 23.98 1625100

41407 SLHDALCIVK Unmodified _SLHDALCIVK_ B6TKY3_MAIZE 3 385.87787 1154.6118 0.57452 0.29978 0.86967 62.122 62.122 5.86E-01 13.92 1982000

41408 SLHDALCIVK Unmodified _SLHDALCIVK_ B6TKY3_MAIZE 2 578.31316 1154.6118 0.36478 1.1893 1.548 62.052 62.052 2.81E-03 27.76 1049000

41409 SLHDALCIVK Unmodified _SLHDALCIVK_ B6TKY3_MAIZE 3 385.87787 1154.6118 0.41678 -0.035123 0.37906 63.086 63.086 3.83E-02 22.13 400640

41410 SLHDALCIVK Unmodified _SLHDALCIVK_ B6TKY3_MAIZE 3 385.87787 1154.6118 0.54186 0.30396 0.84053 64.169 64.169 2.94E-01 9.61 709560

41411 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.6437 0.20399 0.84413 50.07 50.07 2.55E-01 20.56 2240900

41412 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.50906 0.695 1.1992 50.569 50.569 1.00E+00 7.37 465680

41413 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.61605 0.74461 1.3557 52.651 52.651 5.31E-01 15.28 879210

41414 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.61257 0.81647 1.4233 51.979 51.979 1.00E+00 10.96 386640

41415 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.50601 0.70785 1.2098 52.712 52.712 1.00E+00 6.62 1336400

41416 SLHDALCVAR Unmodified _SLHDALCVAR_ B4FS49_MAIZE 3 381.1976 1140.571 0.60089 0.51961 1.1161 52.336 52.336 1.00E+00 7.58 815450

41417 SLHDALCVIR Unmodified _SLHDALCVIR_ B4F8V9_MAIZE 3 395.21325 1182.6179 0.42344 -0.33377 0.087623 66.054 66.054 1.00E+00 18.18 839630

41418 SLHDALCVIR Unmodified _SLHDALCVIR_ B4F8V9_MAIZE 2 592.31624 1182.6179 0.30716 0.27252 0.57635 65.913 65.913 2.81E-03 32.58 368630
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41419 SLHDALCVLSQTVNDTR Unmodified _SLHDALCVLSQTVNDTR_ B6T8X5_MAIZE 3 643.65467 1927.9422 0.49495 0.60306 1.1047 100.12 100.12 1.00E+00 1.83 548420

41420 SLHDALCVLSQTVNDTR Unmodified _SLHDALCVLSQTVNDTR_ B6T8X5_MAIZE 3 643.65467 1927.9422 0.46515 0.10306 0.57499 100.82 100.82 1.40E-03 37 605360

41421 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 1.0277 -0.15767 0.84532 43.256 43.256 9.39E-01 13.35 854970

41422 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 0.87405 -0.45253 0.39751 42.956 42.956 9.39E-01 12.92 272110

41423 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 1.0042 -0.36009 0.62012 45.455 45.455 2.55E-01 11.09 677150

41424 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 0.95061 -0.40828 0.51868 44.71 44.71 9.79E-02 26.46 324160

41425 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 0.85431 -0.091181 0.73781 45.512 45.512 2.55E-01 22.27 1046900

41426 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 3 355.8611 1064.5615 0.99369 -0.14414 0.826 45.175 45.175 1.00E+00 4.06 1646900

41427 SLHIDNPAAK Unmodified _SLHIDNPAAK_ B6T8X5_MAIZE 2 533.28801 1064.5615 0.01524 -0.42689 -0.43556 45.185 45.185 4.40E-02 24.35 1024300

41428 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.78606 -0.17869 0.61112 45.438 45.438 3.00E-03 35.04 7561600

41429 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 0.07811 0.13842 0.22016 45.435 45.435 3.60E-06 41.78 3847500

41430 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.61042 0.034094 0.64907 47.545 47.545 9.89E-02 44.53 323430

41431 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 -0.085107 -0.29392 -0.37373 47.508 47.508 1.67E-02 28.47 101840

41432 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.69634 0.040644 0.74004 45.716 45.716 3.47E-02 25.97 3340900

41433 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 0.0078663 0.226 0.23621 45.697 45.697 3.60E-06 52.73 1119800

41434 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.79368 -0.23772 0.55886 47.988 47.988 9.89E-02 32.44 3660000

41435 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 0.065807 0.15118 0.2189 47.987 47.987 1.67E-02 28.99 1536500

41436 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.73684 -0.23343 0.50701 47.327 47.327 2.49E-01 19.98 2852300

41437 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 0.087728 0.11458 0.20606 47.304 47.304 4.96E-02 23.88 1088900

41438 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.69992 0.24784 0.95084 48.14 48.14 2.49E-01 26.81 1369100

41439 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.78578 0.007671 0.79613 47.231 47.231 3.47E-02 31.51 7501900

41440 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 2 551.28801 1100.5615 0.059287 0.013122 0.074701 47.221 47.221 5.66E-08 45.94 3926500

41441 SLHVFAAGGDK Unmodified _SLHVFAAGGDK_ B4G029_MAIZE 3 367.8611 1100.5615 0.88413 0.74527 1.6312 46.062 46.062 1.17E-02 38.2 485700

41442 SLHVFAAGGDKK Unmodified _SLHVFAAGGDKK_ B4G029_MAIZE 3 410.55942 1228.6564 0.31075 -0.3194 -0.012183 36.651 36.651 1.45E-02 27.81 486200

41443 SLHVFAAGGDKK Unmodified _SLHVFAAGGDKK_ B4G029_MAIZE 3 410.55942 1228.6564 0.13002 0.18447 0.31139 36.506 36.506 6.72E-01 4.66 183510

41444 SLHVFAAGGDKK Unmodified _SLHVFAAGGDKK_ B4G029_MAIZE 3 410.55942 1228.6564 0.30696 0.22849 0.53122 38.096 38.096 3.53E-07 34.07 343720

41445 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.83768 0.048607 0.87147 103.59 103.59 1.00E-11 57.24 17715000

41446 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.87431 0.21906 1.0784 104.14 104.14 2.50E-15 74.82 2873800

41447 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.82754 0.67647 1.4887 104.14 104.14 2.61E-08 48.45 3627400

41448 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.83732 0.33126 1.1536 103.64 103.64 1.00E-11 61.31 3528600

41449 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.82494 1.1402 1.9483 104.33 104.33 2.61E-08 51.28 4421200

41450 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.84882 0.036711 0.87025 103.92 103.92 1.00E-11 71.25 9078500

41451 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.75701 -0.26135 0.48094 104.31 104.31 1.56E-17 82.76 11824000

41452 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.75138 -0.74337 -0.0060526 105.26 105.26 1.56E-17 78.88 42852000
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41453 SLIAGEDFQHILR Acetyl (Protein N-term) _(ac)SLIAGEDFQHILR_ B4FUS2_MAIZE 2 770.90955 1539.8045 0.87277 0.81657 1.6742 111.08 111.08 2.50E-15 78.96 262850

41454 SLIAGEDFQHILR Unmodified _SLIAGEDFQHILR_ B4FUS2_MAIZE 3 500.27194 1497.794 -0.12843 -0.24039 -0.38019 87.725 87.725 5.88E-01 12.57 84840

41455 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.6882 -0.14398 0.51719 74.416 74.416 1.00E-11 60.49 2483400

41456 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.67406 -0.42784 0.21915 75.165 75.165 1.47E-03 68.75 853800

41457 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.69084 -0.31765 0.34521 75.711 75.711 1.47E-03 45.01 1179600

41458 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.72636 -0.16324 0.53618 75.331 75.331 1.47E-03 29.15 963470

41459 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.73266 -0.60401 0.10149 75.207 75.207 5.66E-01 1.85 598140

41460 SLIANLSAANCYK Unmodified _SLIANLSAANCYK_ B4FFH8_MAIZE 2 712.86375 1423.7129 0.67193 -0.42678 0.21745 75.46 75.46 4.68E-05 73.76 15157000

41461 SLIANTCCFVNR Unmodified _SLIANTCCFVNR_ B6T9Q7_MAIZE 2 727.84757 1453.6806 0.84228 0.22949 1.0778 70.639 70.639 4.56E-01 31.93 165010

41462 SLIANTCCFVNR Unmodified _SLIANTCCFVNR_ B6T9Q7_MAIZE 2 727.84757 1453.6806 0.81594 -0.021887 0.80026 71.405 71.405 4.56E-01 27.55 293290

41463 SLIANTCCFVNR Unmodified _SLIANTCCFVNR_ B6T9Q7_MAIZE 2 727.84757 1453.6806 0.79187 -0.68391 0.11492 71.157 71.157 7.72E-03 59.65 932200

41464 SLISEGADIIDIGAQSTRPFAK Unmodified _SLISEGADIIDIGAQSTRPFAK_ B6U8D5_MAIZE 3 763.74102 2288.2012 0.90742 0.1092 1.0063 112.7 112.7 2.33E-02 19.29 222770

41465 SLISSAPVMLFMK 2 Oxidation (M) _SLISSAPVM(ox)LFM(ox)K_ B4FSW8_MAIZE 2 728.38293 1454.7513 0.75261 -0.48262 0.26173 90.426 90.426 3.57E-01 12.75 1260600

41466 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.1632 0.17968 1.3387 108.97 108.97 3.46E-29 74.53 4038500

41467 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 3 751.04996 2250.1281 0.93187 0.53966 1.4658 108.96 108.96 1.83E-03 22.66 497590

41468 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.2083 0.031799 1.2363 109.63 109.63 2.77E-53 101.76 3293600

41469 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 3 751.04996 2250.1281 0.82379 0.25223 1.071 109.62 109.62 1.43E-25 57.7 805680

41470 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.1408 0.19958 1.3364 109.75 109.75 3.12E-37 81.97 3361000

41471 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 3 751.04996 2250.1281 0.84712 0.12492 0.96781 109.74 109.74 9.52E-30 60.29 713090

41472 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.1659 0.20855 1.3701 109.83 109.83 3.12E-37 87.22 1893900

41473 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 3 751.04996 2250.1281 0.87273 0.245 1.1136 109.81 109.81 9.52E-30 54.84 427580

41474 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.1927 0.00303 1.1914 109.6 109.6 3.12E-37 99.66 5434900

41475 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 3 751.04996 2250.1281 0.82771 0.26035 1.0841 109.58 109.58 8.84E-15 54.11 1505000

41476 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.2251 0.19858 1.4193 110.28 110.28 9.41E-18 59.59 1092400

41477 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.2428 0.20469 1.443 109.47 109.47 6.57E-12 53.99 339420

41478 SLITSVAQQVDGENPNLYFR Unmodified _SLITSVAQQVDGENPNLYFR_ B4FQP4_MAIZE 2 1126.0713 2250.1281 1.1945 1.0207 2.2098 111.4 111.4 3.79E-06 40.41 162900

41479 SLKPFDLHTIGNSIK Unmodified _SLKPFDLHTIGNSIK_ B6TQ36_MAIZE 4 418.23725 1668.9199 0.1328 -0.034269 0.088315 77.453 77.453 1.98E-01 18.19 7852700

41480 SLKPQLSSEAK Unmodified _SLKPQLSSEAK_ Q5I285_MAIZE 3 396.55919 1186.6558 0.30419 0.082945 0.35551 34.585 34.585 4.33E-02 13.26 87275

41481 SLLACIVR Unmodified _SLLACIVR_ B6UE89_MAIZE 2 466.27331 930.53207 -0.047831 0.10455 0.046965 76.166 76.166 3.48E-02 32.8 558920

41482 SLLACIVR Unmodified _SLLACIVR_ B6UE89_MAIZE 2 466.27331 930.53207 -0.037522 -0.017764 -0.06429 75.831 75.831 1.90E-02 30.88 480630

41483 SLLAGQVLDVPLR Unmodified _SLLAGQVLDVPLR_ B6TRQ2_MAIZE 2 690.9141 1379.8136 0.66932 0.23607 0.90022 93.884 93.884 3.13E-02 32.76 223890

41484 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1652 0.10954 1.2586 120.16 120.16 5.89E-20 54.8 3514100

41485 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1572 0.10318 1.2452 120.61 120.61 4.44E-10 55.09 887380

41486 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1413 0.14157 1.2671 120.84 120.84 5.48E-24 66.06 1513400
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41487 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1511 0.10727 1.2423 121.19 121.19 1.06E-14 51.89 786020

41488 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.2526 0.23437 1.471 120.86 120.86 1.30E-03 27.37 527790

41489 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1849 -0.038272 1.1314 121.66 121.66 5.89E-20 59.83 2442400

41490 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 3 650.06623 1947.1768 0.55017 0.23186 0.76617 121.66 121.66 1.00E+00 2.09 230880

41491 SLLALQGPLAAPTLQLLTK Unmodified _SLLALQGPLAAPTLQLLTK_ B6TQ06_MAIZE 2 974.5957 1947.1768 1.1872 0.10431 1.2759 120.64 120.64 5.89E-20 58.41 6281500

41492 SLLDNGFFGIR Unmodified _SLLDNGFFGIR_ B4FF97_MAIZE 2 619.83004 1237.6455 0.38692 0.25675 0.6432 107.78 107.78 4.96E-02 28.06 120780

41493 SLLDVADNLAR Unmodified _SLLDVADNLAR_ B4FN51_MAIZE 2 593.82495 1185.6354 0.22865 0.001078 0.21175 70.724 70.724 1.00E+00 4.78 823520

41494 SLLDVADNLAR Unmodified _SLLDVADNLAR_ B4FN51_MAIZE 2 593.82495 1185.6354 0.16708 -0.10831 0.041213 95.413 95.413 1.67E-02 36.29 3088700

41495 SLLDVADNLSR Unmodified _SLLDVADNLSR_ B4FPZ7_MAIZE 2 601.82241 1201.6303 0.18673 0.41109 0.58215 90.714 90.714 3.60E-06 41.39 6845100

41503 SLLEIILDEK Unmodified _SLLEIILDEK_ B4FT02_MAIZE 2 586.84228 1171.67 0.24134 0.26267 0.47153 115.38 115.38 1.62E-03 29.88 89186

41504 SLLEIILDEK Unmodified _SLLEIILDEK_ B4FT02_MAIZE 2 586.84228 1171.67 0.33691 0.47579 0.78011 115.44 115.44 1.84E-04 63.17 134200

41505 SLLEIILDEK Unmodified _SLLEIILDEK_ B4FT02_MAIZE 2 586.84228 1171.67 0.24673 0.46109 0.67571 115.22 115.22 1.62E-03 52.39 349620

41506 SLLEIILDEK Unmodified _SLLEIILDEK_ B4FT02_MAIZE 2 586.84228 1171.67 0.27001 0.34665 0.58315 115.7 115.7 1.00E+00 16.63 157750

41507 SLLETSR Unmodified _SLLETSR_ B6TYG2_MAIZE 2 403.22434 804.43413 0.26488 1.207 1.4441 40.231 40.231 1.00E+00 5.44 128270

41508 SLLETSR Unmodified _SLLETSR_ B6TYG2_MAIZE 2 403.22434 804.43413 0.37358 -0.081552 0.26719 42.227 42.227 1.00E+00 5.3 270230

41509 SLLETSR Unmodified _SLLETSR_ B6TYG2_MAIZE 2 403.22434 804.43413 0.28402 -0.32162 -0.062062 43.48 43.48 4.46E-01 20.63 2721500

41510 SLLGGRPFTLK Unmodified _SLLGGRPFTLK_ B6SRM6_MAIZE 2 594.8586 1187.7026 0.29623 0.24428 0.53448 72.118 72.118 1.47E-01 15.22 322570

41511 SLLGGRPFTLK Unmodified _SLLGGRPFTLK_ B6SRM6_MAIZE 3 396.90816 1187.7026 0.39248 -0.098399 0.28943 72.112 72.112 1.00E+00 2.09 803850

41512 SLLHTIQQLQQELTEAR Unmodified _SLLHTIQQLQQELTEAR_ B6UE89_MAIZE 3 670.03224 2007.0749 0.57775 -0.17562 0.38794 119.01 119.01 4.56E-01 26.12 280810

41513 SLLIPFR Unmodified _SLLIPFR_ B4F9J5_MAIZE 2 423.26581 844.51707 0.040603 -0.20283 -0.179 85.996 85.996 1.00E+00 11.98 19363

41514 SLLIPFR Unmodified _SLLIPFR_ B4F9J5_MAIZE 2 423.26581 844.51707 0.098057 0.44852 0.52767 84.311 84.311 1.86E-01 25.36 6373300

41515 SLLKEEVER Unmodified _SLLKEEVER_ PURA_MAIZE 3 368.20827 1101.603 0.81564 -0.00052 0.77997 46.461 46.461 5.45E-01 10.92 243460

41516 SLLKEEVER Unmodified _SLLKEEVER_ PURA_MAIZE 3 368.20827 1101.603 0.79663 0.24891 1.0105 45.712 45.712 8.40E-02 25.57 229980

41517 SLLKEEVER Unmodified _SLLKEEVER_ PURA_MAIZE 3 368.20827 1101.603 0.78543 0.389 1.1394 45.832 45.832 2.35E-02 23.88 2088100

41518 SLLKEEVER Unmodified _SLLKEEVER_ PURA_MAIZE 2 551.80877 1101.603 0.058281 -0.047634 -0.024632 45.823 45.823 3.21E-03 37.66 1097200

41519 SLLLCHALPK Unmodified _SLLLCHALPK_ B6SHU5_MAIZE 3 384.55836 1150.6532 0.58057 0.97101 1.5337 63.468 63.468 1.25E-01 20.35 391080

41520 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.1513 0.1433 1.2951 123.96 123.96 1.22E-73 111.41 3906100

41521 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.2041 0.079101 1.2844 124.37 124.37 8.25E-66 118.17 2105800

41522 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.1487 0.10576 1.2559 124.64 124.64 1.32E-42 96.87 1882900

41523 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.2465 0.47958 1.7267 124.33 124.33 3.12E-37 85.7 583120

41524 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.203 0.063144 1.267 125.12 125.12 6.57E-12 57.13 781770

41525 SLLPFFDSAYQGFASGSLDK Unmodified _SLLPFFDSAYQGFASGSLDK_ B4FUH2_MAIZE 2 1075.5257 2149.0368 1.1954 -0.63714 0.55944 124.46 124.46 4.84E-09 46.88 1607500

41526 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.1222 0.12855 1.2519 120.55 120.55 5.76E-05 34.58 4598600

41527 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.0938 -0.076449 1.0183 121.14 121.14 4.42E-09 48.1 2455600
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41528 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.1086 0.1474 1.257 121.48 121.48 7.49E-12 43.7 2063800

41529 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.1189 0.22273 1.3426 122.25 122.25 8.02E-10 44.62 1073600

41530 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.1953 0.46249 1.6585 122.51 122.51 4.68E-10 59.87 804870

41531 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.1665 0.34865 1.5159 121.34 121.34 7.02E-03 26.94 2190300

41532 SLLPFFDSAYQGFASGSLDKDAQSVR Unmodified _SLLPFFDSAYQGFASGSLDKDAQSVR_ B4FUH2_MAIZE 3 936.1276 2805.361 1.2201 0.86012 2.0802 128.57 128.57 1.89E-06 32 174210

41533 SLLPYAPGSTIFLDGEPK Unmodified _SLLPYAPGSTIFLDGEPK_ B6TTB2_MAIZE 2 953.00384 1903.9931 1.157 -0.034507 1.1161 106.83 106.83 3.54E-16 58.06 341590

41535 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.183 0.027077 1.2168 112.49 112.49 2.17E-02 27.25 2963600

41536 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.1726 -0.001567 1.178 113.19 113.19 3.27E-01 26.09 782760

41537 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.1642 0.36458 1.5351 113.52 113.52 8.53E-01 14.3 789440

41538 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.2102 0.19382 1.4108 114.54 114.54 8.53E-01 6.27 282390

41539 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.3231 0.43535 1.7657 115.22 115.22 1.00E+00 4.7 200650

41540 SLLVWDLTNPVHSTPESGATADYGVPFR Unmodified _SLLVWDLTNPVHSTPESGATADYGVPFR_ B6SJ21_MAIZE 3 1010.505 3028.4931 1.1945 -0.18009 1.0214 113.5 113.5 3.27E-01 28.46 2192200

41541 SLMNFLSNILR Oxidation (M) _SLM(ox)NFLSNILR_ B6SV32_MAIZE 2 662.3581 1322.7017 0.55114 0.33997 0.87042 114.79 114.79 4.96E-02 24.93 538390

41542 SLMNFLSNILR Oxidation (M) _SLM(ox)NFLSNILR_ B6SV32_MAIZE 2 662.3581 1322.7017 0.5096 0.36465 0.85335 115.42 115.42 4.43E-05 44.24 544420

41543 SLMNFLSNILR Oxidation (M) _SLM(ox)NFLSNILR_ B6SV32_MAIZE 2 662.3581 1322.7017 0.52853 0.59042 1.0976 115.45 115.45 4.48E-03 41.3 419470

41544 SLMNFLSNILR Oxidation (M) _SLM(ox)NFLSNILR_ B6SV32_MAIZE 2 662.3581 1322.7017 0.63485 0.74781 1.3603 114.22 114.22 3.57E-04 42.27 428140

41545 SLMNFLSNILR Oxidation (M) _SLM(ox)NFLSNILR_ B6SV32_MAIZE 2 662.3581 1322.7017 0.54308 0.31082 0.83226 115.57 115.57 3.60E-06 75.35 496450

41546 SLMNFLSNILR Unmodified _SLMNFLSNILR_ B6SV32_MAIZE 2 654.36065 1306.7067 0.46758 0.50611 0.94855 124.91 124.91 3.57E-04 71.4 300930

41547 SLMNFLSNILR Unmodified _SLMNFLSNILR_ B6SV32_MAIZE 2 654.36065 1306.7067 0.42421 0.77844 1.1775 125.23 125.23 1.47E-01 20.06 145490

41548 SLMTAIEELELHAIR Oxidation (M) _SLM(ox)TAIEELELHAIR_ Q41743_MAIZE 3 581.30995 1740.908 0.14632 0.30345 0.42182 106.63 106.63 5.05E-03 40.72 338210

41549 SLMTAIEELELHAIR Oxidation (M) _SLM(ox)TAIEELELHAIR_ Q41743_MAIZE 3 581.30995 1740.908 0.12083 0.13113 0.2247 107.89 107.89 1.00E+00 12.84 343550

41550 SLMTAIEELELHAIR Unmodified _SLMTAIEELELHAIR_ Q41743_MAIZE 3 575.97831 1724.9131 0.078445 0.12714 0.17525 117.95 117.95 1.00E+00 5.98 135850

41551 SLNDGDAVEYTVGSGNDGR Unmodified _SLNDGDAVEYTVGSGNDGR_ B6SP06_MAIZE 2 963.42722 1924.8399 1.1969 0.085288 1.2885 65.423 65.423 1.08E-64 117.5 1505200

41552 SLNDGDAVEYTVGSGNDGR Unmodified _SLNDGDAVEYTVGSGNDGR_ B6SP06_MAIZE 2 963.42722 1924.8399 1.1055 -0.08054 1.0315 63.826 63.826 5.57E-58 157.79 1530200

41553 SLNDGDAVEYTVGSGNDGR Unmodified _SLNDGDAVEYTVGSGNDGR_ B6SP06_MAIZE 2 963.42722 1924.8399 1.1235 -0.2012 0.92936 65.898 65.898 2.86E-31 110.33 2431700

41554 SLNFPVVDDWR Unmodified _SLNFPVVDDWR_ B4FRC3_MAIZE 2 674.33823 1346.6619 0.53257 0.65183 1.1913 98.091 98.091 3.57E-04 45.22 809370

41555 SLNLTLR Unmodified _SLNLTLR_ B4FAD4_MAIZE 2 408.75053 815.4865 0.31459 0.019532 0.30811 61.023 61.023 7.83E-01 9.25 2680200

41556 SLNLTLR Unmodified _SLNLTLR_ B4FAD4_MAIZE 2 408.75053 815.4865 0.11977 -0.006346 0.087858 62.863 62.863 1.00E+00 7.16 41609

41557 SLNLTLR Unmodified _SLNLTLR_ B4FAD4_MAIZE 2 408.75053 815.4865 0.23551 -0.11092 0.098747 62.545 62.545 1.86E-01 18.66 1324400

41572 SLPDRDELVAFFTASK Unmodified _SLPDRDELVAFFTASK_ Q9FQB5_MAIZE 2 898.46488 1794.9152 1.1698 -0.073929 1.0914 107.69 107.69 1.48E-07 35.59 167240

41573 SLPDRDELVAFFTASK Unmodified _SLPDRDELVAFFTASK_ Q9FQB5_MAIZE 3 599.31235 1794.9152 0.20583 0.17845 0.37933 107.7 107.7 1.00E+00 6.6 1031000

41574 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.65767 -0.12235 0.51545 126.27 126.27 8.05E-01 10.06 7582.7

41575 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.63113 0.32043 0.93027 113.56 113.56 8.05E-01 5.62 106990

41576 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.66647 0.2912 0.93583 113.28 113.28 1.60E-02 38.71 144230
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41577 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.65245 0.36622 0.99655 114.32 114.32 2.00E-01 9.55 124160

41578 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.63727 0.16395 0.77948 113.03 113.03 6.74E-02 17.62 278610

41579 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.59139 0.24877 0.81821 113.48 113.48 2.05E-12 69.65 1449300

41580 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.59583 0.21494 0.78833 114.64 114.64 1.68E-09 60.28 1489000

41581 SLPLSTLIEMLK Oxidation (M) _SLPLSTLIEM(ox)LK_ B4G1Z4_MAIZE 2 680.89145 1359.7683 0.53341 0.28937 0.8008 114.92 114.92 7.61E-14 59.69 1213100

41582 SLPLSTLIEMLK Unmodified _SLPLSTLIEMLK_ B4G1Z4_MAIZE 2 672.89399 1343.7734 0.55399 0.33933 0.86843 124.74 124.74 1.00E+00 1.28 2703300

41583 SLPLSTLIEMLK Unmodified _SLPLSTLIEMLK_ B4G1Z4_MAIZE 2 672.89399 1343.7734 0.5639 0.22505 0.7646 129.05 129.05 1.00E+00 0.32 273550

41584 SLQDLLPSIINQLGPDNLDNLKK Unmodified _SLQDLLPSIINQLGPDNLDNLKK_ B6SJS7_MAIZE 3 850.13755 2547.3908 1.1001 0.43529 1.5188 129.69 129.69 6.92E-02 14.47 265310

41585 SLQDLLPTIINQLGPDNLENLK Unmodified _SLQDLLPTIINQLGPDNLENLK_ B6TL29_MAIZE 3 816.78299 2447.3272 1.0135 0.22315 1.2213 130.44 130.44 1.59E-04 22.33 132560

41586 SLQDLLPTIINQLGPDNLENLKR Unmodified _SLQDLLPTIINQLGPDNLENLKR_ B6TL29_MAIZE 3 868.8167 2603.4283 1.1044 0.27328 1.361 128.81 128.81 8.99E-06 23.28 223660

41587 SLQDLLPTIINQLGPDNLENLKR Unmodified _SLQDLLPTIINQLGPDNLENLKR_ B6TL29_MAIZE 3 868.8167 2603.4283 1.0384 -0.087944 0.93349 130.09 130.09 5.15E-06 30.66 935760

41588 SLQDLLPTIINQLGPDNLENLKR Unmodified _SLQDLLPTIINQLGPDNLENLKR_ B6TL29_MAIZE 3 868.8167 2603.4283 1.0757 0.074046 1.1331 130.86 130.86 6.00E-05 29.45 191660

41589 SLQKPWYLVLGNHDYR Unmodified _SLQKPWYLVLGNHDYR_ B6TE04_MAIZE 3 663.68289 1988.0268 0.47225 0.18495 0.64651 83.673 83.673 1.88E-24 52.88 2370300

41590 SLQKPWYLVLGNHDYR Unmodified _SLQKPWYLVLGNHDYR_ B6TE04_MAIZE 4 498.01398 1988.0268 -0.11305 -0.2074 -0.33078 83.666 83.666 9.82E-03 18.86 1733800

41591 SLQPLSNKK Unmodified _SLQPLSNKK_ B6T8U0_MAIZE 2 507.80075 1013.5869 0.066492 -0.014352 0.021446 29.43 29.43 1.12E-01 20.59 53254

41592 SLQPLSNKK Unmodified _SLQPLSNKK_ B6T8U0_MAIZE 3 338.86959 1013.5869 1.3365 0.14054 1.4461 29.42 29.42 4.68E-01 11.38 64918

41593 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.81896 -0.13978 0.67016 123.46 123.46 6.15E-07 47.17 1493200

41594 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.78228 0.32809 1.1002 124 124 5.05E-05 62.05 503700

41595 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.82411 0.079992 0.89368 124.46 124.46 5.91E-04 48.31 625850

41596 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.88712 0.13337 1.0106 126.98 126.98 4.20E-02 19.99 135000

41597 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.801 0.15731 0.94867 127.42 127.42 5.05E-05 47.96 2777300

41598 SLQSVGQIIGEVLRPLDNER Unmodified _SLQSVGQIIGEVLRPLDNER_ B4FTV9_MAIZE 3 741.74124 2222.2019 0.8113 0.20752 1.0084 126.33 126.33 1.87E-03 35.41 485250

41599 SLSALQGALR Unmodified _SLSALQGALR_ SUS2_MAIZE 2 508.29837 1014.5822 -0.045316 -0.16903 -0.2382 64.956 64.956 5.45E-09 62.92 4008200

41600 SLSALQGALR Unmodified _SLSALQGALR_ SUS2_MAIZE 2 508.29837 1014.5822 -0.14226 -0.026563 -0.1924 65.945 65.945 5.45E-09 54.32 1557900

41601 SLSALQGALR Unmodified _SLSALQGALR_ SUS2_MAIZE 2 508.29837 1014.5822 -0.043897 0.030836 -0.036981 66.86 66.86 5.45E-09 64.04 1466400

41602 SLSALQGALR Unmodified _SLSALQGALR_ SUS2_MAIZE 2 508.29837 1014.5822 0.0075884 0.055376 0.038245 58.271 58.271 7.11E-01 0.46 316150

41603 SLSALQGALR Unmodified _SLSALQGALR_ SUS2_MAIZE 2 508.29837 1014.5822 -0.067418 0.010037 -0.082881 66.258 66.258 5.45E-09 59.75 3101800

41604 SLSDLGMHK Unmodified _SLSDLGMHK_ Q41743_MAIZE 2 494.25003 986.48552 -0.010378 -2.0816 -2.1001 46.669 46.669 3.39E-01 11.58 384640

41605 SLSDLGMHK Unmodified _SLSDLGMHK_ Q41743_MAIZE 3 329.83578 986.48552 1.3792 0.041131 1.4063 46.669 46.669 1.00E+00 2.22 495070

41606 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 3 465.57691 1393.7089 -0.10346 0.22943 0.10126 46.389 46.389 1.41E-02 20.34 2216500

41607 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 2 697.86173 1393.7089 0.63114 -0.1939 0.41385 46.431 46.431 1.00E-11 67.49 705020

41608 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 3 465.57691 1393.7089 -0.064483 -0.31296 -0.4013 43.701 43.701 1.02E-01 17.22 2235600

41609 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 2 697.86173 1393.7089 0.62768 -0.14291 0.46114 43.702 43.702 2.61E-08 59.86 765940

41610 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 3 465.57691 1393.7089 -0.22047 -0.31845 -0.56188 47.146 47.146 7.68E-03 35.01 3793400
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41611 SLSESDKAPYVAK Unmodified _SLSESDKAPYVAK_ MNB1B_MAIZE 2 697.86173 1393.7089 0.58375 -0.4598 0.10203 47.152 47.152 1.00E-11 67.37 1257000

41612 SLSINEFLKPAEGER Unmodified _SLSINEFLKPAEGER_ B6T4Q3_MAIZE 2 845.44395 1688.8733 1.057 -0.058193 0.97294 86.707 86.707 4.63E-02 57.08 468260

41613 SLSINEFLKPAEGER Unmodified _SLSINEFLKPAEGER_ B6T4Q3_MAIZE 3 563.96506 1688.8733 0.089387 0.43444 0.49705 86.689 86.689 1.00E+00 9.54 3193300

41614 SLSSFVILEAIK Unmodified _SLSSFVILEAIK_ O23887_MAIZE 2 653.88448 1305.7544 0.46196 0.38692 0.82966 106.89 106.89 6.74E-02 20.98 256230

41615 SLSYPLK Unmodified _SLSYPLK_ B6SH83_MAIZE 2 404.23418 806.4538 0.18527 0.18597 0.33981 54.73 54.73 1.86E-01 25.28 4382600

41616 SLTAVFSQFGK Unmodified _SLTAVFSQFGK_ B6U285_MAIZE 2 592.81914 1183.6237 0.12848 0.38008 0.51551 89.31 89.31 4.43E-05 62.33 2380200

41617 SLTDSIGHTR Unmodified _SLTDSIGHTR_ B6TK69_MAIZE 3 362.85612 1085.5465 0.85778 0.061297 0.922 44.535 44.535 9.39E-01 8.9 224410

41618 SLTDSIGHTR Unmodified _SLTDSIGHTR_ B6TK69_MAIZE 3 362.85612 1085.5465 0.77046 0.31313 1.0861 45.384 45.384 9.29E-03 38.94 787800

41619 SLTIFIEDNQSGSDVSK Unmodified _SLTIFIEDNQSGSDVSK_ B4FR02_MAIZE 2 920.45217 1838.8898 1.1045 -0.26432 0.83969 82.895 82.895 3.42E-29 68.07 1095900

41620 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 2 771.38336 1540.7522 0.86388 0.12064 0.97069 74.762 74.762 2.61E-08 59.34 2175200

41621 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 3 514.59133 1540.7522 -0.13929 0.21705 0.062963 75.486 75.486 5.38E-01 15.76 4777400

41622 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 2 771.38336 1540.7522 0.90351 0.54286 1.4319 75.482 75.482 4.68E-05 56.27 1157500

41623 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 3 514.59133 1540.7522 -0.037774 0.13262 0.081257 75.987 75.987 1.00E+00 1.31 5478700

41624 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 2 771.38336 1540.7522 0.89056 0.22867 1.1052 75.993 75.993 2.50E-15 59.76 1028800

41625 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 3 514.59133 1540.7522 -0.072005 0.085499 -0.00062464 75.647 75.647 1.00E+00 6.1 9681100

41626 SLTNDWEEHLAVK Unmodified _SLTNDWEEHLAVK_ B6TB25_MAIZE 2 771.38336 1540.7522 0.86477 1.0922 1.9413 75.658 75.658 1.00E-11 63.93 2941600

41627 SLTTVQGLKK Unmodified _SLTTVQGLKK_ B4FFG3_MAIZE 3 358.88876 1073.6445 0.69882 -0.28324 0.41069 43.604 43.604 3.11E-02 27.71 703020

41628 SLTTVQGLKK Unmodified _SLTTVQGLKK_ B4FFG3_MAIZE 2 537.82951 1073.6445 -0.076968 -0.004748 -0.085381 43.602 43.602 4.40E-02 19.96 700420

41629 SLTVFIEDNQSGSDVSK Unmodified _SLTVFIEDNQSGSDVSK_ B4FT12_MAIZE 2 913.44435 1824.8741 1.0903 0.20722 1.3014 77.493 77.493 4.07E-45 90.91 1392900

41630 SLTVPISSVIHPGYEEVVR Unmodified _SLTVPISSVIHPGYEEVVR_ B4FT54_MAIZE 3 694.71251 2081.1157 0.6149 0.22191 0.83657 88.772 88.772 3.96E-01 10.47 1334300

41631 SLTYCCGR Unmodified _SLTYCCGR_ B6TS22_MAIZE 2 508.71804 1015.4215 -0.0043933 -0.09205 -0.084387 38.448 38.448 1.90E-02 21.97 617430

41632 SLVDDTLR Unmodified _SLVDDTLR_ B6SGM5_MAIZE 2 459.74818 917.48181 0.00266 0.39924 0.40277 59.223 59.223 3.77E-01 13.37 2054300

41633 SLVDDTLR Unmodified _SLVDDTLR_ B6SGM5_MAIZE 2 459.74818 917.48181 -0.12007 -0.046238 -0.16532 59.888 59.888 3.77E-01 10.94 34943

41634 SLVDDTLR Unmodified _SLVDDTLR_ B6SGM5_MAIZE 2 459.74818 917.48181 -0.13498 -0.017268 -0.15171 61.595 61.595 2.92E-02 29.56 5260100

41635 SLVDDTLRK Unmodified _SLVDDTLRK_ B6SGM5_MAIZE 2 523.79566 1045.5768 -0.06034 0.36186 0.29411 53.724 53.724 3.39E-01 14.9 1029200

41636 SLVDDTLRK Unmodified _SLVDDTLRK_ B6SGM5_MAIZE 3 349.53287 1045.5768 1.0985 1.4847 2.5717 53.747 53.747 8.40E-02 29.19 1041200

41637 SLVDLLPDIR Unmodified _SLVDLLPDIR_ B4FLT4_MAIZE 2 570.83479 1139.655 0.11757 0.78758 0.89428 107.77 107.77 1.62E-03 56.5 191440

41638 SLVDVGGGR Unmodified _SLVDVGGGR_ B1P123_MAIZE 2 430.23524 858.45593 0.1819 0.23804 0.43878 47.531 47.531 3.32E-02 26.48 1230800

41639 SLVDVGGGR Unmodified _SLVDVGGGR_ B1P123_MAIZE 2 430.23524 858.45593 0.12769 0.45297 0.60046 49.641 49.641 1.01E-02 26.66 618740

41640 SLVDVGGGR Unmodified _SLVDVGGGR_ B1P123_MAIZE 2 430.23524 858.45593 0.10005 -1.0426 -0.91946 48.915 48.915 3.32E-02 20.73 551940

41641 SLVDVGGGR Unmodified _SLVDVGGGR_ B1P123_MAIZE 2 430.23524 858.45593 0.063971 -0.017473 0.066608 50.403 50.403 9.73E-03 29.89 4263400

41642 SLVEAVADNCPEAFIHIISNPVNSTVPIAAEVLK Unmodified _SLVEAVADNCPEAFIHIISNPVNSTVPIAAEVLK_ B4FG53_MAIZE 3 1206.6343 3616.8811 1.1858 0.084601 1.2638 130.08 130.08 7.52E-03 40.77 1452200

41643 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 2 959.02497 1916.0354 1.219 -0.56979 0.6235 96.668 96.668 3.42E-29 61.17 489080

41644 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 2 959.02497 1916.0354 1.1638 -0.36584 0.77197 97.292 97.292 1.43E-21 54.38 247820
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41645 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 2 959.02497 1916.0354 1.2365 0.061684 1.2713 97.425 97.425 1.24E-09 34.42 332110

41646 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 2 959.02497 1916.0354 1.2094 -0.3791 0.80405 97.416 97.416 3.42E-29 51.1 298100

41647 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 3 639.68574 1916.0354 0.44215 0.17831 0.59412 97.557 97.557 1.01E-03 26.57 1569600

41648 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 3 639.68574 1916.0354 0.41224 0.12368 0.50887 97.861 97.861 1.09E-02 35.17 4916900

41649 SLVEEDKLELATSLIEK Unmodified _SLVEEDKLELATSLIEK_ B4G0K4_MAIZE 2 959.02497 1916.0354 1.217 -0.14145 1.049 97.527 97.527 1.51E-07 30.58 1162000

41650 SLVEKPELLLLHMR Oxidation (M) _SLVEKPELLLLHM(ox)R_ B4FQH0_MAIZE 3 565.32716 1692.9597 0.13999 -0.059631 0.057258 76.441 76.441 6.73E-03 22.44 408410

41651 SLVEKPELLLLHMR Unmodified _SLVEKPELLLLHMR_ B4FQH0_MAIZE 3 559.99553 1676.9647 0.15598 0.19962 0.33073 87.215 87.215 4.40E-03 22.4 332910

41652 SLVFFR Unmodified _SLVFFR_ B4F9D4_MAIZE 2 384.72378 767.43301 0.62359 0.14248 0.76873 76.002 76.002 1.00E+00 16.07 404580

41653 SLVFFR Unmodified _SLVFFR_ B4F9D4_MAIZE 2 384.72378 767.43301 0.45271 0.014782 0.47115 76.872 76.872 1.00E+00 8.65 175400

41654 SLVFFR Unmodified _SLVFFR_ B4F9D4_MAIZE 2 384.72378 767.43301 0.56842 -0.10617 0.46653 77.409 77.409 1.00E+00 9.35 257010

41655 SLVFFR Unmodified _SLVFFR_ B4F9D4_MAIZE 2 384.72378 767.43301 0.52533 -0.33153 0.20025 76.968 76.968 1.00E+00 11.47 213620

41656 SLVFFR Unmodified _SLVFFR_ B4F9D4_MAIZE 2 384.72378 767.43301 0.59655 -0.068186 0.53284 77.156 77.156 5.26E-01 21.14 667360

41664 SLVHGNSFQK Unmodified _SLVHGNSFQK_ B4FXH4_MAIZE 2 558.79345 1115.5724 0.15777 0.26698 0.42341 36.036 36.036 2.81E-03 33.3 292950

41665 SLVHGNSFQK Unmodified _SLVHGNSFQK_ B4FXH4_MAIZE 2 558.79345 1115.5724 0.12837 0.050281 0.1772 37.912 37.912 7.11E-01 17.98 126480

41666 SLVLLK Unmodified _SLVLLK_ B4F8M8_MAIZE 2 336.73636 671.45816 1.2259 0.18046 1.3782 57.789 57.789 2.78E-01 43.96 3637400

41667 SLVLLK Unmodified _SLVLLK_ B4F8M8_MAIZE 2 336.73636 671.45816 1.1118 0.22998 1.3162 58.637 58.637 2.78E-01 43.71 2179600

41668 SLVLLK Unmodified _SLVLLK_ B4F8M8_MAIZE 2 336.73636 671.45816 1.2952 0.019296 1.2892 60.078 60.078 2.64E-01 41.22 4218700

41669 SLVLLK Unmodified _SLVLLK_ B4F8M8_MAIZE 2 336.73636 671.45816 1.1428 -0.04079 1.0754 59.404 59.404 2.78E-01 33.38 6698800

41670 SLVLLK Unmodified _SLVLLK_ B4F8M8_MAIZE 2 336.73636 671.45816 1.0519 0.16735 1.1941 59.849 59.849 2.78E-01 38.45 8831000

41671 SLVLSYNQLTGPIPR Unmodified _SLVLSYNQLTGPIPR_ B6TDD0_MAIZE 2 829.46723 1656.9199 1.0361 0.17126 1.1975 91.569 91.569 1.26E-03 17.81 306460

41678 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.037282 0.075045 0.10299 49.519 49.519 4.48E-03 33.3 10945000

41679 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 -0.085701 0.22299 0.12805 50.337 50.337 3.83E-01 23.69 211960

41680 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 -0.012624 0.045671 0.022744 49.487 49.487 4.48E-03 31.5 2924700

41681 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.061995 0.098752 0.14979 51.696 51.696 1.67E-02 38.81 3066000

41682 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.078108 0.2736 0.34066 50.816 50.816 3.83E-01 26.99 2067500

41683 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.071407 0.32307 0.38474 51.559 51.559 1.00E+00 13.92 757650

41684 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.031999 -0.047539 -0.02545 51.461 51.461 1.67E-02 23.81 5640700

41685 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.083792 0.23171 0.30451 51.933 51.933 1.00E+00 4.31 439850

41686 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.061662 -0.067195 -0.015289 49.643 49.643 1.00E+00 11.04 294750

41687 SLVPPASATPR Unmodified _SLVPPASATPR_ B4G029_MAIZE 2 548.31148 1094.6084 0.0076646 0.15083 0.14951 52.984 52.984 1.47E-01 20.55 182820

41688 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.26706 0.11196 -0.16754 65.915 65.915 1.65E-01 8.18 6925800

41689 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.23496 0.22262 -0.024882 67.243 67.243 3.77E-01 10.24 4369900

41690 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.10796 0.36094 0.23998 78.47 78.47 7.88E-01 15.11 258510

41691 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.054998 0.2372 0.16821 65.541 65.541 1.00E+00 9.68 3188300
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41692 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.049296 0.41703 0.35358 66.803 66.803 1.00E+00 5.06 2158500

41693 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.057329 0.11445 0.1593 66.79 66.79 7.88E-01 10.37 5161100

41694 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.072366 0.18822 0.24736 67.966 67.966 7.88E-01 8.62 2834600

41695 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.027915 0.11981 0.13571 66.17 66.17 7.88E-01 10.94 4770100

41696 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.046281 0.24891 0.28217 67.38 67.38 7.88E-01 9.19 2772500

41697 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.048469 0.36951 0.3078 66.513 66.513 3.77E-01 17.27 4992600

41698 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.017253 0.33493 0.30398 67.657 67.657 3.77E-01 12.83 3483500

41699 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.031398 -0.039521 -0.019423 66.822 66.822 3.77E-01 13.62 8969300

41700 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.038351 -0.11791 -0.090768 68.143 68.143 7.88E-01 8.56 5721100

41701 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.0035212 0.041258 0.024491 67.106 67.106 7.88E-01 4.42 12198000

41702 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.0071374 -2.3656 -2.3653 68.275 68.275 7.88E-01 7.32 9334900

41703 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.062772 0.19803 0.24819 79.007 79.007 1.00E+00 12.76 391630

41704 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.0045259 0.13061 0.11429 65.752 65.752 3.77E-01 15.23 11050000

41705 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 0.0089894 0.20669 0.2028 67.016 67.016 7.88E-01 9.81 8629700

41706 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.17228 0.32605 0.14048 67.827 67.827 3.77E-01 16.25 7357700

41707 SLVPSLPR Unmodified _SLVPSLPR_ B4F976_MAIZE 2 434.76618 867.5178 -0.1547 0.30069 0.13442 69.035 69.035 7.88E-01 11.67 6486300

41708 SLVSSAPVMLFMK 2 Oxidation (M) _SLVSSAPVM(ox)LFM(ox)K_ B4FQ54_MAIZE 2 721.37511 1440.7357 0.7804 0.6516 1.4286 84.44 84.44 3.13E-02 22.31 811150

41709 SLVTISTEVDTK Unmodified _SLVTISTEVDTK_ Q9SPD7_MAIZE 2 646.85083 1291.6871 0.45751 -0.15967 0.30435 67.698 67.698 6.74E-02 21.48 23127

41710 SLVTISTEVDTK Unmodified _SLVTISTEVDTK_ Q9SPD7_MAIZE 2 646.85083 1291.6871 0.48171 0.14669 0.63371 66.982 66.982 4.56E-01 17.5 144710

41711 SLVTISTEVDTK Unmodified _SLVTISTEVDTK_ Q9SPD7_MAIZE 2 646.85083 1291.6871 0.41949 0.12599 0.54985 67.137 67.137 1.98E-03 35.35 479550

41712 SLYALCSQYGR Unmodified _SLYALCSQYGR_ B4FK63_MAIZE 2 659.31643 1316.6183 0.48943 0.82023 1.2966 66.939 66.939 3.60E-06 57.68 1319800

41713 SLYEYEK Unmodified _SLYEYEK_ B6TLS6_MAIZE 2 466.22401 930.43346 -0.20348 0.17076 -0.073516 46.706 46.706 4.46E-01 20.89 535470

41714 SMAGVTPDPELMK 2 Oxidation (M) _SM(ox)AGVTPDPELM(ox)K_ B6UC41_MAIZE 2 704.32835 1406.6422 0.71768 0.064572 0.78071 50.269 50.269 4.68E-05 51.18 347570

41715 SMDDDEVFAYAK Oxidation (M) _SM(ox)DDDEVFAYAK_ B4FQA2_MAIZE 2 703.79266 1405.5708 0.6388 -0.38148 0.25248 68.404 68.404 2.05E-12 64.33 5806300

41716 SMDDDEVFAYAK Oxidation (M) _SM(ox)DDDEVFAYAK_ B4FQA2_MAIZE 2 703.79266 1405.5708 0.65932 0.009496 0.66331 67.055 67.055 2.62E-07 49.13 412220

41717 SMDDDEVFAYAK Unmodified _SMDDDEVFAYAK_ B4FQA2_MAIZE 2 695.7952 1389.5758 0.6109 0.17804 0.78076 75.571 75.571 1.68E-09 65.52 3623900

41718 SMEEVYDTLAEHLLSVLK Oxidation (M) _SM(ox)EEVYDTLAEHLLSVLK_ B4FN69_MAIZE 3 698.35388 2092.0398 0.71269 0.010242 0.70903 130.24 130.24 1.93E-34 56.89 1027800

41719 SMGIGSQLIWDR Unmodified _SMGIGSQLIWDR_ B4FIC0_MAIZE 2 681.84536 1361.6762 0.54613 -0.63601 -0.095015 88.618 88.618 2.00E-01 38.47 668880

41720 SMGIGSQLIWDR Unmodified _SMGIGSQLIWDR_ B4FIC0_MAIZE 2 681.84536 1361.6762 0.65057 -0.3142 0.33098 89.163 89.163 1.00E+00 7.7 178210

41721 SMGIGSQLIWDR Unmodified _SMGIGSQLIWDR_ B4FIC0_MAIZE 2 681.84536 1361.6762 0.57849 -0.40948 0.16329 89.369 89.369 1.68E-09 58 3859500

41722 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.6 -0.69395 -0.094852 81.807 81.807 6.74E-02 23.19 25463

41723 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.61929 -0.25176 0.36488 80.566 80.566 1.60E-02 19.72 170050

41724 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.59834 -0.058384 0.53759 81.01 81.01 2.62E-07 38.16 334770

41725 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.64818 0.045603 0.69088 80.687 80.687 2.62E-07 45.23 330300
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41726 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.70969 0.29421 1.0012 80.357 80.357 1.00E+00 7.2 162520

41727 SMGIGSQLIWDR Oxidation (M) _SM(ox)GIGSQLIWDR_ B4FIC0_MAIZE 2 689.84282 1377.6711 0.59286 -0.31741 0.27306 80.862 80.862 1.68E-09 58.11 4462100

41728 SMGYGEDDLPLVSLQSVSK Oxidation (M) _SM(ox)GYGEDDLPLVSLQSVSK_ B6TBZ8_MAIZE 2 1020.9933 2039.9721 1.206 0.1275 1.3333 94.62 94.62 5.63E-03 28.39 209260

41729 SMGYGEDDLPLVSLQSVSK Oxidation (M) _SM(ox)GYGEDDLPLVSLQSVSK_ B6TBZ8_MAIZE 2 1020.9933 2039.9721 1.2082 -0.037997 1.1696 94.431 94.431 4.44E-10 56.17 257430

41730 SMGYGEDDLPLVSLQSVSK Oxidation (M) _SM(ox)GYGEDDLPLVSLQSVSK_ B6TBZ8_MAIZE 2 1020.9933 2039.9721 1.2227 -0.092681 1.1294 94.601 94.601 1.84E-40 87 1220900

41731 SMGYGEDDLPLVSLQSVSK Unmodified _SMGYGEDDLPLVSLQSVSK_ B6TBZ8_MAIZE 2 1012.9959 2023.9772 1.2446 0.19943 1.4416 99.883 99.883 5.48E-24 78.89 782670

41732 SMIELSR Oxidation (M) _SM(ox)IELSR_ B6UCD0_MAIZE 2 426.2182 850.42185 0.18396 -0.899 -0.74224 42.487 42.487 7.83E-01 15.4 149800

41733 SMIELSR Oxidation (M) _SM(ox)IELSR_ B6UCD0_MAIZE 2 426.2182 850.42185 0.18171 -0.31377 -0.15999 41.801 41.801 7.83E-01 9.25 92233

41734 SMIELSR Oxidation (M) _SM(ox)IELSR_ B6UCD0_MAIZE 2 426.2182 850.42185 0.044437 0.14618 0.16111 42.15 42.15 1.56E-01 22.77 1285300

41735 SMIELSR Oxidation (M) _SM(ox)IELSR_ B6UCD0_MAIZE 2 426.2182 850.42185 0.057666 0.05681 0.085583 42.564 42.564 1.56E-01 32.57 1652100

41736 SMIELSR Unmodified _SMIELSR_ B6UCD0_MAIZE 2 418.22075 834.42694 0.10092 0.83923 0.90473 55.6 55.6 1.86E-01 17.53 1540000

41737 SMLFFDDENR Oxidation (M) _SM(ox)LFFDDENR_ B4FHW6_MAIZE 2 645.27698 1288.5394 0.40702 0.30354 0.70646 73.683 73.683 1.45E-01 15.88 225260

41738 SMLGDLDGLPEEDKMR 2 Oxidation (M) _SM(ox)LGDLDGLPEEDKM(ox)R_ B4FU14_MAIZE 3 613.28173 1836.8234 0.16398 -0.2924 -0.13595 67.179 67.179 4.47E-02 31.96 426520

41739 SMLGSYSSR Oxidation (M) _SM(ox)LGSYSSR_ B4F850_MAIZE 2 502.2293 1002.444 -0.11183 0.16418 0.036597 38.443 38.443 5.10E-01 28.17 363970

41740 SMLGSYSSR Unmodified _SMLGSYSSR_ B4F850_MAIZE 2 494.23184 986.44913 -0.12555 0.31647 0.17194 50.673 50.673 9.73E-03 44.17 3520400

41744 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.47617 0.17329 0.64453 58.281 58.281 2.65E-01 21.28 960790

41745 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.44643 0.16946 0.61069 58.775 58.775 6.20E-03 46.87 1243000

41746 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.44908 0.17406 0.61783 60.31 60.31 4.45E-03 59.39 2088600

41747 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.48632 0.20561 0.68732 59.634 59.634 6.20E-03 42.59 1081500

41748 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.37052 -0.14373 0.22219 60.127 60.127 1.62E-14 72.8 13015000

41749 SMPTSAALDVVAK Oxidation (M) _SM(ox)PTSAALDVVAK_ B4FAE5_MAIZE 2 653.33958 1304.6646 0.49779 -0.12582 0.36687 60.158 60.158 6.20E-03 26.39 559510

41750 SMPTSAALDVVAK Unmodified _SMPTSAALDVVAK_ B4FAE5_MAIZE 2 645.34212 1288.6697 0.41604 -0.018545 0.38894 69.653 69.653 2.65E-01 11.21 641340

41751 SMQFLCGLYPDALGIHSVCLR Oxidation (M) _SM(ox)QFLCGLYPDALGIHSVCLR_ B6TJH8_MAIZE 3 818.39732 2452.1701 1.0475 -0.30641 0.74884 107.63 107.63 5.77E-05 52.16 320320

41752 SMTDALENQVK Oxidation (M) _SM(ox)TDALENQVK_ B6SSE1_MAIZE 2 626.29791 1250.5813 0.28932 -0.16238 0.11554 46.521 46.521 3.57E-04 47.02 61846

41753 SMTDALENQVK Unmodified _SMTDALENQVK_ B6SSE1_MAIZE 2 618.30045 1234.5864 0.26602 0.22792 0.47925 63.577 63.577 4.96E-02 32.77 30588

41754 SMTQHNVGALVVVKPGQNK Oxidation (M) _SM(ox)TQHNVGALVVVKPGQNK_ B4G1D2_MAIZE 4 506.52429 2022.068 -0.15485 -0.236 -0.38599 52.056 52.056 7.64E-06 44.85 1420000

41755 SMTQHNVGALVVVKPGQNK Oxidation (M) _SM(ox)TQHNVGALVVVKPGQNK_ B4G1D2_MAIZE 3 675.02996 2022.068 0.50388 -0.19248 0.31705 52.066 52.066 3.84E-31 52.74 1312900

41756 SMTQHNVGALVVVKPGQNK Unmodified _SMTQHNVGALVVVKPGQNK_ B4G1D2_MAIZE 3 669.69832 2006.0731 0.50105 0.5647 1.0681 57.515 57.515 5.94E-09 34.21 333750

41757 SMVASQETEGAEK Unmodified _SMVASQETEGAEK_ B6TIU3_MAIZE 2 683.81138 1365.6082 0.69486 -0.42319 0.25415 35.586 35.586 1.56E-17 64.43 107210

41758 SMVASQETEGAEK Unmodified _SMVASQETEGAEK_ B6TIU3_MAIZE 2 683.81138 1365.6082 0.65927 -0.071736 0.57002 37.339 37.339 1.56E-17 69.3 156030

41759 SMVASQETEGAEK Oxidation (M) _SM(ox)VASQETEGAEK_ B6TIU3_MAIZE 2 691.80884 1381.6031 0.81968 -0.14037 0.66427 27.946 27.946 4.68E-05 42.43 12506

41760 SMVLVDR Oxidation (M) _SM(ox)VLVDR_ B4F850_MAIZE 2 418.22075 834.42694 0.17932 -0.35485 -0.17168 38.022 38.022 5.90E-01 25.5 329540

41761 SMVLVDR Oxidation (M) _SM(ox)VLVDR_ B4F850_MAIZE 2 418.22075 834.42694 0.14602 0.67579 0.8222 38.505 38.505 7.83E-02 30.43 365660

41762 SNAILHAGTVLPIK Unmodified _SNAILHAGTVLPIK_ B6TN36_MAIZE 3 478.62068 1432.8402 -0.08953 -0.007785 -0.11141 70.236 70.236 5.17E-02 26.49 2226400
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41763 SNAILHAGTVLPIK Unmodified _SNAILHAGTVLPIK_ B6TN36_MAIZE 2 717.42738 1432.8402 0.67647 -0.39443 0.26857 70.235 70.235 1.95E-13 59.95 546950

41764 SNAKDIGFIK Unmodified _SNAKDIGFIK_ B6T147_MAIZE 2 546.80603 1091.5975 -0.030312 -0.046855 -0.096611 48.42 48.42 1.45E-01 22.16 48575

41765 SNAKDIGFIK Unmodified _SNAKDIGFIK_ B6T147_MAIZE 3 364.87311 1091.5975 0.68236 0.031928 0.69489 48.418 48.418 9.29E-03 30.62 44211

41766 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.53527 -0.013536 0.49294 67.028 67.028 2.62E-07 65.55 1436300

41767 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 3 444.90503 1331.6933 0.037859 -0.011283 -0.0021863 67.028 67.028 9.42E-03 31.26 2348300

41768 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.61546 -0.020981 0.56583 68.311 68.311 1.68E-09 53.02 391350

41769 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.60738 0.30983 0.8882 68.413 68.413 2.62E-07 62.33 314770

41770 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.58605 -0.15393 0.40307 68.516 68.516 1.68E-09 56.91 399100

41771 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.54572 0.13131 0.64783 67.77 67.77 2.05E-12 62.05 741660

41772 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 3 444.90503 1331.6933 -0.18655 0.18534 -0.031269 69.85 69.85 1.13E-05 44.86 5318800

41773 SNALDKVESEIK Unmodified _SNALDKVESEIK_ B6TBW2_MAIZE 2 666.85391 1331.6933 0.44778 -0.19839 0.22163 69.848 69.848 1.68E-09 68.75 2037600

41774 SNASSGMGVAPNIR Oxidation (M) _SNASSGM(ox)GVAPNIR_ B4FTP0_MAIZE 2 688.83298 1375.6514 0.58824 0.16189 0.7395 44.878 44.878 6.31E-03 52.06 360210

41775 SNAYCDASNR Unmodified _SNAYCDASNR_ B4FTS6_MAIZE 2 579.23564 1156.4567 0.33645 -0.6737 -0.35349 27.235 27.235 7.11E-01 24.62 4632.5

41776 SNAYCDASNR Unmodified _SNAYCDASNR_ B4FTS6_MAIZE 2 579.23564 1156.4567 0.19758 0.24677 0.42734 26.476 26.476 4.40E-02 25.32 182270

41777 SNAYCDPTK Unmodified _SNAYCDPTK_ CHIB_MAIZE 2 528.22675 1054.439 0.06806 -0.025327 0.038198 30.573 30.573 1.12E-01 23.28 50499

41778 SNAYCDPTKR Unmodified _SNAYCDPTKR_ CHIB_MAIZE 3 404.52063 1210.5401 0.45011 0.060716 0.50087 31.044 31.044 1.00E+00 15.95 18961

41779 SNAYCDPTKR Unmodified _SNAYCDPTKR_ CHIB_MAIZE 3 404.52063 1210.5401 0.4399 -0.19964 0.23148 30.071 30.071 5.86E-01 22.07 158230

41780 SNAYCDPTKR Unmodified _SNAYCDPTKR_ CHIB_MAIZE 2 606.27731 1210.5401 0.31083 0.48187 0.78141 30.068 30.068 2.81E-03 51.83 94667

41781 SNEAEAFETAK Unmodified _SNEAEAFETAK_ B4FPA1_MAIZE 2 598.77512 1195.5357 0.17711 -0.29937 -0.15276 49.34 49.34 3.57E-04 52.14 1109500

41782 SNEAEAVETAK Unmodified _SNEAEAVETAK_ B6T1X2_MAIZE 2 574.77512 1147.5357 0.10641 -0.13228 -0.057649 37.174 37.174 6.35E-09 68.79 357920

41783 SNEIPPPDFTLPGVTIPPPLPDHVEAGK Unmodified _SNEIPPPDFTLPGVTIPPPLPDHVEAGK_ B4FSZ7_MAIZE 3 978.84643 2933.5175 1.2462 0.22933 1.4797 108.95 108.95 1.94E-02 19.02 329590

41784 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.064138 -0.1601 -0.24564 63.467 63.467 3.21E-03 62.8 6662800

41785 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.2145 0.11072 -0.12386 65.228 65.228 9.73E-03 45.32 138830

41786 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.1595 -0.092771 -0.27219 64.403 64.403 1.01E-02 46.21 781060

41787 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.040845 -0.19928 -0.26146 65.408 65.408 1.01E-02 39.94 965290

41788 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.038673 -0.21686 -0.27596 64.793 64.793 3.21E-03 44.73 831720

41789 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.075526 0.050322 -0.045943 65.106 65.106 1.01E-02 55.2 881690

41790 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.047835 -0.48506 -0.55284 65.104 65.104 3.39E-01 23.36 1183700

41791 SNFNAVILK Unmodified _SNFNAVILK_ B6SJC8_MAIZE 2 503.29002 1004.5655 -0.17256 0.068482 -0.12446 66.706 66.706 3.21E-03 60.13 3320700

41792 SNFNQILEYVK Unmodified _SNFNQILEYVK_ B4FI64_MAIZE 2 677.85371 1353.6929 0.58541 0.42348 0.98921 92.11 92.11 3.57E-04 65.52 293230

41793 SNFPTVTIADIDR Unmodified _SNFPTVTIADIDR_ B4FQ71_MAIZE 2 724.87263 1447.7307 0.78188 0.022856 0.8082 87.281 87.281 1.15E-02 19.66 274740

41794 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 2 840.44616 1678.8778 1.0234 0.50298 1.5041 124.85 124.85 1.82E-38 103.54 3521000

41795 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 3 560.6332 1678.8778 0.13358 0.30582 0.41725 124.85 124.85 1.00E+00 0.72 1009000

41796 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 2 840.44616 1678.8778 1.0062 0.14151 1.126 125.33 125.33 1.42E-33 113.73 1346800
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41797 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 2 840.44616 1678.8778 0.94925 0.17685 1.1047 125.66 125.66 1.82E-38 113.61 890260

41798 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 2 840.44616 1678.8778 1.0738 0.17813 1.2299 126.62 126.62 7.73E-25 99.96 146070

41799 SNFSSLLATVEAELAK Unmodified _SNFSSLLATVEAELAK_ Q6RW10_MAIZE 2 840.44616 1678.8778 1.0886 0.24773 1.3151 126.87 126.87 1.42E-33 100.97 487950

41800 SNFSVVDGPASSAAGNPDEIAK Unmodified _SNFSVVDGPASSAAGNPDEIAK_ B4FQM2_MAIZE 2 1067.0084 2132.0022 1.1983 -0.15553 1.0382 71.716 71.716 4.59E-36 98 876650

41801 SNFSVVDGPASSAAGNPDEIAK Unmodified _SNFSVVDGPASSAAGNPDEIAK_ B4FQM2_MAIZE 2 1067.0084 2132.0022 1.2097 -0.015537 1.189 71.982 71.982 4.20E-18 62.78 383750

41802 SNFSVVDGPASSAAGNPDEIAK Unmodified _SNFSVVDGPASSAAGNPDEIAK_ B4FQM2_MAIZE 2 1067.0084 2132.0022 1.1579 -0.025579 1.128 72.733 72.733 2.03E-55 91.62 804560

41803 SNFSVVDGPASSAAGNPDEIAK Unmodified _SNFSVVDGPASSAAGNPDEIAK_ B4FQM2_MAIZE 2 1067.0084 2132.0022 1.1967 0.10086 1.2925 72.286 72.286 6.50E-45 117.24 331850

41804 SNFSVVDGPASSAAGNPDEIAK Unmodified _SNFSVVDGPASSAAGNPDEIAK_ B4FQM2_MAIZE 2 1067.0084 2132.0022 1.2053 -0.12457 1.0767 72.259 72.259 9.69E-63 96.08 3003300

41805 SNGIQNVLALR Unmodified _SNGIQNVLALR_ MTHR1_MAIZE 2 592.84094 1183.6673 0.23064 0.22987 0.44091 77.049 77.049 4.43E-05 56.19 1631200

41806 SNGIQNVLALR Unmodified _SNGIQNVLALR_ MTHR1_MAIZE 2 592.84094 1183.6673 0.22855 0.2664 0.47457 78.349 78.349 1.67E-02 52.78 914260

41807 SNGIQNVLALR Unmodified _SNGIQNVLALR_ MTHR1_MAIZE 2 592.84094 1183.6673 0.14789 0.30712 0.43436 77.772 77.772 4.43E-05 55.44 3464300

41808 SNGQMLAINEIFER Oxidation (M) _SNGQM(ox)LAINEIFER_ B6SX76_MAIZE 2 819.40123 1636.7879 0.96451 0.12669 1.0708 90.881 90.881 6.31E-03 25.51 494310

41809 SNGQMLAINEIFER Unmodified _SNGQMLAINEIFER_ B6SX76_MAIZE 2 811.40377 1620.793 1.0632 1.845 2.8826 100.53 100.53 3.51E-02 31.48 60741

41810 SNGQVLAINEIFER Unmodified _SNGQVLAINEIFER_ B4F9R6_MAIZE 2 795.41774 1588.8209 0.94264 -0.29804 0.62742 96.184 96.184 2.00E-19 92.76 493700

41811 SNGQVLAINEIFER Unmodified _SNGQVLAINEIFER_ B4F9R6_MAIZE 2 795.41774 1588.8209 0.88752 -0.048153 0.82112 97.939 97.939 1.95E-13 98.77 421440

41812 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.76732 0.28218 1.0356 120.67 120.67 3.56E-04 52.95 2643700

41813 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.76356 0.16588 0.91588 121.11 121.11 3.56E-04 37.06 614370

41814 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.77151 0.24214 1.0006 121.26 121.26 7.64E-09 46.59 595570

41815 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.80103 0.23269 1.0204 121.35 121.35 2.25E-03 35.72 414480

41816 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.82071 0.45932 1.2661 120.92 120.92 1.29E-01 21.96 324980

41817 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.83989 0.22849 1.0545 121.8 121.8 3.51E-02 21.17 240510

41818 SNIVGLPVSLLLLK Unmodified _SNIVGLPVSLLLLK_ B4FH88_MAIZE 2 733.47125 1464.928 0.74574 0.20137 0.93335 120.98 120.98 1.95E-13 60.13 2176700

41819 SNIVGTPAALLLQK Unmodified _SNIVGTPAALLLQK_ B6SJR7_MAIZE 2 712.92721 1423.8399 0.76927 -0.012914 0.74178 88.523 88.523 1.49E-02 26.56 196580

41820 SNIVGTPAALLLQK Unmodified _SNIVGTPAALLLQK_ B6SJR7_MAIZE 2 712.92721 1423.8399 0.69141 0.28542 0.96165 88.432 88.432 1.49E-02 25.53 1089600

41821 SNLCDLLGADPSVVNLK Unmodified _SNLCDLLGADPSVVNLK_ B6TL41_MAIZE 2 907.96947 1813.9244 1.0987 -0.070431 1.0273 103.89 103.89 1.54E-12 49.59 206470

41822 SNLDIFSGR Unmodified _SNLDIFSGR_ B6T9W1_MAIZE 2 504.75908 1007.5036 -0.20945 0.30315 0.085828 72.457 72.457 3.21E-03 46.95 284540

41823 SNLDIFSGR Unmodified _SNLDIFSGR_ B6T9W1_MAIZE 2 504.75908 1007.5036 -0.13502 -0.34241 -0.48461 72.466 72.466 9.73E-03 38.1 933150

41824 SNLDIFSGR Unmodified _SNLDIFSGR_ B6T9W1_MAIZE 2 504.75908 1007.5036 -0.072339 0.85188 0.76983 71.667 71.667 9.73E-03 37.8 2232100

41825 SNLDIFSGR Unmodified _SNLDIFSGR_ B6T9W1_MAIZE 2 504.75908 1007.5036 -0.24771 -0.076901 -0.33223 73.467 73.467 9.73E-03 50.91 18176000

41826 SNLELESIK Unmodified _SNLELESIK_ B4FSV5_MAIZE 2 516.78222 1031.5499 -0.054287 60.168 60.168 1.88E-01 31.79

41827 SNLELESIKEK Unmodified _SNLELESIKEK_ B4FSV5_MAIZE 2 645.351 1288.6874 0.42574 -0.11907 0.26539 52.783 52.783 3.57E-04 62.99 2263900

41828 SNLELESIKEK Unmodified _SNLELESIKEK_ B4FSV5_MAIZE 2 645.351 1288.6874 0.37951 -0.063506 0.27414 54.697 54.697 4.48E-03 37.48 92524

41829 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.30962 0.30813 0.59456 75.282 75.282 1.00E+00 0.48 2067500

41830 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.17279 0.043082 0.19413 77.629 77.629 3.43E-01 23.75 308450
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41831 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.25678 -0.061341 0.1734 76.146 76.146 3.43E-01 23.15 242300

41832 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.33033 0.19809 0.50598 76.299 76.299 4.40E-02 15 515820

41833 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.32655 -0.12612 0.17787 76.142 76.142 1.45E-01 23.41 630350

41834 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.43583 0.63059 1.0433 76.385 76.385 4.40E-02 30.62 1257200

41835 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.28885 1.0999 1.3641 76.185 76.185 1.45E-01 29.66 1736000

41836 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.23193 0.16412 0.37372 76.075 76.075 3.43E-01 24.98 2222900

41837 SNLHPWIYEA Unmodified _SNLHPWIYEA_ B6TG38_MAIZE 2 615.30111 1228.5877 0.18382 0.21348 0.37482 77.633 77.633 4.40E-02 25.59 34114000

41838 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.20549 -0.70806 -0.92098 41.865 41.865 7.18E-01 23.67 22206

41839 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.056686 -0.19639 -0.26365 43.845 43.845 3.39E-01 27.78 408960

41840 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.023944 -0.23463 -0.26872 43.136 43.136 3.39E-01 18.37 214550

41841 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.10195 0.49928 0.38565 43.938 43.938 3.32E-02 37.07 996970

41842 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.053671 -0.18413 -0.24766 43.773 43.773 3.32E-02 48.34 807710

41843 SNLSDDGLR Unmodified _SNLSDDGLR_ B6TSB3_MAIZE 2 488.73835 975.46214 -0.18838 -0.17675 -0.37558 45.222 45.222 7.18E-01 19.18 63001

41844 SNLVGMGIIPLCFK Oxidation (M) _SNLVGM(ox)GIIPLCFK_ B4FIT6_MAIZE 2 782.91493 1563.8153 0.9467 -0.19335 0.75658 99 99 2.96E-06 42.11 1007400

41845 SNLVGMGIIPLCFK Oxidation (M) _SNLVGM(ox)GIIPLCFK_ B4FIT6_MAIZE 2 782.91493 1563.8153 0.90362 -0.4743 0.43395 99.682 99.682 2.96E-06 48.98 1261300

41846 SNLVGMGIIPLCFK Oxidation (M) _SNLVGM(ox)GIIPLCFK_ B4FIT6_MAIZE 2 782.91493 1563.8153 0.89415 -0.4563 0.44203 99.613 99.613 2.96E-06 51.68 1654900

41847 SNLVGMGIIPLCFK Oxidation (M) _SNLVGM(ox)GIIPLCFK_ B4FIT6_MAIZE 2 782.91493 1563.8153 0.86101 -0.63938 0.22545 99.523 99.523 6.95E-06 41.72 5403700

41848 SNLVGMGIIPLCFK Unmodified _SNLVGMGIIPLCFK_ B4FIT6_MAIZE 2 774.91747 1547.8204 0.89602 -0.29324 0.604 109.63 109.63 7.64E-09 40.77 2387700

41849 SNLVGMGIIPLCFK Unmodified _SNLVGMGIIPLCFK_ B4FIT6_MAIZE 2 774.91747 1547.8204 0.89084 0.271 1.1619 110.28 110.28 1.95E-13 54.51 786410

41850 SNNELDQTK Unmodified _SNNELDQTK_ B6UIE1_MAIZE 2 524.74891 1047.4833 -0.029246 -0.094021 -0.14418 25.432 25.432 1.12E-01 44.3 136580

41851 SNNIDVFLVSGGFR Unmodified _SNNIDVFLVSGGFR_ B6SU38_MAIZE 2 762.8939 1523.7732 0.83685 0.1375 0.98202 99.824 99.824 2.09E-30 89.63 681240

41852 SNPDIFYTNR Unmodified _SNPDIFYTNR_ AMYB_MAIZE 2 613.79365 1225.5728 0.23091 60.889 60.889 5.27E-04 40.71

41853 SNPDIFYTNR Unmodified _SNPDIFYTNR_ AMYB_MAIZE 2 613.79365 1225.5728 0.3367 0.21824 0.54397 62.309 62.309 4.40E-02 29.28 269250

41854 SNPDIFYTNR Unmodified _SNPDIFYTNR_ AMYB_MAIZE 2 613.79365 1225.5728 0.30862 -0.11139 0.18761 62.315 62.315 2.81E-03 45.1 1913300

41855 SNPGEVVKPDSFK Unmodified _SNPGEVVKPDSFK_ B6TJQ8_MAIZE 3 468.57702 1402.7092 -0.062601 0.3199 0.25547 51.448 51.448 1.00E+00 2.14 2250800

41856 SNPGEVVKPDSFK Unmodified _SNPGEVVKPDSFK_ B6TJQ8_MAIZE 2 702.3619 1402.7092 0.72019 0.12314 0.8426 51.451 51.451 3.13E-02 46.88 725110

41857 SNQPLTDDHCQYFLYQLLR Unmodified _SNQPLTDDHCQYFLYQLLR_ B6T484_MAIZE 3 804.38647 2410.1376 0.97103 -0.060758 0.90892 106.82 106.82 5.27E-03 22.4 1193500

41858 SNQYETTSLIQIEGVNTK Unmodified _SNQYETTSLIQIEGVNTK_ B6T8S6_MAIZE 2 1013.0104 2024.0062 1.2432 0.24004 1.4735 82.225 82.225 8.00E-45 85.42 463760

41859 SNQYETTSLVQIEGVNTK Unmodified _SNQYETTSLVQIEGVNTK_ B4G0R0_MAIZE 2 1006.0026 2009.9906 1.2113 0.004663 1.2109 77.057 77.057 1.77E-34 85.1 1341500

41860 SNQYETTSLVQIEGVNTK Unmodified _SNQYETTSLVQIEGVNTK_ B4G0R0_MAIZE 2 1006.0026 2009.9906 1.2569 0.59294 1.8452 78.163 78.163 1.59E-01 26.04 16505

41861 SNQYETTSLVQIEGVNTK Unmodified _SNQYETTSLVQIEGVNTK_ B4G0R0_MAIZE 2 1006.0026 2009.9906 1.1421 0.11284 1.2506 78.927 78.927 1.77E-34 76.72 498360

41862 SNSASGMAVCDECK Acetyl (Protein N-term),Oxidation (M) _(ac)SNSASGM(ox)AVCDECK_ B6T304_MAIZE 2 787.29999 1572.5854 0.87567 -0.15532 0.72164 39.483 39.483 2.25E-03 54.62 101640

41863 SNSASGMAVCDECK Acetyl (Protein N-term),Oxidation (M) _(ac)SNSASGM(ox)AVCDECK_ B6T304_MAIZE 2 787.29999 1572.5854 0.88402 -0.91221 -0.026102 43.517 43.517 2.00E-19 99.28 3004500

41864 SNSASGMAVCDECK Acetyl (Protein N-term) _(ac)SNSASGMAVCDECK_ B6T304_MAIZE 2 779.30254 1556.5905 0.85271 -0.27849 0.57259 54.234 54.234 2.09E-30 118.2 1151200
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41865 SNSGFLPALLPDQVR Unmodified _SNSGFLPALLPDQVR_ B4F8L1_MAIZE 2 807.43593 1612.8573 0.99246 0.050187 1.0386 98.555 98.555 6.37E-03 42.07 354090

41866 SNSLFPYELLEILR Unmodified _SNSLFPYELLEILR_ B4FV48_MAIZE 2 847.46161 1692.9087 1.1148 -0.96685 0.12367 130.14 130.14 2.96E-06 35.76 320170

41867 SNSVSTTGNENLR Unmodified _SNSVSTTGNENLR_ B6U1B5_MAIZE 2 689.83149 1377.6484 0.67122 -0.70302 -0.040939 35.89 35.89 4.68E-05 60.13 229950

41868 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0616 0.14381 1.1908 59.44 59.44 4.21E-20 71.77 1191800

41869 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0872 -0.28041 0.79258 60.477 60.477 2.16E-02 30.84 15068

41870 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0349 0.2112 1.2312 59.728 59.728 1.82E-38 94.1 428480

41871 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0195 -0.028652 0.97676 61.218 61.218 4.21E-20 116.53 508210

41872 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0073 0.17039 1.1631 60.569 60.569 7.73E-25 107.7 453010

41873 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.1056 0.27069 1.3613 60.968 60.968 4.21E-20 81.42 277900

41874 SNVEYIAGGATQNSIR Unmodified _SNVEYIAGGATQNSIR_ B4FFH8_MAIZE 2 840.42101 1678.8275 1.0253 0.048053 1.0585 61.47 61.47 1.82E-38 94.22 7064000

41875 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.27112 -0.13509 0.14287 46.368 46.368 4.43E-05 49.3 1912000

41876 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.22088 0.052667 0.2816 46.443 46.443 3.57E-04 37.07 617130

41877 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.28065 0.004317 0.29316 48.811 48.811 4.48E-03 41 869980

41878 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.28682 0.20687 0.50028 48.094 48.094 3.60E-06 45.75 919860

41879 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.33441 0.58582 0.92651 48.866 48.866 3.60E-06 46.84 775430

41880 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.27269 -0.49054 -0.20917 48.355 48.355 4.43E-05 49.19 1200000

41881 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 2 601.81184 1201.6091 0.18335 -0.16896 0.022395 49.215 49.215 5.66E-08 47.74 6297500

41882 SNVFVEGVSHK Unmodified _SNVFVEGVSHK_ B4FMY6_MAIZE 3 401.54366 1201.6091 0.30418 -0.39449 -0.081908 49.221 49.221 2.92E-01 22.79 3556200

41883 SNVIVEYPGTVPGR Unmodified _SNVIVEYPGTVPGR_ B6TIJ2_MAIZE 2 744.39627 1486.778 0.82345 -0.013803 0.81376 69.363 69.363 1.95E-13 73.2 2610500

41884 SNVQSLYDAIR Unmodified _SNVQSLYDAIR_ B4F8P3_MAIZE 2 633.32786 1264.6412 0.40881 -0.18533 0.20705 76.208 76.208 3.83E-01 13.3 514320

41885 SNVVINLIGR Unmodified _SNVVINLIGR_ B4FUI0_MAIZE 2 542.8273 1083.64 -0.035668 0.29408 0.24619 78.925 78.925 1.25E-02 44.35 3268200

41886 SNYLMNTSIAGLEK Unmodified _SNYLMNTSIAGLEK_ B4F8V5_MAIZE 2 770.88742 1539.7603 0.87504 0.090173 0.93937 81.266 81.266 7.64E-09 98.21 1060300

41887 SNYLMNTSIAGLEK Oxidation (M) _SNYLM(ox)NTSIAGLEK_ B4F8V5_MAIZE 2 778.88488 1555.7552 0.89483 -0.007531 0.86353 73.047 73.047 1.95E-13 72.09 212750

41888 SNYLMNTSIAGLEK Oxidation (M) _SNYLM(ox)NTSIAGLEK_ B4F8V5_MAIZE 2 778.88488 1555.7552 0.90737 -0.061037 0.82335 73.7 73.7 2.96E-06 73.29 284530

41889 SNYLMNTSIAGLEK Oxidation (M) _SNYLM(ox)NTSIAGLEK_ B4F8V5_MAIZE 2 778.88488 1555.7552 0.85001 -0.20807 0.6184 73.291 73.291 1.95E-13 104.83 2277700

41890 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.2467 1.3649 2.6063 90.388 90.388 1.27E-09 50.43 309090

41891 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.0406 0.66463 1.7008 91.073 91.073 1.42E-33 64.51 382750

41892 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.1417 0.96245 2.0996 91.118 91.118 7.73E-25 64.5 493140

41893 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.1196 0.14852 1.2642 90.906 90.906 4.21E-20 77.21 649440

41894 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.1345 0.30516 1.4358 90.544 90.544 1.27E-09 50.96 584150

41895 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.1556 0.20817 1.3603 90.965 90.965 4.21E-20 59.92 784070

41896 SNYMSAGQISVPIVFR Oxidation (M) _SNYM(ox)SAGQISVPIVFR_ Q9ZQY2_MAIZE 2 892.95363 1783.8927 1.1317 -0.72322 0.40588 90.716 90.716 4.21E-20 70.08 12395000

41897 SNYMSAGQISVPIVFR Unmodified _SNYMSAGQISVPIVFR_ Q9ZQY2_MAIZE 2 884.95617 1767.8978 1.1428 0.18744 1.3243 99.046 99.046 7.01E-14 68.35 664170

41898 SNYMSAGQISVPIVFR Unmodified _SNYMSAGQISVPIVFR_ Q9ZQY2_MAIZE 2 884.95617 1767.8978 1.114 0.072094 1.1802 99.268 99.268 1.27E-09 54.36 2889900
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41899 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.15824 0.061984 0.19629 90.099 90.099 1.84E-08 44.53 12902000

41900 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 2 881.45158 1760.8886 1.0624 -1.5429 -0.50231 89.094 89.094 3.56E-04 33.86 2138800

41901 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.12918 0.24009 0.34545 91.036 91.036 1.10E-02 25.47 2531800

41902 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 2 881.45158 1760.8886 1.0306 -0.86674 0.14102 91.09 91.09 3.51E-02 27.42 294670

41903 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.19475 0.035666 0.20676 91.041 91.041 1.79E-03 24.5 1911400

41904 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 2 881.45158 1760.8886 1.2028 -5.8216 -4.636 91.008 91.008 6.77E-01 4.52 230270

41905 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.20985 0.003154 0.1897 90.928 90.928 1.79E-03 35.53 2169500

41906 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.16822 0.31917 0.46332 90.853 90.853 2.26E-02 31.79 1782800

41907 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.20641 0.16384 0.347 90.876 90.876 1.79E-03 34.2 1732600

41908 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.13663 0.47581 0.58774 90.483 90.483 1.79E-03 29.95 2252400

41909 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 2 881.45158 1760.8886 1.1228 -0.94791 0.15259 90.507 90.507 2.25E-03 30.71 300970

41910 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.031697 0.3072 0.31415 91.35 91.35 1.84E-08 41.06 29179000

41911 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 2 881.45158 1760.8886 1.0045 -0.14371 0.83724 91.363 91.363 1.95E-13 54.84 3737400

41912 SNYNFEKPFLYLAR Unmodified _SNYNFEKPFLYLAR_ B4G1P4_MAIZE 3 587.97015 1760.8886 0.16504 0.060258 0.20232 93.59 93.59 6.14E-02 27.66 181330

41913 SNYTDMVNK Unmodified _SNYTDMVNK_ P93852_MAIZE 2 536.24241 1070.4703 -0.084439 -0.17327 -0.27202 50.178 50.178 3.32E-02 37.64 840750

41914 SPAAEAVFR Unmodified _SPAAEAVFR_ B6T2X9_MAIZE 2 474.25089 946.48723 -0.25629 -0.13586 -0.40946 53.65 53.65 3.21E-03 52.91 479100

41915 SPAAYSALSDALR Unmodified _SPAAYSALSDALR_ B4FSL0_MAIZE 2 661.34097 1320.6674 0.46993 0.023571 0.46527 78.14 78.14 4.68E-05 85.4 862550

41916 SPADSELTIGVHQK Unmodified _SPADSELTIGVHQK_ B6T754_MAIZE 3 494.59133 1480.7522 -0.063957 -0.13845 -0.20583 52.506 52.506 1.32E-03 34.89 648970

41917 SPAEVFDALK Unmodified _SPAEVFDALK_ CAPP2_MAIZE 2 538.78476 1075.555 -0.043766 0.21163 0.15382 77.876 77.876 1.25E-02 25.64 268670

41918 SPAEVFDALK Unmodified _SPAEVFDALK_ CAPP2_MAIZE 2 538.78476 1075.555 0.088991 -0.56047 -0.48446 78.453 78.453 3.43E-01 23.81 292320

41919 SPASNEAQESLTIGIADEHIGAVVGR Unmodified _SPASNEAQESLTIGIADEHIGAVVGR_ Q42361_MAIZE 3 874.4437 2620.3093 1.0962 0.20109 1.2882 90.89 90.89 2.26E-32 73.54 1672000

41920 SPATAEAAPK Unmodified _SPATAEAAPK_ B6TTM2_MAIZE 2 471.74818 941.48181 0.0067241 -0.20138 -0.22487 23.049 23.049 4.40E-02 29.25 3240.3

41921 SPATSPSPDPK Unmodified _SPATSPSPDPK_ B4FPC9_MAIZE 2 542.26948 1082.5244 0.13356 0.095977 0.22542 26.17 26.17 3.83E-01 10.72 23618

41922 SPATTGDVR Unmodified _SPATTGDVR_ Q41815_MAIZE 2 452.23016 902.44576 0.18779 -0.33709 -0.13839 22.191 22.191 3.39E-01 34.21 9953.1

41923 SPAVAEAFQR Unmodified _SPAVAEAFQR_ B6ST04_MAIZE 2 538.28018 1074.5458 -0.073475 0.12668 0.038308 56.649 56.649 4.40E-05 50.31 279480

41924 SPAVAGSALGR Unmodified _SPAVAGSALGR_ B6SSZ0_MAIZE 2 493.2749 984.53524 -0.042246 -0.14614 -0.19935 43.261 43.261 4.43E-05 62.21 644020

41925 SPAYYK Unmodified _SPAYYK_ Q9ZQY0_MAIZE 2 364.68432 727.35409 0.88737 0.35821 1.2071 29.305 29.305 5.26E-01 19.44 95476

41926 SPCGEGTNTWDR Unmodified _SPCGEGTNTWDR_ B4FDT0_MAIZE 2 690.28586 1378.5572 0.53057 -0.21739 0.327 43.201 43.201 7.72E-03 56.8 176510

41927 SPCGEGTNTWDR Unmodified _SPCGEGTNTWDR_ B4FDT0_MAIZE 2 690.28586 1378.5572 0.56896 -0.096564 0.48553 43.279 43.279 2.62E-07 61.83 1145800

41928 SPCGEGTNTWDR Unmodified _SPCGEGTNTWDR_ B4FDT0_MAIZE 2 690.28586 1378.5572 0.54256 -0.72437 -0.16777 46.654 46.654 1.98E-03 61.54 7986400

41929 SPCGEGTNTWDRFEFR Unmodified _SPCGEGTNTWDRFEFR_ B6SIQ7_MAIZE 3 653.61984 1957.8377 0.41444 -0.15891 0.26514 79.544 79.544 9.82E-03 24.65 1425900

41930 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.064676 0.01109 -0.064165 57.342 57.342 1.90E-02 36.83 5833300

41931 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.16608 0.29447 0.11598 58.089 58.089 1.90E-02 44.12 521900

41932 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.025506 -0.75343 -0.7878 59.605 59.605 1.90E-02 54.21 687550
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41933 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.066796 0.031989 -0.044862 59.429 59.429 1.90E-02 47.13 653780

41934 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.023752 -0.28203 -0.31548 59.28 59.28 2.92E-02 39.51 927340

41935 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.061573 0.047986 -0.024809 72.897 72.897 7.88E-01 5.94 2147500

41936 SPCIQIIK Unmodified _SPCIQIIK_ B4F9R6_MAIZE 2 479.77314 957.53173 -0.24701 0.039838 -0.21878 61.08 61.08 3.48E-02 49.09 3325400

41937 SPDEHPFFSK Unmodified _SPDEHPFFSK_ B6TF54_MAIZE 3 397.52074 1189.5404 0.4299 0.021545 0.45272 50.291 50.291 1.26E-02 18.66 2392900

41938 SPDEHPFFSK Unmodified _SPDEHPFFSK_ B6TF54_MAIZE 2 595.77747 1189.5404 0.2123 -0.090263 0.12314 50.294 50.294 4.40E-05 51.7 400280

41939 SPDEITGPYK Unmodified _SPDEITGPYK_ B4FAJ4_MAIZE 2 553.77185 1105.5292 0.10937 0.50628 0.6052 43.618 43.618 1.00E+00 2.85 689760

41940 SPDEITGPYK Unmodified _SPDEITGPYK_ B4FAJ4_MAIZE 2 553.77185 1105.5292 -0.0093038 -0.24811 -0.26702 51.322 51.322 1.84E-04 59.49 1755300

41941 SPDSLHIVK Unmodified _SPDSLHIVK_ B6STY4_MAIZE 3 332.52219 994.54475 1.2793 0.53553 1.8071 42.715 42.715 1.82E-02 33.37 1086100

41942 SPDSLHIVK Unmodified _SPDSLHIVK_ B6STY4_MAIZE 2 498.27965 994.54475 -0.087649 -0.069772 -0.16347 42.717 42.717 3.21E-03 45.07 568610

41943 SPDTILSK Unmodified _SPDTILSK_ B4FGR6_MAIZE 2 430.73983 859.4651 0.0087214 0.93061 0.92491 43.4 43.4 1.00E+00 13.58 56522

41944 SPDTILSK Unmodified _SPDTILSK_ B4FGR6_MAIZE 2 430.73983 859.4651 0.099218 0.24321 0.33017 45.179 45.179 7.88E-01 26.15 328880

41945 SPDTILSK Unmodified _SPDTILSK_ B4FGR6_MAIZE 2 430.73983 859.4651 0.034944 0.040826 0.062377 45.744 45.744 1.90E-02 47.54 5930500

41946 SPDTILSK Unmodified _SPDTILSK_ B4FGR6_MAIZE 2 430.73983 859.4651 -0.076903 0.31747 0.22783 46.572 46.572 5.06E-02 40.52 254880

41947 SPDVLDNQYYK Unmodified _SPDVLDNQYYK_ B4FYH1_MAIZE 2 671.3197 1340.6248 0.54044 -0.16878 0.36154 65.332 65.332 4.43E-05 37.01 3757900

41948 SPEDATALIDDK Unmodified _SPEDATALIDDK_ Q5EUE1_MAIZE 4 319.40822 1273.6038 1.4925 0.38164 1.8603 34.44 34.44 1.00E+00 4.84 98808

41949 SPEDATALIDDK Unmodified _SPEDATALIDDK_ Q5EUE1_MAIZE 2 637.80916 1273.6038 0.41205 -0.19738 0.20168 65.003 65.003 2.05E-12 86.91 318140

41950 SPEDATALIDDK Unmodified _SPEDATALIDDK_ Q5EUE1_MAIZE 2 637.80916 1273.6038 0.48273 -0.39884 0.071793 64.406 64.406 7.72E-03 68.37 299580

41951 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 3 468.24019 1401.6987 0.017529 0.071546 0.071407 54.791 54.791 1.53E-11 41.27 1293400

41952 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 3 468.24019 1401.6987 -0.040686 -0.097946 -0.1567 56.849 56.849 5.97E-15 42.77 2543600

41953 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 2 701.85665 1401.6987 0.67678 -0.1914 0.4681 56.846 56.846 2.50E-15 92.41 742870

41954 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 3 468.24019 1401.6987 -0.039201 0.037324 -0.02087 56.135 56.135 1.53E-11 50.07 2178200

41955 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 2 701.85665 1401.6987 0.67681 -0.23663 0.42217 56.125 56.125 1.56E-17 95.69 613630

41956 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 3 468.24019 1401.6987 -0.19489 0.033447 -0.17885 56.785 56.785 1.53E-11 39.43 16379000

41957 SPEDATALIDDKK Unmodified _SPEDATALIDDKK_ Q5EUE1_MAIZE 2 701.85665 1401.6987 0.57846 -0.22909 0.33261 56.784 56.784 4.93E-21 95.97 5217500

41958 SPEHLVR Unmodified _SPEHLVR_ B6SKA0_MAIZE 2 419.2325 836.45045 0.29744 0.082038 0.36303 26.403 26.403 9.32E-03 48.14 329610

41959 SPEHLVR Unmodified _SPEHLVR_ B6SKA0_MAIZE 2 419.2325 836.45045 0.24445 0.41331 0.64095 26.419 26.419 8.04E-02 48.04 73955

41960 SPELEVLGLTTTFGNVHTALATR Unmodified _SPELEVLGLTTTFGNVHTALATR_ B4FFT0_MAIZE 3 809.76746 2426.2805 1.0134 -0.061774 0.9549 110.58 110.58 1.78E-30 55.74 302070

41961 SPELEVLGLTTTFGNVHTALATR Unmodified _SPELEVLGLTTTFGNVHTALATR_ B4FFT0_MAIZE 3 809.76746 2426.2805 0.98342 0.61182 1.5984 111.45 111.45 1.54E-22 47.28 131820

41962 SPELEVLGLTTTFGNVHTALATR Unmodified _SPELEVLGLTTTFGNVHTALATR_ B4FFT0_MAIZE 3 809.76746 2426.2805 0.98423 -0.069252 0.91912 111.51 111.51 6.69E-77 79.19 443310

41963 SPFGAVITPETLK Unmodified _SPFGAVITPETLK_ B4FSG4_MAIZE 2 680.37956 1358.7446 0.52159 0.14303 0.66449 82.324 82.324 1.47E-03 64.58 1393800

41964 SPFLER Unmodified _SPFLER_ B6U0V6_MAIZE 2 374.70305 747.39154 0.72418 0.18689 0.89126 45.337 45.337 2.64E-01 28.74 2181700

41965 SPFLER Unmodified _SPFLER_ B6U0V6_MAIZE 2 374.70305 747.39154 0.59714 0.26205 0.83875 45.176 45.176 2.64E-01 36.62 1532900

41966 SPFLER Unmodified _SPFLER_ B6U0V6_MAIZE 2 374.70305 747.39154 0.66512 0.47709 1.1215 47.567 47.567 2.78E-01 35.54 2522200
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41967 SPFLER Unmodified _SPFLER_ B6U0V6_MAIZE 2 374.70305 747.39154 0.60387 -0.14653 0.43835 46.937 46.937 2.64E-01 33.51 7196700

41968 SPFLER Unmodified _SPFLER_ B6U0V6_MAIZE 2 374.70305 747.39154 0.69127 0.34292 1.0132 48.194 48.194 2.78E-01 34 890460

41969 SPFYLYSK Unmodified _SPFYLYSK_ B6T9Q7_MAIZE 2 502.75802 1003.5015 0.024541 -0.21312 -0.20635 66.569 66.569 2.92E-02 37.34 568810

41970 SPFYLYSK Unmodified _SPFYLYSK_ B6T9Q7_MAIZE 2 502.75802 1003.5015 -0.14512 0.015618 -0.14782 67.309 67.309 2.92E-02 30.23 341500

41971 SPFYLYSK Unmodified _SPFYLYSK_ B6T9Q7_MAIZE 2 502.75802 1003.5015 0.02622 0.13827 0.14554 68.37 68.37 5.06E-02 27.99 427120

41972 SPFYLYSK Unmodified _SPFYLYSK_ B6T9Q7_MAIZE 2 502.75802 1003.5015 0.059548 -0.45338 -0.41142 67.7 67.7 5.06E-02 34.25 244100

41973 SPFYLYSK Unmodified _SPFYLYSK_ B6T9Q7_MAIZE 2 502.75802 1003.5015 -0.059242 -0.28536 -0.36262 68.064 68.064 1.90E-02 41.56 1376400

41974 SPGVDDVTGEPLIQR Unmodified _SPGVDDVTGEPLIQR_ B4FI76_MAIZE 2 791.9072 1581.7999 0.91255 -0.31597 0.60615 71.685 71.685 1.02E-23 79.54 2725100

41975 SPHFFNAVK Unmodified _SPHFFNAVK_ B6TS72_MAIZE 3 349.51878 1045.5345 1.0055 -0.32135 0.68382 51.594 51.594 9.53E-03 28.35 650690

41976 SPHFFNAVK Unmodified _SPHFFNAVK_ B6TS72_MAIZE 3 349.51878 1045.5345 1.0721 -0.20244 0.86961 52.287 52.287 2.35E-02 31.92 6233700

41977 SPHFFNAVK Unmodified _SPHFFNAVK_ B6TS72_MAIZE 2 523.77453 1045.5345 -0.13021 0.13615 0.0057024 52.302 52.302 3.39E-01 20.83 952620

41978 SPISIAAAVIYMITQLSEDK Oxidation (M) _SPISIAAAVIYM(ox)ITQLSEDK_ B4FHS1_MAIZE 3 722.71693 2165.129 0.79511 -0.2364 0.54257 131.63 131.63 1.97E-01 6.64 167510

41979 SPIVVFDDVDIDK Unmodified _SPIVVFDDVDIDK_ Q53CF4_MAIZE 2 731.37721 1460.7399 0.71413 -0.59937 0.13051 92.072 92.072 4.93E-21 60.35 200950

41980 SPIVVFDDVDIDK Unmodified _SPIVVFDDVDIDK_ Q53CF4_MAIZE 2 731.37721 1460.7399 0.69269 -0.5432 0.16508 92.266 92.266 4.93E-21 73.33 423030

41981 SPIVVFDDVDIDK Unmodified _SPIVVFDDVDIDK_ Q53CF4_MAIZE 2 731.37721 1460.7399 0.72881 -0.18752 0.55764 91.644 91.644 4.93E-21 65.61 979170

41982 SPIVVFDDVDIDK Unmodified _SPIVVFDDVDIDK_ Q53CF4_MAIZE 2 731.37721 1460.7399 0.71399 -0.14897 0.58104 92.248 92.248 1.09E-26 79.89 2355500

41983 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.020632 -0.3032 -0.34589 73.933 73.933 3.48E-02 42.78 800760

41984 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.15566 0.22265 0.043563 74.571 74.571 2.92E-02 54.53 279920

41985 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.041102 -0.15332 -0.21745 75.236 75.236 1.90E-02 32.54 462310

41986 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.02516 -0.10749 -0.15434 74.821 74.821 2.92E-02 22.83 330090

41987 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.043421 -0.67958 -0.74355 74.799 74.799 3.48E-02 58.25 185280

41988 SPIYLDLR Unmodified _SPIYLDLR_ B4G0S0_MAIZE 2 488.77674 975.53893 -0.094526 0.11726 -0.00040679 75.145 75.145 1.90E-02 39.4 3393100

41989 SPLAQCLLIR Unmodified _SPLAQCLLIR_ B6SV32_MAIZE 2 585.83681 1169.6591 0.1529 1.088 1.2243 75.624 75.624 4.40E-05 70.17 3000100

41990 SPLAQCLLIR Unmodified _SPLAQCLLIR_ B6SV32_MAIZE 2 585.83681 1169.6591 0.17888 0.37345 0.53776 77.824 77.824 1.45E-01 27.92 26971

41991 SPLAQCLLIR Unmodified _SPLAQCLLIR_ B6SV32_MAIZE 2 585.83681 1169.6591 0.12208 0.59617 0.70319 76.475 76.475 1.84E-04 70.73 1353500

41992 SPLAQCLLIR Unmodified _SPLAQCLLIR_ B6SV32_MAIZE 2 585.83681 1169.6591 0.18887 0.5845 0.75669 76.905 76.905 5.76E-06 70.38 1042600

41993 SPLAQCLLIR Unmodified _SPLAQCLLIR_ B6SV32_MAIZE 2 585.83681 1169.6591 0.11055 -0.17675 -0.081184 76.54 76.54 4.40E-05 80.52 1615400

41994 SPLEAAVK Unmodified _SPLEAAVK_ Q9FYS5_MAIZE 2 407.73709 813.45962 0.2763 2.6718 2.9125 41.047 41.047 1.90E-02 45.85 2555600

41995 SPLEVFVSFR Unmodified _SPLEVFVSFR_ B4FW57_MAIZE 2 590.82168 1179.6288 0.25712 0.75104 1.0118 99.941 99.941 1.25E-02 25.9 667130

41996 SPLEVFVSFR Unmodified _SPLEVFVSFR_ B4FW57_MAIZE 2 590.82168 1179.6288 0.23348 0.60455 0.84082 100.63 100.63 4.40E-05 65.06 674900

41997 SPLEVFVSFR Unmodified _SPLEVFVSFR_ B4FW57_MAIZE 2 590.82168 1179.6288 0.21886 0.37749 0.60004 100.53 100.53 1.84E-04 84.49 1530800

41998 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.023587 -0.034547 -0.064653 87.233 87.233 1.01E-02 34.6 3081400

41999 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.036336 0.10718 0.064547 90.697 90.697 1.00E+00 3.07 26321

42000 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.070925 0.22747 0.15021 88.254 88.254 3.39E-01 31.55 717820
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42001 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 0.025633 0.20878 0.2278 87.989 87.989 7.18E-01 16.95 865740

42002 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.0078921 0.22535 0.2117 87.625 87.625 3.32E-02 24.24 739800

42003 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 0.002908 0.17421 0.17072 88.029 88.029 3.39E-01 27.01 1456800

42004 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.043481 0.070474 0.021436 87.628 87.628 7.18E-01 11.26 920620

42005 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.0509 -0.59618 -0.65119 87.758 87.758 3.21E-03 37.96 1283600

42006 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.10362 -0.025597 -0.13526 88.35 88.35 7.18E-01 18.36 6798800

42007 SPLFSQFIK Unmodified _SPLFSQFIK_ B6TBW2_MAIZE 2 533.80022 1065.5859 -0.12162 0.00179 -0.12584 89.53 89.53 1.01E-02 29.51 4366100

42008 SPLHWAVDR Unmodified _SPLHWAVDR_ B6T724_MAIZE 3 360.85769 1079.5512 0.92291 -0.054359 0.86315 58.613 58.613 3.30E-03 30.77 570380

42009 SPLMGLFEK Oxidation (M) _SPLM(ox)GLFEK_ B4FSB0_MAIZE 2 519.27044 1036.5263 0.021093 0.3321 0.34026 76.545 76.545 7.18E-01 12.53 319950

42010 SPLMGLFEK Oxidation (M) _SPLM(ox)GLFEK_ B4FSB0_MAIZE 2 519.27044 1036.5263 0.0018573 0.22511 0.21381 77.795 77.795 8.86E-01 12.88 482010

42011 SPLMGLFEK Oxidation (M) _SPLM(ox)GLFEK_ B4FSB0_MAIZE 2 519.27044 1036.5263 0.024174 0.036139 0.047949 76.086 76.086 8.86E-01 16.58 326010

42012 SPLMGLFEK Oxidation (M) _SPLM(ox)GLFEK_ B4FSB0_MAIZE 2 519.27044 1036.5263 -0.056094 0.068784 0.00077229 76.249 76.249 1.20E-17 42.46 3677600

42013 SPLMGLFEK Oxidation (M) _SPLM(ox)GLFEK_ B4FSB0_MAIZE 2 519.27044 1036.5263 -0.060071 0.12474 0.051897 77.594 77.594 3.38E-03 28.44 4470400

42014 SPLMGLFEK Unmodified _SPLMGLFEK_ B4FSB0_MAIZE 2 511.27298 1020.5314 -0.08446 0.24596 0.14433 86.429 86.429 3.13E-03 44.69 5512300

42015 SPLPPPPNDPAAAR Unmodified _SPLPPPPNDPAAAR_ B4FAZ6_MAIZE 2 700.37006 1398.7256 0.63064 0.13884 0.7527 57.129 57.129 2.25E-03 35.22 1561800

42016 SPMIVVK Unmodified _SPMIVVK_ B6SUK1_MAIZE 2 387.23312 772.4517 0.40174 0.3111 0.70433 50.417 50.417 4.46E-01 17.8 106310

42017 SPNLFQCDLLNMPAVSQLEK Unmodified _SPNLFQCDLLNMPAVSQLEK_ B6T6B3_MAIZE 2 1152.5718 2303.129 1.3049 0.1394 1.4368 116.18 116.18 4.84E-09 57.34 147050

42018 SPNLFQCDLLNMPAVSQLEK Unmodified _SPNLFQCDLLNMPAVSQLEK_ B6T6B3_MAIZE 2 1152.5718 2303.129 1.2846 -0.15627 1.1211 117.32 117.32 4.84E-09 38.85 173420

42019 SPNSDTYVIFGEAK Unmodified _SPNSDTYVIFGEAK_ B4FL79_MAIZE 2 764.36992 1526.7253 0.89793 0.021886 0.91488 74.148 74.148 2.00E-19 86.11 1241200

42020 SPNSDTYVIFGEAK Unmodified _SPNSDTYVIFGEAK_ B4FL79_MAIZE 2 764.36992 1526.7253 0.74125 -0.034076 0.7024 75.439 75.439 1.95E-13 67.79 556120

42021 SPNSDTYVIFGEAK Unmodified _SPNSDTYVIFGEAK_ B4FL79_MAIZE 2 764.36992 1526.7253 0.92026 -0.003538 0.91177 74.911 74.911 3.56E-04 59.06 312390

42022 SPNSDTYVIFGEAK Unmodified _SPNSDTYVIFGEAK_ B4FL79_MAIZE 2 764.36992 1526.7253 0.7089 -0.15923 0.54516 74.625 74.625 7.68E-22 77.78 20283000

42023 SPNVESFR Unmodified _SPNVESFR_ B4F917_MAIZE 2 468.2327 934.45084 -0.15744 0.21323 0.045605 48.874 48.874 3.48E-02 41.57 6037900

42024 SPNVESFR Unmodified _SPNVESFR_ B4F917_MAIZE 2 468.2327 934.45084 -0.02059 -0.06946 -0.10049 48.505 48.505 5.06E-02 29.71 813310

42025 SPNVVFLK Unmodified _SPNVVFLK_ B6TVJ4_MAIZE 2 452.26855 902.52255 -0.18077 -0.82045 -1.0006 65.94 65.94 3.77E-01 23.72 509230

42026 SPPEEPDTDLGK Unmodified _SPPEEPDTDLGK_ B4F9P0_MAIZE 2 642.80134 1283.5881 0.46794 -0.14245 0.32073 48.911 48.911 6.74E-02 24.26 488420

42027 SPPIEEVIK Unmodified _SPPIEEVIK_ B6T451_MAIZE 2 506.28968 1010.5648 -0.12122 0.016515 -0.12874 61.671 61.671 1.01E-02 25.38 2260400

42028 SPPIEEVIK Unmodified _SPPIEEVIK_ B6T451_MAIZE 2 506.28968 1010.5648 -0.089844 -0.074998 -0.18762 61.625 61.625 3.39E-01 13.27 5785600

42029 SPPLGADAFSLLK Unmodified _SPPLGADAFSLLK_ B6ST61_MAIZE 2 658.36645 1314.7184 0.53819 0.24752 0.7736 95.855 95.855 1.00E+00 7.34 848580

42030 SPPLGADAFSLLK Unmodified _SPPLGADAFSLLK_ B6ST61_MAIZE 2 658.36645 1314.7184 0.47251 0.15791 0.61867 97.678 97.678 1.15E-02 40.45 165310

42031 SPPNIPEVK Unmodified _SPPNIPEVK_ B6TGL5_MAIZE 2 490.7742 979.53385 -0.040491 0.053784 -0.0053067 51.726 51.726 1.01E-02 29.92 339040

42032 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 2 1136.1152 2270.2158 1.2075 0.057688 1.2681 91.949 91.949 1.57E-15 58.22 1288600

42033 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 3 757.74588 2270.2158 0.8931 -0.15022 0.74585 91.914 91.914 5.43E-01 2.92 984750

42034 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 2 1136.1152 2270.2158 1.2184 0.051117 1.272 92.509 92.509 6.48E-10 48.97 405500
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42035 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 2 1136.1152 2270.2158 1.1654 0.14802 1.3157 92.508 92.508 6.48E-10 44.55 472170

42036 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 2 1136.1152 2270.2158 1.1971 0.049052 1.2487 92.306 92.306 6.01E-07 31.99 455110

42037 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 2 1136.1152 2270.2158 1.1941 0.10679 1.3038 92.465 92.465 2.38E-23 71.86 1982100

42038 SPPSLVPPAGPTPGGSLPLSSIDK Unmodified _SPPSLVPPAGPTPGGSLPLSSIDK_ B4G1P9_MAIZE 3 757.74588 2270.2158 0.88573 -0.072488 0.81585 92.489 92.489 5.43E-01 2.35 1076900

42039 SPPVAGAAAGAGGAGAGALMK Oxidation (M) _SPPVAGAAAGAGGAGAGALM(ox)K_ B6TDK1_MAIZE 3 566.62616 1696.8567 0.00516 -0.32842 -0.32987 53.513 53.513 7.38E-01 7.45 6874700

42040 SPPVAGAAAGAGGAGAGALMK Oxidation (M) _SPPVAGAAAGAGGAGAGALM(ox)K_ B6TDK1_MAIZE 2 849.4356 1696.8567 0.95189 -0.17932 0.76709 53.51 53.51 3.79E-116 142.28 4291600

42041 SPPVAGAAAGAGGAGAGALMK Unmodified _SPPVAGAAAGAGGAGAGALMK_ B6TDK1_MAIZE 2 841.43815 1680.8617 0.9629 -0.19236 0.76196 61.964 61.964 9.24E-130 151.92 2145600

42042 SPSAVAVDLR Unmodified _SPSAVAVDLR_ B4FHD0_MAIZE 2 507.78256 1013.5506 -0.045918 -0.30443 -0.3574 55.48 55.48 1.62E-03 46.9 700450

42043 SPSEPTREESVYMAK Unmodified _SPSEPTREESVYMAK_ B4FRG1_MAIZE 3 570.93829 1709.7931 0.16041 0.13479 0.27288 46.327 46.327 7.60E-01 3.3 1708900

42044 SPSEPTREESVYMAK Unmodified _SPSEPTREESVYMAK_ B4FRG1_MAIZE 3 570.93829 1709.7931 0.081376 0.038238 0.09864 49.232 49.232 1.14E-02 21.08 1474500

42045 SPSEPTREESVYMAK Unmodified _SPSEPTREESVYMAK_ B4FRG1_MAIZE 3 570.93829 1709.7931 0.036295 -0.12084 -0.1048 46.719 46.719 2.19E-02 21.4 3932100

42046 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.12849 -0.069297 0.040279 40.079 40.079 2.34E-01 17 266480

42047 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.16216 0.3095 0.45163 42.94 42.94 1.00E+00 8.29 274030

42048 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.24624 0.20392 0.43137 42.092 42.092 2.34E-01 7.79 452210

42049 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.18671 0.032656 0.20099 42.965 42.965 2.34E-01 15.87 509400

42050 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.1296 -0.51468 -0.40296 43.642 43.642 8.03E-01 2.83 1464600

42051 SPSEPTREESVYMAK Oxidation (M) _SPSEPTREESVYM(ox)AK_ B4FRG1_MAIZE 3 576.26993 1725.788 0.050819 -0.23037 -0.19755 40.75 40.75 5.05E-03 22.03 5296000

42052 SPSIGFINK Unmodified _SPSIGFINK_ B4FFL4_MAIZE 2 481.76892 961.52328 -0.22047 0.22423 -0.0092635 73.899 73.899 1.00E+00 2.13 104030

42053 SPSIGFINK Unmodified _SPSIGFINK_ B4FFL4_MAIZE 2 481.76892 961.52328 -0.13326 0.34047 0.19422 60.593 60.593 1.01E-02 37.62 2573700

42054 SPSIGFINK Unmodified _SPSIGFINK_ B4FFL4_MAIZE 2 481.76892 961.52328 -0.063003 0.29679 0.2217 73.507 73.507 1.00E+00 1.74 512560

42055 SPSIGFINK Unmodified _SPSIGFINK_ B4FFL4_MAIZE 2 481.76892 961.52328 -0.23013 0.30174 0.058977 63.208 63.208 3.21E-03 45.94 3562100

42056 SPSIGFINK Unmodified _SPSIGFINK_ B4FFL4_MAIZE 2 481.76892 961.52328 -0.25225 0.058381 -0.20712 75.207 75.207 7.18E-01 1.11 8609500

42057 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 0.020235 0.17402 0.1711 65.758 65.758 2.81E-03 26.18 649850

42058 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 -0.093157 0.20236 0.085088 66.637 66.637 1.25E-02 33.55 174400

42059 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 0.037476 -0.072451 -0.05739 67.552 67.552 1.25E-02 33.49 251640

42060 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 0.05676 -0.12689 -0.094004 66.88 66.88 1.62E-03 56.61 320620

42061 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 0.026217 -0.21808 -0.21481 67.235 67.235 1.62E-03 43.16 245830

42062 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 -0.047376 0.17883 0.10871 67.428 67.428 2.81E-03 37.42 386610

42063 SPSPLLLPAR Unmodified _SPSPLLLPAR_ B6SMN8_MAIZE 2 525.81894 1049.6233 -0.1384 0.015888 -0.14619 66.43 66.43 1.84E-04 65.71 9805900

42064 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 0.034021 0.098905 0.12034 74.771 74.771 1.25E-02 58.43 1343900

42065 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 -0.080707 0.087361 -0.0055661 76.863 76.863 3.43E-01 33.85 83702

42066 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 -0.029478 0.019381 -0.022126 75.628 75.628 1.45E-01 35.18 257590

42067 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 0.042961 0.19247 0.22174 75.566 75.566 1.00E+00 27.09 398120

42068 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 -0.023523 0.34441 0.30797 75.8 75.8 1.25E-02 58.58 639580
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42069 SPSPLLLPVR Unmodified _SPSPLLLPVR_ B4FRQ7_MAIZE 2 539.83459 1077.6546 -0.075201 0.26901 0.18065 77.17 77.17 2.81E-03 52.79 931620

42070 SPSSTIAAMR Unmodified _SPSSTIAAMR_ B4G1P9_MAIZE 2 510.76077 1019.507 -0.083772 -1.9513 -2.0522 47.915 47.915 1.45E-01 35 394390

42071 SPSSTIAAMR Unmodified _SPSSTIAAMR_ B4G1P9_MAIZE 2 510.76077 1019.507 -0.12188 -2.0481 -2.1879 49.949 49.949 1.45E-01 25.22 2355400

42072 SPSSTIAAMR Oxidation (M) _SPSSTIAAM(ox)R_ B4G1P9_MAIZE 2 518.75822 1035.5019 0.010582 -0.059668 -0.066729 34.831 34.831 4.53E-03 29.98 322160

42073 SPSTFR Unmodified _SPSTFR_ B6T7B6_MAIZE 2 347.67957 693.34459 1.1636 0.11765 1.2799 25.058 25.058 5.26E-01 32.44 33999

42074 SPTEVSIIK Unmodified _SPTEVSIIK_ B6TPK0_MAIZE 2 487.28186 972.54916 -0.033632 -0.12598 -0.17345 54.355 54.355 1.12E-01 43.97 422240

42075 SPTPDIAK Unmodified _SPTPDIAK_ B4FHW6_MAIZE 2 414.72672 827.43888 0.081382 0.36248 0.43049 36.992 36.992 5.06E-02 29.82 196440

42076 SPVIANHLFR Unmodified _SPVIANHLFR_ B4G0C6_MAIZE 3 385.22074 1152.6404 0.4773 -0.55035 -0.081978 61.288 61.288 2.99E-03 27.92 795390

42077 SPVIANHLFR Unmodified _SPVIANHLFR_ B4G0C6_MAIZE 2 577.32746 1152.6404 0.17108 0.21398 0.37419 61.27 61.27 1.62E-03 48.63 665800

42078 SPYLPENVSGGTAAANER Unmodified _SPYLPENVSGGTAAANER_ B4FKI8_MAIZE 2 916.9423 1831.8701 1.0965 0.30518 1.3851 61.207 61.207 1.56E-52 119.51 623700

42079 SPYLPENVSGGTAAANER Unmodified _SPYLPENVSGGTAAANER_ B4FKI8_MAIZE 2 916.9423 1831.8701 1.0921 0.10792 1.1838 63.554 63.554 5.25E-26 94.03 320460

42080 SPYSFVWTAAGK Unmodified _SPYSFVWTAAGK_ Q5EUD5_MAIZE 2 657.32987 1312.6452 0.53029 0.36802 0.89718 85.8 85.8 4.56E-01 14.95 295350

42081 SPYSFVWTAAGK Unmodified _SPYSFVWTAAGK_ Q5EUD5_MAIZE 2 657.32987 1312.6452 0.53192 0.39309 0.92331 85.511 85.511 1.98E-03 47.34 358050

42082 SPYSFVWTAAGK Unmodified _SPYSFVWTAAGK_ Q5EUD5_MAIZE 2 657.32987 1312.6452 0.46531 0.075028 0.5395 85.888 85.888 2.05E-12 95.48 4621600

42083 SPYSLYR Unmodified _SPYSLYR_ B4FZ29_MAIZE 2 443.22689 884.43922 0.018216 -0.055318 -0.064 52.391 52.391 8.04E-02 41.52 1678800

42084 SPYTFDLSYYR Unmodified _SPYTFDLSYYR_ B6UB27_MAIZE 2 706.33007 1410.6456 0.66747 0.30641 0.96381 87.499 87.499 3.57E-04 39.11 1046000

42085 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.028 0.057033 1.072 82.347 82.347 1.12E-07 68.24 2394200

42086 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.0654 0.3049 1.3575 83.785 83.785 6.37E-03 37.3 38007

42087 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.0135 0.14945 1.1499 82.778 82.778 1.60E-05 65.33 1058100

42088 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.0095 0.089613 1.0868 83.202 83.202 7.01E-11 75.28 920580

42089 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.0412 0.3654 1.3936 82.898 82.898 2.37E-16 70.7 401790

42090 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.1005 0.045613 1.134 82.588 82.588 2.05E-04 52.02 257510

42091 SQADYISVPIEGPYK Unmodified _SQADYISVPIEGPYK_ B6T440_MAIZE 2 833.91978 1665.825 1.0353 0.32288 1.3449 83.178 83.178 1.60E-05 66.45 1368500

42092 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.1027 0.014245 0.10132 71.818 71.818 1.69E-03 53.37 17543000

42093 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.85617 -0.24687 0.5948 71.816 71.816 1.69E-03 37.6 4505900

42094 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.025983 0.42027 0.43108 79.01 79.01 1.00E+00 2.78 278730

42095 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.91138 0.025974 0.92325 78.997 78.997 1.97E-01 12.7 36525

42096 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.073239 -0.018548 0.040309 72.737 72.737 2.38E-03 43.35 6443500

42097 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.85859 -0.22902 0.61513 72.745 72.745 5.05E-05 42.19 1322200

42098 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.11306 -0.13362 -0.034975 73.154 73.154 4.20E-02 19.12 8373100

42099 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.84311 -0.15502 0.67359 73.159 73.159 5.91E-04 35.89 1715300

42100 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.11833 -0.11771 -0.013419 72.881 72.881 9.26E-02 26.08 4420600

42101 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.8802 -0.18277 0.68323 72.881 72.881 2.38E-03 26.4 786740

42102 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.10721 -0.014232 0.07809 72.815 72.815 9.26E-02 23.78 2311400
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42103 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.92376 -0.11903 0.7909 72.812 72.812 1.69E-03 24.78 381330

42104 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 3 764.38669 2290.1382 0.87498 -0.2087 0.65234 73.03 73.03 5.91E-04 32.45 2214000

42105 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.10425 -0.13404 -0.044289 73.041 73.041 2.38E-03 51.08 14128000

42106 SQADYISVPIEGPYKPAHYR Unmodified _SQADYISVPIEGPYKPAHYR_ B6T440_MAIZE 4 573.54183 2290.1382 0.099317 0.032681 0.11673 73.014 73.014 1.00E+00 6.89 785550

42107 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.90324 -0.20705 0.67433 39.875 39.875 1.02E-23 96.66 2141200

42108 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.88975 0.059233 0.92655 39.446 39.446 1.60E-05 66.81 252500

42109 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 3 518.91582 1553.7256 -0.049761 -0.68742 -0.75751 42.166 42.166 1.98E-01 22.9 1789400

42110 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.88966 -0.22852 0.63983 42.185 42.185 1.12E-07 101.74 536620

42111 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 3 518.91582 1553.7256 -0.041508 -0.55217 -0.61398 41.402 41.402 7.48E-04 42.64 3425300

42112 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.88279 -0.21878 0.6417 41.393 41.393 1.12E-07 82.18 779500

42113 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 3 518.91582 1553.7256 -0.0971 -0.53567 -0.65443 42.243 42.243 2.19E-02 27.14 3571300

42114 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.90374 -0.25505 0.62678 42.234 42.234 2.37E-16 82.03 658520

42115 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 3 518.91582 1553.7256 -0.047269 -0.37854 -0.44714 41.998 41.998 2.19E-02 29.55 3702300

42116 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.89963 -0.39141 0.48664 42.023 42.023 7.01E-11 92.96 1292300

42117 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 3 518.91582 1553.7256 -0.13997 -1.2443 -1.4048 42.656 42.656 1.34E-04 36.33 49233000

42118 SQASALEAHAAPNCK Unmodified _SQASALEAHAAPNCK_ MDHC_MAIZE 2 777.87009 1553.7256 0.89865 -0.21345 0.66336 40.035 40.035 7.01E-11 88.94 284100

42119 SQATEVVGNPYAAELAAAK Acetyl (Protein N-term) _(ac)SQATEVVGNPYAAELAAAK_ B6T613_MAIZE 2 966.48909 1930.9636 1.1853 0.24635 1.4076 91.386 91.386 1.30E-03 33.32 3593600

42120 SQATEVVGNPYAAELAAAK Acetyl (Protein N-term) _(ac)SQATEVVGNPYAAELAAAK_ B6T613_MAIZE 2 966.48909 1930.9636 1.4868 91.666 91.666 3.08E-07 23.9

42121 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 2 1051.558 2101.1015 1.2223 -0.36962 0.86266 114.51 114.51 5.68E-10 74.39 277330

42122 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 3 701.37445 2101.1015 0.71272 -0.054552 0.66685 114.53 114.53 1.00E+00 2.66 193200

42123 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 2 1051.558 2101.1015 1.1948 -0.26699 0.93743 114.95 114.95 2.21E-30 119.18 192850

42124 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 3 701.37445 2101.1015 0.65595 -0.074705 0.59095 114.95 114.95 2.15E-02 13.97 237590

42125 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 2 1051.558 2101.1015 1.1674 -0.25225 0.92448 115.01 115.01 4.59E-36 130.54 231190

42126 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 3 701.37445 2101.1015 0.63349 -1.1472 -0.50206 115.71 115.71 1.00E+00 6.65 132210

42127 SQDAAAGDGTTTVVVLAGSLLR Unmodified _SQDAAAGDGTTTVVVLAGSLLR_ B4F8V9_MAIZE 2 1051.558 2101.1015 1.1948 -0.31812 0.88619 115.76 115.76 4.20E-18 97.23 89840

42128 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 2 1140.5839 2279.1533 1.196 -0.61722 0.58701 127.57 127.57 6.50E-45 113.7 1012400

42129 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 3 760.72503 2279.1533 0.93243 0.28926 1.229 127.58 127.58 5.93E-08 54.22 492360

42130 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 2 1140.5839 2279.1533 1.1998 -0.7094 0.4988 127.99 127.99 4.59E-36 101.19 469430

42131 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 3 760.72503 2279.1533 0.89639 0.2857 1.1885 127.97 127.97 5.99E-10 48.62 351510

42132 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 3 760.72503 2279.1533 0.8465 -0.14502 0.70827 128.3 128.3 5.93E-08 54.57 469770

42133 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 2 1140.5839 2279.1533 1.1362 -1.3943 -0.2489 128.72 128.72 5.41E-06 57.5 217550

42134 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 3 760.72503 2279.1533 0.8643 0.21643 1.0881 128.76 128.76 2.04E-03 28.48 217840

42135 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 3 760.72503 2279.1533 0.88774 0.44066 1.3358 128.45 128.45 1.22E-04 40.67 1149900

42136 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 2 1140.5839 2279.1533 1.198 -0.49653 0.70974 128.47 128.47 2.03E-55 134.22 742740
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42137 SQDSEVGDGTTTVVLLAAEFLK Unmodified _SQDSEVGDGTTTVVLLAAEFLK_ B4FBP0_MAIZE 2 1140.5839 2279.1533 1.2567 -0.92528 0.33963 129.23 129.23 5.68E-10 84.13 178590

42138 SQDYEIGDGTTGVVVMAGALLEQAEK Oxidation (M) _SQDYEIGDGTTGVVVM(ox)AGALLEQAEK_ B4FS49_MAIZE 3 899.76897 2696.2851 1.2513 0.023531 1.2763 114.61 114.61 3.27E-02 12.87 118710

42139 SQEQQETSAHTLR Unmodified _SQEQQETSAHTLR_ B6SWS4_MAIZE 3 505.57798 1513.7121 0.069794 -0.3039 -0.24474 29.252 29.252 1.41E-02 27.92 126560

42140 SQEQQETSAHTLR Unmodified _SQEQQETSAHTLR_ B6SWS4_MAIZE 3 505.57798 1513.7121 -0.13621 -0.11953 -0.26642 27.491 27.491 2.66E-01 18.38 115100

42141 SQEQQETSAHTLR Unmodified _SQEQQETSAHTLR_ B6SWS4_MAIZE 3 505.57798 1513.7121 -0.016779 -0.21798 -0.24611 30.336 30.336 3.64E-02 25.35 244290

42142 SQEQQETSAHTLR Unmodified _SQEQQETSAHTLR_ B6SWS4_MAIZE 2 757.86333 1513.7121 0.93387 0.4585 1.3811 30.334 30.334 2.65E-01 9.29 20822

42143 SQFFVNSFAK Unmodified _SQFFVNSFAK_ B4FBP0_MAIZE 2 587.79821 1173.5819 0.23717 0.30313 0.54302 75.156 75.156 1.45E-01 15.35 1524700

42144 SQFFVNSFAK Unmodified _SQFFVNSFAK_ B4FBP0_MAIZE 2 587.79821 1173.5819 0.16858 0.56818 0.73931 75.89 75.89 1.45E-01 18.07 643830

42145 SQFFVNSFAK Unmodified _SQFFVNSFAK_ B4FBP0_MAIZE 2 587.79821 1173.5819 0.21141 0.41144 0.62444 76.466 76.466 4.40E-02 25.4 929530

42146 SQFFVNSFAK Unmodified _SQFFVNSFAK_ B4FBP0_MAIZE 2 587.79821 1173.5819 0.23036 0.25108 0.48451 76.108 76.108 1.00E+00 6.62 450250

42147 SQFFVNSFAK Unmodified _SQFFVNSFAK_ B4FBP0_MAIZE 2 587.79821 1173.5819 0.2016 0.45954 0.664 76.283 76.283 1.00E+00 4.86 865980

42148 SQFVQVFNNSPDETAYFR Unmodified _SQFVQVFNNSPDETAYFR_ B4F918_MAIZE 2 1075.0029 2147.9912 1.2006 -0.16391 1.0407 94.066 94.066 8.00E-45 114.28 752700

42149 SQFVQVFNNSPDETAYFR Unmodified _SQFVQVFNNSPDETAYFR_ B4F918_MAIZE 2 1075.0029 2147.9912 1.2047 0.099564 1.3077 94.644 94.644 1.77E-34 89.1 422920

42150 SQFVQVFNNSPDETAYFR Unmodified _SQFVQVFNNSPDETAYFR_ B4F918_MAIZE 2 1075.0029 2147.9912 1.2108 0.16724 1.3816 94.793 94.793 1.56E-52 101.74 223470

42151 SQFVQVFNNSPDETAYFR Unmodified _SQFVQVFNNSPDETAYFR_ B4F918_MAIZE 2 1075.0029 2147.9912 1.1766 0.15162 1.3319 94.65 94.65 1.56E-52 120.05 447860

42152 SQGASQAVLYGVGLTDADLR Unmodified _SQGASQAVLYGVGLTDADLR_ B4FWX5_MAIZE 2 1011.0185 2020.0225 1.2493 -0.19397 1.0573 92.092 92.092 1.32E-42 99.47 756970

42153 SQGASQAVLYGVGLTDADLR Unmodified _SQGASQAVLYGVGLTDADLR_ B4FWX5_MAIZE 3 674.34812 2020.0225 0.58928 -0.11873 0.47224 92.098 92.098 1.85E-01 19.12 498920

42154 SQGASQAVLYGVGLTDADLR Unmodified _SQGASQAVLYGVGLTDADLR_ B4FWX5_MAIZE 2 1011.0185 2020.0225 1.255 -0.14389 1.1129 92.589 92.589 1.32E-42 90.8 419870

42155 SQGELSGVLK Unmodified _SQGELSGVLK_ B6TCK3_MAIZE 2 509.28239 1016.5502 -0.14326 -0.2878 -0.43869 54.122 54.122 4.40E-02 40.21 5159000

42156 SQHHSFPCISDR Unmodified _SQHHSFPCISDR_ A6XER2_MAIZE 3 490.88961 1469.647 -0.19978 -0.19147 -0.38285 45.114 45.114 1.13E-05 45.69 224890

42157 SQHHSFPCISDR Unmodified _SQHHSFPCISDR_ A6XER2_MAIZE 3 490.88961 1469.647 -0.16378 -0.24658 -0.402 47.77 47.77 9.42E-03 25.08 71440

42158 SQIHEIVLVGGSTR Unmodified _SQIHEIVLVGGSTR_ B4FW90_MAIZE 3 499.27909 1494.8154 -0.030989 -0.0949 -0.12397 61.183 61.183 1.00E+00 6.59 1328400

42159 SQIHEIVLVGGSTR Unmodified _SQIHEIVLVGGSTR_ B4FW90_MAIZE 2 748.415 1494.8154 0.85248 -0.00671 0.84844 60.609 60.609 3.40E-25 76.94 401780

42160 SQIHEIVLVGGSTR Unmodified _SQIHEIVLVGGSTR_ B4FW90_MAIZE 3 499.27909 1494.8154 -0.16868 -0.22976 -0.39536 61.071 61.071 1.00E+00 7.87 6070600

42161 SQIHEIVLVGGSTR Unmodified _SQIHEIVLVGGSTR_ B4FW90_MAIZE 2 748.415 1494.8154 0.80392 -0.17357 0.63306 61.053 61.053 2.00E-19 85.14 1281600

42162 SQIIVDAEEFKK Unmodified _SQIIVDAEEFKK_ B4FIZ5_MAIZE 3 469.58904 1405.7453 -0.063829 0.29875 0.2151 64.652 64.652 9.42E-03 21.66 2144100

42163 SQIIVDAEEFKK Unmodified _SQIIVDAEEFKK_ B4FIZ5_MAIZE 2 703.87992 1405.7453 0.66566 -0.13732 0.50977 64.664 64.664 1.68E-09 46.58 2051000

42164 SQIIVDAEEFKK Unmodified _SQIIVDAEEFKK_ B4FIZ5_MAIZE 2 703.87992 1405.7453 0.66691 -0.36965 0.27943 63.719 63.719 1.60E-02 49.94 440310

42165 SQILAGGR Unmodified _SQILAGGR_ B4FRH5_MAIZE 2 401.2325 800.45045 0.47163 3.3874 3.8348 33.507 33.507 7.88E-01 21.75 319540

42166 SQILAGGR Unmodified _SQILAGGR_ B4FRH5_MAIZE 2 401.2325 800.45045 0.3883 -0.27098 0.10174 34.922 34.922 3.77E-01 20.51 93830

42167 SQILAGGR Unmodified _SQILAGGR_ B4FRH5_MAIZE 2 401.2325 800.45045 0.37905 0.082434 0.44524 34.033 34.033 7.88E-01 7.43 202640

42168 SQILAGGR Unmodified _SQILAGGR_ B4FRH5_MAIZE 2 401.2325 800.45045 0.42228 -0.33815 0.068263 34.884 34.884 7.88E-01 19.8 135850

42169 SQILAGGR Unmodified _SQILAGGR_ B4FRH5_MAIZE 2 401.2325 800.45045 0.34014 -0.60599 -0.28056 35.58 35.58 1.65E-01 29.17 2660700

42170 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.72601 -0.48483 0.23754 83.648 83.648 7.61E-14 77.88 2746500
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42171 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.74728 -2.8952 -2.1485 84.063 84.063 9.64E-17 71.44 2557600

42172 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.73647 -0.78905 -0.056229 84.586 84.586 1.68E-09 74.39 1765400

42173 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.72109 -0.18031 0.53561 84.274 84.274 9.64E-17 82.19 2000800

42174 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.75819 -0.13402 0.61986 84.506 84.506 7.61E-14 61.62 1358000

42175 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.73907 -0.001727 0.73197 84.148 84.148 7.61E-14 59.45 1557700

42176 SQILSQEFGWDK Unmodified _SQILSQEFGWDK_ B6U0S1_MAIZE 2 719.35407 1436.6936 0.73398 -0.048486 0.68093 83.867 83.867 7.72E-03 46.63 476570

42177 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.32503 0.24172 0.55627 84.367 84.367 1.05E-01 16.62 6283900

42178 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 2 932.97562 1863.9367 1.1459 -0.18319 0.95353 84.361 84.361 4.21E-20 51.4 999950

42179 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.30013 0.23959 0.53017 85.037 85.037 1.05E-01 20.17 3330500

42180 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 2 932.97562 1863.9367 1.1395 0.099022 1.2295 85.03 85.03 7.01E-14 71.67 492730

42181 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.32558 0.20157 0.51655 85.327 85.327 1.67E-02 34.94 3043000

42182 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 2 932.97562 1863.9367 1.1546 -0.18686 0.95789 85.32 85.32 1.82E-38 65.98 347710

42183 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.31308 0.05485 0.35763 85.039 85.039 1.05E-01 22.69 4617800

42184 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 2 932.97562 1863.9367 1.2006 -0.073909 1.1178 85.013 85.013 4.21E-20 62.93 475740

42185 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.36403 0.15696 0.51186 84.844 84.844 1.00E+00 7.29 394920

42186 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 3 622.3195 1863.9367 0.3274 0.36631 0.68297 85.252 85.252 3.78E-02 38.23 2890200

42187 SQILSQEFGWDKDLAK Unmodified _SQILSQEFGWDKDLAK_ B6U0S1_MAIZE 2 932.97562 1863.9367 1.1451 -0.092361 1.0436 84.8 84.8 7.01E-14 65.58 679870

42188 SQLEEDPIVHR Unmodified _SQLEEDPIVHR_ B6TWL4_MAIZE 3 441.56149 1321.6626 -0.081233 0.039496 -0.053751 48.594 48.594 5.15E-02 23.7 375610

42189 SQLEEDPIVHR Unmodified _SQLEEDPIVHR_ B6TWL4_MAIZE 3 441.56149 1321.6626 0.076196 0.1399 0.20222 50.868 50.868 6.15E-03 34.29 819010

42190 SQLEEDPIVHR Unmodified _SQLEEDPIVHR_ B6TWL4_MAIZE 3 441.56149 1321.6626 0.06068 -0.096833 -0.049073 50.151 50.151 1.40E-01 19.55 682870

42191 SQLEEDPIVHR Unmodified _SQLEEDPIVHR_ B6TWL4_MAIZE 3 441.56149 1321.6626 0.068174 0.15678 0.21192 50.76 50.76 9.88E-04 34.53 2107400

42192 SQLEEDPIVHR Unmodified _SQLEEDPIVHR_ B6TWL4_MAIZE 2 661.83859 1321.6626 0.52807 -0.14284 0.37364 50.76 50.76 5.66E-08 55.36 855680

42193 SQLFEFVER Unmodified _SQLFEFVER_ B6ST71_MAIZE 2 577.79566 1153.5768 0.2125 0.059894 0.26649 84.113 84.113 9.73E-03 47.31 379730

42194 SQLFEFVER Unmodified _SQLFEFVER_ B6ST71_MAIZE 2 577.79566 1153.5768 0.11544 0.33315 0.44163 84.699 84.699 3.21E-03 42.68 232010

42195 SQLFEFVER Unmodified _SQLFEFVER_ B6ST71_MAIZE 2 577.79566 1153.5768 0.20068 0.27905 0.4732 85.104 85.104 7.18E-01 18.29 336930

42196 SQLLENVFADPK Unmodified _SQLLENVFADPK_ B4F8B8_MAIZE 2 680.85899 1359.7034 0.56623 -0.16038 0.39431 84.67 84.67 2.62E-07 31.5 332440

42197 SQLLENVFADPK Unmodified _SQLLENVFADPK_ B4F8B8_MAIZE 2 680.85899 1359.7034 0.58978 -0.88129 -0.30282 85.089 85.089 2.62E-07 46.94 595760

42198 SQLLENVFADPK Unmodified _SQLLENVFADPK_ B4F8B8_MAIZE 2 680.85899 1359.7034 0.62145 0.22796 0.83726 84.747 84.747 8.05E-01 1.96 550630

42199 SQLLENVFADPK Unmodified _SQLLENVFADPK_ B4F8B8_MAIZE 2 680.85899 1359.7034 0.71748 0.91852 1.6223 84.503 84.503 1.00E+00 5.4 344570

42200 SQLLENVFADPK Unmodified _SQLLENVFADPK_ B4F8B8_MAIZE 2 680.85899 1359.7034 0.54951 0.15135 0.68792 84.662 84.662 1.68E-09 70.34 5788200

42201 SQLMIHGADAFPFTEERLEELQK Oxidation (M) _SQLM(ox)IHGADAFPFTEERLEELQK_ B4FLB0_MAIZE 4 677.08644 2704.3167 0.59552 -0.34538 0.23865 92.85 92.85 1.96E-03 21.7 818090

42202 SQLMLESISELQR Oxidation (M) _SQLM(ox)LESISELQR_ B4XAV4_MAIZE 2 775.39816 1548.7818 0.97437 -0.22885 0.72359 85.031 85.031 8.08E-01 5.45 207040

42203 SQLMLESISELQR Oxidation (M) _SQLM(ox)LESISELQR_ B4XAV4_MAIZE 2 775.39816 1548.7818 0.922 0.37241 1.2718 84.228 84.228 8.08E-01 9.14 390420

42204 SQLMLESISELQR Oxidation (M) _SQLM(ox)LESISELQR_ B4XAV4_MAIZE 2 775.39816 1548.7818 0.92103 0.019875 0.91784 84.786 84.786 2.50E-01 0.43 564360
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42205 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.36779 0.48984 0.83172 100.5 100.5 3.57E-04 34.1 1234100

42206 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.34217 -0.037039 0.2803 101.26 101.26 1.67E-02 28.51 1055700

42207 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.389 0.22317 0.58654 101.19 101.19 1.00E+00 3.31 889900

42208 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.40212 0.32692 0.70353 101.12 101.12 3.60E-06 43.41 570310

42209 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.43974 0.51334 0.92637 101.2 101.2 7.13E-03 19.06 353640

42210 SQLQALAMLLR Oxidation (M) _SQLQALAM(ox)LLR_ P93644_MAIZE 2 630.36065 1258.7067 0.36175 -0.21887 0.11719 101.48 101.48 2.94E-01 12.91 171950

42211 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.9591 -0.22222 0.7202 72.258 72.258 4.68E-05 35.7 578150

42212 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.94098 -0.094363 0.83052 72.671 72.671 3.13E-02 17.98 217710

42213 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.91967 -0.16722 0.73589 73.443 73.443 9.54E-02 30.55 402480

42214 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.94068 -0.37775 0.54696 73.028 73.028 1.47E-03 33.98 387050

42215 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.9771 -0.095885 0.86493 73.023 73.023 3.13E-02 25.3 235430

42216 SQLQELIPEQQDR Unmodified _SQLQELIPEQQDR_ B4FIC0_MAIZE 2 792.40483 1582.7951 0.90379 -0.1016 0.78628 73.507 73.507 1.00E-11 57.12 5070700

42217 SQLQGVSLR Unmodified _SQLQGVSLR_ B6TWF2_MAIZE 2 494.28272 986.55089 -0.12457 0.19724 0.06586 50.728 50.728 3.21E-03 51.49 1839900

42218 SQLQQIAR Unmodified _SQLQQIAR_ B4F9G1_MAIZE 2 472.26962 942.52468 0.001478 -0.70967 -0.72961 39.648 39.648 5.06E-02 27.72 522710

42219 SQLQQIAR Unmodified _SQLQQIAR_ B4F9G1_MAIZE 2 472.26962 942.52468 -0.034152 0.32974 0.27239 41.822 41.822 1.65E-01 33.11 494260

42220 SQLQQIAR Unmodified _SQLQQIAR_ B4F9G1_MAIZE 2 472.26962 942.52468 -0.054295 -0.021493 -0.097631 41.636 41.636 5.06E-02 39.45 1589100

42221 SQLQQIAR Unmodified _SQLQQIAR_ B4F9G1_MAIZE 2 472.26962 942.52468 -0.12665 0.57754 0.42811 42.247 42.247 2.92E-02 35.52 4489400

42222 SQLTAINR Unmodified _SQLTAINR_ B4G0U0_MAIZE 2 451.75634 901.49813 -0.049228 0.29147 0.21669 42.066 42.066 3.77E-01 23.49 601530

42223 SQMQVNVTADHR Oxidation (M) _SQM(ox)QVNVTADHR_ B4G1C9_MAIZE 3 467.8895 1400.6467 -0.12754 -0.1742 -0.29792 30.191 30.191 1.00E+00 6.88 27166

42224 SQMQVNVTADHR Oxidation (M) _SQM(ox)QVNVTADHR_ B4G1C9_MAIZE 3 467.8895 1400.6467 0.085517 0.22529 0.31444 32.593 32.593 6.01E-02 40.5 63836

42225 SQNNPSQLLPSELIDR Acetyl (Protein N-term) _(ac)SQNNPSQLLPSELIDR_ B4FLA3_MAIZE 2 926.9736 1851.9327 1.1164 0.09455 1.1907 102.33 102.33 2.16E-02 26.55 82729

42226 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 2 808.45633 1614.8981 0.98029 0.10238 1.079 111.11 111.11 2.37E-16 57.24 525420

42227 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 3 539.30665 1614.8981 0.10387 -0.2221 -0.12181 111.11 111.11 8.47E-02 32.73 263370

42228 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 2 808.45633 1614.8981 0.95742 0.18988 1.1436 111.69 111.69 6.53E-30 96.92 434690

42229 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 2 808.45633 1614.8981 0.98304 0.18754 1.1658 111.7 111.7 2.37E-16 70.58 361210

42230 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 2 808.45633 1614.8981 0.98684 0.25972 1.2429 111.73 111.73 2.37E-16 73.87 375510

42231 SQPDLAILAVNTFVK Unmodified _SQPDLAILAVNTFVK_ B6UA40_MAIZE 3 539.30665 1614.8981 0.10597 -0.093864 0.0072348 111.7 111.7 1.00E+00 11.05 203400

42232 SQPTSHGPSSPETLLQDAAK Unmodified _SQPTSHGPSSPETLLQDAAK_ B6TLS0_MAIZE 3 684.33951 2049.9967 0.54507 0.49904 1.039 66.692 66.692 2.08E-03 28.15 795630

42233 SQQPVYLK Unmodified _SQQPVYLK_ B4G0N0_MAIZE 2 481.76892 961.52328 -0.31825 40.629 40.629 2.77E-01 9.4

42234 SQQPVYLK Unmodified _SQQPVYLK_ B4G0N0_MAIZE 2 481.76892 961.52328 -0.35153 43.086 43.086 8.85E-02 16.77

42235 SQQPVYLK Unmodified _SQQPVYLK_ B4G0N0_MAIZE 2 481.76892 961.52328 -0.34113 42.477 42.477 2.77E-01 16.17

42236 SQQPVYLK Unmodified _SQQPVYLK_ B4G0N0_MAIZE 2 481.76892 961.52328 0.13312 43.006 43.006 8.85E-02 36.88

42237 SQQVSASALR Unmodified _SQQVSASALR_ B6UEQ3_MAIZE 2 523.78309 1045.5516 0.0059953 0.2157 0.20463 38.211 38.211 4.40E-02 34.28 1251800

42238 SQQVSASALR Unmodified _SQQVSASALR_ B6UEQ3_MAIZE 2 523.78309 1045.5516 -0.11146 0.054418 -0.073695 37.62 37.62 1.25E-02 27.7 351720
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42239 SQQVSASALR Unmodified _SQQVSASALR_ B6UEQ3_MAIZE 2 523.78309 1045.5516 0.020637 -0.060485 -0.055394 40.361 40.361 1.62E-03 41.05 432030

42240 SQQVSASALR Unmodified _SQQVSASALR_ B6UEQ3_MAIZE 2 523.78309 1045.5516 -0.089925 -0.15461 -0.26064 41.004 41.004 1.62E-03 49.35 732610

42241 SQSVIPVSDEK Unmodified _SQSVIPVSDEK_ B4FV93_MAIZE 2 594.80897 1187.6034 0.24362 -0.096652 0.14203 47.912 47.912 1.00E+00 16.12 778630

42242 SQSVIPVSDEK Unmodified _SQSVIPVSDEK_ B4FV93_MAIZE 2 594.80897 1187.6034 0.20718 -0.1672 0.035987 50.042 50.042 1.47E-01 20.25 1939500

42243 SQTVDLVLTAHPTQSVR Unmodified _SQTVDLVLTAHPTQSVR_ CAPP2_MAIZE 3 618.00228 1850.985 0.3241 -0.63365 -0.29814 66.08 66.08 4.33E-01 7.44 615370

42244 SQVFSTAADNQTQVGIR Unmodified _SQVFSTAADNQTQVGIR_ B4F8Q2_MAIZE 2 911.45812 1820.9017 1.1286 -0.9909 0.14541 65.042 65.042 4.07E-45 80.06 579440

42245 SQVFSTAADNQTQVGIR Unmodified _SQVFSTAADNQTQVGIR_ B4F8Q2_MAIZE 2 911.45812 1820.9017 1.0678 -0.35929 0.71585 64.487 64.487 3.33E-51 120.47 1079600

42246 SQVFSTAADNQTQVGIR Unmodified _SQVFSTAADNQTQVGIR_ B4F8Q2_MAIZE 2 911.45812 1820.9017 1.112 -0.98501 0.13533 64.775 64.775 4.22E-59 112.63 3194600

42247 SQVFSTAADNQTQVGVK Unmodified _SQVFSTAADNQTQVGVK_ B6UGG5_MAIZE 2 890.44722 1778.8799 1.0813 -0.054157 1.0389 59.234 59.234 3.42E-29 88.02 602140

42248 SQVFSTAADNQTQVGVK Unmodified _SQVFSTAADNQTQVGVK_ B6UGG5_MAIZE 2 890.44722 1778.8799 1.062 -0.013818 1.0602 58.56 58.56 4.07E-45 98.38 1216500

42249 SQVFSTAADNQTQVGVK Unmodified _SQVFSTAADNQTQVGVK_ B6UGG5_MAIZE 2 890.44722 1778.8799 1.0729 -0.14704 0.9376 59.064 59.064 3.33E-51 118.43 4557100

42250 SQVFTTYQDQQTTVSIQVFEGER Unmodified _SQVFTTYQDQQTTVSIQVFEGER_ B4FW90_MAIZE 3 897.76807 2690.2824 1.2348 0.067765 1.3159 97.277 97.277 2.54E-02 6.51 232920

42276 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 911.9809 1821.9472 1.1352 -0.13603 1.0031 105.24 105.24 3.42E-29 82.12 359280

42277 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 911.9809 1821.9472 1.1003 -0.047007 1.0568 105.77 105.77 1.37E-17 88.65 335690

42278 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 911.9809 1821.9472 1.1073 -0.038031 1.0727 105.88 105.88 3.33E-51 130.03 746000

42279 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 911.9809 1821.9472 1.1254 -0.07416 1.0544 105.88 105.88 4.07E-45 119.35 512970

42280 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 2 911.9809 1821.9472 1.1075 -0.14951 0.96207 105.47 105.47 7.78E-69 107.93 4401400

42281 SQYLDDIATLTGGTVIR Unmodified _SQYLDDIATLTGGTVIR_ B6SH83_MAIZE 3 608.32302 1821.9472 0.24066 0.22262 0.46651 105.45 105.45 1.00E+00 2.4 2420200

42282 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 -0.023214 -0.71838 -0.73499 28.147 28.147 5.31E-03 52.08 2651300

42283 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 676.63645 2026.8875 0.64078 -0.02421 0.62353 28.142 28.142 9.13E-03 63 205270

42284 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 2 1014.451 2026.8875 1.2564 -0.22896 1.0345 28.128 28.128 1.00E+00 6.81 11009

42285 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 -0.13046 -0.51467 -0.6383 26.926 26.926 2.47E-02 36.46 280710

42286 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 676.63645 2026.8875 0.5496 -0.19793 0.35845 26.915 26.915 3.92E-01 12.17 15397

42287 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 676.63645 2026.8875 0.66457 -0.17985 0.49204 29.432 29.432 9.21E-01 8.24 17540

42288 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 0.056154 -0.55497 -0.49117 28.526 28.526 2.39E-01 23.14 168440

42289 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 676.63645 2026.8875 0.73184 -0.46715 0.27218 28.525 28.525 9.21E-01 11.2 11148

42290 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 0.027918 -0.56369 -0.52867 29.198 29.198 6.09E-01 15.06 124140

42291 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 0.01666 -0.76576 -0.74094 29.042 29.042 1.31E-01 28.17 596380

42292 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 3 676.63645 2026.8875 0.69495 -0.1752 0.52677 29.041 29.041 6.30E-02 27.18 66191

42293 SRDHTVSATHGDMDQNTR Unmodified _SRDHTVSATHGDMDQNTR_ B4FBK3_MAIZE 4 507.72915 2026.8875 -0.05503 -0.27526 -0.3239 29.641 29.641 2.47E-02 40.33 118990

42294 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 0.067774 -0.35282 -0.27713 21.56 21.56 1.00E+00 2 36092

42295 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 0.031446 -0.59366 -0.55317 29.426 29.426 2.39E-01 12.02 37183

42296 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 0.10449 -0.40639 -0.29287 21.04 21.04 1.00E+00 9.42 51220

42297 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 0.11856 -0.338 -0.21018 21.3 21.3 1.00E+00 5.19 20390
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42298 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 -0.0041981 -0.39724 -0.39289 21.37 21.37 1.00E+00 3.7 13884

42299 SRDHTVSATHGDMDQNTR Oxidation (M) _SRDHTVSATHGDM(ox)DQNTR_ B4FBK3_MAIZE 4 511.72788 2042.8824 0.11955 -0.65784 -0.52917 21.071 21.071 1.00E+00 6.18 8874.8

42300 SRDLEYLFSK Unmodified _SRDLEYLFSK_ B4FEY3_MAIZE 2 629.32733 1256.6401 0.40626 -0.90799 -0.52085 71.885 71.885 1.84E-04 54.78 594860

42301 SRECLPLILIIR Unmodified _SRECLPLILIIR_ B4FMI5_MAIZE 3 494.96568 1481.8752 -0.053434 -0.43935 -0.51323 94.335 94.335 9.42E-03 34.43 763290

42302 SREDLFVTSK Unmodified _SREDLFVTSK_ B4FQR3_MAIZE 2 591.31168 1180.6088 0.11044 -0.042228 0.061771 50.629 50.629 1.84E-04 43.75 2753800

42303 SREDLFVTSK Unmodified _SREDLFVTSK_ B4FQR3_MAIZE 3 394.54354 1180.6088 0.41925 0.12802 0.54049 50.642 50.642 1.00E+00 13.88 1897700

42304 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.44228 0.17637 0.58451 38.307 38.307 2.75E-16 37.33 1173400

42305 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.46885 0.058775 0.49363 38.236 38.236 4.20E-02 19.65 23149

42306 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.41659 0.094633 0.47726 37.56 37.56 4.31E-05 42.77 480960

42307 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.47886 -0.28429 0.15976 40.463 40.463 9.99E-05 37.47 657400

42308 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.48381 -0.11291 0.33636 39.685 39.685 4.31E-05 33.87 614250

42309 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.46557 -0.10636 0.32447 40.521 40.521 1.03E-05 47.71 655380

42310 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.33816 0.4769 0.78032 41.155 41.155 4.31E-05 32.81 1073900

42311 SREENVYMAK Acetyl (Protein N-term),Oxidation (M) _(ac)SREENVYM(ox)AK_ B4FT23_MAIZE 2 642.79808 1283.5816 0.31897 -0.053994 0.23063 38.263 38.263 1.03E-05 27.39 5392200

42312 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.36908 0.074833 0.40613 45.498 45.498 1.84E-04 41.88 7513500

42313 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.35556 0.10609 0.42325 45.123 45.123 2.81E-03 38.97 1019000

42314 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.41407 0.21247 0.58789 47.76 47.76 2.81E-03 39.27 787140

42315 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.43002 0.093416 0.48585 47.002 47.002 4.40E-05 51.09 704330

42316 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.40457 0.12105 0.48815 47.859 47.859 1.62E-03 39.31 839670

42317 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.43968 0.12375 0.52495 47.633 47.633 4.40E-02 50.96 614280

42318 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.3081 -0.10591 0.16473 48.434 48.434 1.62E-03 36.01 1559500

42319 SREENVYMAK Acetyl (Protein N-term) _(ac)SREENVYMAK_ B4FT23_MAIZE 2 634.80062 1267.5867 0.26034 0.029696 0.25247 45.696 45.696 1.84E-04 55.08 6380100

42320 SREEVFDALK Unmodified _SREEVFDALK_ Q9SAZ6_MAIZE 2 597.31168 1192.6088 0.20163 -0.062568 0.11935 58.223 58.223 1.62E-03 52.52 5402100

42321 SREEVFDALK Unmodified _SREEVFDALK_ Q9SAZ6_MAIZE 2 597.31168 1192.6088 0.18982 -0.29333 -0.1218 58.969 58.969 1.62E-03 52.65 2239700

42322 SREEVFDALK Unmodified _SREEVFDALK_ Q9SAZ6_MAIZE 2 597.31168 1192.6088 0.23217 -0.38172 -0.16727 60.451 60.451 1.84E-04 47.09 2315300

42323 SREEVFDALK Unmodified _SREEVFDALK_ Q9SAZ6_MAIZE 2 597.31168 1192.6088 0.21458 -0.91814 -0.72029 59.131 59.131 1.25E-02 34.69 826460

42324 SREEVFDALK Unmodified _SREEVFDALK_ Q9SAZ6_MAIZE 2 597.31168 1192.6088 0.15217 0.001145 0.13435 61.923 61.923 1.62E-03 56.11 688720

42325 SRLEAFHR Unmodified _SRLEAFHR_ B4FI76_MAIZE 3 339.18591 1014.5359 1.2401 -0.003316 1.2122 36.144 36.144 3.42E-02 27.63 353910

42326 SRLEAFHR Unmodified _SRLEAFHR_ B4FI76_MAIZE 3 339.18591 1014.5359 1.2592 -0.52125 0.71476 33.415 33.415 2.47E-01 33 875220

42327 SRPLEVALPISDPTK Unmodified _SRPLEVALPISDPTK_ B4FKV2_MAIZE 2 811.95924 1621.9039 1.0096 -0.21484 0.78078 74.671 74.671 2.37E-16 63.82 591620

42328 SSAAGGVEETVR Acetyl (Protein N-term) _(ac)SSAAGGVEETVR_ B6TQC5_MAIZE 2 602.79385 1203.5731 0.12011 0.042948 0.1554 54.002 54.002 7.61E-14 69.34 361930

42329 SSAAGGVEETVR Acetyl (Protein N-term) _(ac)SSAAGGVEETVR_ B6TQC5_MAIZE 2 602.79385 1203.5731 0.19811 0.58416 0.77272 57.054 57.054 8.05E-01 3.94 1380200

42330 SSADAVSLAFGDAYR Unmodified _SSADAVSLAFGDAYR_ B4G0V9_MAIZE 3 510.57921 1528.7158 -0.20457 0.57616 0.364 86.096 86.096 2.65E-02 23.17 232150

42331 SSADAVSLAFGDAYR Unmodified _SSADAVSLAFGDAYR_ B4G0V9_MAIZE 2 765.36517 1528.7158 0.84213 -0.43753 0.39778 84.986 84.986 7.01E-11 78.43 206800
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42332 SSADAVSLAFGDAYR Unmodified _SSADAVSLAFGDAYR_ B4G0V9_MAIZE 2 765.36517 1528.7158 0.75287 -0.43592 0.3099 86.291 86.291 1.02E-23 88.46 508440

42333 SSAEEALVILQGTLVGGQNVR Unmodified _SSAEEALVILQGTLVGGQNVR_ B4FTW4_MAIZE 3 714.39021 2140.1488 0.80041 -0.43508 0.36107 117.34 117.34 1.74E-01 9.72 141050

42334 SSAEEALVILQGTLVGGQNVR Unmodified _SSAEEALVILQGTLVGGQNVR_ B4FTW4_MAIZE 3 714.39021 2140.1488 0.78661 -0.75137 0.032271 117.31 117.31 7.80E-02 16.09 430100

42335 SSAEEALVILQGTLVGGQNVR Unmodified _SSAEEALVILQGTLVGGQNVR_ B4FTW4_MAIZE 2 1071.0817 2140.1488 1.2866 -0.86258 0.42091 117.22 117.22 3.25E-04 27.47 270670

42336 SSAELLLPESVK Unmodified _SSAELLLPESVK_ B6TJ32_MAIZE 2 636.85592 1271.6973 0.36189 0.4993 0.83447 80.625 80.625 1.60E-02 14.96 754690

42337 SSAGGFLGDLVK Unmodified _SSAGGFLGDLVK_ B6U7S4_MAIZE 2 575.80877 1149.603 0.095181 0.15285 0.25556 87.749 87.749 1.68E-09 66.83 489000

42338 SSAHDGLVK Unmodified _SSAHDGLVK_ B4FGC8_MAIZE 2 457.24052 912.46649 -0.12549 -0.059197 -0.18735 21.85 21.85 7.18E-01 27.51 63105

42339 SSALPSDPVTVTIEEK Unmodified _SSALPSDPVTVTIEEK_ B4G0V4_MAIZE 2 836.93562 1671.8567 1.0852 -0.021409 1.0584 75.908 75.908 2.01E-03 31.99 658230

42340 SSALPSDPVTVTIEEK Unmodified _SSALPSDPVTVTIEEK_ B4G0V4_MAIZE 2 836.93562 1671.8567 1.0219 0.21336 1.2307 76.366 76.366 1.48E-07 44.13 221940

42341 SSALPSDPVTVTIEEK Unmodified _SSALPSDPVTVTIEEK_ B4G0V4_MAIZE 2 836.93562 1671.8567 1.0202 0.10202 1.1169 76.926 76.926 9.46E-03 23.66 295180

42342 SSALPSDPVTVTIEEK Unmodified _SSALPSDPVTVTIEEK_ B4G0V4_MAIZE 2 836.93562 1671.8567 1.0637 -0.13796 0.92117 76.907 76.907 7.01E-14 61.49 680520

42343 SSAPVELTEAETEYSVNVVK Unmodified _SSAPVELTEAETEYSVNVVK_ B6SV32_MAIZE 2 1076.5364 2151.0583 1.2269 0.48546 1.7019 88.094 88.094 6.57E-12 89.34 305750

42344 SSAPVELTEAETEYSVNVVK Unmodified _SSAPVELTEAETEYSVNVVK_ B6SV32_MAIZE 2 1076.5364 2151.0583 1.2216 0.005581 1.217 88.06 88.06 6.57E-12 96.54 449120

42345 SSASAVATPEKNPAAPVK Unmodified _SSASAVATPEKNPAAPVK_ B6TUB8_MAIZE 2 862.96251 1723.9105 1.1352 0.10414 1.22 42.59 42.59 2.67E-02 44.17 284370

42346 SSASAVATPEKNPAAPVK Unmodified _SSASAVATPEKNPAAPVK_ B6TUB8_MAIZE 3 575.6441 1723.9105 0.19157 -0.007231 0.16529 42.591 42.591 9.85E-03 22.73 911640

42347 SSAYSVR Unmodified _SSAYSVR_ B4FSU4_MAIZE 2 385.19559 768.37662 -2.0224 26.994 26.994 2.09E-01 20.58

42348 SSCLADAGAEPFR Unmodified _SSCLADAGAEPFR_ B6TJT9_MAIZE 2 690.81426 1379.614 0.6039 -0.43669 0.16337 64.162 64.162 1.00E-11 50.06 721780

42349 SSCLADAGAEPFR Unmodified _SSCLADAGAEPFR_ B6TJT9_MAIZE 2 690.81426 1379.614 0.5396 -0.1928 0.34178 62.626 62.626 2.61E-08 76.75 1258900

42350 SSDELPSYLIECK Unmodified _SSDELPSYLIECK_ B6THH6_MAIZE 2 770.86361 1539.7127 0.90368 -0.25196 0.63628 80.925 80.925 1.56E-17 81.64 453000

42351 SSDELPSYLIECK Unmodified _SSDELPSYLIECK_ B6THH6_MAIZE 2 770.86361 1539.7127 0.91295 0.076464 0.97273 81.524 81.524 2.50E-15 58.82 479400

42352 SSDELRLELDELR Acetyl (Protein N-term) _(ac)SSDELRLELDELR_ B4FGY0_MAIZE 2 808.90994 1615.8053 0.93446 0.17596 1.0815 97.607 97.607 1.47E-03 44.7 1398600

42353 SSDEVFVCER Unmodified _SSDEVFVCER_ B6SLN4_MAIZE 2 614.26915 1226.5237 0.29085 -0.20402 0.096186 56.473 56.473 4.40E-05 69.29 354160

42354 SSDEVGSQTTEPSASGSAEPLGLGGGLIPIPK Unmodified _SSDEVGSQTTEPSASGSAEPLGLGGGLIPIPK_ B6U0P5_MAIZE 3 1013.5103 3037.5092 1.1582 -0.1743 0.98384 103.76 103.76 5.59E-02 13.75 242460

42355 SSDIISSASAR Unmodified _SSDIISSASAR_ B4FZN1_MAIZE 2 547.27783 1092.5411 -0.020888 -0.30255 -0.34506 47.9 47.9 1.62E-12 78.79 1172500

42356 SSDLDMTSR Oxidation (M) _SSDLDM(ox)TSR_ B6U1U5_MAIZE 2 514.22167 1026.4288 0.10871 0.003604 0.11057 25.756 25.756 9.18E-02 33.16 18371

42357 SSDPYVVVR Unmodified _SSDPYVVVR_ B4FFK7_MAIZE 2 511.26928 1020.524 -0.19264 -0.10608 -0.29158 53.662 53.662 3.21E-03 40.96 501720

42358 SSEALSEHFIK Unmodified _SSEALSEHFIK_ B6TRV8_MAIZE 2 624.31696 1246.6194 0.33618 -0.36324 -0.048527 56.344 56.344 4.43E-05 61.66 1178500

42359 SSEALSEHFTK Unmodified _SSEALSEHFTK_ B4FI21_MAIZE 2 618.29877 1234.583 0.35123 -0.37846 -0.041968 46.364 46.364 1.67E-02 20.8 176870

42360 SSEALSEHFTK Unmodified _SSEALSEHFTK_ B4FI21_MAIZE 2 618.29877 1234.583 0.36765 0.013942 0.36572 46.004 46.004 4.43E-05 81.17 571600

42361 SSEALSEHFTK Unmodified _SSEALSEHFTK_ B4FI21_MAIZE 3 412.53494 1234.583 0.28103 -0.055718 0.20799 45.991 45.991 6.79E-01 7.43 908490

42362 SSEMKR Oxidation (M) _SSEM(ox)KR_ B6STW7_MAIZE 2 377.18162 752.34869 0.72355 0.67184 1.3603 87.184 87.184 5.26E-01 14.15 275170

42363 SSENFLYVVEGMQFDR Oxidation (M) _SSENFLYVVEGM(ox)QFDR_ Q6B7Q9_MAIZE 2 968.94092 1935.8673 1.2933 0.016637 1.3105 99.787 99.787 1.42E-33 63.33 417160

42364 SSETIDQVNANAGGYGK Unmodified _SSETIDQVNANAGGYGK_ B4FYH1_MAIZE 2 855.9001 1709.7857 1.0702 0.43187 1.4948 55.388 55.388 8.28E-39 95.24 1510300

42365 SSGGADKPGSGGGAVK Acetyl (Protein N-term) _(ac)SSGGADKPGSGGGAVK_ B4FCE3_MAIZE 2 687.33641 1372.6583 0.48059 -0.23829 0.24847 24.627 24.627 5.51E-02 33.31 449540
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42366 SSGGADKPGSGGGAVK Acetyl (Protein N-term) _(ac)SSGGADKPGSGGGAVK_ B4FCE3_MAIZE 2 687.33641 1372.6583 0.6334 0.009415 0.64756 26.84 26.84 1.00E+00 9.86 14033

42367 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.7105 0.3573 1.0795 117.08 117.08 4.68E-05 50.95 2198900

42368 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.70048 0.27725 0.98932 117.6 117.6 4.68E-05 54.17 883230

42369 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.69233 0.42522 1.1282 117.71 117.71 1.47E-03 56.86 1178900

42370 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.72923 0.4813 1.2225 117.75 117.75 3.13E-02 45.43 633280

42371 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.71344 0.46483 1.1903 117.46 117.46 2.61E-08 70.42 716430

42372 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.69011 0.12528 0.82773 117.92 117.92 4.68E-05 61.9 3835400

42373 SSGGFWTWLTGAR Unmodified _SSGGFWTWLTGAR_ B4FSZ7_MAIZE 2 713.34913 1424.6837 0.75252 0.51413 1.2777 117.25 117.25 5.66E-01 18.86 120850

42374 SSGGLSEADIQK Unmodified _SSGGLSEADIQK_ B4F8Q2_MAIZE 2 596.29622 1190.5779 0.19385 0.27794 0.45873 44.958 44.958 1.11E-04 71.91 1025500

42375 SSGGLSEADIQK Unmodified _SSGGLSEADIQK_ B4F8Q2_MAIZE 2 596.29622 1190.5779 0.22453 0.25505 0.46643 47.599 47.599 1.98E-03 81.15 2518600

42376 SSGGLSEADIQK Unmodified _SSGGLSEADIQK_ B4F8Q2_MAIZE 2 596.29622 1190.5779 0.18727 0.065875 0.24052 46.84 46.84 2.62E-07 56.63 5600300

42377 SSGGLSEADIQK Unmodified _SSGGLSEADIQK_ B4F8Q2_MAIZE 2 596.29622 1190.5779 0.091524 0.076295 0.15428 47.687 47.687 2.62E-07 71.37 18311000

42378 SSGGLSEVEIEK Unmodified _SSGGLSEVEIEK_ B6UGG5_MAIZE 2 617.81171 1233.6089 0.42018 0.98713 1.3877 55.607 55.607 2.62E-07 65.92 1337500

42379 SSGGLSEVEIEK Unmodified _SSGGLSEVEIEK_ B6UGG5_MAIZE 2 617.81171 1233.6089 0.2794 -0.18461 0.078114 55.812 55.812 2.62E-07 71.81 869860

42380 SSGGLSEVEIEK Unmodified _SSGGLSEVEIEK_ B6UGG5_MAIZE 2 617.81171 1233.6089 0.31007 -0.052115 0.2414 57.659 57.659 1.11E-04 65.78 1942400

42381 SSGGLSEVEIEK Unmodified _SSGGLSEVEIEK_ B6UGG5_MAIZE 2 617.81171 1233.6089 0.21444 -0.56348 -0.36488 56.923 56.923 1.98E-03 57.14 3054400

42382 SSGGLSEVEIEK Unmodified _SSGGLSEVEIEK_ B6UGG5_MAIZE 2 617.81171 1233.6089 0.23098 -0.031616 0.1824 57.624 57.624 2.62E-07 81.55 13006000

42384 SSICYIDGDEGILR Unmodified _SSICYIDGDEGILR_ B6TV27_MAIZE 2 799.37996 1596.7454 0.96653 -0.13419 0.82858 80.764 80.764 1.95E-13 89.86 592300

42385 SSICYIDGDEGILR Unmodified _SSICYIDGDEGILR_ B6TV27_MAIZE 2 799.37996 1596.7454 0.98989 0.048459 1.0336 81.13 81.13 7.64E-09 83.93 244370

42386 SSICYIDGDEGILR Unmodified _SSICYIDGDEGILR_ B6TV27_MAIZE 2 799.37996 1596.7454 0.89455 -0.17474 0.71632 81.633 81.633 7.68E-22 75.45 383580

42387 SSICYIDGDEGILR Unmodified _SSICYIDGDEGILR_ B6TV27_MAIZE 2 799.37996 1596.7454 0.97591 -0.22387 0.74787 81.315 81.315 3.40E-25 89.59 363270

42388 SSICYIDGDEGILR Unmodified _SSICYIDGDEGILR_ B6TV27_MAIZE 2 799.37996 1596.7454 0.95906 -0.31732 0.63753 81.588 81.588 3.40E-25 80.54 1136800

42389 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.31954 -0.013407 0.2922 48.545 48.545 1.86E-01 39.65 876010

42390 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.4648 -0.59081 -0.14051 47.547 47.547 4.49E-02 53.34 12692000

42391 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.51143 -0.41432 0.08168 49.94 49.94 8.04E-02 43.38 15957000

42392 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.45544 -0.39216 0.049138 49.356 49.356 4.49E-02 50.61 11654000

42393 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.36781 -0.17567 0.1781 50.04 50.04 4.49E-02 47.88 12251000

42394 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.51312 -0.26672 0.232 49.668 49.668 9.32E-03 48.79 10160000

42395 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.55978 0.13092 0.67438 48.134 48.134 8.04E-02 35.76 3176200

42396 SSIFDAK Unmodified _SSIFDAK_ B6SJZ8_MAIZE 2 384.20034 766.38612 0.31132 -0.51957 -0.22226 51.248 51.248 8.04E-02 39.3 2473600

42397 SSIGTGYDLSVTTFSPDGR Acetyl (Protein N-term) _(ac)SSIGTGYDLSVTTFSPDGR_ B4FU37_MAIZE 2 1001.4736 2000.9327 1.1575 0.054843 1.2237 103.84 103.84 5.13E-03 42.63 612440

42398 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 2 912.01728 1822.02 1.1521 0.26408 1.4014 101.29 101.29 1.27E-09 44.13 571990

42399 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 2 912.01728 1822.02 1.2425 -0.037949 1.1915 109.01 109.01 7.12E-01 15.16 8235.6

42400 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 2 912.01728 1822.02 1.1484 0.1439 1.2783 101.63 101.63 7.73E-25 77.75 1753100
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42401 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 3 608.34728 1822.02 0.24002 0.11975 0.34506 101.59 101.59 5.29E-01 10.11 563430

42402 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 2 912.01728 1822.02 1.0818 -0.20264 0.86526 102.28 102.28 7.73E-25 61.28 1899600

42403 SSIPLEITPIVQQELR Unmodified _SSIPLEITPIVQQELR_ B6TJT9_MAIZE 3 608.34728 1822.02 0.25845 -0.54896 -0.30332 102.29 102.29 9.16E-07 32.71 533130

42404 SSIQQLVK Unmodified _SSIQQLVK_ MMT1_MAIZE 2 451.76892 901.52328 -0.13313 0.19079 0.043446 50.116 50.116 2.92E-02 41.59 454010

42405 SSIQQLVK Unmodified _SSIQQLVK_ MMT1_MAIZE 2 451.76892 901.52328 0.040708 0.26057 0.2863 52.188 52.188 1.65E-01 15.98 446530

42406 SSITFYGNSFIAGPTGEIVK Unmodified _SSITFYGNSFIAGPTGEIVK_ B6TKZ3_MAIZE 2 1044.536 2087.0575 1.2172 -0.08225 1.1368 99.071 99.071 3.12E-37 103.06 619840

42407 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.7905 -0.093909 0.69263 117 117 6.53E-30 121.85 7801200

42408 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 -0.020348 -0.27963 -0.30352 117.06 117.06 6.35E-02 27.33 1432700

42409 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.82343 0.21028 1.0306 127.39 127.39 4.63E-02 18.9 30837

42410 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.81113 0.006661 0.81405 117.52 117.52 6.53E-30 110.18 1396300

42411 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 -0.15794 -0.072169 -0.23402 117.48 117.48 7.60E-01 17.1 306290

42412 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.80953 0.11306 0.91893 117.56 117.56 2.37E-16 89.99 1109300

42413 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 -0.0086919 -0.22898 -0.24065 117.55 117.55 6.35E-02 15.12 310490

42414 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.82781 0.07695 0.90077 117.65 117.65 2.37E-16 78.79 1031400

42415 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 0.040557 -0.10276 -0.064855 117.63 117.63 1.98E-01 19.64 232420

42416 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.84358 0.28722 1.1274 117.44 117.44 1.02E-23 93.42 642970

42417 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 0.020863 -0.15302 -0.1357 117.44 117.44 1.00E+00 10.43 130870

42418 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 2 749.45359 1496.8926 0.76114 0.22584 0.98307 119.61 119.61 1.04E-33 102.55 2159800

42419 SSITPGTVLILLAGR Unmodified _SSITPGTVLILLAGR_ B4F9G6_MAIZE 3 499.97149 1496.8926 -0.039375 -0.17632 -0.21861 119.59 119.59 2.19E-02 31.74 475590

42420 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.30291 0.19399 0.48446 92.406 92.406 3.60E-06 67.42 13040000

42421 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.23068 0.15869 0.37715 94.365 94.365 4.48E-03 53.23 301280

42422 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.29959 0.24677 0.53293 93.05 93.05 5.66E-08 76.48 1705700

42423 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.35369 0.45364 0.79449 92.926 92.926 4.48E-03 32.03 1645400

42424 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.35641 0.52845 0.87149 92.49 92.49 1.67E-02 53.42 1031000

42425 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.37736 0.71223 1.0754 93.061 93.061 7.60E-01 16.39 588580

42426 SSLDAFQQILK Unmodified _SSLDAFQQILK_ ADT1_MAIZE 2 625.34298 1248.6714 0.27371 0.19958 0.4597 92.671 92.671 4.43E-05 51.27 2556100

42427 SSLDSHLLDLLWNK Unmodified _SSLDSHLLDLLWNK_ B4FUK9_MAIZE 3 547.62627 1639.857 0.192 0.20063 0.37814 111.69 111.69 2.26E-02 17.73 67758

42428 SSLDSHLLDLLWNK Unmodified _SSLDSHLLDLLWNK_ B4FUK9_MAIZE 3 547.62627 1639.857 -0.00025535 0.27397 0.2593 111.28 111.28 1.10E-02 24.85 714970

42429 SSLEQHFSDCGEMTR Oxidation (M) _SSLEQHFSDCGEM(ox)TR_ B4FI73_MAIZE 3 600.58229 1798.725 0.28096 -0.31885 -0.033487 51.388 51.388 1.74E-13 56.32 489560

42430 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 -0.044189 -0.066822 -0.10922 55.657 55.657 2.81E-03 30.1 2004500

42431 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 -0.17741 -0.04148 -0.21764 55.863 55.863 4.40E-02 28.35 828430

42432 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 -0.048278 -0.09754 -0.1432 57.73 57.73 2.81E-03 32.05 1397300

42433 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 -0.025873 -0.39966 -0.42248 57.038 57.038 4.40E-02 35.84 575850

42434 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 -0.096177 -0.15307 -0.24785 57.701 57.701 1.45E-01 39.7 1318800



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

42435 SSLGPVGLDK Unmodified _SSLGPVGLDK_ B6TKY3_MAIZE 2 486.77166 971.52876 8.21E-06 -0.51355 -0.51064 57.612 57.612 1.45E-01 19.46 304430

42436 SSLLHSKPK Unmodified _SSLLHSKPK_ B4FKL1_MAIZE 3 332.86607 995.57638 1.4733 0.31929 1.7655 21.293 21.293 2.35E-01 16.53 18118

42437 SSLLHSKPK Unmodified _SSLLHSKPK_ B4FKL1_MAIZE 2 498.79547 995.57638 0.10678 -0.17778 -0.095269 21.827 21.827 1.00E+00 11.37 2724.6

42438 SSLVLR Unmodified _SSLVLR_ B4F7V6_MAIZE 2 337.71341 673.41227 0.63498 -2.3675 -1.7448 41.418 41.418 2.78E-01 36.21 40863

42439 SSLVLR Unmodified _SSLVLR_ B4F7V6_MAIZE 2 337.71341 673.41227 1.0594 -0.18595 0.85399 44.407 44.407 2.64E-01 34.87 173300

42440 SSMFGCSLTIPITDGR Oxidation (M) _SSM(ox)FGCSLTIPITDGR_ B6TGW1_MAIZE 2 879.41348 1756.8124 1.0705 -0.32041 0.76386 87.04 87.04 1.02E-04 46.13 270270

42441 SSMFGCSLTIPITDGR Unmodified _SSMFGCSLTIPITDGR_ B6TGW1_MAIZE 2 871.41602 1740.8175 1.1643 0.78017 1.954 97.802 97.802 1.81E-01 6.67 74442

42442 SSMMNALANWLANPR Acetyl (Protein N-term),2 Oxidation (M) _(ac)SSM(ox)M(ox)NALANWLANPR_ B6TEX6_MAIZE 2 875.40599 1748.7974 1.155 0.11487 1.2435 105.89 105.89 1.56E-01 12.17 16714

42443 SSMMNALANWLANPR Acetyl (Protein N-term),2 Oxidation (M) _(ac)SSM(ox)M(ox)NALANWLANPR_ B6TEX6_MAIZE 2 875.40599 1748.7974 1.1343 0.48684 1.5939 105.04 105.04 1.00E+00 7.97 88972

42444 SSMMNALANWLANPR Acetyl (Protein N-term),2 Oxidation (M) _(ac)SSM(ox)M(ox)NALANWLANPR_ B6TEX6_MAIZE 2 875.40599 1748.7974 1.0502 0.066396 1.0897 105.75 105.75 2.05E-04 46.55 1165500

42445 SSMMNALANWLANPR Acetyl (Protein N-term),Oxidation (M) _(ac)SSM(ox)MNALANWLANPR_ B6TEX6_MAIZE 2 867.40853 1732.8025 1.0734 0.037599 1.0822 121.92 121.92 1.65E-02 14.39 118070

42446 SSMMNALSNWLVNPR Acetyl (Protein N-term),2 Oxidation (M) _(ac)SSM(ox)M(ox)NALSNWLVNPR_ B6UBZ9_MAIZE 2 897.4191 1792.8236 1.0707 -0.20191 0.85086 104.57 104.57 6.37E-03 31.74 802670

42447 SSNSGVSVALR Unmodified _SSNSGVSVALR_ B6UF30_MAIZE 2 538.78837 1075.5622 0.011841 0.087799 0.093796 42.864 42.864 3.83E-01 6.23 1862600

42448 SSNSGVSVALR Unmodified _SSNSGVSVALR_ B6UF30_MAIZE 2 538.78837 1075.5622 -0.060898 0.00183 -0.066199 43.644 43.644 7.60E-01 3.05 5285900

42449 SSPFNSLTTENLQFLSSK Unmodified _SSPFNSLTTENLQFLSSK_ B6THH6_MAIZE 2 1000.5022 1998.9898 1.2486 0.31516 1.5564 101.57 101.57 8.94E-06 81.42 283580

42450 SSPFNSLTTENLQFLSSK Unmodified _SSPFNSLTTENLQFLSSK_ B6THH6_MAIZE 2 1000.5022 1998.9898 1.1313 0.65351 1.7768 102.19 102.19 4.65E-12 78.2 206460

42451 SSPHGGLDDQIER Acetyl (Protein N-term) _(ac)SSPHGGLDDQIER_ B4G1M9_MAIZE 2 726.83932 1451.6641 0.757 0.061953 0.81279 51.6 51.6 2.50E-15 66.36 884920

42452 SSPHGGLDDQIER Acetyl (Protein N-term) _(ac)SSPHGGLDDQIER_ B4G1M9_MAIZE 2 726.83932 1451.6641 0.65041 -0.69964 -0.053567 51.328 51.328 2.61E-08 55.75 251820

42453 SSPHGGLDDQIER Acetyl (Protein N-term) _(ac)SSPHGGLDDQIER_ B4G1M9_MAIZE 2 726.83932 1451.6641 0.80015 0.24558 1.0392 52.9 52.9 2.61E-08 52.71 218490

42454 SSPHGGLDDQIER Acetyl (Protein N-term) _(ac)SSPHGGLDDQIER_ B4G1M9_MAIZE 2 726.83932 1451.6641 0.72092 0.1287 0.84417 54.371 54.371 2.61E-08 52.06 3287800

42455 SSPIQSSGDPGPR Unmodified _SSPIQSSGDPGPR_ B6TE60_MAIZE 2 642.81257 1283.6106 0.44942 -0.4159 0.035453 41.044 41.044 1.47E-03 33.97 807220

42456 SSPTALCAAPFIPSNPK Unmodified _SSPTALCAAPFIPSNPK_ B4FGH8_MAIZE 2 879.44818 1756.8818 1.0799 -0.055773 1.0171 78.511 78.511 1.51E-07 67.12 1498700

42457 SSPTALCAAPFIPSNPK Unmodified _SSPTALCAAPFIPSNPK_ B4FGH8_MAIZE 2 879.44818 1756.8818 1.107 0.3513 1.4513 80.268 80.268 7.46E-02 21.92 45369

42458 SSPTALCAAPFIPSNPK Unmodified _SSPTALCAAPFIPSNPK_ B4FGH8_MAIZE 2 879.44818 1756.8818 1.113 -0.10799 0.99899 79.149 79.149 1.22E-02 37.9 223200

42459 SSPTALCAAPFIPSNPK Unmodified _SSPTALCAAPFIPSNPK_ B4FGH8_MAIZE 2 879.44818 1756.8818 1.0976 0.074805 1.1658 78.989 78.989 1.22E-02 33.11 405520

42460 SSPTALCAAPFIPSNPK Unmodified _SSPTALCAAPFIPSNPK_ B4FGH8_MAIZE 2 879.44818 1756.8818 1.0362 -0.11434 0.91516 80.496 80.496 2.72E-05 50.88 585890

42461 SSPTHAPSPAHAPAPK Unmodified _SSPTHAPSPAHAPAPK_ B6TY47_MAIZE 4 388.95212 1551.7794 0.67961 -0.11455 0.55269 28.892 28.892 4.57E-01 7.75 45078

42462 SSQAYDNAPEDR Unmodified _SSQAYDNAPEDR_ B6SGN7_MAIZE 2 676.78929 1351.564 0.58747 -0.41994 0.14862 33.634 33.634 2.00E-01 33.45 129730

42463 SSQAYDNAPEDRR Unmodified _SSQAYDNAPEDRR_ B6SGN7_MAIZE 2 754.83985 1507.6651 0.89849 -0.20381 0.67283 32.908 32.908 9.49E-01 3.42 66410

42464 SSQAYDNAPEDRR Unmodified _SSQAYDNAPEDRR_ B6SGN7_MAIZE 3 503.56233 1507.6651 -0.057837 -0.41274 -0.49178 32.918 32.918 5.88E-01 30.25 179340

42465 SSQAYDNAPEDRR Unmodified _SSQAYDNAPEDRR_ B6SGN7_MAIZE 3 503.56233 1507.6651 -0.029756 -0.30216 -0.35374 30.215 30.215 3.08E-01 28.07 330830

42466 SSQAYDNAPEDRR Unmodified _SSQAYDNAPEDRR_ B6SGN7_MAIZE 2 754.83985 1507.6651 0.88401 0.19132 1.0537 30.217 30.217 9.49E-01 9.24 82769

42467 SSQGVLALK Unmodified _SSQGVLALK_ B6SHE0_MAIZE 2 451.76892 901.52328 0.00015911 0.13951 0.12563 48.715 48.715 3.32E-02 22.41 939180

42468 SSQGVLALK Unmodified _SSQGVLALK_ B6SHE0_MAIZE 2 451.76892 901.52328 -0.067543 -0.005809 -0.087434 51.658 51.658 1.01E-02 41.75 5401500
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42469 SSQLIEEHR Acetyl (Protein N-term) _(ac)SSQLIEEHR_ B4FMB1_MAIZE 2 570.78583 1139.5571 0.1343 0.44722 0.55153 50.567 50.567 9.73E-03 42.68 2635500

42470 SSQLIEEHR Acetyl (Protein N-term) _(ac)SSQLIEEHR_ B4FMB1_MAIZE 2 570.78583 1139.5571 0.11212 4.2258 4.301 50.546 50.546 9.73E-03 36.82 412160

42471 SSQLIEEHR Acetyl (Protein N-term) _(ac)SSQLIEEHR_ B4FMB1_MAIZE 2 570.78583 1139.5571 0.12567 0.51269 0.60768 52.856 52.856 3.32E-02 14.34 525420

42472 SSQLIEEHR Acetyl (Protein N-term) _(ac)SSQLIEEHR_ B4FMB1_MAIZE 2 570.78583 1139.5571 0.15675 -0.1701 -0.041696 52.924 52.924 3.21E-03 41.58 486820

42473 SSQLIEEHR Acetyl (Protein N-term) _(ac)SSQLIEEHR_ B4FMB1_MAIZE 2 570.78583 1139.5571 0.0064622 0.23362 0.21004 53.997 53.997 9.73E-03 36.28 5223000

42474 SSSAENDPTVTVTER Acetyl (Protein N-term) _(ac)SSSAENDPTVTVTER_ B4F9K0_MAIZE 2 817.87884 1633.7431 0.94997 0.039623 0.98563 59.198 59.198 2.05E-04 27.73 4511100

42475 SSSASDAAPFEKPR Acetyl (Protein N-term) _(ac)SSSASDAAPFEKPR_ B4FNE9_MAIZE 2 746.35734 1490.7001 0.80578 -0.14608 0.63718 54.687 54.687 3.56E-04 95.17 3438300

42476 SSSASDAAPFEKPR Acetyl (Protein N-term) _(ac)SSSASDAAPFEKPR_ B4FNE9_MAIZE 2 746.35734 1490.7001 0.72963 0.18332 0.89037 52.287 52.287 3.56E-04 71.78 2767700

42477 SSSATDIVK Unmodified _SSSATDIVK_ B6T0A9_MAIZE 2 454.24019 906.46583 -0.13754 0.031439 -0.11241 37.282 37.282 7.18E-01 12.08 93690

42478 SSSATDIVKR Unmodified _SSSATDIVKR_ B6T0A9_MAIZE 2 532.29075 1062.5669 0.039907 -0.025093 0.0033037 32.545 32.545 4.40E-02 44.41 131440

42479 SSSATDIVKR Unmodified _SSSATDIVKR_ B6T0A9_MAIZE 2 532.29075 1062.5669 -0.054936 -0.13725 -0.20435 35.883 35.883 3.43E-01 40.77 132720

42480 SSSDTEEKDR Unmodified _SSSDTEEKDR_ B6SWL8_MAIZE 2 577.25201 1152.4895 0.065332 -1.9768 -1.9246 58.28 58.28 3.43E-01 17.5 45478

42481 SSSFGDDVVVVAAYR Unmodified _SSSFGDDVVVVAAYR_ B4FBK8_MAIZE 2 786.38864 1570.7627 0.89532 -0.082124 0.82601 85.737 85.737 1.12E-07 44.26 44245

42482 SSSFGDDVVVVAAYR Unmodified _SSSFGDDVVVVAAYR_ B4FBK8_MAIZE 2 786.38864 1570.7627 0.96493 -0.43365 0.54372 84.57 84.57 2.05E-04 26.52 256430

42483 SSSFGDDVVVVAAYR Unmodified _SSSFGDDVVVVAAYR_ B4FBK8_MAIZE 2 786.38864 1570.7627 0.92507 0.15166 1.0886 85.226 85.226 1.02E-23 84.02 2072200

42484 SSSFGDDVVVVAAYR Unmodified _SSSFGDDVVVVAAYR_ B4FBK8_MAIZE 2 786.38864 1570.7627 0.88639 -0.55195 0.34685 85.593 85.593 6.53E-30 51.53 82443

42485 SSSFPENFLLEALHSTGYSGALANPLIVPEYSVSR Unmodified _SSSFPENFLLEALHSTGYSGALANPLIVPEYSVSR_ B4FSZ7_MAIZE 3 1251.6317 3751.8734 1.1845 0.5292 1.704 131.33 131.33 3.46E-01 16.99 938350

42486 SSSFPENFLLEALHSTGYSGALANPLIVPEYSVSR Unmodified _SSSFPENFLLEALHSTGYSGALANPLIVPEYSVSR_ B4FSZ7_MAIZE 4 938.97562 3751.8734 1.1768 -0.35302 0.81506 131.34 131.34 1.00E+00 4.07 984390

42487 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.041707 -0.16607 -0.20686 55.567 55.567 2.81E-03 46.06 1090900

42488 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.15971 -1.7423 -1.8971 56.028 56.028 1.62E-03 71.05 376900

42489 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.04148 -0.44053 -0.48109 57.867 57.867 1.25E-02 54.83 980910

42490 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.045964 -0.90794 -0.95183 57.139 57.139 1.25E-02 49.28 551340

42491 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.034879 -0.43992 -0.47358 57.759 57.759 1.62E-03 94.09 710240

42492 SSSGGLLDVR Unmodified _SSSGGLLDVR_ B6THZ8_MAIZE 2 495.76436 989.51417 -0.096595 -0.41786 -0.51324 57.599 57.599 1.62E-03 72.22 6286600

42493 SSSGPLLATGTHHTGR Acetyl (Protein N-term) _(ac)SSSGPLLATGTHHTGR_ B6T9V0_MAIZE 3 540.94114 1619.8016 -0.054689 -0.69011 -0.7383 49.052 49.052 5.29E-01 21.29 252140

42494 SSSGPLPAGTHQTR Acetyl (Protein N-term) _(ac)SSSGPLPAGTHQTR_ B4FBU5_MAIZE 2 719.35768 1436.7008 0.69016 0.034676 0.72531 44.754 44.754 6.31E-03 52.27 383940

42495 SSSNVEPPEFGAAADGDADR Unmodified _SSSNVEPPEFGAAADGDADR_ B4FAE5_MAIZE 2 996.4325 1990.8504 1.2157 -0.12922 1.0821 63.85 63.85 1.22E-73 119.45 799170

42496 SSSNVEPPEFGAAADGDADR Unmodified _SSSNVEPPEFGAAADGDADR_ B4FAE5_MAIZE 2 996.4325 1990.8504 1.1731 0.058437 1.2269 63.993 63.993 8.25E-66 100.92 346830

42497 SSSNVEPPEFGAAADGDADR Unmodified _SSSNVEPPEFGAAADGDADR_ B4FAE5_MAIZE 2 996.4325 1990.8504 1.1556 0.10234 1.2526 65.363 65.363 2.77E-53 102.37 682580

42498 SSSNVEPPEFGAAADGDADR Unmodified _SSSNVEPPEFGAAADGDADR_ B4FAE5_MAIZE 2 996.4325 1990.8504 1.199 -0.003699 1.191 65.066 65.066 8.25E-66 124.44 2452100

42499 SSSNVEPPEFGAAADGDADRNMILGK Oxidation (M) _SSSNVEPPEFGAAADGDADRNM(ox)ILGK_ B4FAE5_MAIZE 3 888.74505 2663.2133 1.1421 -0.18183 0.95234 74.896 74.896 2.66E-02 10.67 278630

42500 SSSNVEPPEFGAAADGDADRNMILGK Oxidation (M) _SSSNVEPPEFGAAADGDADRNM(ox)ILGK_ B4FAE5_MAIZE 3 888.74505 2663.2133 1.1274 -0.083668 1.0361 74.406 74.406 5.76E-05 28.67 1345300

42501 SSSQSQSSVGAGAGAGAR Unmodified _SSSQSQSSVGAGAGAGAR_ B6SNM4_MAIZE 2 782.86914 1563.7237 0.90683 -0.15596 0.75004 26.535 26.535 2.85E-09 67.49 60016

42502 SSSQSQSSVGAGAGAGAR Unmodified _SSSQSQSSVGAGAGAGAR_ B6SNM4_MAIZE 2 782.86914 1563.7237 0.99995 0.30608 1.305 29.172 29.172 1.59E-01 28.18 16607
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42503 SSSQSQSSVGAGAGAGAR Unmodified _SSSQSQSSVGAGAGAGAR_ B6SNM4_MAIZE 2 782.86914 1563.7237 1.0773 0.4212 1.4972 26.897 26.897 5.17E-01 29.23 10539

42504 SSSQSQSSVGAGAGAGAR Unmodified _SSSQSQSSVGAGAGAGAR_ B6SNM4_MAIZE 2 782.86914 1563.7237 0.92554 -0.13859 0.78579 29.801 29.801 3.69E-03 67.43 65230

42505 SSSVFIPHGPGAVR Unmodified _SSSVFIPHGPGAVR_ Q9M584_MAIZE 2 705.87805 1409.7415 0.67773 0.26025 0.94701 57.31 57.31 6.31E-03 29.02 532800

42506 SSSVFIPHGPGAVR Unmodified _SSSVFIPHGPGAVR_ Q9M584_MAIZE 3 470.92113 1409.7415 -0.063781 0.2943 0.23926 57.316 57.316 1.34E-01 19.77 1491000

42507 SSTELAHVWNK Unmodified _SSTELAHVWNK_ B6TU24_MAIZE 2 636.32258 1270.6306 0.2909 0.36292 0.6422 54.918 54.918 4.96E-02 28.35 179560

42508 SSTFEVDVLYVDPNGLQIPQK Unmodified _SSTFEVDVLYVDPNGLQIPQK_ B4FLU9_MAIZE 2 1175.1023 2348.19 1.2425 0.11402 1.36 109.62 109.62 2.97E-04 41.44 150520

42509 SSTGGLPSAALLER Unmodified _SSTGGLPSAALLER_ B6UHU4_MAIZE 2 679.86735 1357.7201 0.44465 -1.3776 -0.94615 74.332 74.332 3.49E-01 20.3 1446500

42510 SSTHAVLAAVNKPASELSSYQR Unmodified _SSTHAVLAAVNKPASELSSYQR_ B6TAJ3_MAIZE 3 772.73627 2315.187 0.8496 -0.19478 0.63888 66.581 66.581 7.03E-45 65.5 810340

42511 SSTVNSIVGER Unmodified _SSTVNSIVGER_ B4G0Y4_MAIZE 2 574.79893 1147.5833 0.040312 0.97838 1.0143 49.153 49.153 7.60E-01 22.09 21653

42512 SSTVNSIVGER Unmodified _SSTVNSIVGER_ B4G0Y4_MAIZE 2 574.79893 1147.5833 0.066801 0.37057 0.43396 51.495 51.495 1.47E-01 35.62 965590

42513 SSVCDIPPR Unmodified _SSVCDIPPR_ TBB5_MAIZE B4 2 515.75294 1029.4913 -0.017045 0.18818 0.17798 43.606 43.606 3.39E-01 26.48 946830

42514 SSVCDIPPR Unmodified _SSVCDIPPR_ TBB5_MAIZE B4 2 515.75294 1029.4913 -0.023789 0.19595 0.17932 46.339 46.339 9.73E-03 39.84 907790

42515 SSVCDIPPR Unmodified _SSVCDIPPR_ TBB5_MAIZE B4 2 515.75294 1029.4913 2.033 50.549 50.549 9.17E-02 15.49

42516 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 -0.39404 52.86 52.86 8.25E-02 19.19

42517 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 0.36451 55.141 55.141 1.19E-03 30.8

42518 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 -0.20907 54.403 54.403 7.86E-05 31.84

42519 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 -0.36762 55.09 55.09 1.07E-06 54.45

42520 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 0.50329 1.2485 1.7405 55.004 55.004 1.11E-04 49.28 902240

42521 SSVDAALQQNVR Unmodified _SSVDAALQQNVR_ B6TRX5_MAIZE 2 644.33622 1286.6579 0.344 -0.17766 0.15824 55.657 55.657 2.05E-12 61.98 20893000

42522 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.049782 -0.38349 -0.41087 51.066 51.066 6.34E-01 16.26 4637700

42523 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 2 706.87825 1411.7419 0.68996 -0.003813 0.70847 51.079 51.079 7.64E-09 46.22 1248200

42524 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.19264 -0.018139 -0.18874 51.483 51.483 1.00E+00 5.85 3669800

42525 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 2 706.87825 1411.7419 0.65647 0.12565 0.80496 51.49 51.49 7.64E-09 60.51 882580

42526 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.095725 -0.16916 -0.24197 53.503 53.503 1.00E+00 2.92 6596500

42527 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 2 706.87825 1411.7419 0.66094 0.12409 0.8071 53.506 53.506 7.68E-22 72.21 2156600

42528 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.11321 -0.22146 -0.31128 52.814 52.814 1.00E+00 5.48 9761100

42529 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 2 706.87825 1411.7419 0.66372 -0.013913 0.67205 52.814 52.814 7.64E-09 56.67 2220600

42530 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.21974 0.11956 -0.078834 53.516 53.516 3.36E-01 15.14 20304000

42531 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 2 706.87825 1411.7419 0.58704 0.049433 0.6597 53.516 53.516 2.00E-19 64.01 5706000

42532 SSVHDVVLVGGSTR Unmodified _SSVHDVVLVGGSTR_ HSP70_MAIZE 3 471.58792 1411.7419 -0.058175 -0.77815 -0.81343 53.245 53.245 1.00E+00 4.29 1424100

42533 SSVLDLDR Unmodified _SSVLDLDR_ B6TNS0_MAIZE 2 452.74036 903.46616 -0.10586 0.43194 0.31895 59.485 59.485 1.90E-02 30.35 331900

42534 SSVLESIVGR Unmodified _SSVLESIVGR_ B6SKP8_MAIZE 2 523.79566 1045.5768 0.016435 0.093275 0.10324 78.916 78.916 7.11E-01 17.92 776600

42535 SSVLESIVGR Unmodified _SSVLESIVGR_ B6SKP8_MAIZE 2 523.79566 1045.5768 0.0067033 0.33547 0.33487 80.043 80.043 4.40E-02 35.9 472120

42536 SSVLESIVGR Unmodified _SSVLESIVGR_ B6SKP8_MAIZE 2 523.79566 1045.5768 -0.055507 0.20594 0.14249 79.541 79.541 1.45E-01 35.8 1551600
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42537 SSVLLDVKPWDDETDMAK Unmodified _SSVLLDVKPWDDETDMAK_ B4FNT1_MAIZE 3 683.66635 2047.9772 0.64437 -0.21015 0.43293 88.524 88.524 3.64E-01 12.9 1165100

42538 SSVLLDVKPWDDETDMAK Unmodified _SSVLLDVKPWDDETDMAK_ B4FNT1_MAIZE 3 683.66635 2047.9772 0.48479 0.29823 0.78021 89.135 89.135 6.75E-14 50.71 5357100

42539 SSVLLDVKPWDDETDMAK Unmodified _SSVLLDVKPWDDETDMAK_ B4FNT1_MAIZE 2 1024.9959 2047.9772 1.1273 -0.20421 0.92192 89.128 89.128 1.77E-34 80.54 941200

42540 SSVLLDVKPWDDETDMAK Unmodified _SSVLLDVKPWDDETDMAK_ B4FNT1_MAIZE 3 683.66635 2047.9772 0.5972 0.26231 0.85701 90.519 90.519 1.19E-01 20.72 160440

42541 SSVLLDVKPWDDETDMAK Oxidation (M) _SSVLLDVKPWDDETDM(ox)AK_ B4FNT1_MAIZE 3 688.99799 2063.9721 0.57554 -0.88039 -0.3029 86.098 86.098 5.31E-03 39.59 105650

42542 SSVLLDVKPWDDETDMAK Oxidation (M) _SSVLLDVKPWDDETDM(ox)AK_ B4FNT1_MAIZE 3 688.99799 2063.9721 0.5894 0.06944 0.65826 83.988 83.988 1.02E-03 31.78 1859900

42543 SSVLLDVKPWDDETDMAK Oxidation (M) _SSVLLDVKPWDDETDM(ox)AK_ B4FNT1_MAIZE 3 688.99799 2063.9721 0.45919 -0.32858 0.13101 83.765 83.765 2.80E-16 40.85 21757000

42544 SSVLLDVKPWDDETDMAK Oxidation (M) _SSVLLDVKPWDDETDM(ox)AK_ B4FNT1_MAIZE 2 1032.9933 2063.9721 1.0736 -0.15803 0.91539 83.754 83.754 1.50E-63 53.07 4362700

42545 SSVLLDVKPWDDETDMAK Oxidation (M) _SSVLLDVKPWDDETDM(ox)AK_ B4FNT1_MAIZE 3 688.99799 2063.9721 0.58111 -0.47085 0.11059 85.34 85.34 1.31E-01 14.3 497640

42546 SSVLMDVKPWDDETDMK 2 Oxidation (M) _SSVLM(ox)DVKPWDDETDM(ox)K_ B6SLK4_MAIZE 3 676.63606 2026.8864 0.45587 -0.42426 0.036163 73.262 73.262 1.92E-13 47.47 7887700

42547 SSVLMDVKPWDDETDMK 2 Oxidation (M) _SSVLM(ox)DVKPWDDETDM(ox)K_ B6SLK4_MAIZE 2 1014.4505 2026.8864 1.1352 -0.15094 0.98901 73.235 73.235 1.99E-51 36.64 1092900

42548 SSVLMDVKPWDDETDMK Oxidation (M) _SSVLM(ox)DVKPWDDETDMK_ B6SLK4_MAIZE 3 671.30442 2010.8914 0.46201 -0.40976 0.054163 78.358 78.358 1.92E-13 35.07 2764400

42549 SSVLMDVKPWDDETDMK Oxidation (M) _SSVLMDVKPWDDETDM(ox)K_ B6SLK4_MAIZE 3 671.30442 2010.8914 0.4807 -0.28594 0.19713 79.837 79.837 2.02E-06 43.95 3085600

42550 SSVLMDVKPWDDETDMK Unmodified _SSVLMDVKPWDDETDMK_ B6SLK4_MAIZE 3 665.97279 1994.8965 0.48458 -0.16344 0.32095 84.808 84.808 1.19E-02 32.88 1165800

42551 SSVLMDVKPWDDETDMKK 2 Oxidation (M) _SSVLM(ox)DVKPWDDETDM(ox)KK_ B6SLK4_MAIZE 3 719.33438 2154.9813 0.68579 -0.58121 0.10537 66.387 66.387 3.47E-07 21.62 1316000

42552 SSVLMDVKPWDDETDMKK Oxidation (M) _SSVLMDVKPWDDETDM(ox)KK_ B6SLK4_MAIZE 3 714.00275 2138.9864 0.68062 -0.39203 0.28696 72.699 72.699 9.13E-03 28.08 1028300

42553 SSVSGIVATVFGATGFLGR Unmodified _SSVSGIVATVFGATGFLGR_ B4FUI0_MAIZE 3 609.33174 1824.9734 0.26678 0.14819 0.43372 126.84 126.84 5.95E-01 18.95 598340

42554 SSVSGIVATVFGATGFLGR Unmodified _SSVSGIVATVFGATGFLGR_ B4FUI0_MAIZE 2 913.49398 1824.9734 1.1676 0.070928 1.2579 126.88 126.88 1.06E-14 85.91 508360

42555 SSVTNPDDLELWLK Unmodified _SSVTNPDDLELWLK_ B4FRJ7_MAIZE 2 808.91195 1615.8094 0.9535 0.017528 0.96311 100.1 100.1 2.96E-06 77.24 722490

42556 SSYAPLLPLPK Unmodified _SSYAPLLPLPK_ B4F8M8_MAIZE 2 593.34753 1184.6805 0.21478 0.44748 0.636 83.356 83.356 3.60E-06 53.13 2707100

42557 SSYAPLLPLPK Unmodified _SSYAPLLPLPK_ B4F8M8_MAIZE 2 593.34753 1184.6805 0.17652 0.34624 0.49675 84.035 84.035 4.43E-05 60.3 1485200

42558 SSYAPLLPLPK Unmodified _SSYAPLLPLPK_ B4F8M8_MAIZE 2 593.34753 1184.6805 0.21682 0.27128 0.46153 84.283 84.283 3.60E-06 53.92 1883600

42559 SSYVGAGLDSLYR Unmodified _SSYVGAGLDSLYR_ B6T6U2_MAIZE 2 694.34625 1386.6779 0.6568 -0.95016 -0.29992 79.038 79.038 2.61E-08 86.1 1681500

42560 STAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)STAAAQGGSDKPALR_ B4FR03_MAIZE 2 736.37861 1470.7427 0.79374 -0.05333 0.72265 41.565 41.565 2.05E-04 57.72 784080

42561 STAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)STAAAQGGSDKPALR_ B4FR03_MAIZE 2 736.37861 1470.7427 0.77881 0.00072 0.76321 41.32 41.32 2.05E-04 60.34 28882

42562 STAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)STAAAQGGSDKPALR_ B4FR03_MAIZE 2 736.37861 1470.7427 0.75594 -0.16474 0.57384 41.624 41.624 1.12E-07 78.97 599550

42563 STAAAQGGSDKPALR Acetyl (Protein N-term) _(ac)STAAAQGGSDKPALR_ B4FR03_MAIZE 2 736.37861 1470.7427 0.72261 -0.49414 0.21262 45.033 45.033 2.05E-04 65.17 5492600

42564 STAEEFLR Unmodified _STAEEFLR_ B6SGZ1_MAIZE 2 476.74036 951.46616 -0.31855 0.084595 -0.25387 56.512 56.512 1.90E-02 49.57 1805000

42565 STCSSCGYPAAR Unmodified _STCSSCGYPAAR_ B6T670_MAIZE 2 658.77153 1315.5285 0.56267 -0.10761 0.4609 32.521 32.521 7.72E-03 42.49 410980

42566 STCSSCGYPAAR Unmodified _STCSSCGYPAAR_ B6T670_MAIZE 2 658.77153 1315.5285 0.46573 -0.11135 0.36186 31.769 31.769 6.74E-02 47.45 9881.1

42567 STCSSCGYPAAR Unmodified _STCSSCGYPAAR_ B6T670_MAIZE 2 658.77153 1315.5285 0.4623 -0.46612 0.0033304 35.228 35.228 1.98E-03 64.76 520220

42568 STDDFNGAQLK Unmodified _STDDFNGAQLK_ B4FBJ7_MAIZE 2 598.28312 1194.5517 0.32888 0.39801 0.72709 49.493 49.493 3.83E-01 18.04 627700

42569 STDDFNGAQLK Unmodified _STDDFNGAQLK_ B4FBJ7_MAIZE 2 598.28312 1194.5517 0.28004 0.56494 0.84347 51.648 51.648 4.43E-05 59.89 625720

42570 STDDFNGAQLK Unmodified _STDDFNGAQLK_ B4FBJ7_MAIZE 2 598.28312 1194.5517 0.27818 0.21083 0.48821 50.936 50.936 4.43E-05 67.97 610510
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42571 STDDFNGAQLK Unmodified _STDDFNGAQLK_ B4FBJ7_MAIZE 2 598.28312 1194.5517 0.25055 0.032304 0.28273 51.726 51.726 3.57E-04 53.27 851110

42572 STDDFNGAQLK Unmodified _STDDFNGAQLK_ B4FBJ7_MAIZE 2 598.28312 1194.5517 0.19165 -0.11051 0.080741 51.543 51.543 6.35E-09 70.82 9206700

42573 STDLLIR Unmodified _STDLLIR_ B6SJQ5_MAIZE 2 409.24254 816.47052 0.14352 0.33954 0.46787 55.178 55.178 4.46E-01 30.06 29086

42574 STDVVDAIAR Unmodified _STDVVDAIAR_ B4FQ98_MAIZE 2 523.77747 1045.5404 0.12051 59.438 59.438 1.25E-01 23.69

42575 STDVVDAIAR Unmodified _STDVVDAIAR_ B4FQ98_MAIZE 2 523.77747 1045.5404 -0.02154 0.038028 0.018376 61.216 61.216 1.45E-01 28.46 1105700

42576 STDVVDAIAR Unmodified _STDVVDAIAR_ B4FQ98_MAIZE 2 523.77747 1045.5404 -0.050157 0.0268 -0.022266 61.177 61.177 4.40E-05 61.15 5369500

42577 STEAGALVSK Unmodified _STEAGALVSK_ B4F9V2_MAIZE 2 481.76129 961.50803 -0.032007 0.17927 0.13119 35.202 35.202 1.62E-03 52.04 564370

42578 STEELDADLEK Unmodified _STEELDADLEK_ B4FUT7_MAIZE 2 625.29335 1248.5721 0.27573 -0.19126 0.062134 55.121 55.121 3.60E-06 53.46 822220

42579 STELLIR Unmodified _STELLIR_ B6T1G0_MAIZE 2 416.25036 830.48617 0.21931 0.2895 0.47875 53.187 53.187 8.04E-02 24.79 5626400

42580 STELLIR Unmodified _STELLIR_ B6T1G0_MAIZE 2 416.25036 830.48617 -0.054893 0.23476 0.15318 54.233 54.233 4.49E-02 45.93 1711100

42581 STELLIR Unmodified _STELLIR_ B6T1G0_MAIZE 2 416.25036 830.48617 0.077002 1.0237 1.0707 53.642 53.642 1.00E+00 6.66 611670

42582 STELLIR Unmodified _STELLIR_ B6T1G0_MAIZE 2 416.25036 830.48617 0.23096 0.69304 0.89472 53.755 53.755 8.04E-02 27.11 1356300

42583 STELVNPLFALLDAEFAHSLAVK Unmodified _STELVNPLFALLDAEFAHSLAVK_ B6U892_MAIZE 3 829.11609 2484.3264 0.94155 -0.11954 0.81178 127.52 127.52 3.27E-04 15.37 629360

42584 STEQGDAIVFESELDR Unmodified _STEQGDAIVFESELDR_ B6SWP6_MAIZE 2 898.42087 1794.8272 1.1645 0.45565 1.6145 83.303 83.303 1.48E-07 47.56 290090

42585 STFFEQGLNK Unmodified _STFFEQGLNK_ B4FRD1_MAIZE 2 585.79312 1169.5717 0.12224 0.22588 0.34526 66.85 66.85 1.84E-04 39.76 2118900

42586 STFFNIVTK Unmodified _STFFNIVTK_ B4FUE0_MAIZE 2 528.78985 1055.5651 -0.12198 -0.70379 -0.81658 81.39 81.39 3.39E-01 17.32 108470

42587 STFFNIVTK Unmodified _STFFNIVTK_ B4FUE0_MAIZE 2 528.78985 1055.5651 0.029551 0.20201 0.23794 80.631 80.631 1.00E+00 5.26 498770

42588 STFFNIVTK Unmodified _STFFNIVTK_ B4FUE0_MAIZE 2 528.78985 1055.5651 -0.037729 0.064256 0.034255 80.336 80.336 1.12E-01 26.67 4608300

42589 STFFNIVTK Unmodified _STFFNIVTK_ B4FUE0_MAIZE 2 528.78985 1055.5651 -0.060603 -0.097369 -0.14927 80.289 80.289 9.73E-03 24.98 1181000

42590 STFYTQDPVVGYTDYPFLR Unmodified _STFYTQDPVVGYTDYPFLR_ Q49HE2_MAIZE 2 1135.0442 2268.0739 1.224 0.19015 1.427 107.39 107.39 4.44E-10 64.63 768420

42591 STFYTQDPVVGYTDYPFLR Unmodified _STFYTQDPVVGYTDYPFLR_ Q49HE2_MAIZE 2 1135.0442 2268.0739 1.2149 -0.13441 1.0933 106.85 106.85 4.53E-07 54.39 468290

42592 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.95815 0.22516 1.1695 96.824 96.824 1.12E-07 40.26 1578500

42593 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.96444 -0.099468 0.85178 100.79 100.79 3.88E-01 16.4 33779

42594 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.96729 0.10859 1.0628 97.502 97.502 2.05E-04 39.35 365510

42595 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.95546 0.21595 1.1581 97.57 97.57 1.60E-05 41.73 562700

42596 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.98219 0.32836 1.2968 97.465 97.465 1.12E-07 46.44 646630

42597 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.9914 0.26291 1.2403 97.087 97.087 2.37E-16 56.31 514470

42598 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.97878 -0.10176 0.86424 97.63 97.63 2.05E-04 38.04 580370

42599 STGFGLIYDNLEAAK Unmodified _STGFGLIYDNLEAAK_ B6TRB9_MAIZE 2 799.90667 1597.7988 0.9051 -0.45267 0.44045 98.676 98.676 7.01E-11 61.45 3454500

42600 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 0.97427 0.28708 1.2499 95.164 95.164 2.05E-04 50.18 2219500

42601 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 0.97304 0.12927 1.0926 98.6 98.6 1.65E-02 34.38 53789

42602 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 0.98134 -0.048027 0.92322 95.829 95.829 1.60E-05 62.2 397840

42603 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 1.0014 -0.048263 0.94334 95.444 95.444 7.01E-11 46.04 624500

42604 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 1.029 -0.013827 1.0042 95.883 95.883 1.60E-05 57.93 566870
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42605 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 0.99047 -0.39101 0.58967 95.567 95.567 1.26E-03 63.6 605390

42606 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 1.0154 0.45177 1.4557 95.762 95.762 6.37E-03 43.71 359890

42607 STGFGLIYDNLESAK Unmodified _STGFGLIYDNLESAK_ B4FJ27_MAIZE 2 807.90413 1613.7937 0.91877 -0.2902 0.61817 96.925 96.925 1.02E-23 81.01 3779900

42608 STGFGLIYDNVDSAK Unmodified _STGFGLIYDNVDSAK_ B6SIX3_MAIZE 2 793.88848 1585.7624 0.9775 -0.59065 0.38852 84.266 84.266 1.12E-07 45.07 363680

42609 STGFGLIYDNVDSAK Unmodified _STGFGLIYDNVDSAK_ B6SIX3_MAIZE 2 793.88848 1585.7624 0.86092 -0.28016 0.58301 85.907 85.907 1.60E-05 51 1486900

42610 STGFVWLR Unmodified _STGFVWLR_ B4FMB1_MAIZE 2 483.2638 964.51305 -0.14168 -0.05409 -0.18426 81.503 81.503 2.92E-02 24.59 227190

42611 STGFVWLR Unmodified _STGFVWLR_ B4FMB1_MAIZE 2 483.2638 964.51305 -0.0013964 -0.056087 -0.046937 81.86 81.86 2.92E-02 30.7 214760

42612 STGFVWLR Unmodified _STGFVWLR_ B4FMB1_MAIZE 2 483.2638 964.51305 -0.06275 -0.35152 -0.40226 81.265 81.265 5.06E-02 25.79 263070

42613 STGFVWLR Unmodified _STGFVWLR_ B4FMB1_MAIZE 2 483.2638 964.51305 -0.015495 0.37896 0.37398 81.49 81.49 7.88E-01 9.03 483560

42614 STGFVWLR Unmodified _STGFVWLR_ B4FMB1_MAIZE 2 483.2638 964.51305 -0.07446 0.20971 0.14571 81.394 81.394 3.77E-01 23.46 422280

42615 STGISLYYEMTDESLK Unmodified _STGISLYYEMTDESLK_ B6U0S1_MAIZE 2 918.93222 1835.8499 1.1564 -0.13203 1.0097 94.737 94.737 1.42E-33 82.4 2001100

42616 STGISLYYEMTDESLK Unmodified _STGISLYYEMTDESLK_ B6U0S1_MAIZE 2 918.93222 1835.8499 1.1177 -0.008126 1.0945 95.262 95.262 4.21E-20 79.88 547310

42617 STGISLYYEMTDESLK Unmodified _STGISLYYEMTDESLK_ B6U0S1_MAIZE 2 918.93222 1835.8499 1.139 -0.052089 1.0716 95.409 95.409 7.42E-06 50.4 281790

42618 STGISLYYEMTDESLK Unmodified _STGISLYYEMTDESLK_ B6U0S1_MAIZE 2 918.93222 1835.8499 1.1389 0.12927 1.2531 95.245 95.245 7.42E-06 64.57 529550

42619 STGISLYYEMTDESLK Oxidation (M) _STGISLYYEM(ox)TDESLK_ B6U0S1_MAIZE 2 926.92968 1851.8448 1.141 0.38668 1.5138 78.975 78.975 3.09E-14 82.91 596080

42620 STGISLYYEMTDESLK Oxidation (M) _STGISLYYEM(ox)TDESLK_ B6U0S1_MAIZE 2 926.92968 1851.8448 1.1365 0.43315 1.5558 79.583 79.583 7.01E-14 49.41 478640

42621 STGISLYYEMTDESLK Oxidation (M) _STGISLYYEM(ox)TDESLK_ B6U0S1_MAIZE 2 926.92968 1851.8448 1.1309 0.087472 1.2053 79.224 79.224 2.50E-11 70.65 687390

42622 STIAGDDAPR Unmodified _STIAGDDAPR_ B6SLI2_MAIZE 2 501.74617 1001.4778 0.045353 -0.30148 -0.26059 33.101 33.101 1.45E-01 33.37 83198

42623 STIAGDDAPR Unmodified _STIAGDDAPR_ B6SLI2_MAIZE 2 501.74617 1001.4778 0.014746 -0.66236 -0.65164 34.553 34.553 4.40E-02 48.38 49606

42624 STIAGDDAPR Unmodified _STIAGDDAPR_ B6SLI2_MAIZE 2 501.74617 1001.4778 0.0353 -0.23882 -0.20948 33.791 33.791 1.45E-01 26.82 49074

42625 STIAGDDAPR Unmodified _STIAGDDAPR_ B6SLI2_MAIZE 2 501.74617 1001.4778 0.083391 0.3145 0.39266 34.518 34.518 3.43E-01 15.79 61413

42626 STIAGDDAPR Unmodified _STIAGDDAPR_ B6SLI2_MAIZE 2 501.74617 1001.4778 -0.11371 -0.32802 -0.44624 32.648 32.648 1.62E-03 49.3 2640300

42627 STIGVEFATR Unmodified _STIGVEFATR_ B4FIB2_MAIZE 2 540.78784 1079.5611 0.069513 0.29146 0.36333 62.489 62.489 1.84E-04 57.22 1606000

42628 STIGVEFATR Unmodified _STIGVEFATR_ B4FIB2_MAIZE 2 540.78784 1079.5611 -0.030508 -0.53269 -0.55835 63.703 63.703 4.40E-02 41.95 80523

42629 STIGVEFATR Unmodified _STIGVEFATR_ B4FIB2_MAIZE 2 540.78784 1079.5611 0.00068437 0.11775 0.12057 63.034 63.034 1.62E-03 42.36 491830

42630 STIGVEFATR Unmodified _STIGVEFATR_ B4FIB2_MAIZE 2 540.78784 1079.5611 -0.031886 0.41162 0.38224 65.512 65.512 1.00E+00 6.43 97795

42631 STIIGDTLAR Unmodified _STIIGDTLAR_ B4FVK0_MAIZE 2 523.79566 1045.5768 0.011583 0.02942 0.034655 64.274 64.274 4.40E-02 36.03 534940

42632 STIIGDTLAR Unmodified _STIIGDTLAR_ B4FVK0_MAIZE 2 523.79566 1045.5768 -0.019035 0.21551 0.18977 64.012 64.012 4.40E-02 25.83 827300

42633 STLACTLGR Unmodified _STLACTLGR_ B6UD68_MAIZE 2 489.75548 977.49641 -0.042719 0.073066 0.033703 47.926 47.926 3.32E-02 25.77 347570

42634 STLLGLLR Unmodified _STLLGLLR_ B6SSJ8_MAIZE 2 436.78183 871.5491 -0.032845 0.35601 0.30474 86.858 86.858 5.06E-02 33 89756

42635 STLLGLLR Unmodified _STLLGLLR_ B6SSJ8_MAIZE 2 436.78183 871.5491 -0.005966 0.61651 0.59219 86.392 86.392 1.00E+00 29.31 751180

42636 STLLNHLFGTNFR Unmodified _STLLNHLFGTNFR_ B6U4D9_MAIZE 3 507.27205 1518.7943 -0.15375 0.1565 0.0030439 93.044 93.044 1.28E-01 12.62 283100

42637 STLLTAIGCR Unmodified _STLLTAIGCR_ B4FZI2_MAIZE 2 546.29751 1090.5805 0.083806 -0.67394 -0.58826 70.101 70.101 3.43E-01 46.92 657330

42638 STLSLSNYSSFEGVPYCK Unmodified _STLSLSNYSSFEGVPYCK_ B6SU00_MAIZE 2 1019.975 2037.9354 1.1079 -0.1401 0.96564 90.082 90.082 5.25E-26 79.09 1668400
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42639 STLSNLAFGNVIAAAAR Unmodified _STLSNLAFGNVIAAAAR_ B4FSA2_MAIZE 2 838.45994 1674.9053 0.98786 -0.70219 0.26823 104.16 104.16 1.54E-12 55.12 400790

42640 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.81587 -0.28832 0.52505 130.77 130.77 4.10E-06 41.11 90135000

42641 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 -0.19537 -5.4346 -5.6272 130.41 130.41 8.40E-52 130.5 10191000

42642 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.94793 0.50284 1.4481 137.16 137.16 8.30E-06 37.79 238300

42643 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.2165 0.28389 1.4983 137.12 137.12 1.06E-12 50.57 117310

42644 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.83052 0.010898 0.83967 131.51 131.51 2.00E-02 24.9 70928

42645 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.97374 -0.18247 0.78989 131.42 131.42 1.60E-11 66.45 15057000

42646 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.3112 -0.021139 1.2878 131.4 131.4 8.40E-52 103.89 2124100

42647 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.76316 0.22175 0.98264 137.33 137.33 5.14E-05 23.6 230670

42648 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.88054 0.10521 0.98325 131.77 131.77 2.49E-15 68.59 11898000

42649 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.1862 0.39508 1.5788 131.75 131.75 8.40E-52 100.22 1717900

42650 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.87671 0.079947 0.95408 137.49 137.49 1.00E+00 0.86 87082

42651 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.89898 0.10943 1.0058 131.71 131.71 1.60E-11 42.03 8660400

42652 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.0047 0.18966 1.1917 131.71 131.71 3.53E-41 132.11 2266300

42653 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.92166 -0.080709 0.83912 137.42 137.42 1.68E-03 25.28 53535

42654 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.91516 0.36668 1.2789 132.13 132.13 1.27E-06 50.03 5583900

42655 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.3365 1.0306 2.364 132.13 132.13 3.53E-41 89.6 727200

42656 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.89518 0.15163 1.0437 131.39 131.39 4.10E-06 47.42 5539800

42657 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.2836 0.17424 1.4557 131.4 131.4 1.06E-12 42.17 835940

42658 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.94116 -0.008204 0.93036 131.34 131.34 4.10E-06 38.16 1855500

42659 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 2 1129.1053 2256.1961 1.2736 -0.5188 0.7536 131.33 131.33 4.97E-06 21.65 205350

42660 STLTDSLVAAAGIIAQEVAGDVR Unmodified _STLTDSLVAAAGIIAQEVAGDVR_ B6U0S1_MAIZE 3 753.07266 2256.1961 0.92908 0.16434 1.0917 131.72 131.72 5.14E-05 34.75 376590

42661 STLTTMINDEAAIPEVIETVK Oxidation (M) _STLTTM(ox)INDEAAIPEVIETVK_ B6TRV8_MAIZE 2 1146.088 2290.1614 1.239 -0.74535 0.48642 101.09 101.09 7.74E-05 43.62 254210

42678 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.11965 0.23975 0.10482 61.687 61.687 1.90E-02 33.48 44592000

42679 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.17452 0.14607 -0.043076 63.127 63.127 1.00E+00 20 91395

42680 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.14713 0.055977 -0.10533 62.312 62.312 2.92E-02 24.18 12154000

42681 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.079732 0.037841 -0.056927 63.783 63.783 1.90E-02 33.1 11868000

42682 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.09176 0.11342 0.0069981 63.188 63.188 1.90E-02 23.66 7296300

42683 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.11866 0.2911 0.15655 63.615 63.615 1.90E-02 28.4 3704400

42684 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.12057 0.21688 0.08168 63.487 63.487 1.90E-02 31 20873000

42685 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.1246 -0.037453 -0.17589 63.92 63.92 1.65E-01 20.69 4501100

42686 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.11915 0.083452 -0.049634 62.26 62.26 2.92E-02 24.5 2701200

42687 STNLDWYK Unmodified _STNLDWYK_ B6TWN7_MAIZE 2 513.74818 1025.4818 -0.11517 0.076037 -0.053915 64.748 64.748 5.06E-02 28.92 302850

42688 STSGDSVGVAIFGGGPLFFVPPDR Unmodified _STSGDSVGVAIFGGGPLFFVPPDR_ B4FRC6_MAIZE 2 1190.1026 2378.1907 1.3232 0.30154 1.6496 123.08 123.08 8.42E-06 65.86 238090
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42689 STSGDSVGVAIFGGGPLFFVPPDR Unmodified _STSGDSVGVAIFGGGPLFFVPPDR_ B4FRC6_MAIZE 2 1190.1026 2378.1907 1.1771 0.22837 1.4298 124.06 124.06 2.64E-19 80.72 1392500

42690 STSGDSVGVAIFGGGPLFFVPPDR Unmodified _STSGDSVGVAIFGGGPLFFVPPDR_ B4FRC6_MAIZE 2 1190.1026 2378.1907 1.1813 0.023452 1.2291 123.28 123.28 2.64E-19 80.31 1301400

42691 STSGDSVGVAIFGGGPLFFVPPDR Unmodified _STSGDSVGVAIFGGGPLFFVPPDR_ B4FRC6_MAIZE 3 793.7375 2378.1907 0.97391 0.94012 1.9378 123.3 123.3 1.13E-01 7.75 340640

42695 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.91109 -0.42597 0.48521 109.77 109.77 1.95E-13 59.52 16755000

42696 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.94179 -0.17803 0.76398 110.47 110.47 3.56E-04 47.91 2901700

42697 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.92748 -0.090479 0.83692 110.45 110.45 6.31E-03 29.61 3495400

42698 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.91966 0.03899 0.95785 110.45 110.45 1.49E-02 41.28 3504700

42699 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.9599 0.026737 0.98606 110.15 110.15 7.64E-09 49.55 2221500

42700 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.96833 0.17241 1.1401 110.61 110.61 2.96E-06 44.49 1929400

42701 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.96742 0.315 1.281 110 110 7.64E-09 54.23 1689800

42702 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.85879 -0.34188 0.51748 111.36 111.36 1.95E-13 61.41 6296500

42703 STSSIFPLQNVFIR Unmodified _STSSIFPLQNVFIR_ B4FAV3_MAIZE 2 804.94085 1607.8671 0.97515 0.038691 1.0134 114.01 114.01 1.29E-01 12.08 68240

42704 STTSDLDSIIIQPTSIHA Unmodified _STTSDLDSIIIQPTSIHA_ B4FL38_MAIZE 2 949.98892 1897.9633 1.1155 0.10249 1.2174 96.848 96.848 3.54E-16 47.23 934780

42705 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 -0.15092 -0.16228 -0.3146 38.207 38.207 4.40E-02 34.72 1756200

42706 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 3 374.20475 1119.5924 0.47226 -0.35163 0.11921 38.215 38.215 2.94E-01 16.97 482360

42707 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.021788 -0.26876 -0.24768 36.266 36.266 2.81E-03 35.47 7746700

42708 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 3 374.20475 1119.5924 0.59554 -0.47866 0.1158 36.267 36.267 3.83E-02 17.04 2466900

42709 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.063698 -0.11854 -0.057552 38.863 38.863 2.81E-03 35.73 7091600

42710 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.072776 0.003636 0.073615 38.114 38.114 1.25E-02 35.81 3665900

42711 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 3 374.20475 1119.5924 0.66723 -0.094615 0.56958 38.115 38.115 3.83E-02 21.22 1085200

42712 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.031416 0.11644 0.14614 38.625 38.625 1.62E-03 42.82 3762700

42713 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.062352 -0.16973 -0.10871 38.402 38.402 2.81E-03 34.9 6196300

42714 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 3 374.20475 1119.5924 0.71654 -0.10185 0.61125 38.409 38.409 1.00E+00 10.25 1444400

42715 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.043113 -0.073406 -0.032455 39.311 39.311 1.84E-04 46.34 794940

42716 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.039405 0.11223 0.15004 36.641 36.641 2.81E-03 35.69 1459800

42717 STTTGHLIYK Unmodified _STTTGHLIYK_ B6TWN7_MAIZE 2 560.80349 1119.5924 0.01877 0.79429 0.80982 40.637 40.637 1.25E-02 43.02 383830

42718 STTTVGLCQALGAFLDK Unmodified _STTTVGLCQALGAFLDK_ Q8W525_MAIZE 2 891.45874 1780.9029 1.2565 0.56253 1.8314 114.4 114.4 1.54E-12 80.82 255520

42719 STVAAAPTVVK Acetyl (Protein N-term) _(ac)STVAAAPTVVK_ B6TXM6_MAIZE 2 543.31369 1084.6128 0.11562 0.86908 0.98136 59.695 59.695 7.60E-01 6.83 849410

42720 STVAAAPTVVK Acetyl (Protein N-term) _(ac)STVAAAPTVVK_ B6TXM6_MAIZE 2 543.31369 1084.6128 0.0056779 0.064687 0.067235 59.781 59.781 1.47E-01 15.25 4362900

42721 STVASEVVR Unmodified _STVASEVVR_ B4FN69_MAIZE 2 474.26146 946.50836 -0.080025 -0.004812 -0.082745 40.399 40.399 3.13E-03 60.7 805850

42722 STVGEIPLLSTR Unmodified _STVGEIPLLSTR_ B6T7R3_MAIZE 2 636.86153 1271.7085 0.32627 0.001708 0.32353 82.177 82.177 1.68E-09 52.82 2283600

42723 STVGEIPLLSTR Unmodified _STVGEIPLLSTR_ B6T7R3_MAIZE 2 636.86153 1271.7085 0.34285 -0.10226 0.23664 83.621 83.621 7.72E-03 27.94 855630

42724 STVGTPAYIAPEVLAR Unmodified _STVGTPAYIAPEVLAR_ B6T7P7_MAIZE 2 822.95141 1643.8883 1.0455 -0.34413 0.69456 80.079 80.079 2.16E-02 31.46 338410

42725 STVGTPAYIAPEVLAR Unmodified _STVGTPAYIAPEVLAR_ B6T7P7_MAIZE 2 822.95141 1643.8883 1.0177 -0.097561 0.91263 80.683 80.683 7.42E-06 44.62 1199400
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42726 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0396 -0.32303 0.71243 79.156 79.156 7.01E-14 68.91 890250

42727 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0026 -0.37158 0.62705 79.826 79.826 1.48E-07 70.96 264550

42728 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0186 -0.23978 0.77504 80.184 80.184 7.42E-06 73.52 453610

42729 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0379 -0.21744 0.81676 79.838 79.838 7.01E-14 70.39 425300

42730 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0605 -0.50944 0.54739 80.168 80.168 7.42E-06 64.08 775910

42731 STVGTPAYIAPEVLSR Unmodified _STVGTPAYIAPEVLSR_ B4FKL1_MAIZE 2 830.94887 1659.8832 1.0157 -0.3964 0.61514 79.91 79.91 7.73E-25 103 2547500

42732 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 3 476.25981 1425.7576 -0.059252 -0.11006 -0.14352 51.652 51.652 6.34E-01 17.23 4167500

42733 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 2 713.88607 1425.7576 0.70411 -0.077096 0.65291 51.662 51.662 2.96E-06 51.39 1480700

42734 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 3 476.25981 1425.7576 -0.18342 -0.23978 -0.39652 52.034 52.034 1.00E+00 11.02 3603900

42735 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 2 713.88607 1425.7576 0.69207 -0.095294 0.62238 52.035 52.035 7.64E-09 66.17 1105500

42736 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 2 713.88607 1425.7576 0.67846 -0.056914 0.64791 54.011 54.011 2.00E-19 72.33 1784100

42737 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 3 476.25981 1425.7576 -0.072063 -0.21963 -0.26666 54.008 54.008 1.00E+00 19.42 6379400

42738 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 2 713.88607 1425.7576 0.68742 -0.1341 0.57948 53.312 53.312 1.95E-13 70.38 2010000

42739 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 2 713.88607 1425.7576 0.64207 -0.078943 0.58877 53.983 53.983 3.40E-25 73.14 5430500

42740 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 3 476.25981 1425.7576 -0.20787 -0.024937 -0.20755 53.981 53.981 1.34E-01 28.17 17774000

42741 STVHDVVLVGGSTR Unmodified _STVHDVVLVGGSTR_ B6T2Q6_MAIZE 3 476.25981 1425.7576 -0.017878 -0.49617 -0.48726 53.797 53.797 1.00E+00 1.83 1238900

42742 STVHLITVPR Unmodified _STVHLITVPR_ B6SXE5_MAIZE 3 374.89251 1121.6557 0.54167 0.13744 0.68629 58.89 58.89 9.29E-03 28.46 77039

42743 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.3268 -0.93646 0.39174 32.118 32.118 2.35E-01 15.02 273190

42744 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 2 501.27437 1000.5342 0.038048 -1.758 -1.7184 32.148 32.148 7.18E-01 10.92 68527

42745 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.181 -1.1211 0.062419 30.844 30.844 2.35E-01 15.82 147130

42746 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.4139 -1.1228 0.2918 33.45 33.45 9.63E-01 13.38 203450

42747 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 2 501.27437 1000.5342 0.022924 -1.9254 -1.9007 33.48 33.48 7.18E-01 12.31 46716

42748 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.2986 -1.5075 -0.20491 32.561 32.561 2.35E-01 16.4 356080

42749 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 2 501.27437 1000.5342 0.077036 -1.9892 -1.9101 32.571 32.571 7.18E-01 10.85 74963

42750 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.2733 -0.19511 1.0781 33.184 33.184 2.35E-02 29.01 132910

42751 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 2 501.27437 1000.5342 -0.026984 -0.29544 -0.32234 33.229 33.229 3.32E-02 36.23 319430

42752 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.3359 -0.32142 1.0134 33.975 33.975 8.40E-02 18.65 98502

42753 STVPAHVYK Unmodified _STVPAHVYK_ B4FIC0_MAIZE 3 334.51867 1000.5342 1.1051 -1.2945 -0.18738 34.755 34.755 2.35E-01 14.02 36737

42754 STVPVK Unmodified _STVPVK_ B6T9P0_MAIZE 2 315.69469 629.37483 0.66097 19.474 19.474 7.12E-01 6.78

42755 STVPVK Unmodified _STVPVK_ B6T9P0_MAIZE 2 315.69469 629.37483 0.97875 20.808 20.808 8.18E-01 9.98

42756 STVPVK Unmodified _STVPVK_ B6T9P0_MAIZE 2 315.69469 629.37483 -0.9279 20.379 20.379 7.12E-01 8.04

42757 STVPVK Unmodified _STVPVK_ B6T9P0_MAIZE 2 315.69469 629.37483 1.5162 -0.062638 1.4608 21.349 21.349 2.64E-01 25.1 402020

42758 STVPVK Unmodified _STVPVK_ B6T9P0_MAIZE 2 315.69469 629.37483 -2.5168 20.365 20.365 6.22E-01 4.86

42759 STVSAHDVVIFSK Unmodified _STVSAHDVVIFSK_ B6T828_MAIZE 2 695.37227 1388.73 0.48927 -0.17535 0.32619 63.896 63.896 2.61E-08 61.51 726250
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42760 STVSAHDVVIFSK Unmodified _STVSAHDVVIFSK_ B6T828_MAIZE 3 463.91727 1388.73 -0.29453 0.52673 0.24368 63.912 63.912 1.38E-17 67.78 1425500

42761 STVYTPAPPTAGAEAWVWR Unmodified _STVYTPAPPTAGAEAWVWR_ A1XCH8_MAIZE 2 1030.5154 2059.0163 1.3376 0.65031 1.9873 94.194 94.194 2.86E-31 96.97 700550

42762 STVYTPAPPTAGAEAWVWR Unmodified _STVYTPAPPTAGAEAWVWR_ A1XCH8_MAIZE 2 1030.5154 2059.0163 1.1875 -0.049146 1.1385 95.001 95.001 5.89E-20 83.56 265270

42763 STVYTPAPPTAGAEAWVWR Unmodified _STVYTPAPPTAGAEAWVWR_ A1XCH8_MAIZE 2 1030.5154 2059.0163 1.2176 0.053648 1.2719 94.913 94.913 5.89E-20 93.52 336390

42764 STWVNLTSQDTERPDLANAPVVVTGGR Unmodified _STWVNLTSQDTERPDLANAPVVVTGGR_ B4F8E3_MAIZE 3 961.82469 2882.4522 1.1387 -0.15583 0.99031 89.796 89.796 2.58E-01 13.49 519380

42765 STYAEPPSR Unmodified _STYAEPPSR_ B4FA19_MAIZE 2 504.24326 1006.472 0.0036533 -0.30514 -0.3212 35.935 35.935 3.39E-01 16.67 151630

42766 STYFIQCEPTETALSIK Unmodified _STYFIQCEPTETALSIK_ B6UB58_MAIZE 2 994.4877 1986.9608 1.1782 0.062596 1.2366 88.478 88.478 1.22E-02 35.1 53631

42767 STYIGGEYR Unmodified _STYIGGEYR_ B4FSZ7_MAIZE 2 523.25109 1044.4876 -0.074739 0.24695 0.1569 47.921 47.921 1.12E-01 17.52 8122300

42768 STYIHEPPYFK Unmodified _STYIHEPPYFK_ B4FIT6_MAIZE 3 461.23108 1380.6714 0.031884 0.45899 0.47755 65.083 65.083 1.00E+00 8.19 309340

42769 STYIHEPPYFK Unmodified _STYIHEPPYFK_ B4FIT6_MAIZE 3 461.23108 1380.6714 -0.0030214 0.62805 0.61137 64.76 64.76 1.40E-01 11.33 1055000

42770 STYIHEPPYFK Unmodified _STYIHEPPYFK_ B4FIT6_MAIZE 2 691.34298 1380.6714 0.65958 -0.63727 0.011781 64.61 64.61 3.57E-04 25.29 298350

42771 STYQVAALPLNAR Unmodified _STYQVAALPLNAR_ B4FQQ1_MAIZE 2 702.38571 1402.7569 0.57414 0.11137 0.66663 72.551 72.551 2.61E-08 55.24 220610

42772 STYTGFELFR Unmodified _STYTGFELFR_ B4FIS8_MAIZE 2 610.80095 1219.5873 0.30966 0.22079 0.53194 88.032 88.032 3.43E-01 21.76 1414600

42773 STYTGFELFR Unmodified _STYTGFELFR_ B4FIS8_MAIZE 2 610.80095 1219.5873 0.2518 0.40712 0.65955 88.749 88.749 4.40E-02 48.73 534770

42774 STYTGFELFR Unmodified _STYTGFELFR_ B4FIS8_MAIZE 2 610.80095 1219.5873 0.32304 0.22224 0.54629 88.996 88.996 1.45E-01 42.84 451430

42775 STYTGFELFR Unmodified _STYTGFELFR_ B4FIS8_MAIZE 2 610.80095 1219.5873 0.32995 0.41607 0.7465 88.697 88.697 2.81E-03 46.05 786250

42776 SVAAELGR Unmodified _SVAAELGR_ B6TKU7_MAIZE 2 401.72451 801.43447 0.4137 -0.16163 0.22914 40.953 40.953 1.00E+00 5.32 688370

42777 SVAAELGR Unmodified _SVAAELGR_ B6TKU7_MAIZE 2 401.72451 801.43447 0.22832 -0.019874 0.1866 41.401 41.401 5.06E-02 33.86 31151

42778 SVAAELGR Unmodified _SVAAELGR_ B6TKU7_MAIZE 2 401.72451 801.43447 0.31148 -0.28197 0.0076165 43.742 43.742 1.65E-01 18.31 2642000

42779 SVAAELGR Unmodified _SVAAELGR_ B6TKU7_MAIZE 2 401.72451 801.43447 0.38686 0.1882 0.55146 41.183 41.183 1.90E-02 27.91 4735000

42780 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.46675 -2.0869 -1.6296 38.508 38.508 1.60E-02 26.04 599820

42781 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.43183 -0.71467 -0.29406 64.361 64.361 1.00E+00 9.03 506190

42782 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.37146 -0.49713 -0.13725 37.753 37.753 2.62E-07 71.79 534760

42783 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.36203 -0.57693 -0.22681 40.587 40.587 2.62E-07 58.25 1189300

42784 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.38303 -0.65033 -0.27953 39.803 39.803 2.62E-07 62.28 1077200

42785 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.29232 -1.0065 -0.72487 40.671 40.671 1.27E-09 67.05 14106000

42786 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.38242 0.087836 0.45735 65.843 65.843 1.11E-04 46.11 738890

42787 SVAAGMNAMDLR 2 Oxidation (M) _SVAAGM(ox)NAM(ox)DLR_ CH61_MAIZE C 2 634.2921 1266.5697 0.46964 -2.3459 -1.8855 40.569 40.569 2.62E-07 48.7 492190

42788 SVAAGMNAMDLR Unmodified _SVAAGMNAMDLR_ CH61_MAIZE C 2 618.29719 1234.5798 0.33056 -0.60282 -0.29097 64.349 64.349 1.11E-04 63.35 1912600

42789 SVAAGMNAMDLR Unmodified _SVAAGMNAMDLR_ CH61_MAIZE C 2 618.29719 1234.5798 0.32713 1.1484 1.4535 66.042 66.042 1.98E-03 38.05 538330

42790 SVAAGMNAMDLR Oxidation (M) _SVAAGMNAM(ox)DLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.36782 0.28097 0.63262 51.76 51.76 1.98E-03 83.32 354200

42791 SVAAGMNAMDLR Oxidation (M) _SVAAGM(ox)NAMDLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.39452 0.51618 0.89321 52.921 52.921 1.11E-04 65.59 350030

42792 SVAAGMNAMDLR Oxidation (M) _SVAAGMNAM(ox)DLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.36263 0.17393 0.51989 53.844 53.844 2.05E-12 68.89 666330

42793 SVAAGMNAMDLR Oxidation (M) _SVAAGMNAM(ox)DLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.46139 0.24761 0.69205 53.18 53.18 9.49E-04 60.66 468510
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42794 SVAAGMNAMDLR Oxidation (M) _SVAAGM(ox)NAMDLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.31258 0.17689 0.4735 53.002 53.002 2.05E-12 74.41 2313600

42795 SVAAGMNAMDLR Oxidation (M) _SVAAGMNAM(ox)DLR_ CH61_MAIZE C 2 626.29465 1250.5747 0.28884 0.021763 0.29447 53.852 53.852 2.62E-07 65.98 5056200

42796 SVAAHPWHDLEIGPDAPAVFNVVVEITK Unmodified _SVAAHPWHDLEIGPDAPAVFNVVVEITK_ B4FXF9_MAIZE 4 753.64609 3010.5553 0.8817 -0.064968 0.81943 120.04 120.04 5.71E-01 26.46 390320

42797 SVAAHPWHDLEIGPEAPAVFNVVVEITK Unmodified _SVAAHPWHDLEIGPEAPAVFNVVVEITK_ B4FCR7_MAIZE 3 1009.1976 3024.5709 1.251 0.21982 1.4708 119.57 119.57 6.02E-16 53.51 996580

42798 SVAAHPWHDLEIGPEAPAVFNVVVEITK Unmodified _SVAAHPWHDLEIGPEAPAVFNVVVEITK_ B4FCR7_MAIZE 4 757.15 3024.5709 0.84971 0.64546 1.4941 129.76 129.76 1.00E+00 5.63 682480

42799 SVAAHPWHDLEIGPEAPAVFNVVVEITK Unmodified _SVAAHPWHDLEIGPEAPAVFNVVVEITK_ B4FCR7_MAIZE 3 1009.1976 3024.5709 1.1944 0.34784 1.5418 130.9 130.9 6.44E-03 19.7 108020

42800 SVAAHPWHDLEIGPEAPAVFNVVVEITK Unmodified _SVAAHPWHDLEIGPEAPAVFNVVVEITK_ B4FCR7_MAIZE 4 757.15 3024.5709 0.86968 0.56209 1.4311 130.77 130.77 8.31E-01 7.13 529670

42801 SVAAHPWHDLEIGPGAPTIFNCVIEIPR Unmodified _SVAAHPWHDLEIGPGAPTIFNCVIEIPR_ B4FJX6_MAIZE 4 774.89855 3095.5651 0.92355 -0.05768 0.86708 114.06 114.06 1.79E-01 31.17 457320

42802 SVAAHPWHDLEIGPGAPTIFNCVIEIPR Unmodified _SVAAHPWHDLEIGPGAPTIFNCVIEIPR_ B4FJX6_MAIZE 4 774.89855 3095.5651 0.82347 -0.57883 0.24591 129.33 129.33 8.02E-03 50.43 5406500

42803 SVAAHPWHDLEIGPGAPTIFNCVIEIPR Unmodified _SVAAHPWHDLEIGPGAPTIFNCVIEIPR_ B4FJX6_MAIZE 3 1032.8623 3095.5651 1.1419 -0.49807 0.64491 129.37 129.37 2.90E-09 63.47 683810

42804 SVAEADVDASLPQQVFEDVHVHTYTAEETK Unmodified _SVAEADVDASLPQQVFEDVHVHTYTAEETK_ B4FYD3_MAIZE 4 829.64675 3314.5579 1.0632 -0.11122 0.95503 99.118 99.118 1.71E-02 15.19 750840

42805 SVAEAILSK Unmodified _SVAEAILSK_ B6U740_MAIZE 2 459.26875 916.52295 -0.13445 0.24097 0.073873 59.607 59.607 3.32E-02 27.27 1687500

42806 SVAEEDGQALAEK Unmodified _SVAEEDGQALAEK_ B4FJ62_MAIZE 2 673.82535 1345.6361 0.52661 0.15655 0.65957 46.376 46.376 4.68E-05 44.45 323620

42807 SVAEPAAAAPVPETK Unmodified _SVAEPAAAAPVPETK_ Q94IQ8_MAIZE 2 719.38283 1436.7511 0.71529 0.12525 0.82116 51.296 51.296 2.37E-16 81.84 1030300

42808 SVAEPAAAPAPDTK Unmodified _SVAEPAAAPAPDTK_ Q94IQ8_MAIZE 2 662.8408 1323.667 0.52911 -0.042135 0.46952 42.137 42.137 2.00E-19 81.52 880640

42809 SVAEPAAVAAPAPETK Unmodified _SVAEPAAVAAPAPETK_ B6TRL2_MAIZE 2 754.90139 1507.7882 0.84545 0.30824 1.1332 53.106 53.106 4.21E-20 65.86 498110

42810 SVAEPAAVAAPAPETK Unmodified _SVAEPAAVAAPAPETK_ B6TRL2_MAIZE 2 754.90139 1507.7882 0.7884 0.1879 0.95645 52.379 52.379 7.73E-25 78.82 3056500

42811 SVAGGFSSQLPR Unmodified _SVAGGFSSQLPR_ B6UE89_MAIZE 2 603.31729 1204.62 0.21633 -0.064203 0.15686 61.963 61.963 1.60E-02 25.52 119890

42812 SVAGGFSSQLPR Unmodified _SVAGGFSSQLPR_ B6UE89_MAIZE 2 603.31729 1204.62 0.25074 -0.20062 0.054645 63.267 63.267 1.98E-03 45.79 1188700

42813 SVAGGFSSQLPR Unmodified _SVAGGFSSQLPR_ B6UE89_MAIZE 2 603.31729 1204.62 0.19703 -1.7567 -1.5527 62.731 62.731 6.74E-02 30.95 826920

42814 SVAIENALQLFSPALAIVDEHLTR Unmodified _SVAIENALQLFSPALAIVDEHLTR_ MMT1_MAIZE 3 869.80954 2606.4068 1.0666 0.27665 1.3296 127.94 127.94 5.14E-24 71.94 3606700

42815 SVAIENALQLFSPALAIVDEHLTR Unmodified _SVAIENALQLFSPALAIVDEHLTR_ MMT1_MAIZE 3 869.80954 2606.4068 1.241 0.54099 1.7687 131.71 131.71 3.04E-08 64.65 353210

42816 SVATELGLPK Unmodified _SVATELGLPK_ B6TK50_MAIZE 2 507.79513 1013.5757 -0.11093 -1.1065 -1.2285 68.612 68.612 1.25E-02 47.56 337900

42817 SVAVAEIIK Unmodified _SVAVAEIIK_ B4FSE0_MAIZE 2 465.28694 928.55933 -0.00020037 0.26887 0.24419 61.429 61.429 3.32E-02 19.97 1306300

42818 SVAVAEIIK Unmodified _SVAVAEIIK_ B4FSE0_MAIZE 2 465.28694 928.55933 -0.018344 0.37821 0.33446 63.602 63.602 1.12E-01 9.59 666930

42819 SVAVAEIIK Unmodified _SVAVAEIIK_ B4FSE0_MAIZE 2 465.28694 928.55933 -0.054913 0.23599 0.15673 63.301 63.301 3.39E-01 15.09 507690

42820 SVAVAEIIK Unmodified _SVAVAEIIK_ B4FSE0_MAIZE 2 465.28694 928.55933 -0.023193 0.35067 0.30265 63.153 63.153 1.01E-02 21.37 1031500

42821 SVAVAEIIK Unmodified _SVAVAEIIK_ B4FSE0_MAIZE 2 465.28694 928.55933 -0.10546 -0.081713 -0.20991 63.68 63.68 1.12E-01 13.73 2932600

42822 SVAVAEIIKK Unmodified _SVAVAEIIKK_ B4FSE0_MAIZE 2 529.33442 1056.6543 -0.017294 0.41292 0.36675 53.683 53.683 1.45E-01 25.66 450190

42823 SVCTEAGMYAIR Unmodified _SVCTEAGMYAIR_ B4FQJ6_MAIZE 2 679.31558 1356.6166 0.63381 0.14949 0.77595 62.936 62.936 4.56E-01 3.34 414890

42824 SVCTEAGMYAIR Unmodified _SVCTEAGMYAIR_ B4FQJ6_MAIZE 2 679.31558 1356.6166 0.59507 -0.17911 0.40903 64.619 64.619 1.68E-09 79.94 1180100

42825 SVCTEAGMYAIR Oxidation (M) _SVCTEAGM(ox)YAIR_ B4FQJ6_MAIZE 2 687.31303 1372.6115 0.53603 -1.0438 -0.51012 59.632 59.632 7.72E-03 31.12 891500

42826 SVDGDENMALEK Oxidation (M) _SVDGDENM(ox)ALEK_ B6TNG3_MAIZE 2 662.29028 1322.566 0.50649 0.20835 0.70113 42.886 42.886 2.62E-07 51.58 103610

42827 SVDQLPMNVGDAHYDPLFPFGFGLTTK Oxidation (M) _SVDQLPM(ox)NVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 994.81626 2981.4269 1.2216 0.37044 1.6051 117.8 117.8 6.80E-13 46.32 1005700
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42828 SVDQLPMNVGDAHYDPLFPFGFGLTTK Oxidation (M) _SVDQLPM(ox)NVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 994.81626 2981.4269 1.1666 0.032 1.2124 118.35 118.35 1.46E-15 58.87 929260

42829 SVDQLPMNVGDAHYDPLFPFGFGLTTK Oxidation (M) _SVDQLPM(ox)NVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 994.81626 2981.4269 1.1661 0.17974 1.3588 118.66 118.66 2.92E-12 40.09 1478700

42830 SVDQLPMNVGDAHYDPLFPFGFGLTTK Oxidation (M) _SVDQLPM(ox)NVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 994.81626 2981.4269 1.1277 -0.19182 0.94951 119.68 119.68 8.97E-18 52.45 2888900

42831 SVDQLPMNVGDAHYDPLFPFGFGLTTK Oxidation (M) _SVDQLPM(ox)NVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 994.81626 2981.4269 1.1931 -0.13398 1.0727 119.81 119.81 3.50E-29 66.26 3414300

42832 SVDQLPMNVGDAHYDPLFPFGFGLTTK Unmodified _SVDQLPMNVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 989.48462 2965.432 1.2711 1.0072 2.2894 121.84 121.84 2.25E-25 47.47 1534200

42833 SVDQLPMNVGDAHYDPLFPFGFGLTTK Unmodified _SVDQLPMNVGDAHYDPLFPFGFGLTTK_ B4F8M8_MAIZE 3 989.48462 2965.432 1.2851 -0.14821 1.1499 123.98 123.98 3.43E-05 17.45 387920

42834 SVDQLPMNYGDAHYDPLFPLGFGLTTQGK Oxidation (M) _SVDQLPM(ox)NYGDAHYDPLFPLGFGLTTQGK_ Q9XE93_MAIZE 3 1066.5131 3196.5176 1.2921 -0.34934 0.95147 115.25 115.25 1.18E-06 28.15 704900

42835 SVDSNFSSTSR Unmodified _SVDSNFSSTSR_ B6TSD4_MAIZE 2 593.77037 1185.5262 0.16598 0.25354 0.42197 41.712 41.712 4.43E-05 55.92 658800

42836 SVDTISACLK Unmodified _SVDTISACLK_ B4F9G8_MAIZE 2 547.28153 1092.5485 0.046905 0.45955 0.50801 56.425 56.425 2.81E-03 23.97 2500800

42837 SVDTISACLK Unmodified _SVDTISACLK_ B4F9G8_MAIZE 2 547.28153 1092.5485 -0.092032 0.28671 0.19619 57.512 57.512 1.45E-01 18.5 144490

42838 SVDTISACLK Unmodified _SVDTISACLK_ B4F9G8_MAIZE 2 547.28153 1092.5485 -0.023181 0.2176 0.19542 56.584 56.584 4.40E-02 23.49 654220

42839 SVDTISSCLK Unmodified _SVDTISSCLK_ B6TBN6_MAIZE 2 555.27899 1108.5434 0.080836 -0.31067 -0.22265 53.374 53.374 3.43E-01 16.66 1949200

42840 SVDTISSCLK Unmodified _SVDTISSCLK_ B6TBN6_MAIZE 2 555.27899 1108.5434 -0.0092838 -0.14182 -0.1439 54.301 54.301 1.00E+00 8.13 68243

42841 SVEAHGNDFR Unmodified _SVEAHGNDFR_ B4FQS9_MAIZE 2 566.26252 1130.5105 0.10549 -0.25319 -0.1498 32.958 32.958 1.45E-01 24.59 47624

42842 SVEAHGNDFR Unmodified _SVEAHGNDFR_ B4FQS9_MAIZE 2 566.26252 1130.5105 0.1509 -0.64922 -0.49932 30.501 30.501 1.45E-01 25.97 18592

42843 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 3 622.31442 1863.9214 0.40139 0.041069 0.43133 97.223 97.223 1.00E+00 6.8 333180

42844 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.0977 -0.71807 0.36921 97.751 97.751 1.77E-34 111.31 204010

42845 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.0861 -0.88485 0.1916 97.871 97.871 8.00E-45 119.25 361300

42846 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.1518 -0.33197 0.80966 97.764 97.764 1.56E-52 103.43 445590

42847 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.163 -0.38866 0.76338 97.417 97.417 8.00E-45 88.6 307000

42848 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.0525 -1.4798 -0.43666 97.93 97.93 8.00E-45 101.92 494300

42849 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.127 -0.24741 0.86922 97.391 97.391 1.56E-52 120.71 5433900

42850 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 3 622.31442 1863.9214 0.28485 0.35615 0.62862 97.38 97.38 2.10E-02 34.74 4898500

42851 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.131 0.24741 1.3674 97.869 97.869 8.00E-45 92.11 254380

42852 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 3 622.31442 1863.9214 0.38317 0.17177 0.54394 97.853 97.853 1.00E+00 0.91 222840

42853 SVEALAEFVNSEAGTNVK Unmodified _SVEALAEFVNSEAGTNVK_ Q5EUD6_MAIZE 2 932.96799 1863.9214 1.1362 0.36355 1.4882 99.069 99.069 3.54E-16 74.67 298080

42854 SVEALSVLSQSVDAK Unmodified _SVEALSVLSQSVDAK_ B6TJ57_MAIZE 2 766.91195 1531.8094 0.89859 0.009203 0.89985 86.127 86.127 1.02E-23 57.75 647250

42855 SVEALSVLSQSVDAK Unmodified _SVEALSVLSQSVDAK_ B6TJ57_MAIZE 2 766.91195 1531.8094 0.84195 -0.22534 0.60973 85.768 85.768 1.02E-23 58.63 636610

42856 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.03347 0.038378 -0.012833 37.876 37.876 2.92E-02 31.84 3153100

42857 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.14512 0.51526 0.35099 36.832 36.832 1.90E-02 44.84 683530

42858 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.030805 -0.01133 -0.061211 39.835 39.835 3.48E-02 46.6 2015200

42859 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.017465 -0.1588 -0.19366 39.045 39.045 3.48E-02 33.39 672260

42860 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.18945 -0.27633 -0.48384 39.792 39.792 2.34E-03 59.79 12277000

42861 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 0.032734 0.081432 0.094956 39.83 39.83 1.65E-01 16.09 218720



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

42862 SVEDISER Unmodified _SVEDISER_ MTHR1_MAIZE 2 467.72745 933.44034 -0.05904 -0.76623 -0.84311 37.696 37.696 5.06E-02 21.33 879830

42863 SVEDLILSVGSGGGAAPVAASAPAGGAAAAAAPAAEEK Unmodified _SVEDLILSVGSGGGAAPVAASAPAGGAAAAAAPAAEEK_ B4FUB4_MAIZE 2 1631.3335 3260.6525 1.0131 -0.23874 0.76085 108.1 108.1 3.55E-05 65.13 218740

42864 SVEMISR Unmodified _SVEMISR_ B6T574_MAIZE 2 411.21292 820.41129 0.29095 0.7668 1.0337 40.635 40.635 9.32E-03 31.74 2230700

42865 SVEMISR Unmodified _SVEMISR_ B6T574_MAIZE 2 411.21292 820.41129 0.15794 0.3924 0.52767 40.166 40.166 1.86E-01 20.83 225510

42866 SVEPWLK Unmodified _SVEPWLK_ B6TF74_MAIZE 2 429.73963 857.4647 0.055186 0.004564 0.043206 62.84 62.84 1.86E-01 20.54 2933000

42867 SVEPWLK Unmodified _SVEPWLK_ B6TF74_MAIZE 2 429.73963 857.4647 0.031787 0.22977 0.24413 61.198 61.198 8.04E-02 38.66 8500900

42868 SVEVVK Unmodified _SVEVVK_ B6T5F2_MAIZE 2 330.69997 659.38539 1.3992 -3.1736 -1.7652 26.214 26.214 1.00E+00 8.14 31870

42869 SVEVVK Unmodified _SVEVVK_ B6T5F2_MAIZE 2 330.69997 659.38539 1.3684 0.55143 1.9175 25.91 25.91 5.26E-01 21.66 188940

42870 SVFDSVPSTPTQKPFFDSFPSTPMQR Oxidation (M) _SVFDSVPSTPTQKPFFDSFPSTPM(ox)QR_ B4FDJ3_MAIZE 3 982.80413 2945.3906 1.1812 -0.19788 1.0005 98.727 98.727 1.46E-09 24.5 342830

42871 SVFKPWEQR Unmodified _SVFKPWEQR_ B4FPP1_MAIZE 3 392.87686 1175.6087 0.47153 -0.001837 0.46195 59.756 59.756 1.00E+00 2.51 1894600

42872 SVFKPWEQR Unmodified _SVFKPWEQR_ B4FPP1_MAIZE 2 588.81165 1175.6087 0.28393 0.53661 0.81165 59.737 59.737 1.12E-01 37.89 309620

42873 SVGASTGASSEANNVPGTEK Unmodified _SVGASTGASSEANNVPGTEK_ B4FPZ7_MAIZE 2 931.93996 1861.8654 1.1469 0.25924 1.4013 46.81 46.81 9.41E-18 73.31 3144900

42874 SVGFNAVYVPFLVDDLAK Unmodified _SVGFNAVYVPFLVDDLAK_ B4FAK2_MAIZE 2 977.51966 1953.0248 1.232 -0.07452 1.1647 122.97 122.97 1.18E-19 58.4 656640

42875 SVGFNAVYVPFLVDDLAK Unmodified _SVGFNAVYVPFLVDDLAK_ B4FAK2_MAIZE 2 977.51966 1953.0248 1.1773 0.21963 1.4044 123.82 123.82 2.85E-09 48 1089800

42876 SVGGQPVVFDSVK Unmodified _SVGGQPVVFDSVK_ B6TPE4_MAIZE 2 659.85371 1317.6929 0.47966 -0.11392 0.39225 65.355 65.355 2.61E-08 65.67 3675200

42877 SVGIVEESDEEK Unmodified _SVGIVEESDEEK_ B6TPA4_MAIZE 2 660.8119 1319.6093 0.38773 0.008577 0.38218 46.588 46.588 7.61E-14 71.97 6377300

42878 SVGIVEESDEEKR Unmodified _SVGIVEESDEEKR_ B6TPA4_MAIZE 3 492.91073 1475.7104 -0.079539 -0.49038 -0.58703 41.886 41.886 2.26E-05 30.32 937400

42879 SVGIVEESDEEKRK Unmodified _SVGIVEESDEEKRK_ B6TPA4_MAIZE 3 535.60905 1603.8053 0.031258 -0.10166 -0.089792 35.893 35.893 1.10E-02 18.62 655800

42880 SVGIVEESDEEKRK Unmodified _SVGIVEESDEEKRK_ B6TPA4_MAIZE 3 535.60905 1603.8053 -0.030489 0.27255 0.22119 38.604 38.604 1.83E-01 18.19 430220

42881 SVGIVEESDEEKRK Unmodified _SVGIVEESDEEKRK_ B6TPA4_MAIZE 3 535.60905 1603.8053 -0.097467 -0.38048 -0.4972 35.736 35.736 1.79E-03 29.56 7675600

42882 SVGIVEESDEEKRK Unmodified _SVGIVEESDEEKRK_ B6TPA4_MAIZE 2 802.90994 1603.8053 1.0324 -0.093663 0.91928 35.746 35.746 6.31E-03 69.98 247190

42883 SVGIVEESDEEKRK Unmodified _SVGIVEESDEEKRK_ B6TPA4_MAIZE 4 401.95861 1603.8053 0.46799 -0.44657 0.0026829 35.755 35.755 1.00E+00 2.61 217770

42884 SVGIVKPFDR Unmodified _SVGIVKPFDR_ B4F8J8_MAIZE 2 559.32185 1116.6291 -0.022608 0.27144 0.25431 57.74 57.74 1.25E-02 27.26 93073

42885 SVGIVKPFDR Unmodified _SVGIVKPFDR_ B4F8J8_MAIZE 2 559.32185 1116.6291 6.7149 55.714 55.714 9.37E-06 39.91

42886 SVGLHLTLDDFQK Unmodified _SVGLHLTLDDFQK_ B4FWX5_MAIZE 3 491.59631 1471.7671 0.031016 0.16959 0.20809 82.41 82.41 3.08E-01 15.29 398470

42887 SVGLHLTLDDFQK Unmodified _SVGLHLTLDDFQK_ B4FWX5_MAIZE 3 491.59631 1471.7671 -0.14178 0.22026 0.08553 82.938 82.938 1.00E+00 2.57 2026300

42888 SVGLHLTLDDFQK Unmodified _SVGLHLTLDDFQK_ B4FWX5_MAIZE 3 491.59631 1471.7671 -0.06118 0.29439 0.23974 83.296 83.296 1.28E-01 9.22 1971900

42889 SVGSFISDQSQSK Unmodified _SVGSFISDQSQSK_ B6TJH8_MAIZE 2 685.33334 1368.6521 0.52765 -0.25163 0.28081 57.454 57.454 2.61E-08 87.12 1298200

42890 SVGTANPLVLIDEIDK Unmodified _SVGTANPLVLIDEIDK_ LONH2_MAIZE 2 842.46181 1682.9091 1.0783 -0.75252 0.3215 110.56 110.56 2.01E-03 55.57 166430

42891 SVGTANPLVLIDEIDK Unmodified _SVGTANPLVLIDEIDK_ LONH2_MAIZE 2 842.46181 1682.9091 1.0305 0.2003 1.2248 111.14 111.14 7.42E-06 60.99 163510

42892 SVGTANPLVLIDEIDK Unmodified _SVGTANPLVLIDEIDK_ LONH2_MAIZE 2 842.46181 1682.9091 1.0369 0.14623 1.1775 111.12 111.12 1.27E-09 73.85 597550

42893 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.0031781 -0.26462 -0.27119 54.295 54.295 3.60E-06 40.84 16577000

42894 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.1258 -0.005867 -0.13431 55.443 55.443 1.67E-02 36.53 446760

42895 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.045188 -0.24873 -0.29791 54.551 54.551 1.62E-12 62.07 6623500
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42896 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 0.0078631 -0.29047 -0.2871 56.479 56.479 5.66E-08 52.93 12710000

42897 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.014434 -0.26011 -0.27892 55.732 55.732 3.57E-04 28.76 9784600

42898 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.057208 0.086798 0.026198 56.398 56.398 4.43E-05 34.46 6299000

42899 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.076008 -0.51675 -0.59644 56.241 56.241 5.66E-08 61.33 61680000

42900 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.0060649 0.29918 0.28925 54.821 54.821 4.43E-05 41.72 1574700

42901 SVGTLGEADLK Unmodified _SVGTLGEADLK_ B4G0K4_MAIZE 2 545.29295 1088.5714 -0.05275 0.19622 0.1391 57.857 57.857 3.60E-06 48.31 490820

42902 SVGVSNFSAAK Unmodified _SVGVSNFSAAK_ B6TKQ4_MAIZE 2 533.78001 1065.5455 -0.090252 -0.2289 -0.32177 51.835 51.835 1.67E-02 16.14 2450500

42903 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.29946 -0.26095 0.037043 31.773 31.773 4.01E-02 27.03 485270

42904 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.4152 -0.30042 0.115 31.784 31.784 5.87E-01 20.65 123470

42905 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.1117 -0.27605 -0.16396 30.468 30.468 5.30E-05 43.5 859640

42906 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.3203 0.12263 0.44133 30.468 30.468 1.96E-02 24.45 196110

42907 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.37569 -0.36317 0.011756 33.166 33.166 1.22E-01 19.87 218530

42908 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.44394 0.085953 0.52916 32.231 32.231 7.13E-03 22.43 79092

42909 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.23095 0.10351 0.33466 32.953 32.953 1.60E-02 25.1 236660

42910 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.43888 -0.54968 -0.11107 32.952 32.952 5.87E-01 9.22 41406

42911 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.26346 -0.51322 -0.25053 32.969 32.969 4.45E-03 38.26 605710

42912 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 2 621.81099 1241.6074 0.36207 -1.0069 -0.64389 32.977 32.977 1.96E-02 16.36 139100

42913 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.24873 0.051928 0.29952 33.651 33.651 4.45E-03 34.69 123480

42914 SVHEPMQTGLK Oxidation (M) _SVHEPM(ox)QTGLK_ ATPAM_MAIZE 3 414.87642 1241.6074 0.31904 -0.35655 -0.036819 30.997 30.997 1.52E-02 29.61 158930

42915 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 2 613.81353 1225.6125 0.30257 0.17907 0.47803 39.322 39.322 1.67E-02 21.18 1986700

42916 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 3 409.54478 1225.6125 0.14179 -0.15725 -0.018655 38.93 38.93 2.92E-01 14.37 734230

42917 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 2 613.81353 1225.6125 0.33421 0.092468 0.42187 41.518 41.518 7.60E-01 18.46 277590

42918 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 3 409.54478 1225.6125 0.28832 -0.09193 0.19199 41.531 41.531 6.17E-01 12.44 898220

42919 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 3 409.54478 1225.6125 0.27635 -0.006477 0.26552 40.782 40.782 2.92E-01 13.65 714740

42920 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 2 613.81353 1225.6125 0.33393 0.13829 0.4674 41.227 41.227 3.83E-01 20.5 564010

42921 SVHEPMQTGLK Unmodified _SVHEPMQTGLK_ ATPAM_MAIZE 3 409.54478 1225.6125 0.29682 -0.083639 0.20968 41.235 41.235 4.33E-02 23.93 2415400

42922 SVIAEAEAGGSPALIAR Unmodified _SVIAEAEAGGSPALIAR_ B4FWM3_MAIZE 2 806.43867 1610.8628 0.95534 -0.057321 0.87408 76.177 76.177 1.43E-21 53.51 1181600

42923 SVIAEAEAGGSPALIAR Unmodified _SVIAEAEAGGSPALIAR_ B4FWM3_MAIZE 2 806.43867 1610.8628 0.97653 -0.019864 0.93231 75.78 75.78 1.24E-09 64.44 641840

42924 SVIALHNLINNK Unmodified _SVIALHNLINNK_ B4FS63_MAIZE 2 668.39079 1334.767 0.48034 -0.20931 0.24382 68.089 68.089 2.05E-12 55.99 3866500

42925 SVIALHNLINNK Unmodified _SVIALHNLINNK_ B4FS63_MAIZE 3 445.92962 1334.767 -0.047506 -0.017521 -0.09241 68.088 68.088 1.13E-05 33.23 6240600

42926 SVIEELNGVALLSEDDHPNLCR Unmodified _SVIEELNGVALLSEDDHPNLCR_ B4FSR6_MAIZE 3 827.40771 2479.2013 0.94822 -0.68042 0.26139 104.28 104.28 9.51E-08 52.47 1947400

42927 SVIEELNGVALLSEDDHPNLCR Unmodified _SVIEELNGVALLSEDDHPNLCR_ B4FSR6_MAIZE 2 1240.6079 2479.2013 1.1169 0.079503 1.1887 104.26 104.26 2.92E-04 48.8 145360

42928 SVIEETGSGVTTDQLK Unmodified _SVIEETGSGVTTDQLK_ B6TAE5_MAIZE 2 832.42288 1662.8312 0.98818 -0.15401 0.8415 62.088 62.088 5.87E-44 121.24 762690

42929 SVIEETGSGVTTDQLK Unmodified _SVIEETGSGVTTDQLK_ B6TAE5_MAIZE 2 832.42288 1662.8312 1.0533 -0.61847 0.44262 62.264 62.264 4.21E-20 79.98 597870
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42930 SVIEETGSGVTTDQLK Unmodified _SVIEETGSGVTTDQLK_ B6TAE5_MAIZE 2 832.42288 1662.8312 1.0006 -1.3615 -0.35195 63.632 63.632 7.73E-25 72.52 1209500

42931 SVIEETGSGVTTDQLK Unmodified _SVIEETGSGVTTDQLK_ B6TAE5_MAIZE 2 832.42288 1662.8312 0.97014 -0.34316 0.6354 63.01 63.01 1.34E-51 103.64 686920

42932 SVIEETGSGVTTDQLK Unmodified _SVIEETGSGVTTDQLK_ B6TAE5_MAIZE 2 832.42288 1662.8312 0.97041 -0.89929 0.079789 63.677 63.677 1.82E-38 126.25 10059000

42933 SVIEVR Unmodified _SVIEVR_ B4FAD9_MAIZE 2 351.71087 701.40719 0.9381 -0.20795 0.7173 38.536 38.536 1.00E+00 0.83 2001100

42934 SVIEVR Unmodified _SVIEVR_ B4FAD9_MAIZE 2 351.71087 701.40719 1.0431 -0.36159 0.67109 41.104 41.104 9.46E-01 11.78 2950000

42935 SVIEVR Unmodified _SVIEVR_ B4FAD9_MAIZE 2 351.71087 701.40719 0.87944 -0.21379 0.65481 40.944 40.944 9.46E-01 14.79 2175400

42936 SVIEVR Unmodified _SVIEVR_ B4FAD9_MAIZE 2 351.71087 701.40719 0.99643 -0.27179 0.7128 40.864 40.864 2.78E-01 32.67 11666000

42937 SVIGSMFGGVKPK Unmodified _SVIGSMFGGVKPK_ B4FGN7_MAIZE 3 436.24444 1305.7115 -0.00040187 0.16702 0.17193 71.803 71.803 1.00E+00 5.48 1910500

42938 SVIGSMFGGVKPK Unmodified _SVIGSMFGGVKPK_ B4FGN7_MAIZE 2 653.86302 1305.7115 0.47489 0.33857 0.81921 71.848 71.848 2.65E-01 41.99 1108000

42939 SVIQETGSDVTTDQLK Unmodified _SVIQETGSDVTTDQLK_ B4FIC0_MAIZE 2 860.93361 1719.8527 1.0853 -0.071978 1.0234 64.393 64.393 1.42E-33 95.38 1087100

42940 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.23289 0.008582 0.22504 72.871 72.871 1.47E-01 20.65 2233700

42941 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.19236 0.25991 0.43671 73.365 73.365 1.67E-02 30.16 969310

42942 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.22515 0.004614 0.21454 74.047 74.047 3.83E-01 18.03 1161900

42943 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.23758 -0.30336 -0.080413 73.61 73.61 1.67E-02 45.18 867850

42944 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.23578 -0.96062 -0.73805 73.618 73.618 7.60E-01 12.23 330500

42945 SVLEISPDSIK Unmodified _SVLEISPDSIK_ B4G1P9_MAIZE 2 594.32954 1186.6445 0.20835 0.1166 0.30981 74.036 74.036 1.67E-02 36.69 4072100

42946 SVLHIYHELIQYGLR Unmodified _SVLHIYHELIQYGLR_ B6TQW0_MAIZE 4 461.00716 1839.9996 -0.12145 0.75256 0.6147 130.57 130.57 4.82E-01 23.73 2353800

42947 SVLHIYHELIQYGLR Unmodified _SVLHIYHELIQYGLR_ B6TQW0_MAIZE 3 614.34046 1839.9996 0.23829 0.23679 0.4603 130.54 130.54 5.46E-07 40.68 865720

42948 SVLHIYHELIQYGLR Unmodified _SVLHIYHELIQYGLR_ B6TQW0_MAIZE 2 921.00705 1839.9996 1.1117 0.024294 1.1219 130.53 130.53 1.02E-23 72.35 181610

42949 SVLHVALR Unmodified _SVLHVALR_ B4G0N0_MAIZE 2 447.77962 893.54469 -0.094476 -0.18688 -0.28955 49.737 49.737 5.06E-02 24.24 616180

42950 SVLHVALR Unmodified _SVLHVALR_ B4G0N0_MAIZE 2 447.77962 893.54469 0.0025655 0.12605 0.12013 50.975 50.975 1.00E+00 33.99 279930

42951 SVLHVALR Unmodified _SVLHVALR_ B4G0N0_MAIZE 2 447.77962 893.54469 -0.053225 0.23445 0.1716 51.644 51.644 2.92E-02 33.67 1827500

42952 SVLLAVAPVTTQDLVSR Unmodified _SVLLAVAPVTTQDLVSR_ B6T7E5_MAIZE 2 885.012 1768.0094 1.154 0.22358 1.3837 94.194 94.194 5.62E-03 43.55 228060

42953 SVLLAVAPVTTQDLVSR Unmodified _SVLLAVAPVTTQDLVSR_ B6T7E5_MAIZE 2 885.012 1768.0094 1.177 -0.00149 1.1815 93.86 93.86 1.43E-21 62.45 333420

42954 SVLLGDGFK Unmodified _SVLLGDGFK_ B6T3D4_MAIZE 2 468.26347 934.51238 -0.045699 0.020437 -0.01758 69.417 69.417 3.32E-02 30.47 1885200

42955 SVLLGDGFK Unmodified _SVLLGDGFK_ B6T3D4_MAIZE 2 468.26347 934.51238 -0.13748 -0.14163 -0.27212 69.332 69.332 1.01E-02 22.59 4595300

42956 SVLPVVLLGCGGVGR Unmodified _SVLPVVLLGCGGVGR_ B4G038_MAIZE 2 741.92668 1481.8388 0.75456 -0.68195 0.098611 98.217 98.217 1.12E-07 56.64 1008700

42957 SVLVWDLTNPVHSTPESGVTADYGVPFR Unmodified _SVLVWDLTNPVHSTPESGVTADYGVPFR_ B4FKM1_MAIZE 3 1015.1768 3042.5087 1.2061 0.2884 1.508 109.59 109.59 1.79E-01 12.63 2698500

42958 SVLVWDLTNPVHSTPESGVTADYGVPFR Unmodified _SVLVWDLTNPVHSTPESGVTADYGVPFR_ B4FKM1_MAIZE 3 1015.1768 3042.5087 1.1847 1.7325 2.9292 110.36 110.36 1.79E-01 17.11 769180

42959 SVLVWDLTNPVHSTPESGVTADYGVPFR Unmodified _SVLVWDLTNPVHSTPESGVTADYGVPFR_ B4FKM1_MAIZE 3 1015.1768 3042.5087 1.1831 0.2358 1.4321 111.07 111.07 8.53E-01 5.73 340330

42960 SVLVWDLTNPVHSTPESGVTADYGVPFR Unmodified _SVLVWDLTNPVHSTPESGVTADYGVPFR_ B4FKM1_MAIZE 3 1015.1768 3042.5087 1.3101 0.00727 1.3314 111.33 111.33 1.00E+00 15.5 251100

42961 SVLVWDLTNPVHSTPESGVTADYGVPFR Unmodified _SVLVWDLTNPVHSTPESGVTADYGVPFR_ B4FKM1_MAIZE 3 1015.1768 3042.5087 1.2159 0.17118 1.4008 110.46 110.46 1.79E-01 18.55 1968600

42962 SVMAELFGK Unmodified _SVMAELFGK_ B4F8B8_MAIZE 2 491.25733 980.5001 0.017333 -1.095 -1.0872 85.31 85.31 7.18E-01 5.35 472210

42963 SVMAELFGK Unmodified _SVMAELFGK_ B4F8B8_MAIZE 2 491.25733 980.5001 -2.95E-06 -1.0476 -1.0581 86.094 86.094 3.21E-03 41.61 868280
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42964 SVMAELFGK Unmodified _SVMAELFGK_ B4F8B8_MAIZE 2 491.25733 980.5001 -0.14181 -0.43278 -0.5853 85.838 85.838 3.21E-03 59.34 2559100

42965 SVMAELFGK Oxidation (M) _SVM(ox)AELFGK_ B4F8B8_MAIZE 2 499.25479 996.49502 -0.10722 0.89018 0.7728 63.604 63.604 9.73E-03 36.73 671900

42966 SVMQSAIAR Oxidation (M) _SVM(ox)QSAIAR_ B4FBC8_MAIZE 2 489.75548 977.49642 -0.066567 0.080205 -0.0033401 32.498 32.498 9.73E-03 43.36 73344

42967 SVMQSAIAR Unmodified _SVMQSAIAR_ B4FBC8_MAIZE 2 481.75803 961.5015 -0.12004 0.024964 -0.11606 47.365 47.365 3.21E-03 34.17 1535400

42968 SVNGTTYAGIR Unmodified _SVNGTTYAGIR_ Q8W0Q2_MAIZE 2 569.79619 1137.5778 0.17815 0.079482 0.25601 48.439 48.439 3.57E-04 56.75 801230

42969 SVNMGTVATIPGK Oxidation (M) _SVNM(ox)GTVATIPGK_ B4FB54_MAIZE 2 645.83974 1289.6649 0.35589 0.29305 0.65779 48.044 48.044 1.47E-03 51.65 97707

42970 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.30093 0.13392 0.42301 57.815 57.815 3.60E-06 46.41 545790

42971 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.33825 0.018549 0.34582 59.598 59.598 1.67E-02 50.09 1508000

42972 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.34505 0.10206 0.4349 58.936 58.936 4.43E-05 45.44 1403900

42973 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.32538 0.24616 0.5606 59.442 59.442 1.47E-01 28.37 938560

42974 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.33314 0.12877 0.45007 59.511 59.511 7.60E-01 5.56 1300400

42975 SVNYDNWASGK Unmodified _SVNYDNWASGK_ B4FAB0_MAIZE 2 620.78328 1239.552 0.29812 -0.21274 0.074388 59.953 59.953 3.57E-04 47.11 1012600

42976 SVPAANPSPSGGNNLPVPK Unmodified _SVPAANPSPSGGNNLPVPK_ B4FSH6_MAIZE 2 901.97341 1801.9323 1.0734 0.082841 1.1506 61.544 61.544 4.53E-07 57.29 553600

42977 SVPANAATFVAYEITR Unmodified _SVPANAATFVAYEITR_ B4FEA2_MAIZE 3 570.63342 1708.8784 0.12999 0.28572 0.40479 99.904 99.904 1.00E+00 0.07 401430

42978 SVPANAATFVAYEITR Unmodified _SVPANAATFVAYEITR_ B4FEA2_MAIZE 2 855.44649 1708.8784 1.0723 -0.128 0.93448 99.839 99.839 9.46E-03 38.12 162760

42979 SVQFGQK Unmodified _SVQFGQK_ B4FMI5_MAIZE 2 397.21378 792.413 0.51875 -0.22442 0.30327 31.593 31.593 1.00E+00 8.68 114210

42980 SVQFGQK Unmodified _SVQFGQK_ B4FMI5_MAIZE 2 397.21378 792.413 0.53348 -0.37143 0.17202 31.249 31.249 1.86E-01 18.58 104730

42981 SVQLFR Unmodified _SVQLFR_ B4FJ28_MAIZE 2 375.21886 748.42317 0.43803 0.32652 0.76111 54.428 54.428 2.64E-01 32.42 766110

42982 SVQMEGLLWGASK Unmodified _SVQMEGLLWGASK_ B4FNT1_MAIZE 2 703.36084 1404.7071 0.68619 0.1277 0.80338 88.84 88.84 2.61E-08 37.68 1235100

42983 SVQMEGLLWGASK Unmodified _SVQMEGLLWGASK_ B4FNT1_MAIZE 2 703.36084 1404.7071 0.7601 -0.26664 0.48495 89.028 89.028 9.54E-02 28.36 224000

42984 SVQMEGLLWGASK Unmodified _SVQMEGLLWGASK_ B4FNT1_MAIZE 2 703.36084 1404.7071 0.75655 1.1162 1.8617 89.563 89.563 1.00E+00 3.74 353410

42985 SVQMEGLLWGASK Unmodified _SVQMEGLLWGASK_ B4FNT1_MAIZE 2 703.36084 1404.7071 0.6455 0.2091 0.84464 89.228 89.228 2.50E-15 70.54 1319300

42986 SVQMEGLLWGASK Unmodified _SVQMEGLLWGASK_ B4FNT1_MAIZE 2 703.36084 1404.7071 0.53851 -0.47039 0.059476 89.225 89.225 4.93E-21 108.75 17273000

42987 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.60571 0.09402 0.69389 74.151 74.151 1.56E-17 63.72 249790

42988 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.66071 0.24812 0.90254 73.207 73.207 4.68E-05 59.29 204370

42989 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.69329 -0.43527 0.25177 73.892 73.892 4.09E-05 59.93 478710

42990 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.70272 -0.1638 0.53229 73.494 73.494 2.61E-08 58.08 594050

42991 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.71922 -0.053376 0.65907 73.823 73.823 1.47E-03 50.44 636300

42992 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.6717 -0.012584 0.65236 73.684 73.684 4.35E-18 93.37 3295400

42993 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.54253 -0.54178 -0.0052621 73.022 73.022 1.56E-17 87.77 23900000

42994 SVQMEGLLWGASK Oxidation (M) _SVQM(ox)EGLLWGASK_ B4FNT1_MAIZE 2 711.3583 1420.7021 0.64424 0.87411 1.511 74.764 74.764 2.50E-15 68.63 787590

42995 SVQMEGLTWGASK Unmodified _SVQMEGLTWGASK_ B6SLK4_MAIZE 2 697.34265 1392.6708 0.64151 0.068923 0.70727 74.945 74.945 9.49E-01 7.64 939030

42996 SVQMEGLTWGASK Unmodified _SVQMEGLTWGASK_ B6SLK4_MAIZE 2 697.34265 1392.6708 0.70012 0.80685 1.5025 75.911 75.911 1.00E-11 67.75 1725100

42997 SVQMEGLTWGASK Unmodified _SVQMEGLTWGASK_ B6SLK4_MAIZE 2 697.34265 1392.6708 0.4972 -0.58686 -0.092377 75.41 75.41 4.93E-21 96.38 17439000
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42998 SVQMEGLTWGASK Unmodified _SVQMEGLTWGASK_ B6SLK4_MAIZE 2 697.34265 1392.6708 0.61774 0.12416 0.73786 76.921 76.921 1.15E-02 35.73 458940

42999 SVQMEGLTWGASK Oxidation (M) _SVQM(ox)EGLTWGASK_ B6SLK4_MAIZE 2 705.34011 1408.6657 0.60809 0.002589 0.61098 61.529 61.529 2.61E-08 70.31 135610

43000 SVQMEGLTWGASK Oxidation (M) _SVQM(ox)EGLTWGASK_ B6SLK4_MAIZE 2 705.34011 1408.6657 0.72553 -0.1106 0.61505 62.153 62.153 3.13E-02 45.51 440090

43001 SVQMEGLTWGASK Oxidation (M) _SVQM(ox)EGLTWGASK_ B6SLK4_MAIZE 2 705.34011 1408.6657 0.65776 -0.049643 0.60688 62.469 62.469 1.56E-17 97.03 1150300

43002 SVQMEGLTWGASK Oxidation (M) _SVQM(ox)EGLTWGASK_ B6SLK4_MAIZE 2 705.34011 1408.6657 0.50088 -0.6618 -0.16033 60.772 60.772 2.50E-15 93.28 35171000

43003 SVQMEGLTWGASK Oxidation (M) _SVQM(ox)EGLTWGASK_ B6SLK4_MAIZE 2 705.34011 1408.6657 0.59805 -0.44874 0.14919 63.452 63.452 1.00E-11 78.51 618960

43004 SVSAFAPIANPINCPWGQK Unmodified _SVSAFAPIANPINCPWGQK_ B6T2Y5_MAIZE 2 1029.0173 2056.02 1.2838 0.21091 1.4914 95.482 95.482 5.92E-02 32.54 816460

43005 SVSDADIR Unmodified _SVSDADIR_ B4FZM3_MAIZE 2 431.71688 861.41921 0.16499 0.078936 0.23729 35.456 35.456 2.92E-02 36.07 328480

43006 SVSDADIR Unmodified _SVSDADIR_ B4FZM3_MAIZE 2 431.71688 861.41921 0.066209 -0.12734 -0.066793 34.607 34.607 1.90E-02 47.23 2178400

43007 SVSINEFLKPAEGER Unmodified _SVSINEFLKPAEGER_ B4FR90_MAIZE 3 559.29318 1674.8577 0.094145 0.6446 0.71736 83.37 83.37 1.00E+00 6.65 27828

43008 SVSINEFLKPAEGER Unmodified _SVSINEFLKPAEGER_ B4FR90_MAIZE 3 559.29318 1674.8577 0.047836 -0.089206 -0.061432 80.304 80.304 1.00E+00 7.75 7897600

43009 SVSINEFLKPAEGER Unmodified _SVSINEFLKPAEGER_ B4FR90_MAIZE 2 838.43613 1674.8577 1.0528 -0.69105 0.34183 80.344 80.344 1.26E-03 58.33 1070600

43010 SVSINEFLKPAEGER Unmodified _SVSINEFLKPAEGER_ B4FR90_MAIZE 3 559.29318 1674.8577 0.084646 -0.35267 -0.28797 80.025 80.025 1.00E+00 1.35 462560

43011 SVSPADIEK Unmodified _SVSPADIEK_ B6TID9_MAIZE 2 473.24801 944.48148 -0.036851 -0.20867 -0.26148 53.854 53.854 3.39E-01 9.38 216300

43012 SVSPADIEK Unmodified _SVSPADIEK_ B6TID9_MAIZE 2 473.24801 944.48148 -0.071542 1.3152 1.2236 54.521 54.521 3.32E-02 19.32 501040

43013 SVSPALQAIVGDPVIPR Unmodified _SVSPALQAIVGDPVIPR_ B6TTM2_MAIZE 2 859.99361 1717.9727 1.1108 -0.041174 1.0715 100.72 100.72 2.47E-02 30.6 23182

43017 SVSSAAAAPR Unmodified _SVSSAAAAPR_ B6TBI6_MAIZE 2 458.74597 915.47739 0.086537 -0.48865 -0.42705 27.227 27.227 2.81E-03 35.91 30477

43018 SVSSYDMR Oxidation (M) _SVSSYDM(ox)R_ Q41815_MAIZE 2 480.7082 959.40185 -0.0059578 0.057431 0.043757 29.228 29.228 4.49E-02 25.98 117890

43019 SVSSYDMR Unmodified _SVSSYDMR_ Q41815_MAIZE 2 472.71074 943.40693 -0.11185 -0.31795 -0.43963 39.198 39.198 7.88E-01 6.03 550410

43020 SVSVILLSGGQGK Unmodified _SVSVILLSGGQGK_ B4FP01_MAIZE 2 622.86408 1243.7136 0.33176 0.2666 0.60324 71.365 71.365 6.20E-03 62.65 459380

43021 SVSYVSAAK Unmodified _SVSYVSAAK_ B6TQK1_MAIZE 2 456.24527 910.476 -0.10485 -0.44624 -0.56526 35.464 35.464 1.00E+00 2.08 49658

43022 SVSYVSAAK Unmodified _SVSYVSAAK_ B6TQK1_MAIZE 2 456.24527 910.476 -0.18062 0.92753 0.72879 38.601 38.601 1.12E-01 25.66 377900

43023 SVTMEWLENYCK Oxidation (M) _SVTM(ox)EWLENYCK_ B6TAE5_MAIZE 2 788.34453 1574.6745 0.93847 0.009235 0.94069 78.351 78.351 2.05E-12 54.76 955950

43024 SVTMEWLENYCK Oxidation (M) _SVTM(ox)EWLENYCK_ B6TAE5_MAIZE 2 788.34453 1574.6745 0.93439 -0.42387 0.50394 78.713 78.713 2.05E-12 62.96 1561000

43025 SVTMEWLENYCK Unmodified _SVTMEWLENYCK_ B6TAE5_MAIZE 2 780.34707 1558.6796 0.9045 -0.25646 0.63805 91.37 91.37 1.68E-09 70.92 2072500

43026 SVTNQPDFLK Unmodified _SVTNQPDFLK_ B4FAW1_MAIZE 2 574.80095 1147.5873 -0.032027 -1.2134 -1.2406 59.923 59.923 3.43E-01 17.45 180190

43027 SVTPTASQQNPAER Unmodified _SVTPTASQQNPAER_ B6SJ51_MAIZE 2 743.36824 1484.7219 0.81437 0.17088 0.97811 40.165 40.165 1.95E-13 75.72 419000

43028 SVTPTASQQNPAER Unmodified _SVTPTASQQNPAER_ B6SJ51_MAIZE 2 743.36824 1484.7219 0.7651 -0.052196 0.70506 37.151 37.151 2.96E-06 69.7 864740

43029 SVTWAQVAANPALPAR Unmodified _SVTWAQVAANPALPAR_ B6SIU4_MAIZE 2 826.44937 1650.8842 1.0906 -1.2519 -0.17162 81.745 81.745 1.27E-09 55.65 794160

43030 SVVLAGR Unmodified _SVVLAGR_ B4FFZ2_MAIZE 2 351.21886 700.42317 1.0797 0.087568 1.1642 36.637 36.637 1.86E-01 20.34 203320

43031 SVVLAGR Unmodified _SVVLAGR_ B4FFZ2_MAIZE 2 351.21886 700.42317 0.96935 -0.30145 0.66648 36.423 36.423 1.86E-01 25.57 192000

43032 SVVTTGR Unmodified _SVVTTGR_ B4FK49_MAIZE 2 360.20595 718.39735 0.83095 0.27155 1.1249 21.853 21.853 1.00E+00 10.74 11141

43033 SVVTTGR Unmodified _SVVTTGR_ B4FK49_MAIZE 2 360.20595 718.39735 1.0074 -0.27952 0.75032 22.37 22.37 1.00E+00 10.44 9507.3

43034 SVVTTGR Unmodified _SVVTTGR_ B4FK49_MAIZE 2 360.20595 718.39735 1.0369 0.006586 1.0664 23.055 23.055 4.46E-01 17.22 32769
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43035 SVVTTGR Unmodified _SVVTTGR_ B4FK49_MAIZE 2 360.20595 718.39735 1.0989 0.22157 1.3419 21.849 21.849 1.00E+00 19.32 24198

43036 SVVTTGR Unmodified _SVVTTGR_ B4FK49_MAIZE 2 360.20595 718.39735 0.65117 0.10986 0.78353 23.797 23.797 7.83E-01 26.11 925850

43037 SVVVAVDR Unmodified _SVVVAVDR_ B4FMH4_MAIZE 2 422.74798 843.48142 -0.054525 -0.24982 -0.28862 43.038 43.038 1.65E-01 19.39 203180

43038 SVVWESLR Unmodified _SVVWESLR_ B6SUP5_MAIZE 2 488.26654 974.51853 -0.0077972 0.25262 0.23777 69.429 69.429 2.92E-02 25.53 1457900

43039 SVVYVAFGNR Unmodified _SVVYVAFGNR_ B6T8U9_MAIZE 2 556.29837 1110.5822 0.033599 -1.309 -1.2683 68.46 68.46 1.25E-02 24.88 843090

43040 SVWMMR 2 Oxidation (M) _SVWM(ox)M(ox)R_ VATA_MAIZE B6 2 421.18839 840.36223 0.12664 -0.75277 -0.6272 41.924 41.924 1.00E+00 7.57 483780

43041 SVWMMR 2 Oxidation (M) _SVWM(ox)M(ox)R_ VATA_MAIZE B6 2 421.18839 840.36223 0.1211 -0.53143 -0.41211 42.809 42.809 5.26E-01 28.27 1429300

43042 SVWMMR Oxidation (M) _SVWMM(ox)R_ VATA_MAIZE B6 2 413.19093 824.36732 0.19084 -0.62548 -0.43922 50.527 50.527 1.00E+00 6.5 995220

43043 SVWMMR Oxidation (M) _SVWM(ox)MR_ VATA_MAIZE B6 2 413.19093 824.36732 0.16718 0.092642 0.25167 56.733 56.733 5.26E-01 17.12 1540400

43044 SVWMMR Unmodified _SVWMMR_ VATA_MAIZE B6 2 405.19348 808.3724 0.22817 -0.81109 -0.59188 63.828 63.828 9.46E-01 5.28 1543600

43045 SVYVGNVPSSVSEADLENEFKK Unmodified _SVYVGNVPSSVSEADLENEFKK_ B6T5S5_MAIZE 3 800.06394 2397.17 0.98353 -0.17598 0.80054 85.147 85.147 2.33E-02 17.09 622370

43046 SVYVGNVPSSVSEADLENEFKK Unmodified _SVYVGNVPSSVSEADLENEFKK_ B6T5S5_MAIZE 3 800.06394 2397.17 0.94135 -0.12355 0.81091 85.691 85.691 7.44E-02 13.83 286030

43047 SVYVGNVPSSVSEADLENEFKK Unmodified _SVYVGNVPSSVSEADLENEFKK_ B6T5S5_MAIZE 3 800.06394 2397.17 0.94996 -0.091322 0.85167 85.976 85.976 8.34E-03 24.27 444320

43048 SVYVGNVPSSVSEADLENEFKK Unmodified _SVYVGNVPSSVSEADLENEFKK_ B6T5S5_MAIZE 3 800.06394 2397.17 0.98547 -0.35015 0.62833 85.889 85.889 2.33E-02 15.22 364360

43049 SVYVGNVPSSVSEADLENEFKK Unmodified _SVYVGNVPSSVSEADLENEFKK_ B6T5S5_MAIZE 3 800.06394 2397.17 0.88384 -0.76353 0.11402 87.037 87.037 8.34E-03 24.12 269490

43050 SVYYAAAEEFK Unmodified _SVYYAAAEEFK_ Q5EUE0_MAIZE 2 639.30606 1276.5976 0.42802 0.46855 0.86782 69.353 69.353 3.57E-04 29.21 485730

43051 SVYYAAAEEFKDK Unmodified _SVYYAAAEEFKDK_ Q5EUE0_MAIZE 2 760.86701 1519.7195 0.84035 -0.29132 0.52506 64.475 64.475 1.15E-02 52.22 1235400

43052 SVYYAAAEEFKDK Unmodified _SVYYAAAEEFKDK_ Q5EUE0_MAIZE 3 507.58043 1519.7195 -0.066923 0.27325 0.18109 64.477 64.477 9.36E-01 16.5 1430900

43053 SWCSYCMEVK Oxidation (M) _SWCSYCM(ox)EVK_ B4FRD4_MAIZE 2 683.26724 1364.5199 0.54825 -0.16227 0.39189 58.181 58.181 2.81E-03 23.51 37880

43054 SWCSYCMEVK Unmodified _SWCSYCMEVK_ B4FRD4_MAIZE 2 675.26978 1348.525 0.54972 0.47387 1.0264 68.585 68.585 3.43E-01 5.52 13273

43055 SWDDLQK Unmodified _SWDDLQK_ B6STW7_MAIZE 2 446.21397 890.4134 -0.14973 0.34762 0.19028 55.786 55.786 1.86E-01 19.14 618050

43056 SWDEGVATK Unmodified _SWDEGVATK_ B4FSM5_MAIZE 2 496.73781 991.46108 -0.024927 0.81114 0.78409 46.546 46.546 9.73E-03 29.88 1079200

43057 SWDEGVATK Unmodified _SWDEGVATK_ B4FSM5_MAIZE 2 496.73781 991.46108 -0.22049 -0.26774 -0.48741 49.722 49.722 3.32E-02 29.47 4196800

43058 SWDINLGWFLEPVVR Unmodified _SWDINLGWFLEPVVR_ BGLC_MAIZE 2 915.9805 1829.9465 1.0474 -0.066982 0.98155 126.93 126.93 1.04E-33 77.37 16833000

43059 SWDINLGWFLEPVVR Unmodified _SWDINLGWFLEPVVR_ BGLC_MAIZE 3 610.98943 1829.9465 0.32793 0.35216 0.67919 126.96 126.96 1.07E-03 47.33 4070100

43060 SWDINLGWFLEPVVR Unmodified _SWDINLGWFLEPVVR_ BGLC_MAIZE 2 915.9805 1829.9465 1.0953 -0.053363 1.0429 127.46 127.46 2.05E-04 40.68 140170

43061 SWDINLGWFLEPVVR Unmodified _SWDINLGWFLEPVVR_ BGLC_MAIZE 2 915.9805 1829.9465 1.1688 -0.044779 1.1244 129.42 129.42 2.05E-04 38.81 632810

43062 SWDINLGWFLEPVVR Unmodified _SWDINLGWFLEPVVR_ BGLC_MAIZE 3 610.98943 1829.9465 0.37858 0.14211 0.52158 129.66 129.66 1.00E+00 4.27 237290

43063 SWEMELVHK Unmodified _SWEMELVHK_ B6TQA1_MAIZE 3 386.85859 1157.5539 0.65688 -0.4289 0.21051 67.808 67.808 2.35E-01 15.21 260210

43064 SWFGHHHHNQPAPPASGPNQVFK Acetyl (Protein N-term) _(ac)SWFGHHHHNQPAPPASGPNQVFK_ B4FUK7_MAIZE 4 655.56517 2618.2316 0.46923 -0.17502 0.29831 66.98 66.98 1.96E-03 20.77 851530

43065 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.089715 0.048699 -0.060635 78.592 78.592 3.21E-03 37.82 17768000

43066 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.13344 0.70724 0.55247 80.774 80.774 1.01E-02 21.77 19842

43067 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.14682 0.077204 -0.090114 79.48 79.48 3.13E-03 51.41 9027700

43068 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.068793 0.10442 0.015816 79.928 79.928 3.13E-03 40.93 10180000
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43069 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.10731 0.20754 0.080712 79.564 79.564 3.21E-03 40.44 12238000

43070 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.0086885 0.45033 0.42126 79.453 79.453 3.32E-02 22.73 657560

43071 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.036807 0.24106 0.18414 79.659 79.659 3.21E-03 32.81 838300

43072 SWLAFAAQK Unmodified _SWLAFAAQK_ Q8W529_MAIZE 2 511.27691 1020.5393 -0.08344 -0.35358 -0.45624 79.581 79.581 3.32E-02 29.16 375570

43073 SWLDLLSR Unmodified _SWLDLLSR_ B4FZF8_MAIZE 2 495.27437 988.53418 0.00050521 -0.20369 -0.2206 108.18 108.18 2.92E-02 31.82 438000

43074 SWLDLLSR Unmodified _SWLDLLSR_ B4FZF8_MAIZE 2 495.27437 988.53418 -0.13678 -0.24398 -0.3981 108.73 108.73 1.65E-01 20.35 114400

43075 SWLDLLSR Unmodified _SWLDLLSR_ B4FZF8_MAIZE 2 495.27437 988.53418 -0.012352 -0.39346 -0.42276 108.86 108.86 5.06E-02 24.63 118880

43076 SWLDLLSR Unmodified _SWLDLLSR_ B4FZF8_MAIZE 2 495.27437 988.53418 -0.024848 0.023783 -0.01883 108.39 108.39 2.92E-02 31.19 232310

43077 SWNFTEQGLPADLVK Unmodified _SWNFTEQGLPADLVK_ Q8W0V2_MAIZE 2 852.93322 1703.8519 1.1117 0.091125 1.2006 98.276 98.276 2.37E-16 70.09 310400

43078 SWNFTEQGLPADLVK Unmodified _SWNFTEQGLPADLVK_ Q8W0V2_MAIZE 2 852.93322 1703.8519 1.0529 -0.21323 0.83781 98.902 98.902 1.60E-05 45.47 184470

43079 SWNFTEQGLPADLVK Unmodified _SWNFTEQGLPADLVK_ Q8W0V2_MAIZE 2 852.93322 1703.8519 1.0812 0.24538 1.3238 98.901 98.901 1.60E-05 39.58 212100

43080 SWNFTEQGLPADLVK Unmodified _SWNFTEQGLPADLVK_ Q8W0V2_MAIZE 2 852.93322 1703.8519 1.0688 0.31554 1.3818 98.784 98.784 1.02E-23 80.86 298140

43081 SWPTLSCK Unmodified _SWPTLSCK_ B6TYW3_MAIZE 2 489.7393 977.46405 -0.18198 0.42573 0.2463 61.723 61.723 1.00E+00 0.75 50083

43082 SWPTLSCK Unmodified _SWPTLSCK_ B6TYW3_MAIZE 2 489.7393 977.46405 -0.11451 0.16514 0.05318 60.789 60.789 7.88E-01 17.55 1116900

43083 SWPTLSCK Unmodified _SWPTLSCK_ B6TYW3_MAIZE 2 489.7393 977.46405 -0.22649 0.032822 -0.19141 63.435 63.435 2.92E-02 36.01 4376400

43084 SWTGTIIGPHNTVHEGR Unmodified _SWTGTIIGPHNTVHEGR_ B6SK03_MAIZE 4 466.23805 1860.9231 -0.22536 0.082692 -0.13494 61.589 61.589 4.34E-02 17.92 4660300

43085 SWTGTIIGPHNTVHEGR Unmodified _SWTGTIIGPHNTVHEGR_ B6SK03_MAIZE 3 621.31497 1860.9231 0.24483 0.27077 0.52346 61.585 61.585 5.01E-03 21.95 2770400

43086 SWVDEK Unmodified _SWVDEK_ B4FQY1_MAIZE 2 382.18469 762.35482 0.33487 0.54805 0.87208 43.165 43.165 5.26E-01 25.02 555520

43087 SYAEMENVLAR Oxidation (M) _SYAEM(ox)ENVLAR_ B4FPZ7_MAIZE 2 649.8059 1297.5973 0.42343 -0.31954 0.074676 56.256 56.256 6.35E-09 68.23 1575700

43088 SYAEMENVLAR Unmodified _SYAEMENVLAR_ B4FPZ7_MAIZE 2 641.80844 1281.6023 0.35803 0.14589 0.47062 72.986 72.986 1.62E-12 63.04 2662500

43089 SYANAVLSSFEDPEK Unmodified _SYANAVLSSFEDPEK_ B4F8L0_MAIZE 2 828.89122 1655.7679 0.99935 0.42847 1.4095 90.857 90.857 1.02E-23 89.48 222950

43090 SYASIVK Unmodified _SYASIVK_ B6TQ25_MAIZE 2 384.21853 766.4225 0.39789 -0.002324 0.37022 41.797 41.797 7.83E-01 10.87 179750

43091 SYASIVK Unmodified _SYASIVK_ B6TQ25_MAIZE 2 384.21853 766.4225 0.55168 2.8424 3.3599 43.633 43.633 1.00E+00 8.31 826020

43092 SYASIVK Unmodified _SYASIVK_ B6TQ25_MAIZE 2 384.21853 766.4225 0.42083 -0.077791 0.31699 44.302 44.302 8.04E-02 34.53 5149700

43093 SYASIVK Unmodified _SYASIVK_ B6TQ25_MAIZE 2 384.21853 766.4225 0.59737 0.032085 0.60309 43.956 43.956 1.00E+00 7.12 223140

43094 SYAYLFK Acetyl (Protein N-term) _(ac)SYAYLFK_ B6U232_MAIZE 2 467.23946 932.46437 -0.11821 0.35574 0.20497 95.659 95.659 8.04E-02 36.81 29550

43095 SYCENALR Unmodified _SYCENALR_ B4FAB6_MAIZE 2 506.72946 1011.4444 -0.057564 0.4596 0.37774 41.641 41.641 3.77E-01 17.14 248760

43096 SYDFTGVTSWFAAK Unmodified _SYDFTGVTSWFAAK_ B4FPT9_MAIZE 2 790.37501 1578.7355 0.8506 0.3833 1.2424 111.49 111.49 2.96E-06 52 144460

43097 SYDFTGVTSWFAAK Unmodified _SYDFTGVTSWFAAK_ B4FPT9_MAIZE 2 790.37501 1578.7355 0.98301 0.043999 1.0366 111.04 111.04 2.09E-30 88.89 420570

43098 SYDVTMDASR Oxidation (M) _SYDVTM(ox)DASR_ B6TKK2_MAIZE 2 580.74805 1159.4816 0.17715 0.67729 0.85259 44.034 44.034 1.84E-04 42.32 692180

43099 SYELPDAQVITIGAER Unmodified _SYELPDAQVITIGAER_ P93633_MAIZE 2 881.45452 1760.8945 1.1364 0.33326 1.4553 93.054 93.054 2.01E-03 41.11 860710

43100 SYELPDAQVITIGAER Unmodified _SYELPDAQVITIGAER_ P93633_MAIZE 2 881.45452 1760.8945 1.1168 1.5497 2.6512 95.561 95.561 1.81E-01 11.35 311210

43101 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0363 -0.33277 0.69559 91.741 91.741 1.34E-51 114.55 19467000

43102 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 3 583.30022 1746.8788 0.23846 0.039318 0.26923 91.755 91.755 7.63E-01 12.65 815710
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43103 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.1172 0.16607 1.2748 93.377 93.377 1.02E-04 46.99 44869

43104 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0208 -0.31133 0.70109 92.448 92.448 1.82E-38 94.14 9374200

43105 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 0.98066 -0.33654 0.63643 92.242 92.242 5.87E-44 110.42 13702000

43106 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0354 -0.14863 0.87858 91.844 91.844 1.34E-51 131.6 6541600

43107 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0065 -0.2717 0.72716 92.398 92.398 5.87E-44 114.67 32358000

43108 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 0.94045 -2.0255 -1.0916 86.068 86.068 1.27E-09 69.42 1674000

43109 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0326 -0.58068 0.44399 91.982 91.982 1.34E-51 110.76 66925000

43110 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.005 -0.074911 0.92152 92.114 92.114 1.42E-33 101.02 3477800

43111 SYELPDGQVITIGAER Unmodified _SYELPDGQVITIGAER_ B4F989_MAIZE 2 874.44669 1746.8788 1.0306 -0.088364 0.93391 93.213 93.213 1.42E-33 110.36 699540

43112 SYETGIFK Unmodified _SYETGIFK_ B4FI08_MAIZE 2 472.73983 943.4651 -0.064191 0.35382 0.27874 60.389 60.389 5.06E-02 26.48 2230100

43113 SYEYQQGAFIHR Unmodified _SYEYQQGAFIHR_ B6SIH5_MAIZE 3 500.24064 1497.7001 -0.0013212 -0.4465 -0.46054 58.939 58.939 9.42E-03 21.02 315080

43114 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.020301 0.36652 0.34343 76.285 76.285 3.89E-04 46.81 896610

43115 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.16087 0.35449 0.19051 76.949 76.949 9.73E-03 41.88 369690

43116 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.0213 0.41446 0.39029 77.196 77.196 3.13E-03 36.82 709960

43117 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.065366 -0.28217 -0.34822 76.997 76.997 1.01E-02 28.84 538660

43118 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.074117 -0.048704 -0.12492 77.362 77.362 3.13E-03 41.64 1773900

43119 SYFGALVGR Unmodified _SYFGALVGR_ B4FMF7_MAIZE 2 485.26126 968.50797 -0.1321 0.19991 0.065927 77.279 77.279 1.63E-07 63.96 9941000

43120 SYGEQPMSTAQR Oxidation (M) _SYGEQPM(ox)STAQR_ B6TK69_MAIZE 2 685.80389 1369.5932 0.74131 -0.03958 0.69204 32.872 32.872 4.56E-01 6.24 42927

43121 SYGGGSGFGGPGGER Unmodified _SYGGGSGFGGPGGER_ B6TZD9_MAIZE 2 671.29455 1340.5745 0.5355 0.18819 0.74434 48 48 2.05E-04 59.64 987240

43122 SYGGSWGGGR Unmodified _SYGGSWGGGR_ B4FNK1_MAIZE 2 492.22012 982.42569 0.032497 0.1678 0.21094 45.291 45.291 1.45E-01 18.51 300860

43123 SYGGSWGGGR Unmodified _SYGGSWGGGR_ B4FNK1_MAIZE 2 492.22012 982.42569 -0.035388 1.1943 1.1692 45.996 45.996 7.11E-01 20.48 549640

43124 SYGGSWGGGR Unmodified _SYGGSWGGGR_ B4FNK1_MAIZE 2 492.22012 982.42569 -0.072299 0.016234 -0.043786 45.781 45.781 2.81E-03 26.35 1919400

43125 SYGGSWGGGR Unmodified _SYGGSWGGGR_ B4FNK1_MAIZE 2 492.22012 982.42569 -0.13821 -0.1213 -0.24711 46.784 46.784 1.45E-01 16.25 4321800

43126 SYGGSWGGGR Unmodified _SYGGSWGGGR_ B4FNK1_MAIZE 2 492.22012 982.42569 -0.17147 -0.2025 -0.36149 44.033 44.033 4.40E-05 55.19 6820100

43127 SYGLPVITTR Unmodified _SYGLPVITTR_ B6U0P4_MAIZE 2 553.81386 1105.6132 0.12579 0.082767 0.20672 72.967 72.967 1.00E+00 0.9 394280

43128 SYGLPVITTR Unmodified _SYGLPVITTR_ B6U0P4_MAIZE 2 553.81386 1105.6132 0.012086 0.81073 0.82151 73.557 73.557 1.45E-01 9.52 188910

43129 SYGLPVITTR Unmodified _SYGLPVITTR_ B6U0P4_MAIZE 2 553.81386 1105.6132 0.10841 0.66634 0.774 73.752 73.752 1.45E-01 15.17 362730

43130 SYGLTGLVR Unmodified _SYGLTGLVR_ B4FEB2_MAIZE 2 483.27437 964.53418 -0.16494 0.1118 -0.054343 68.783 68.783 1.12E-01 17.92 80421

43131 SYGLTGLVR Unmodified _SYGLTGLVR_ B4FEB2_MAIZE 2 483.27437 964.53418 -0.064282 0.24624 0.1812 69.474 69.474 9.73E-03 41.65 520510

43132 SYIEKPNCIILAVSPANQDLATSDAIK Unmodified _SYIEKPNCIILAVSPANQDLATSDAIK_ B6U4J8_MAIZE 3 977.84258 2930.5059 1.2219 -0.13449 1.0722 92.142 92.142 2.92E-12 57.1 1087800

43133 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 0.062982 -0.42195 -0.37538 47.432 47.432 5.76E-06 52.15 3927400

43134 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 -0.04149 0.15679 0.097659 48.059 48.059 3.43E-01 22.91 98820

43135 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 0.037942 -1.7968 -1.7741 48.991 48.991 1.84E-04 51.28 1677400

43136 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 -0.09936 -1.1 -1.2144 49.917 49.917 1.62E-03 49.57 1425400
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43137 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 0.068304 0.13231 0.18278 49.677 49.677 1.62E-03 28.82 1867100

43138 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 0.011801 -0.072054 -0.078017 50.351 50.351 1.62E-03 35.93 7923700

43139 SYITGYQASK Unmodified _SYITGYQASK_ B4FNT1_MAIZE 2 559.27985 1116.5451 -0.11399 -0.002452 -0.13341 47.78 47.78 5.76E-06 68.44 48359000

43140 SYITGYQASKDDLAVYSSFLADPSSK Unmodified _SYITGYQASKDDLAVYSSFLADPSSK_ B6THU5_MAIZE 3 938.45538 2812.3443 1.1752 0.074261 1.2418 103.39 103.39 7.83E-02 31.17 229980

43141 SYITGYQASKDDLAVYTSFSAAPSSK Unmodified _SYITGYQASKDDLAVYTSFSAAPSSK_ B4FNT1_MAIZE 3 919.77998 2756.3181 1.1191 0.11307 1.2239 89.307 89.307 8.01E-04 50.75 1426800

43142 SYLEDVIAHK Unmodified _SYLEDVIAHK_ B4FHE4_MAIZE 2 587.80877 1173.603 0.14185 0.026017 0.14901 71.017 71.017 1.25E-02 32.08 972980

43143 SYLEDVIAHK Unmodified _SYLEDVIAHK_ B4FHE4_MAIZE 2 587.80877 1173.603 0.12715 -0.038698 0.068811 70.45 70.45 1.45E-01 15.87 1540600

43144 SYLEDVIAHK Unmodified _SYLEDVIAHK_ B4FHE4_MAIZE 3 392.20827 1173.603 0.2453 -0.17582 0.05009 72.446 72.446 2.47E-03 42.15 921570

43145 SYLFDMLALVK Oxidation (M) _SYLFDM(ox)LALVK_ B6TMP9_MAIZE 2 658.35196 1314.6894 0.46905 0.59299 1.05 104.27 104.27 6.12E-08 50.13 166540

43146 SYLPSDTPK Unmodified _SYLPSDTPK_ A1XCI6_MAIZE 2 504.25584 1006.4971 -0.15215 -0.060561 -0.22355 48.466 48.466 3.39E-01 16.77 337610

43147 SYLPSDTPK Unmodified _SYLPSDTPK_ A1XCI6_MAIZE 2 504.25584 1006.4971 -0.0070548 -0.24804 -0.2664 50.101 50.101 3.39E-01 11.79 681980

43148 SYLSQISR Unmodified _SYLSQISR_ B6U2K5_MAIZE 2 477.25617 952.49779 -0.0012711 0.35415 0.32676 57.923 57.923 2.92E-02 31.42 478400

43149 SYLSQISR Unmodified _SYLSQISR_ B6U2K5_MAIZE 2 477.25617 952.49779 -0.021315 0.20026 0.15283 57.249 57.249 1.65E-01 19.91 819830

43150 SYNITLLPGDGIGPEVVAVAK Unmodified _SYNITLLPGDGIGPEVVAVAK_ B6THR9_MAIZE 2 1057.0806 2112.1467 1.1952 0.17742 1.3703 106.37 106.37 1.23E-19 64.96 1632000

43151 SYPIYIGAGLLDEPDLLQR Unmodified _SYPIYIGAGLLDEPDLLQR_ B4FS26_MAIZE 2 1067.065 2132.1154 1.2483 0.017543 1.2511 118.13 118.13 4.53E-07 59.14 206930

43152 SYPIYIGAGLLDEPDLLQR Unmodified _SYPIYIGAGLLDEPDLLQR_ B4FS26_MAIZE 2 1067.065 2132.1154 1.1857 0.009602 1.1814 118.7 118.7 5.48E-24 59 163200

43153 SYPIYIGAGLLDEPDLLQR Unmodified _SYPIYIGAGLLDEPDLLQR_ B4FS26_MAIZE 2 1067.065 2132.1154 1.2404 -0.44461 0.78215 118.87 118.87 4.44E-10 80.02 151840

43154 SYPIYIGAGLLDEPDLLQR Unmodified _SYPIYIGAGLLDEPDLLQR_ B4FS26_MAIZE 2 1067.065 2132.1154 1.2038 -0.48762 0.70237 119.3 119.3 4.44E-10 89.36 294450

43155 SYPIYIGAGLLDEPDLLQR Unmodified _SYPIYIGAGLLDEPDLLQR_ B4FS26_MAIZE 2 1067.065 2132.1154 1.2109 -0.18044 1.0167 118.52 118.52 1.84E-40 71.36 1570200

43156 SYQIWLGGTPNQSTLAESFMDK Oxidation (M) _SYQIWLGGTPNQSTLAESFM(ox)DK_ O23813_MAIZE 2 1245.0863 2488.158 1.2855 0.004408 1.2877 101.84 101.84 2.93E-50 105.16 287330

43157 SYQLLCER Unmodified _SYQLLCER_ B4FIM3_MAIZE 2 534.76076 1067.507 -0.10464 -0.16743 -0.28808 59.63 59.63 3.77E-01 24.2 1306300

43158 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 -0.14608 -0.19707 -0.34285 22.165 22.165 1.00E+00 4.01 5421.9

43159 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 -0.15319 0.037369 -0.11627 23.939 23.939 1.00E+00 0.84 8545.5

43160 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 0.0030302 -0.026718 -0.024956 26.954 26.954 7.11E-01 19.24 128740

43161 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 0.057217 -0.23438 -0.17706 26.408 26.408 1.45E-01 29.65 35224

43162 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 0.095705 -0.47282 -0.37754 26.67 26.67 7.11E-01 18.4 12910

43163 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 0.1186 -0.14047 -0.02196 27.281 27.281 1.00E+00 6.2 7953.5

43164 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 -0.038236 -0.57723 -0.61582 27.417 27.417 7.11E-01 15.4 22562

43165 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 0.059981 -0.31441 -0.25409 25.822 25.822 3.43E-01 22.88 24700

43166 SYTGGSASVK Unmodified _SYTGGSASVK_ B6SQI9_MAIZE 2 478.73781 955.46108 -0.12829 -0.21808 -0.34572 28.363 28.363 1.00E+00 7.09 16847

43167 SYVALNDPK Unmodified _SYVALNDPK_ B6SSJ8_MAIZE 2 503.76383 1005.5131 -0.036764 0.63722 0.57942 49.639 49.639 9.73E-03 30.96 599690

43168 SYVDKPNCIILAISPANQDIATSDAIK Unmodified _SYVDKPNCIILAISPANQDIATSDAIK_ B6U1C4_MAIZE 3 973.1707 2916.4903 1.2664 0.008303 1.2624 95.58 95.58 2.92E-12 42.7 391030

43169 SYYNIVR Unmodified _SYYNIVR_ B6U1K3_MAIZE 2 457.74016 913.46577 -0.0084923 0.31167 0.27756 56.086 56.086 8.04E-02 25.59 758350

43170 TAAAPAAPPKDTER Unmodified _TAAAPAAPPKDTER_ B4FJ52_MAIZE 3 465.91241 1394.7154 0.031097 -0.24013 -0.23116 32.409 32.409 1.79E-03 31.04 268020
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43171 TAAAPIER Unmodified _TAAAPIER_ ADT1_MAIZE B 2 414.73233 827.45012 0.32617 0.25902 0.55058 29.817 29.817 1.65E-01 21.78 153810

43172 TAAAPIER Unmodified _TAAAPIER_ ADT1_MAIZE B 2 414.73233 827.45012 0.12722 -3.5606 -3.4581 28.465 28.465 7.88E-01 13.03 13836

43173 TAAAPIER Unmodified _TAAAPIER_ ADT1_MAIZE B 2 414.73233 827.45012 0.30678 0.15757 0.43099 30.924 30.924 7.88E-01 15.27 37159

43174 TAAAPIER Unmodified _TAAAPIER_ ADT1_MAIZE B 2 414.73233 827.45012 0.22592 0.12663 0.31798 30.129 30.129 7.88E-01 21.81 68807

43175 TAAAVNEVR Unmodified _TAAAVNEVR_ B4FIM3_MAIZE 2 465.7538 929.49304 -0.057701 0.006677 -0.069455 31.783 31.783 1.01E-02 27.61 80017

43183 TAAETAAVSSELNSVLLR Unmodified _TAAETAAVSSELNSVLLR_ B6TJH8_MAIZE 2 916.49163 1830.9687 1.1164 0.53684 1.6345 96.7 96.7 5.25E-26 82.09 748460

43184 TAAETSPATMAAVR Oxidation (M) _TAAETSPATM(ox)AAVR_ B6SXV2_MAIZE 2 696.84302 1391.6715 0.66251 -0.48073 0.17096 39.614 39.614 1.95E-13 57.77 182160

43185 TAAEVLAELK Unmodified _TAAEVLAELK_ B4FXD7_MAIZE 2 522.80041 1043.5863 -0.066391 -0.1359 -0.23352 74.185 74.185 1.62E-03 38.58 633630

43186 TAAFCFPIISGILK Unmodified _TAAFCFPIISGILK_ B6SKY4_MAIZE 2 769.42598 1536.8374 0.96643 0.19749 1.1635 121.63 121.63 7.64E-09 35.98 161740

43187 TAALATPFNFDEVDSQWPK Unmodified _TAALATPFNFDEVDSQWPK_ Q41743_MAIZE 2 1069.0155 2136.0164 1.2342 0.057365 1.2922 108.49 108.49 4.44E-10 67.8 452130

43188 TAALATPFNFDEVDSQWPK Unmodified _TAALATPFNFDEVDSQWPK_ Q41743_MAIZE 2 1069.0155 2136.0164 1.2259 0.24221 1.4687 109.06 109.06 1.06E-14 83.18 177610

43189 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.52364 0.3186 0.83011 58.778 58.778 1.60E-02 31.44 537910

43190 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.44302 0.029553 0.45993 58.923 58.923 1.60E-02 31.06 205970

43191 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.51044 -0.16053 0.33843 59.919 59.919 7.72E-03 46.33 282370

43192 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.517 0.01815 0.52311 61.299 61.299 9.50E-03 61.94 360260

43193 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.52974 0.48748 1.0042 60.36 60.36 1.11E-04 57.01 431510

43194 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.53247 0.20038 0.7201 61.719 61.719 8.05E-01 39.94 363540

43195 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.45986 -0.25625 0.19232 60.997 60.997 1.00E+00 2.18 790250

43196 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.4629 0.15122 0.60201 59.24 59.24 1.85E-01 27.17 383410

43197 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.35745 0.7682 1.1122 60.405 60.405 1.00E+00 9.79 336340

43198 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.45505 -0.45789 -0.014257 61.689 61.689 3.52E-11 68.75 4836000

43199 TAASDVEEMITK Oxidation (M) _TAASDVEEM(ox)ITK_ B4FML8_MAIZE 2 655.81085 1309.6071 0.41338 -0.3739 0.027817 62.872 62.872 3.52E-11 66.43 4312500

43200 TAASDVEEMITK Unmodified _TAASDVEEMITK_ B4FML8_MAIZE 2 647.81339 1293.6122 0.4443 0.15902 0.58799 77.085 77.085 7.72E-03 66.41 2231200

43201 TAASDVEEMITK Unmodified _TAASDVEEMITK_ B4FML8_MAIZE 2 647.81339 1293.6122 0.37151 0.2438 0.59912 79.021 79.021 4.56E-01 41.03 1444100

43202 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.3684 0.29363 1.6599 36.673 36.673 8.40E-02 39.86 1627000

43203 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.077702 -0.58325 -0.66186 36.676 36.676 1.01E-02 33.51 994920

43204 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.27303 -0.15377 -0.42661 37.625 37.625 3.21E-03 49.12 604290

43205 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.0551 -0.029084 1.0254 37.629 37.629 5.45E-01 23.97 998830

43206 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.2664 -0.32647 0.94043 36.201 36.201 2.35E-01 32.49 2025100

43207 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.19199 -0.21813 -0.4114 36.191 36.191 3.13E-03 46.58 1247800

43208 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.437 -0.22528 1.2119 38.841 38.841 8.40E-02 35.59 2931300

43209 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.003066 38.84 38.84 2.19E-04 46.07

43210 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.2878 -0.10175 1.1853 38.123 38.123 2.35E-01 39.97 3381700

43211 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.042947 0.15171 0.10767 38.109 38.109 3.21E-03 38.95 1653700
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43212 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.2355 0.37978 1.6135 38.668 38.668 2.35E-01 30.72 5174500

43213 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.3181 0.17541 1.4913 38.396 38.396 8.40E-02 35.57 13431000

43214 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.11143 -0.22726 -0.3403 38.389 38.389 9.73E-03 42.42 9311400

43215 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.3359 -0.20391 1.1306 39.384 39.384 2.35E-01 36.53 2707300

43216 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.10351 -0.18142 -0.28669 39.389 39.389 3.21E-03 45.53 1678700

43217 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.2953 0.22642 1.5184 36.65 36.65 2.35E-01 32.43 1903100

43218 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.068177 -0.1507 -0.21984 36.661 36.661 9.73E-03 37.68 940570

43219 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 3 327.163 978.46716 1.2166 -0.20304 1.0136 40.266 40.266 2.35E-02 30.65 765740

43220 TAAYGHFGR Unmodified _TAAYGHFGR_ B4FAD1_MAIZE 2 490.24086 978.46716 -0.3083 -0.012948 -0.32204 40.242 40.242 9.73E-03 44.45 327940

43221 TAAYGHFGRDDADFTWEVVKPLK Unmodified _TAAYGHFGRDDADFTWEVVKPLK_ B4FUE7_MAIZE 4 656.57895 2622.2867 0.54027 -0.055833 0.48821 83.745 83.745 2.20E-01 11.63 779910

43222 TAAYGHFGRDDADFTWEVVKPLK Unmodified _TAAYGHFGRDDADFTWEVVKPLK_ B4FUE7_MAIZE 4 656.57895 2622.2867 0.47758 -0.010018 0.47134 84.948 84.948 6.43E-02 18.41 5565100

43223 TADDIVDFIK Unmodified _TADDIVDFIK_ Q5EUE1_MAIZE 2 568.79533 1135.5761 0.14115 0.43018 0.57544 88.681 88.681 4.40E-02 15.76 889700

43224 TADDIVDFIK Unmodified _TADDIVDFIK_ Q5EUE1_MAIZE 2 568.79533 1135.5761 0.064142 0.1304 0.19901 89.117 89.117 2.81E-03 52.69 541890

43225 TADDIVDFIK Unmodified _TADDIVDFIK_ Q5EUE1_MAIZE 2 568.79533 1135.5761 0.10608 0.10483 0.21543 89.474 89.474 1.62E-03 40.37 1772100

43226 TADDIVDFIK Unmodified _TADDIVDFIK_ Q5EUE1_MAIZE 2 568.79533 1135.5761 0.12264 0.24897 0.37646 89.168 89.168 1.62E-03 62.67 1915900

43227 TADDIVDFIK Unmodified _TADDIVDFIK_ Q5EUE1_MAIZE 2 568.79533 1135.5761 -0.016479 0.016205 0.0041219 88.78 88.78 1.84E-04 53.8 14343000

43228 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 3 422.23097 1263.6711 0.25771 0.024316 0.27918 76.867 76.867 6.15E-03 38.71 537070

43229 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 3 422.23097 1263.6711 0.048926 -0.15985 -0.1126 77.531 77.531 1.91E-02 38.59 331950

43230 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 3 422.23097 1263.6711 0.18144 -0.19377 -0.014235 78.049 78.049 9.88E-04 48.18 820790

43231 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 3 422.23097 1263.6711 0.18413 -0.21603 -0.033271 77.674 77.674 9.88E-04 37.44 804430

43232 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 3 422.23097 1263.6711 0.034676 -0.19649 -0.16426 77.524 77.524 1.73E-05 38.32 6039100

43233 TADDIVDFIKK Unmodified _TADDIVDFIKK_ Q5EUE1_MAIZE 2 632.84281 1263.6711 0.33438 0.001346 0.33445 77.548 77.548 4.43E-05 71.84 1826500

43234 TADDIVDFINK Unmodified _TADDIVDFINK_ Q5EUE0_MAIZE 2 625.81679 1249.619 0.43056 0.34192 0.77263 86.458 86.458 1.00E+00 6.3 309960

43235 TADDIVDFINK Unmodified _TADDIVDFINK_ Q5EUE0_MAIZE 2 625.81679 1249.619 0.36684 0.050615 0.41903 86.791 86.791 3.57E-04 47.07 198360

43236 TADDIVDFINK Unmodified _TADDIVDFINK_ Q5EUE0_MAIZE 2 625.81679 1249.619 0.35671 0.21404 0.57156 87.299 87.299 5.66E-08 72.12 648990

43237 TADDIVDFINK Unmodified _TADDIVDFINK_ Q5EUE0_MAIZE 2 625.81679 1249.619 0.39367 0.32454 0.71836 86.962 86.962 3.60E-06 75.5 625060

43238 TADDIVDFINK Unmodified _TADDIVDFINK_ Q5EUE0_MAIZE 2 625.81679 1249.619 0.35752 0.18119 0.53881 87.346 87.346 4.48E-03 25.87 950740

43239 TADGSWSHEVAISVKPLK Unmodified _TADGSWSHEVAISVKPLK_ B4FAL8_MAIZE 4 482.00863 1924.0054 -0.0074783 0.034103 0.021367 70.929 70.929 1.02E-02 11.17 2767500

43240 TADGSWSHEVAISVKPLK Unmodified _TADGSWSHEVAISVKPLK_ B4FAL8_MAIZE 3 642.34242 1924.0054 0.45536 -0.59167 -0.14148 70.948 70.948 2.03E-05 45.63 1858200

43241 TADIGLAFHEFAK Unmodified _TADIGLAFHEFAK_ B4FI08_MAIZE 3 473.91375 1418.7194 -0.0055429 -0.36088 -0.37281 81.942 81.942 1.28E-01 24.46 510340

43242 TADVLLWK Unmodified _TADVLLWK_ B4F9U6_MAIZE 2 473.27384 944.53312 -0.023997 0.39722 0.36501 76.241 76.241 2.92E-02 27.4 451250

43243 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.065898 0.90187 0.80274 66.828 66.828 3.89E-04 60.67 9351400

43244 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.12876 -0.27369 -0.43297 67.456 67.456 3.89E-04 47.56 9032600

43245 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.060203 0.51543 0.42283 68.471 68.471 3.13E-03 48.23 10926000
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43246 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.12372 0.36998 0.21487 67.854 67.854 3.89E-04 45.11 17129000

43247 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.22508 0.22773 -0.02881 68.138 68.138 3.89E-04 49.24 18296000

43248 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.077812 2.3147 2.2025 68.306 68.306 3.13E-03 41.17 5086700

43249 TAEAIDILK Unmodified _TAEAIDILK_ B6U4D6_MAIZE 2 487.28186 972.54916 -0.071128 -1.3739 -1.4731 67.223 67.223 3.13E-03 42.65 556330

43250 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.1781 0.35814 1.5248 93.531 93.531 2.32E-57 112.02 737360

43251 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.1764 0.016937 1.1829 94.119 94.119 1.77E-34 82 409440

43252 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.1261 0.006818 1.122 94.276 94.276 5.25E-26 102.63 835810

43253 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.1038 -0.020797 1.0726 94.094 94.094 1.77E-34 84.25 1266500

43254 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.2315 0.19934 1.4194 93.76 93.76 1.77E-34 102.7 1023600

43255 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.0991 -0.38532 0.70333 94.265 94.265 5.25E-26 96.37 3568100

43256 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 3 622.31442 1863.9214 0.36144 0.39582 0.745 94.252 94.252 1.00E+00 2.49 1151000

43257 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.1444 -0.024226 1.109 93.847 93.847 1.56E-52 132.48 14864000

43258 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.2153 0.12187 1.3264 94.06 94.06 1.77E-34 98.97 461560

43259 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 2 932.96799 1863.9214 1.097 0.020186 1.1066 95.253 95.253 8.00E-45 100.89 493720

43260 TAEALAEFLNTEGGTNVK Unmodified _TAEALAEFLNTEGGTNVK_ B6TMB2_MAIZE 3 622.31442 1863.9214 0.3224 0.27824 0.58864 95.239 95.239 1.00E+00 6.1 188720

43261 TAEAVDILK Unmodified _TAEAVDILK_ B4FWE4_MAIZE 2 480.27403 958.53351 -0.015284 0.15926 0.12339 58.967 58.967 1.12E-01 15.67 468640

43262 TAEAVDILK Unmodified _TAEAVDILK_ B4FWE4_MAIZE 2 480.27403 958.53351 -0.053729 -0.75676 -0.82908 60.932 60.932 3.13E-03 41.74 416780

43263 TAEAVDILK Unmodified _TAEAVDILK_ B4FWE4_MAIZE 2 480.27403 958.53351 -0.0047386 -0.34389 -0.36807 60.225 60.225 3.13E-03 46 337400

43264 TAEEMAEAAR Unmodified _TAEEMAEAAR_ B6TL20_MAIZE 2 539.74531 1077.4761 0.041082 0.2966 0.29526 40.456 40.456 5.76E-06 64.02 1276600

43265 TAEEMAEAAR Unmodified _TAEEMAEAAR_ B6TL20_MAIZE 2 539.74531 1077.4761 -0.05738 -0.094792 -0.19521 39.703 39.703 1.45E-01 38.34 100190

43266 TAEEMAEAAR Unmodified _TAEEMAEAAR_ B6TL20_MAIZE 2 539.74531 1077.4761 -0.077516 0.34734 0.2264 40.555 40.555 5.76E-06 79.97 4290000

43267 TAEEMAEAAR Oxidation (M) _TAEEM(ox)AEAAR_ B6TL20_MAIZE 2 547.74277 1093.471 0.17233 0.18506 0.31796 30.131 30.131 3.43E-01 20.34 18778

43268 TAEEMAEAAR Oxidation (M) _TAEEM(ox)AEAAR_ B6TL20_MAIZE 2 547.74277 1093.471 0.036664 -0.12572 -0.12725 29.526 29.526 5.33E-01 31.08 13634

43269 TAEEMAEAAR Oxidation (M) _TAEEM(ox)AEAAR_ B6TL20_MAIZE 2 547.74277 1093.471 0.056624 0.27738 0.29572 27.405 27.405 2.81E-03 66.03 438470

43270 TAEEMAEAAR Oxidation (M) _TAEEM(ox)AEAAR_ B6TL20_MAIZE 2 547.74277 1093.471 0.068811 0.070694 0.10064 29.266 29.266 2.81E-03 52.55 451110

43271 TAEEMAEAAR Oxidation (M) _TAEEM(ox)AEAAR_ B6TL20_MAIZE 2 547.74277 1093.471 0.069948 0.19919 0.23149 30.096 30.096 1.00E+00 7.49 5452.1

43272 TAEEPLLVSAIR Unmodified _TAEEPLLVSAIR_ B4FIM3_MAIZE 2 649.86936 1297.7242 0.41836 0.31854 0.71313 79.07 79.07 1.98E-03 30.05 1467400

43273 TAEFSSADEVINSLLDVRPEK Unmodified _TAEFSSADEVINSLLDVRPEK_ B6SHI6_MAIZE 3 774.06042 2319.1594 0.92485 -0.29941 0.6142 116.27 116.27 9.86E-04 35.4 231260

43274 TAEFVVSK Unmodified _TAEFVVSK_ B4FBW1_MAIZE 2 440.74237 879.47018 0.10545 0.039843 0.14518 44.414 44.414 1.00E+00 0.06 750670

43275 TAEFVVSK Unmodified _TAEFVVSK_ B4FBW1_MAIZE 2 440.74237 879.47018 0.068278 -0.27648 -0.20712 44.726 44.726 7.88E-01 4.38 306800

43276 TAEFVVSK Unmodified _TAEFVVSK_ B4FBW1_MAIZE 2 440.74237 879.47018 -0.15043 0.12714 -0.022404 48.061 48.061 1.65E-01 27.42 1878100

43277 TAENALVNAK Unmodified _TAENALVNAK_ B6UC34_MAIZE 2 515.78001 1029.5455 -0.0025913 -0.41475 -0.44875 38.049 38.049 1.62E-03 57.92 1034200

43278 TAENALVNAK Unmodified _TAENALVNAK_ B6UC34_MAIZE 2 515.78001 1029.5455 -0.12472 -0.028257 -0.18565 37.274 37.274 1.62E-03 63.43 458990

43279 TAENALVNAK Unmodified _TAENALVNAK_ B6UC34_MAIZE 2 515.78001 1029.5455 -0.014529 -0.26614 -0.31282 39.99 39.99 4.40E-02 48.67 1014100
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43280 TAENALVNAK Unmodified _TAENALVNAK_ B6UC34_MAIZE 2 515.78001 1029.5455 0.0059166 -0.32467 -0.35099 39.588 39.588 2.81E-03 54.94 417560

43281 TAENFR Unmodified _TAENFR_ B6TIP7_MAIZE 2 369.18248 736.3504 0.82864 0.008801 0.81785 24.929 24.929 2.64E-01 34.37 931010

43282 TAENFR Unmodified _TAENFR_ B6TIP7_MAIZE 2 369.18248 736.3504 0.49566 -0.097281 0.37908 27.089 27.089 5.26E-01 27.7 1908700

43283 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.84506 -0.14189 0.68358 82.694 82.694 1.95E-13 60.11 2646400

43284 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.84698 -0.1059 0.72135 83.278 83.278 2.00E-19 85.71 1065400

43285 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.83506 -0.20622 0.60935 83.663 83.663 7.68E-22 108.5 2026900

43286 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.84224 -0.092277 0.73037 83.33 83.33 2.00E-19 82.93 1317200

43287 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.84066 -0.13646 0.68486 83.024 83.024 7.68E-22 95.02 1570200

43288 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.79089 -0.36677 0.40473 83.523 83.523 2.00E-19 91.91 17933000

43289 TAEQTPLSALYISK Unmodified _TAEQTPLSALYISK_ Q43274_MAIZE 2 761.41159 1520.8086 0.8639 -0.019156 0.82456 83.218 83.218 2.00E-19 92.05 955360

43290 TAESMIMQR 2 Oxidation (M) _TAESM(ox)IM(ox)QR_ Q42361_MAIZE 2 549.74954 1097.4845 0.074656 -0.60934 -0.54971 29.996 29.996 3.39E-01 22.55 7026.7

43291 TAESMIMQR 2 Oxidation (M) _TAESM(ox)IM(ox)QR_ Q42361_MAIZE 2 549.74954 1097.4845 0.040038 -0.59294 -0.56843 31.101 31.101 1.12E-01 27.56 8254.4

43292 TAESMIMQR 2 Oxidation (M) _TAESM(ox)IM(ox)QR_ Q42361_MAIZE 2 549.74954 1097.4845 0.051946 -0.5869 -0.55031 32.662 32.662 3.32E-02 34.41 97013

43293 TAESMIMQR Oxidation (M) _TAESM(ox)IMQR_ Q42361_MAIZE 2 541.75208 1081.4896 -0.014962 0.47942 0.44411 45.647 45.647 9.18E-02 43.7 731110

43294 TAETALAYMVSWFNK Unmodified _TAETALAYMVSWFNK_ B4FY74_MAIZE 3 577.95187 1730.8338 0.15048 0.21678 0.35425 125.02 125.02 1.00E+00 2.93 576830

43295 TAETALAYMVSWFNK Unmodified _TAETALAYMVSWFNK_ B4FY74_MAIZE 2 866.42417 1730.8338 1.0974 0.39069 1.4751 125.08 125.08 6.53E-30 79.42 463260

43296 TAETLTMDYHR Oxidation (M) _TAETLTM(ox)DYHR_ B6TY47_MAIZE 3 451.87496 1352.6031 -0.054577 0.12729 0.066956 45.273 45.273 2.95E-05 41.61 3351800

43297 TAETLTMDYHR Oxidation (M) _TAETLTM(ox)DYHR_ B6TY47_MAIZE 2 677.30881 1352.6031 0.55134 -0.093027 0.45314 45.276 45.276 7.13E-03 45.02 1287700

43298 TAETLTMDYHR Oxidation (M) _TAETLTM(ox)DYHR_ B6TY47_MAIZE 3 451.87496 1352.6031 0.035903 -0.231 -0.20113 42.438 42.438 1.71E-01 14.64 301630

43299 TAETLTMDYHR Unmodified _TAETLTMDYHR_ B6TY47_MAIZE 2 669.31135 1336.6082 0.47548 0.24373 0.71002 53.72 53.72 1.67E-02 53.37 2395700

43300 TAETLTMDYHR Unmodified _TAETLTMDYHR_ B6TY47_MAIZE 3 446.54333 1336.6082 -0.050118 -0.074985 -0.13307 53.726 53.726 2.95E-05 47.42 9438200

43301 TAEVAIEVIDK Unmodified _TAEVAIEVIDK_ B4FSH6_MAIZE 2 594.32954 1186.6445 0.12042 0.04457 0.14947 70.114 70.114 4.96E-02 24.2 580840

43302 TAEVAIEVVDTVAEAAEK Unmodified _TAEVAIEVVDTVAEAAEK_ B4FV90_MAIZE 2 922.97802 1843.9415 1.1856 0.91968 2.0923 126.9 126.9 1.59E-01 16.15 15176

43303 TAFDWTLSK Unmodified _TAFDWTLSK_ B6TGD5_MAIZE 2 534.77166 1067.5288 -0.064311 0.28607 0.22335 81.71 81.71 1.12E-01 23.74 393910

43304 TAFEIVIR Unmodified _TAFEIVIR_ B4FM31_MAIZE 2 474.77928 947.54402 -0.020784 0.067098 0.034788 76.163 76.163 2.92E-02 42.43 231250

43305 TAFGMVVVIDDPLTEGPDLK Oxidation (M) _TAFGM(ox)VVVIDDPLTEGPDLK_ B6TFK6_MAIZE 2 1067.0428 2132.0711 1.1436 -0.13622 1.0213 106.38 106.38 1.02E-25 78.47 797340

43306 TAFGMVVVIDDPLTEGPDLK Oxidation (M) _TAFGM(ox)VVVIDDPLTEGPDLK_ B6TFK6_MAIZE 2 1067.0428 2132.0711 1.1688 0.61444 1.7966 108.1 108.1 3.79E-06 72.76 42539

43307 TAFGSSYLEGR Unmodified _TAFGSSYLEGR_ B6SXS5_MAIZE 2 594.2882 1186.5619 0.22142 0.27068 0.4851 63.786 63.786 1.67E-02 23.38 430310

43308 TAFHFQPPK Unmodified _TAFHFQPPK_ INV1_MAIZE B6 3 358.19066 1071.5502 0.93974 0.3995 1.3423 54.53 54.53 1.00E+00 7.55 271870

43309 TAFHFQPPK Unmodified _TAFHFQPPK_ INV1_MAIZE B6 3 358.19066 1071.5502 0.96335 0.017835 0.98475 54.61 54.61 8.40E-02 24.66 2777000

43310 TAFHFQPPK Unmodified _TAFHFQPPK_ INV1_MAIZE B6 2 536.78236 1071.5502 0.010566 -0.63542 -0.61805 54.673 54.673 3.32E-02 41.53 911740

43311 TAFSFEYFPPK Unmodified _TAFSFEYFPPK_ MTHR1_MAIZE 2 667.3268 1332.639 0.54813 0.35927 0.90579 88.122 88.122 3.57E-04 30.6 572720

43312 TAFSFEYFPPK Unmodified _TAFSFEYFPPK_ MTHR1_MAIZE 2 667.3268 1332.639 0.53788 -0.050439 0.48641 90.905 90.905 1.67E-02 30.3 789770

43313 TAFSFEYFPPK Unmodified _TAFSFEYFPPK_ MTHR1_MAIZE 2 667.3268 1332.639 0.56302 0.2167 0.77867 95.515 95.515 7.60E-01 10.45 271080
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43314 TAFSFEYFPPKTEEGVENLFER Unmodified _TAFSFEYFPPKTEEGVENLFER_ MTHR1_MAIZE 3 879.7551 2636.2435 1.213 0.096371 1.3036 113.26 113.26 6.10E-05 32.76 181850

43315 TAGGLLLTQATK Unmodified _TAGGLLLTQATK_ B6T8U7_MAIZE 2 587.34552 1172.6765 0.10007 -0.026039 0.070051 61.459 61.459 1.68E-09 71.02 4193600

43316 TAGNMAIQR Oxidation (M) _TAGNM(ox)AIQR_ B4FBP0_MAIZE 2 489.24528 976.47601 0.086788 -0.34284 -0.27252 22.282 22.282 5.10E-01 22.27 16684

43317 TAGNMAIQR Oxidation (M) _TAGNM(ox)AIQR_ B4FBP0_MAIZE 2 489.24528 976.47601 0.12988 -0.23422 -0.12082 22.299 22.299 1.00E+00 9.32 4355.7

43318 TAGNVLALDFIESAIK Unmodified _TAGNVLALDFIESAIK_ B6T8R8_MAIZE 2 831.45907 1660.9036 0.98773 0.13026 1.1033 122.37 122.37 1.27E-09 70.32 247860

43319 TAGPLIIACSK Unmodified _TAGPLIIACSK_ B4FRH5_MAIZE 2 565.81554 1129.6165 0.0588 -0.28475 -0.23487 59.069 59.069 1.67E-02 40.35 843860

43320 TAGPLIIACSK Unmodified _TAGPLIIACSK_ B4FRH5_MAIZE 2 565.81554 1129.6165 0.13503 -0.30828 -0.18214 60.645 60.645 3.83E-01 30.56 1089200

43321 TAGPLIIACSK Unmodified _TAGPLIIACSK_ B4FRH5_MAIZE 2 565.81554 1129.6165 0.1475 -0.099937 0.039252 59.933 59.933 4.48E-03 59.22 856220

43322 TAGPLIIACSK Unmodified _TAGPLIIACSK_ B4FRH5_MAIZE 2 565.81554 1129.6165 0.13158 -0.23302 -0.10957 60.45 60.45 1.47E-01 54.85 1709800

43323 TAGPLIIACSK Unmodified _TAGPLIIACSK_ B4FRH5_MAIZE 2 565.81554 1129.6165 0.043362 0.23609 0.27022 61.019 61.019 1.67E-02 50.03 6251200

43324 TAGPPVVMNPISR Unmodified _TAGPPVVMNPISR_ B6SHY0_MAIZE 2 669.86355 1337.7126 0.63265 0.32083 0.9523 66.962 66.962 1.47E-03 52.76 363010

43325 TAGPPVVMNPISR Unmodified _TAGPPVVMNPISR_ B6SHY0_MAIZE 2 669.86355 1337.7126 0.45692 -0.13261 0.32463 68.36 68.36 1.15E-02 50.71 99383

43326 TAGPPVVMNPISR Oxidation (M) _TAGPPVVM(ox)NPISR_ B6SHY0_MAIZE 2 677.86101 1353.7075 0.40068 -0.3131 0.090075 59.769 59.769 7.80E-11 62.6 1052400

43327 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.4996 0.88396 1.3637 84.809 84.809 7.61E-14 69.87 8627400

43328 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.42909 -0.13537 0.27567 86.422 86.422 1.60E-02 29.64 34954

43329 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.44264 0.085769 0.50934 85.163 85.163 2.05E-12 73.88 4295900

43330 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.44507 0.13992 0.56624 85.501 85.501 7.61E-14 62.39 6031300

43331 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.45623 0.16522 0.60222 85.171 85.171 2.62E-07 47.59 3511700

43332 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.45235 0.34965 0.78276 85.454 85.454 7.61E-14 93.31 9278700

43333 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.42292 0.075991 0.48024 84.862 84.862 1.98E-03 38.12 840270

43334 TAIAIDTILNQK Unmodified _TAIAIDTILNQK_ ATPAM_MAIZE 2 650.87718 1299.7398 0.4013 0.21997 0.60274 86.373 86.373 7.72E-03 26.07 234460

43335 TAIEAACMLLR Unmodified _TAIEAACMLLR_ B6UCD0_MAIZE 2 624.82558 1247.6366 0.34264 0.096341 0.41563 85.731 85.731 4.96E-02 40.03 364240

43336 TAIEAACMLLR Oxidation (M) _TAIEAACM(ox)LLR_ B6UCD0_MAIZE 2 632.82304 1263.6315 0.37082 -0.91471 -0.56212 80.117 80.117 3.83E-01 29.3 232050

43337 TAIEAACMLLR Oxidation (M) _TAIEAACM(ox)LLR_ B6UCD0_MAIZE 2 632.82304 1263.6315 0.38433 0.29256 0.65731 78.839 78.839 4.48E-03 51.53 961310

43338 TAIEAACMLLR Oxidation (M) _TAIEAACM(ox)LLR_ B6UCD0_MAIZE 2 632.82304 1263.6315 0.32403 -0.32629 -0.020342 79.495 79.495 5.66E-08 89.05 1514600

43339 TAINVNDIFYEIAK Unmodified _TAINVNDIFYEIAK_ B4F7V6_MAIZE 2 805.92486 1609.8352 1.0503 0.76564 1.7971 112.83 112.83 2.25E-03 58.66 111460

43340 TAINVNDIFYEIAK Unmodified _TAINVNDIFYEIAK_ B4F7V6_MAIZE 2 805.92486 1609.8352 0.9574 0.1843 1.1236 115.33 115.33 7.64E-09 79.26 173650

43341 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.29451 -0.081479 0.19871 56.081 56.081 6.15E-03 20.47 7919000

43342 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.10581 0.18935 0.27996 61.165 61.165 1.73E-05 35.9 230320

43343 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 2 612.35896 1222.7034 0.28327 -0.032791 0.23686 57.346 57.346 3.57E-04 40.74 323370

43344 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 2 612.35896 1222.7034 0.35582 -0.15197 0.18935 58.714 58.714 1.67E-02 40.38 292380

43345 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.26485 0.14129 0.39121 58.002 58.002 3.45E-01 16.64 924840

43346 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.22348 0.1856 0.39434 58.566 58.566 6.79E-01 3.92 1004700

43347 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 2 612.35896 1222.7034 0.40276 0.081728 0.46938 58.562 58.562 3.83E-01 14.74 261030
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43348 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.30723 0.23463 0.5275 57.326 57.326 9.88E-04 26.32 3391500

43349 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 2 612.35896 1222.7034 0.24778 0.12177 0.35425 57.306 57.306 1.67E-02 32.7 702400

43350 TAISHVQNLIK Unmodified _TAISHVQNLIK_ B6SI39_MAIZE 3 408.57507 1222.7034 0.057614 0.017845 0.06124 61.004 61.004 7.13E-05 22.23 1018500

43351 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.62515 -0.049028 0.5625 97.682 97.682 7.89E-02 13.76 2742800

43352 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.7996 0.050896 0.83666 92.081 92.081 1.00E+00 0.11 4140600

43353 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.806 -0.057774 0.73429 93.031 93.031 1.85E-01 15.93 5440000

43354 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.7676 0.12719 0.88047 92.232 92.232 6.91E-01 4.2 4630000

43355 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.78679 0.16342 0.93681 93.183 93.183 7.89E-02 12.27 4814700

43356 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.73275 0.019597 0.73926 92.055 92.055 1.00E+00 6.45 8094100

43357 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.76439 0.11754 0.86794 93.03 93.03 1.85E-01 9.09 8355300

43358 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.76583 -0.21235 0.53963 92.693 92.693 1.00E+00 0.11 7269200

43359 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.7855 -0.045304 0.72642 93.279 93.279 1.85E-01 9.55 8175800

43360 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.77015 0.078422 0.83419 91.928 91.928 3.91E-01 9.36 9399000

43361 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.77467 0.11196 0.87267 92.865 92.865 3.64E-02 3.63 12068000

43362 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.67497 -0.089927 0.57093 92.196 92.196 1.85E-01 5.29 16469000

43363 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.6837 -0.09261 0.57725 93.134 93.134 6.91E-01 5.64 13335000

43364 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.72351 -0.02692 0.68364 93.398 93.398 1.85E-01 4.09 11162000

43365 TAKQDDFNIINNFPAKGESK Unmodified _TAKQDDFNIINNFPAKGESK_ Q5D1L6_MAIZE 3 746.37808 2236.1124 0.71982 0.085776 0.79147 94.291 94.291 1.00E+00 3.86 11349000

43366 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.051255 0.17535 0.11841 78.15 78.15 9.73E-03 28.32 3835200

43367 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.19604 -0.24202 -0.44298 80.308 80.308 1.12E-01 24.81 39940

43368 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.18095 0.30189 0.11465 79.05 79.05 9.73E-03 34.96 1292000

43369 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.063822 0.22524 0.15483 79.403 79.403 3.13E-03 53.97 2109200

43370 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.072516 0.43092 0.35232 79.024 79.024 3.13E-03 39.41 2091000

43371 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.10401 0.16787 0.058042 78.867 78.867 9.73E-03 47.04 1406800

43372 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.06577 0.33073 0.25765 79.075 79.075 1.01E-02 31.47 1357700

43373 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.17448 0.034384 -0.14555 79.077 79.077 3.13E-03 42.66 31496000

43374 TALAFVTLK Unmodified _TALAFVTLK_ SCRK2_MAIZE 2 482.29731 962.58007 -0.04664 -0.18231 -0.23422 78.98 78.98 1.01E-02 29.64 372500

43375 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.048136 -0.090138 -0.14233 80.37 80.37 3.13E-03 42.17 1044000

43376 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.1643 0.12828 -0.040723 81.242 81.242 3.89E-04 46.38 489130

43377 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.041501 -0.043263 -0.089395 81.554 81.554 9.73E-03 48.02 692910

43378 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.034878 -0.029583 -0.069129 81.234 81.234 9.73E-03 27.13 695520

43379 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.065675 0.16142 0.09191 80.902 80.902 3.21E-03 42.23 492690

43380 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.024851 -0.4789 -0.50725 81.312 81.312 1.00E+00 12.05 344260

43381 TALAFVTLR Unmodified _TALAFVTLR_ B4FBJ5_MAIZE 2 496.30038 990.58622 -0.15542 -0.015603 -0.17605 81.214 81.214 3.13E-03 60.32 11618000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

43382 TALALGIAQELGSK Unmodified _TALALGIAQELGSK_ B4F9I2_MAIZE 2 686.39574 1370.7769 0.6934 0.34517 1.0163 89.37 89.37 3.49E-01 11.51 332640

43383 TALDCTVTFDPANK Unmodified _TALDCTVTFDPANK_ B6T2E1_MAIZE 2 776.86923 1551.7239 0.8921 -0.030869 0.87373 71.244 71.244 2.00E-19 81.87 506300

43384 TALGTSNPSALR Unmodified _TALGTSNPSALR_ B6T8X9_MAIZE 2 594.32258 1186.6306 0.20791 0.24454 0.43866 47.624 47.624 1.11E-04 54.61 7310000

43385 TALGTSNPSALR Unmodified _TALGTSNPSALR_ B6T8X9_MAIZE 2 594.32258 1186.6306 0.18492 -0.11257 0.059261 47.495 47.495 2.62E-07 76.2 5743900

43386 TALGTSNPSALR Unmodified _TALGTSNPSALR_ B6T8X9_MAIZE 2 594.32258 1186.6306 0.19552 -0.14539 0.036498 49.89 49.89 2.62E-07 65.62 11093000

43387 TALGTSNPSALR Unmodified _TALGTSNPSALR_ B6T8X9_MAIZE 2 594.32258 1186.6306 0.12429 -0.44157 -0.329 49.096 49.096 1.11E-04 68.91 32723000

43388 TALGTSNPSALR Unmodified _TALGTSNPSALR_ B6T8X9_MAIZE 2 594.32258 1186.6306 0.21404 0.36413 0.5639 50 50 1.98E-03 78.59 2611300

43389 TALHDLYELQGLSPWYDNLCRPVTDLLPIIASGVR Unmodified _TALHDLYELQGLSPWYDNLCRPVTDLLPIIASGVR_ B4FRC9_MAIZE 4 999.77265 3995.0615 1.2487 -0.61102 0.6352 126 126 7.20E-02 11.35 544320

43390 TALIPFITAGDPDLATTAK Unmodified _TALIPFITAGDPDLATTAK_ B2Y0K4_MAIZE 2 958.5224 1915.0302 1.1206 -0.038268 1.0818 108.14 108.14 1.84E-40 70.02 1254500

43391 TALQDAASVSLLMATTEAAVSELPATK Unmodified _TALQDAASVSLLMATTEAAVSELPATK_ B4FMM3_MAIZE 3 897.137 2688.3892 1.1579 0.32427 1.4689 126.58 126.58 1.13E-01 8.82 466050

43392 TALQDAASVSLLMATTEAAVSELPATK Oxidation (M) _TALQDAASVSLLM(ox)ATTEAAVSELPATK_ B4FMM3_MAIZE 3 902.46864 2704.3841 1.166 0.47763 1.6318 122.25 122.25 7.84E-01 13 243040

43393 TALQDAASVSLLMATTEAAVSELPATK Oxidation (M) _TALQDAASVSLLM(ox)ATTEAAVSELPATK_ B4FMM3_MAIZE 3 902.46864 2704.3841 1.1688 0.12387 1.2812 121.42 121.42 1.32E-02 19.71 1094300

43394 TALQDAASVSLLMATTEAAVSELPATK Oxidation (M) _TALQDAASVSLLM(ox)ATTEAAVSELPATK_ B4FMM3_MAIZE 3 902.46864 2704.3841 1.1984 0.080603 1.2678 122.08 122.08 1.32E-02 32.96 1118400

43395 TALQDAASVSLLMATTEAAVSELPATK Oxidation (M) _TALQDAASVSLLM(ox)ATTEAAVSELPATK_ B4FMM3_MAIZE 3 902.46864 2704.3841 1.1556 0.37285 1.517 122.26 122.26 1.00E+00 3.16 466100

43396 TALQDAASVSLLMATTEAAVSELPATK Oxidation (M) _TALQDAASVSLLM(ox)ATTEAAVSELPATK_ B4FMM3_MAIZE 3 902.46864 2704.3841 1.1504 0.047821 1.1871 122.9 122.9 1.02E-06 31.39 573850

43397 TALQEAYSTPIFPLDILAER Unmodified _TALQEAYSTPIFPLDILAER_ B6SN99_MAIZE 2 1124.5966 2247.1787 1.1622 0.10215 1.2492 129.18 129.18 5.73E-03 29.02 153540

43398 TALQEAYSTPIFPLDILAERPPEK Unmodified _TALQEAYSTPIFPLDILAERPPEK_ B6SN99_MAIZE 3 900.4812 2698.4218 1.1586 -0.46912 0.67279 117.67 117.67 4.64E-07 25.05 181870

43399 TALQEAYSTPIFPLDILAERPPEK Unmodified _TALQEAYSTPIFPLDILAERPPEK_ B6SN99_MAIZE 3 900.4812 2698.4218 1.0817 0.065705 1.1303 129.45 129.45 4.78E-06 42.15 589070

43400 TALQQLMNDALIVAK Unmodified _TALQQLMNDALIVAK_ B6T7G0_MAIZE 2 814.95564 1627.8967 1.0184 0.018278 1.0177 119.1 119.1 1.12E-07 60.61 676690

43401 TALQQLMNDALIVAK Unmodified _TALQQLMNDALIVAK_ B6T7G0_MAIZE 2 814.95564 1627.8967 0.93501 0.19795 1.1148 119.69 119.69 4.63E-02 21.62 68955

43402 TALVDAASVSSLMTTTESIIVEIPK Oxidation (M) _TALVDAASVSSLM(ox)TTTESIIVEIPK_ CH61_MAIZE C 3 864.79446 2591.3616 1.1849 -0.41772 0.76436 124.83 124.83 1.63E-01 5.13 199480

43403 TALVTGGTR Unmodified _TALVTGGTR_ B6TAE7_MAIZE 2 438.25089 874.48723 0.14892 -0.34282 -0.17708 32.012 32.012 3.32E-02 29.72 40758

43404 TALWFWMNAR Unmodified _TALWFWMNAR_ B6TR38_MAIZE 2 648.32133 1294.6281 0.48914 0.081964 0.55838 110.41 110.41 3.43E-01 18.23 93367

43405 TALWFWMNNVHR Oxidation (M) _TALWFWM(ox)NNVHR_ B4FTS6_MAIZE 3 530.92599 1589.7562 -0.025282 -0.20953 -0.2364 87.596 87.596 1.00E+00 7.44 367110

43406 TALWFWMNNVHR Oxidation (M) _TALWFWM(ox)NNVHR_ B4FTS6_MAIZE 3 530.92599 1589.7562 -0.079153 -0.37428 -0.45584 88.062 88.062 7.68E-01 4.74 5197800

43407 TALWFWMNNVHR Oxidation (M) _TALWFWM(ox)NNVHR_ B4FTS6_MAIZE 2 795.88535 1589.7562 0.90249 -0.13903 0.76151 88 88 9.49E-04 54.99 1460000

43408 TALWFWMNNVHR Unmodified _TALWFWMNNVHR_ B4FTS6_MAIZE 3 525.59436 1573.7612 -0.04305 -0.075937 -0.12361 97.995 97.995 2.11E-01 15.28 403560

43409 TALWFWMNNVHR Unmodified _TALWFWMNNVHR_ B4FTS6_MAIZE 2 787.88789 1573.7612 0.9033 0.030454 0.9288 99.3 99.3 7.72E-03 30.49 493410

43410 TALWFWMNNVHR Unmodified _TALWFWMNNVHR_ B4FTS6_MAIZE 3 525.59436 1573.7612 -0.059683 -0.010213 -0.07537 99.344 99.344 2.11E-01 22.01 1803300

43411 TALYDFHVAHGGK Unmodified _TALYDFHVAHGGK_ B6TQ06_MAIZE 3 472.57373 1414.6993 0.019584 -0.22145 -0.19744 53.715 53.715 5.38E-01 14.51 339160

43412 TALYDFHVAHGGK Unmodified _TALYDFHVAHGGK_ B6TQ06_MAIZE 3 472.57373 1414.6993 -0.010468 0.21608 0.20957 55.807 55.807 2.66E-01 19.85 979930

43413 TALYDFHVAHGGK Unmodified _TALYDFHVAHGGK_ B6TQ06_MAIZE 4 354.68211 1414.6993 0.97525 -0.039869 0.94009 56.559 56.559 5.38E-01 14.88 3286700

43414 TANIPATMR Oxidation (M) _TANIPATM(ox)R_ B6T2P8_MAIZE 2 495.75548 989.49642 -0.098627 0.13082 0.015476 35.893 35.893 1.00E+00 14.52 311720

43415 TANIPATMR Unmodified _TANIPATMR_ B6T2P8_MAIZE 2 487.75803 973.5015 -0.15189 -0.025628 -0.19875 46.427 46.427 3.39E-01 21.51 2247600



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

43416 TAQAAEELAAQIEQQK Acetyl (Protein N-term) _(ac)TAQAAEELAAQIEQQK_ B4FL79_MAIZE 2 885.94706 1769.8796 1.0817 -0.21615 0.83365 109.34 109.34 7.01E-14 52.46 404300

43417 TAQAAEELAAQIEQQK Acetyl (Protein N-term) _(ac)TAQAAEELAAQIEQQK_ B4FL79_MAIZE 2 885.94706 1769.8796 1.1564 0.96257 2.0854 109.69 109.69 1.82E-38 75.04 1030600

43418 TAQAAEELAAQIEQQK Acetyl (Protein N-term) _(ac)TAQAAEELAAQIEQQK_ B4FL79_MAIZE 2 885.94706 1769.8796 0.99468 -0.26437 0.6989 109.86 109.86 1.34E-51 88.78 6101700

43419 TAQAAEELAAQIEQQK Acetyl (Protein N-term) _(ac)TAQAAEELAAQIEQQK_ B4FL79_MAIZE 2 885.94706 1769.8796 1.119 -0.10208 0.98555 110.54 110.54 7.01E-14 56.34 124710

43420 TAQAAEELAAQIEQQK Unmodified _TAQAAEELAAQIEQQK_ B4FL79_MAIZE 3 576.96361 1727.869 0.033746 0.66307 0.66562 79.504 79.504 1.00E+00 12.83 3290100

43421 TAQAAEELAAQIEQQK Unmodified _TAQAAEELAAQIEQQK_ B4FL79_MAIZE 2 864.94177 1727.869 1.0117 -0.11129 0.87118 79.489 79.489 7.73E-25 78.9 1890400

43422 TAQAAEELAAQIEQQKLEEQK Unmodified _TAQAAEELAAQIEQQKLEEQK_ B4FL79_MAIZE 3 786.0712 2355.1918 0.89562 -0.16933 0.6962 80.034 80.034 4.23E-22 52.44 1133300

43423 TAQAAEELAAQIEQQKLEEQK Acetyl (Protein N-term) _(ac)TAQAAEELAAQIEQQKLEEQK_ B4FL79_MAIZE 3 800.07473 2397.2023 0.88651 -0.15911 0.69525 101.96 101.96 9.19E-08 51.64 1387200

43424 TAQAINILK Unmodified _TAQAINILK_ B4F9G0_MAIZE 2 486.29784 970.58113 -0.0098854 -0.33789 -0.37867 57.06 57.06 1.00E+00 6.01 664210

43425 TAQAINILK Unmodified _TAQAINILK_ B4F9G0_MAIZE 2 486.29784 970.58113 -0.017271 -0.53306 -0.581 58.687 58.687 1.00E+00 12.48 209040

43426 TAQAINILK Unmodified _TAQAINILK_ B4F9G0_MAIZE 2 486.29784 970.58113 -0.10694 -0.048635 -0.18811 59.564 59.564 1.12E-01 17.2 1297400

43427 TAQGHPMLVELK Unmodified _TAQGHPMLVELK_ B6UB12_MAIZE 3 441.90783 1322.7017 -0.12759 0.39207 0.25491 58.573 58.573 9.42E-03 25.52 360120

43428 TAQNVEEAFIK Unmodified _TAQNVEEAFIK_ B4FL36_MAIZE 2 625.32478 1248.635 0.34837 0.194 0.52343 64.829 64.829 4.48E-03 40.39 1000600

43429 TAQNVEEAFIK Unmodified _TAQNVEEAFIK_ B4FL36_MAIZE 2 625.32478 1248.635 0.33903 0.39981 0.72076 65.435 65.435 4.96E-02 35.65 511760

43430 TAQNVEEAFVK Unmodified _TAQNVEEAFVK_ B6U232_MAIZE 2 618.31696 1234.6194 0.31404 0.069991 0.37313 59.736 59.736 4.96E-02 39.24 487380

43431 TAQNVEEAFVK Unmodified _TAQNVEEAFVK_ B6U232_MAIZE 2 618.31696 1234.6194 0.27113 0.17153 0.43237 62.319 62.319 1.67E-02 46.68 241820

43432 TAQSMTARPMK Oxidation (M) _TAQSMTARPM(ox)K_ B6UF55_MAIZE 3 413.20577 1236.5955 0.44448 0.59505 1.0235 28.48 28.48 3.45E-01 13.67 27874

43433 TAQSMTSR Unmodified _TAQSMTSR_ B4G1T4_MAIZE 2 441.21091 880.40727 0.22692 0.49758 0.71276 16.918 16.918 1.00E+00 9.34 5433.9

43434 TAQSMTSR Unmodified _TAQSMTSR_ B4G1T4_MAIZE 2 441.21091 880.40727 0.17739 0.53259 0.69747 17.761 17.761 5.06E-02 36.53 4464.4

43435 TAQSMTSR Unmodified _TAQSMTSR_ B4G1T4_MAIZE 2 441.21091 880.40727 0.21305 0.5864 0.78785 17.837 17.837 1.00E+00 23 11674

43436 TAQTAEELATQIEQQK Acetyl (Protein N-term) _(ac)TAQTAEELATQIEQQK_ B6T903_MAIZE 2 915.95762 1829.9007 1.1958 -0.044579 1.1305 101.71 101.71 1.48E-07 51.69 401500

43437 TAQTAEELATQIEQQK Acetyl (Protein N-term) _(ac)TAQTAEELATQIEQQK_ B6T903_MAIZE 2 915.95762 1829.9007 1.1587 0.85529 1.9926 102.26 102.26 1.02E-04 26.45 124090

43438 TAQTAEELATQIEQQK Acetyl (Protein N-term) _(ac)TAQTAEELATQIEQQK_ B6T903_MAIZE 2 915.95762 1829.9007 1.179 0.65024 1.8085 101.96 101.96 7.01E-14 53.78 872540

43439 TAQTAEELATQIEQQK Acetyl (Protein N-term) _(ac)TAQTAEELATQIEQQK_ B6T903_MAIZE 2 915.95762 1829.9007 1.0236 -0.18646 0.81679 101.91 101.91 1.34E-51 101.49 5305200

43440 TAQTAEELATQIEQQK Unmodified _TAQTAEELATQIEQQK_ B6T903_MAIZE 2 894.95234 1787.8901 1.1242 -0.19173 0.91471 76.499 76.499 7.01E-14 63.53 506820

43441 TAQTAEELATQIEQQK Unmodified _TAQTAEELATQIEQQK_ B6T903_MAIZE 3 596.97065 1787.8901 0.11649 0.20941 0.30733 76.082 76.082 8.21E-03 23.22 5876700

43442 TAQTAEELATQIEQQK Unmodified _TAQTAEELATQIEQQK_ B6T903_MAIZE 2 894.95234 1787.8901 1.0338 0.066225 1.0828 76.08 76.08 1.42E-33 92.97 2222400

43443 TAQTAEELATQIEQQKLEEQK Unmodified _TAQTAEELATQIEQQKLEEQK_ B6T903_MAIZE 3 806.07825 2415.2129 0.92752 0.00244 0.90839 78.15 78.15 9.19E-08 42.46 1063600

43444 TAQTAEELATQIEQQKLEEQK Acetyl (Protein N-term) _(ac)TAQTAEELATQIEQQKLEEQK_ B6T903_MAIZE 3 820.08177 2457.2235 0.95902 -0.22697 0.70783 97.644 97.644 6.15E-18 63.25 1085800

43445 TASNEAVQVNIGK Unmodified _TASNEAVQVNIGK_ B4FDT6_MAIZE 2 665.8517 1329.6888 0.47796 0.094887 0.56053 52.258 52.258 2.50E-15 83 2091400

43446 TASNEAVQVNIGK Unmodified _TASNEAVQVNIGK_ B4FDT6_MAIZE 2 665.8517 1329.6888 0.39587 -0.40565 -0.020393 49.908 49.908 1.00E-11 89.42 7615400

43447 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.23679 -0.17677 0.072911 68.696 68.696 4.48E-03 48.13 2974700

43448 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.17601 0.29207 0.48053 69.547 69.547 4.96E-02 47.77 371660

43449 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.30486 0.11137 0.42772 70.311 70.311 3.60E-06 49.62 490570
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43450 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.26057 0.31682 0.58948 69.763 69.763 4.96E-02 63.29 460840

43451 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.16375 -0.36177 -0.185 69.281 69.281 4.96E-02 22.64 687590

43452 TASVLCLTTVK Unmodified _TASVLCLTTVK_ B4F7Y1_MAIZE 2 596.83393 1191.6533 0.28587 0.152 0.45075 71.519 71.519 1.00E+00 17.02 91978

43453 TATDSLAFLLK Unmodified _TATDSLAFLLK_ B6TQW0_MAIZE 2 590.33462 1178.6547 0.24573 0.35542 0.59015 95.643 95.643 3.83E-01 15.3 619220

43454 TATDSLAFLLK Unmodified _TATDSLAFLLK_ B6TQW0_MAIZE 2 590.33462 1178.6547 0.15723 0.15308 0.29908 96.327 96.327 3.83E-01 14.57 334490

43455 TATDSLAFLLK Unmodified _TATDSLAFLLK_ B6TQW0_MAIZE 2 590.33462 1178.6547 0.26786 0.37347 0.6296 96.225 96.225 1.47E-01 18.89 304280

43456 TATDSLAFLLK Unmodified _TATDSLAFLLK_ B6TQW0_MAIZE 2 590.33462 1178.6547 0.26028 -0.48978 -0.23858 96.331 96.331 4.96E-02 47.32 399370

43457 TATDSLAFLLK Unmodified _TATDSLAFLLK_ B6TQW0_MAIZE 2 590.33462 1178.6547 0.15248 0.23499 0.37682 95.981 95.981 1.67E-02 60.76 2477600

43458 TATNVNDVFYEIAK Unmodified _TATNVNDVFYEIAK_ B4F944_MAIZE 2 792.89885 1583.7831 0.91309 0.26597 1.1717 90.635 90.635 6.31E-03 41.04 157590

43459 TATVGVWIDAGSR Unmodified _TATVGVWIDAGSR_ B4F932_MAIZE 2 666.84896 1331.6834 0.55269 -0.37771 0.18671 76.116 76.116 3.13E-02 45.16 783150

43460 TATVHFK Unmodified _TATVHFK_ B4F9R6_MAIZE 2 402.22415 802.43374 0.47388 0.013082 0.49636 28.409 28.409 1.86E-01 28.97 143830

43461 TATVHFK Unmodified _TATVHFK_ B4F9R6_MAIZE 2 402.22415 802.43374 0.45674 0.25197 0.71619 29.17 29.17 1.00E+00 8.37 8266.8

43462 TATVHFK Unmodified _TATVHFK_ B4F9R6_MAIZE 2 402.22415 802.43374 0.18702 0.38475 0.57947 31.127 31.127 4.46E-01 25.6 33540

43463 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.04352 0.1635 0.20055 47.847 47.847 1.60E-02 37.46 6639100

43464 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.013609 0.22994 0.23804 48.329 48.329 4.56E-01 49.31 35172

43465 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 -0.010598 0.008254 -0.0080602 47.684 47.684 7.72E-03 23.65 2385900

43466 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.043106 -0.017649 0.020883 50.066 50.066 7.72E-03 49.89 4326800

43467 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.046897 -0.1283 -0.086181 49.267 49.267 2.00E-01 19.37 4078000

43468 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.0042082 0.051954 0.050407 50.143 50.143 1.60E-02 42.54 2522100

43469 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 -0.0085142 -0.046497 -0.060324 49.984 49.984 1.11E-04 40.88 17970000

43470 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 -0.040175 0.17073 0.12534 50.691 50.691 1.11E-04 42.56 17755000

43471 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.054051 -0.11997 -0.070949 48.25 48.25 1.60E-02 29.68 491260

43472 TAVAAVPYGGAK Unmodified _TAVAAVPYGGAK_ B4FFP2_MAIZE 2 552.80603 1103.5975 0.023782 -0.13653 -0.11681 51.417 51.417 1.60E-02 25.84 128720

43473 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.18481 0.014066 0.18531 53.284 53.284 1.60E-02 32.99 1847000

43474 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.25089 -0.38677 -0.14857 54.494 54.494 4.56E-01 19.31 7737.7

43475 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.0785 -0.16871 -0.10296 53.577 53.577 4.56E-01 25.16 736610

43476 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.14887 0.12686 0.26201 55.589 55.589 6.74E-02 32.09 1169900

43477 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.21932 0.50863 0.71424 54.845 54.845 6.74E-02 30.5 1092000

43478 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 -0.013809 0.000132 -0.026012 55.614 55.614 2.00E-01 42.71 405680

43479 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.13487 0.099316 0.22054 55.421 55.421 6.74E-02 49.16 3998800

43480 TAVANIPYGGAK Unmodified _TAVANIPYGGAK_ B4F9J5_MAIZE 2 581.31676 1160.619 0.095932 0.094259 0.17683 56.106 56.106 7.72E-03 43.17 6234100

43481 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.26721 -0.041613 0.21926 40.294 40.294 2.46E-02 26.26 6389100

43482 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.2963 0.13686 0.42619 40.292 40.292 7.72E-03 59.6 4742600

43483 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.26783 0.081618 0.34445 41.114 41.114 4.56E-01 45.63 51818
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43484 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.10426 0.088919 0.18792 41.104 41.104 9.42E-03 27.46 104390

43485 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.12706 0.088544 0.21009 39.972 39.972 2.11E-01 12.46 473820

43486 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.30886 0.12911 0.43223 39.958 39.958 6.74E-02 57.4 428050

43487 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.25915 -0.053812 0.19778 42.619 42.619 9.42E-03 24.83 517740

43488 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.33372 -0.067603 0.26013 42.588 42.588 1.60E-02 81.39 359380

43489 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.21244 -0.63293 -0.42442 41.848 41.848 2.46E-02 28.27 1131400

43490 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.34959 -0.23705 0.10753 41.845 41.845 1.60E-02 59.68 459120

43491 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.17478 -0.001766 0.16763 42.656 42.656 1.00E+00 5.11 1304300

43492 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.33775 -0.06991 0.26269 42.645 42.645 7.72E-03 58.58 547070

43493 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.32793 0.20691 0.52831 42.319 42.319 1.98E-03 78.22 1013300

43494 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.25274 0.10308 0.34891 42.322 42.322 4.52E-03 29.33 1714500

43495 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.27065 0.15551 0.41939 43.077 43.077 1.60E-02 81.5 1205000

43496 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 0.20805 0.10035 0.30088 43.073 43.073 7.68E-01 4.81 1854100

43497 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.26024 0.41549 0.66859 40.52 40.52 1.98E-03 63.54 832590

43498 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 3 411.90318 1232.6877 -0.018762 -0.019233 -0.044561 44.14 44.14 6.16E-04 43.87 5548500

43499 TAVAVAYTKPGR Unmodified _TAVAVAYTKPGR_ B6TG61_MAIZE 2 617.35114 1232.6877 0.22528 -0.22772 -0.0071534 44.14 44.14 1.98E-03 81.22 4869800

43500 TAVDFIASHPQAK Unmodified _TAVDFIASHPQAK_ B6SND3_MAIZE 3 462.2455 1383.7147 -0.28837 0.19183 -0.099542 56.528 56.528 7.68E-03 25.85 1365600

43501 TAVDFIASHPQAK Unmodified _TAVDFIASHPQAK_ B6SND3_MAIZE 2 692.86461 1383.7147 0.52317 -0.035099 0.48577 56.53 56.53 6.20E-03 73.18 398510

43502 TAVEEVGPGVLK Unmodified _TAVEEVGPGVLK_ B6U752_MAIZE 2 599.83753 1197.6605 0.30548 1.4087 1.7138 61.811 61.811 1.60E-02 31.69 251830

43503 TAVEEVGPGVLK Unmodified _TAVEEVGPGVLK_ B6U752_MAIZE 2 599.83753 1197.6605 0.25076 0.43266 0.68473 62.255 62.255 2.62E-07 54.81 859070

43504 TAVFFR Unmodified _TAVFFR_ INVA_MAIZE 2 370.70813 739.40171 0.67492 0.39255 1.078 58.431 58.431 2.64E-01 25.17 494190

43505 TAVFVLSSLQQIDPVAGQVAALVLCHTR Unmodified _TAVFVLSSLQQIDPVAGQVAALVLCHTR_ B6TE13_MAIZE 3 998.54621 2992.6168 1.1622 -0.021781 1.1506 127.56 127.56 4.07E-24 62.13 3905400

43506 TAVFVLSSLQQIDPVAGQVAALVLCHTR Unmodified _TAVFVLSSLQQIDPVAGQVAALVLCHTR_ B6TE13_MAIZE 4 749.16148 2992.6168 0.86046 0.14897 1.0192 127.6 127.6 7.11E-02 15.67 684090

43507 TAVHQLTGHQTYSETK Unmodified _TAVHQLTGHQTYSETK_ B4F871_MAIZE 4 450.97733 1799.8802 0.055249 -0.1541 -0.094214 37.283 37.283 5.29E-01 7.73 1085300

43508 TAVHQLTGHQTYSETK Unmodified _TAVHQLTGHQTYSETK_ B4F871_MAIZE 4 450.97733 1799.8802 -0.067417 -0.19376 -0.25801 38.18 38.18 4.32E-02 11.3 9599400

43509 TAVHQLTGHQTYSETK Unmodified _TAVHQLTGHQTYSETK_ B4F871_MAIZE 3 600.96735 1799.8802 0.19297 -0.49767 -0.29906 38.197 38.197 4.32E-02 23.6 2702800

43510 TAVHQLTGHQTYSETK Unmodified _TAVHQLTGHQTYSETK_ B4F871_MAIZE 4 450.97733 1799.8802 0.15047 0.30211 0.45698 39.665 39.665 7.98E-01 1.59 38848

43511 TAVLLLNR Unmodified _TAVLLLNR_ B4F9X0_MAIZE 2 450.28728 898.56 0.0038024 -0.14222 -0.16069 64.14 64.14 1.00E+00 12.69 1223000

43512 TAVLLLNR Unmodified _TAVLLLNR_ B4F9X0_MAIZE 2 450.28728 898.56 -0.058141 0.30327 0.22304 64.597 64.597 2.92E-02 31.6 2938300

43513 TAVNAHASDSDLR Unmodified _TAVNAHASDSDLR_ B4FMH2_MAIZE 3 452.88826 1355.643 -0.049328 0.54914 0.4884 36.165 36.165 1.41E-02 33.37 265850

43514 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.069637 0.2698 0.3679 42.823 42.823 7.11E-01 37.97 4847000

43515 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.027583 0.19292 0.24923 42.267 42.267 3.43E-01 26.91 1337800

43516 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.075866 0.074704 0.1789 44.981 44.981 1.25E-02 43.5 1793900

43517 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.09623 0.07656 0.2013 44.199 44.199 4.40E-02 35.65 1817800
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43518 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.026335 0.46803 0.5228 45.047 45.047 1.45E-01 35.76 2153100

43519 TAVTVDDCVK Unmodified _TAVTVDDCVK_ B4FX25_MAIZE 2 554.27116 1106.5278 0.0022416 -0.22352 -0.19172 45.865 45.865 1.62E-03 46.12 13718000

43520 TAVVLDAK Unmodified _TAVVLDAK_ B6SGB6_MAIZE 2 408.74491 815.47527 0.18198 0.11198 0.29013 38.681 38.681 3.77E-01 12.18 534280

43521 TAVVLDAK Unmodified _TAVVLDAK_ B6SGB6_MAIZE 2 408.74491 815.47527 0.31923 0.18706 0.50226 40.577 40.577 7.88E-01 4.18 196460

43522 TAWPYGSGVWSK Unmodified _TAWPYGSGVWSK_ B6THZ8_MAIZE 2 669.82749 1337.6404 0.58152 0.57377 1.1587 81.084 81.084 2.00E-01 24.45 1314300

43523 TCADKYAAESAK Unmodified _TCADKYAAESAK_ B6T329_MAIZE 3 438.87133 1313.5922 0.069217 0.50683 0.55329 31.206 31.206 8.36E-03 26.63 428860

43524 TCADKYAAESAK Unmodified _TCADKYAAESAK_ B6T329_MAIZE 2 657.80336 1313.5922 0.50135 0.17491 0.65408 31.201 31.201 1.68E-09 64.16 330200

43525 TCIEIGLK Unmodified _TCIEIGLK_ B6TXE2_MAIZE 2 467.25733 932.5001 -0.016807 -2.0068 -2.0278 61.865 61.865 7.88E-01 12.72 134050

43526 TCIEIGLK Unmodified _TCIEIGLK_ B6TXE2_MAIZE 2 467.25733 932.5001 -0.063579 -0.34645 -0.41602 57.768 57.768 1.65E-01 13.39 2314200

43527 TCIEIGLK Unmodified _TCIEIGLK_ B6TXE2_MAIZE 2 467.25733 932.5001 -0.069169 -0.25851 -0.33544 58.937 58.937 7.88E-01 16.84 1293100

43528 TCIEIGLK Unmodified _TCIEIGLK_ B6TXE2_MAIZE 2 467.25733 932.5001 -0.083266 0.26696 0.17585 62.146 62.146 3.77E-01 8.85 939870

43529 TCIEIGLK Unmodified _TCIEIGLK_ B6TXE2_MAIZE 2 467.25733 932.5001 -0.15256 0.89809 0.73512 62.807 62.807 5.06E-02 31.59 2666800

43530 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.077334 0.39158 0.29629 51.905 51.905 1.90E-02 54.22 11831000

43531 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.17636 -0.24076 -0.4342 52.351 52.351 2.92E-02 45.09 3679600

43532 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.080667 -0.30882 -0.40637 54.29 54.29 1.90E-02 49.82 7466500

43533 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.094243 -0.048768 -0.15955 53.603 53.603 2.92E-02 53.28 6416600

43534 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.15897 0.34213 0.16497 54.289 54.289 1.90E-02 56.28 5182500

43535 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.1531 -0.45855 -0.62649 53.769 53.769 1.90E-02 45.96 67290000

43536 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.10243 0.39439 0.27419 54.599 54.599 2.92E-02 43.74 4081300

43537 TCNALLLK Unmodified _TCNALLLK_ ENO1_MAIZE 2 466.76532 931.51608 -0.1919 -0.1796 -0.38712 55.72 55.72 5.06E-02 40.36 247010

43538 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 3 655.33505 1962.9833 0.47645 0.44365 0.92758 116.33 116.33 1.00E+00 4.06 128940

43539 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 2 982.49893 1962.9833 1.2356 0.61635 1.8589 116.3 116.3 2.85E-09 80.44 100630

43540 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 2 982.49893 1962.9833 1.1794 0.61611 1.803 116.39 116.39 5.25E-26 88.84 312290

43541 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 2 982.49893 1962.9833 1.1889 0.42461 1.6212 116.5 116.5 8.00E-45 90.99 591140

43542 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 3 655.33505 1962.9833 0.52885 0.19384 0.73038 116.53 116.53 2.20E-01 19.98 672160

43543 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 2 982.49893 1962.9833 1.2327 0.070479 1.3115 116.37 116.37 1.77E-34 104.78 1697200

43544 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 3 655.33505 1962.9833 0.45157 0.21414 0.67398 116.36 116.36 1.02E-02 43.8 2333700

43545 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 2 982.49893 1962.9833 1.196 0.38907 1.5925 116.95 116.95 2.32E-57 85.47 3112900

43546 TCPTAETIVQQTVAAAFR Unmodified _TCPTAETIVQQTVAAAFR_ Q6RFK3_MAIZE 3 655.33505 1962.9833 0.50486 0.29891 0.81077 116.94 116.94 1.02E-02 44.37 3304400

43547 TCTAFPAVKPVLVAAGAK Unmodified _TCTAFPAVKPVLVAAGAK_ B4F871_MAIZE 3 601.0062 1799.9968 0.19047 0.12959 0.32383 76.444 76.444 2.01E-01 10.91 3610700

43548 TCTGVLASHPLSR Unmodified _TCTGVLASHPLSR_ B4FZI2_MAIZE 3 466.91012 1397.7085 -0.14644 -0.764 -0.89978 48.245 48.245 3.98E-04 35.94 1885000

43549 TCTGVLASHPLSR Unmodified _TCTGVLASHPLSR_ B4FZI2_MAIZE 3 466.91012 1397.7085 -0.065773 -0.74513 -0.80037 50.655 50.655 7.68E-03 53.83 370190

43550 TCTGVLASHPLSR Unmodified _TCTGVLASHPLSR_ B4FZI2_MAIZE 3 466.91012 1397.7085 -0.081336 -0.087912 -0.16065 50.709 50.709 2.26E-06 54.08 749070

43551 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.20918 -0.16003 0.03971 42.111 42.111 5.76E-06 57.47 10102000
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43552 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.19635 0.18525 0.37187 41.682 41.682 5.76E-06 44.68 1173000

43553 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.2764 0.00497 0.27194 44.38 44.38 1.84E-04 37.24 1529600

43554 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.24933 0.019263 0.25876 43.612 43.612 4.40E-05 63.33 1736500

43555 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.20249 -0.26244 -0.068292 44.428 44.428 5.45E-09 74.58 1888100

43556 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.2624 0.14638 0.3997 44.199 44.199 1.84E-04 41.81 859680

43557 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.2008 0.35396 0.54467 45.111 45.111 5.76E-06 56.38 1120300

43558 TCYAQASQIR Unmodified _TCYAQASQIR_ B4FAV3_MAIZE 2 599.28768 1196.5608 0.12188 0.025514 0.13783 42.231 42.231 5.76E-06 61.58 6734700

43559 TDACFIR Unmodified _TDACFIR_ B4FQJ6_MAIZE 2 441.71054 881.40653 0.076461 1.045 1.1259 47.419 47.419 1.86E-01 20.5 1301000

43560 TDACFIR Unmodified _TDACFIR_ B4FQJ6_MAIZE 2 441.71054 881.40653 -0.021472 0.29136 0.27775 47.918 47.918 1.00E+00 1.28 9439.7

43561 TDACFIR Unmodified _TDACFIR_ B4FQJ6_MAIZE 2 441.71054 881.40653 0.050931 0.045323 0.10345 49.697 49.697 1.86E-01 30.96 597920

43562 TDACFIR Unmodified _TDACFIR_ B4FQJ6_MAIZE 2 441.71054 881.40653 0.017835 0.13255 0.15677 49.387 49.387 8.04E-02 34.66 2714100

43563 TDALDAAGNTTAAIGK Unmodified _TDALDAAGNTTAAIGK_ Q4W437_MAIZE 2 745.37828 1488.742 0.81503 -0.049599 0.75636 63.056 63.056 1.82E-38 76.16 2233900

43564 TDAMNAFITK Oxidation (M) _TDAM(ox)NAFITK_ B6TL18_MAIZE 2 564.27371 1126.5329 0.091678 0.17802 0.26229 48.826 48.826 1.84E-04 61.71 639970

43565 TDAMNAFITK Oxidation (M) _TDAM(ox)NAFITK_ B6TL18_MAIZE 2 564.27371 1126.5329 -0.31779 48.401 48.401 9.37E-06 68.97

43566 TDAPVITPQELAEADGVLFGFPTR Unmodified _TDAPVITPQELAEADGVLFGFPTR_ B6U724_MAIZE 3 848.77087 2543.2908 1.1 -0.038797 1.068 127.04 127.04 1.17E-03 21.09 199870

43567 TDAPVITPQELAEADGVLFGFPTR Unmodified _TDAPVITPQELAEADGVLFGFPTR_ B6U724_MAIZE 2 1272.6527 2543.2908 1.1162 0.2498 1.3724 127.04 127.04 1.57E-15 65.92 220060

43568 TDEDKVMVLDSHK Oxidation (M) _TDEDKVM(ox)VLDSHK_ B6SIM7_MAIZE 3 511.58022 1531.7188 -0.06935 -0.13218 -0.19989 40.587 40.587 7.68E-03 25.2 661550

43569 TDEDKVMVLDSHK Unmodified _TDEDKVMVLDSHK_ B6SIM7_MAIZE 3 506.24858 1515.7239 -0.07916 0.24838 0.1672 47.644 47.644 7.68E-03 28.7 690490

43570 TDEDKVMVLDSQK Oxidation (M) _TDEDKVM(ox)VLDSQK_ B6T4A2_MAIZE 3 508.58011 1522.7185 -0.057318 -0.10089 -0.1575 45.905 45.905 9.14E-09 32.87 791750

43571 TDEDKVMVLDSQK Unmodified _TDEDKVMVLDSQK_ B6T4A2_MAIZE 3 503.24847 1506.7236 -0.040794 -0.008412 -0.05158 53.86 53.86 3.27E-03 33.66 462830

43572 TDEEEVIAGLDR Unmodified _TDEEEVIAGLDR_ B6TI78_MAIZE 2 673.82535 1345.6361 0.56442 -0.19234 0.36125 74.25 74.25 2.62E-07 44.62 184330

43573 TDEFVIHSPTLTSSK Unmodified _TDEFVIHSPTLTSSK_ B4F8X3_MAIZE 3 554.61755 1660.8308 0.10949 0.23473 0.34938 68.467 68.467 1.98E-01 23 994550

43574 TDEFVIHSPTLTSSK Unmodified _TDEFVIHSPTLTSSK_ B4F8X3_MAIZE 3 554.61755 1660.8308 -0.00056621 0.41445 0.41943 69.064 69.064 7.60E-01 12.96 434500

43575 TDFQGGSSEQLYQSVHSQIFTLPK Unmodified _TDFQGGSSEQLYQSVHSQIFTLPK_ B6TF86_MAIZE 3 899.77668 2696.3082 1.0716 0.046716 1.1252 98.974 98.974 5.14E-24 45.33 2107900

43576 TDGGHEYAEFLHAPR Unmodified _TDGGHEYAEFLHAPR_ B6SKP8_MAIZE 4 425.70103 1698.775 0.072386 0.6041 0.67068 65.666 65.666 2.34E-01 10.53 921650

43577 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 0.25289 0.17485 0.41349 86.68 86.68 4.43E-05 40.47 3244300

43578 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 0.25582 0.40873 0.65097 87.192 87.192 4.48E-03 33.85 1246800

43579 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 0.28822 0.39346 0.66726 87.532 87.532 4.43E-05 40.09 1543500

43580 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 -0.068842 87.057 87.057 2.33E-05 43.29

43581 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 0.27699 0.61368 0.87634 87.496 87.496 3.57E-04 49.8 1479900

43582 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 -0.055571 86.92 86.92 9.68E-14 65.81

43583 TDGIYIINLGK Unmodified _TDGIYIINLGK_ B4FTD2_MAIZE 2 603.84007 1205.6656 -0.055571 87.235 87.235 9.68E-14 56.48

43584 TDGLFLK Unmodified _TDGLFLK_ B4FAD4_MAIZE 2 397.22635 792.43815 0.37019 0.96819 1.3366 63.535 63.535 1.86E-01 18.7 1948600

43585 TDHYVAFK Unmodified _TDHYVAFK_ B6UGD8_MAIZE 3 327.49939 979.47633 1.3616 -0.1545 1.2106 41.265 41.265 2.69E-02 35.77 617230
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43586 TDIGMVVIR Oxidation (M) _TDIGM(ox)VVIR_ B4FGA5_MAIZE 2 510.28133 1018.5481 -0.25568 -0.034412 -0.28019 61.971 61.971 3.89E-04 75.62 597080

43587 TDIGMVVIR Unmodified _TDIGMVVIR_ B4FGA5_MAIZE 2 502.28388 1002.5532 -0.22354 0.12708 -0.090584 73.012 73.012 3.13E-03 40.45 185660

43588 TDIIFFCSPNNPTGAAASR Unmodified _TDIIFFCSPNNPTGAAASR_ B6TIG6_MAIZE 2 1019.9862 2037.9578 1.1974 1.5383 2.7371 89.793 89.793 2.86E-31 73.93 340490

43589 TDIIHHLDR Unmodified _TDIIHHLDR_ B6TL18_MAIZE 3 373.86836 1118.5833 0.72995 -0.42149 0.30656 43.844 43.844 2.35E-02 29.01 3055800

43590 TDITLR Unmodified _TDITLR_ B6T3T7_MAIZE 2 359.70833 717.4021 0.90902 0.092942 0.99446 44.458 44.458 2.64E-01 33.97 1690000

43591 TDKGGNPELIR Unmodified _TDKGGNPELIR_ B4FQC4_MAIZE 3 400.55081 1198.6306 0.42571 0.024464 0.43666 37.616 37.616 3.45E-01 17.09 300060

43592 TDKLEPLGEAR Unmodified _TDKLEPLGEAR_ B6UC41_MAIZE 3 410.22258 1227.6459 0.23067 0.07842 0.28608 47.051 47.051 1.52E-02 27.94 978290

43593 TDLAPAVGADLSVMER Oxidation (M) _TDLAPAVGADLSVM(ox)ER_ B6STQ5_MAIZE 2 830.91417 1659.8138 1.0131 -0.2862 0.72475 75.468 75.468 1.42E-33 83.21 474290

43594 TDLFYER Unmodified _TDLFYER_ B6T1J1_MAIZE 2 472.22962 942.4447 -0.33791 -0.28352 -0.63137 61.878 61.878 4.46E-01 12.85 709140

43595 TDLIQFIK Unmodified _TDLIQFIK_ B4F8J4_MAIZE 2 489.28694 976.55933 -0.0051036 0.21529 0.20301 86.238 86.238 1.90E-02 37.59 301870

43596 TDLIQFIK Unmodified _TDLIQFIK_ B4F8J4_MAIZE 2 489.28694 976.55933 -0.11044 0.17543 0.057271 86.677 86.677 3.48E-02 46.79 583050

43597 TDLPNVVELYMK Unmodified _TDLPNVVELYMK_ Q5GA23_MAIZE 2 711.37088 1420.7272 0.6883 -0.55823 0.12073 101.87 101.87 1.11E-04 41.46 1970000

43598 TDLPNVVELYMK Oxidation (M) _TDLPNVVELYM(ox)K_ Q5GA23_MAIZE 2 719.36834 1436.7221 0.70899 -0.15348 0.54858 88.378 88.378 2.16E-07 41.3 205950

43599 TDLPNVVELYMK Oxidation (M) _TDLPNVVELYM(ox)K_ Q5GA23_MAIZE 2 719.36834 1436.7221 0.05777 87.829 87.829 7.42E-01 6.43

43600 TDLQAQLK Unmodified _TDLQAQLK_ B6SX73_MAIZE 2 458.75855 915.50255 -0.15087 -0.058176 -0.22326 44.547 44.547 3.48E-02 31.32 394310

43601 TDLQAQLK Unmodified _TDLQAQLK_ B6SX73_MAIZE 2 458.75855 915.50255 -0.038974 -0.15667 -0.21075 47.11 47.11 5.06E-02 30.03 481340

43602 TDLQAQLK Unmodified _TDLQAQLK_ B6SX73_MAIZE 2 458.75855 915.50255 -0.073388 -0.31468 -0.40147 46.378 46.378 3.48E-02 38.65 526820

43603 TDLQAQLK Unmodified _TDLQAQLK_ B6SX73_MAIZE 2 458.75855 915.50255 -0.088258 -0.10633 -0.20979 47.178 47.178 1.90E-02 36.17 541050

43604 TDLQAQLK Unmodified _TDLQAQLK_ B6SX73_MAIZE 2 458.75855 915.50255 0.010537 0.21908 0.21343 47.038 47.038 5.06E-02 17.27 560730

43605 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.33781 0.21011 0.5495 123.74 123.74 4.96E-02 14.07 31456

43606 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.31541 0.36044 0.67692 120.74 120.74 1.62E-12 92.36 2285200

43607 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.3228 0.2613 0.58432 120.89 120.89 9.05E-18 93.93 5107700

43608 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.32531 0.20812 0.53432 120.79 120.79 9.05E-18 80.99 3638800

43609 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.27148 0.26515 0.53791 121.23 121.23 9.05E-18 87.06 22457000

43610 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.33797 0.57424 0.91338 120.64 120.64 7.60E-01 5.66 701140

43611 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.29732 0.37897 0.67649 120.94 120.94 6.35E-09 88.3 1052500

43612 TDLTDLVDLIK Unmodified _TDLTDLVDLIK_ B4G072_MAIZE 2 623.35047 1244.6864 0.29359 0.25409 0.54888 121.83 121.83 4.43E-05 58.44 465110

43613 TDPSFNPAYAYQLK Unmodified _TDPSFNPAYAYQLK_ B4FBI1_MAIZE 2 807.89356 1613.7726 0.98545 -0.61038 0.36234 79.93 79.93 2.00E-19 61.97 902940

43614 TDPVSPTWHSTR Unmodified _TDPVSPTWHSTR_ B4FJE0_MAIZE 2 692.33622 1382.6579 0.63694 -1.0085 -0.35582 45.549 45.549 2.00E-01 14.64 547250

43615 TDQYGGSLENR Unmodified _TDQYGGSLENR_ B4F872_MAIZE 2 620.28365 1238.5527 0.38451 0.38343 0.75896 42.112 42.112 4.43E-05 75.55 803110

43616 TDQYGGSLENR Unmodified _TDQYGGSLENR_ B4F872_MAIZE 2 620.28365 1238.5527 0.39439 0.33825 0.72407 44.278 44.278 3.57E-04 54.24 302390

43617 TDQYGGSLENR Unmodified _TDQYGGSLENR_ B4F872_MAIZE 2 620.28365 1238.5527 0.41752 -0.085258 0.32334 43.498 43.498 4.48E-03 50.87 318090

43618 TDQYGGSLENR Unmodified _TDQYGGSLENR_ B4F872_MAIZE 2 620.28365 1238.5527 0.34632 0.051295 0.38867 44.298 44.298 3.60E-06 57.32 1420000

43619 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 4 375.67729 1498.6801 0.5984 0.14631 0.74382 49.668 49.668 8.12E-01 6.28 521810
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43620 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 4 375.67729 1498.6801 0.69061 0.1304 0.81836 49.366 49.366 1.00E+00 9.68 2147800

43621 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 4 375.67729 1498.6801 0.65148 -0.63394 0.018843 50.036 50.036 4.89E-01 9.93 13028000

43622 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 3 500.5673 1498.6801 -0.16302 -0.22491 -0.38783 50.044 50.044 1.20E-03 29.58 13134000

43623 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 2 750.34731 1498.6801 0.82182 -0.26428 0.55728 50.041 50.041 1.98E-03 46.24 844040

43624 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 4 375.67729 1498.6801 0.69123 -0.20599 0.48578 47.57 47.57 8.12E-01 6.3 2838600

43625 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 3 500.5673 1498.6801 -0.13295 0.21238 0.078254 47.561 47.561 5.72E-03 24.16 2332500

43626 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 4 375.67729 1498.6801 0.43897 0.29237 0.72967 50.862 50.862 1.00E+00 2.61 494400

43627 TDRDDDAQHWIK Unmodified _TDRDDDAQHWIK_ B4G019_MAIZE 3 500.5673 1498.6801 -0.16875 -0.32884 -0.49711 50.871 50.871 3.09E-02 19.9 670200

43628 TDSFDWACSDEGPAR Unmodified _TDSFDWACSDEGPAR_ B6T574_MAIZE 2 857.34411 1712.6737 1.091 -0.10828 0.99215 72.593 72.593 2.37E-16 73.33 552300

43629 TDSFDWACSDEGPAR Unmodified _TDSFDWACSDEGPAR_ B6T574_MAIZE 2 857.34411 1712.6737 1.1123 -0.54237 0.58063 73.134 73.134 2.37E-16 80.82 31173

43630 TDTIAYCTGR Unmodified _TDTIAYCTGR_ B6UDC2_MAIZE 2 579.26641 1156.5183 0.1586 0.41347 0.5819 44.62 44.62 1.25E-02 40.07 1834900

43631 TDTIAYCTGR Unmodified _TDTIAYCTGR_ B6UDC2_MAIZE 2 579.26641 1156.5183 0.11459 0.46319 0.58741 44.01 44.01 1.84E-04 61.5 534650

43632 TDTIAYCTGR Unmodified _TDTIAYCTGR_ B6UDC2_MAIZE 2 579.26641 1156.5183 0.19672 0.44707 0.65292 46.769 46.769 1.00E+00 0.32 642270

43633 TDTIAYCTGR Unmodified _TDTIAYCTGR_ B6UDC2_MAIZE 2 579.26641 1156.5183 0.27126 1.105 1.385 45.983 45.983 4.40E-02 31.85 234320

43634 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.43704 0.24229 0.67845 44.715 44.715 1.86E-01 34.82 6158700

43635 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.32573 -0.27781 0.048572 44.472 44.472 8.04E-02 24.09 3387900

43636 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.41484 -0.43309 -0.016994 46.915 46.915 4.46E-01 29.63 4953400

43637 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.32752 -0.39477 -0.064125 46.246 46.246 4.49E-02 32.18 14465000

43638 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.27696 0.11232 0.39069 46.808 46.808 1.86E-01 34.88 4972800

43639 TDTVLLK Unmodified _TDTVLLK_ B4FBC9_MAIZE 2 395.23946 788.46437 0.40953 0.16787 0.57832 46.528 46.528 1.86E-01 20.65 6360700

43640 TDVPEIDK Unmodified _TDVPEIDK_ B6SIF1_MAIZE 2 458.73474 915.45493 -0.17451 0.56445 0.3874 49.778 49.778 5.06E-02 29.46 503780

43641 TDVPEIDKK Unmodified _TDVPEIDKK_ B6SIF1_MAIZE 3 348.85724 1043.5499 0.88917 0.031095 0.91142 41.907 41.907 9.53E-03 37.8 195540

43642 TDVPFYNVVPVAGAGR Unmodified _TDVPFYNVVPVAGAGR_ B6SXY2_MAIZE 2 831.43593 1660.8573 0.99758 0.25068 1.262 91.66 91.66 9.46E-03 17.42 130850

43644 TEAPAEAAPEEVKDETPVPEETK Unmodified _TEAPAEAAPEEVKDETPVPEETK_ B4FBC9_MAIZE 3 823.06226 2466.165 1.0265 0.34413 1.3522 61.75 61.75 1.96E-03 27.91 309470

43645 TEAPAPEEPK Unmodified _TEAPAPEEPK_ B4FBC9_MAIZE 2 534.76403 1067.5135 0.051202 -0.31599 -0.29348 34.056 34.056 4.40E-02 22.96 372410

43646 TEAPFLPR Unmodified _TEAPFLPR_ B6U1Q4_MAIZE 2 465.75581 929.49707 -0.29806 0.19526 -0.11578 63.218 63.218 2.92E-02 40.92 1734300

43647 TEDELNQLK Unmodified _TEDELNQLK_ B6SYA1_MAIZE 2 545.27476 1088.535 0.67154 51.734 51.734 9.17E-02 14.32

43648 TEDFLAAAK Unmodified _TEDFLAAAK_ B4FG11_MAIZE 2 483.25056 964.48656 -0.031813 -0.83262 -0.88275 60.619 60.619 3.32E-02 27.23 375320

43649 TEDFLAAAK Unmodified _TEDFLAAAK_ B4FG11_MAIZE 2 483.25056 964.48656 -0.0822 0.35823 0.25452 60.527 60.527 9.73E-03 44.62 3494600

43650 TEEAKVEELIK Unmodified _TEEAKVEELIK_ B6TJR6_MAIZE 2 644.85338 1287.6922 0.48555 0.085829 0.53731 59.942 59.942 3.57E-04 41.75 707680

43651 TEEAKVEELIK Unmodified _TEEAKVEELIK_ B6TJR6_MAIZE 2 644.85338 1287.6922 0.4876 -0.72744 -0.27297 61.942 61.942 4.43E-05 29.26 357930

43652 TEEGEDKREEEAPAVDAAEK Unmodified _TEEGEDKREEEAPAVDAAEK_ Q5I204_MAIZE 3 735.00475 2201.9924 0.8076 -0.041469 0.73936 42.024 42.024 1.55E-03 37.09 484900

43653 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.082671 0.1459 0.053664 61.986 61.986 5.67E-13 54.87 14965000

43654 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 2 727.42229 1452.83 0.74606 -0.010343 0.72707 61.986 61.986 2.61E-08 52.57 3855900
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43655 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.1654 -0.11996 -0.29301 65.492 65.492 1.41E-02 29.12 77233

43656 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.18134 0.20202 0.012829 63.054 63.054 5.67E-13 42.86 3312000

43657 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 2 727.42229 1452.83 0.75424 -0.29081 0.45569 63.067 63.067 2.61E-08 56.92 653840

43658 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.065386 -0.10384 -0.17775 64.04 64.04 2.26E-06 33.17 4824400

43659 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 2 727.42229 1452.83 0.74743 -0.19263 0.5467 64.05 64.05 6.20E-03 49.73 860410

43660 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.069363 -0.064276 -0.14193 63.443 63.443 2.26E-06 38.15 3797000

43661 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 2 727.42229 1452.83 0.7728 -0.14343 0.62153 63.446 63.446 4.68E-05 45.83 592940

43662 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.13245 -0.12694 -0.26652 63.754 63.754 2.26E-06 41.41 1630500

43663 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.062711 -0.21974 -0.29116 63.492 63.492 1.41E-02 24.32 3030400

43664 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.13525 -0.43782 -0.5808 63.803 63.803 2.26E-06 46.23 6752300

43665 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 2 727.42229 1452.83 0.76541 -0.15423 0.60378 63.8 63.8 1.00E-11 54.92 1077100

43666 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.07464 -0.62402 -0.70539 63.068 63.068 3.49E-16 51.53 813500

43667 TEEGKPLVLNVVR Unmodified _TEEGKPLVLNVVR_ B4FUH2_MAIZE 3 485.28395 1452.83 -0.16734 -0.12265 -0.2983 65.874 65.874 7.68E-03 27.72 577940

43668 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.51617 0.33265 0.8334 76.442 76.442 4.48E-03 50.85 2891500

43669 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.4732 0.77255 1.2305 77.574 77.574 4.43E-05 62.89 94686

43670 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.46934 0.55099 1.0041 76.888 76.888 3.60E-06 53.91 1248800

43671 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.51739 0.20355 0.70482 77.233 77.233 3.60E-06 68.06 1067900

43672 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.3999 -0.31273 0.072895 77.051 77.051 6.35E-09 82.46 10830000

43673 TEEGVENLFER Unmodified _TEEGVENLFER_ MTHR1_MAIZE 2 661.81478 1321.615 0.5032 0.39154 0.87855 77.39 77.39 3.83E-01 14.51 620340

43674 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.1978 0.11788 1.3096 106.16 106.16 8.28E-39 81.62 469810

43675 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.1499 0.11457 1.2587 106.74 106.74 1.37E-17 56.58 227670

43676 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.1309 0.16682 1.2915 106.78 106.78 3.42E-29 73.27 403260

43677 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.1455 0.066077 1.2057 106.78 106.78 3.42E-29 61.73 391210

43678 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.2842 0.53985 1.8179 106.41 106.41 1.51E-07 81.03 148270

43679 TEEIFPATLETITNVGK Unmodified _TEEIFPATLETITNVGK_ B4FF65_MAIZE 2 931.99093 1861.9673 1.1969 -0.36218 0.82924 107.02 107.02 3.42E-29 77.68 698800

43680 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.90306 0.044779 0.9385 85.632 85.632 4.93E-21 68.58 539980

43681 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.87026 -0.16058 0.7007 86.23 86.23 1.47E-03 35.18 184150

43682 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.91462 0.15734 1.063 86.488 86.488 1.00E-11 42.22 304310

43683 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.89729 0.331 1.2188 86.17 86.17 4.68E-05 29.63 254650

43684 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.86058 0.077748 0.92839 86.401 86.401 1.56E-17 59.55 1662600

43685 TEELQPYVLNVVK Unmodified _TEELQPYVLNVVK_ B6T9J4_MAIZE 2 766.42196 1530.8294 0.86451 -0.32548 0.53075 86.049 86.049 4.68E-05 34.34 907020

43686 TEEQQPEQFK Unmodified _TEEQQPEQFK_ B6TJH7_MAIZE 2 632.29622 1262.5779 0.38126 0.56971 0.93769 40.031 40.031 2.81E-03 26.43 307230

43687 TEEVDDKKDAENVEMK Oxidation (M) _TEEVDDKKDAENVEM(ox)K_ Q8LK06_MAIZE 3 632.62281 1894.8466 0.50868 0.33798 0.83032 34.921 34.921 1.87E-02 19.43 143520

43688 TEEYSHTAVNK Unmodified _TEEYSHTAVNK_ B6U8D3_MAIZE 2 639.80167 1277.5888 0.576 -0.1421 0.41895 26.943 26.943 3.83E-01 7.71 8700.8
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43689 TEEYSHTAVNK Unmodified _TEEYSHTAVNK_ B6U8D3_MAIZE 2 639.80167 1277.5888 0.66444 0.39163 1.0407 27.4 27.4 3.57E-04 26.29 9663.6

43690 TEEYSHTAVNK Unmodified _TEEYSHTAVNK_ B6U8D3_MAIZE 2 639.80167 1277.5888 0.57971 -0.15446 0.40951 27.809 27.809 3.57E-04 36.69 19488

43691 TEFPSTDIPLESEWFAIPK Unmodified _TEFPSTDIPLESEWFAIPK_ B4FR72_MAIZE 2 1104.049 2206.0834 1.211 -0.37268 0.83223 120.27 120.27 5.13E-03 27.37 699930

43692 TEFPSTDIPLESEWFAIPK Unmodified _TEFPSTDIPLESEWFAIPK_ B4FR72_MAIZE 2 1104.049 2206.0834 1.2213 -0.33676 0.87893 120.69 120.69 1.30E-03 27.49 128380

43693 TEFPSTDIPLESEWFAIPK Unmodified _TEFPSTDIPLESEWFAIPK_ B4FR72_MAIZE 2 1104.049 2206.0834 1.1739 -0.36626 0.80188 120.86 120.86 5.13E-03 27.03 144190

43694 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.20097 0.19637 0.38179 54.235 54.235 2.81E-03 36.02 4517700

43695 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.18785 0.31805 0.48973 54.33 54.33 1.84E-04 44.75 649170

43696 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.25099 0.44453 0.67924 56.399 56.399 1.84E-04 57.84 642910

43697 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.24547 -0.19001 0.041135 55.668 55.668 1.25E-02 30.18 553170

43698 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.23253 0.568 0.78498 56.343 56.343 1.00E+00 16.34 427000

43699 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.28716 -0.17947 0.091688 56.299 56.299 7.11E-01 4.72 402200

43700 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.050284 1.4407 1.473 56.888 56.888 1.45E-01 6.74 422450

43701 TEGELFETEK Unmodified _TEGELFETEK_ B4F9G6_MAIZE 2 591.77988 1181.5452 0.12565 0.38983 0.49924 54.793 54.793 1.25E-02 45.12 1810900

43702 TEGELFETEKEASK Unmodified _TEGELFETEKEASK_ B4F9G6_MAIZE 3 533.25791 1596.7519 0.028533 -0.26321 -0.25761 50.77 50.77 5.17E-02 19.47 1328700

43703 TEGFPGGR Unmodified _TEGFPGGR_ B6SJ49_MAIZE 2 410.70103 819.38752 0.093238 0.15917 0.2641 37.728 37.728 5.06E-02 24.77 152750

43704 TEGFPWGECR Unmodified _TEGFPWGECR_ B6TC15_MAIZE 2 619.76658 1237.5186 0.13575 0.13623 0.28267 72.956 72.956 1.62E-03 47.17 1113300

43705 TEGFPWGECR Unmodified _TEGFPWGECR_ B6TC15_MAIZE 2 619.76658 1237.5186 0.3245 0.33033 0.66479 72.018 72.018 1.25E-02 26.09 529000

43706 TEGFPWGECR Unmodified _TEGFPWGECR_ B6TC15_MAIZE 2 619.76658 1237.5186 0.29639 0.090898 0.39782 73.849 73.849 1.62E-03 39.59 371120

43707 TEGGASPAPAGDGSTPVKR Unmodified _TEGGASPAPAGDGSTPVKR_ B6TWE3_MAIZE 3 585.62711 1753.8595 0.1585 -0.14252 0.018815 34.375 34.375 4.99E-02 18.63 428330

43708 TEGIDLSK Unmodified _TEGIDLSK_ B4F8Q2_MAIZE 2 431.72946 861.44436 0.055449 -0.17145 -0.1285 45.558 45.558 2.92E-02 34.98 2818700

43709 TEGIDLSK Unmodified _TEGIDLSK_ B4F8Q2_MAIZE 2 431.72946 861.44436 -0.043451 -0.09472 -0.15174 46.296 46.296 1.90E-02 43.12 12862000

43710 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 3 378.53142 1132.5724 0.65944 -0.20228 0.44585 45.392 45.392 1.00E+00 19.15 916080

43711 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 2 567.29348 1132.5724 0.10525 0.32925 0.42112 45.466 45.466 1.45E-01 11.28 385570

43712 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 3 378.53142 1132.5724 0.58914 -0.32367 0.2547 44.624 44.624 1.25E-01 14.74 1876000

43713 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 2 567.29348 1132.5724 0.15538 -0.40932 -0.26643 44.645 44.645 2.81E-03 61.49 601010

43714 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 3 378.53142 1132.5724 0.46606 -0.41513 0.039628 45.458 45.458 1.25E-01 24.94 5527100

43715 TEGIDLSKDR Unmodified _TEGIDLSKDR_ B4F8Q2_MAIZE 2 567.29348 1132.5724 0.043991 -0.17497 -0.14306 45.465 45.465 5.76E-06 72.75 2749300

43716 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.49809 -0.18577 0.3077 43.257 43.257 7.02E-22 82.98 9212700

43717 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.41696 -0.17808 0.23514 43.199 43.199 2.62E-07 65.41 198290

43718 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.50581 -0.45742 0.043912 45.434 45.434 7.61E-14 70.87 3807600

43719 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.51428 -0.48076 0.029329 44.619 44.619 1.98E-03 66.96 1704100

43720 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.52529 -0.33024 0.18992 45.373 45.373 2.05E-12 66.61 1506400

43721 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.56177 -0.11494 0.44094 46.354 46.354 1.98E-03 64.37 594160

43722 TEGSQVTEDEIK Unmodified _TEGSQVTEDEIK_ B4FQP4_MAIZE 2 668.31735 1334.6202 0.49446 -0.16091 0.32776 43.454 43.454 2.05E-12 60.43 771670
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43723 TEGYSGSDIR Unmodified _TEGYSGSDIR_ B4FSH3_MAIZE 2 542.74891 1083.4833 0.092748 -0.20602 -0.11858 37.677 37.677 4.40E-02 24.72 321170

43724 TEGYSGSDIR Unmodified _TEGYSGSDIR_ B4FSH3_MAIZE 2 542.74891 1083.4833 -0.16705 39.614 39.614 5.59E-03 27.39

43725 TEGYSGSDIR Unmodified _TEGYSGSDIR_ B4FSH3_MAIZE 2 542.74891 1083.4833 -0.0085245 -0.38057 -0.39539 40.552 40.552 1.25E-02 29.9 803100

43726 TEHMNYLR Oxidation (M) _TEHM(ox)NYLR_ Q84LS4_MAIZE 3 360.5028 1078.4866 1.0221 -0.094225 0.90789 28.704 28.704 9.76E-02 31.64 190920

43727 TEHMNYLR Oxidation (M) _TEHM(ox)NYLR_ Q84LS4_MAIZE 2 540.25057 1078.4866 0.094823 0.056913 0.13041 28.699 28.699 5.51E-01 10.08 43421

43728 TEHMNYLR Unmodified _TEHMNYLR_ Q84LS4_MAIZE 3 355.17116 1062.4917 1.0162 -0.40346 0.58873 38.302 38.302 1.05E-01 28.7 1499100

43729 TEHMNYLR Unmodified _TEHMNYLR_ Q84LS4_MAIZE 2 532.25311 1062.4917 0.0090845 0.000308 -0.016088 38.3 38.3 5.06E-02 32.57 384180

43730 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.70568 -0.24003 0.43416 46.469 46.469 5.26E-01 19.62 9356400

43731 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.35827 -0.61962 -0.28846 47.291 47.291 2.64E-01 32.69 6137700

43732 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.61406 -0.21338 0.37123 46.415 46.415 5.26E-01 16.95 1906100

43733 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.59214 0.1453 0.70569 48.805 48.805 9.46E-01 17.55 1836800

43734 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.72008 0.035973 0.72459 48.42 48.42 9.46E-01 11.59 1521900

43735 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.68609 0.051049 0.705 49.408 49.408 5.26E-01 17.99 1348300

43736 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.70329 -0.42452 0.24996 46.868 46.868 2.64E-01 21.68 6128900

43737 TEIIIR Unmodified _TEIIIR_ B4FHH2_MAIZE 2 372.73435 743.45414 0.46583 -0.079189 0.35605 50.201 50.201 9.46E-01 9.22 1244800

43738 TEINCDATLK Unmodified _TEINCDATLK_ B4FFV2_MAIZE 2 582.78189 1163.5492 0.029499 -0.036692 -0.014344 44.17 44.17 1.84E-04 42.94 414230

43739 TEINCDATLK Unmodified _TEINCDATLK_ B4FFV2_MAIZE 2 582.78189 1163.5492 0.10301 0.63183 0.72642 47.712 47.712 2.81E-03 33.65 268180

43740 TEKDITPMGGFPHYGIVK Unmodified _TEKDITPMGGFPHYGIVK_ B4FBM9_MAIZE 4 498.25802 1989.003 -0.013464 -1.7282 -1.7357 72.731 72.731 2.47E-02 11.15 654770

43741 TELESEWLQVLGK Unmodified _TELESEWLQVLGK_ B6TRK5_MAIZE 2 766.40376 1530.793 0.98541 0.77085 1.7415 108.74 108.74 1.00E-11 66.79 370920

43742 TELFLAGK Unmodified _TELFLAGK_ B6U543_MAIZE 2 439.75274 877.49092 0.12978 0.57092 0.68409 62.019 62.019 1.00E+00 1.8 659340

43743 TELFLAGK Unmodified _TELFLAGK_ B6U543_MAIZE 2 439.75274 877.49092 0.063976 -3.0758 -3.0209 63.559 63.559 3.77E-01 14.54 654410

43744 TELFLAGK Unmodified _TELFLAGK_ B6U543_MAIZE 2 439.75274 877.49092 -0.095042 -3.7762 -3.877 64.04 64.04 5.06E-02 18.91 923770

43745 TELFLAGK Unmodified _TELFLAGK_ B6U543_MAIZE 2 439.75274 877.49092 -0.045807 -2.8598 -2.9136 62.658 62.658 1.90E-02 44.93 7349000

43746 TELFLAGKDEAFLER Unmodified _TELFLAGKDEAFLER_ B6U543_MAIZE 3 580.30519 1737.8938 0.12797 0.13406 0.24583 86.255 86.255 5.05E-03 26.92 853270

43747 TELFLAGKDEAFLR Unmodified _TELFLAGKDEAFLR_ B6U3Y1_MAIZE 3 537.291 1608.8512 -0.04679 -0.15077 -0.21233 85.533 85.533 1.10E-02 29.32 2371900

43748 TELFLAGKDEAFLR Unmodified _TELFLAGKDEAFLR_ B6U3Y1_MAIZE 2 805.43286 1608.8512 0.95098 -0.30243 0.63417 85.302 85.302 2.96E-06 61.05 472740

43749 TELISMILDLKPR Unmodified _TELISMILDLKPR_ B6T9B9_MAIZE 3 510.29709 1527.8695 0.015306 -0.23402 -0.24142 113.87 113.87 6.66E-04 39.12 399980

43750 TELISMILDLKPR Unmodified _TELISMILDLKPR_ B6T9B9_MAIZE 3 510.29709 1527.8695 -0.1187 0.12227 -0.021056 114.57 114.57 1.60E-02 25.93 80447

43751 TELISMILDLKPR Unmodified _TELISMILDLKPR_ B6T9B9_MAIZE 3 510.29709 1527.8695 0.01936 -0.46881 -0.47289 114.71 114.71 1.60E-02 28.34 103460

43752 TELISMILDLKPR Unmodified _TELISMILDLKPR_ B6T9B9_MAIZE 3 510.29709 1527.8695 0.038934 -0.27567 -0.2603 115.22 115.22 5.88E-01 17.48 107090

43753 TELISMILDLKPR Oxidation (M) _TELISM(ox)ILDLKPR_ B6T9B9_MAIZE 3 515.62873 1543.8644 -0.13152 -0.12578 -0.2775 101.61 101.61 5.88E-01 19.27 316930

43754 TELISMILDLKPR Oxidation (M) _TELISM(ox)ILDLKPR_ B6T9B9_MAIZE 3 515.62873 1543.8644 0.0044318 -0.14608 -0.16193 101.58 101.58 1.00E+00 0.64 405650

43755 TELPVPIAR Unmodified _TELPVPIAR_ B4F8Z9_MAIZE 2 498.29784 994.58113 -0.10583 0.089377 -0.03182 67.377 67.377 3.32E-02 26.6 890760

43756 TELSQSDMFDQR Unmodified _TELSQSDMFDQR_ B4FQK5_MAIZE 2 728.82228 1455.63 0.80105 -0.60656 0.19239 64.54 64.54 2.05E-12 60 503790
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43757 TEMNQLYTK Oxidation (M) _TEM(ox)NQLYTK_ B6TB46_MAIZE 2 572.27116 1142.5278 0.077454 0.26167 0.32118 37.61 37.61 1.01E-02 24.05 186910

43758 TEMNQLYTK Unmodified _TEMNQLYTK_ B6TB46_MAIZE 2 564.27371 1126.5329 0.037073 0.20417 0.22002 51.469 51.469 3.13E-03 52.66 668910

43759 TENNPYLGFIYTSFQER Unmodified _TENNPYLGFIYTSFQER_ B4F9Q1_MAIZE 2 1039.9945 2077.9745 1.1867 -1.3732 -0.19387 113.45 113.45 3.69E-01 8.62 306600

43760 TENQDAIDATIVGMLADPK Unmodified _TENQDAIDATIVGMLADPK_ Q43242_MAIZE 2 1001.4935 2000.9725 1.2531 0.091992 1.3378 110.92 110.92 1.30E-03 31.79 283700

43761 TEQITAAMENGVLTVTVPK Unmodified _TEQITAAMENGVLTVTVPK_ B4G250_MAIZE 2 1001.5299 2001.0452 1.1748 -0.17012 1.0044 97.832 97.832 4.44E-10 34.41 182720

43762 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.0713 0.41987 1.4839 103 103 1.95E-13 73.24 760620

43763 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.0164 0.26864 1.2783 103.58 103.58 2.00E-19 83.1 487600

43764 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.009 0.15277 1.1551 103.65 103.65 1.95E-13 65.17 601250

43765 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.0478 0.037711 1.0783 103.65 103.65 7.64E-09 70.43 545470

43766 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.1184 0.30675 1.4179 103.19 103.19 7.68E-22 86.04 353470

43767 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.0949 0.46602 1.5536 103.79 103.79 3.56E-04 69.67 239180

43768 TESFLTWESLESVR Unmodified _TESFLTWESLESVR_ B4FAD4_MAIZE 2 842.41486 1682.8152 1.0397 0.23533 1.2682 103.37 103.37 3.40E-25 66.36 3777800

43769 TESLAVAEPAELNFTGMK Oxidation (M) _TESLAVAEPAELNFTGM(ox)K_ B4FGR6_MAIZE 2 962.47205 1922.9295 1.2007 0.11129 1.2987 85.435 85.435 3.04E-19 47.84 801530

43770 TETLAVAEPAELNFTGMK Oxidation (M) _TETLAVAEPAELNFTGM(ox)K_ B6TI18_MAIZE 2 969.47987 1936.9452 1.1898 -0.38399 0.79626 86.715 86.715 3.69E-03 29.51 1221700

43771 TETLAVAEPAELNFTGMK Unmodified _TETLAVAEPAELNFTGMK_ B6TI18_MAIZE 2 961.48242 1920.9503 1.1536 -0.70807 0.43371 93.81 93.81 8.94E-06 37 396150

43772 TETVIITDMNYYPVSK Oxidation (M) _TETVIITDM(ox)NYYPVSK_ Q94KS6_MAIZE 2 945.46369 1888.9128 1.1691 0.080133 1.2471 76.504 76.504 7.01E-14 46.33 316660

43773 TEVVVGDPK Unmodified _TEVVVGDPK_ B6T8B9_MAIZE 2 472.25838 942.50221 -0.12554 -0.065974 -0.17439 37.961 37.961 3.32E-02 37.2 50611

43774 TEVVVGDPK Unmodified _TEVVVGDPK_ B6T8B9_MAIZE 2 472.25838 942.50221 -0.21371 0.45986 0.26191 41.431 41.431 1.01E-02 38.5 698010

43775 TEYQLIDISEDGFVSLLTSDGNTK Unmodified _TEYQLIDISEDGFVSLLTSDGNTK_ B6SIL7_MAIZE 3 882.43247 2644.2756 1.1088 0.16506 1.2748 128.34 128.34 2.67E-01 9.89 69722

43776 TEYQLIDISEDGFVSLLTSDGNTK Unmodified _TEYQLIDISEDGFVSLLTSDGNTK_ B6SIL7_MAIZE 2 1323.1451 2644.2756 1.221 0.17564 1.3975 128.34 128.34 1.06E-07 58.93 50434

43777 TEYQLIDISEDGFVSLLTSDGNTK Unmodified _TEYQLIDISEDGFVSLLTSDGNTK_ B6SIL7_MAIZE 3 882.43247 2644.2756 1.1138 0.37948 1.4941 128.9 128.9 2.67E-01 8.77 57834

43778 TFAALKDYR Unmodified _TFAALKDYR_ Q9AT12_MAIZE 2 542.79292 1083.5713 -0.014063 0.66911 0.63439 56.947 56.947 7.18E-01 15.8 680990

43779 TFAALKDYR Unmodified _TFAALKDYR_ Q9AT12_MAIZE 2 542.79292 1083.5713 -0.082167 0.30304 0.20104 59.807 59.807 7.18E-01 10.58 1046400

43780 TFAAVGVDPAVMGIGPAVAIPAAVK Unmodified _TFAAVGVDPAVMGIGPAVAIPAAVK_ B6TR05_MAIZE 2 1161.6481 2321.2817 1.2594 0.02699 1.292 111.54 111.54 2.07E-09 28.65 195920

43781 TFAAVGVDPAVMGIGPAVAIPAAVK Unmodified _TFAAVGVDPAVMGIGPAVAIPAAVK_ B6TR05_MAIZE 3 774.76785 2321.2817 0.95334 -0.43913 0.51949 111.56 111.56 8.27E-03 10.18 317990

43782 TFAAVGVDPAVMGIGPAVAIPAAVK Unmodified _TFAAVGVDPAVMGIGPAVAIPAAVK_ B6TR05_MAIZE 3 774.76785 2321.2817 0.92984 -0.1863 0.74903 112.64 112.64 7.85E-10 42.04 757550

43783 TFAAVGVDPAVMGIGPAVAIPAAVK Unmodified _TFAAVGVDPAVMGIGPAVAIPAAVK_ B6TR05_MAIZE 2 1161.6481 2321.2817 1.2211 -0.27117 0.95595 112.63 112.63 1.26E-23 72.77 361350

43784 TFAAVGVDPAVMGIGPAVAIPAAVK Oxidation (M) _TFAAVGVDPAVM(ox)GIGPAVAIPAAVK_ B6TR05_MAIZE 3 780.09949 2337.2766 0.9804 0.030906 1.0181 102.05 102.05 1.37E-06 28.97 232200

43785 TFAAVGVDPAVMGIGPAVAIPAAVK Oxidation (M) _TFAAVGVDPAVM(ox)GIGPAVAIPAAVK_ B6TR05_MAIZE 3 780.09949 2337.2766 0.93716 -0.056771 0.88811 102.08 102.08 3.76E-09 41.58 342380

43786 TFAAVGVDPAVMGIGPAVAIPAAVK Oxidation (M) _TFAAVGVDPAVM(ox)GIGPAVAIPAAVK_ B6TR05_MAIZE 3 780.09949 2337.2766 0.91826 0.070092 0.99574 102.34 102.34 4.61E-12 58.43 2018200

43787 TFAAVGVDPAVMGIGPAVAIPAAVK Oxidation (M) _TFAAVGVDPAVM(ox)GIGPAVAIPAAVK_ B6TR05_MAIZE 2 1169.6456 2337.2766 1.2135 0.15096 1.3716 102.35 102.35 1.26E-23 69.42 738100

43788 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 -0.018788 -0.090841 -0.098563 38.008 38.008 3.32E-02 23.55 3645800

43789 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 -0.10035 0.059906 -0.028953 37.349 37.349 1.01E-02 27.43 1843600

43790 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 -0.007814 -0.31631 -0.31224 40.102 40.102 1.12E-01 24.4 3101400
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43791 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 0.010391 -0.033633 -0.012522 39.338 39.338 1.01E-02 34.21 1229800

43792 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 -0.16762 -1.1037 -1.2585 39.984 39.984 1.01E-02 43.38 32047000

43793 TFACSETVK Unmodified _TFACSETVK_ B6TGG2_MAIZE 2 521.74732 1041.4801 0.028261 -0.22017 -0.18081 39.843 39.843 1.12E-01 21.91 514220

43794 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 0.023103 0.020843 0.038357 58.535 58.535 9.73E-03 58.65 2938200

43795 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 -0.079167 0.23759 0.15371 58.869 58.869 1.01E-02 36.81 852760

43796 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 0.0066278 0.087873 0.089159 60.602 60.602 9.73E-03 58.93 2195800

43797 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 0.016884 0.17206 0.18333 59.94 59.94 1.01E-02 58.82 1905300

43798 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 -0.068144 0.1925 0.11883 60.446 60.446 9.73E-03 53.25 3889900

43799 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 -0.0521 -0.52011 -0.57661 60.488 60.488 3.13E-03 41.41 24349000

43800 TFAEETWGK Unmodified _TFAEETWGK_ Q43712_MAIZE 2 534.75346 1067.4924 -0.059144 -0.60199 -0.66416 61.714 61.714 1.12E-01 25.5 229280

43801 TFAGDQLMLK Oxidation (M) _TFAGDQLM(ox)LK_ B6T0D7_MAIZE 2 570.2919 1138.5692 -0.024088 0.37422 0.34836 65.483 65.483 4.40E-05 56.35 283800

43802 TFAHGTQTLTK Unmodified _TFAHGTQTLTK_ B4FC49_MAIZE 3 402.21554 1203.6248 0.34293 -0.51415 -0.15808 37.422 37.422 4.45E-03 33.53 4067700

43803 TFAHGTQTLTK Unmodified _TFAHGTQTLTK_ B4FC49_MAIZE 2 602.81967 1203.6248 0.22241 -0.26823 -0.033029 37.418 37.418 3.60E-06 55.77 827140

43804 TFAHGTQTLTK Unmodified _TFAHGTQTLTK_ B4FC49_MAIZE 3 402.21554 1203.6248 0.45475 0.022794 0.48965 34.771 34.771 1.15E-01 17.19 517680

43805 TFAHGTQTLTK Unmodified _TFAHGTQTLTK_ B4FC49_MAIZE 2 602.81967 1203.6248 0.2946 -0.11097 0.19629 34.775 34.775 1.67E-02 36.05 115200

43806 TFAHGTQTLTK Unmodified _TFAHGTQTLTK_ B4FC49_MAIZE 3 402.21554 1203.6248 0.2128 0.97214 1.1938 38.646 38.646 1.15E-01 22.3 84058

43807 TFANESNDNDPVR Unmodified _TFANESNDNDPVR_ B4FHS1_MAIZE 2 739.82895 1477.6433 0.77236 -0.055429 0.71047 48.365 48.365 1.56E-17 67.07 1423900

43808 TFDDPQTQK Unmodified _TFDDPQTQK_ B6UGG5_MAIZE 2 540.25383 1078.4931 -0.062303 -1.1075 -1.1559 34.695 34.695 3.32E-02 18.68 219020

43809 TFDDPQTQK Unmodified _TFDDPQTQK_ B6UGG5_MAIZE 2 540.25383 1078.4931 0.046309 -0.041421 0.018267 36.299 36.299 1.12E-01 25.12 283690

43810 TFDDPQTQK Unmodified _TFDDPQTQK_ B6UGG5_MAIZE 2 540.25383 1078.4931 0.057973 -0.10959 -0.038142 35.462 35.462 9.73E-03 28.6 612960

43811 TFDDPQTQK Unmodified _TFDDPQTQK_ B6UGG5_MAIZE 2 540.25383 1078.4931 -0.030349 -0.066227 -0.082967 36.197 36.197 3.21E-03 37.49 2131400

43812 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.078768 -0.074918 0.0058377 54.857 54.857 4.40E-05 70.79 12870000

43813 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.066545 -0.21888 -0.15037 54.671 54.671 4.40E-05 57.16 4615600

43814 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.096634 -0.072632 0.02572 56.819 56.819 5.76E-06 55.03 8917100

43815 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.091544 -0.095532 -0.00089881 56.082 56.082 5.76E-06 54.3 7148700

43816 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.053024 0.12562 0.18015 56.752 56.752 1.84E-04 45.38 4312000

43817 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.046616 0.47963 0.52677 57.568 57.568 4.40E-05 53.38 3038300

43818 TFDEALDTTK Unmodified _TFDEALDTTK_ B4G0K4_MAIZE 2 570.77459 1139.5346 0.039726 -0.35522 -0.31264 55.278 55.278 4.40E-02 33.91 768760

43819 TFDLPEEVLEQVDLVHSQFK Unmodified _TFDLPEEVLEQVDLVHSQFK_ B6SXY9_MAIZE 3 791.73727 2372.19 0.99796 0.39245 1.3936 127.52 127.52 2.38E-03 8.79 394490

43820 TFDPWPVFFR Unmodified _TFDPWPVFFR_ B6SNE0_MAIZE 2 656.32967 1310.6448 0.39935 0.22395 0.6435 127.06 127.06 4.40E-02 28.02 155270

43821 TFDPWPVFFR Unmodified _TFDPWPVFFR_ B6SNE0_MAIZE 2 656.32967 1310.6448 0.51709 0.3656 0.90318 119.26 119.26 4.40E-02 21.65 164110

43822 TFDPWPVFFR Unmodified _TFDPWPVFFR_ B6SNE0_MAIZE 2 656.32967 1310.6448 0.47068 0.34151 0.8322 121.59 121.59 1.25E-02 28.47 86751

43823 TFDTSYYR Unmodified _TFDTSYYR_ B6SIA9_MAIZE 2 526.73781 1051.4611 -0.070546 0.10924 0.037286 57.769 57.769 5.06E-02 37.7 1191300

43824 TFDVCFR Unmodified _TFDVCFR_ B4FDF4_MAIZE 2 472.71837 943.42218 0.032975 0.14856 0.21019 69.061 69.061 1.86E-01 18.64 527990
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43825 TFDVCFR Unmodified _TFDVCFR_ B4FDF4_MAIZE 2 472.71837 943.42218 -0.14728 -0.14181 -0.25885 69.592 69.592 8.04E-02 23.74 137240

43826 TFDVCFR Unmodified _TFDVCFR_ B4FDF4_MAIZE 2 472.71837 943.42218 -0.11213 0.063651 -0.019437 69.502 69.502 8.04E-02 28.56 3044800

43827 TFGCGSAIASSSVATEWVK Unmodified _TFGCGSAIASSSVATEWVK_ B4FN02_MAIZE 2 979.46984 1956.9251 1.1591 0.14444 1.3122 88.281 88.281 1.06E-14 109.53 180690

43828 TFGVLR Unmodified _TFGVLR_ B6SL90_MAIZE 2 346.70813 691.40171 1.0904 -0.048144 1.0547 53.439 53.439 2.78E-01 33.93 2378600

43829 TFGVLTK Unmodified _TFGVLTK_ B6U4J8_MAIZE 2 383.2289 764.44324 0.46971 0.14909 0.63518 52.35 52.35 7.83E-01 12.14 564620

43830 TFGVLTK Unmodified _TFGVLTK_ B6U4J8_MAIZE 2 383.2289 764.44324 0.55674 0.42303 0.99418 54.349 54.349 4.46E-01 19.95 1167700

43831 TFGVLTK Unmodified _TFGVLTK_ B6U4J8_MAIZE 2 383.2289 764.44324 0.54849 0.11021 0.67401 53.658 53.658 4.46E-01 16.46 746620

43832 TFGVLTK Unmodified _TFGVLTK_ B6U4J8_MAIZE 2 383.2289 764.44324 0.42233 0.57297 1.0091 54.392 54.392 1.86E-01 22.93 4267600

43833 TFHAPSEISF Unmodified _TFHAPSEISF_ B4FRH7_MAIZE 2 568.27456 1134.5346 0.079207 0.17183 0.25093 78.194 78.194 1.00E+00 3.67 130010

43834 TFHAPSEISF Unmodified _TFHAPSEISF_ B4FRH7_MAIZE 2 568.27456 1134.5346 0.12856 0.18789 0.31631 78.401 78.401 1.45E-01 23 1285400

43835 TFHDLGGK Unmodified _TFHDLGGK_ B6T430_MAIZE 2 437.72451 873.43447 0.19779 0.28301 0.49279 33.867 33.867 3.77E-01 17.56 36888

43836 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 2 672.88534 1343.7561 0.54495 -0.033955 0.50947 58.961 58.961 1.11E-04 35.97 1047200

43837 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.21083 0.10275 -0.10887 61.523 61.523 6.54E-02 13.74 746500

43838 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 2 672.88534 1343.7561 0.46771 -0.14432 0.32332 61.52 61.52 7.72E-03 35.89 128610

43839 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.11697 0.20387 0.085083 59.696 59.696 6.54E-02 15.2 490700

43840 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 0.025933 0.50702 0.53117 60.412 60.412 6.54E-02 19.96 684550

43841 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.021448 0.6935 0.67021 60.83 60.83 1.00E+00 6.57 877250

43842 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 0.018074 0.33189 0.3476 60.779 60.779 1.84E-01 12.83 1712900

43843 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.041954 0.11565 0.071523 60.995 60.995 6.54E-02 20.81 2109600

43844 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.012579 -0.015318 -0.028858 59.675 59.675 8.36E-03 24.26 2210000

43845 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 2 672.88534 1343.7561 0.51974 -0.34499 0.17368 59.673 59.673 1.98E-03 43.97 408810

43846 TFIAIKPDGVQR Unmodified _TFIAIKPDGVQR_ B6TKC5_MAIZE 3 448.92599 1343.7561 -0.22372 -0.24871 -0.47398 62.611 62.611 3.25E-03 29.27 24798000

43847 TFITSDAVVVDAK Unmodified _TFITSDAVVVDAK_ B6SH83_MAIZE 2 683.36665 1364.7187 0.59239 -0.009856 0.59541 72.251 72.251 1.47E-03 32.76 217170

43848 TFITSDAVVVDAK Unmodified _TFITSDAVVVDAK_ B6SH83_MAIZE 2 683.36665 1364.7187 0.58026 0.47479 1.0672 73.002 73.002 1.00E-11 40.3 534360

43849 TFITSDAVVVDAK Unmodified _TFITSDAVVVDAK_ B6SH83_MAIZE 2 683.36665 1364.7187 0.61163 -0.16671 0.45828 72.55 72.55 9.54E-02 8.58 408060

43850 TFITSDAVVVDAK Unmodified _TFITSDAVVVDAK_ B6SH83_MAIZE 2 683.36665 1364.7187 0.53822 -0.21699 0.33524 72.638 72.638 1.09E-26 65.38 3614600

43851 TFKDENFK Unmodified _TFKDENFK_ B6TCE9_MAIZE 3 343.50643 1027.4975 1.1668 0.14381 1.3015 39.234 39.234 2.47E-01 23.79 272390

43852 TFKDENFK Unmodified _TFKDENFK_ B6TCE9_MAIZE 3 343.50643 1027.4975 1.1767 -0.20357 0.96573 36.544 36.544 1.05E-01 24.35 1267800

43853 TFKDENFK Unmodified _TFKDENFK_ B6TCE9_MAIZE 2 514.75601 1027.4975 -0.048436 -0.068285 -0.12478 36.53 36.53 1.65E-01 29.68 343500

43854 TFKDENFK Unmodified _TFKDENFK_ B6TCE9_MAIZE 3 343.50643 1027.4975 0.92819 -0.30903 0.61185 40.104 40.104 3.42E-02 25.7 2394400

43855 TFKDENFK Unmodified _TFKDENFK_ B6TCE9_MAIZE 2 514.75601 1027.4975 -0.11442 0.006301 -0.11627 40.098 40.098 5.06E-02 37.6 1063700

43856 TFLSPPILLRPGDVADK Unmodified _TFLSPPILLRPGDVADK_ B6SZN0_MAIZE 3 613.684 1838.0302 0.34379 0.18753 0.5294 92.794 92.794 9.23E-01 3.49 1149200

43857 TFLSPPILLRPGDVADK Unmodified _TFLSPPILLRPGDVADK_ B6SZN0_MAIZE 3 613.684 1838.0302 0.35109 0.14661 0.49551 93.533 93.533 1.00E+00 2.24 364430

43858 TFLSPPILLRPGDVADK Unmodified _TFLSPPILLRPGDVADK_ B6SZN0_MAIZE 3 613.684 1838.0302 0.34985 0.044369 0.39269 93.46 93.46 9.23E-01 1.67 544100
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43859 TFLSPPILLRPGDVADK Unmodified _TFLSPPILLRPGDVADK_ B6SZN0_MAIZE 3 613.684 1838.0302 0.32358 0.14837 0.4692 93.466 93.466 2.56E-01 9.43 1596900

43860 TFLSPPILLRPGDVADK Unmodified _TFLSPPILLRPGDVADK_ B6SZN0_MAIZE 3 613.684 1838.0302 0.26695 0.083558 0.34793 93.285 93.285 6.49E-01 4.27 2486500

43861 TFNEYLGPLASSHFTTEGEVEFR Unmodified _TFNEYLGPLASSHFTTEGEVEFR_ B6UCZ5_MAIZE 3 877.75024 2630.2289 1.1342 0.059569 1.1929 102.27 102.27 8.99E-06 19.49 298070

43862 TFNQVEIK Unmodified _TFNQVEIK_ B6SII4_MAIZE B 2 489.76637 977.5182 -0.24727 -0.012178 -0.26871 53.759 53.759 5.06E-02 25.68 246290

43863 TFNQVEIKPEMIGHYLAEFSISYKPVK Unmodified _TFNQVEIKPEMIGHYLAEFSISYKPVK_ B6SII4_MAIZE B 4 792.91641 3167.6365 0.99977 -0.35244 0.63517 114.44 114.44 1.33E-06 23.6 388290

43864 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 4 796.91514 3183.6315 0.97321 0.13888 1.101 110.44 110.44 4.78E-05 25.56 657160

43865 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 5 637.73357 3183.6315 0.27615 0.22443 0.48963 129.98 129.98 1.46E-02 3.55 5805800

43866 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 4 796.91514 3183.6315 1.011 1.3898 2.3882 129.87 129.87 8.89E-02 12.29 1203900

43867 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 5 637.73357 3183.6315 0.30776 -0.1478 0.1489 130.35 130.35 2.43E-03 6.03 3628900

43868 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 4 796.91514 3183.6315 0.87531 0.14212 1.0064 131.4 131.4 1.33E-06 26.99 877690

43869 TFNQVEIKPEMIGHYLAEFSISYKPVK Oxidation (M) _TFNQVEIKPEM(ox)IGHYLAEFSISYKPVK_ B6SII4_MAIZE B 3 1062.2178 3183.6315 1.2757 0.34692 1.6116 131.43 131.43 1.30E-01 9.66 104600

43870 TFPDYFDVLSTFVK Unmodified _TFPDYFDVLSTFVK_ O24566_MAIZE 2 839.92179 1677.829 1.0806 0.56648 1.6647 126.71 126.71 7.64E-09 71.92 1078100

43871 TFPDYFDVLSTFVK Unmodified _TFPDYFDVLSTFVK_ O24566_MAIZE 2 839.92179 1677.829 1.0749 0.84863 1.9402 126.96 126.96 3.40E-25 86.21 1233600

43872 TFPDYFDVLSTFVK Unmodified _TFPDYFDVLSTFVK_ O24566_MAIZE 2 839.92179 1677.829 1.0332 -0.12162 0.92984 127.34 127.34 2.96E-06 49.68 459850

43873 TFPDYFDVLSTFVK Unmodified _TFPDYFDVLSTFVK_ O24566_MAIZE 2 839.92179 1677.829 1.0607 -0.33123 0.7486 126.88 126.88 7.64E-09 57.13 258730

43874 TFPDYFDVLSTFVK Unmodified _TFPDYFDVLSTFVK_ O24566_MAIZE 2 839.92179 1677.829 1.0028 0.21863 1.2387 127.64 127.64 7.68E-22 77.81 3092600

43875 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.02499 0.30061 0.28148 64.037 64.037 5.06E-02 18.74 2559600

43876 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.17852 0.25221 0.080147 64.49 64.49 1.65E-01 19.95 939410

43877 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.050273 0.1248 0.08077 65.812 65.812 3.77E-01 23.03 2090300

43878 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.034315 0.23588 0.20883 65.196 65.196 7.88E-01 7.93 1116000

43879 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.096669 -0.018672 -0.10736 65.565 65.565 3.77E-01 10.41 1778100

43880 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.11797 -0.089921 -0.20077 65.625 65.625 5.06E-02 30.34 15617000

43881 TFPTLDPR Unmodified _TFPTLDPR_ Q43274_MAIZE 2 473.75327 945.49198 -0.091654 0.94935 0.86344 65.912 65.912 1.00E+00 2.49 575630

43882 TFPVILLPK Unmodified _TFPVILLPK_ B4FFH8_MAIZE 2 514.33115 1026.6478 -0.04999 0.065164 0.012476 91.453 91.453 3.21E-03 45.42 6212200

43883 TFPVILLPK Unmodified _TFPVILLPK_ B4FFH8_MAIZE 2 514.33115 1026.6478 -0.11822 0.038246 -0.082588 94.557 94.557 1.00E+00 0.93 39519

43884 TFPVILLPK Unmodified _TFPVILLPK_ B4FFH8_MAIZE 2 514.33115 1026.6478 -0.033718 0.13623 0.099225 92.219 92.219 3.39E-01 22.23 1421000

43885 TFPVILLPK Unmodified _TFPVILLPK_ B4FFH8_MAIZE 2 514.33115 1026.6478 -0.079476 0.21793 0.13478 91.664 91.664 7.18E-01 10.05 1375900

43886 TFPVILLPK Unmodified _TFPVILLPK_ B4FFH8_MAIZE 2 514.33115 1026.6478 -0.14379 0.26172 0.11431 91.745 91.745 3.13E-03 46.02 20195000

43887 TFQEAAYLAEAVGAGMSGTVQGVLNR Unmodified _TFQEAAYLAEAVGAGMSGTVQGVLNR_ B6U3U5_MAIZE 3 880.77439 2639.3014 1.1415 -1.6862 -0.54538 128.39 128.39 7.02E-03 12.74 115010

43888 TFSIYR Unmodified _TFSIYR_ B6TF74_MAIZE 2 393.71087 785.40719 -0.052202 57.969 57.969 5.32E-01 6.85

43889 TFSIYR Unmodified _TFSIYR_ B6TF74_MAIZE 2 393.71087 785.40719 0.4149 -0.020658 0.38262 56.131 56.131 2.64E-01 31.83 7966500

43890 TFSLTGWK Unmodified _TFSLTGWK_ B6T9H3_MAIZE 2 470.25036 938.48617 -0.048554 0.18905 0.14913 79.251 79.251 3.77E-01 41.59 1416000

43891 TFSSWGIDYLK Unmodified _TFSSWGIDYLK_ B4FFJ4_MAIZE 2 658.8297 1315.6449 0.53534 0.01934 0.55384 93.758 93.758 1.67E-02 22.47 359640

43892 TFSSWGIDYLK Unmodified _TFSSWGIDYLK_ B4FFJ4_MAIZE 2 658.8297 1315.6449 0.47143 0.35644 0.82532 93.995 93.995 1.67E-02 25.28 662810
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43893 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.69734 0.19212 0.8873 67.875 67.875 2.62E-07 43.48 1069900

43894 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.69375 0.11328 0.8058 69.27 69.27 2.00E-01 11.63 30269

43895 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.65803 0.41318 1.0696 68.457 68.457 7.72E-03 20.07 467060

43896 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.72494 0.70895 1.4307 69.422 69.422 1.11E-04 46.62 797880

43897 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.74276 1.5712 2.3102 68.92 68.92 6.74E-02 12.81 359520

43898 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.68265 0.26174 0.94316 69.013 69.013 2.62E-07 71.64 1876200

43899 TFSYAGFEQQPK Unmodified _TFSYAGFEQQPK_ B4FBP0_MAIZE 2 701.83552 1401.6565 0.74703 0.32793 1.0724 69.24 69.24 9.64E-17 64.3 855430

43900 TFTDGDQLVFNFATGNHDVVEVDK Unmodified _TFTDGDQLVFNFATGNHDVVEVDK_ B4FAB0_MAIZE 3 890.08903 2667.2453 1.1429 0.13741 1.3009 104.73 104.73 3.25E-07 31.65 272630

43901 TFTLTPEQYIVK Unmodified _TFTLTPEQYIVK_ B6TY21_MAIZE 2 720.39267 1438.7708 0.71557 -0.44598 0.26948 88.938 88.938 4.56E-01 15.83 201430

43902 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 3 445.88245 1334.6255 0.047408 0.13867 0.20021 63.499 63.499 5.15E-02 23.22 5211200

43903 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 2 668.32003 1334.6255 0.56202 -0.011935 0.56336 63.529 63.529 3.60E-06 45.43 1249200

43904 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 2 668.32003 1334.6255 0.52172 -0.18746 0.3481 64.285 64.285 4.43E-05 52.44 324750

43905 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 3 445.88245 1334.6255 0.034575 0.016123 0.064396 65.353 65.353 1.91E-02 21.35 2637000

43906 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 2 668.32003 1334.6255 0.54529 -0.15171 0.40754 65.383 65.383 4.48E-03 48.92 483660

43907 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 3 445.88245 1334.6255 -0.0038596 0.28716 0.29633 65.089 65.089 1.91E-02 26.69 5846400

43908 TFTSDFPHVER Unmodified _TFTSDFPHVER_ B6TGB2_MAIZE 3 445.88245 1334.6255 0.020569 0.054131 0.089419 64.153 64.153 6.15E-03 24.1 2211900

43909 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 2 891.98714 1781.9597 1.0989 0.18398 1.2798 123.74 123.74 1.27E-09 55.07 1964200

43910 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 3 594.99385 1781.9597 0.18463 123.61 123.61 9.82E-01 6.34

43911 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 2 891.98714 1781.9597 1.089 -0.080593 1.0054 124.17 124.17 7.01E-14 47.48 1900900

43912 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 3 594.99385 1781.9597 0.19291 0.083272 0.27347 124.19 124.19 1.03E-03 38.03 1186700

43913 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 2 891.98714 1781.9597 1.0736 -0.21223 0.85805 124.47 124.47 4.21E-20 73.03 1642900

43914 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 3 594.99385 1781.9597 0.24889 0.20192 0.44702 124.45 124.45 7.40E-17 55.14 887370

43915 TFTSTQLLAMVLSNLK Oxidation (M) _TFTSTQLLAM(ox)VLSNLK_ B6SV64_MAIZE 3 594.99385 1781.9597 0.31062 0.12668 0.43356 124.91 124.91 2.60E-01 5.44 248650

43916 TFTSTQLLAMVLSNLK Unmodified _TFTSTQLLAMVLSNLK_ B6SV64_MAIZE 2 883.98968 1765.9648 1.0765 0.24594 1.316 126.47 126.47 7.73E-25 99.52 3276600

43917 TFTSTQLLAMVLSNLK Unmodified _TFTSTQLLAMVLSNLK_ B6SV64_MAIZE 3 589.66221 1765.9648 0.1938 0.24933 0.43661 126.46 126.46 3.78E-02 21.65 2949100

43918 TFTSTQLLAMVLSNLK Unmodified _TFTSTQLLAMVLSNLK_ B6SV64_MAIZE 3 589.66221 1765.9648 0.14614 0.12141 0.26093 126.96 126.96 1.00E+00 5.69 213240

43919 TFTSTQLLAMVLSNLK Unmodified _TFTSTQLLAMVLSNLK_ B6SV64_MAIZE 2 883.98968 1765.9648 1.0747 0.31337 1.3827 126.96 126.96 1.27E-09 62.77 187650

43920 TFTTAETMLNAR Unmodified _TFTTAETMLNAR_ B4G0N0_MAIZE 2 678.33483 1354.6551 0.59243 0.075836 0.65976 69.867 69.867 1.68E-09 63.98 1334700

43921 TFTTAETMLNAR Unmodified _TFTTAETMLNAR_ B4G0N0_MAIZE 2 678.33483 1354.6551 0.59625 0.24973 0.83762 70.44 70.44 1.98E-03 30.73 299240

43922 TFTTAETMLNAR Unmodified _TFTTAETMLNAR_ B4G0N0_MAIZE 2 678.33483 1354.6551 0.65542 0.94707 1.5934 70.818 70.818 1.11E-04 38.78 939400

43923 TFTTAETMLNAR Oxidation (M) _TFTTAETM(ox)LNAR_ B4G0N0_MAIZE 2 686.33228 1370.65 0.60012 0.22419 0.81937 55.29 55.29 1.68E-09 63.83 443610

43924 TFTTAETMLNAR Oxidation (M) _TFTTAETM(ox)LNAR_ B4G0N0_MAIZE 2 686.33228 1370.65 0.64747 0.25844 0.89982 57.141 57.141 2.62E-07 65.11 807560

43925 TFTTAETMLNAR Oxidation (M) _TFTTAETM(ox)LNAR_ B4G0N0_MAIZE 2 686.33228 1370.65 0.5924 0.259 0.84583 57.087 57.087 2.05E-12 72 2242700

43926 TFTYYHPESR Unmodified _TFTYYHPESR_ B4F9G1_MAIZE 3 434.20341 1299.5884 0.070909 0.14884 0.21431 51.115 51.115 3.83E-02 13.69 2564500
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43927 TFTYYHPESR Unmodified _TFTYYHPESR_ B4F9G1_MAIZE 3 434.20341 1299.5884 -0.0059315 0.22741 0.21579 51.787 51.787 2.94E-01 11.45 11439000

43928 TFTYYHPESR Unmodified _TFTYYHPESR_ B4F9G1_MAIZE 2 650.80148 1299.5884 0.39866 0.024269 0.41631 51.787 51.787 2.81E-03 52.36 2352900

43929 TFVDSTLPVIEHYNSK Unmodified _TFVDSTLPVIEHYNSK_ B6T904_MAIZE 2 925.47017 1848.9258 1.115 0.11911 1.2348 84.755 84.755 4.21E-20 74.52 1006300

43930 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.57539 0.2667 0.84451 23.489 23.489 5.26E-01 35.82 44431

43931 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.33501 0.44936 0.78591 21.766 21.766 1.00E+00 14.76 11106

43932 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.51465 0.40827 0.9242 23.77 23.77 1.00E+00 18.41 41887

43933 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.56539 1.3356 1.9009 23.448 23.448 2.78E-01 25.04 24387

43934 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.48897 0.075385 0.56834 23.412 23.412 9.46E-01 16.9 39419

43935 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.50876 0.15656 0.66683 24.157 24.157 2.64E-01 36.52 319090

43936 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 0.53813 0.74269 1.2822 23.846 23.846 9.46E-01 23.15 24630

43937 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 -0.96266 23.571 23.571 5.32E-01 12.18

43938 TFVHER Unmodified _TFVHER_ Q43274_MAIZE 2 394.70612 787.39769 -3.8634 26.171 26.171 7.12E-01 4.44

43939 TFVLYPSLGVGHLIPMVELAK Unmodified _TFVLYPSLGVGHLIPMVELAK_ B4F9P0_MAIZE 3 762.09731 2283.2701 0.86627 0.20383 1.0688 119.83 119.83 2.92E-02 17.28 549080

43940 TFVLYPSLGVGHLIPMVELAK Oxidation (M) _TFVLYPSLGVGHLIPM(ox)VELAK_ B4F9P0_MAIZE 3 767.42895 2299.265 0.93555 0.05731 0.99414 116.84 116.84 3.48E-04 22.09 470870

43941 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 2 1093.5706 2185.1267 1.2298 0.66815 1.9035 121.35 121.35 5.37E-06 55.29 447270

43942 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 2 1093.5706 2185.1267 1.274 1.1215 2.4008 121.49 121.49 3.25E-04 39.73 495880

43943 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 3 729.38283 2185.1267 0.81207 0.002991 0.82079 121.45 121.45 7.83E-01 3.85 105620

43944 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 2 1093.5706 2185.1267 1.2808 0.32332 1.6102 120.97 120.97 2.97E-04 38.82 841790

43945 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 3 729.38283 2185.1267 0.8333 0.3224 1.1613 120.96 120.96 1.00E+00 0.86 377670

43946 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 2 1093.5706 2185.1267 1.177 0.3165 1.4994 121.88 121.88 6.98E-04 37.99 3839700

43947 TFVSSILNSLPGVDPNDPSVK Unmodified _TFVSSILNSLPGVDPNDPSVK_ B4FRU4_MAIZE 3 729.38283 2185.1267 0.93005 0.89679 1.8322 121.89 121.89 2.92E-02 18 2350300

43948 TFVVHLYR Unmodified _TFVVHLYR_ B6SYA1_MAIZE 3 345.53091 1033.5709 1.1855 0.012703 1.2052 61.833 61.833 1.00E+00 12.21 701630

43949 TFVVHLYR Unmodified _TFVVHLYR_ B6SYA1_MAIZE 3 345.53091 1033.5709 1.0119 -0.3692 0.64949 62.906 62.906 2.47E-01 32.94 336740

43950 TFVVHLYR Unmodified _TFVVHLYR_ B6SYA1_MAIZE 3 345.53091 1033.5709 1.1774 -0.26879 0.9162 63.958 63.958 1.05E-01 21.34 346070

43951 TFVVTK Unmodified _TFVVTK_ B4FQ84_MAIZE 2 347.71034 693.40613 1.1222 -0.15924 0.98528 40.266 40.266 5.26E-01 18.87 205400

43952 TFVYIK Unmodified _TFVYIK_ B4FUF3_MAIZE 2 385.72599 769.43743 0.47747 -0.45825 0.015471 54.792 54.792 1.00E+00 9.03 448120

43953 TFVYIK Unmodified _TFVYIK_ B4FUF3_MAIZE 2 385.72599 769.43743 0.53206 0.16614 0.69455 56.628 56.628 2.78E-01 27.29 2482200

43954 TFYAGK Unmodified _TFYAGK_ B4FRJ1_MAIZE 2 343.67904 685.34353 1.221 0.12848 1.3413 32.696 32.696 1.00E+00 5.92 29297

43955 TFYAGK Unmodified _TFYAGK_ B4FRJ1_MAIZE 2 343.67904 685.34353 1.2078 1.2621 2.4589 33.275 33.275 1.00E+00 11.81 27328

43956 TFYAGK Unmodified _TFYAGK_ B4FRJ1_MAIZE 2 343.67904 685.34353 1.2426 -0.10203 1.1332 33.499 33.499 9.46E-01 16.26 93916

43957 TFYAGK Unmodified _TFYAGK_ B4FRJ1_MAIZE 2 343.67904 685.34353 1.1579 -0.46272 0.68809 34.008 34.008 5.26E-01 22.77 2071400

43958 TFYDPAK Unmodified _TFYDPAK_ B6T0A9_MAIZE 2 421.20816 840.40177 0.17758 0.5825 0.75212 48.59 48.59 4.46E-01 13.5 1652800

43959 TFYDPAK Unmodified _TFYDPAK_ B6T0A9_MAIZE 2 421.20816 840.40177 -0.02269 1.7017 1.6676 50.092 50.092 1.86E-01 15.82 913160

43960 TFYDPAKR Unmodified _TFYDPAKR_ B6T0A9_MAIZE 3 333.1749 996.50288 1.3496 -0.22069 1.1164 42.908 42.908 2.69E-02 26.72 718660
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43961 TFYDPAKR Unmodified _TFYDPAKR_ B6T0A9_MAIZE 3 333.1749 996.50288 1.1286 -0.40562 0.71249 44.746 44.746 5.41E-01 17.73 222570

43962 TFYDPVLR Unmodified _TFYDPVLR_ INV1_MAIZE B6 2 505.76892 1009.5233 -0.12549 0.065795 -0.056483 71.814 71.814 1.65E-01 11.47 664100

43963 TFYDPVLR Unmodified _TFYDPVLR_ INV1_MAIZE B6 2 505.76892 1009.5233 -0.0088161 0.24868 0.24214 72.581 72.581 7.88E-01 11.26 978330

43964 TFYDPVLR Unmodified _TFYDPVLR_ INV1_MAIZE B6 2 505.76892 1009.5233 -0.03611 -0.1509 -0.18388 72.18 72.18 1.65E-01 12.71 1029500

43965 TFYDPVLR Unmodified _TFYDPVLR_ INV1_MAIZE B6 2 505.76892 1009.5233 -0.14493 -0.053003 -0.1945 72.286 72.286 3.77E-01 17.47 4270500

43966 TFYDPVLR Unmodified _TFYDPVLR_ INV1_MAIZE B6 2 505.76892 1009.5233 -0.10404 -0.11082 -0.21236 72.526 72.526 2.92E-02 20.23 6971800

43967 TGAALVR Unmodified _TGAALVR_ B6UBA1_MAIZE 2 344.21104 686.40752 1.2225 -0.61775 0.59432 29.944 29.944 8.04E-02 48.1 93179

43968 TGAAQEAINGIR Unmodified _TGAAQEAINGIR_ B6TGT3_MAIZE 2 600.8202 1199.6258 0.11619 -0.045785 0.050079 53.817 53.817 1.68E-09 74.68 187410

43969 TGAGPTESASANVSTDK Unmodified _TGAGPTESASANVSTDK_ B6T5U0_MAIZE 2 796.87356 1591.7326 0.91905 0.035945 0.95495 40.646 40.646 1.51E-07 100.9 407940

43970 TGAGPTESASANVSTDKNR Unmodified _TGAGPTESASANVSTDKNR_ B6T5U0_MAIZE 3 621.63281 1861.8766 0.3388 -0.16321 0.1698 37.112 37.112 1.10E-01 22.2 55376

43971 TGAPCR Unmodified _TGAPCR_ B6T3P9_MAIZE 2 331.15795 660.30134 1.4993 -0.36737 1.1426 11.154 11.154 1.00E+00 14.4 6135.9

43972 TGAPCR Unmodified _TGAPCR_ B6T3P9_MAIZE 2 331.15795 660.30134 1.4508 -0.37095 1.0895 11.686 11.686 5.26E-01 28.13 43809

43973 TGAPPAPSGVPAGGGR Unmodified _TGAPPAPSGVPAGGGR_ B6UCY8_MAIZE 2 674.85203 1347.6895 0.61212 -0.51294 0.11185 45.014 45.014 2.16E-02 23.78 267330

43974 TGASAGCLEDR Unmodified _TGASAGCLEDR_ B6T442_MAIZE 2 568.75367 1135.4928 0.10678 3.7858 3.887 35.293 35.293 4.48E-03 67.88 182130

43975 TGASSGSMAAVVYR Oxidation (M) _TGASSGSM(ox)AAVVYR_ B6SJJ4_MAIZE 2 686.82991 1371.6453 0.57636 0.14289 0.71776 40.75 40.75 3.36E-04 76.62 704100

43976 TGASSGSMAAVVYR Unmodified _TGASSGSMAAVVYR_ B6SJJ4_MAIZE 2 678.83245 1355.6503 0.49833 -0.26191 0.23353 55.466 55.466 3.56E-04 67.36 947740

43977 TGATTESYDDFLASLPENDCR Unmodified _TGATTESYDDFLASLPENDCR_ B4FTP0_MAIZE 2 1181.5106 2361.0067 1.1269 0.21081 1.3386 97.672 97.672 2.97E-04 51.33 174740

43978 TGDCGGVLQCTGYGR Unmodified _TGDCGGVLQCTGYGR_ B6TL22_MAIZE 2 800.84576 1599.677 0.89088 -0.21614 0.70697 57.603 57.603 7.01E-11 84.94 1531400

43979 TGDCGGVLQCTGYGR Unmodified _TGDCGGVLQCTGYGR_ B6TL22_MAIZE 2 800.84576 1599.677 0.91221 -0.50561 0.44005 60.222 60.222 6.53E-30 75.78 894480

43980 TGDIYSPGTTLVGCK Unmodified _TGDIYSPGTTLVGCK_ B6THR9_MAIZE 2 784.88488 1567.7552 0.91599 -0.59066 0.34512 68.885 68.885 7.01E-11 67.8 2936600

43981 TGDSSIATQINEGGFK Unmodified _TGDSSIATQINEGGFK_ B4FT76_MAIZE 2 812.89429 1623.774 0.9502 -0.24674 0.70557 67.907 67.907 1.42E-33 90 759610

43982 TGDVQWMTAGR Oxidation (M) _TGDVQWM(ox)TAGR_ B4FNE9_MAIZE 2 619.28514 1236.5557 0.30483 0.43025 0.74951 52.114 52.114 1.30E-03 41.53 718760

43983 TGDVQWMTAGR Oxidation (M) _TGDVQWM(ox)TAGR_ B4FNE9_MAIZE 2 619.28514 1236.5557 0.2962 -0.17253 0.13866 49.675 49.675 3.10E-05 69.39 532140

43984 TGDVVTVDLANSVFINHTSGK Unmodified _TGDVVTVDLANSVFINHTSGK_ B6SZA5_MAIZE 3 725.37445 2173.1015 0.7732 0.17755 0.96632 92.146 92.146 4.03E-01 13.07 630210

43985 TGDVVTVDLANSVFINHTSGK Unmodified _TGDVVTVDLANSVFINHTSGK_ B6SZA5_MAIZE 3 725.37445 2173.1015 0.72431 0.25273 0.99216 93.523 93.523 1.38E-25 67.26 681750

43986 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 2 870.97254 1739.9305 1.1047 -0.81931 0.28438 95.265 95.265 3.42E-29 93.91 432090

43987 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 2 870.97254 1739.9305 1.0941 0.20335 1.295 95.97 95.97 3.42E-29 74.97 254580

43988 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 2 870.97254 1739.9305 1.1218 0.22839 1.3473 95.809 95.809 1.43E-21 70.79 234610

43989 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 2 870.97254 1739.9305 1.0783 0.11657 1.1926 96.013 96.013 8.28E-39 89.22 2409000

43990 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 3 580.98412 1739.9305 0.19612 0.064268 0.25715 95.986 95.986 9.23E-01 7.27 770940

43991 TGEDVEILGLAQTGPLK Unmodified _TGEDVEILGLAQTGPLK_ B4FVB2_MAIZE 2 870.97254 1739.9305 1.0682 -0.57645 0.49022 95.587 95.587 8.28E-39 106.92 1174300

43992 TGEDVEILGLTQSGPLK Unmodified _TGEDVEILGLTQSGPLK_ B4FH57_MAIZE 2 878.97 1755.9254 1.1329 0.18401 1.3176 93.739 93.739 3.42E-29 88.08 686660

43993 TGEDVEILGLTQSGPLK Unmodified _TGEDVEILGLTQSGPLK_ B4FH57_MAIZE 2 878.97 1755.9254 1.1479 0.322 1.4695 93.376 93.376 8.28E-39 101.21 724390

43994 TGEEKEVVISVDDGIRPGTTASGLAK Unmodified _TGEEKEVVISVDDGIRPGTTASGLAK_ B4FBK8_MAIZE 3 877.12749 2628.3606 1.1031 -0.013995 1.0894 72.503 72.503 2.26E-32 46.89 2324800
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43995 TGEICLDILK Unmodified _TGEICLDILK_ B4FA99_MAIZE 2 581.31283 1160.6111 0.10401 0.2468 0.34538 87.153 87.153 1.84E-04 64.06 1026800

43996 TGEIVVFNVDGR Unmodified _TGEIVVFNVDGR_ B4FY24_MAIZE 2 653.34351 1304.6725 0.50263 0.36953 0.8875 80.479 80.479 7.72E-03 39.38 122150

43997 TGEVIAHVAEGDAEDINR Unmodified _TGEVIAHVAEGDAEDINR_ Q43274_MAIZE 3 632.6413 1894.9021 0.39405 -0.006237 0.37906 66.996 66.996 6.09E-01 4.62 805510

43998 TGEVIAHVAEGDAEDINR Unmodified _TGEVIAHVAEGDAEDINR_ Q43274_MAIZE 3 632.6413 1894.9021 0.36136 -0.073209 0.27943 66.946 66.946 1.31E-01 20.14 5439700

43999 TGEVIAHVAEGDAEDINR Unmodified _TGEVIAHVAEGDAEDINR_ Q43274_MAIZE 2 948.45832 1894.9021 1.1537 0.090388 1.236 66.94 66.94 1.77E-34 85.65 1503600

44000 TGEVIASIAEGGK Unmodified _TGEVIASIAEGGK_ Q8S531_MAIZE 2 616.33007 1230.6456 0.35702 -0.097595 0.24927 64.721 64.721 6.20E-03 34.63 567800

44001 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.1497 -0.051445 0.11172 82.414 82.414 1.26E-05 43.63 1880000

44002 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.06641 0.14184 0.22157 82.849 82.849 1.09E-07 47.36 894980

44003 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.14629 0.12854 0.28721 83.313 83.313 1.14E-02 42.65 1639000

44004 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.13091 0.049121 0.19392 83.014 83.014 1.14E-02 34.04 1838200

44005 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 2 853.41827 1704.822 1.0761 -0.1814 0.90818 83.001 83.001 2.05E-04 26.36 248320

44006 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.06066 0.075304 0.14949 82.771 82.771 7.48E-04 41.23 3285700

44007 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 2 853.41827 1704.822 1.0927 -0.52124 0.58583 82.754 82.754 1.12E-07 35.83 636420

44008 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.06458 0.16659 0.24445 83.276 83.276 2.19E-02 25.23 16324000

44009 TGFDLQHVQDGLYGR Unmodified _TGFDLQHVQDGLYGR_ B4FAL8_MAIZE 3 569.28127 1704.822 0.07442 0.083847 0.17199 82.978 82.978 1.00E+00 4.19 621480

44010 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.90327 -0.000969 0.91478 44.926 44.926 9.39E-03 24.53 724700

44011 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.86363 0.16518 1.0402 47.607 47.607 8.40E-02 18.64 234570

44012 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.81874 0.21575 1.0484 46.959 46.959 8.40E-02 24.36 329680

44013 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.72879 -0.01242 0.73115 47.737 47.737 5.45E-01 19.33 654320

44014 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 2 545.27744 1088.5403 0.031462 -0.13644 -0.091408 46.915 46.915 7.18E-01 12.32 1699700

44015 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.84138 -0.1245 0.73131 46.919 46.919 8.40E-02 23.34 4188700

44016 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 3.4248 47.947 47.947 4.39E-02 19.21

44017 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 3 363.85405 1088.5403 0.86303 -0.28601 0.59224 45.573 45.573 8.40E-02 23.14 3938700

44018 TGFHFQPQK Unmodified _TGFHFQPQK_ B6T0A9_MAIZE 2 545.27744 1088.5403 -0.016552 -0.51659 -0.51937 45.568 45.568 3.32E-02 36.32 1088700

44019 TGFLQLFDYIQGK Unmodified _TGFLQLFDYIQGK_ B6T0C0_MAIZE 2 765.40357 1528.7926 0.81956 0.23493 1.059 123.95 123.95 1.56E-17 95.96 1739800

44020 TGFSPMQQPMR 2 Oxidation (M) _TGFSPM(ox)QQPM(ox)R_ B6U276_MAIZE 2 656.29465 1310.5747 0.47428 -0.046163 0.43577 43.476 43.476 1.16E-04 32.46 252460

44021 TGFTGPINYYR Unmodified _TGFTGPINYYR_ B6TXX8_MAIZE 2 644.81967 1287.6248 0.45026 0.87177 1.3194 71.033 71.033 7.60E-01 15.98 1162600

44022 TGFTGPINYYR Unmodified _TGFTGPINYYR_ B6TXX8_MAIZE 2 644.81967 1287.6248 0.36756 -0.28737 0.080512 71.657 71.657 3.83E-01 34.96 342570

44023 TGGIGASLR Unmodified _TGGIGASLR_ B6TQ36_MAIZE 2 416.23778 830.46102 0.18051 -0.2992 -0.12034 43.451 43.451 3.39E-01 18.87 304930

44024 TGGIGASLR Unmodified _TGGIGASLR_ B6TQ36_MAIZE 2 416.23778 830.46102 0.14441 0.46788 0.60821 43.996 43.996 3.32E-02 39.44 4131000

44025 TGGLVVLSESFGHSVFK Unmodified _TGGLVVLSESFGHSVFK_ B4F918_MAIZE 3 588.64907 1762.9254 0.1718 0.15827 0.34693 97.643 97.643 1.75E-02 27.33 614330

44026 TGGLVVLSESFGHSVFK Unmodified _TGGLVVLSESFGHSVFK_ B4F918_MAIZE 3 588.64907 1762.9254 0.24784 -0.097131 0.16775 97.677 97.677 5.01E-03 43.04 498300

44027 TGGPFGTMK Unmodified _TGGPFGTMK_ B6TM55_MAIZE 2 448.22075 894.42694 0.0317 0.3975 0.44691 47.924 47.924 3.32E-02 31.36 2376700

44028 TGGPFGTMK Unmodified _TGGPFGTMK_ B6TM55_MAIZE 2 448.22075 894.42694 -0.0019568 0.24359 0.26095 49.987 49.987 1.12E-01 21.76 3054300
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44029 TGGPFGTMK Unmodified _TGGPFGTMK_ B6TM55_MAIZE 2 448.22075 894.42694 -0.035055 0.75371 0.73594 50.903 50.903 1.12E-01 36.64 1314100

44030 TGGPFGTMK Unmodified _TGGPFGTMK_ B6TM55_MAIZE 2 448.22075 894.42694 -0.08603 0.18868 0.12232 48.465 48.465 1.01E-02 42.32 9862600

44031 TGGPFGTMK Oxidation (M) _TGGPFGTM(ox)K_ B6TM55_MAIZE 2 456.2182 910.42185 -0.078964 0.078741 0.023219 35.844 35.844 1.00E+00 32.3 9888.2

44032 TGGPFGTMK Oxidation (M) _TGGPFGTM(ox)K_ B6TM55_MAIZE 2 456.2182 910.42185 -0.030529 0.15656 0.14915 38.199 38.199 5.10E-01 19.77 372570

44033 TGGPFGTMK Oxidation (M) _TGGPFGTM(ox)K_ B6TM55_MAIZE 2 456.2182 910.42185 -0.060719 0.16456 0.127 35.761 35.761 6.60E-03 47.54 3768000

44034 TGIENLLR Unmodified _TGIENLLR_ Q5EUC9_MAIZE 2 458.26654 914.51853 -0.020192 -0.31876 -0.36343 72.44 72.44 5.06E-02 46.55 809120

44035 TGIENLLR Unmodified _TGIENLLR_ Q5EUC9_MAIZE 2 458.26654 914.51853 -0.051435 0.12126 0.045565 72.316 72.316 2.92E-02 79.77 919790

44036 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 0.14391 0.26563 0.39857 64.195 64.195 3.77E-01 28.6 2313200

44037 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 -0.0095543 0.36854 0.34789 64.895 64.895 2.92E-02 48.59 1073600

44038 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 0.11248 0.088504 0.19177 66.008 66.008 5.06E-02 44.62 2485000

44039 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 0.10104 0.19368 0.28537 65.396 65.396 1.65E-01 32.36 1671800

44040 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 -0.055488 0.045911 -0.018767 65.691 65.691 2.92E-02 51.61 12994000

44041 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 0.10794 0.069833 0.16705 80.763 80.763 1.00E+00 2.47 304970

44042 TGIIDPLK Unmodified _TGIIDPLK_ CH61_MAIZE 2 428.76056 855.50657 0.20432 0.24403 0.43804 64.719 64.719 2.92E-02 40.74 323860

44043 TGINHPLGK Unmodified _TGINHPLGK_ B4FS26_MAIZE 2 468.76671 935.51886 -0.060282 -0.043043 -0.10902 33.291 33.291 1.12E-01 44.64 67637

44044 TGISLVNGAHDTAK Unmodified _TGISLVNGAHDTAK_ B6T7C2_MAIZE 2 692.36497 1382.7154 0.66637 -0.31379 0.35354 48.333 48.333 2.96E-06 64.08 881480

44045 TGLFCPCVLFGR Unmodified _TGLFCPCVLFGR_ B6SGC5_MAIZE 2 713.85213 1425.6897 0.74351 0.55407 1.3254 104.95 104.95 7.72E-03 29.15 112660

44046 TGLHALSIDAK Unmodified _TGLHALSIDAK_ B6UE68_MAIZE 3 375.88027 1124.619 0.63399 -0.13938 0.48121 55.102 55.102 1.15E-01 16.86 1214900

44047 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.37025 0.04135 0.40409 68.161 68.161 1.67E-03 33.2 5747300

44048 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 2 601.32185 1200.6291 0.26318 0.10382 0.35861 68.131 68.131 4.40E-02 31.52 2299900

44049 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.2516 0.42768 0.67071 71.394 71.394 3.83E-02 31.91 55353

44050 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.23053 -0.10731 0.11611 69.242 69.242 1.67E-03 32.22 2171600

44051 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 2 601.32185 1200.6291 0.29272 0.30164 0.58626 69.266 69.266 1.25E-02 29.98 621620

44052 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.35521 -0.2864 0.062346 69.907 69.907 2.99E-03 27.73 3827600

44053 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 2 601.32185 1200.6291 0.27882 0.27164 0.54266 69.917 69.917 7.11E-01 19.4 996470

44054 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.29545 -0.18035 0.10664 69.398 69.398 5.02E-04 30.81 5724800

44055 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.23348 -0.026867 0.19783 69.439 69.439 1.25E-01 18.28 3568200

44056 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.28652 -0.001263 0.2767 69.458 69.458 1.67E-03 26.4 14331000

44057 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 3 401.21699 1200.6291 0.26603 -0.25412 0.0049922 69.297 69.297 4.03E-05 40.9 69861000

44058 TGLPYIWHSK Unmodified _TGLPYIWHSK_ B4FQX1_MAIZE 2 601.32185 1200.6291 0.15412 -0.063388 0.083336 69.284 69.284 2.81E-03 31.21 25966000

44059 TGLPYVMR Unmodified _TGLPYVMR_ B4FX25_MAIZE 2 468.75221 935.48987 -0.052936 -0.19574 -0.2537 65.091 65.091 1.00E+00 10.3 3079200

44060 TGLPYVMR Unmodified _TGLPYVMR_ B4FX25_MAIZE 2 468.75221 935.48987 -0.030448 -0.035087 -0.071158 66.619 66.619 1.00E+00 1.14 472870

44061 TGLPYVMR Unmodified _TGLPYVMR_ B4FX25_MAIZE 2 468.75221 935.48987 -0.14273 0.20923 0.060277 66.855 66.855 5.06E-02 30.43 9329900

44062 TGLPYVMR Oxidation (M) _TGLPYVM(ox)R_ B4FX25_MAIZE 2 476.74967 951.48479 -0.16889 -0.13325 -0.30296 55.765 55.765 2.74E-01 14.3 316010
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44063 TGLPYVMR Oxidation (M) _TGLPYVM(ox)R_ B4FX25_MAIZE 2 476.74967 951.48479 -0.14419 0.18511 0.03869 58.121 58.121 2.92E-02 39.85 4522600

44064 TGMSLIIGIYDEPMTPGQCNMVVER 3 Oxidation (M) _TGM(ox)SLIIGIYDEPM(ox)TPGQCNM(ox)VVER_ B4FV68_MAIZE 3 953.77257 2858.2959 1.1628 -0.23543 0.93255 92.204 92.204 2.18E-06 36.64 107230

44065 TGMSLIIGVYDEPMTPGQCNMVVER 3 Oxidation (M) _TGM(ox)SLIIGVYDEPM(ox)TPGQCNM(ox)VVER_ B4FTX3_MAIZE 3 949.10068 2844.2802 1.1246 -0.44112 0.69242 86.778 86.778 3.05E-05 34.64 308720

44066 TGMSLIIGVYDEPMTPGQCNMVVER 3 Oxidation (M) _TGM(ox)SLIIGVYDEPM(ox)TPGQCNM(ox)VVER_ B4FTX3_MAIZE 2 1423.1474 2844.2802 1.257 -0.63098 0.63508 86.734 86.734 7.39E-01 23.86 27425

44067 TGMSLIIGVYDEPMTPGQCNMVVER 3 Oxidation (M) _TGM(ox)SLIIGVYDEPM(ox)TPGQCNM(ox)VVER_ B4FTX3_MAIZE 3 949.10068 2844.2802 1.1619 -0.62391 0.54677 86.544 86.544 2.25E-09 36.69 245360

44068 TGNFIHQLPLEIGSVSEISCR Unmodified _TGNFIHQLPLEIGSVSEISCR_ B6U134_MAIZE 3 786.40212 2356.1845 0.9534 -0.14863 0.80434 98.06 98.06 8.77E-02 26.57 400580

44069 TGNFIHQLPLEIGSVSEISCR Unmodified _TGNFIHQLPLEIGSVSEISCR_ B6U134_MAIZE 3 786.40212 2356.1845 0.92059 0.1845 1.1045 98.922 98.922 8.77E-02 39.2 350640

44070 TGNFIHQLPLEIGSVSEISCR Unmodified _TGNFIHQLPLEIGSVSEISCR_ B6U134_MAIZE 3 786.40212 2356.1845 0.90927 0.53955 1.4473 99.057 99.057 8.77E-02 40.38 300860

44071 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.022 0.031035 1.0651 125.49 125.49 5.14E-05 56.17 4114600

44072 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.0336 -0.12087 0.92446 126.34 126.34 6.27E-03 62.06 265630

44073 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.072 -0.41554 0.66895 129.35 129.35 1.68E-03 47.49 287450

44074 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.0882 -0.055419 1.0449 129.67 129.67 5.17E-06 49.63 820500

44075 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.0806 0.39657 1.4889 130.78 130.78 6.43E-02 42.69 406350

44076 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 0.99765 -0.4092 0.60045 130.27 130.27 3.27E-04 64.4 6908000

44077 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 4 630.33071 2517.2937 0.35198 0.2856 0.64836 130.35 130.35 1.00E+00 19.37 468870

44078 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 2 1259.6541 2517.2937 1.1914 0.015464 1.2188 130.33 130.33 1.74E-18 57.94 344810

44079 TGNHTFDPLMDLLVGNVGLIFTK Oxidation (M) _TGNHTFDPLM(ox)DLLVGNVGLIFTK_ B4FNM4_MAIZE 3 840.10519 2517.2937 1.06 -0.52318 0.54967 130.55 130.55 1.68E-03 36.67 239760

44080 TGNHTFDPLMDLLVGNVGLIFTK Unmodified _TGNHTFDPLMDLLVGNVGLIFTK_ B4FNM4_MAIZE 3 834.77355 2501.2988 1.0208 -0.22165 0.81059 128.87 128.87 3.27E-04 58.53 12473000

44081 TGNHTFDPLMDLLVGNVGLIFTK Unmodified _TGNHTFDPLMDLLVGNVGLIFTK_ B4FNM4_MAIZE 3 834.77355 2501.2988 1.0211 0.38561 1.4172 131.21 131.21 6.27E-03 45.71 4953800

44082 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.2188 0.047857 1.2582 103.65 103.65 8.22E-26 72.44 449590

44083 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.2419 0.060232 1.2933 104.21 104.21 1.43E-30 59.39 363630

44084 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.91179 -0.38441 0.51924 104.22 104.22 5.39E-04 33.58 477090

44085 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.93397 -0.3695 0.55576 104.25 104.25 2.19E-05 38.08 747610

44086 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.1423 0.11668 1.2505 104.24 104.24 8.22E-26 70.78 583250

44087 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.92524 -0.29689 0.62033 104.27 104.27 5.93E-08 50 756480

44088 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.95748 -0.30625 0.64301 103.81 103.81 2.19E-05 31.14 572770

44089 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.2165 -0.084527 1.1232 104.48 104.48 2.77E-12 58.22 639880

44090 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.99779 -0.45245 0.53692 104.48 104.48 1.91E-01 17.22 507710

44091 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.176 -0.060567 1.107 103.95 103.95 8.22E-26 72.54 5000900

44092 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 3 787.39826 2359.173 0.92739 -0.26615 0.65279 103.97 103.97 5.93E-08 46.15 4329100

44093 TGPINLGNPGEFTMLELAENVK Oxidation (M) _TGPINLGNPGEFTM(ox)LELAENVK_ B4FF24_MAIZE 2 1180.5938 2359.173 1.1193 -0.24682 0.86451 104.91 104.91 7.33E-10 75.15 392220

44094 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.1651 -0.12744 1.0274 118.62 118.62 4.20E-18 84.73 1716500

44095 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 3 782.06663 2343.178 0.91597 -0.9366 -0.029583 118.5 118.5 5.95E-05 59.28 1778800

44096 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.223 -0.76174 0.45169 119.07 119.07 5.68E-10 71.35 231040
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44097 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.1518 -0.32882 0.813 119.3 119.3 4.20E-18 87 300290

44098 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.1894 0.049899 1.2294 119.64 119.64 5.68E-10 73.32 195080

44099 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.2235 0.040244 1.2536 120.05 120.05 5.68E-10 66.82 478920

44100 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 2 1172.5963 2343.178 1.1771 -0.17809 0.98927 119.07 119.07 4.59E-36 113.43 3403500

44101 TGPINLGNPGEFTMLELAENVK Unmodified _TGPINLGNPGEFTMLELAENVK_ B4FF24_MAIZE 3 782.06663 2343.178 0.88246 -0.23442 0.63827 119.07 119.07 1.22E-04 48.58 3531600

44102 TGPLFWIDTADK Unmodified _TGPLFWIDTADK_ B6TIJ2_MAIZE 2 682.34826 1362.682 0.6223 0.43848 1.0659 100.34 100.34 7.72E-03 25.67 827730

44103 TGPSITDAAMSR Unmodified _TGPSITDAAMSR_ B4FJD7_MAIZE 2 603.79279 1205.571 0.14217 -0.40037 -0.26379 56.939 56.939 1.00E+00 9.74 683740

44104 TGPSITDAAMSR Unmodified _TGPSITDAAMSR_ B4FJD7_MAIZE 2 603.79279 1205.571 0.14451 -0.20514 -0.066173 54.674 54.674 1.98E-03 41.77 1247100

44105 TGPSITDAAMSR Oxidation (M) _TGPSITDAAM(ox)SR_ B4FJD7_MAIZE 2 611.79025 1221.566 0.2659 -0.22861 0.034922 46.219 46.219 9.50E-03 45.22 587720

44106 TGPSITDTAMGR Oxidation (M) _TGPSITDTAM(ox)GR_ B6SJ51_MAIZE 2 611.79025 1221.566 0.26354 -0.56589 -0.29111 46.662 46.662 7.72E-03 56.9 489010

44107 TGPSITDTAMGR Oxidation (M) _TGPSITDTAM(ox)GR_ B6SJ51_MAIZE 2 611.79025 1221.566 0.25976 -0.25481 0.015063 43.8 43.8 9.50E-03 42.87 862670

44108 TGPYGQIFRPDNFVFGQSGAGNNWAK Unmodified _TGPYGQIFRPDNFVFGQSGAGNNWAK_ TBB5_MAIZE B4 3 943.45616 2827.3467 1.1836 0.29475 1.4847 100.63 100.63 3.45E-32 83.12 1306800

44109 TGPYGQIFRPDNFVFGQSGAGNNWAK Unmodified _TGPYGQIFRPDNFVFGQSGAGNNWAK_ TBB5_MAIZE B4 3 943.45616 2827.3467 1.1364 0.10266 1.2458 101.43 101.43 4.68E-10 48.97 556440

44110 TGPYGQIFRPDNFVFGQSGAGNNWAK Unmodified _TGPYGQIFRPDNFVFGQSGAGNNWAK_ TBB5_MAIZE B4 3 943.45616 2827.3467 1.14 -0.48554 0.6611 101.88 101.88 1.58E-15 67.87 8567800

44111 TGPYGQIFRPDNFVFGQSGAGNNWAK Unmodified _TGPYGQIFRPDNFVFGQSGAGNNWAK_ TBB5_MAIZE B4 3 943.45616 2827.3467 1.1947 0.071097 1.2723 101.17 101.17 8.02E-10 37.28 331980

44112 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.16933 -0.18097 0.015779 74.066 74.066 2.81E-03 44.06 1488800

44113 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.10612 1.3349 1.4655 75.778 75.778 3.43E-01 21.8 97565

44114 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.022953 -0.18718 -0.1373 74.752 74.752 1.25E-02 47.5 389480

44115 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.13194 -0.42521 -0.26477 75.044 75.044 2.81E-03 44.24 699090

44116 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.065125 -0.24145 -0.14862 75.128 75.128 4.40E-05 62.17 20572000

44117 TGQVTVFWGR Unmodified _TGQVTVFWGR_ B4G1C2_MAIZE 2 575.80382 1149.5931 0.059877 0.63805 0.72381 74.617 74.617 2.81E-03 62.11 2634800

44118 TGSILK Unmodified _TGSILK_ B6T9W1_MAIZE 2 309.69469 617.37483 1.346 27.444 27.444 2.50E-01 29.76

44119 TGSILK Unmodified _TGSILK_ B6T9W1_MAIZE 2 309.69469 617.37483 1.4573 0.47605 1.915 29.805 29.805 5.26E-01 40.12 258890

44120 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Oxidation (M) _TGSITQIPILTM(ox)PNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1372.6876 4115.0409 1.15 0.051976 1.2057 119.84 119.84 4.14E-02 27.87 677970

44121 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Oxidation (M) _TGSITQIPILTM(ox)PNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1372.6876 4115.0409 1.4398 -0.051459 1.3921 120.41 120.41 2.26E-02 35.77 371920

44122 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Oxidation (M) _TGSITQIPILTM(ox)PNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1372.6876 4115.0409 1.0827 -0.061034 1.0252 120.8 120.8 1.54E-03 27.65 597550

44123 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Oxidation (M) _TGSITQIPILTM(ox)PNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1372.6876 4115.0409 1.1966 -0.15952 1.0409 121.64 121.64 8.58E-02 34.31 674830

44124 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Oxidation (M) _TGSITQIPILTM(ox)PNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1372.6876 4115.0409 1.125 -0.09971 1.029 122.14 122.14 2.26E-02 28.61 3676000

44125 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Unmodified _TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1367.3559 4099.046 1.1675 0.24575 1.4158 122.04 122.04 4.14E-02 12.89 737760

44126 TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR Unmodified _TGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR_ B6T9C0_MAIZE 3 1367.3559 4099.046 1.1813 -0.032592 1.1517 124.8 124.8 3.91E-04 38.34 429880

44127 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.059107 -0.2672 -0.31407 50.432 50.432 5.66E-08 52.77 16900000

44128 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.12477 -0.23929 -0.35268 50.223 50.223 1.67E-02 38.08 6166200

44129 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.048927 -0.081896 -0.11906 52.608 52.608 3.60E-06 58.85 6878200

44130 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.047278 0.13341 0.096455 51.877 51.877 4.96E-02 37.31 3269200
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44131 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.079458 0.18105 0.11314 52.665 52.665 4.48E-03 46.75 1805500

44132 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.082347 -0.17766 -0.24916 52.609 52.609 1.67E-02 40.42 12311000

44133 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.052819 -0.68285 -0.72373 53.358 53.358 1.00E+00 6.44 1159400

44134 TGSIVDVPAGK Unmodified _TGSIVDVPAGK_ ATPAM_MAIZE 2 522.29021 1042.5659 -0.040997 -0.074076 -0.10393 50.74 50.74 1.67E-02 44.19 758870

44135 TGSLTAEEADEDNR Unmodified _TGSLTAEEADEDNR_ B6SQN8_MAIZE 2 754.32898 1506.6434 0.77965 0.11039 0.8747 40.783 40.783 2.00E-19 87.89 1896400

44136 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.2779 -0.38271 0.88977 115.41 115.41 5.62E-03 23.46 204020

44137 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.2171 -0.78844 0.42391 115.99 115.99 1.02E-03 33.14 100450

44138 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.323 -0.095084 1.2226 115.95 115.95 1.22E-02 23.47 161070

44139 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.215 0.080868 1.2904 116.61 116.61 1.54E-12 48.92 882390

44140 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.196 0.023233 1.214 118.57 118.57 1.02E-03 28.79 154470

44141 TGSNLLQWPVEEVETLR Unmodified _TGSNLLQWPVEEVETLR_ B6T0A9_MAIZE 2 986.01273 1970.0109 1.1444 -0.16604 0.97294 122.13 122.13 1.37E-17 53.2 274920

44142 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.2129 -0.036102 1.1716 115.38 115.38 3.42E-29 52.11 556760

44143 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.1643 -0.34529 0.81508 115.83 115.83 2.72E-05 33.91 159910

44144 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.1674 -0.12189 1.041 115.96 115.96 1.54E-12 46.81 338370

44145 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.1768 -0.2358 0.9367 116.04 116.04 2.47E-02 12.66 229370

44146 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.2203 -0.12214 1.0934 115.91 115.91 1.43E-21 70.11 1078000

44147 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 3 652.01793 1953.032 0.4982 0.22246 0.71496 115.9 115.9 1.11E-04 36.14 582460

44148 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 2 977.52326 1953.032 1.2016 -0.030748 1.1658 116.57 116.57 1.54E-12 44.58 924150

44149 TGSNLLQWPVVEVENLR Unmodified _TGSNLLQWPVVEVENLR_ INV1_MAIZE 3 652.01793 1953.032 0.53009 0.26981 0.7945 116.55 116.55 6.76E-01 8.5 496790

44150 TGSTAIDTVELK Unmodified _TGSTAIDTVELK_ B4FT06_MAIZE 2 617.8299 1233.6452 0.24831 -0.037055 0.21206 59.086 59.086 4.56E-01 17.6 785770

44151 TGSVWNVTK Unmodified _TGSVWNVTK_ B6SYW9_MAIZE 2 496.264 990.51345 -0.033748 -0.082071 -0.10363 51.659 51.659 1.12E-01 19.95 2151200

44152 TGSVWNVTK Unmodified _TGSVWNVTK_ B6SYW9_MAIZE 2 496.264 990.51345 -0.070689 0.83299 0.7734 52.389 52.389 7.18E-01 9.24 470080

44153 TGSVWNVTK Unmodified _TGSVWNVTK_ B6SYW9_MAIZE 2 496.264 990.51345 -0.18565 0.11642 -0.056864 55.269 55.269 1.12E-01 43.25 1064900

44154 TGVAHEAINNIR Unmodified _TGVAHEAINNIR_ B6UGA4_MAIZE 3 432.23359 1293.6789 -0.069152 0.18828 0.10152 46.494 46.494 4.52E-03 51.95 209690

44155 TGVLGADAESK Unmodified _TGVLGADAESK_ B4FXD6_MAIZE 2 524.26948 1046.5244 0.051106 -0.45723 -0.41062 40.168 40.168 1.67E-02 45.48 189480

44156 TGVLGADAESK Unmodified _TGVLGADAESK_ B4FXD6_MAIZE 2 524.26948 1046.5244 -0.018826 -0.31962 -0.34319 40.895 40.895 4.48E-03 37.23 491880

44157 TGWGLEISDLK Unmodified _TGWGLEISDLK_ B6TBZ8_MAIZE 2 609.82188 1217.6292 0.33278 0.83622 1.1613 89.642 89.642 5.66E-08 70.06 876850

44158 TGWGLEISDLK Unmodified _TGWGLEISDLK_ B6TBZ8_MAIZE 2 609.82188 1217.6292 0.26764 0.47785 0.73866 90.321 90.321 5.66E-08 75.1 5194700

44159 TGWIGGLLGGLCAAR Unmodified _TGWIGGLLGGLCAAR_ B6UIE1_MAIZE 2 751.40083 1500.7871 0.77657 0.5931 1.376 111.37 111.37 1.04E-33 83.29 6944300

44160 TGWIGGLLGGLCAAR Unmodified _TGWIGGLLGGLCAAR_ B6UIE1_MAIZE 3 501.26965 1500.7871 -0.10464 -0.008583 -0.10542 111.37 111.37 1.00E+00 1.28 831330

44161 TGWIGGLLGK Unmodified _TGWIGGLLGK_ B6U0P4_MAIZE 2 501.29256 1000.5706 -0.26012 -0.88918 -1.1425 90.333 90.333 1.25E-02 49.32 280360

44162 TGWIGGLLGK Unmodified _TGWIGGLLGK_ B6U0P4_MAIZE 2 501.29256 1000.5706 -0.020996 -0.46611 -0.48149 90.452 90.452 1.84E-04 44.62 315980

44163 TGWIGGLLGK Unmodified _TGWIGGLLGK_ B6U0P4_MAIZE 2 501.29256 1000.5706 -0.041532 -0.91974 -0.95426 90.198 90.198 2.81E-03 33.26 301440

44164 TGWIGGLLGK Unmodified _TGWIGGLLGK_ B6U0P4_MAIZE 2 501.29256 1000.5706 -0.11239 -0.27005 -0.37566 89.866 89.866 1.84E-04 50.77 855640
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44165 TGWMTDEEFGR Unmodified _TGWMTDEEFGR_ Q9LKL4_MAIZE 2 664.78243 1327.5503 0.55134 -0.27733 0.27925 75.645 75.645 4.48E-03 48.06 728600

44166 TGYHNMYK Unmodified _TGYHNMYK_ B4F9R6_MAIZE 3 338.48849 1012.4437 1.3473 -0.18131 1.1473 30.41 30.41 5.41E-01 23.18 120800

44167 TGYSAQGTGSTLIMPVLDNQLK Unmodified _TGYSAQGTGSTLIMPVLDNQLK_ B4FRQ7_MAIZE 2 1147.5885 2293.1624 1.2106 0.41023 1.6211 96.951 96.951 8.70E-13 67.56 205600

44168 TGYSAQGTGSTLIMPVLDNQLK Unmodified _TGYSAQGTGSTLIMPVLDNQLK_ B4FRQ7_MAIZE 2 1147.5885 2293.1624 1.1154 0.15055 1.2666 97.704 97.704 4.20E-18 75.14 825430

44169 TGYSAQGTGSTLIMPVLDNQLK Unmodified _TGYSAQGTGSTLIMPVLDNQLK_ B4FRQ7_MAIZE 3 765.39474 2293.1624 0.87918 0.082084 0.9612 97.724 97.724 1.59E-04 42.82 632330

44170 TGYSAQGTGSTLIMPVLDNQLK Oxidation (M) _TGYSAQGTGSTLIM(ox)PVLDNQLK_ B4FRQ7_MAIZE 2 1155.5859 2309.1573 1.0576 0.10925 1.169 86.408 86.408 1.43E-30 82.16 3074900

44171 TGYSAQGTGSTLIMPVLDNQLK Oxidation (M) _TGYSAQGTGSTLIM(ox)PVLDNQLK_ B4FRQ7_MAIZE 3 770.72638 2309.1573 0.81562 -0.44203 0.37661 86.303 86.303 8.27E-10 50.94 1734300

44172 TGYSAQGTGSTLIMPVLDNQLK Oxidation (M) _TGYSAQGTGSTLIM(ox)PVLDNQLK_ B4FRQ7_MAIZE 2 1155.5859 2309.1573 1.1459 -0.14902 0.99963 87.826 87.826 2.96E-15 61.98 213670

44173 TGYTGEDGFEISVPSENAVDLAEAILER Unmodified _TGYTGEDGFEISVPSENAVDLAEAILER_ B6TQ06_MAIZE 2 1491.7144 2981.4142 1.1952 -0.131 1.0566 126.55 126.55 2.78E-08 44.63 539910

44174 TGYTGEDGFEISVPSENAVDLAEAILER Unmodified _TGYTGEDGFEISVPSENAVDLAEAILER_ B6TQ06_MAIZE 3 994.81201 2981.4142 1.2192 -0.008226 1.2031 128.6 128.6 1.63E-03 18.09 446390

44175 TGYVEVDEDNGVR Unmodified _TGYVEVDEDNGVR_ B6TXF8_MAIZE 2 726.8337 1451.6529 0.91134 0.884 1.8021 54.058 54.058 1.00E-11 47.85 421710

44176 TGYVEVDEDNGVR Unmodified _TGYVEVDEDNGVR_ B6TXF8_MAIZE 2 726.8337 1451.6529 0.66317 -0.9241 -0.25252 56.852 56.852 4.93E-21 76.85 274640

44177 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 0.034403 -0.41457 -0.39197 42.445 42.445 3.32E-02 26.11 1060400

44178 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 -0.1121 -0.17163 -0.29514 42.291 42.291 1.01E-02 28.03 451560

44179 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 0.034094 -0.23689 -0.21427 44.796 44.796 1.01E-02 35.73 461830

44180 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 0.049692 -0.12202 -0.083762 44.107 44.107 1.01E-02 38.54 551740

44181 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 0.070525 -0.27497 -0.21605 44.899 44.899 1.01E-02 35.46 309640

44182 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 2 528.27764 1054.5407 -0.081869 -0.089014 -0.18363 45.381 45.381 1.01E-02 30.75 3835200

44183 THAELDLTR Unmodified _THAELDLTR_ B6TMJ8_MAIZE 3 352.52085 1054.5407 1.029 0.24099 1.2559 45.394 45.394 5.45E-01 22.63 1874700

44184 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 2 525.27437 1048.5342 0.0034475 0.52514 0.52673 59.568 59.568 1.65E-01 29.59 1872700

44185 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 3 350.51867 1048.5342 1.0918 0.14365 1.2346 59.544 59.544 5.41E-01 21.58 462890

44186 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 2 525.27437 1048.5342 -0.008517 0.35694 0.34629 61.548 61.548 3.77E-01 21.59 847190

44187 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 2 525.27437 1048.5342 -0.069278 0.57948 0.50722 61.769 61.769 3.77E-01 19.78 1161300

44188 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 2 525.27437 1048.5342 -0.14137 0.011956 -0.12967 60.575 60.575 2.92E-02 33.49 10331000

44189 THFEQLFK Unmodified _THFEQLFK_ B4FPL8_MAIZE 3 350.51867 1048.5342 1.0541 -0.058619 0.99462 60.564 60.564 2.47E-01 26.8 1925500

44190 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 3 425.54231 1273.6051 0.21112 -0.41531 -0.20158 34.454 34.454 9.88E-04 23.27 550170

44191 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 3 425.54231 1273.6051 0.065539 0.083409 0.15135 33.678 33.678 7.13E-05 36.75 417280

44192 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 4 319.40855 1273.6051 1.2478 -0.35158 0.90093 33.659 33.659 6.79E-01 19.09 82342

44193 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 2 637.80983 1273.6051 0.24609 -0.44423 -0.1939 33.68 33.68 1.47E-01 13.15 30741

44194 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 3 425.54231 1273.6051 0.15594 -0.089813 0.06906 36.277 36.277 5.15E-02 31.03 479860

44195 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 4 319.40855 1273.6051 1.6435 -0.38425 1.2626 36.288 36.288 3.45E-01 26.29 119780

44196 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 3 425.54231 1273.6051 0.19507 0.32902 0.52536 35.485 35.485 1.91E-02 26.47 253720

44197 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 4 319.40855 1273.6051 1.5062 -0.57943 0.93043 35.492 35.492 1.00E+00 14.8 59674

44198 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 3 425.54231 1273.6051 0.15056 0.28451 0.43767 35.812 35.812 6.15E-03 26.38 3221300
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44199 THFGGLKDEDR Unmodified _THFGGLKDEDR_ B4FQ98_MAIZE 4 319.40855 1273.6051 1.4693 -0.33578 1.1379 35.803 35.803 3.45E-01 25.94 703970

44200 THFHDCFVR Unmodified _THFHDCFVR_ B6THU9_MAIZE 3 406.85395 1217.54 0.34499 0.60601 0.97668 42.699 42.699 3.30E-03 41.23 2885700

44201 THINIVVIGHVDSGK Unmodified _THINIVVIGHVDSGK_ B6UHJ4_MAIZE 3 530.29837 1587.8733 0.14877 -0.4223 -0.26298 136.56 136.56 5.62E-02 14.51 39847

44202 THIPVLAK Unmodified _THIPVLAK_ B4FTP4_MAIZE 2 439.77655 877.53854 0.089702 0.063546 0.14082 46.733 46.733 3.77E-01 20.96 155750

44203 THIPVLAK Unmodified _THIPVLAK_ B4FTP4_MAIZE 2 439.77655 877.53854 0.014259 0.20588 0.20849 47.311 47.311 1.00E+00 21.59 762800

44204 THNFDVMYGFLK Oxidation (M) _THNFDVM(ox)YGFLK_ B6TTZ1_MAIZE 3 496.57111 1486.6915 -0.15829 0.086904 -0.063854 77.567 77.567 4.50E-01 19.47 216230

44205 THNFDVMYGFLK Unmodified _THNFDVMYGFLK_ B6TTZ1_MAIZE 3 491.23947 1470.6966 -0.14556 -0.021597 -0.16183 92.535 92.535 1.00E+00 11.72 123420

44215 THPMNFLNER Oxidation (M) _THPM(ox)NFLNER_ Q5GA23_MAIZE 2 637.80095 1273.5874 0.3952 -0.011599 0.37212 43.838 43.838 1.22E-01 5.94 176160

44216 THPMNFLSEK Unmodified _THPMNFLSEK_ B6SUD1_MAIZE 2 602.29497 1202.5754 0.23803 0.056304 0.28043 52.431 52.431 1.45E-01 17.93 1995000

44217 THPMNFLSEK Unmodified _THPMNFLSEK_ B6SUD1_MAIZE 2 602.29497 1202.5754 0.25304 0.22208 0.46077 55.161 55.161 1.00E+00 15.16 1046400

44218 THPMNFLSEK Oxidation (M) _THPM(ox)NFLSEK_ B6SUD1_MAIZE 2 610.29243 1218.5703 0.26006 0.11849 0.36803 41.517 41.517 2.75E-01 11.9 228160

44219 THPMNFLSEK Oxidation (M) _THPM(ox)NFLSEK_ B6SUD1_MAIZE 2 610.29243 1218.5703 0.30189 0.26544 0.5565 43.961 43.961 9.04E-01 4.69 331740

44220 THTFDLNTGDATVEYNLYIK Unmodified _THTFDLNTGDATVEYNLYIK_ B6TFK6_MAIZE 3 772.37786 2314.1117 0.89269 0.21646 1.1073 92.6 92.6 9.26E-02 9.79 368760

44221 THVDHAALTGASHPASTVK Unmodified _THVDHAALTGASHPASTVK_ B4FB09_MAIZE 4 475.74724 1898.9599 -0.097366 -0.31338 -0.40519 38.063 38.063 7.64E-06 46.25 1414900

44222 THVDHAALTGASHPASTVK Unmodified _THVDHAALTGASHPASTVK_ B4FB09_MAIZE 3 633.9939 1898.9599 0.39421 -0.32707 0.07284 38.052 38.052 2.77E-04 48.59 828300

44223 THVDHAALTGTSHSASSGK Unmodified _THVDHAALTGTSHSASSGK_ B4F7X6_MAIZE 3 621.96964 1862.8871 0.36922 -0.10212 0.27402 28.347 28.347 1.41E-04 55.78 115640

44224 THVDHAALTGTSHSASSGK Unmodified _THVDHAALTGTSHSASSGK_ B4F7X6_MAIZE 4 466.72905 1862.8871 -0.019108 -0.2943 -0.306 28.242 28.242 3.44E-01 14.89 105180

44225 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.9754 -0.079805 0.87099 118.53 118.53 1.12E-07 92.84 6208800

44226 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.91048 0.14569 1.0315 127.31 127.31 1.26E-03 49.24 293250

44227 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 1.0025 0.1831 1.1615 119.02 119.02 2.37E-16 98.46 1129700

44228 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.97918 0.052498 1.0068 119.22 119.22 2.37E-16 69.14 1393700

44229 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.96209 -0.00057 0.93668 119.35 119.35 1.04E-33 109.86 1542000

44230 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 3 544.61515 1630.8236 0.13885 -0.37707 -0.26171 119.31 119.31 1.00E+00 5.8 136080

44231 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.96874 0.20318 1.1471 119.1 119.1 1.02E-23 89.74 1851300

44232 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.97838 0.046022 0.9994 119.91 119.91 1.12E-07 48.71 1605700

44233 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 1.0035 0.2051 1.1839 118.98 118.98 1.04E-33 99.3 2650800

44234 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 2 816.41909 1630.8236 0.92583 0.15161 1.0524 120.9 120.9 1.04E-33 95.12 2981000

44235 TIAECLADELINAAK Unmodified _TIAECLADELINAAK_ B4FB66_MAIZE 3 544.61515 1630.8236 -0.024757 -0.11166 -0.16073 124.64 124.64 1.00E+00 18.7 471700

44236 TIAELETELNR Unmodified _TIAELETELNR_ B6U4J8_MAIZE 2 644.8408 1287.667 0.45958 0.68417 1.1132 76.626 76.626 4.96E-02 18.06 420510

44237 TIAELETELNR Unmodified _TIAELETELNR_ B6U4J8_MAIZE 2 644.8408 1287.667 0.44018 0.46013 0.86949 76.901 76.901 3.83E-01 5.56 516560

44238 TIAEQFSVEAMPTFLFMR 2 Oxidation (M) _TIAEQFSVEAM(ox)PTFLFM(ox)R_ B6TVJ4_MAIZE 2 1075.5185 2149.0224 1.1909 0.4794 1.67 111.37 111.37 8.24E-04 21.61 112040

44239 TIAHMLTR Oxidation (M) _TIAHM(ox)LTR_ AMYB_MAIZE 3 320.17614 957.50659 1.3683 0.13364 1.4908 29.765 29.765 5.41E-01 13.39 18594

44240 TIAHMLTR Oxidation (M) _TIAHM(ox)LTR_ AMYB_MAIZE 3 320.17614 957.50659 1.5132 -0.43661 1.0666 31.981 31.981 9.92E-01 11.62 57112

44241 TIAHMLTR Oxidation (M) _TIAHM(ox)LTR_ AMYB_MAIZE 3 320.17614 957.50659 1.5094 -0.19536 1.3048 32.707 32.707 2.47E-01 19.83 94346
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44242 TIAHMLTR Oxidation (M) _TIAHM(ox)LTR_ AMYB_MAIZE 2 479.76057 957.50659 0.026976 -0.82303 -0.80528 32.712 32.712 7.88E-01 9.08 22629

44243 TIAHMLTR Unmodified _TIAHMLTR_ AMYB_MAIZE 3 314.8445 941.51167 1.4459 -0.060901 1.3694 44.86 44.86 2.47E-01 22.89 2227700

44244 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.4331 0.025977 0.46054 54.863 54.863 1.11E-04 56.03 1209700

44245 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.44891 -0.28397 0.16797 66.267 66.267 6.74E-02 19.61 488170

44246 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.37719 0.072013 0.45209 55.731 55.731 1.63E-05 46.11 42527

44247 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.3931 -0.22719 0.16776 54.695 54.695 9.49E-04 50.8 1288600

44248 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.40715 -0.015865 0.39403 55.063 55.063 1.63E-05 43.83 1675600

44249 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.40353 -0.30541 0.10072 56.672 56.672 2.05E-12 76.72 3576600

44250 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.40215 -0.090946 0.31381 57.075 57.075 2.05E-12 65.52 4314200

44251 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.38378 -0.11783 0.2677 56.217 56.217 7.61E-14 60.6 3162700

44252 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.34186 0.046452 0.39003 56.882 56.882 7.61E-14 65.87 4035900

44253 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.34052 -0.31021 0.033625 56.573 56.573 4.08E-13 76.42 20472000

44254 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.33481 -0.21785 0.11992 57.056 57.056 6.98E-15 69.62 27842000

44255 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.40778 -1.0937 -0.68137 57.494 57.494 2.16E-07 42.59 1359700

44256 TIAMDGTEGLVR Oxidation (M) _TIAM(ox)DGTEGLVR_ ATPBM_MAIZE 2 639.82155 1277.6286 0.37396 -0.87903 -0.50206 55.337 55.337 1.98E-03 58.05 661060

44257 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.35821 -0.027218 0.32976 66.286 66.286 1.68E-09 56.86 7283400

44258 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.35604 0.29862 0.65261 66.762 66.762 1.68E-09 46.57 1353900

44259 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.33928 -0.009477 0.32809 67.804 67.804 2.62E-07 58.07 2749500

44260 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.34762 -0.11985 0.22759 67.252 67.252 2.05E-12 67.9 1924600

44261 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.29596 -0.13846 0.15618 67.472 67.472 2.05E-12 64.37 3803800

44262 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.29214 -0.63459 -0.34194 67.762 67.762 2.05E-12 63.75 38854000

44263 TIAMDGTEGLVR Unmodified _TIAMDGTEGLVR_ ATPBM_MAIZE 2 631.82409 1261.6336 0.35914 0.028712 0.38762 67.898 67.898 1.11E-04 44.48 892520

44264 TIANMADR Oxidation (M) _TIANM(ox)ADR_ B4FHS1_MAIZE 2 454.21873 906.42292 0.0036017 -0.30208 -0.31936 23.854 23.854 7.88E-01 16.79 34131

44265 TIANMADR Oxidation (M) _TIANM(ox)ADR_ B4FHS1_MAIZE 2 454.21873 906.42292 0.029501 -0.35944 -0.35159 24.685 24.685 3.77E-01 22.79 14112

44266 TIAQVALR Unmodified _TIAQVALR_ B6TKQ4_MAIZE 2 436.27163 870.5287 0.021122 -0.02406 -0.019909 53.123 53.123 5.06E-02 25.24 1407500

44267 TIAVGDR Unmodified _TIAVGDR_ B6T2Y1_MAIZE 2 366.20595 730.39735 0.58395 0.32433 0.90955 33.385 33.385 4.46E-01 17.01 61704

44268 TIAVGDRLPDATLSYFDTSSPDGELK Unmodified _TIAVGDRLPDATLSYFDTSSPDGELK_ B6T2Y1_MAIZE 3 923.45902 2767.3552 1.1318 -0.073943 1.0595 102.13 102.13 7.83E-02 17.35 148610

44269 TIAVSPLPCNVK Unmodified _TIAVSPLPCNVK_ B6TXA5_MAIZE 2 649.86048 1297.7064 0.68099 2.4029 3.0818 65.271 65.271 1.11E-04 36.43 1125500

44270 TIAWLDK Unmodified _TIAWLDK_ B6U124_MAIZE 2 423.73963 845.4647 0.067665 -0.23493 -0.18322 68.276 68.276 4.46E-01 25.59 2199200

44271 TICYLIK Unmodified _TICYLIK_ B4FLE3_MAIZE 2 455.75696 909.49937 -0.12621 0.063012 -0.075302 63.1 63.1 7.83E-01 15.16 37724

44272 TICYLIK Unmodified _TICYLIK_ B4FLE3_MAIZE 2 455.75696 909.49937 0.060106 -3.1737 -3.1195 68.54 68.54 1.00E+00 1.78 296770

44273 TICYLIK Unmodified _TICYLIK_ B4FLE3_MAIZE 2 455.75696 909.49937 -0.15867 -0.012919 -0.18427 64.509 64.509 4.46E-01 26.74 861610

44274 TIDALPVDAHPMTQFTTGVMALQVESEFQK 2 Oxidation (M) _TIDALPVDAHPM(ox)TQFTTGVM(ox)ALQVESEFQK_ B6TAE5_MAIZE 3 1112.8757 3335.6054 1.231 -0.22123 1.0181 101.66 101.66 2.37E-10 53.04 983220

44275 TIDEIEAQLDR Unmodified _TIDEIEAQLDR_ B6SKP8_MAIZE 2 651.83043 1301.6463 0.45991 0.57136 1.0122 76.746 76.746 3.83E-01 9.72 277370
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44276 TIDEIEAQLDR Unmodified _TIDEIEAQLDR_ B6SKP8_MAIZE 2 651.83043 1301.6463 0.47746 0.61764 1.0758 77.577 77.577 4.48E-03 41.06 409400

44277 TIDEIEAQLDR Unmodified _TIDEIEAQLDR_ B6SKP8_MAIZE 2 651.83043 1301.6463 0.45555 0.30646 0.74346 77.027 77.027 1.47E-01 36.32 1232300

44278 TIDELESELDIIGR Unmodified _TIDELESELDIIGR_ B6SWL9_MAIZE 2 801.91469 1601.8148 1.0599 0.14723 1.1897 108.28 108.28 3.40E-25 99.37 284660

44279 TIDNDIAVIDK Unmodified _TIDNDIAVIDK_ B6SVM3_MAIZE 2 608.82462 1215.6347 0.31618 -0.72214 -0.41241 66.32 66.32 1.67E-02 22.91 414230

44280 TIDNDIAVIDK Unmodified _TIDNDIAVIDK_ B6SVM3_MAIZE 2 608.82462 1215.6347 0.28736 0.003775 0.284 67.531 67.531 3.57E-04 48.46 422140

44281 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.0247 -0.070324 -0.10238 39.653 39.653 3.27E-03 30.8 12774000

44282 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.54822 -0.33755 0.20243 39.656 39.656 6.20E-03 54.46 6276700

44283 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.048945 -0.068245 -0.12444 40.13 40.13 1.00E+00 10.68 27759

44284 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.13811 0.038609 -0.10691 39.14 39.14 1.02E-01 21.79 2913900

44285 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.56434 -0.4043 0.15342 39.135 39.135 6.20E-03 57.44 1569700

44286 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.0054709 -0.10004 -0.11369 41.883 41.883 5.38E-01 12.05 4092300

44287 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.56954 -0.26097 0.30119 41.882 41.882 2.61E-08 92.75 2299100

44288 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.052012 -0.08604 -0.14593 41.124 41.124 8.81E-01 12.42 4589400

44289 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.55153 -0.1606 0.38364 41.119 41.119 1.47E-03 73.93 1920400

44290 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.094697 0.12399 0.021789 41.958 41.958 1.41E-02 25.79 2209000

44291 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.56462 -0.068677 0.48762 41.961 41.961 6.20E-03 79.13 702320

44292 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 3 452.56864 1354.6841 -0.041125 0.23612 0.18633 41.743 41.743 3.27E-03 32.28 5911600

44293 TIEAEAAHGTVTR Unmodified _TIEAEAAHGTVTR_ B4G249_MAIZE 2 678.34932 1354.6841 0.57787 -0.076133 0.49317 41.738 41.738 6.20E-03 74.18 1949600

44294 TIEECEADAVAGK Unmodified _TIEECEADAVAGK_ B6TPK4_MAIZE 2 696.8192 1391.6239 0.65069 -0.27031 0.36898 54.978 54.978 1.47E-03 56.88 900680

44295 TIEECEADAVAGK Unmodified _TIEECEADAVAGK_ B6TPK4_MAIZE 2 696.8192 1391.6239 0.63794 -0.000301 0.62661 55.637 55.637 6.20E-03 52.38 1172600

44296 TIEELCFALADEHFR Unmodified _TIEELCFALADEHFR_ B4F917_MAIZE 3 617.62957 1849.8669 0.35233 0.10049 0.44567 96.009 96.009 3.39E-02 27.21 634250

44297 TIEESWNLFQK Unmodified _TIEESWNLFQK_ B6TDT6_MAIZE 2 697.85117 1393.6878 0.66333 0.33653 0.98269 90.159 90.159 1.67E-02 20.23 1617100

44298 TIEESWNLFQK Unmodified _TIEESWNLFQK_ B6TDT6_MAIZE 2 697.85117 1393.6878 0.67887 0.48946 1.1524 90.603 90.603 4.48E-03 31.38 378220

44299 TIEESWNLFQK Unmodified _TIEESWNLFQK_ B6TDT6_MAIZE 2 697.85117 1393.6878 0.70476 0.46017 1.1488 90.976 90.976 4.43E-05 33.57 393100

44300 TIEESWNLFQK Unmodified _TIEESWNLFQK_ B6TDT6_MAIZE 2 697.85117 1393.6878 0.70317 -0.11087 0.57666 90.732 90.732 1.47E-01 10.82 289760

44301 TIEESWNLFQK Unmodified _TIEESWNLFQK_ B6TDT6_MAIZE 2 697.85117 1393.6878 0.66861 0.3767 1.0283 90.898 90.898 3.60E-06 57.7 1776000

44302 TIEILEDLVEK Unmodified _TIEILEDLVEK_ B6TJR6_MAIZE 2 651.36358 1300.7126 0.48677 0.4574 0.92156 103.1 103.1 3.60E-06 56.31 1278500

44303 TIEILEDLVEK Unmodified _TIEILEDLVEK_ B6TJR6_MAIZE 2 651.36358 1300.7126 0.4697 0.57102 1.0177 103.24 103.24 1.47E-01 27.03 448460

44304 TIEILEDLVEK Unmodified _TIEILEDLVEK_ B6TJR6_MAIZE 2 651.36358 1300.7126 0.46915 0.3897 0.83675 103.73 103.73 1.67E-02 20.29 306860

44305 TIEILEDLVEK Unmodified _TIEILEDLVEK_ B6TJR6_MAIZE 2 651.36358 1300.7126 0.45962 0.30917 0.74593 104.83 104.83 1.00E+00 3.89 44898

44306 TIEPAETVQR Unmodified _TIEPAETVQR_ B6U6Q9_MAIZE 2 572.30385 1142.5932 0.16915 -0.018856 0.14007 43.71 43.71 1.25E-02 43.44 542080

44307 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 1.0413 0.69444 1.7397 94.081 94.081 6.37E-03 24.88 359070

44308 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 0.97486 0.55661 1.5358 94.708 94.708 4.63E-02 16.44 195540

44309 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 1.0099 0.58898 1.6026 94.883 94.883 1.26E-03 39.28 248180
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44310 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 1.0263 0.097548 1.1284 94.429 94.429 4.63E-02 28.84 267770

44311 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 1.0743 -0.062634 1.0162 94.178 94.178 6.37E-03 20.91 225460

44312 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 2 817.43286 1632.8512 1.0121 0.12078 1.1373 94.679 94.679 1.12E-07 45.44 1301900

44313 TIETFPPVVFAGEAR Unmodified _TIETFPPVVFAGEAR_ B6TUB8_MAIZE 3 545.291 1632.8512 0.10177 -0.090506 0.015702 94.303 94.303 4.35E-01 14.55 413990

44314 TIFAAHGPR Unmodified _TIFAAHGPR_ B6SGJ5_MAIZE 3 323.84701 968.5192 1.4008 0.004552 1.402 41.231 41.231 4.68E-01 17.57 411330

44315 TIFAAHGPR Unmodified _TIFAAHGPR_ B6SGJ5_MAIZE 3 323.84701 968.5192 1.3174 0.25783 1.5713 41.861 41.861 1.96E-01 33.51 654470

44316 TIFAAHGPR Unmodified _TIFAAHGPR_ B6SGJ5_MAIZE 2 485.26688 968.5192 -0.08729 3.3162 3.2187 41.39 41.39 1.01E-02 34.79 2081200

44317 TIFAAHGPR Unmodified _TIFAAHGPR_ B6SGJ5_MAIZE 3 323.84701 968.5192 1.4008 -0.024955 1.3718 41.533 41.533 8.82E-01 18.32 4066400

44318 TIFAPYAPK Unmodified _TIFAPYAPK_ B4FM96_MAIZE 2 504.28166 1006.5488 -0.14565 0.18991 0.028165 66.131 66.131 3.32E-02 12.05 4148300

44319 TIFDFEAIK Unmodified _TIFDFEAIK_ B4FAE5_MAIZE 2 542.28968 1082.5648 0.046821 0.4524 0.49036 92.623 92.623 1.00E+00 1.65 1927700

44320 TIFDFEAIK Unmodified _TIFDFEAIK_ B4FAE5_MAIZE 2 542.28968 1082.5648 0.027436 0.11746 0.13774 94.772 94.772 1.00E+00 1.66 24150

44321 TIFDFEAIK Unmodified _TIFDFEAIK_ B4FAE5_MAIZE 2 542.28968 1082.5648 0.044551 0.23419 0.27042 93.366 93.366 1.00E+00 2.55 1576000

44322 TIFDFEAIK Unmodified _TIFDFEAIK_ B4FAE5_MAIZE 2 542.28968 1082.5648 -0.078651 0.22848 0.14142 92.769 92.769 1.01E-02 21.75 8711900

44323 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 2 606.33716 1210.6598 0.3263 -0.32877 -0.015716 78.283 78.283 3.43E-01 8.18 1259000

44324 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.35835 -0.11648 0.22792 78.325 78.325 1.25E-01 22.12 2790300

44325 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.21673 0.012053 0.21663 81.26 81.26 2.94E-01 10.58 34226

44326 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.20787 -0.1566 0.03769 79.059 79.059 5.86E-01 13.6 1739700

44327 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 2 606.33716 1210.6598 0.12085 -0.63733 -0.52808 79.03 79.03 1.45E-01 20.29 665970

44328 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 2 606.33716 1210.6598 0.27032 -0.67763 -0.41911 79.459 79.459 1.25E-02 27.36 855990

44329 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.31986 -0.2159 0.091054 79.457 79.457 1.00E+00 0.3 2394700

44330 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.30081 -0.22177 0.065702 79.112 79.112 1.00E+00 2.88 1456200

44331 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 2 606.33716 1210.6598 0.29289 -1.4872 -1.205 79.093 79.093 3.43E-01 14.84 425640

44332 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.1369 -0.19027 -0.066452 78.829 78.829 2.99E-03 37.22 13498000

44333 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 2 606.33716 1210.6598 0.17442 -0.33895 -0.17622 78.821 78.821 1.62E-03 31.97 4003700

44334 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.35958 -0.18065 0.16651 79.248 79.248 1.00E+00 4.88 778030

44335 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.30457 0.024591 0.31627 79.205 79.205 1.00E+00 10.91 700850

44336 TIFDFEAIKK Unmodified _TIFDFEAIKK_ B4FAE5_MAIZE 3 404.56053 1210.6598 0.38235 -0.212 0.15703 79.19 79.19 1.00E+00 1.8 753140

44337 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.87689 0.12035 1.0036 57.529 57.529 5.26E-01 24.75 4742700

44338 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.74382 0.33312 1.084 58.437 58.437 5.26E-01 8.44 66890

44339 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.8694 -0.10905 0.76714 59.635 59.635 9.46E-01 15.18 4156300

44340 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.77477 -0.36625 0.41599 58.976 58.976 2.64E-01 21.11 7204400

44341 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.64636 -0.11666 0.53767 59.488 59.488 5.26E-01 19.61 20334000

44342 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.88409 -0.012514 0.87939 59.454 59.454 1.00E+00 18.65 857740

44343 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.90317 0.16638 1.075 60.047 60.047 5.26E-01 15.14 646160
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44344 TIFDVK Unmodified _TIFDVK_ B4FW90_MAIZE 2 361.7078 721.40104 0.67207 -0.21117 0.46881 60.904 60.904 1.00E+00 8.33 244760

44345 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.57257 -0.41323 0.15788 55.139 55.139 9.29E-03 41.56 20051000

44346 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.1014 0.10404 0.20195 55.13 55.13 4.40E-02 39.91 6251500

44347 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.42524 -0.092132 0.33197 59.114 59.114 2.55E-01 21.54 191090

44348 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.077012 -0.32973 -0.25331 59.132 59.132 3.43E-01 32.7 25913

44349 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.49087 -0.41144 0.077708 56.179 56.179 3.11E-02 36.29 6597700

44350 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.08123 -0.10459 -0.026609 56.168 56.168 1.84E-04 38.54 1705700

44351 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.55362 -0.42496 0.1266 57.674 57.674 9.29E-03 34.09 14527000

44352 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.13172 0.039702 0.16928 57.669 57.669 2.81E-03 24.45 3809600

44353 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.49382 -0.40045 0.090514 56.989 56.989 2.47E-03 36.36 9341600

44354 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.15162 -0.11814 0.030738 56.986 56.986 1.84E-04 44.06 2598900

44355 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.39765 -0.019852 0.37395 57.766 57.766 3.11E-02 32.22 16345000

44356 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.064213 0.0573 0.11912 57.763 57.763 2.81E-03 32.58 4376400

44357 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.63576 0.14699 0.78021 56.132 56.132 9.39E-01 14.71 576110

44358 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.48133 -0.32907 0.1496 57.017 57.017 2.47E-03 45.29 85952000

44359 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.055512 -0.64119 -0.58675 56.992 56.992 2.81E-03 39.04 28115000

44360 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.53622 -0.43253 0.10311 57.883 57.883 9.29E-03 35.71 23394000

44361 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.059114 0.27937 0.33608 57.875 57.875 2.81E-03 27.11 6096700

44362 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 3 381.20861 1140.604 0.58828 -0.26008 0.3263 56.39 56.39 9.29E-03 30.25 8692200

44363 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.080759 0.32382 0.40067 56.4 56.4 4.40E-02 20.08 1575700

44364 TIFHLNPSGR Unmodified _TIFHLNPSGR_ B4FAD1_MAIZE 2 571.30927 1140.604 0.070976 0.094236 0.16309 59.806 59.806 2.81E-03 27.09 426880

44365 TIFITGLPADVK Unmodified _TIFITGLPADVK_ B6TDW6_MAIZE 2 637.87137 1273.7282 0.33195 0.21377 0.54972 86.938 86.938 7.72E-03 34.42 1258700

44366 TIFLPTEKPMTSDSCAPLIATLPLEAR Oxidation (M) _TIFLPTEKPM(ox)TSDSCAPLIATLPLEAR_ B4FXW5_MAIZE 3 996.8522 2987.5348 1.2386 -0.067253 1.1658 106.28 106.28 3.43E-05 42.79 528710

44367 TIGCWALTEPDYGSDASSLR Unmodified _TIGCWALTEPDYGSDASSLR_ B4G0E0_MAIZE 2 1100.0048 2197.995 1.237 -0.038408 1.1994 91.941 91.941 2.77E-53 78.55 507640

44368 TIGDLGIIPLFSWYHK Unmodified _TIGDLGIIPLFSWYHK_ B6T0Y0_MAIZE 3 620.67333 1858.9982 0.29166 0.12717 0.41734 122.67 122.67 9.82E-03 21.18 877310

44369 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1487 -0.09456 1.0709 100.76 100.76 4.84E-09 122.24 8259700

44370 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.176 -0.19924 0.994 101.23 101.23 4.56E-22 118.96 4891500

44371 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1304 -0.12017 1.0273 101.41 101.41 3.46E-29 129.29 6723100

44372 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1063 -0.11131 1.0115 101.31 101.31 6.57E-12 109.74 5307400

44373 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.2083 -0.064472 1.1604 100.86 100.86 6.57E-12 92.13 1957200

44374 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1278 -0.18485 0.9594 101.5 101.5 9.41E-18 122.61 20664000

44375 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.2306 0.056224 1.3039 101.06 101.06 6.57E-12 92.98 412790

44376 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1747 0.27699 1.4679 101.21 101.21 4.84E-09 101.5 344530

44377 TIGGGDDAFNTFFSETGAGK Unmodified _TIGGGDDAFNTFFSETGAGK_ B6SPX4_MAIZE 2 996.4527 1990.8909 1.1628 0.16027 1.3402 102.16 102.16 1.65E-04 69.68 216850
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44378 TIGMGMDYSPSSK 2 Oxidation (M) _TIGM(ox)GM(ox)DYSPSSK_ B4FFW5_MAIZE 2 703.30234 1404.5901 0.5932 -0.39309 0.20044 45.395 45.395 8.58E-09 42.26 2199200

44379 TIGMGMDYSPSSK Oxidation (M) _TIGM(ox)GMDYSPSSK_ B4FFW5_MAIZE 2 695.30488 1388.5952 0.57144 -0.05336 0.51659 55.554 55.554 2.61E-08 59.78 1225900

44380 TIGMGMDYSPSSK Unmodified _TIGMGMDYSPSSK_ B4FFW5_MAIZE 2 687.30742 1372.6003 0.54943 -0.3971 0.14855 65.017 65.017 5.66E-01 17.32 965680

44381 TIGNYASVLK Unmodified _TIGNYASVLK_ B4F9X9_MAIZE 2 533.30058 1064.5866 -0.075199 0.13175 0.040078 64.722 64.722 7.11E-01 6.69 192750

44382 TIGNYASVLK Unmodified _TIGNYASVLK_ B4F9X9_MAIZE 2 533.30058 1064.5866 -0.071539 0.10427 0.017081 65.623 65.623 4.40E-02 23.15 3884900

44383 TIGNYASVLMAQK Unmodified _TIGNYASVLMAQK_ B4FQ91_MAIZE 2 698.36867 1394.7228 0.65691 -0.15569 0.48411 80.538 80.538 3.13E-02 57.37 656680

44384 TIGSFLPK Unmodified _TIGSFLPK_ B4FUF3_MAIZE 2 431.75528 861.496 0.123 0.36127 0.48083 68.017 68.017 3.77E-01 15.41 1070600

44385 TIHFWAPTFK Unmodified _TIHFWAPTFK_ B4FWA7_MAIZE 3 416.55724 1246.6499 0.098351 0.078871 0.18311 87.916 87.916 2.94E-01 17.59 62067

44386 TIHFWAPTFK Unmodified _TIHFWAPTFK_ B4FWA7_MAIZE 2 624.33222 1246.6499 0.377 -1.1957 -0.80954 87.843 87.843 1.00E+00 0.01 7629.7

44387 TIHFWQVDR Unmodified _TIHFWQVDR_ B4FFZ9_MAIZE 3 401.20861 1200.604 0.40251 -0.30814 0.10368 68.747 68.747 1.06E-02 31.57 1746200

44388 TIHFWQVDR Unmodified _TIHFWQVDR_ B4FFZ9_MAIZE 2 601.30927 1200.604 0.35313 0.748 1.1094 68.727 68.727 7.18E-01 15.94 286960

44389 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 2 491.27182 980.5291 -0.068339 -0.8512 -0.91569 36.249 36.249 1.00E+00 16.09 177230

44390 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 3 327.85031 980.5291 1.2237 -0.096051 1.1322 35.594 35.594 8.75E-03 30.27 512190

44391 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 2 491.27182 980.5291 -0.16316 0.24152 0.080844 35.605 35.605 1.12E-01 13.98 221620

44392 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 3 327.85031 980.5291 1.4565 -0.12374 1.3365 38.185 38.185 1.96E-01 17.51 432000

44393 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 2 491.27182 980.5291 -0.0069537 0.024135 0.019689 38.196 38.196 1.12E-01 21.34 164300

44394 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 3 327.85031 980.5291 1.311 -0.09826 1.2173 37.365 37.365 1.82E-02 26.79 1033500

44395 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 2 491.27182 980.5291 -0.026307 0.45756 0.43344 37.385 37.385 1.01E-02 26.65 476220

44396 TIHVPTGEK Unmodified _TIHVPTGEK_ B4FIT6_MAIZE 2 491.27182 980.5291 -0.045792 -0.43583 -0.47769 57.776 57.776 1.00E+00 3.36 1214600

44397 TIIDWDGMAK Oxidation (M) _TIIDWDGM(ox)AK_ B4FS99_MAIZE 2 583.28153 1164.5485 0.086531 0.08451 0.16813 71.458 71.458 4.40E-05 50.89 1706300

44398 TIIDWDGMAK Unmodified _TIIDWDGMAK_ B4FS99_MAIZE 2 575.28407 1148.5536 0.071182 -0.42013 -0.35425 82.586 82.586 3.43E-01 10.19 1841800

44399 TIIDWDSDDWVITK Unmodified _TIIDWDSDDWVITK_ B6SZW9_MAIZE 2 853.91723 1705.8199 1.1949 0.98831 2.1896 109.33 109.33 2.96E-06 39.2 129330

44400 TIITAGEDATVR Unmodified _TIITAGEDATVR_ B6SSB6_MAIZE 3 416.2261 1245.6565 0.71689 36.966 36.966 9.66E-01 1.29

44401 TIITAGEDATVR Unmodified _TIITAGEDATVR_ B6SSB6_MAIZE 2 623.83552 1245.6565 0.29013 -0.17354 0.11457 58.619 58.619 2.05E-12 51.4 5055700

44402 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.053466 0.003808 -0.05731 77.664 77.664 2.11E-01 16.21 5383200

44403 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 2 719.86989 1437.7252 0.7386 0.033021 0.76488 77.654 77.654 1.11E-04 75.02 1806900

44404 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.17636 0.15971 -0.022903 78.511 78.511 2.46E-02 19.44 607350

44405 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 2 719.86989 1437.7252 0.72769 0.060248 0.78176 78.502 78.502 1.98E-03 50.85 180740

44406 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.0097451 -0.015007 -0.03149 78.923 78.923 2.11E-01 11.29 573080

44407 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.0032628 0.29147 0.2806 78.592 78.592 8.04E-02 15.82 557150

44408 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.072167 0.18961 0.11018 78.629 78.629 7.68E-01 14.47 519020

44409 TIKDEGFSSLWR Unmodified _TIKDEGFSSLWR_ ADT1_MAIZE 3 480.24902 1437.7252 -0.10451 0.051104 -0.059736 78.649 78.649 2.46E-02 23.2 1686500

44410 TILEPYLAVLCK Unmodified _TILEPYLAVLCK_ O49975_MAIZE 2 710.39944 1418.7843 0.79025 0.7789 1.5551 104.47 104.47 7.72E-03 27.33 125260

44411 TILEPYLAVLCK Unmodified _TILEPYLAVLCK_ O49975_MAIZE 2 710.39944 1418.7843 0.73022 0.46093 1.1776 104.19 104.19 1.00E+00 0.88 302140



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

44412 TILGENLYPLVEQLEPNQAAK Unmodified _TILGENLYPLVEQLEPNQAAK_ B6U4M0_MAIZE 3 780.75304 2339.2373 0.93762 -0.10249 0.81385 114.92 114.92 2.97E-04 36.68 547520

44413 TILGENLYPLVEQLEPNQAAK Unmodified _TILGENLYPLVEQLEPNQAAK_ B6U4M0_MAIZE 3 780.75304 2339.2373 0.88963 -0.12029 0.74873 115.43 115.43 8.74E-04 27.33 325340

44414 TILGENLYPLVEQLEPNQAAK Unmodified _TILGENLYPLVEQLEPNQAAK_ B6U4M0_MAIZE 3 780.75304 2339.2373 0.92578 -0.14692 0.75736 115.55 115.55 3.35E-04 28.77 365880

44415 TILGENLYPLVEQLEPNQAAK Unmodified _TILGENLYPLVEQLEPNQAAK_ B6U4M0_MAIZE 3 780.75304 2339.2373 0.95044 -0.19206 0.73713 115.39 115.39 2.06E-04 36.97 543630

44416 TILGENLYPLVEQLEPNQAAK Unmodified _TILGENLYPLVEQLEPNQAAK_ B6U4M0_MAIZE 2 1170.6259 2339.2373 1.3068 -0.028334 1.2578 115.37 115.37 3.25E-04 43.04 216620

44417 TILSTSYDGVIMR Unmodified _TILSTSYDGVIMR_ B6UDC2_MAIZE 2 728.37923 1454.7439 0.79629 -0.15258 0.64114 81.386 81.386 4.68E-05 66.42 947030

44418 TILSTSYDGVIMR Unmodified _TILSTSYDGVIMR_ B6UDC2_MAIZE 2 728.37923 1454.7439 0.79897 -0.002245 0.79448 81.9 81.9 1.47E-03 48.08 130350

44419 TILSTSYDGVIMR Oxidation (M) _TILSTSYDGVIM(ox)R_ B6UDC2_MAIZE 2 736.37669 1470.7388 0.69544 -0.81611 -0.1191 74.361 74.361 2.03E-21 63.9 447400

44420 TILSTSYDGVIMR Oxidation (M) _TILSTSYDGVIM(ox)R_ B6UDC2_MAIZE 2 736.37669 1470.7388 0.74504 -0.59766 0.14783 74.981 74.981 1.62E-14 80.56 480590

44421 TILSTSYDGVIMR Oxidation (M) _TILSTSYDGVIM(ox)R_ B6UDC2_MAIZE 2 736.37669 1470.7388 0.79592 -0.3019 0.49527 74.482 74.482 2.61E-08 60.52 1013500

44422 TILVEQK Unmodified _TILVEQK_ B6TBW2_MAIZE 2 415.75274 829.49092 0.089611 0.36113 0.43358 38.956 38.956 1.00E+00 10.8 62006

44423 TILVEQK Unmodified _TILVEQK_ B6TBW2_MAIZE 2 415.75274 829.49092 0.2147 0.18565 0.3849 39.742 39.742 1.86E-01 19.34 602460

44424 TILVEQK Unmodified _TILVEQK_ B6TBW2_MAIZE 2 415.75274 829.49092 0.21352 0.39835 0.5946 38.369 38.369 1.86E-01 19.34 1553500

44425 TILVEQK Unmodified _TILVEQK_ B6TBW2_MAIZE 2 415.75274 829.49092 -0.014612 0.018607 -0.010543 41.912 41.912 1.86E-01 21.9 4052700

44426 TIMNIFDK Oxidation (M) _TIM(ox)NIFDK_ B6TDS2_MAIZE 2 499.25479 996.49502 -0.098634 -0.34736 -0.45352 64.634 64.634 2.92E-02 28.17 1008400

44427 TIMNIFDK Oxidation (M) _TIM(ox)NIFDK_ B6TDS2_MAIZE 2 499.25479 996.49502 -0.076465 -0.29317 -0.378 65.228 65.228 1.90E-02 47.01 1034400

44428 TIMNIFDK Unmodified _TIMNIFDK_ B6TDS2_MAIZE 2 491.25733 980.5001 -0.11579 -0.008356 -0.13579 81.484 81.484 1.90E-02 25.16 937500

44429 TIMNNLNLSYPK Oxidation (M) _TIM(ox)NNLNLSYPK_ B6TF86_MAIZE 2 712.36613 1422.7177 0.60229 -0.38971 0.18962 67.442 67.442 2.62E-07 62.89 3103100

44430 TINYHLQR Unmodified _TINYHLQR_ B4FD14_MAIZE 3 348.85769 1043.5512 0.83818 0.51956 1.338 42.491 42.491 1.37E-01 19.82 450340

44431 TINYHLQR Unmodified _TINYHLQR_ B4FD14_MAIZE 2 522.78289 1043.5512 -0.75128 42.437 42.437 1.71E-02 36.92

44432 TIPLDHINSVAK Unmodified _TIPLDHINSVAK_ B6TCV9_MAIZE 2 654.36953 1306.7245 0.44374 -0.31746 0.11523 59.833 59.833 6.74E-02 26.6 1096500

44433 TIQEQLMLER Unmodified _TIQEQLMLER_ B4FQM2_MAIZE 2 630.83446 1259.6544 0.36024 -0.79975 -0.46244 71.599 71.599 1.62E-03 36.46 1086600

44434 TIQEQLMLER Unmodified _TIQEQLMLER_ B4FQM2_MAIZE 2 630.83446 1259.6544 0.33657 0.1095 0.42322 72.476 72.476 4.40E-05 46.1 1252200

44435 TIQEQLMLER Oxidation (M) _TIQEQLM(ox)LER_ B4FQM2_MAIZE 2 638.83192 1275.6493 0.38188 -0.17287 0.18893 65.714 65.714 4.31E-05 54.05 395320

44436 TIQEQLMLER Oxidation (M) _TIQEQLM(ox)LER_ B4FQM2_MAIZE 2 638.83192 1275.6493 0.40758 0.079733 0.46606 66.846 66.846 9.99E-05 50.4 961810

44437 TIQEQLMLER Oxidation (M) _TIQEQLM(ox)LER_ B4FQM2_MAIZE 2 638.83192 1275.6493 0.45404 -0.003724 0.43 66.288 66.288 1.25E-02 37.5 580230

44438 TIQEQLMLER Oxidation (M) _TIQEQLM(ox)LER_ B4FQM2_MAIZE 2 638.83192 1275.6493 0.33011 -0.043137 0.26574 66.562 66.562 5.76E-06 51.25 4812800

44439 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.9427 -0.47347 0.49332 100.12 100.12 2.50E-15 68.34 4588000

44440 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.91108 -0.48878 0.44587 100.14 100.14 1.00E-11 71.98 7252900

44441 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.89833 -0.34258 0.57898 100.05 100.05 2.50E-15 63.05 5248000

44442 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.93744 -0.040011 0.92046 99.672 99.672 1.00E-11 55.22 2203600

44443 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.90192 -0.67257 0.25379 100.13 100.13 2.50E-15 46.28 24164000

44444 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.97853 -0.079743 0.92254 99.695 99.695 4.68E-05 43.62 373020

44445 TIQFVDWCPTGFK Unmodified _TIQFVDWCPTGFK_ B6SPX4_MAIZE 2 799.88722 1597.7599 0.91792 0.088065 1.029 101.44 101.44 1.00E-11 38.05 319330
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44446 TIQLEYTDAK Unmodified _TIQLEYTDAK_ B4FQZ2_MAIZE 2 591.30606 1180.5976 0.19778 0.14737 0.32776 57.925 57.925 4.40E-05 47.78 1864500

44447 TIQLEYTDAK Unmodified _TIQLEYTDAK_ B4FQZ2_MAIZE 2 591.30606 1180.5976 0.17926 -0.19001 -0.0282 58.221 58.221 4.40E-05 43.1 456600

44448 TIQLEYTDAK Unmodified _TIQLEYTDAK_ B4FQZ2_MAIZE 2 591.30606 1180.5976 0.21775 0.13992 0.34099 59.936 59.936 4.40E-05 53.25 477320

44449 TIQLEYTDAK Unmodified _TIQLEYTDAK_ B4FQZ2_MAIZE 2 591.30606 1180.5976 0.29496 0.27731 0.55442 59.261 59.261 4.40E-02 30.25 237410

44450 TIQLEYTDAK Unmodified _TIQLEYTDAK_ B4FQZ2_MAIZE 2 591.30606 1180.5976 0.22306 0.099842 0.30638 59.858 59.858 4.40E-05 46.26 882860

44451 TISACSNEISEGCK Unmodified _TISACSNEISEGCK_ B6U0J6_MAIZE 2 778.33998 1554.6654 0.90252 -0.31332 0.58488 48.565 48.565 3.56E-04 70.49 381510

44452 TISEQPPLK Unmodified _TISEQPPLK_ B4FRP8_MAIZE 2 506.78731 1011.5601 -0.046289 0.1985 0.13297 44.58 44.58 3.39E-01 18.91 554870

44453 TISEVSGTGR Unmodified _TISEVSGTGR_ B6SPY9_MAIZE 2 503.76182 1005.5091 -0.034273 -0.002968 -0.032599 33.17 33.17 4.40E-05 51.62 216850

44454 TISFIPPDGSFDLMTYR Unmodified _TISFIPPDGSFDLMTYR_ B4FQ20_MAIZE 2 980.47968 1958.9448 1.244 0.46948 1.7172 114.7 114.7 3.69E-01 7.43 286180

44455 TISPSESGANIDLDDVLSAAQTAAESAER Unmodified _TISPSESGANIDLDDVLSAAQTAAESAER_ B6T9N4_MAIZE 3 973.4669 2917.3789 1.2803 0.38301 1.6499 122.33 122.33 2.21E-05 38.54 339480

44456 TISYTNHTVLPEALEK Unmodified _TISYTNHTVLPEALEK_ B5AMJ8_MAIZE 3 605.98775 1814.9414 0.3046 -0.3152 -0.024115 69.371 69.371 1.00E+00 0.51 770380

44457 TISYTNHTVLPEALEK Unmodified _TISYTNHTVLPEALEK_ B5AMJ8_MAIZE 3 605.98775 1814.9414 0.30801 -0.11562 0.17924 70.277 70.277 1.67E-02 23.29 582450

44458 TITIEQPQLDAVAER Unmodified _TITIEQPQLDAVAER_ B4FA10_MAIZE 2 842.44923 1682.8839 1.0479 -0.1016 0.93531 78.14 78.14 1.04E-33 102.75 3158900

44459 TITLDDVPGR Unmodified _TITLDDVPGR_ Q8W0V2_MAIZE 2 543.79312 1085.5717 0.00234 0.24307 0.25634 64.555 64.555 1.25E-02 38.18 359660

44460 TITLDDVPGR Unmodified _TITLDDVPGR_ Q8W0V2_MAIZE 2 543.79312 1085.5717 0.081292 0.20592 0.29869 65.264 65.264 1.00E+00 3.66 502070

44461 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1046 0.045501 1.1475 78.633 78.633 1.42E-33 112.02 2162000

44462 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1882 -0.42192 0.76451 117.72 117.72 4.18E-01 2.5 78165

44463 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.0723 0.18246 1.2532 76.658 76.658 7.01E-14 67.48 131030

44464 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 0.93603 -0.11705 0.81692 78.929 78.929 5.87E-44 107.59 3729800

44465 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1512 0.43545 1.5843 95.529 95.529 1.00E+00 10.54 12032

44466 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1526 0.15069 1.3015 101.64 101.64 1.00E+00 9.51 8793.7

44467 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1787 0.10644 1.2829 105.44 105.44 1.00E+00 8.98 8304.3

44468 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 -0.42771 93.342 93.342 9.62E-01 11.78

44469 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.0857 0.16508 1.2488 78.755 78.755 5.87E-44 111.91 1141100

44470 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.0931 0.032844 1.1233 79.27 79.27 1.42E-33 118.81 1156300

44471 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.09 0.11955 1.2075 78.78 78.78 1.42E-33 87.53 823770

44472 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1403 -0.2142 0.92404 77.588 77.588 1.42E-33 104.11 573350

44473 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1484 0.187 1.3333 78.679 78.679 4.21E-20 107.71 550360

44474 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.1305 0.11233 1.2405 78.903 78.903 7.73E-25 58.06 594430

44475 TITLEVESSDTIDNVK Unmodified _TITLEVESSDTIDNVK_ B6SIL9_MAIZE 2 882.4491 1762.8836 1.0535 0.11129 1.1627 78.887 78.887 1.82E-38 92.7 1948100

44476 TITLEVESSDTVDNVK Unmodified _TITLEVESSDTVDNVK_ B4FPT7_MAIZE 2 875.44127 1748.868 1.0586 -0.18989 0.87235 72.947 72.947 1.27E-09 57.15 124620

44477 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.065586 0.071425 -0.010195 44.5 44.5 1.65E-01 18.61 5382700

44478 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.19773 0.34468 0.13121 44.919 44.919 3.77E-01 14.08 137440

44479 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.06388 2.275 2.1908 46.792 46.792 3.77E-01 13.76 784920
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44480 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.034322 2.6707 2.6152 46.036 46.036 3.77E-01 13.97 864210

44481 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.093378 0.33522 0.22687 46.923 46.923 7.88E-01 7.5 644250

44482 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.048433 0.50022 0.4358 44.795 44.795 7.88E-01 21.42 1148700

44483 TITSSYYR Unmodified _TITSSYYR_ B4FAE1_MAIZE 2 495.74818 989.48181 -0.10935 -0.021264 -0.14516 46.082 46.082 1.00E+00 1.88 353940

44484 TITTAYYR Unmodified _TITTAYYR_ B4FB55_MAIZE 2 494.75855 987.50255 -0.093827 -0.92394 -1.0297 47.611 47.611 7.88E-01 8.9 2395700

44485 TITTAYYR Unmodified _TITTAYYR_ B4FB55_MAIZE 2 494.75855 987.50255 -0.12531 0.29943 0.16025 47.598 47.598 1.65E-01 14.29 473660

44486 TITTAYYR Unmodified _TITTAYYR_ B4FB55_MAIZE 2 494.75855 987.50255 -0.64709 50.202 50.202 2.77E-01 13.43

44487 TITVDDSLPSTSLQIR Unmodified _TITVDDSLPSTSLQIR_ B4FPE8_MAIZE 2 873.46762 1744.9207 1.139 -0.12781 1.0147 84.41 84.41 1.82E-38 69.48 462030

44488 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 3 374.54025 1120.5989 0.73434 -0.062171 0.67249 35.983 35.983 9.39E-01 4.26 206410

44489 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 2 561.30673 1120.5989 0.18359 -0.82248 -0.63641 36.009 36.009 1.25E-02 34.81 59588

44490 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 3 374.54025 1120.5989 0.68269 -0.059634 0.62337 35.13 35.13 1.00E+00 13.4 261580

44491 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 2 561.30673 1120.5989 0.1682 -0.83243 -0.66267 35.137 35.137 3.43E-01 27.69 73277

44492 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 3 374.54025 1120.5989 0.62259 -0.15299 0.47143 35.7 35.7 9.39E-01 12.97 720470

44493 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 2 561.30673 1120.5989 0.15336 -0.87492 -0.71949 35.602 35.602 1.45E-01 22.65 169080

44494 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 3 374.54025 1120.5989 0.71166 -0.55412 0.15938 35.632 35.632 2.55E-01 15.39 2613000

44495 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 2 561.30673 1120.5989 0.12571 -0.25964 -0.13376 35.635 35.635 1.25E-02 35.2 681680

44496 TIVHPGEVNR Unmodified _TIVHPGEVNR_ Q94F77_MAIZE 3 374.54025 1120.5989 0.79705 -0.19563 0.60238 33.621 33.621 1.00E+00 12.04 111190

44497 TIVLGLGR Unmodified _TIVLGLGR_ B4FTP4_MAIZE 2 414.76872 827.52289 0.19308 -0.060062 0.13396 67.603 67.603 3.48E-02 40.64 2902900

44498 TIYGQLCQDDMPMVR Unmodified _TIYGQLCQDDMPMVR_ B6TLT1_MAIZE 2 913.91533 1825.8161 1.2084 -0.50701 0.70683 83.279 83.279 2.05E-04 44.35 377590

44499 TIYGQLCQDDMPMVR 2 Oxidation (M) _TIYGQLCQDDM(ox)PM(ox)VR_ B6TLT1_MAIZE 2 929.91024 1857.8059 1.226 -0.23016 1.0054 67.371 67.371 6.91E-11 58.38 486200

44500 TIYVGNLPGDIR Unmodified _TIYVGNLPGDIR_ Q64HC3_MAIZE 2 659.3617 1316.7089 0.44436 0.14736 0.58872 77.137 77.137 1.98E-03 52.36 3443800

44501 TIYVLFAGAEIPIAK Unmodified _TIYVLFAGAEIPIAK_ B4FNN8_MAIZE 2 803.46617 1604.9178 0.99885 0.49798 1.4802 113.81 113.81 1.26E-03 38.07 202250

44502 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 0.022299 -0.024939 0.002058 53.392 53.392 4.52E-03 30.65 4902000

44503 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 4 337.44741 1345.7606 1.2752 -0.070266 1.2085 53.386 53.386 1.00E+00 11.74 1210100

44504 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.12381 -0.051871 -0.17156 54.528 54.528 1.13E-05 29.58 2218400

44505 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.0040671 0.016383 0.016338 56.118 56.118 1.13E-05 32.35 3514500

44506 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.022062 0.1059 0.087361 55.377 55.377 6.16E-04 27.36 2836100

44507 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.054706 0.11166 0.062274 56.07 56.07 4.78E-08 39.2 1909800

44508 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.013406 -0.14702 -0.1544 55.578 55.578 4.78E-08 37.68 4115100

44509 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.10164 -0.10435 -0.20126 56.205 56.205 8.48E-14 42.67 26123000

44510 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 2 673.88755 1345.7606 0.52565 -0.11847 0.41308 56.18 56.18 2.05E-12 52.33 1513000

44511 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 4 337.44741 1345.7606 1.2227 -0.29532 0.9326 56.144 56.144 1.00E+00 16.89 5842200

44512 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 0.029512 0.14614 0.18069 54.708 54.708 8.04E-02 13.8 741560

44513 TKDGKPFVDVLK Unmodified _TKDGKPFVDVLK_ B4FAL9_MAIZE 3 449.59413 1345.7606 -0.1138 0.33906 0.22983 58.498 58.498 2.11E-01 10.39 142820
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44514 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.076887 0.16577 0.07726 69.659 69.659 4.29E-02 38.82 8148100

44515 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 2 720.41447 1438.8144 0.71861 -0.14768 0.56 69.656 69.656 1.56E-17 92.55 2154200

44516 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.16829 -0.26064 -0.43939 72.586 72.586 5.88E-01 22.87 97639

44517 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.17338 -0.020326 -0.20618 70.544 70.544 4.23E-03 34.56 4765200

44518 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.084296 -0.25544 -0.35072 71.147 71.147 4.23E-03 46.35 7271500

44519 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 2 720.41447 1438.8144 0.69635 -0.71971 -0.03442 71.145 71.145 1.56E-17 74.11 1365800

44520 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.10643 -0.35573 -0.47241 70.68 70.68 6.66E-04 59.72 9924600

44521 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.17835 -0.31768 -0.50619 70.774 70.774 4.23E-03 44.7 10389000

44522 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.12308 -0.2657 -0.40073 70.824 70.824 6.66E-04 53.15 2453300

44523 TKDGPALQVELLR Unmodified _TKDGPALQVELLR_ B6U4D6_MAIZE 3 480.61207 1438.8144 -0.22465 -0.078299 -0.31449 72.516 72.516 6.66E-04 39.28 2232100

44524 TKDGVVLAVEK Unmodified _TKDGVVLAVEK_ B6TJB6_MAIZE 2 579.84007 1157.6656 0.086898 0.36154 0.44631 44.227 44.227 3.60E-06 65.7 2008700

44525 TKDGVVLAVEK Unmodified _TKDGVVLAVEK_ B6TJB6_MAIZE 3 386.89581 1157.6656 0.541 0.49284 1.0303 44.239 44.239 2.92E-01 24.6 2153100

44526 TKDLVIK Unmodified _TKDLVIK_ B4FQ98_MAIZE 2 408.7631 815.51165 0.42452 0.006787 0.41661 32.589 32.589 4.46E-01 17.02 31726

44527 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 2 501.78256 1001.5506 0.058456 -0.32542 -0.28912 28.853 28.853 1.12E-01 21.19 58847

44528 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 2 501.78256 1001.5506 0.029444 -0.1531 -0.14523 29.671 29.671 7.18E-01 18.8 39425

44529 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 2 501.78256 1001.5506 0.041035 -0.079045 -0.059781 29.022 29.022 3.39E-01 35.92 89420

44530 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 2 501.78256 1001.5506 -0.01225 -0.13881 -0.17201 29.372 29.372 1.12E-01 36.98 185480

44531 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 3 334.85746 1001.5506 1.2816 0.88461 2.1419 29.375 29.375 1.00E+00 8.08 62735

44532 TKDNNLLGK Unmodified _TKDNNLLGK_ HSP70_MAIZE 2 501.78256 1001.5506 -0.058742 -0.33099 -0.41128 30.044 30.044 1.00E+00 5.11 20765

44533 TKEAAEAASESGAEAHER Unmodified _TKEAAEAASESGAEAHER_ B6TK66_MAIZE 3 615.28541 1842.8344 0.4194 -0.019774 0.36459 32.704 32.704 1.87E-13 51.73 55399

44534 TKEAAEAASESGAEAHER Unmodified _TKEAAEAASESGAEAHER_ B6TK66_MAIZE 3 615.28541 1842.8344 0.28777 0.026048 0.27951 33.409 33.409 9.25E-50 76.73 728830

44535 TKGEAGTGNVVEAVR Unmodified _TKGEAGTGNVVEAVR_ B4FQA2_MAIZE 3 496.5986 1486.774 -0.038078 -0.025495 -0.063339 40.369 40.369 6.35E-02 40.16 1154500

44536 TKGEAGTGNVVEAVR Unmodified _TKGEAGTGNVVEAVR_ B4FQA2_MAIZE 3 496.5986 1486.774 -0.082237 -0.30266 -0.38256 42.754 42.754 4.00E-03 49.29 941520

44537 TKGEAGTGNVVEAVR Unmodified _TKGEAGTGNVVEAVR_ B4FQA2_MAIZE 3 496.5986 1486.774 -0.015848 -0.17792 -0.19229 42.392 42.392 1.14E-02 37.64 787170

44538 TKGEAGTGNVVEAVR Unmodified _TKGEAGTGNVVEAVR_ B4FQA2_MAIZE 2 744.39426 1486.774 0.79169 0.19498 0.98782 43.139 43.139 6.53E-30 89.32 2233400

44539 TKGEAGTGNVVEAVR Unmodified _TKGEAGTGNVVEAVR_ B4FQA2_MAIZE 3 496.5986 1486.774 -0.097227 -0.053292 -0.15006 40.619 40.619 1.14E-02 41.68 1255600

44540 TKPHVNVGTIGHVDHGK Unmodified _TKPHVNVGTIGHVDHGK_ B4FH57_MAIZE 4 449.74451 1794.9489 -0.010311 -0.28033 -0.27397 37.837 37.837 4.34E-02 12.49 1091000

44541 TKPSEEHVIAGWAPK Unmodified _TKPSEEHVIAGWAPK_ B4F817_MAIZE 3 550.62638 1648.8573 0.015994 -0.07001 -0.066316 54.845 54.845 7.48E-04 58.18 1343200

44542 TKTPGPGAQSALR Unmodified _TKTPGPGAQSALR_ B4FBS3_MAIZE 3 428.57373 1282.6993 0.23948 -0.83702 -0.60163 34.009 34.009 1.00E+00 14.97 226780

44543 TKTPGPGAQSALR Unmodified _TKTPGPGAQSALR_ B4FBS3_MAIZE 3 428.57373 1282.6993 -0.043989 -0.016623 -0.067012 37.114 37.114 3.27E-03 49.41 192850

44544 TKTPGPGAQSALR Unmodified _TKTPGPGAQSALR_ B4FBS3_MAIZE 2 642.35695 1282.6993 0.48218 -0.035333 0.44112 37.143 37.143 1.00E+00 8.11 19273

44545 TKVDELEKDNLSNR Unmodified _TKVDELEKDNLSNR_ B6TDM3_MAIZE 3 554.2882 1659.8428 0.012132 -0.31267 -0.32061 50.498 50.498 2.65E-04 49.57 2222100

44546 TKVDELEKDNLSNR Unmodified _TKVDELEKDNLSNR_ B6TDM3_MAIZE 3 554.2882 1659.8428 0.021056 0.10782 0.10807 48.034 48.034 2.65E-04 37.84 1673700

44547 TKWENSSWGK Unmodified _TKWENSSWGK_ B4FUA9_MAIZE 2 611.79619 1221.5778 0.29052 0.35555 0.63085 44.546 44.546 1.45E-01 24.3 1744800
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44548 TKWENSSWGK Unmodified _TKWENSSWGK_ B4FUA9_MAIZE 3 408.19989 1221.5778 0.32258 0.7313 1.039 44.536 44.536 5.31E-01 5.12 1727600

44549 TKWENSSWGK Unmodified _TKWENSSWGK_ B4FUA9_MAIZE 3 408.19989 1221.5778 0.16101 -0.061346 0.087218 46.224 46.224 9.39E-01 13.69 52295

44550 TKWENSSWGK Unmodified _TKWENSSWGK_ B4FUA9_MAIZE 3 408.19989 1221.5778 0.06081 0.28532 0.33283 48.621 48.621 9.39E-01 5.79 608080

44551 TKWENSSWGK Unmodified _TKWENSSWGK_ B4FUA9_MAIZE 2 611.79619 1221.5778 0.25155 0.1216 0.35923 48.636 48.636 4.40E-02 25.32 384520

44552 TKYPNSDIYLDK Unmodified _TKYPNSDIYLDK_ SUS1_MAIZE B6 2 728.86956 1455.7246 0.74723 0.13729 0.8653 53.67 53.67 7.72E-03 35.2 225770

44553 TKYPNSDIYLDK Unmodified _TKYPNSDIYLDK_ SUS1_MAIZE B6 2 728.86956 1455.7246 0.7714 0.15107 0.90381 54.832 54.832 2.62E-07 58.11 543160

44554 TLAALQALSVGPLVDAATAALR Unmodified _TLAALQALSVGPLVDAATAALR_ B6SSZ0_MAIZE 3 708.07919 2121.2158 0.74359 0.22226 0.95381 129.82 129.82 6.16E-02 18.7 498350

44555 TLAAVLGSEEEAK Unmodified _TLAAVLGSEEEAK_ B6U770_MAIZE 2 659.34846 1316.6824 0.41366 -0.053208 0.33484 66.598 66.598 1.09E-26 84.81 2097500

44556 TLADISR Unmodified _TLADISR_ B6T6P7_MAIZE 2 388.21906 774.42357 0.49297 0.055084 0.52965 44.412 44.412 4.46E-01 20.39 502120

44557 TLADNYEYVMQGK Oxidation (M) _TLADNYEYVM(ox)QGK_ B4FPA6_MAIZE 2 774.35596 1546.6974 0.94195 0.47525 1.4056 64.038 64.038 8.43E-03 49.26 150290

44558 TLADNYEYVMQGK Unmodified _TLADNYEYVMQGK_ B4FPA6_MAIZE 2 766.3585 1530.7024 0.81826 0.19213 0.99621 79.266 79.266 2.61E-08 84.92 371470

44559 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.068047 -0.20276 -0.29371 52.266 52.266 3.13E-03 57.19 43566000

44560 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.15616 -0.02369 -0.2025 49.758 49.758 3.39E-01 19.67 127570

44561 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.36571 -0.49149 -0.87769 52.818 52.818 3.21E-03 38.4 22534000

44562 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.089343 -0.21675 -0.32756 52.225 52.225 3.13E-03 46.68 16402000

44563 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.048913 -0.17504 -0.24715 54.435 54.435 3.13E-03 49.2 19668000

44564 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.0579 -0.087019 -0.16712 53.751 53.751 3.32E-02 27.64 15355000

44565 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.10476 0.06475 -0.0628 54.455 54.455 9.73E-03 36.7 12226000

44566 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.064257 -0.21178 -0.29775 54.359 54.359 3.21E-03 36.52 15142000

44567 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.096783 -0.2649 -0.38427 55.007 55.007 9.73E-03 30.27 17610000

44568 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.17436 -0.17511 -0.3718 52.683 52.683 3.13E-03 46.23 30261000

44569 TLADYNIQK Unmodified _TLADYNIQK_ B4FPT7_MAIZE 2 533.28239 1064.5502 -0.15683 -0.1835 -0.3626 55.701 55.701 3.13E-03 34.2 15740000

44570 TLAEEAAWK Unmodified _TLAEEAAWK_ B4G1Y5_MAIZE 2 509.76383 1017.5131 -0.025435 0.051694 -0.0073191 56.123 56.123 9.73E-03 41.62 1423900

44571 TLAEEAAWK Unmodified _TLAEEAAWK_ B4G1Y5_MAIZE 2 509.76383 1017.5131 -0.078349 -0.04775 -0.16034 56.497 56.497 3.21E-03 43.04 304130

44572 TLAEEAAWK Unmodified _TLAEEAAWK_ B4G1Y5_MAIZE 2 509.76383 1017.5131 -0.13357 -1.3051 -1.4703 58.224 58.224 1.12E-01 12.42 262710

44573 TLAEFLFNTENALIR Unmodified _TLAEFLFNTENALIR_ B4FL89_MAIZE 2 876.46997 1750.9254 1.1468 0.79006 1.9182 125.22 125.22 1.04E-33 71.86 250350

44574 TLAEFLFNTENALIR Unmodified _TLAEFLFNTENALIR_ B4FL89_MAIZE 2 876.46997 1750.9254 1.1171 0.78788 1.8859 126.03 126.03 1.60E-05 66.71 117510

44575 TLAENSGLDTQDVIVSLQNEHDR Unmodified _TLAENSGLDTQDVIVSLQNEHDR_ B4FF57_MAIZE 3 852.08417 2553.2307 1.033 -0.099009 0.93162 86.909 86.909 6.36E-09 50.79 357490

44576 TLAENSGLDTQDVIVSLQNEHDR Unmodified _TLAENSGLDTQDVIVSLQNEHDR_ B4FF57_MAIZE 3 852.08417 2553.2307 1.112 0.10282 1.2118 87.192 87.192 1.82E-07 44.65 438760

44577 TLAENSGLDTQDVIVSLQNEHDR Unmodified _TLAENSGLDTQDVIVSLQNEHDR_ B4FF57_MAIZE 3 852.08417 2553.2307 1.069 -0.040611 1.0257 86.675 86.675 6.36E-09 45.52 1576100

44578 TLAENSGLDTQDVIVSLQNEHDR Unmodified _TLAENSGLDTQDVIVSLQNEHDR_ B4FF57_MAIZE 3 852.08417 2553.2307 1.1288 0.40583 1.5316 87.171 87.171 1.82E-07 42.98 593710

44579 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 0.0010834 0.23551 0.22946 86.272 86.272 3.21E-03 44.52 1810400

44580 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 -0.15112 0.37245 0.21344 86.955 86.955 3.13E-03 47.85 712360

44581 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 -0.018622 0.14993 0.12507 87.212 87.212 1.01E-02 38.28 1133500
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44582 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 -0.017014 0.29963 0.27443 86.89 86.89 9.73E-03 55.21 529370

44583 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 -0.1258 0.10259 -0.029957 86.551 86.551 3.21E-03 48.9 4026800

44584 TLAILGFGK Unmodified _TLAILGFGK_ B6SL40_MAIZE 2 460.2842 918.55385 -0.016341 0.45269 0.4298 86.982 86.982 3.21E-03 48.38 972260

44585 TLANMEDPINQILK Unmodified _TLANMEDPINQILK_ B6T989_MAIZE 2 800.42417 1598.8338 1.1186 0.36139 1.456 97.394 97.394 2.00E-19 71.94 429030

44586 TLAPYQPILPFEVLSAR Unmodified _TLAPYQPILPFEVLSAR_ B4FAW7_MAIZE 2 958.03802 1914.0615 1.1785 -0.012955 1.1537 118.08 118.08 1.51E-07 51.77 630270

44587 TLAPYQPILPFEVLSAR Unmodified _TLAPYQPILPFEVLSAR_ B4FAW7_MAIZE 2 958.03802 1914.0615 1.1113 -0.12236 0.97708 118.54 118.54 1.24E-09 57.77 204320

44588 TLAPYQPILPFEVLSAR Unmodified _TLAPYQPILPFEVLSAR_ B4FAW7_MAIZE 2 958.03802 1914.0615 1.1758 -0.30663 0.85751 118.61 118.61 1.02E-03 32.51 105510

44589 TLAPYQPILPFEVLSAR Unmodified _TLAPYQPILPFEVLSAR_ B4FAW7_MAIZE 2 958.03802 1914.0615 1.1659 -0.98302 0.17147 118.73 118.73 2.47E-02 21.72 68388

44590 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.59426 -0.012644 0.57649 62.326 62.326 1.11E-04 50.56 1111000

44591 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.56951 -0.41196 0.15302 63.019 63.019 1.11E-04 61.87 390210

44592 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.57682 -0.17631 0.39609 64.164 64.164 2.62E-07 64.94 952060

44593 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.60207 -0.15117 0.44658 63.552 63.552 2.62E-07 57.23 606680

44594 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.50528 -0.15354 0.34748 63.835 63.835 1.68E-09 65.78 5508900

44595 TLAQNCGLNVIR Unmodified _TLAQNCGLNVIR_ B6UCD0_MAIZE 2 679.86408 1357.7136 0.56857 0.056432 0.62037 64.143 64.143 1.60E-02 29.08 385200

44596 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.67423 0.14904 0.80967 60.463 60.463 9.54E-02 30.46 562400

44597 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.6507 -0.10315 0.53422 61.75 61.75 1.56E-17 86.34 733240

44598 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.59804 0.057812 0.64335 62.152 62.152 4.93E-21 80.07 1984600

44599 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.62232 -0.11781 0.4919 62.246 62.246 1.56E-17 81.38 3850800

44600 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.59546 0.001613 0.58419 62.552 62.552 2.50E-15 76.95 2230400

44601 TLAQVVGSEEEAR Unmodified _TLAQVVGSEEEAR_ B6TDH1_MAIZE 2 694.85444 1387.6943 0.57676 0.11029 0.67339 60.787 60.787 1.00E-11 64.48 609770

44602 TLATDVLFGLLK Unmodified _TLATDVLFGLLK_ B6T8I5_MAIZE 2 645.88702 1289.7595 0.44892 0.34703 0.79574 124.06 124.06 7.02E-22 68.94 2062500

44603 TLATDVLFGLLK Unmodified _TLATDVLFGLLK_ B6T8I5_MAIZE 2 645.88702 1289.7595 0.45476 0.40258 0.85792 124.5 124.5 2.05E-12 51.88 666490

44604 TLATDVLFGLLK Unmodified _TLATDVLFGLLK_ B6T8I5_MAIZE 2 645.88702 1289.7595 0.45339 0.21739 0.67075 124.74 124.74 1.68E-09 56.74 422940

44605 TLATDVLFGLLK Unmodified _TLATDVLFGLLK_ B6T8I5_MAIZE 2 645.88702 1289.7595 0.47418 0.32774 0.80256 124.86 124.86 6.74E-02 34.14 303150

44606 TLATDVTTEHLR Unmodified _TLATDVTTEHLR_ B6SS66_MAIZE 3 452.90877 1355.7045 0.063252 -1.4203 -1.3516 58.171 58.171 2.46E-02 20.98 410840

44607 TLATDVTTEHLR Unmodified _TLATDVTTEHLR_ B6SS66_MAIZE 3 452.90877 1355.7045 0.057001 -2.3755 -2.3105 57.501 57.501 8.04E-02 12.2 262750

44608 TLATDVTTEHLR Unmodified _TLATDVTTEHLR_ B6SS66_MAIZE 3 452.90877 1355.7045 -0.072428 -0.24256 -0.31075 58.042 58.042 2.11E-01 7.03 489490

44609 TLATDVTTEHLR Unmodified _TLATDVTTEHLR_ B6SS66_MAIZE 3 452.90877 1355.7045 -0.089267 -0.16822 -0.25347 57.973 57.973 9.42E-03 17.26 1858900

44610 TLCCILENFQKEDGVEVPK Unmodified _TLCCILENFQKEDGVEVPK_ B4FQC4_MAIZE 3 760.37306 2278.0973 0.88551 -1.0623 -0.17335 98.678 98.678 2.20E-02 26.16 608560

44611 TLCEDNDPMDVLVLMQEPVLPGAFLR Oxidation (M) _TLCEDNDPM(ox)DVLVLMQEPVLPGAFLR_ B4FCR7_MAIZE 3 996.82203 2987.4442 1.2407 -0.35795 0.88762 125.06 125.06 7.02E-03 15.74 630740

44612 TLCEDNDPMDVLVLMQEPVLPGAFLR Oxidation (M) _TLCEDNDPMDVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 3 996.82203 2987.4442 1.1473 -0.48861 0.66343 127.06 127.06 7.26E-01 9.59 651490

44613 TLCEDNDPMDVLVLMQEPVLPGAFLR Oxidation (M) _TLCEDNDPM(ox)DVLVLMQEPVLPGAFLR_ B4FCR7_MAIZE 3 996.82203 2987.4442 1.1375 -0.1532 0.98861 128.19 128.19 5.76E-05 55.08 1464700

44614 TLCEDNDPMDVLVLMQEPVLPGAFLR 2 Oxidation (M) _TLCEDNDPM(ox)DVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 3 1002.1537 3003.4392 1.0793 -0.33383 0.75142 120.61 120.61 1.05E-10 38.72 5520300

44615 TLCEDNDPMDVLVLMQEPVLPGAFLR 2 Oxidation (M) _TLCEDNDPM(ox)DVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 2 1502.7269 3003.4392 1.0458 -0.43105 0.62036 120.57 120.57 3.50E-07 30.17 335350
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44616 TLCEDNDPMDVLVLMQEPVLPGAFLR 2 Oxidation (M) _TLCEDNDPM(ox)DVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 4 751.86707 3003.4392 0.86061 -0.23461 0.63148 120.54 120.54 4.42E-09 29.9 254880

44617 TLCEDNDPMDVLVLMQEPVLPGAFLR 2 Oxidation (M) _TLCEDNDPM(ox)DVLVLM(ox)QEPVLPGAFLR_ B4FCR7_MAIZE 3 1002.1537 3003.4392 1.168 -0.39826 0.77576 122.25 122.25 2.25E-01 11.97 120450

44618 TLCEDNDPMDVLVLMQEPVVPGSFLR Unmodified _TLCEDNDPMDVLVLMQEPVVPGSFLR_ B4FXF9_MAIZE 3 992.15014 2973.4286 -6.1061 128.43 128.43 5.12E-01 24.64

44619 TLCEDNDPMDVLVLMQEPVVPGSFLR 2 Oxidation (M) _TLCEDNDPM(ox)DVLVLM(ox)QEPVVPGSFLR_ B4FXF9_MAIZE 3 1002.8134 3005.4184 1.1577 -0.14054 1.0273 113.3 113.3 1.89E-06 24.9 924720

44620 TLCEDNDPMDVLVLMQEPVVPGSFLR Oxidation (M) _TLCEDNDPM(ox)DVLVLMQEPVVPGSFLR_ B4FXF9_MAIZE 3 997.48178 2989.4235 1.2334 -0.11321 1.129 125.55 125.55 5.76E-05 32.96 237130

44621 TLCEDSDPLDVLVIMQEPVIPGCFLR Oxidation (M) _TLCEDSDPLDVLVIM(ox)QEPVIPGCFLR_ B4FJX6_MAIZE 3 1011.4974 3031.4705 1.1288 -0.11745 1.022 127.32 127.32 2.07E-15 52.95 700500

44622 TLCEGIAK Unmodified _TLCEGIAK_ B4FZW5_MAIZE 2 446.23385 890.45315 -0.04025 0.37261 0.32045 41.083 41.083 1.65E-01 29.64 2743400

44623 TLDEGIAK Unmodified _TLDEGIAK_ B4FAJ4_MAIZE 2 423.732 845.44945 0.057986 0.15893 0.19817 40.917 40.917 1.65E-01 27.38 2444900

44624 TLDEGIAK Unmodified _TLDEGIAK_ B4FAJ4_MAIZE 2 423.732 845.44945 -0.0092763 1.1229 1.0931 35.765 35.765 1.00E+00 3.79 57474

44625 TLDEIPLDAEAVER Unmodified _TLDEIPLDAEAVER_ B6U1K3_MAIZE 2 785.90158 1569.7886 0.94306 -0.941 -0.014454 83.055 83.055 7.64E-09 31.82 331380

44626 TLDEIPLDAEAVER Unmodified _TLDEIPLDAEAVER_ B6U1K3_MAIZE 2 785.90158 1569.7886 0.90447 -0.46884 0.41806 83.326 83.326 7.64E-09 35.6 244770

44627 TLDEIPLDAEAVER Unmodified _TLDEIPLDAEAVER_ B6U1K3_MAIZE 2 785.90158 1569.7886 0.89535 -1.3966 -0.51797 83.849 83.849 1.49E-02 22.21 343570

44628 TLDEIPLDAEAVER Unmodified _TLDEIPLDAEAVER_ B6U1K3_MAIZE 2 785.90158 1569.7886 0.92834 -0.2881 0.62294 83.509 83.509 2.96E-06 36.17 612470

44629 TLDEYYR Unmodified _TLDEYYR_ B4FA19_MAIZE 2 480.22708 958.43961 -0.034519 -0.65625 -0.71311 53.745 53.745 4.46E-01 13.82 430300

44630 TLDLIMILNSK Oxidation (M) _TLDLIM(ox)ILNSK_ B4F9F0_MAIZE 2 638.86269 1275.7108 0.39928 -0.75881 -0.37818 105.59 105.59 1.96E-02 24.58 233330

44631 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.78552 -0.014961 0.75278 58.104 58.104 2.78E-01 36.94 18667000

44632 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.87048 -0.29737 0.55581 62.673 62.673 2.64E-01 28.64 578140

44633 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.72043 -0.016999 0.68698 59.533 59.533 1.00E+00 3.47 18618

44634 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.71823 -0.56259 0.14085 58.659 58.659 2.78E-01 33.32 9087900

44635 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.7154 -0.14583 0.5524 63.329 63.329 5.26E-01 32.8 210140

44636 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.78085 -0.22796 0.53512 60.288 60.288 2.78E-01 38.69 10505000

44637 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.84714 -0.32393 0.50664 64.665 64.665 2.78E-01 35.51 342640

44638 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.69915 -0.29801 0.38459 59.623 59.623 2.64E-01 37.13 14308000

44639 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.83838 -0.41865 0.40323 64.042 64.042 2.64E-01 29.83 203950

44640 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.72931 0.38024 1.0916 60.194 60.194 2.64E-01 35.79 764220

44641 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.8343 0.21882 1.0343 60.053 60.053 2.64E-01 34.31 757190

44642 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.8409 0.015928 0.83875 64.372 64.372 5.26E-01 26.05 1061900

44643 TLDLIR Unmodified _TLDLIR_ B6UF55_MAIZE 2 365.72652 729.43849 0.81676 0.094221 0.89274 60.635 60.635 5.26E-01 33 849410

44644 TLDNELEAVQGMK Oxidation (M) _TLDNELEAVQGM(ox)K_ B4FMM3_MAIZE 2 732.35596 1462.6974 0.76401 -0.11933 0.63228 67.292 67.292 4.35E-18 97.61 988350

44645 TLDNELEAVQGMK Oxidation (M) _TLDNELEAVQGM(ox)K_ B4FMM3_MAIZE 2 732.35596 1462.6974 -0.51412 67.578 67.578 5.15E-11 65.82

44646 TLDNELEAVQGMK Unmodified _TLDNELEAVQGMK_ B4FMM3_MAIZE 2 724.3585 1446.7024 0.76039 -0.55062 0.19533 77.67 77.67 2.61E-08 50.89 458840

44647 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 -0.022251 -0.17206 -0.1936 64.601 64.601 1.32E-03 30.56 10002000

44648 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 2 793.38389 1584.7532 0.94999 -0.21371 0.73632 64.601 64.601 7.64E-09 64.32 1798100

44649 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 -0.18856 0.047155 -0.14035 66.068 66.068 5.17E-02 12.45 408200
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44650 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 2 793.38389 1584.7532 0.9999 0.23709 1.2368 66.057 66.057 3.51E-02 26.36 34541

44651 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 -0.088457 0.19176 0.10335 65.125 65.125 9.21E-03 23.09 1284800

44652 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 2 793.38389 1584.7532 0.9636 0.1173 1.0812 65.12 65.12 6.31E-03 48.1 249350

44653 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 0.0075159 -0.079872 -0.071945 66.257 66.257 5.17E-02 19.87 1304400

44654 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 0.021591 0.048143 0.068563 65.652 65.652 1.32E-03 27.57 1243500

44655 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 3 529.25835 1584.7532 -0.085777 -0.25472 -0.34018 65.167 65.167 8.17E-05 36.6 3737700

44656 TLDPHIEEQFGSGR Unmodified _TLDPHIEEQFGSGR_ B4FE90_MAIZE 2 793.38389 1584.7532 0.95402 -0.004835 0.94957 65.172 65.172 1.49E-02 49.23 479170

44657 TLDPTQDHK Unmodified _TLDPTQDHK_ B4FB23_MAIZE 3 352.17697 1053.5091 0.87193 0.59223 1.4691 30.064 30.064 5.45E-01 19.84 16356

44658 TLDQYYSR Unmodified _TLDQYYSR_ B6T9C0_MAIZE 2 523.25109 1044.4876 -0.012966 0.10387 0.076365 50.65 50.65 2.92E-02 36.37 5384600

44659 TLDQYYSR Unmodified _TLDQYYSR_ B6T9C0_MAIZE 2 523.25109 1044.4876 -0.028274 0.01504 -0.02781 52.758 52.758 3.48E-02 35.33 4341300

44660 TLDQYYSR Unmodified _TLDQYYSR_ B6T9C0_MAIZE 2 523.25109 1044.4876 -0.032973 0.17069 0.12249 52.058 52.058 2.92E-02 24.25 2220600

44661 TLDQYYSR Unmodified _TLDQYYSR_ B6T9C0_MAIZE 2 523.25109 1044.4876 -0.099255 0.17245 0.058367 52.87 52.87 1.90E-02 31.71 3475500

44662 TLDQYYSR Unmodified _TLDQYYSR_ B6T9C0_MAIZE 2 523.25109 1044.4876 -0.10995 -0.30835 -0.43149 52.801 52.801 2.92E-02 41.89 35138000

44663 TLDTVHHDDFHQPNFEGGSIK Unmodified _TLDTVHHDDFHQPNFEGGSIK_ PLDA1_MAIZE 4 599.28319 2393.1036 0.23768 0.063107 0.31262 61.266 61.266 2.97E-04 14.64 4120700

44664 TLDTVHHDDFHQPNFEGGSIK Unmodified _TLDTVHHDDFHQPNFEGGSIK_ PLDA1_MAIZE 4 599.28319 2393.1036 0.21297 -0.1666 0.05849 62.023 62.023 2.92E-02 4.52 1228400

44665 TLDTVHHDDFHQPNFEGGSIK Unmodified _TLDTVHHDDFHQPNFEGGSIK_ PLDA1_MAIZE 4 599.28319 2393.1036 0.27732 -0.33852 -0.048628 63.137 63.137 7.83E-01 0.33 1009400

44666 TLDTVHHDDFHQPNFEGGSIK Unmodified _TLDTVHHDDFHQPNFEGGSIK_ PLDA1_MAIZE 4 599.28319 2393.1036 0.29054 -0.31754 -0.013534 62.546 62.546 1.74E-01 5 1015300

44667 TLEAFNESFDK Unmodified _TLEAFNESFDK_ B6U4D9_MAIZE 2 650.80642 1299.5983 0.50944 0.93316 1.4292 72.876 72.876 4.96E-02 14.94 319700

44668 TLEAIALAK Unmodified _TLEAIALAK_ B6TNK2_MAIZE 2 465.28694 928.55933 0.017154 0.13856 0.11562 63.29 63.29 3.32E-02 24.93 432420

44669 TLEAIALAK Unmodified _TLEAIALAK_ B6TNK2_MAIZE 2 465.28694 928.55933 -0.15086 0.24055 0.049342 64.063 64.063 7.18E-01 22.03 141790

44670 TLEAIALAK Unmodified _TLEAIALAK_ B6TNK2_MAIZE 2 465.28694 928.55933 -0.0048483 -0.008409 -0.053301 65.187 65.187 3.39E-01 24.21 236920

44671 TLEEAASPEEGLK Unmodified _TLEEAASPEEGLK_ B2Y0K4_MAIZE 2 687.34337 1372.6722 0.55093 0.15308 0.67441 54.848 54.848 3.13E-02 29.83 1383400

44672 TLEETNANLDEIVELAK Unmodified _TLEETNANLDEIVELAK_ B4FIH9_MAIZE 2 951.48875 1900.963 1.1322 -0.59103 0.51699 101.77 101.77 1.54E-12 79.65 220630

44673 TLEETNANLDEIVELAK Unmodified _TLEETNANLDEIVELAK_ B4FIH9_MAIZE 2 951.48875 1900.963 1.2754 -0.13436 1.1163 101.25 101.25 1.37E-17 96.46 242410

44674 TLEETNANLDEIVELAK Unmodified _TLEETNANLDEIVELAK_ B4FIH9_MAIZE 2 951.48875 1900.963 1.1631 -0.8276 0.31109 101.97 101.97 3.42E-29 91.16 627790

44675 TLEETNSNLDEIVQLAK Unmodified _TLEETNSNLDEIVQLAK_ B4FHJ2_MAIZE 2 958.9942 1915.9739 1.2113 0.42651 1.6182 96.237 96.237 8.28E-39 107.5 448140

44676 TLEETNSNLDEIVQLAK Unmodified _TLEETNSNLDEIVQLAK_ B4FHJ2_MAIZE 2 958.9942 1915.9739 1.2222 0.59324 1.796 96.098 96.098 1.54E-12 73.62 284040

44677 TLEETNSNLDEIVQLAK Unmodified _TLEETNSNLDEIVQLAK_ B4FHJ2_MAIZE 2 958.9942 1915.9739 1.2526 0.40785 1.6412 95.681 95.681 4.07E-45 112.93 607670

44678 TLEETNSNLDEIVQLAK Unmodified _TLEETNSNLDEIVQLAK_ B4FHJ2_MAIZE 2 958.9942 1915.9739 1.1984 0.11481 1.2944 96.289 96.289 8.28E-39 117.75 2237900

44679 TLEITNEVLASYK Unmodified _TLEITNEVLASYK_ B6SGB6_MAIZE 2 740.89831 1479.7821 0.79128 -1.0597 -0.28903 85.765 85.765 2.61E-08 76.16 442040

44680 TLEITNEVLASYK Unmodified _TLEITNEVLASYK_ B6SGB6_MAIZE 2 740.89831 1479.7821 0.75869 -1.1888 -0.45099 86.268 86.268 2.50E-15 104.9 222010

44681 TLEITNEVLASYK Unmodified _TLEITNEVLASYK_ B6SGB6_MAIZE 2 740.89831 1479.7821 0.77666 -0.82754 -0.0714 86.584 86.584 2.50E-15 81.6 289270

44682 TLEITNEVLASYK Unmodified _TLEITNEVLASYK_ B6SGB6_MAIZE 2 740.89831 1479.7821 0.86199 0.057909 0.89858 85.991 85.991 1.00E-11 73.38 362410

44683 TLELGEDYFISQIGDR Unmodified _TLELGEDYFISQIGDR_ B6U9L0_MAIZE 2 928.45726 1854.9 1.1752 0.39048 1.5596 105.56 105.56 7.01E-14 52.82 153290
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44684 TLELGEDYFISQIGDR Unmodified _TLELGEDYFISQIGDR_ B6U9L0_MAIZE 2 928.45726 1854.9 1.2295 -0.61144 0.61293 105.07 105.07 7.01E-14 62.69 124530

44685 TLELGEDYFISQIGDR Unmodified _TLELGEDYFISQIGDR_ B6U9L0_MAIZE 2 928.45726 1854.9 1.1831 0.41515 1.5925 105.27 105.27 1.42E-33 94.21 2342900

44686 TLELGEDYFISQIGDR Unmodified _TLELGEDYFISQIGDR_ B6U9L0_MAIZE 3 619.30726 1854.9 0.33126 0.034533 0.35902 105.28 105.28 1.00E+00 12.32 408740

44687 TLELVAGKPLLLLR Unmodified _TLELVAGKPLLLLR_ B6T4W6_MAIZE 3 512.66763 1534.981 -0.033841 0.1188 0.064345 96.071 96.071 1.10E-02 23.94 1420000

44688 TLESLSSK Unmodified _TLESLSSK_ B6T0S8_MAIZE 2 432.73728 863.46001 -0.087947 0.33176 0.21863 37.831 37.831 3.77E-01 13.54 188390

44689 TLESWELVEVCHLGS Unmodified _TLESWELVEVCHLGS_ B6U6P0_MAIZE 2 879.92199 1757.8294 1.101 0.16176 1.2654 102.49 102.49 7.01E-11 76.13 119260

44690 TLETALEGKK Unmodified _TLETALEGKK_ Q9FQA3_MAIZE 3 363.87652 1088.6077 0.8985 0.1081 0.98164 46.114 46.114 9.29E-03 28.44 1195300

44691 TLETALEGKK Unmodified _TLETALEGKK_ Q9FQA3_MAIZE 2 545.31115 1088.6077 -0.0084967 -0.042552 -0.077093 46.112 46.112 2.81E-03 43.18 917260

44692 TLFDLQEISAEIR Unmodified _TLFDLQEISAEIR_ Q672R6_MAIZE 2 767.90921 1533.8039 0.92976 1.3346 2.2466 112.03 112.03 1.56E-17 66.21 92469

44693 TLFLDDSER Unmodified _TLFLDDSER_ B4FL38_MAIZE 2 548.26948 1094.5244 -0.0086074 -0.29653 -0.30895 67.859 67.859 3.32E-02 22.44 1329000

44694 TLFVINFDPINTR Unmodified _TLFVINFDPINTR_ B4FGH4_MAIZE 2 775.42229 1548.83 0.96925 -0.43535 0.5366 111.01 111.01 2.50E-15 72.84 204530

44695 TLFVINFDPINTR Unmodified _TLFVINFDPINTR_ B4FGH4_MAIZE 2 775.42229 1548.83 0.88869 0.68911 1.5793 110.64 110.64 1.00E-11 68.88 512740

44696 TLFVQADGIK Unmodified _TLFVQADGIK_ B6SIW6_MAIZE 2 546.30841 1090.6023 0.068367 0.11371 0.18453 66.952 66.952 1.84E-04 53.24 2043800

44697 TLFVQADGIK Unmodified _TLFVQADGIK_ B6SIW6_MAIZE 2 546.30841 1090.6023 -0.02314 -0.049978 -0.070646 67.647 67.647 1.62E-03 45.39 760720

44698 TLFVQADGIK Unmodified _TLFVQADGIK_ B6SIW6_MAIZE 2 546.30841 1090.6023 0.083574 -0.17507 -0.087344 67.989 67.989 2.81E-03 28.91 609540

44699 TLFVQADGIK Unmodified _TLFVQADGIK_ B6SIW6_MAIZE 2 546.30841 1090.6023 0.075597 -0.026709 0.052147 68.064 68.064 3.43E-01 14.58 288290

44700 TLFVQADGIK Unmodified _TLFVQADGIK_ B6SIW6_MAIZE 2 546.30841 1090.6023 0.057335 -0.026002 0.03433 68.475 68.475 4.40E-02 19.13 1606300

44701 TLGAATAALR Unmodified _TLGAATAALR_ B4FLG7_MAIZE 2 472.77982 943.54508 -0.11916 0.37525 0.23347 50.205 50.205 5.76E-06 73.03 3386400

44702 TLGAELGVPIEVYGPEATMTGICK Oxidation (M) _TLGAELGVPIEVYGPEATM(ox)TGICK_ B6TD54_MAIZE 3 841.42208 2521.2444 1.0701 -0.34205 0.73124 101.9 101.9 1.17E-03 11.83 528470

44703 TLGAELGVPIEVYGPEATMTGICK Oxidation (M) _TLGAELGVPIEVYGPEATM(ox)TGICK_ B6TD54_MAIZE 2 1261.6295 2521.2444 1.207 -0.27383 0.93558 101.85 101.85 8.88E-10 58.86 284020

44704 TLGAELGVPIEVYGPEATMTGICK Unmodified _TLGAELGVPIEVYGPEATMTGICK_ B6TD54_MAIZE 2 1253.632 2505.2495 1.1916 0.16658 1.3593 110.21 110.21 1.84E-07 52.62 282270

44705 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 0.027128 0.39834 0.40581 47.902 47.902 3.89E-04 53.27 2348500

44706 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 -0.046077 0.17802 0.11404 47.722 47.722 3.32E-02 29.36 551680

44707 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 0.021529 0.001232 0.0045749 50.209 50.209 9.73E-03 32.44 805560

44708 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 0.047139 -0.015011 0.013851 49.461 49.461 1.01E-02 29.58 852520

44709 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 0.0064226 0.050604 0.038796 50.339 50.339 3.21E-03 47.3 720760

44710 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 -0.066262 0.24499 0.16045 50.712 50.712 3.21E-03 38.09 4497400

44711 TLGENFNER Unmodified _TLGENFNER_ Q9M589_MAIZE 2 540.25944 1078.5043 -0.055204 -0.61835 -0.68925 51.432 51.432 1.01E-02 33.96 265010

44712 TLGEWAGLCK Unmodified _TLGEWAGLCK_ B4FGC8_MAIZE 2 567.78424 1133.5539 0.017786 0.22498 0.24331 75.429 75.429 4.40E-02 30.51 135090

44713 TLGEWAGLCK Unmodified _TLGEWAGLCK_ B4FGC8_MAIZE 2 567.78424 1133.5539 0.11925 0.63203 0.74935 74.534 74.534 4.40E-02 18.95 552560

44714 TLGEWAGLCK Unmodified _TLGEWAGLCK_ B4FGC8_MAIZE 2 567.78424 1133.5539 0.0019861 -0.26665 -0.26444 76.124 76.124 1.84E-04 45.34 8540400

44715 TLGEWSGLCK Unmodified _TLGEWSGLCK_ B6SGF1_MAIZE 2 575.7817 1149.5488 0.10939 0.39468 0.50634 72.052 72.052 4.40E-02 33.78 928400

44716 TLGINASAR Unmodified _TLGINASAR_ B4FA19_MAIZE 2 451.75634 901.49813 -1.3977 44.897 44.897 1.88E-01 4.67

44717 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 -0.11667 0.22665 0.09008 95.857 95.857 1.90E-02 42.02 63683
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44718 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 0.022459 -0.032246 -0.030197 92.746 92.746 3.77E-01 10.04 630180

44719 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 -0.013747 0.21865 0.18306 92.394 92.394 2.92E-02 25.57 504320

44720 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 0.036056 0.10264 0.11695 92.763 92.763 5.06E-02 20.71 543370

44721 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 -0.047546 0.24334 0.17438 92.457 92.457 2.34E-03 63.88 3087600

44722 TLGLLLLR Unmodified _TLGLLLLR_ B4FP70_MAIZE 2 449.80785 897.60114 -0.14742 0.36353 0.19448 94.425 94.425 2.34E-03 44.05 387580

44723 TLGLSVEADK Unmodified _TLGLSVEADK_ O24566_MAIZE 2 516.78222 1031.5499 -0.10463 0.10399 -0.01046 57.68 57.68 7.11E-01 11.5 30483

44724 TLGLSVEADK Unmodified _TLGLSVEADK_ O24566_MAIZE 2 516.78222 1031.5499 -0.11185 -0.010511 -0.13211 56.75 56.75 1.45E-01 29.95 602070

44725 TLGLSVEADK Unmodified _TLGLSVEADK_ O24566_MAIZE 2 516.78222 1031.5499 -0.11856 -0.38981 -0.51765 58.639 58.639 1.45E-01 24.84 2984200

44726 TLGLSVEADK Unmodified _TLGLSVEADK_ O24566_MAIZE 3 344.85724 1031.5499 1.3332 0.074991 1.3978 30.682 30.682 9.39E-01 3.72 42295

44727 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.50621 -0.10075 0.4093 49.916 49.916 7.83E-01 17.84 8055200

44728 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.36262 0.85484 1.2181 50.216 50.216 7.83E-01 17.68 1679100

44729 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.46767 0.67529 1.1428 52.302 52.302 7.83E-01 15.29 2935900

44730 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.43172 0.50499 0.9377 51.63 51.63 4.46E-01 15.32 2297300

44731 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.47298 0.44052 0.91428 51.904 51.904 4.46E-01 17.83 2200100

44732 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.43824 0.35234 0.79323 52.602 52.602 7.83E-01 16.04 4851900

44733 TLGNFVK Unmodified _TLGNFVK_ B6TFA7_MAIZE 2 389.72652 777.43849 0.42845 -0.20612 0.22511 50.411 50.411 1.86E-01 25.67 13444000

44734 TLGSGFHLLIPAVDR Unmodified _TLGSGFHLLIPAVDR_ Q9M585_MAIZE 3 532.63499 1594.8831 0.044978 0.017496 0.065404 93.109 93.109 1.00E+00 5.74 395720

44735 TLGSGFHLLIPAVDR Unmodified _TLGSGFHLLIPAVDR_ Q9M585_MAIZE 3 532.63499 1594.8831 0.045529 -0.046809 0.0028583 93.059 93.059 1.00E+00 9.03 642690

44736 TLGSGFHLLIPAVDR Unmodified _TLGSGFHLLIPAVDR_ Q9M585_MAIZE 2 798.44884 1594.8831 0.97357 -0.14651 0.83051 92.774 92.774 6.37E-03 53.06 503330

44737 TLGSSADIFAGIFPK Unmodified _TLGSSADIFAGIFPK_ B6SSJ4_MAIZE 2 762.40885 1522.8031 0.87779 0.10657 0.98436 109.7 109.7 1.12E-07 54.53 376150

44738 TLGSSADIFAGIFPK Unmodified _TLGSSADIFAGIFPK_ B6SSJ4_MAIZE 2 762.40885 1522.8031 0.84748 0.13212 0.97994 110.33 110.33 6.53E-30 91.55 242610

44739 TLGSSADIFAGIFPK Unmodified _TLGSSADIFAGIFPK_ B6SSJ4_MAIZE 2 762.40885 1522.8031 0.87611 0.42322 1.2996 110.37 110.37 7.01E-11 96.47 241300

44740 TLGSSADIFAGIFPK Unmodified _TLGSSADIFAGIFPK_ B6SSJ4_MAIZE 2 762.40885 1522.8031 0.93617 0.51146 1.4481 110.03 110.03 7.01E-11 65.1 176920

44741 TLGSSGAGSSVVVPR Unmodified _TLGSSGAGSSVVVPR_ B6SK03_MAIZE 2 687.3728 1372.731 0.55735 0.2842 0.85632 54.21 54.21 1.02E-23 119.41 1946800

44742 TLGSSGAGSSVVVPR Unmodified _TLGSSGAGSSVVVPR_ B6SK03_MAIZE 2 687.3728 1372.731 0.50188 -0.10929 0.40868 57.161 57.161 7.01E-11 119.21 10955000

44743 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 3 443.88267 1328.6262 0.036592 0.006678 0.047023 57.799 57.799 9.88E-04 39.01 3736200

44744 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 2 665.32037 1328.6262 0.5958 0.69235 1.2913 57.762 57.762 4.43E-05 71.75 1165400

44745 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 3 443.88267 1328.6262 -0.037918 0.54723 0.51247 58.424 58.424 1.91E-02 25.36 1654000

44746 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 3 443.88267 1328.6262 0.047734 0.25382 0.30562 59.998 59.998 5.15E-02 16.32 2775800

44747 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 2 665.32037 1328.6262 0.58877 -0.71711 -0.12298 59.994 59.994 3.57E-04 47.41 517480

44748 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 3 443.88267 1328.6262 0.02233 -0.008474 0.019217 59.346 59.346 1.40E-01 20.08 946600

44749 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 2 665.32037 1328.6262 0.47452 0.32968 0.80787 59.864 59.864 5.66E-08 56.42 1720700

44750 TLGWDQYPHGR Unmodified _TLGWDQYPHGR_ MTHR1_MAIZE 3 443.88267 1328.6262 -0.10772 0.21302 0.10831 59.854 59.854 9.88E-04 38.06 9635800

44751 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 1.1752 0.071425 1.2281 29.243 29.243 1.96E-01 26.62 140750



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

44752 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 2 521.78001 1041.5455 0.069126 -0.1494 -0.098248 29.252 29.252 7.18E-01 18.47 95135

44753 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 -0.050886 27.607 27.607 1.20E-01 22.57

44754 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 1.2148 0.013988 1.21 30.128 30.128 8.82E-01 7.55 40546

44755 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 1.1125 -0.062427 1.0322 29.364 29.364 1.00E+00 11.02 33126

44756 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 1.1014 0.18489 1.2697 29.733 29.733 4.68E-01 24.08 51220

44757 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 3 348.1891 1041.5455 1.1887 0.0698 1.2416 30.022 30.022 1.96E-01 13.81 126590

44758 TLHLQSSEK Unmodified _TLHLQSSEK_ B6U8D3_MAIZE 2 521.78001 1041.5455 0.068331 -0.046374 0.0049332 30.017 30.017 1.12E-01 23.96 106070

44759 TLHLTALDGAK Unmodified _TLHLTALDGAK_ B4G1Y5_MAIZE 3 380.55215 1138.6346 0.65798 -0.001231 0.64689 57.054 57.054 2.98E-06 48.73 897380

44760 TLHLTALDGAK Unmodified _TLHLTALDGAK_ B4G1Y5_MAIZE 3 380.55215 1138.6346 0.51957 0.05837 0.56912 58.045 58.045 1.17E-02 46.8 424130

44761 TLHLTALDGAK Unmodified _TLHLTALDGAK_ B4G1Y5_MAIZE 3 380.55215 1138.6346 0.6186 -0.41876 0.19236 59.475 59.475 9.89E-02 22.63 646940

44762 TLHLTALDGAK Unmodified _TLHLTALDGAK_ B4G1Y5_MAIZE 3 380.55215 1138.6346 0.6139 -0.42854 0.17681 58.804 58.804 3.00E-03 25.5 519410

44763 TLHLTALDGAK Unmodified _TLHLTALDGAK_ B4G1Y5_MAIZE 3 380.55215 1138.6346 0.59812 -0.2973 0.29103 59.59 59.59 9.89E-02 28.36 2310300

44764 TLHLYTLNMDK Oxidation (M) _TLHLYTLNM(ox)DK_ MTHR1_MAIZE 2 682.84757 1363.6806 0.58242 0.052557 0.62414 62.309 62.309 2.73E-06 36.27 878470

44765 TLHLYTLNMDK Oxidation (M) _TLHLYTLNM(ox)DK_ MTHR1_MAIZE 3 455.56747 1363.6806 -0.091038 0.38328 0.28048 62.324 62.324 1.91E-02 20.91 3724800

44766 TLHLYTLNMDK Unmodified _TLHLYTLNMDK_ MTHR1_MAIZE 3 450.23583 1347.6857 -0.089949 -0.96637 -1.0686 71.404 71.404 9.88E-04 32.33 2434100

44767 TLHLYTLNMDK Unmodified _TLHLYTLNMDK_ MTHR1_MAIZE 2 674.85011 1347.6857 0.56995 -0.28075 0.27642 71.457 71.457 4.96E-02 20.72 421030

44768 TLHPDVDWLEK Unmodified _TLHPDVDWLEK_ B6TMW7_MAIZE 3 451.56635 1351.6772 -0.052161 -0.1368 -0.19006 75.071 75.071 4.21E-08 37.69 1000400

44769 TLHPPEKVDEFINLLK Unmodified _TLHPPEKVDEFINLLK_ B4FVJ9_MAIZE 3 631.68753 1892.0407 0.39827 -0.18247 0.20391 102.63 102.63 4.32E-02 20.51 331630

44770 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.14571 0.037366 0.163 61.086 61.086 4.48E-03 23.72 2056400

44771 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.16785 -0.14341 0.0046446 66.659 66.659 1.00E+00 6.3 3166000

44772 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 7.42E-05 -0.29374 -0.31315 68.021 68.021 7.60E-01 10.61 38388

44773 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.090225 -0.043497 0.027705 61.617 61.617 1.67E-02 17.32 461040

44774 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.089318 -0.053926 0.014858 67.32 67.32 4.96E-02 22.86 884650

44775 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.13431 -0.12536 -0.010107 68.275 68.275 1.47E-01 20.29 1010600

44776 TLIAAEYSGVK Unmodified _TLIAAEYSGVK_ B6TY76_MAIZE 2 576.31897 1150.6234 0.23097 1.152 1.3607 62.812 62.812 4.43E-05 50.34 1395500

44777 TLIGPTDAK Unmodified _TLIGPTDAK_ B4FLD7_MAIZE 2 458.26092 914.5073 -0.15646 0.60414 0.44184 46.684 46.684 3.32E-02 18.97 123530

44778 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.032105 -0.09264 -0.11573 40.389 40.389 9.73E-03 37.39 3297400

44779 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.1626 0.22297 1.3917 40.401 40.401 2.35E-01 13.57 3181100

44780 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.15475 -0.02997 -0.17667 41.319 41.319 3.32E-02 25.85 66727

44781 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 0.95988 0.082053 1.0505 41.332 41.332 8.40E-02 20.63 111630

44782 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.0521 -0.14754 0.91283 40.092 40.092 5.45E-01 17.65 947310

44783 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.12464 -0.030647 -0.14683 40.093 40.093 9.73E-03 34.9 697860

44784 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.2081 -0.095603 1.1215 42.659 42.659 8.40E-02 19.11 1713100

44785 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.0015386 -0.29822 -0.29123 42.663 42.663 9.73E-03 29.8 1076600
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44786 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.065 0.080293 1.1527 41.903 41.903 2.35E-01 15.43 1795300

44787 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 0.013763 -0.27721 -0.2548 41.891 41.891 3.13E-03 40.6 894510

44788 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.0387 0.37087 1.4169 42.614 42.614 9.39E-03 26.81 1523100

44789 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.029266 0.028956 0.0072073 42.592 42.592 3.21E-03 32.89 804890

44790 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.1165 -0.40475 0.72033 42.294 42.294 2.35E-02 22.22 13199000

44791 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.09558 -0.14271 -0.23084 42.302 42.302 3.13E-03 54.94 9646500

44792 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 3 343.1976 1026.571 1.2051 -0.047032 1.1661 40.66 40.66 8.40E-02 20.08 506800

44793 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.054306 -0.094764 -0.14134 40.658 40.658 3.21E-03 44.03 336700

44794 TLIHTDVTK Unmodified _TLIHTDVTK_ B4G082_MAIZE 2 514.29276 1026.571 -0.10371 -0.21115 -0.3055 44.317 44.317 3.39E-01 28.05 112930

44795 TLITPVQCK Unmodified _TLITPVQCK_ B6U4D9_MAIZE 2 530.29698 1058.5794 0.046178 0.14335 0.19833 51.152 51.152 1.12E-01 19.24 451460

44796 TLKDELTSMDR Oxidation (M) _TLKDELTSM(ox)DR_ B6TTP4_MAIZE 3 442.21862 1323.634 -0.13599 0.14265 -0.0043361 54.386 54.386 6.15E-03 32.69 1014800

44797 TLKDELTSMDR Oxidation (M) _TLKDELTSM(ox)DR_ B6TTP4_MAIZE 2 662.82429 1323.634 0.46753 0.36703 0.82447 54.386 54.386 3.82E-10 34.39 498860

44798 TLKDELTSMDR Unmodified _TLKDELTSMDR_ B6TTP4_MAIZE 2 654.82683 1307.6391 0.51032 0.21937 0.71654 67.874 67.874 5.66E-08 46.27 256550

44799 TLKDELTSMDRK Oxidation (M) _TLKDELTSM(ox)DRK_ B6TTP4_MAIZE 3 484.91694 1451.729 -0.18984 0.002439 -0.20288 48.304 48.304 6.16E-04 26.14 509090

44800 TLKDELTSMDRK Oxidation (M) _TLKDELTSM(ox)DRK_ B6TTP4_MAIZE 4 363.93952 1451.729 0.62619 1.316 1.9246 48.302 48.302 1.00E+00 0.86 244820

44801 TLKDELTSMDRK Unmodified _TLKDELTSMDRK_ B6TTP4_MAIZE 3 479.5853 1435.7341 -0.15249 -0.28795 -0.45694 61.715 61.715 4.52E-03 32.48 413360

44802 TLKDELTSMDRK Unmodified _TLKDELTSMDRK_ B6TTP4_MAIZE 4 359.9408 1435.7341 0.71185 -0.35621 0.3403 61.708 61.708 7.68E-01 13.23 239060

44803 TLKEELLTDPAFEFTEESR Unmodified _TLKEELLTDPAFEFTEESR_ FPPS_MAIZE 3 752.37411 2254.1005 0.83683 0.094514 0.91752 96.971 96.971 2.84E-03 41.11 166730

44804 TLKEELLTDPAFEFTEESR Unmodified _TLKEELLTDPAFEFTEESR_ FPPS_MAIZE 3 752.37411 2254.1005 0.83521 0.12552 0.94678 96.736 96.736 1.03E-23 60.14 496640

44805 TLKGTNFEIEASPDASVADVK Unmodified _TLKGTNFEIEASPDASVADVK_ B4FZM9_MAIZE 3 731.37422 2191.1008 0.83674 1.8339 2.6623 114.25 114.25 6.80E-02 1.68 457710

44806 TLKGTNFEIEASPDASVADVK Unmodified _TLKGTNFEIEASPDASVADVK_ B4FZM9_MAIZE 3 731.37422 2191.1008 0.79939 0.56873 1.3617 114.39 114.39 7.38E-01 1.23 543810

44807 TLLANCVSASNIK Unmodified _TLLANCVSASNIK_ B6ST71_MAIZE 2 695.87157 1389.7286 0.64381 -0.24833 0.38238 62.957 62.957 6.20E-03 52.05 668070

44808 TLLANCVSASNIK Unmodified _TLLANCVSASNIK_ B6ST71_MAIZE 2 695.87157 1389.7286 0.6243 -0.3039 0.3078 63.765 63.765 1.00E-11 74.53 148210

44809 TLLANCVSASNIK Unmodified _TLLANCVSASNIK_ B6ST71_MAIZE 2 695.87157 1389.7286 0.60467 -0.55324 0.039406 64.823 64.823 2.61E-08 76.66 290410

44810 TLLANCVSASNIK Unmodified _TLLANCVSASNIK_ B6ST71_MAIZE 2 695.87157 1389.7286 0.63533 -0.42842 0.19369 64.532 64.532 4.68E-05 83.32 508610

44811 TLLCVPLVGR Unmodified _TLLCVPLVGR_ B6UCV5_MAIZE 2 564.3339 1126.6532 0.17713 -1.3273 -1.1368 86.743 86.743 1.45E-01 12.96 281080

44812 TLLCVPLVGR Unmodified _TLLCVPLVGR_ B6UCV5_MAIZE 2 564.3339 1126.6532 0.10254 0.24456 0.35882 86.611 86.611 1.84E-04 30.63 2301400

44813 TLLCVPLVGR Acetyl (Protein N-term) _(ac)TLLCVPLVGR_ B6UCV5_MAIZE 2 585.33918 1168.6638 0.24408 0.44659 0.69636 111.33 111.33 3.43E-01 7.62 304160

44832 TLLEGVEMTEK Oxidation (M) _TLLEGVEM(ox)TEK_ B4FPZ7_MAIZE 2 633.31831 1264.6221 0.34188 0.075505 0.4056 63.381 63.381 1.67E-02 35.33 1589100

44833 TLLEGVEMTEK Unmodified _TLLEGVEMTEK_ B4FPZ7_MAIZE 2 625.32085 1248.6272 0.31713 0.016889 0.31891 71.567 71.567 3.83E-01 15.27 1066300

44834 TLLELLGVVADR Unmodified _TLLELLGVVADR_ B6UFC9_MAIZE 2 649.88755 1297.7606 0.51422 0.52592 1.0326 122.87 122.87 1.68E-09 58 123250

44835 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.051653 0.072733 0.13669 98.938 98.938 7.48E-04 45.43 8728200

44836 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0296 -0.17276 0.86947 98.94 98.94 2.05E-04 70.05 1230500

44837 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.016719 -0.047336 -0.016156 126.78 126.78 1.00E+00 0.57 54719
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44838 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.00051927 -0.018366 -0.0053193 99.849 99.849 7.48E-04 21.87 3708300

44839 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0121 -0.073121 0.95268 99.842 99.842 1.65E-02 48.29 358070

44840 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.059376 0.038567 0.11146 99.841 99.841 1.34E-04 42.49 4360800

44841 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0224 -0.03785 0.99712 99.834 99.834 7.01E-11 62.91 447240

44842 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.05468 0.096451 0.16384 99.976 99.976 1.09E-07 38.61 5110200

44843 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0974 0.27874 1.3885 100.03 100.03 1.12E-07 57.98 265260

44844 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.017212 0.10485 0.13458 100.04 100.04 1.34E-04 43.35 2608500

44845 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0712 -0.09654 0.98826 100.08 100.08 7.01E-11 58.73 413060

44846 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.058943 0.004546 0.075678 100.08 100.08 1.34E-04 34.66 3453300

44847 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 -0.03939 0.22455 0.19711 99.539 99.539 1.09E-07 47.08 38239000

44848 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 2 831.98252 1661.9505 1.0125 -0.36872 0.65738 99.525 99.525 7.01E-11 69.17 4373800

44849 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.071974 -0.193 -0.10774 101.54 101.54 6.35E-02 16.06 384690

44850 TLLFGDKPVTVFGIR Unmodified _TLLFGDKPVTVFGIR_ B6SJZ8_MAIZE 3 554.99077 1661.9505 0.04601 0.23142 0.29052 105.96 105.96 7.60E-01 4 78146

44851 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.11284 -0.56528 -0.46244 62.086 62.086 4.46E-01 31.69 630000

44852 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.19251 -0.38416 -0.20318 60.851 60.851 1.86E-01 17.65 9785000

44853 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.27557 -0.32193 -0.057022 62.278 62.278 8.04E-02 31.93 13369000

44854 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.23668 -0.32289 -0.098229 61.635 61.635 1.86E-01 28.64 10629000

44855 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.16595 -0.021114 0.1344 62.126 62.126 4.49E-02 31.92 8537700

44856 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.28738 0.1374 0.41143 61.973 61.973 4.46E-01 28.65 5471100

44857 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.23557 -0.13583 0.087083 62.396 62.396 8.04E-02 29.07 50721000

44858 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.32288 0.36887 0.67822 61.046 61.046 1.86E-01 32.12 2223100

44859 TLLFGEK Unmodified _TLLFGEK_ G3PE_MAIZE 2 404.23418 806.4538 0.086401 0.12614 0.20196 63.848 63.848 7.83E-01 31.94 1108200

44860 TLLLQGWEK Unmodified _TLLLQGWEK_ B4F9D4_MAIZE 2 544.31095 1086.6073 0.073014 0.003572 0.062548 80.329 80.329 3.21E-03 32.46 919500

44861 TLLLQGWEK Unmodified _TLLLQGWEK_ B4F9D4_MAIZE 2 544.31095 1086.6073 0.066235 0.26294 0.31408 81.532 81.532 3.32E-02 25.87 864460

44862 TLLLQGWEK Unmodified _TLLLQGWEK_ B4F9D4_MAIZE 2 544.31095 1086.6073 0.014672 0.18896 0.18771 81.318 81.318 3.21E-03 35.74 2698800

44863 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 2 584.85807 1167.7016 0.14023 0.10283 0.21855 69.331 69.331 1.84E-04 45.02 759640

44864 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 3 390.24114 1167.7016 0.37357 0.054871 0.40356 69.335 69.335 3.83E-02 35.06 1074400

44865 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 3 390.24114 1167.7016 0.46349 -0.03719 0.40312 69.881 69.881 2.99E-03 43.15 3803400

44866 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 2 584.85807 1167.7016 0.17453 0.10326 0.25392 69.86 69.86 4.40E-05 44.06 4267600

44867 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 2 584.85807 1167.7016 0.21667 0.14221 0.33538 69.377 69.377 1.62E-03 36.83 816730

44868 TLLLYHALPK Unmodified _TLLLYHALPK_ B6ST53_MAIZE 3 390.24114 1167.7016 0.43571 0.31691 0.72649 69.38 69.38 2.99E-03 48.29 1688000

44869 TLLMELVSSEVDAK Oxidation (M) _TLLM(ox)ELVSSEVDAK_ A1XCI6_MAIZE 2 775.90274 1549.7909 -0.03807 101.86 101.86 1.74E-10 79.55

44870 TLLMELVSSEVDAK Oxidation (M) _TLLM(ox)ELVSSEVDAK_ A1XCI6_MAIZE 2 775.90274 1549.7909 0.027746 101.88 101.88 2.47E-23 97.91

44871 TLLPLHAFLGNSDAVER Unmodified _TLLPLHAFLGNSDAVER_ B6ST71_MAIZE 3 618.33538 1851.9843 0.3086 0.80243 1.1018 93.396 93.396 1.75E-02 23.29 297340
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44872 TLLPLHAFLGNSDAVER Unmodified _TLLPLHAFLGNSDAVER_ B6ST71_MAIZE 3 618.33538 1851.9843 0.3578 0.14749 0.49625 93.409 93.409 2.56E-01 13.82 279520

44873 TLLPLHAFLGNSDAVER Unmodified _TLLPLHAFLGNSDAVER_ B6ST71_MAIZE 3 618.33538 1851.9843 0.34876 0.10491 0.44586 93.391 93.391 2.15E-07 45.85 551810

44874 TLLQELVSSAVQSDK Unmodified _TLLQELVSSAVQSDK_ B6U4C3_MAIZE 2 809.43833 1616.8621 1.0429 -0.8624 0.17445 113.27 113.27 4.63E-02 17.93 40375

44884 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 0.028216 -0.076768 -0.056737 54.555 54.555 2.92E-02 42.13 8670600

44885 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.14936 0.49425 0.33631 55.476 55.476 2.92E-02 35.03 265560

44886 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.083242 0.39475 0.30396 54.685 54.685 1.65E-01 19.43 1082700

44887 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 0.027438 0.11612 0.13615 55.929 55.929 5.06E-02 24.79 1505100

44888 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.030388 0.26552 0.22794 56.596 56.596 1.65E-01 17.88 1739000

44889 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 0.010018 0.036219 0.039778 56.499 56.499 3.77E-01 18.44 2666900

44890 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.029703 0.27412 0.2365 57.286 57.286 2.92E-02 40.99 2806100

44891 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.010078 0.47352 0.456 55.149 55.149 5.06E-02 22.12 2977200

44892 TLLVADPR Unmodified _TLLVADPR_ B6TG61_MAIZE 2 442.76363 883.51272 -0.19823 0.072228 -0.13302 58.001 58.001 1.90E-02 43.57 11783000

44895 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.133 0.19345 1.3187 124.17 124.17 1.43E-21 90.64 796260

44896 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1847 0.2898 1.4669 124.61 124.61 1.54E-12 61.08 311720

44897 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1349 0.12783 1.2551 125.12 125.12 3.33E-51 84.94 503570

44898 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1213 -0.097465 1.0172 124.88 124.88 8.28E-39 84.25 719650

44899 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.0139 -0.19793 0.80945 125.42 125.42 3.33E-51 116.58 656020

44900 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1213 -0.28742 0.8273 125.11 125.11 1.43E-21 76.9 439090

44901 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1653 -0.012681 1.1451 125.68 125.68 1.43E-21 76.22 404990

44902 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.2369 -0.52637 0.70387 125.31 125.31 3.42E-29 94.37 197210

44903 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1329 -0.36814 0.75829 125.49 125.49 3.33E-51 104.37 3586300

44904 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.0992 -0.39171 0.70037 126.05 126.05 8.28E-39 93.92 3282200

44905 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.134 -0.24939 0.87765 124.7 124.7 4.07E-45 97.54 1579000

44906 TLMELLNQLDGFDELGK Oxidation (M) _TLM(ox)ELLNQLDGFDELGK_ B4FTV9_MAIZE 2 976.4877 1950.9608 1.1584 -0.037188 1.1141 125.33 125.33 1.37E-17 100.25 1980200

44907 TLMELLNQLDGFDELGK Unmodified _TLMELLNQLDGFDELGK_ B4FTV9_MAIZE 2 968.49024 1934.9659 1.2388 0.36274 1.5917 127.79 127.79 8.28E-39 110.92 818840

44908 TLMELLNQLDGFDELGK Unmodified _TLMELLNQLDGFDELGK_ B4FTV9_MAIZE 2 968.49024 1934.9659 1.2 -0.11706 1.0735 130.27 130.27 1.37E-17 82.95 266240

44909 TLNCLPIANIEHFR Unmodified _TLNCLPIANIEHFR_ B4F8V9_MAIZE 3 566.63124 1696.8719 0.1412 -0.002928 0.12717 86.147 86.147 5.57E-03 28.55 1517100

44910 TLNCLPIANIEHFR Unmodified _TLNCLPIANIEHFR_ B4F8V9_MAIZE 3 566.63124 1696.8719 0.064742 0.022875 0.077074 87.104 87.104 7.06E-02 16.46 482520

44911 TLNCLPIANIEHFR Unmodified _TLNCLPIANIEHFR_ B4F8V9_MAIZE 3 566.63124 1696.8719 0.12774 0.10358 0.21926 87.189 87.189 1.00E+00 0.72 725860

44912 TLNCLPIANIEHFR Unmodified _TLNCLPIANIEHFR_ B4F8V9_MAIZE 3 566.63124 1696.8719 0.1751 -0.86929 -0.70299 86.917 86.917 1.27E-02 30.61 282400

44919 TLNDQIVLLSK Unmodified _TLNDQIVLLSK_ B6TBF5_MAIZE 2 622.36645 1242.7184 0.32991 -0.079635 0.23796 78.154 78.154 3.60E-06 49.91 3352700

44920 TLNDQIVLLSK Unmodified _TLNDQIVLLSK_ B6TBF5_MAIZE 2 622.36645 1242.7184 0.28359 -0.38593 -0.11392 78.72 78.72 3.60E-06 39.12 1157300

44921 TLNDQIVLLSK Unmodified _TLNDQIVLLSK_ B6TBF5_MAIZE 2 622.36645 1242.7184 0.3376 0.017014 0.34213 79.202 79.202 3.60E-06 39.23 1483900

44922 TLNDQIVLLSK Unmodified _TLNDQIVLLSK_ B6TBF5_MAIZE 2 622.36645 1242.7184 0.33587 0.1777 0.501 78.817 78.817 3.57E-04 53.9 1154900
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44923 TLNDQIVLLSK Unmodified _TLNDQIVLLSK_ B6TBF5_MAIZE 2 622.36645 1242.7184 0.34772 -0.18036 0.1552 79.142 79.142 3.57E-04 58.05 1937800

44924 TLNEGNVPSSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGNVPSSDVVEVVVSPPYVFLPVVK_ B6T2R0_MAIZE 3 995.20574 2982.5954 1.1594 0.25504 1.4267 126.5 126.5 8.02E-03 12.42 739810

44925 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.1959 -0.017866 1.193 123.52 123.52 5.96E-01 19.96 1924000

44926 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.1825 0.10927 1.3069 123.98 123.98 1.63E-03 17.92 270560

44927 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.2161 0.21443 1.4454 125.05 125.05 2.17E-02 21.35 290820

44928 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.2847 0.3633 1.6628 124.52 124.52 3.27E-01 26.3 542460

44929 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.2221 -0.080284 1.1566 125.13 125.13 8.02E-03 20.88 628220

44930 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.2076 0.15222 1.3744 124.38 124.38 8.02E-03 16.4 1130300

44931 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 3 1003.2179 3006.6318 1.0895 0.16223 1.266 127.54 127.54 1.63E-03 35.3 3701000

44932 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 2 1504.3232 3006.6318 1.0444 -0.058279 1.0013 127.54 127.54 2.78E-08 31.83 285130

44933 TLNEGQVPPSDVVEVVVSPPYVFLPVVK Unmodified _TLNEGQVPPSDVVEVVVSPPYVFLPVVK_ B4FNW1_MAIZE 4 752.66522 3006.6318 0.84756 0.22909 1.0911 127.55 127.55 1.63E-03 20.72 460620

44934 TLNNNVADIIDDHGFEAWEGFPFSAEK Unmodified _TLNNNVADIIDDHGFEAWEGFPFSAEK_ B4FLB0_MAIZE 3 1012.8052 3035.3937 1.2674 -0.1391 1.1255 123.73 123.73 5.81E-12 52.81 801600

44935 TLNSVWAQHLSEEVR Unmodified _TLNSVWAQHLSEEVR_ B4FBM9_MAIZE 3 590.30408 1767.8904 0.20758 0.092979 0.29126 76.624 76.624 2.34E-01 3.78 3018300

44936 TLNSVWAQHLSEEVR Unmodified _TLNSVWAQHLSEEVR_ B4FBM9_MAIZE 2 884.95247 1767.8904 1.1516 0.043768 1.1859 76.628 76.628 7.01E-11 65.07 720740

44937 TLNSVWAQHLSEEVR Unmodified _TLNSVWAQHLSEEVR_ B4FBM9_MAIZE 3 590.30408 1767.8904 0.1729 -0.11446 0.048979 77.629 77.629 1.00E+00 0.8 370300

44938 TLNSVWAQHLSEEVR Unmodified _TLNSVWAQHLSEEVR_ B4FBM9_MAIZE 3 590.30408 1767.8904 0.24872 -0.23131 0.0083334 77.722 77.722 4.82E-01 10.06 598700

44939 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 0.042092 0.21491 0.26666 49.535 49.535 3.83E-01 10.48 2681100

44940 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 -0.0038281 0.4976 0.50419 49.715 49.715 1.00E+00 5 73450

44941 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 -0.030712 -0.12428 -0.14466 49.205 49.205 1.00E+00 2.67 911450

44942 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 0.073589 0.009775 0.094555 51.587 51.587 7.60E-01 12.56 1285300

44943 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 0.066791 0.25494 0.33138 50.865 50.865 1.00E+00 13.15 1737400

44944 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 0.034272 0.59307 0.63817 51.669 51.669 1.00E+00 13.69 719220

44945 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 0.04416 0.002925 0.057572 51.578 51.578 3.83E-01 25.03 4782000

44946 TLPGPVTDPSK Unmodified _TLPGPVTDPSK_ GLNA4_MAIZE 2 556.30332 1110.5921 -0.01882 -0.035091 -0.042224 52.28 52.28 4.96E-02 26.45 28551000

44947 TLPGVLALDDA Unmodified _TLPGVLALDDA_ B4G0K4_MAIZE 2 542.79787 1083.5812 0.033188 0.22498 0.2586 96.618 96.618 4.96E-02 16.72 3364500

44948 TLPGVLALDDA Unmodified _TLPGVLALDDA_ B4G0K4_MAIZE 2 542.79787 1083.5812 -0.013353 0.78321 0.7689 96.946 96.946 1.00E+00 10.74 676140

44949 TLPGVLALDDA Unmodified _TLPGVLALDDA_ B4G0K4_MAIZE 2 542.79787 1083.5812 -0.068015 -0.21561 -0.28237 101.26 101.26 1.00E+00 0.63 47642

44950 TLPVQWDK Unmodified _TLPVQWDK_ B4FJ97_MAIZE 2 493.76892 985.52328 -0.16652 0.86764 0.70347 65.524 65.524 3.77E-01 10.97 330920

44951 TLQALQYVQENPDEVCPAGWKPGER Unmodified _TLQALQYVQENPDEVCPAGWKPGER_ B4FM07_MAIZE 3 962.46774 2884.3814 1.1358 -0.14558 0.98726 87.922 87.922 1.20E-23 119.96 516940

44952 TLRPEPCVEGYSTPGGYSAR Unmodified _TLRPEPCVEGYSTPGGYSAR_ B4FZU9_MAIZE 3 733.01626 2196.027 0.82004 -0.3435 0.47642 62.86 62.86 3.70E-04 29.42 264760

44953 TLRPEPCVEGYSTPGGYSAR Unmodified _TLRPEPCVEGYSTPGGYSAR_ B4FZU9_MAIZE 3 733.01626 2196.027 0.77202 -0.18512 0.58705 63.324 63.324 2.26E-05 44.52 2454900

44954 TLRPEPCVEGYSTPGGYSAR Unmodified _TLRPEPCVEGYSTPGGYSAR_ B4FZU9_MAIZE 3 733.01626 2196.027 0.76039 -0.33385 0.42618 63.462 63.462 2.57E-09 47.92 6377400

44955 TLSAADLRDPEISALVASK Unmodified _TLSAADLRDPEISALVASK_ B6TU35_MAIZE 3 653.02487 1956.0528 0.42384 0.073563 0.47891 88.466 88.466 5.79E-03 27.47 614560

44956 TLSDQFEAK Unmodified _TLSDQFEAK_ B4FL64_MAIZE 2 519.75875 1037.5029 -0.0045899 0.14868 0.13252 49.961 49.961 1.12E-01 17.81 4159900
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44957 TLSDQFEAK Unmodified _TLSDQFEAK_ B4FL64_MAIZE 2 519.75875 1037.5029 0.030846 0.18005 0.1998 52.263 52.263 1.00E+00 8.57 386160

44958 TLSDQFEAK Unmodified _TLSDQFEAK_ B4FL64_MAIZE 2 519.75875 1037.5029 -0.11659 0.24012 0.1137 50.343 50.343 1.01E-02 39.5 4224300

44959 TLSDSILLK Unmodified _TLSDSILLK_ B6ST71_MAIZE 2 495.29751 988.58046 0.015418 0.31626 0.31109 71.028 71.028 1.00E+00 8.07 827270

44960 TLSDSILLK Unmodified _TLSDSILLK_ B6ST71_MAIZE 2 495.29751 988.58046 -0.18127 0.11008 -0.089235 71.549 71.549 1.12E-01 25.83 389390

44961 TLSDSILLK Unmodified _TLSDSILLK_ B6ST71_MAIZE 2 495.29751 988.58046 -0.10312 -0.032856 -0.15544 72.044 72.044 3.39E-01 16.66 975970

44962 TLSEQNIR Unmodified _TLSEQNIR_ B4FX20_MAIZE 2 480.75908 959.50361 -0.032331 0.030335 -0.025647 39.428 39.428 5.06E-02 23.35 222860

44963 TLSGPVDDPSK Unmodified _TLSGPVDDPSK_ B4F9A2_MAIZE 2 558.28259 1114.5506 0.031299 0.35564 0.39592 45.002 45.002 4.48E-03 30.76 1195800

44964 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 0.040639 0.16659 0.21656 42.915 42.915 4.48E-03 44.49 5373600

44965 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 -0.079979 -0.124 -0.19287 42.922 42.922 3.83E-01 17.43 144600

44966 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 -0.01152 0.076081 0.073422 42.292 42.292 4.48E-03 41.12 1598600

44967 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 0.054086 0.017608 0.080747 45.023 45.023 4.48E-03 51.21 2663000

44968 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 0.033087 0.070053 0.11266 44.242 44.242 1.67E-02 37.6 3372600

44969 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 -0.0076812 0.73395 0.73438 45.116 45.116 4.96E-02 40.74 2354200

44970 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 -0.00052157 -0.10045 -0.091668 44.984 44.984 4.48E-03 50.38 7191700

44971 TLSGPVTDPSK Unmodified _TLSGPVTDPSK_ B4G1P1_MAIZE 2 551.29295 1100.5714 -0.056759 -0.03348 -0.080796 45.971 45.971 3.57E-04 46.62 38952000

44972 TLSGPVTDPSKLPK Unmodified _TLSGPVTDPSKLPK_ B4G1P1_MAIZE 3 480.60832 1438.8031 -0.17628 -0.51869 -0.69301 58.761 58.761 1.59E-01 26.61 3529100

44973 TLSGPVTDPSKLPK Unmodified _TLSGPVTDPSKLPK_ B4G1P1_MAIZE 2 720.40885 1438.8031 0.68134 -0.41305 0.26931 58.735 58.735 1.29E-01 26.23 1323600

44974 TLSGSVVGGIK Unmodified _TLSGSVVGGIK_ B4FBW5_MAIZE 2 509.30058 1016.5866 0.0021031 0.04876 0.062868 54.067 54.067 1.47E-01 28.53 1419900

44975 TLSGSVVGGIK Unmodified _TLSGSVVGGIK_ B4FBW5_MAIZE 2 509.30058 1016.5866 -0.18005 -0.23973 -0.40563 54.649 54.649 1.47E-01 23.83 467550

44976 TLSGSVVGGIK Unmodified _TLSGSVVGGIK_ B4FBW5_MAIZE 2 509.30058 1016.5866 -0.025415 -0.068483 -0.080865 56.437 56.437 1.47E-01 31.87 416590

44977 TLSGSVVGGIK Unmodified _TLSGSVVGGIK_ B4FBW5_MAIZE 2 509.30058 1016.5866 -0.0049082 -0.71475 -0.70439 55.713 55.713 7.60E-01 9.94 307120

44978 TLSGSVVGGIK Unmodified _TLSGSVVGGIK_ B4FBW5_MAIZE 2 509.30058 1016.5866 -0.13076 -0.192 -0.31007 56.927 56.927 4.96E-02 27.63 2340900

44979 TLSLMGMR Unmodified _TLSLMGMR_ B6TDT6_MAIZE 2 454.73825 907.46194 0.033831 0.65564 0.67186 69.928 69.928 1.00E+00 8.27 1193000

44980 TLSLMGMR 2 Oxidation (M) _TLSLM(ox)GM(ox)R_ B6TDT6_MAIZE 2 470.73316 939.45177 0.10414 0.40451 0.49941 69.926 69.926 3.77E-01 20.18 279050

44981 TLSQLTSGK Unmodified _TLSQLTSGK_ B4F8X3_MAIZE 2 467.76383 933.51311 -0.041555 0.053374 0.0060053 41.883 41.883 3.39E-01 22.3 1743900

44982 TLSQLTSGK Unmodified _TLSQLTSGK_ B4F8X3_MAIZE 2 467.76383 933.51311 -0.16958 0.4124 0.23637 41.619 41.619 9.73E-03 38.61 950640

44983 TLSQLTSGK Unmodified _TLSQLTSGK_ B4F8X3_MAIZE 2 467.76383 933.51311 -0.05172 -1.2861 -1.34 44.174 44.174 3.32E-02 44.08 844950

44984 TLSQLTSGK Unmodified _TLSQLTSGK_ B4F8X3_MAIZE 2 467.76383 933.51311 0.0066156 -2.5305 -2.5223 43.51 43.51 7.18E-01 14.8 304690

44985 TLSQLTSGK Unmodified _TLSQLTSGK_ B4F8X3_MAIZE 2 467.76383 933.51311 -0.088043 -0.20131 -0.29389 44.2 44.2 7.18E-01 12.61 1221500

44986 TLSTNSTGGLHVAR Unmodified _TLSTNSTGGLHVAR_ B6SWA0_MAIZE 3 471.91967 1412.7372 -0.15192 -0.02087 -0.168 44.546 44.546 6.81E-01 9.98 512390

44987 TLSTNSTGGLHVAR Unmodified _TLSTNSTGGLHVAR_ B6SWA0_MAIZE 3 471.91967 1412.7372 0.025147 0.11271 0.14285 47.025 47.025 1.59E-01 19.7 597150

44988 TLSTNSTGGLHVAR Unmodified _TLSTNSTGGLHVAR_ B6SWA0_MAIZE 3 471.91967 1412.7372 0.03165 -0.3812 -0.34412 46.247 46.247 1.98E-02 35.74 514590

44989 TLSYEDLKR Unmodified _TLSYEDLKR_ B6SGK3_MAIZE 3 375.53639 1123.5873 0.45048 0.48234 0.90688 53.009 53.009 8.40E-02 24.59 519240

44990 TLSYEDLKR Unmodified _TLSYEDLKR_ B6SGK3_MAIZE 3 375.53639 1123.5873 0.4748 0.33399 0.78249 55.284 55.284 1.00E+00 13.88 102780
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44991 TLTAGQNPTVVDTDVGR Unmodified _TLTAGQNPTVVDTDVGR_ B6SKS2_MAIZE 2 872.44722 1742.8799 1.0808 0.07876 1.1805 62.976 62.976 4.07E-45 100.72 675920

44992 TLTAGQSPTVVDTDVGR Unmodified _TLTAGQSPTVVDTDVGR_ B6TGE6_MAIZE 2 858.94177 1715.869 1.0816 -0.10729 0.99837 63.323 63.323 1.37E-17 105.46 1324900

44993 TLTASANTSSSHQESHDVDAK Unmodified _TLTASANTSSSHQESHDVDAK_ B6T6E2_MAIZE 3 729.33672 2184.9883 0.77717 -0.15199 0.62191 35.467 35.467 2.92E-02 9.37 171540

44994 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.89872 -0.3442 0.56176 110.77 110.77 3.84E-01 20.6 1739700

44995 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.94303 0.006783 0.9565 112.27 112.27 3.84E-01 19.04 356270

44996 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.97403 -0.58284 0.39926 112.79 112.79 1.00E+00 6.59 257710

44997 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.91287 -0.19426 0.72561 111.71 111.71 1.00E+00 18.71 367650

44998 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.86623 0.079218 0.95315 119.04 119.04 2.04E-03 42.28 1055000

44999 TLTAVHDGILEDVVFPAEIVGK Unmodified _TLTAVHDGILEDVVFPAEIVGK_ B4FZN6_MAIZE 3 775.08965 2322.2471 0.84848 0.21408 1.0695 127.85 127.85 2.15E-02 18.43 784540

45000 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.91231 -0.14617 0.7688 103.87 103.87 6.81E-02 16.31 2206100

45001 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.90288 -0.043409 0.86213 104.55 104.55 1.22E-04 26.31 608870

45002 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.90271 -0.050772 0.85521 104.62 104.62 2.15E-02 6.7 727320

45003 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.9036 -0.008806 0.89762 104.93 104.93 6.40E-03 27.53 961090

45004 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.94544 -0.11268 0.83538 104.88 104.88 6.40E-03 28.98 641850

45005 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.95784 -0.32849 0.63294 105.2 105.2 1.00E+00 16.73 517740

45006 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.91293 0.05187 0.96791 104.41 104.41 6.81E-02 9.29 643860

45007 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.80975 -0.16122 0.65121 107.74 107.74 5.95E-05 45.92 5159100

45008 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 2 1170.1283 2338.242 1.1377 0.23052 1.3709 107.74 107.74 4.20E-18 61.46 296410

45009 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.8729 -0.42293 0.4535 116.45 116.45 2.19E-05 43.37 601930

45010 TLTAVHDGILEDVVYPAEIVGK Unmodified _TLTAVHDGILEDVVYPAEIVGK_ B6SHM7_MAIZE 3 780.42129 2338.242 0.86092 -0.93485 -0.070267 118.37 118.37 5.39E-04 36.6 225100

45011 TLTEVIGDWYFGR Unmodified _TLTEVIGDWYFGR_ B6U063_MAIZE 2 778.89082 1555.7671 0.92227 1.3068 2.2343 114.29 114.29 6.20E-03 42.05 50756

45012 TLTEVIGDWYFGR Unmodified _TLTEVIGDWYFGR_ B6U063_MAIZE 2 778.89082 1555.7671 0.94389 -0.060406 0.8899 114.69 114.69 2.50E-15 69.58 505450

45013 TLTSAAAETFTYETLLIATGSSVIK Unmodified _TLTSAAAETFTYETLLIATGSSVIK_ B6TAT5_MAIZE 3 863.4617 2587.3633 1.0833 0.14665 1.2235 126.59 126.59 1.14E-10 65.62 1338900

45014 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 2 907.48836 1812.9622 1.1356 0.034676 1.1741 113.59 113.59 4.07E-45 92.27 8988700

45015 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 2 907.48836 1812.9622 1.1242 -0.19182 0.93669 114.07 114.07 3.33E-51 93.5 8826200

45016 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 3 605.328 1812.9622 0.26388 0.28254 0.54992 114.04 114.04 1.19E-02 33.83 2903800

45017 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 2 907.48836 1812.9622 1.0942 0.087858 1.1863 114.2 114.2 4.07E-45 96.61 7539600

45018 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 2 907.48836 1812.9622 1.0772 -0.075593 1.0057 114.35 114.35 4.07E-45 104.82 8224700

45019 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 3 605.328 1812.9622 0.29582 0.2537 0.55301 114.27 114.27 5.98E-03 25.18 2065000

45020 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 2 907.48836 1812.9622 1.2314 0.54325 1.7788 114.07 114.07 8.28E-39 100.04 490990

45021 TLTSLSGVTAYGFDLIR Unmodified _TLTSLSGVTAYGFDLIR_ B6UF55_MAIZE 3 605.328 1812.9622 0.38065 0.5962 0.98007 114.05 114.05 6.76E-01 9.3 100020

45022 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.1211 -0.062115 1.0657 110.8 110.8 8.28E-39 80.95 7525100

45023 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.1236 -0.41815 0.71266 111.34 111.34 8.28E-39 125.63 8787100

45024 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 3 610.65964 1828.9571 0.29636 0.1985 0.50151 111.44 111.44 9.61E-01 1.09 1950200
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45025 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.0572 -0.12815 0.93575 111.46 111.46 8.28E-39 97.53 10286000

45026 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.1548 0.30597 1.4674 114.73 114.73 2.72E-05 37.26 232950

45027 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.2278 0.55492 1.7894 111.22 111.22 1.43E-21 96.9 522050

45028 TLTSLSSVTAYGFDLVR Unmodified _TLTSLSSVTAYGFDLVR_ Q8W529_MAIZE 2 915.48582 1828.9571 1.1961 -1.0849 0.1192 110.98 110.98 2.72E-05 53.06 259530

45029 TLTVDPDLALDPQGLGGR Unmodified _TLTVDPDLALDPQGLGGR_ B6ST04_MAIZE 2 919.48635 1836.9581 1.1526 0.26782 1.4299 95.947 95.947 3.01E-01 16.52 33494

45030 TLTVDPDLALDPQGLGGR Unmodified _TLTVDPDLALDPQGLGGR_ B6ST04_MAIZE 2 919.48635 1836.9581 1.1083 -0.009283 1.1086 95.466 95.466 2.85E-09 42.13 233320

45031 TLVEAVADSCPEAFIHIISNPVNSTVPIAAEVLK Unmodified _TLVEAVADSCPEAFIHIISNPVNSTVPIAAEVLK_ B4FFV3_MAIZE 3 1202.3026 3603.8858 1.1198 0.17838 1.2944 130.41 130.41 1.28E-07 34.11 2333400

45032 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.65672 0.15231 0.81159 97.116 97.116 8.54E-03 16.11 4434300

45033 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.72116 0.41458 1.1383 124.47 124.47 1.00E+00 1.97 7901.8

45034 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.63893 0.21644 0.85694 98.023 98.023 7.59E-04 20.38 2325100

45035 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.63465 0.05282 0.68973 97.816 97.816 7.59E-04 17.36 4750300

45036 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.59737 -0.081225 0.51864 97.744 97.744 1.67E-04 30.97 25845000

45037 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 2 1053.0787 2104.1429 1.2338 0.10935 1.3455 97.744 97.744 3.89E-34 68.15 844370

45038 TLVLPVPAFNVINGGSHAGNK Unmodified _TLVLPVPAFNVINGGSHAGNK_ ENO1_MAIZE 3 702.38825 2104.1429 0.65172 0.17305 0.82757 100.97 100.97 7.38E-01 7.53 102830

45039 TLVLQFSVK Unmodified _TLVLQFSVK_ Q43712_MAIZE 2 517.81587 1033.6172 0.027218 0.11235 0.14492 80.945 80.945 1.12E-01 8.3 850920

45040 TLVLQFSVK Unmodified _TLVLQFSVK_ Q43712_MAIZE 2 517.81587 1033.6172 -0.0034592 0.093064 0.092723 81.905 81.905 3.32E-02 29.18 617710

45041 TLVLQFSVK Unmodified _TLVLQFSVK_ Q43712_MAIZE 2 517.81587 1033.6172 0.025301 0.22461 0.25413 81.59 81.59 3.32E-02 36.84 499070

45042 TLVLQFSVK Unmodified _TLVLQFSVK_ Q43712_MAIZE 2 517.81587 1033.6172 -0.046875 0.17034 0.1295 81.297 81.297 9.73E-03 30.14 1198100

45043 TLVLQFSVK Unmodified _TLVLQFSVK_ Q43712_MAIZE 2 517.81587 1033.6172 -0.062807 -0.022192 -0.079186 81.86 81.86 3.21E-03 43.99 6759700

45044 TLYIGGLDSR Unmodified _TLYIGGLDSR_ B6U0G4_MAIZE 2 547.79566 1093.5768 0.080966 0.56369 0.6368 69.941 69.941 1.62E-03 29.15 236930

45045 TMAFTTTANR Unmodified _TMAFTTTANR_ B4FSZ7_MAIZE 2 557.2715 1112.5284 0.059671 -0.02091 0.037344 47.337 47.337 1.84E-04 42.76 3169000

45046 TMAFTTTANR Unmodified _TMAFTTTANR_ B4FSZ7_MAIZE 2 557.2715 1112.5284 -0.0070981 0.31659 0.30818 47.276 47.276 4.40E-05 51.34 502880

45047 TMAFTTTANR Unmodified _TMAFTTTANR_ B4FSZ7_MAIZE 2 557.2715 1112.5284 0.070496 0.13388 0.20313 49.727 49.727 1.62E-03 29.75 843130

45048 TMAFTTTANR Unmodified _TMAFTTTANR_ B4FSZ7_MAIZE 2 557.2715 1112.5284 0.060962 0.015308 0.075607 49.823 49.823 2.81E-03 37.59 651200

45049 TMAFTTTANR Unmodified _TMAFTTTANR_ B4FSZ7_MAIZE 2 557.2715 1112.5284 0.028729 -0.063456 -0.035855 49.522 49.522 1.62E-03 36.62 5877000

45050 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.08146 0.061324 0.14548 35.184 35.184 4.20E-02 33.39 181960

45051 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.071371 -0.44022 -0.36603 35.684 35.684 1.25E-02 39.68 149630

45052 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.1303 0.17608 0.30716 37.93 37.93 1.25E-02 33.97 373090

45053 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.16713 -0.22799 -0.058209 38.511 38.511 2.81E-03 26.84 255520

45054 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.17253 0.19317 0.36761 37.157 37.157 2.81E-03 40.14 147710

45055 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.21442 -0.34027 -0.12311 37.67 37.67 4.20E-02 23.52 125430

45056 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.12995 -0.011462 0.12017 37.843 37.843 4.40E-02 28.8 259190

45057 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.15904 0.013349 0.17449 38.419 38.419 4.20E-02 24.94 262440

45058 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.14349 0.003269 0.14927 37.847 37.847 4.20E-02 30.73 950560
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45059 TMAFTTTANR Oxidation (M) _TM(ox)AFTTTANR_ B4FSZ7_MAIZE 2 565.26896 1128.5234 0.13394 0.24075 0.37531 38.256 38.256 1.43E-02 28.93 736130

45060 TMAITDQATALR Unmodified _TMAITDQATALR_ B4G195_MAIZE 2 646.33737 1290.6602 0.44817 0.005128 0.44225 62.721 62.721 1.68E-09 49.55 1327900

45061 TMAITDQATALR Oxidation (M) _TM(ox)AITDQATALR_ B4G195_MAIZE 2 654.33483 1306.6551 0.50582 0.21137 0.70738 55.563 55.563 1.11E-04 40.98 249580

45062 TMAMIFAK 2 Oxidation (M) _TM(ox)AM(ox)IFAK_ B6TYF3_MAIZE 2 472.73263 943.45071 -0.07568 0.39581 0.30609 45.715 45.715 1.88E-01 12.51 432530

45063 TMASTVPLAVEGEPSSK Unmodified _TMASTVPLAVEGEPSSK_ SUS2_MAIZE 2 852.42965 1702.8448 1.0786 -0.092651 0.97981 66.668 66.668 1.51E-07 56.89 738500

45064 TMASTVPLAVEGEPSSK Unmodified _TMASTVPLAVEGEPSSK_ SUS2_MAIZE 2 852.42965 1702.8448 1.14 0.023806 1.1574 67.601 67.601 5.62E-03 45.56 257890

45065 TMASTVPLAVEGEPSSK Oxidation (M) _TM(ox)ASTVPLAVEGEPSSK_ SUS2_MAIZE 2 860.42711 1718.8397 1.0499 0.22489 1.2706 59.12 59.12 1.54E-12 69.27 248040

45066 TMASTVPLAVEGEPSSK Oxidation (M) _TM(ox)ASTVPLAVEGEPSSK_ SUS2_MAIZE 2 860.42711 1718.8397 1.077 0.42773 1.5009 60.024 60.024 1.54E-12 89.79 469070

45067 TMDSTSLTAEK Unmodified _TMDSTSLTAEK_ B4FAR8_MAIZE 2 592.27919 1182.5438 0.22852 0.48628 0.70391 43.993 43.993 4.43E-05 66.19 1866900

45068 TMDSTSLTAEK Unmodified _TMDSTSLTAEK_ B4FAR8_MAIZE 2 592.27919 1182.5438 0.16589 0.31535 0.47125 43.27 43.27 3.83E-01 21.62 160200

45069 TMDSTSLTAEK Unmodified _TMDSTSLTAEK_ B4FAR8_MAIZE 2 592.27919 1182.5438 0.24588 1.0573 1.2914 46.153 46.153 4.48E-03 41.54 240180

45070 TMDSTSLTAEK Unmodified _TMDSTSLTAEK_ B4FAR8_MAIZE 2 592.27919 1182.5438 0.23941 -0.12428 0.10558 46.13 46.13 3.83E-01 2.34 310120

45071 TMDSTSLTAEK Unmodified _TMDSTSLTAEK_ B4FAR8_MAIZE 2 592.27919 1182.5438 0.12454 0.30251 0.41647 44.161 44.161 3.57E-04 73.17 2823300

45072 TMDSTSLTAEK Oxidation (M) _TM(ox)DSTSLTAEK_ B4FAR8_MAIZE 2 600.27664 1198.5387 0.324 -0.10509 0.21234 35.161 35.161 1.47E-01 30.87 47269

45073 TMDSTSLTAEK Oxidation (M) _TM(ox)DSTSLTAEK_ B4FAR8_MAIZE 2 600.27664 1198.5387 0.34545 0.002716 0.34163 34.288 34.288 4.48E-03 47.15 65807

45074 TMDSTSLTAEK Oxidation (M) _TM(ox)DSTSLTAEK_ B4FAR8_MAIZE 2 600.27664 1198.5387 0.35164 -0.19996 0.14668 35.073 35.073 4.96E-02 18.71 71176

45075 TMDSTSLTAEK Oxidation (M) _TM(ox)DSTSLTAEK_ B4FAR8_MAIZE 2 600.27664 1198.5387 0.20659 0.10912 0.30885 33.219 33.219 2.73E-06 59 1466500

45076 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.238 -0.003009 1.2344 87.053 87.053 4.49E-33 104.29 332540

45077 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.1748 -0.25768 0.9176 87.402 87.402 1.82E-38 91.64 176250

45078 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.1679 -0.083146 1.0847 87.795 87.795 1.82E-38 110.97 465190

45079 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.1691 -0.088832 1.0807 87.471 87.471 7.73E-25 109.97 493620

45080 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.2875 0.31734 1.6047 87.17 87.17 5.87E-44 96.55 340970

45081 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.1994 -0.014347 1.1845 87.736 87.736 1.34E-51 110.53 1152600

45082 TMISDSDYTEFENFTK Oxidation (M) _TM(ox)ISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 972.4144 1942.8142 1.2061 0.15428 1.3597 87.406 87.406 1.82E-38 93.53 902200

45083 TMISDSDYTEFENFTK Unmodified _TMISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 964.41694 1926.8193 1.2023 -0.071296 1.1287 93.856 93.856 5.87E-44 117.53 1017800

45084 TMISDSDYTEFENFTK Unmodified _TMISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 964.41694 1926.8193 1.2269 0.4421 1.666 94.602 94.602 1.34E-51 126.82 512750

45085 TMISDSDYTEFENFTK Unmodified _TMISDSDYTEFENFTK_ B4FVJ0_MAIZE 2 964.41694 1926.8193 1.1986 -0.023179 1.173 94.127 94.127 1.48E-07 65.78 260930

45086 TMISSSWGAPAAFR Unmodified _TMISSSWGAPAAFR_ B4FAL8_MAIZE 2 741.36392 1480.7133 0.86295 0.087049 0.94092 83.604 83.604 1.95E-13 69.76 1012100

45087 TMISSSWGAPAAFR Unmodified _TMISSSWGAPAAFR_ B4FAL8_MAIZE 2 741.36392 1480.7133 0.79744 0.033004 0.82193 83.966 83.966 1.95E-13 79 291980

45088 TMISSSWGAPAAFR Unmodified _TMISSSWGAPAAFR_ B4FAL8_MAIZE 2 741.36392 1480.7133 0.77228 -0.39914 0.36576 84.34 84.34 3.40E-25 90.98 5409400

45089 TMISSSWGAPAAFR Oxidation (M) _TM(ox)ISSSWGAPAAFR_ B4FAL8_MAIZE 2 749.36138 1496.7082 0.79328 -0.25593 0.53193 76.315 76.315 2.25E-03 50.91 199780

45090 TMISSSWGAPAAFR Oxidation (M) _TM(ox)ISSSWGAPAAFR_ B4FAL8_MAIZE 2 749.36138 1496.7082 0.7893 -0.28581 0.49758 76.87 76.87 1.95E-13 73.68 693090

45091 TMISSSWGAPAAFR Oxidation (M) _TM(ox)ISSSWGAPAAFR_ B4FAL8_MAIZE 2 749.36138 1496.7082 0.83347 -0.32059 0.50793 76.471 76.471 6.25E-22 78.84 596220

45092 TMISSSWGAPAAFR Oxidation (M) _TM(ox)ISSSWGAPAAFR_ B4FAL8_MAIZE 2 749.36138 1496.7082 0.73816 -0.67822 0.05498 76.257 76.257 2.00E-19 85.69 1379600
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45093 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.0907 -0.13143 0.95472 114.4 114.4 6.53E-30 50.89 555840

45094 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.0653 -0.041378 1.0199 114.87 114.87 6.53E-30 85.26 161360

45095 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.1294 0.11558 1.2403 115.05 115.05 1.02E-23 94.14 199880

45096 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.105 -0.2293 0.87087 115.07 115.07 6.53E-30 87.04 111300

45097 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.172 -0.82203 0.34648 114.74 114.74 1.65E-02 33.41 51517

45098 TMLEIVNQLDGFDAR Unmodified _TMLEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 861.42999 1720.8454 1.0946 0.060022 1.1494 115.47 115.47 1.04E-33 82.17 684400

45099 TMLEIVNQLDGFDAR Oxidation (M) _TM(ox)LEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 869.42744 1736.8403 1.0459 -0.35594 0.68781 96.859 96.859 6.53E-30 80.24 260850

45100 TMLEIVNQLDGFDAR Oxidation (M) _TM(ox)LEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 869.42744 1736.8403 1.0694 -0.029559 1.0372 96.968 96.968 1.04E-33 82.94 374750

45101 TMLEIVNQLDGFDAR Oxidation (M) _TM(ox)LEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 869.42744 1736.8403 1.0976 -0.13584 0.95994 96.863 96.863 1.12E-07 79.8 256790

45102 TMLEIVNQLDGFDAR Oxidation (M) _TM(ox)LEIVNQLDGFDAR_ B4FQJ6_MAIZE 2 869.42744 1736.8403 1.0956 -0.44819 0.6458 97.087 97.087 2.40E-39 98.23 773000

45103 TMLELLNQLDGFDSR Unmodified _TMLELLNQLDGFDSR_ B6T2S0_MAIZE 2 876.43527 1750.856 1.0275 0.38028 1.3996 122.77 122.77 2.40E-39 100.85 1606100

45104 TMLELLNQLDGFDSR Unmodified _TMLELLNQLDGFDSR_ B6T2S0_MAIZE 2 876.43527 1750.856 1.0714 0.18135 1.2453 123.22 123.22 1.04E-33 111.41 258760

45105 TMLELLNQLDGFDSR Unmodified _TMLELLNQLDGFDSR_ B6T2S0_MAIZE 2 876.43527 1750.856 1.1083 0.094426 1.1953 123.46 123.46 2.40E-39 96.28 524770

45106 TMLELLNQLDGFDSR Unmodified _TMLELLNQLDGFDSR_ B6T2S0_MAIZE 2 876.43527 1750.856 1.2192 -0.52996 0.68248 123 123 1.02E-23 88.56 150460

45107 TMLELLNQLDGFDSR Unmodified _TMLELLNQLDGFDSR_ B6T2S0_MAIZE 2 876.43527 1750.856 1.0633 -0.12297 0.93293 123.98 123.98 6.53E-30 100.74 1473600

45108 TMLELLNQLDGFDSR Oxidation (M) _TM(ox)LELLNQLDGFDSR_ B6T2S0_MAIZE 2 884.43273 1766.8509 1.0614 -0.24761 0.80857 105.69 105.69 6.53E-30 95.37 210380

45109 TMLELLNQLDGFDSR Oxidation (M) _TM(ox)LELLNQLDGFDSR_ B6T2S0_MAIZE 2 884.43273 1766.8509 1.0605 -0.33897 0.71684 105.76 105.76 1.04E-33 98.2 367500

45110 TMLELLNQLDGFDSR Oxidation (M) _TM(ox)LELLNQLDGFDSR_ B6T2S0_MAIZE 2 884.43273 1766.8509 1.1305 -0.17716 0.94782 106.02 106.02 6.53E-30 104.87 655060

45111 TMLELLNQLDGFEASNK Unmodified _TMLELLNQLDGFEASNK_ B4FSF1_MAIZE 2 961.98004 1921.9455 1.215 0.2068 1.4048 121.7 121.7 3.42E-29 86.5 1558100

45112 TMLELLNQLDGFEASNK Unmodified _TMLELLNQLDGFEASNK_ B4FSF1_MAIZE 2 961.98004 1921.9455 1.1777 0.42185 1.5824 122.17 122.17 1.54E-12 68.07 253550

45113 TMLELLNQLDGFEASNK Unmodified _TMLELLNQLDGFEASNK_ B4FSF1_MAIZE 2 961.98004 1921.9455 1.2819 0.65323 1.9173 122.39 122.39 3.42E-29 82.4 475930

45114 TMLELLNQLDGFEASNK Unmodified _TMLELLNQLDGFEASNK_ B4FSF1_MAIZE 2 961.98004 1921.9455 1.2826 0.57153 1.8362 122.93 122.93 1.37E-17 91.27 1245700

45115 TMLELLNQLDGFEASNK Oxidation (M) _TM(ox)LELLNQLDGFEASNK_ B4FSF1_MAIZE 2 969.9775 1937.9404 1.1774 1.9148 3.0746 104.62 104.62 3.33E-51 82.29 307340

45116 TMLELLNQLDGFEASNK Oxidation (M) _TM(ox)LELLNQLDGFEASNK_ B4FSF1_MAIZE 2 969.9775 1937.9404 1.1724 1.8433 2.9979 104.7 104.7 4.07E-45 103.93 482490

45117 TMLELLNQLDGFEASNK Oxidation (M) _TM(ox)LELLNQLDGFEASNK_ B4FSF1_MAIZE 2 969.9775 1937.9404 1.2416 1.4942 2.7189 104.96 104.96 4.07E-45 91.11 993250

45118 TMLELLNQLDGFSSDER Oxidation (M) _TM(ox)LELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 992.47004 1982.9255 1.2048 0.35169 1.5488 105.56 105.56 4.07E-45 107.45 246110

45119 TMLELLNQLDGFSSDER Oxidation (M) _TM(ox)LELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 992.47004 1982.9255 1.209 0.34322 1.5439 105.58 105.58 4.07E-45 117.85 289400

45120 TMLELLNQLDGFSSDER Oxidation (M) _TM(ox)LELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 992.47004 1982.9255 1.3238 0.41108 1.7269 105.1 105.1 4.07E-45 118.42 257020

45121 TMLELLNQLDGFSSDER Oxidation (M) _TM(ox)LELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 992.47004 1982.9255 1.2109 -0.048237 1.1557 105.88 105.88 3.33E-51 146.11 1670800

45122 TMLELLNQLDGFSSDER Oxidation (M) _TM(ox)LELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 992.47004 1982.9255 1.249 0.73398 1.9749 105.73 105.73 1.43E-21 104.1 135480

45123 TMLELLNQLDGFSSDER Unmodified _TMLELLNQLDGFSSDER_ B4FBJ7_MAIZE 2 984.47258 1966.9306 1.217 0.21153 1.4183 123.79 123.79 3.33E-51 105.34 3070300

45124 TMLETEELGVSILHDLSQQR Oxidation (M) _TM(ox)LETEELGVSILHDLSQQR_ B6TUE7_MAIZE 3 772.38977 2314.1475 0.92621 0.36814 1.2877 118.68 118.68 5.05E-05 36.37 308680

45125 TMLETEELGVSILQDLHQQR Oxidation (M) _TM(ox)LETEELGVSILQDLHQQR_ B4FLU0_MAIZE 3 786.06528 2355.174 0.91081 0.010271 0.91526 108.25 108.25 6.15E-07 37.33 396840

45126 TMLYTLSR Oxidation (M) _TM(ox)LYTLSR_ B6TXF8_MAIZE 2 500.76024 999.50592 -0.091443 -0.096802 -0.20069 54.907 54.907 4.49E-02 42.41 711680
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45127 TMLYTLSR Unmodified _TMLYTLSR_ B6TXF8_MAIZE 2 492.76278 983.511 -0.077169 0.21575 0.12128 63.485 63.485 5.06E-02 12.98 497580

45128 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 0.29848 -0.032866 0.25756 25.285 25.285 3.43E-01 14.81 12774

45129 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 0.12323 0.09823 0.21339 24.256 24.256 7.11E-01 20.48 6643.2

45130 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 -0.32077 22.747 22.747 5.57E-01 16.34

45131 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 0.26279 -0.10152 0.15464 26.252 26.252 7.11E-01 6.85 14795

45132 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 0.26729 -0.082448 0.17719 26.768 26.768 1.45E-01 31.08 14812

45133 TMNASECVAR Oxidation (M) _TM(ox)NASECVAR_ B6SV64_MAIZE 2 577.75007 1153.4856 0.28374 0.055123 0.33175 25.709 25.709 4.40E-02 25.23 11373

45134 TMNASECVAR Unmodified _TMNASECVAR_ B6SV64_MAIZE 2 569.75261 1137.4907 0.14144 -0.18324 -0.052043 35.413 35.413 5.76E-06 52.05 850560

45135 TMNASECVAR Unmodified _TMNASECVAR_ B6SV64_MAIZE 2 569.75261 1137.4907 0.073332 -0.24324 -0.17886 34.257 34.257 1.84E-04 51.36 185170

45136 TMNASECVAR Unmodified _TMNASECVAR_ B6SV64_MAIZE 2 569.75261 1137.4907 0.15146 0.22518 0.36609 37.203 37.203 4.40E-05 58.09 270350

45137 TMQTAVGVFGGEK Oxidation (M) _TM(ox)QTAVGVFGGEK_ B4F850_MAIZE 2 670.82938 1339.6442 0.52686 0.23367 0.77719 57.422 57.422 2.61E-08 66.9 1882300

45138 TMQTAVGVFGGEK Unmodified _TMQTAVGVFGGEK_ B4F850_MAIZE 2 662.83192 1323.6493 0.49428 0.28304 0.79103 66.993 66.993 2.50E-15 64.25 1208600

45139 TMVINVEYNQLDPLLR Oxidation (M) _TM(ox)VINVEYNQLDPLLR_ B6UC67_MAIZE 2 967.50623 1932.9979 1.3044 -0.36127 0.93358 99.546 99.546 4.21E-20 64.15 229220

45140 TMYLEDR Unmodified _TMYLEDR_ B4FRS1_MAIZE 2 464.21566 926.41677 -0.16407 47.894 47.894 1.21E-03 25.68

45141 TMYLEDR Unmodified _TMYLEDR_ B4FRS1_MAIZE 2 464.21566 926.41677 0.023538 0.16717 0.16906 48.281 48.281 1.86E-01 19.87 254230

45157 TNAMLEFER Oxidation (M) _TNAM(ox)LEFER_ Q4FZ53_MAIZE 2 563.76351 1125.5125 0.025096 0.40936 0.41288 53.783 53.783 1.12E-01 29.12 59186

45158 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.37594 -0.33585 0.024525 34.236 34.236 1.68E-09 65.84 3537900

45159 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.3633 0.11234 0.46002 32.965 32.965 2.62E-07 59.6 492880

45160 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.39904 -0.27051 0.11367 35.988 35.988 1.11E-04 59.08 964710

45161 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.39758 -0.060536 0.32162 35.121 35.121 1.11E-04 57.73 1210700

45162 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.35256 0.020718 0.35681 35.878 35.878 2.62E-07 61.23 1713400

45163 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.38352 0.1351 0.50311 35.913 35.913 7.61E-14 67.9 1968600

45164 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.32961 -0.10223 0.21167 36.793 36.793 7.61E-14 72.56 3408200

45165 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.43272 -0.76889 -0.35123 32.249 32.249 7.72E-03 42.57 43076

45166 TNASPEVAESTR Unmodified _TNASPEVAESTR_ B4FNW1_MAIZE 2 631.30458 1260.5946 0.18237 -0.35797 -0.19034 33.715 33.715 1.68E-09 73.51 40191000

45167 TNDLAGDGTTTSVVLAQGLIAEGVK Unmodified _TNDLAGDGTTTSVVLAQGLIAEGVK_ B6U280_MAIZE 2 1215.6398 2429.2649 1.2639 2.9534 4.2231 107.77 107.77 8.03E-11 44.62 146880

45168 TNDLAGDGTTTSVVLAQGLIAEGVK Unmodified _TNDLAGDGTTTSVVLAQGLIAEGVK_ B6U280_MAIZE 2 1215.6398 2429.2649 1.0814 5.0101 6.0958 107.77 107.77 4.52E-05 43.67 109700

45169 TNDLAGDGTTTSVVLAQGLIAEGVK Unmodified _TNDLAGDGTTTSVVLAQGLIAEGVK_ B6U280_MAIZE 2 1215.6398 2429.2649 1.2845 0.024615 1.3175 107.46 107.46 2.17E-36 105.76 522290

45170 TNDLAGDGTTTSVVLAQGLIAEGVK Unmodified _TNDLAGDGTTTSVVLAQGLIAEGVK_ B6U280_MAIZE 3 810.76226 2429.2649 0.98522 -0.73981 0.25445 107.41 107.41 9.91E-12 60.71 931710

45171 TNDMMLVIYLSSLIR 2 Oxidation (M) _TNDM(ox)M(ox)LVIYLSSLIR_ B4FS63_MAIZE 2 900.96535 1799.9161 1.1331 0.22848 1.3491 122.97 122.97 6.53E-30 97.13 565540

45172 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 1.0245 0.28 1.312 51.097 51.097 3.42E-29 114.79 959550

45173 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 0.97927 0.021534 1.0084 50.891 50.891 1.43E-21 100.92 428150

45174 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 1.0081 0.10995 1.126 53.211 53.211 3.42E-29 107.68 813450

45175 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 0.98755 0.077996 1.0728 52.488 52.488 1.43E-21 118.09 397590
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45176 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 0.97146 0.131 1.1105 53.253 53.253 4.07E-45 110.46 2027700

45177 TNDSAGDGTTTASVLAR Unmodified _TNDSAGDGTTTASVLAR_ B6SXW8_MAIZE 2 818.89228 1635.77 0.98527 -0.23142 0.76196 53.222 53.222 8.28E-39 129.08 2948600

45178 TNEENVLKEEINLLK Unmodified _TNEENVLKEEINLLK_ B6TRD2_MAIZE 3 595.99127 1784.952 0.20601 -4.3609 -4.1813 91.063 91.063 1.00E+00 2.35 210250

45179 TNEENVLKEEINLLK Unmodified _TNEENVLKEEINLLK_ B6TRD2_MAIZE 3 595.99127 1784.952 0.25798 -0.11677 0.10762 90.832 90.832 5.05E-03 40.49 220660

45180 TNEQTVQEMLNLAIK Unmodified _TNEQTVQEMLNLAIK_ B4FLQ8_MAIZE 2 866.45092 1730.8873 1.0719 -0.90465 0.14903 103.57 103.57 1.12E-07 57.67 346460

45181 TNEQTVQEMLNLAIK Unmodified _TNEQTVQEMLNLAIK_ B4FLQ8_MAIZE 2 866.45092 1730.8873 1.0944 0.1203 1.1959 103.94 103.94 2.37E-16 98.64 1147900

45182 TNEQTVQEMLNLAIK Oxidation (M) _TNEQTVQEM(ox)LNLAIK_ B4FLQ8_MAIZE 2 874.44838 1746.8822 1.1231 0.055309 1.1623 79.388 79.388 2.37E-16 95.14 988510

45183 TNESELLATIDK Unmodified _TNESELLATIDK_ B4FSV4_MAIZE 2 667.34591 1332.6773 0.46854 0.1609 0.60629 74.482 74.482 2.00E-01 17 5908400

45184 TNETLLGK Unmodified _TNETLLGK_ B4F840_MAIZE 2 438.24527 874.476 0.032133 -1.0207 -1.0018 42.944 42.944 3.77E-01 26.17 612260

45185 TNEVLSEEIQER Unmodified _TNEVLSEEIQER_ Q84UX6_MAIZE 2 723.85718 1445.6998 0.77519 -0.073198 0.67769 61.788 61.788 7.61E-14 52.64 991990

45186 TNEVLSEEIQERDEAALK Unmodified _TNEVLSEEIQERDEAALK_ Q84UX6_MAIZE 3 692.01481 2073.0226 0.64349 -0.42952 0.1872 70.064 70.064 4.24E-03 35.51 962550

45187 TNEVMFPVE Oxidation (M) _TNEVM(ox)FPVE_ B4FVG0_MAIZE 2 541.24716 1080.4798 -0.034643 0.5198 0.48874 74.743 74.743 9.18E-02 17.44 995140

45188 TNGDWEDFSYHK Unmodified _TNGDWEDFSYHK_ B6T6D8_MAIZE 3 500.21263 1497.6161 -0.12751 -0.47348 -0.59979 67.268 67.268 2.11E-01 25.9 212130

45189 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.65687 0.56495 1.2158 44.159 44.159 9.39E-03 39.11 2400600

45190 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.54464 0.17452 0.71459 45.124 45.124 2.35E-02 30.36 1139200

45191 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.63693 0.047592 0.67954 47.145 47.145 2.35E-02 47.46 1763100

45192 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.60741 0.10367 0.70567 46.474 46.474 8.40E-02 31.5 1311700

45193 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.50883 0.049426 0.55197 47.128 47.128 9.53E-03 44.62 2873600

45194 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.5809 -0.29014 0.28644 45.733 45.733 9.39E-03 44.88 11371000

45195 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 2 567.81198 1133.6094 0.11859 -0.14194 -0.029071 45.7 45.7 1.01E-02 33.35 1648800

45196 TNHFLPIHR Unmodified _TNHFLPIHR_ ATPBM_MAIZE 3 378.87708 1133.6094 0.62281 0.76749 1.3819 46.955 46.955 9.63E-01 18.87 351440

45197 TNISPDVASSTR Unmodified _TNISPDVASSTR_ B4FDF4_MAIZE 2 624.31495 1246.6153 0.34349 0.18303 0.52309 44.857 44.857 7.72E-03 23.54 1413300

45198 TNISPDVASSTR Unmodified _TNISPDVASSTR_ B4FDF4_MAIZE 2 624.31495 1246.6153 0.32601 0.062471 0.38522 44.305 44.305 1.60E-02 26.35 298140

45199 TNISPDVASSTR Unmodified _TNISPDVASSTR_ B4FDF4_MAIZE 2 624.31495 1246.6153 0.39343 0.22808 0.61765 47.019 47.019 1.60E-02 24.47 372010

45200 TNISPDVASSTR Unmodified _TNISPDVASSTR_ B4FDF4_MAIZE 2 624.31495 1246.6153 0.39274 0.20234 0.59201 46.209 46.209 2.00E-01 24.25 393740

45201 TNISPDVASSTR Unmodified _TNISPDVASSTR_ B4FDF4_MAIZE 2 624.31495 1246.6153 0.24674 -0.007258 0.23621 44.998 44.998 1.68E-09 54.86 4434700

45202 TNKPEQSILAHR Unmodified _TNKPEQSILAHR_ B4FZY9_MAIZE 3 465.2564 1392.7474 -0.0065969 -0.068266 -0.096839 37.527 37.527 2.42E-04 47.78 591220

45203 TNLELESFK Unmodified _TNLELESFK_ B4FBJ7_MAIZE 2 540.78222 1079.5499 -0.6725 68.633 68.633 4.81E-01 3.62

45204 TNLELESFK Unmodified _TNLELESFK_ B4FBJ7_MAIZE 2 540.78222 1079.5499 0.086218 0.017392 0.080672 68.257 68.257 1.12E-01 37.65 358790

45205 TNLELESFK Unmodified _TNLELESFK_ B4FBJ7_MAIZE 2 540.78222 1079.5499 0.0032058 -0.097491 -0.11735 68.453 68.453 9.73E-03 42.97 3544800

45206 TNLHHVWDVNVIETAMK Oxidation (M) _TNLHHVWDVNVIETAM(ox)K_ B6T329_MAIZE 3 675.00704 2021.9993 0.51967 -0.43489 0.085696 73.851 73.851 3.05E-02 34.68 1385200

45207 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 1.019 0.041574 1.0562 116.24 116.24 3.40E-25 100.12 758240

45208 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 0.95797 -0.019941 0.93429 116.72 116.72 2.00E-19 102.95 262200

45209 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 0.96911 -0.27864 0.68657 116.78 116.78 7.68E-22 102.89 131520
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45210 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 1.0714 -0.060057 1.0075 116.84 116.84 7.68E-22 71.57 131060

45211 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 1.0234 0.20895 1.2282 118.78 118.78 2.96E-06 78.2 215980

45212 TNLNVEQVFFSIAR Unmodified _TNLNVEQVFFSIAR_ B4FB55_MAIZE 2 819.43593 1636.8573 1.0124 0.035061 1.0444 122 122 3.56E-04 39.55 30834

45213 TNLPEFEGPEK Unmodified _TNLPEFEGPEK_ B4FI08_MAIZE 2 630.80897 1259.6034 0.3813 -0.080801 0.28533 64.486 64.486 4.43E-05 52.27 1162700

45214 TNLQENWR Unmodified _TNLQENWR_ B6UHU1_MAIZE 2 530.76215 1059.5098 -0.0083403 0.022639 -0.0071899 48.969 48.969 5.06E-02 34.06 1837200

45215 TNLQENWR Unmodified _TNLQENWR_ B6UHU1_MAIZE 2 530.76215 1059.5098 -0.0076421 -0.24405 -0.27234 51.309 51.309 1.90E-02 39.88 1708600

45216 TNLQENWR Unmodified _TNLQENWR_ B6UHU1_MAIZE 2 530.76215 1059.5098 -0.024049 -0.21062 -0.25525 50.578 50.578 2.92E-02 34.96 1569700

45217 TNLQENWR Unmodified _TNLQENWR_ B6UHU1_MAIZE 2 530.76215 1059.5098 -0.053416 -0.14726 -0.22038 51.353 51.353 5.06E-02 34.16 2094100

45218 TNLQENWR Unmodified _TNLQENWR_ B6UHU1_MAIZE 2 530.76215 1059.5098 -0.075066 -0.43969 -0.53559 51.126 51.126 1.90E-02 45.2 12213000

45219 TNMVMVFGEITTK Oxidation (M) _TNMVM(ox)VFGEITTK_ B4FAD1_MAIZE 2 743.86765 1485.7207 0.84999 1.2089 2.0644 90.981 90.981 2.50E-15 80.17 335530

45220 TNMVMVFGEITTK Oxidation (M) _TNM(ox)VMVFGEITTK_ B4FAD1_MAIZE 2 743.86765 1485.7207 0.82839 -0.015889 0.8196 79.899 79.899 4.93E-21 77.62 1561400

45221 TNMVMVFGEITTK Oxidation (M) _TNMVM(ox)VFGEITTK_ B4FAD1_MAIZE 2 743.86765 1485.7207 0.82121 -0.091273 0.73752 91.892 91.892 4.93E-21 75.26 2662900

45222 TNMVMVFGEITTK Unmodified _TNMVMVFGEITTK_ B4FAD1_MAIZE 2 735.87019 1469.7258 0.83166 0.019413 0.85589 95.452 95.452 1.47E-03 32.65 379010

45223 TNMVMVFGEITTK Unmodified _TNMVMVFGEITTK_ B4FAD1_MAIZE 2 735.87019 1469.7258 0.823 -0.027142 0.80042 96.336 96.336 4.93E-21 98.26 1083000

45224 TNMVMVFGEITTK 2 Oxidation (M) _TNM(ox)VM(ox)VFGEITTK_ B4FAD1_MAIZE 2 751.8651 1501.7157 0.82447 -0.40316 0.43133 71.252 71.252 1.03E-33 80.82 439860

45225 TNMVMVFGEITTK 2 Oxidation (M) _TNM(ox)VM(ox)VFGEITTK_ B4FAD1_MAIZE 2 751.8651 1501.7157 0.82182 -0.10157 0.73079 72.115 72.115 1.03E-33 76.43 882110

45226 TNMVMVFGEITTK 2 Oxidation (M) _TNM(ox)VM(ox)VFGEITTK_ B4FAD1_MAIZE 2 751.8651 1501.7157 0.8358 0.042409 0.8888 71.717 71.717 1.03E-33 85.43 1164000

45227 TNMVMVFGEITTK 2 Oxidation (M) _TNM(ox)VM(ox)VFGEITTK_ B4FAD1_MAIZE 2 751.8651 1501.7157 0.85005 0.053841 0.91455 71.729 71.729 4.69E-17 78.4 840840

45228 TNMVMVFGEITTK 2 Oxidation (M) _TNM(ox)VM(ox)VFGEITTK_ B4FAD1_MAIZE 2 751.8651 1501.7157 0.83126 -1.1272 -0.28452 71.767 71.767 8.58E-09 66.85 615180

45229 TNNTILQINR Unmodified _TNNTILQINR_ B6TH05_MAIZE 2 593.83057 1185.6466 0.1488 0.37543 0.50395 57.808 57.808 2.81E-03 63.9 1575500

45230 TNPQIAFIR Unmodified _TNPQIAFIR_ B6TQ98_MAIZE 2 530.30092 1058.5873 -0.20322 -0.30197 -0.5169 67.859 67.859 3.32E-02 31.54 321140

45231 TNPQIAFIR Unmodified _TNPQIAFIR_ B6TQ98_MAIZE 2 530.30092 1058.5873 -0.15581 0.091796 -0.077589 68.937 68.937 3.21E-03 51.06 8281600

45232 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 0.01327 0.024677 0.021126 68.795 68.795 3.32E-02 47.2 1871700

45233 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 -0.075579 -0.19007 -0.28278 69.568 69.568 1.12E-01 32.97 699740

45234 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 -0.0064536 -0.35201 -0.375 70.446 70.446 9.73E-03 64.1 1077700

45235 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 0.022777 -0.77991 -0.77271 69.958 69.958 1.01E-02 43.1 501840

45236 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 0.037213 0.17578 0.19674 70.045 70.045 1.00E+00 20.8 555320

45237 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 -0.015049 0.031222 -0.00036769 70.155 70.155 7.18E-01 13.25 2420800

45238 TNQFLESLK Unmodified _TNQFLESLK_ B4G0V4_MAIZE 2 540.29021 1078.5659 -0.050446 -0.30111 -0.36857 70.159 70.159 3.39E-01 31.57 451500

45239 TNQQLLASKDEEK Unmodified _TNQQLLASKDEEK_ B6TK69_MAIZE 3 501.92649 1502.7577 -0.029881 -0.43849 -0.49217 36.409 36.409 1.28E-01 25.23 97816

45240 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.14113 0.14162 0.26456 26.227 26.227 1.00E+00 6.51 60095

45241 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.95828 0.091002 1.0321 26.231 26.231 1.00E+00 21.65 145580

45242 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.17311 -0.11055 0.044984 26.97 26.97 1.00E+00 3.66 21158

45243 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.14342 0.77466 0.89839 26.878 26.878 1.00E+00 6.81 6586.3
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45244 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.97416 0.41204 1.3683 26.889 26.889 1.00E+00 15.33 16140

45245 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.97894 0.23068 1.1903 26.176 26.176 1.00E+00 16.9 19114

45246 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.24458 -0.20924 0.017777 26.166 26.166 1.00E+00 1.66 7399

45247 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.91922 0.73913 1.6385 26.52 26.52 1.00E+00 13.27 22382

45248 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.22132 0.32958 0.53389 26.51 26.51 1.00E+00 0.96 7977.1

45249 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 1.0315 0.37855 1.3903 27.002 27.002 1.00E+00 8.42 13200

45250 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.62399 25.478 25.478 4.44E-01 9.94

45251 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.65396 0.51824 1.1523 28.572 28.572 1.00E+00 7.87 92115

45252 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.018147 -0.18305 -0.18175 28.566 28.566 1.00E+00 10.88 30392

45253 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 3 363.19408 1086.5604 0.67507 0.98209 1.6374 29.387 29.387 1.00E+00 9.75 39089

45254 TNRPPISMR Oxidation (M) _TNRPPISM(ox)R_ B6SJC8_MAIZE 2 544.28748 1086.5604 0.045971 0.12986 0.15929 29.366 29.366 1.00E+00 2.04 14998

45255 TNRPPISMR Unmodified _TNRPPISMR_ B6SJC8_MAIZE 3 357.86244 1070.5655 0.9913 -0.00154 0.9664 37.194 37.194 2.35E-01 25.87 2575700

45256 TNRPPISMR Unmodified _TNRPPISMR_ B6SJC8_MAIZE 2 536.29003 1070.5655 0.061859 -0.1566 -0.11566 37.159 37.159 1.01E-02 26.72 1109000

45257 TNRPPISMR Unmodified _TNRPPISMR_ B6SJC8_MAIZE 3 357.86244 1070.5655 0.72124 0.12063 0.8214 41.033 41.033 5.45E-01 18.39 431910

45258 TNTEFVQVLSR Unmodified _TNTEFVQVLSR_ B4FVI8_MAIZE 2 647.34351 1292.6725 0.38963 2.5195 2.9085 73.417 73.417 4.43E-05 69.63 2196500

45259 TNTIGAVAR Unmodified _TNTIGAVAR_ B6SVU1_MAIZE 2 451.75634 901.49813 0.0021795 0.044264 0.037958 37.111 37.111 7.18E-01 16.32 223440

45260 TNTIGAVAR Unmodified _TNTIGAVAR_ B6SVU1_MAIZE 2 451.75634 901.49813 -0.016001 0.11315 0.090179 36.922 36.922 3.39E-01 32.71 423570

45261 TNTMLLPGDSASPASFVAQAMK Oxidation (M) _TNTM(ox)LLPGDSASPASFVAQAMK_ Q9M585_MAIZE 2 1127.0481 2252.0817 1.2589 0.345 1.6 102.4 102.4 2.92E-04 46.22 252240

45262 TNTMLLPGDSASPASFVAQAMK Oxidation (M) _TNTM(ox)LLPGDSASPASFVAQAMK_ Q9M585_MAIZE 2 1127.0481 2252.0817 1.2269 -0.12488 1.0978 101.89 101.89 5.68E-10 57.78 375160

45263 TNTMLLPGDSASPASFVAQAMK 2 Oxidation (M) _TNTM(ox)LLPGDSASPASFVAQAM(ox)K_ Q9M585_MAIZE 2 1135.0456 2268.0766 1.2466 -0.44436 0.79963 87.363 87.363 6.47E-05 36.49 473820

45264 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.72654 -0.13207 0.58622 93.668 93.668 7.64E-09 71.53 1904800

45265 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.79067 0.091248 0.87365 94.249 94.249 7.68E-22 79.45 2430800

45266 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.75693 -0.52174 0.22825 94.377 94.377 1.95E-13 65.88 1992200

45267 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.797 -0.46009 0.33012 95.003 95.003 2.96E-06 40.88 1694500

45268 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.74819 -0.2134 0.5268 94.408 94.408 2.09E-30 82.27 2112600

45269 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.75067 -0.25039 0.49196 95.019 95.019 7.68E-22 76.01 2506400

45270 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.72662 -0.11485 0.60335 94.251 94.251 7.68E-22 81.52 3282800

45271 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.73181 -0.28337 0.44036 94.861 94.861 3.40E-25 76.39 3971100

45272 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.74265 -0.21927 0.51636 93.937 93.937 3.40E-25 80.18 1473700

45273 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.73748 -0.057607 0.67244 94.513 94.513 8.77E-41 92.8 2405500

45274 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.76598 -0.20529 0.55289 94.324 94.324 1.95E-13 74.97 3251700

45275 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.74444 -0.22584 0.5108 94.888 94.888 2.00E-19 65.26 4286100

45276 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.70929 -0.076354 0.62485 93.895 93.895 2.09E-30 84.81 17889000

45277 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.70395 -0.16541 0.53065 94.542 94.542 2.09E-30 88.4 18573000
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45278 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.73387 -0.012121 0.7131 94.297 94.297 1.95E-13 65.09 592450

45279 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.59888 -1.1998 -0.60737 95.516 95.516 2.00E-19 83.06 671490

45280 TNVIGTLNMLGLAK Oxidation (M) _TNVIGTLNM(ox)LGLAK_ B4FAG0_MAIZE 2 730.9107 1459.8069 0.71202 0.27438 0.97815 96.14 96.14 8.77E-41 91.94 560170

45281 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.69173 -0.36731 0.31331 103.31 103.31 7.68E-22 101.14 10270000

45282 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.70341 -0.55868 0.13463 103.94 103.94 2.96E-06 51.33 862420

45283 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.72463 -0.39014 0.32334 103.93 103.93 7.64E-09 65.41 1136200

45284 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.7337 -0.74824 -0.023882 103.87 103.87 7.64E-09 72.07 835000

45285 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.75093 -0.30068 0.44003 103.54 103.54 7.64E-09 53.08 496790

45286 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.7342 -0.1385 0.5844 104.08 104.08 2.96E-06 48.94 2905900

45287 TNVIGTLNMLGLAK Unmodified _TNVIGTLNMLGLAK_ B4FAG0_MAIZE 2 722.91324 1443.8119 0.70164 -0.27556 0.41573 103.7 103.7 7.68E-22 78.92 15859000

45288 TNVIPIIEDAR Unmodified _TNVIPIIEDAR_ B6T4G7_MAIZE 2 620.84843 1239.6823 0.32982 0.1928 0.50606 78.631 78.631 1.00E+00 2.96 337230

45289 TNVIPIIEDAR Unmodified _TNVIPIIEDAR_ B6T4G7_MAIZE 2 620.84843 1239.6823 0.3485 0.25168 0.58262 79.053 79.053 1.00E+00 18.3 371530

45290 TNVIPIIEDAR Unmodified _TNVIPIIEDAR_ B6T4G7_MAIZE 2 620.84843 1239.6823 0.34599 0.019379 0.34887 80.088 80.088 1.47E-01 18.1 130690

45291 TNVVGTLNMLGLAK Unmodified _TNVVGTLNMLGLAK_ B4FP94_MAIZE 2 715.90542 1429.7963 0.72514 -0.56427 0.15685 97.185 97.185 2.00E-19 69.26 1067000

45292 TNVVGTLNMLGLAK Unmodified _TNVVGTLNMLGLAK_ B4FP94_MAIZE 2 715.90542 1429.7963 0.75285 -0.86803 -0.11751 97.802 97.802 3.49E-01 29.23 525980

45293 TNVVGTLNMLGLAK Unmodified _TNVVGTLNMLGLAK_ B4FP94_MAIZE 2 715.90542 1429.7963 0.67456 -0.16582 0.50548 97.402 97.402 7.68E-22 74.81 2838300

45294 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.73588 0.76556 1.4991 89.593 89.593 2.96E-06 47.63 33683

45295 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.75898 0.6715 1.4283 90.161 90.161 1.49E-02 28.83 32747

45296 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.84009 -1.1248 -0.28502 88.386 88.386 1.29E-01 11.28 276760

45297 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.71073 -1.7894 -1.0778 87.479 87.479 6.31E-03 36.5 344600

45298 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.82569 -2.8695 -2.0403 87.78 87.78 1.04E-02 24.21 354650

45299 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.64115 -0.42801 0.2127 87.692 87.692 6.31E-03 47.45 722980

45300 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.70865 -0.11944 0.58808 87.275 87.275 2.00E-19 71.76 3734400

45301 TNVVGTLNMLGLAK Oxidation (M) _TNVVGTLNM(ox)LGLAK_ B4FP94_MAIZE 2 723.90288 1445.7912 0.70894 -0.059958 0.6474 87.92 87.92 3.40E-25 96.82 3071700

45302 TPAELLR Unmodified _TPAELLR_ B6TWF2_MAIZE 2 400.23725 798.45995 0.35929 0.007212 0.33705 50.983 50.983 4.49E-02 29.06 827330

45303 TPALSQELK Unmodified _TPALSQELK_ B6SGK3_MAIZE 2 493.77948 985.54441 -0.28151 -0.095948 -0.4008 49.776 49.776 9.73E-03 46.66 722340

45304 TPALSQELK Unmodified _TPALSQELK_ B6SGK3_MAIZE 2 493.77948 985.54441 -0.1476 0.079229 -0.092394 52.656 52.656 3.21E-03 48.9 226000

45305 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.080037 -0.079966 -0.16592 64.183 64.183 3.21E-03 34.68 5656700

45306 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.17554 -0.048325 -0.22996 65.235 65.235 3.21E-03 59.06 1756000

45307 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.058584 -0.17017 -0.23499 66.228 66.228 3.21E-03 52.92 2819200

45308 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.088127 -0.12025 -0.21455 65.612 65.612 3.21E-03 45.51 3303000

45309 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.14856 -0.18009 -0.333 65.953 65.953 3.13E-03 47.03 2921300

45310 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.14959 -0.50101 -0.65443 65.74 65.74 3.13E-03 55.61 4506200

45311 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.1919 -0.007132 -0.20518 65.87 65.87 3.21E-03 63.21 63846000
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45312 TPAQLFAVK Unmodified _TPAQLFAVK_ B4FHT1_MAIZE 2 487.78711 973.55967 -0.12514 -0.47771 -0.60755 64.767 64.767 3.21E-03 45.49 2712300

45313 TPAQLVLR Unmodified _TPAQLVLR_ B4FMP6_MAIZE 2 449.27945 896.54435 0.042024 -0.035624 -0.0047516 57.45 57.45 1.65E-01 31.75 303660

45314 TPAQLVLR Unmodified _TPAQLVLR_ B4FMP6_MAIZE 2 449.27945 896.54435 -0.068733 0.031597 -0.049329 58.021 58.021 2.34E-03 61.23 5862700

45315 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 0.17219 -0.1156 0.04321 39.503 39.503 3.48E-02 59.45 556320

45316 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 -0.021267 0.19562 0.16138 39.009 39.009 1.65E-01 46.77 227800

45317 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 0.10234 -0.17827 -0.088885 41.655 41.655 3.48E-02 67.48 325660

45318 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 0.11716 0.058031 0.16371 40.928 40.928 2.34E-03 64.3 430830

45319 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 0.18662 -0.70022 -0.5239 41.429 41.429 2.34E-03 52.77 453290

45320 TPAQVALR Unmodified _TPAQVALR_ B4FID4_MAIZE 2 428.25598 854.4974 0.045192 -0.2368 -0.20431 42.067 42.067 2.34E-03 68.82 9065300

45321 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.1506 0.13718 1.2924 114.49 114.49 1.27E-09 62.72 6122400

45322 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.1673 0.33955 1.5104 115.1 115.1 7.01E-14 67.11 1147700

45323 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.1541 0.38844 1.5463 115.1 115.1 1.27E-09 76.83 821020

45324 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.263 0.22509 1.4921 114.81 114.81 7.42E-06 75.05 725330

45325 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.1759 -0.15944 1.0215 114.8 114.8 1.48E-07 71.13 7616200

45326 TPATPFFFNTLYDPYR Unmodified _TPATPFFFNTLYDPYR_ B4FX25_MAIZE 2 975.47525 1948.9359 1.2431 -0.21393 1.0338 116.39 116.39 2.16E-02 35.48 97952

45327 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.63756 0.26123 0.89788 102.29 102.29 1.35E-01 16.68 1928000

45328 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.61867 0.095351 0.71454 103.11 103.11 7.64E-09 48.7 1316800

45329 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.62391 0.085146 0.7095 103.13 103.13 2.01E-02 28.79 1433000

45330 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.64598 0.089228 0.7348 103.27 103.27 5.98E-03 38.14 1130400

45331 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.65179 0.17958 0.83167 103.09 103.09 1.27E-10 39.26 1031200

45332 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.67818 0.061584 0.73986 103.33 103.33 5.98E-03 31.78 703460

45333 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.58706 -0.21162 0.37588 102.78 102.78 1.27E-10 35.62 11243000

45334 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 2 1039.5227 2077.0309 1.2312 0.18751 1.4184 102.8 102.8 1.24E-09 53.97 851880

45335 TPATPFFFNTLYDPYRK Unmodified _TPATPFFFNTLYDPYRK_ B4FX25_MAIZE 3 693.35091 2077.0309 0.65433 -0.61265 0.043245 104.66 104.66 2.75E-01 18.42 133570

45336 TPDLIER Unmodified _TPDLIER_ B4FZK6_MAIZE 2 422.23217 842.44978 0.20533 0.56941 0.75548 49.609 49.609 4.46E-01 26.57 460820

45337 TPDPESIVR Unmodified _TPDPESIVR_ B4FH88_MAIZE 2 507.26674 1012.5189 -0.012553 -0.14772 -0.16463 55.579 55.579 1.01E-02 52.78 936400

45338 TPDTPDVNNVK Unmodified _TPDTPDVNNVK_ B6TIQ8_MAIZE 2 600.29877 1198.583 0.24998 -0.24419 0.015846 45.944 45.944 3.57E-04 44.1 867900

45339 TPDVLDNQYYK Unmodified _TPDVLDNQYYK_ B6TSH0_MAIZE 2 678.32752 1354.6405 0.68517 -0.47617 0.20352 67.266 67.266 3.57E-04 26.74 335220

45340 TPDVLDNQYYK Unmodified _TPDVLDNQYYK_ B6TSH0_MAIZE 2 678.32752 1354.6405 0.64608 -0.34927 0.2906 67.64 67.64 4.48E-03 34.6 827570

45341 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.79552 0.009841 0.7902 49.626 49.626 9.46E-01 18.89 10157000

45342 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.63228 1.6024 2.2181 50.837 50.837 5.26E-01 29 104920

45343 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.72515 -0.002569 0.70725 49.854 49.854 2.64E-01 33.01 3682400

45344 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.77735 0.23167 0.99404 52.044 52.044 2.78E-01 37.93 5231400

45345 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.75368 0.28502 1.0244 51.39 51.39 2.64E-01 27.64 3218900
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45346 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.6717 0.60828 1.2632 52.105 52.105 5.26E-01 37.97 1680800

45347 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.73297 0.15535 0.87431 51.667 51.667 2.64E-01 38.55 11187000

45348 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.76026 0.57687 1.3202 52.492 52.492 5.26E-01 24.07 1582100

45349 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.7903 -0.22484 0.5513 50.128 50.128 2.78E-01 31.6 3652100

45350 TPEFLK Unmodified _TPEFLK_ B6T7G7_MAIZE 2 367.7078 733.40104 0.59783 0.6799 1.2608 53.278 53.278 2.64E-01 37.97 235780

45351 TPEFVIK Unmodified _TPEFVIK_ B6T7Z2_MAIZE 2 417.242 832.46945 -0.022111 0.19481 0.16748 61.528 61.528 1.86E-01 44.77 1216500

45352 TPEGAQASLVDTVK Unmodified _TPEGAQASLVDTVK_ B6TV58_MAIZE 2 708.37246 1414.7304 0.69193 -0.26529 0.42899 59.945 59.945 1.95E-13 97.7 1751000

45353 TPEGATLQSPSGK Unmodified _TPEGATLQSPSGK_ B4FJT5_MAIZE 2 636.82515 1271.6357 0.47132 0.1194 0.58772 40.615 40.615 6.20E-03 57.71 138210

45354 TPEGATLQSPSGK Unmodified _TPEGATLQSPSGK_ B4FJT5_MAIZE 2 636.82515 1271.6357 0.34651 -0.052611 0.29051 42.257 42.257 4.68E-05 85.77 4034000

45355 TPEIMPAINK Oxidation (M) _TPEIM(ox)PAINK_ B6T1H8_MAIZE 2 565.29972 1128.5849 0.031613 0.51303 0.52035 48.648 48.648 4.53E-03 29.22 75235

45356 TPEIMPAINK Oxidation (M) _TPEIM(ox)PAINK_ B6T1H8_MAIZE 2 565.29972 1128.5849 0.00033673 -0.048739 -0.071397 49.158 49.158 2.75E-01 12.96 58496

45357 TPEIMPAVNK Oxidation (M) _TPEIM(ox)PAVNK_ B6T144_MAIZE 2 558.2919 1114.5692 -0.040442 -0.12628 -0.18213 43.077 43.077 9.99E-05 46.17 110250

45358 TPENYFIQEFR Unmodified _TPENYFIQEFR_ B6U4S2_MAIZE 2 722.34879 1442.683 0.76726 0.64433 1.3997 89.188 89.188 1.67E-02 65.32 373640

45359 TPEQVVAIAR Unmodified _TPEQVVAIAR_ B6SWM0_MAIZE 3 361.87675 1082.6084 0.94481 -0.029998 0.90463 43.505 43.505 1.00E+00 0.23 264220

45360 TPEQVVAIAR Unmodified _TPEQVVAIAR_ B6SWM0_MAIZE 2 542.31148 1082.6084 -0.0035832 0.1435 0.13018 56.693 56.693 1.25E-02 71.6 860120

45361 TPFQEFTDLLAK Unmodified _TPFQEFTDLLAK_ B6TNR8_MAIZE 2 705.36919 1408.7238 0.72738 0.34465 1.0706 113.3 113.3 1.98E-03 45.69 525700

45362 TPFQEFTDLLAK Unmodified _TPFQEFTDLLAK_ B6TNR8_MAIZE 2 705.36919 1408.7238 0.75967 0.12367 0.88186 113.75 113.75 6.74E-02 20.3 157050

45363 TPFQEFTDLLAK Unmodified _TPFQEFTDLLAK_ B6TNR8_MAIZE 2 705.36919 1408.7238 0.67282 0.37179 1.0435 114.86 114.86 2.62E-07 69.31 684610

45364 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.11115 0.067751 0.1763 104.26 104.26 9.97E-11 43.2 580880

45365 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.18035 0.19342 0.37089 104.32 104.32 4.40E-20 50.37 819000

45366 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.19266 0.055831 0.24592 104.41 104.41 9.97E-11 49.04 968880

45367 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.17811 0.057115 0.23411 104.21 104.21 1.69E-15 44.94 732320

45368 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.22165 0.15183 0.37206 104.53 104.53 1.00E+00 16.95 574610

45369 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 3 579.31369 1734.9192 0.11765 0.1623 0.27789 103.99 103.99 1.69E-15 51.32 1709100

45370 TPFQEFTDLLAKPTK Unmodified _TPFQEFTDLLAKPTK_ B6TNR8_MAIZE 2 868.4669 1734.9192 1.1108 0.22572 1.3344 105.48 105.48 1.12E-07 92.6 257710

45371 TPGGLILTETTK Unmodified _TPGGLILTETTK_ B4F848_MAIZE 2 615.85064 1229.6867 0.22939 -0.31733 -0.084419 65.099 65.099 7.61E-14 59.77 2045100

45372 TPGGVWWEFGK Unmodified _TPGGVWWEFGK_ B4FB72_MAIZE 2 632.31148 1262.6084 0.4181 -0.097661 0.33603 93.745 93.745 4.96E-02 25.52 268690

45373 TPGGVWWEFGK Unmodified _TPGGVWWEFGK_ B4FB72_MAIZE 2 632.31148 1262.6084 0.35437 0.69484 1.0642 94.078 94.078 3.60E-06 44.9 574960

45374 TPGGVWWEFGK Unmodified _TPGGVWWEFGK_ B4FB72_MAIZE 2 632.31148 1262.6084 0.35137 -0.011324 0.35629 95.596 95.596 3.57E-04 54.35 180600

45375 TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK Unmodified _TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK_ TKTC_MAIZE B4 3 1157.93 3470.7682 1.1682 0.22462 1.3954 122.22 122.22 3.38E-16 89.24 3480600

45376 TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK Unmodified _TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK_ TKTC_MAIZE B4 4 868.69932 3470.7682 1.1443 1.1195 2.2649 122.18 122.18 9.42E-01 6.94 541210

45377 TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK Unmodified _TPGHPENFETPGVEVTTGPLGQGIANAVGLALAEK_ TKTC_MAIZE B4 3 1157.93 3470.7682 1.2405 0.22076 1.4641 123.08 123.08 9.28E-20 67.64 1243900

45378 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.044861 -0.35614 -0.40571 38.291 38.291 3.57E-04 66.63 11542000

45379 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.18916 -0.44489 -0.63733 38.507 38.507 4.48E-03 43.76 330740
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45380 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.087869 -0.22695 -0.31875 37.662 37.662 4.48E-03 51.75 1266000

45381 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 0.0037371 -0.25614 -0.25747 40.444 40.444 1.67E-02 36.14 1380800

45382 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.00014547 -0.32535 -0.33019 39.647 39.647 4.48E-03 48.84 1532900

45383 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.065616 0.075786 0.0053992 40.45 40.45 4.96E-02 35.69 2270400

45384 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.010235 -0.077201 -0.091832 40.279 40.279 4.48E-03 53.78 1468300

45385 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.052647 -0.39291 -0.4503 41.097 41.097 4.48E-03 46.95 2687800

45386 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.052427 -0.22668 -0.28315 38.285 38.285 4.48E-03 66.02 999160

45387 TPGPGAQSALR Unmodified _TPGPGAQSALR_ B4FBS3_MAIZE 2 527.78563 1053.5567 -0.15863 -0.52496 -0.68714 41.848 41.848 4.43E-05 83.26 10526000

45388 TPGSSAAGSGVVVPR Unmodified _TPGSSAAGSGVVVPR_ B6TBV0_MAIZE 2 671.35969 1340.7048 0.47799 0.094759 0.58779 51.843 51.843 1.12E-07 88.69 1161100

45389 TPHLYGYK Unmodified _TPHLYGYK_ B4G0J2_MAIZE 3 326.83963 977.49707 1.3478 0.098557 1.4331 43.976 43.976 2.47E-01 25.75 363900

45390 TPHLYGYK Unmodified _TPHLYGYK_ B4G0J2_MAIZE 3 326.83963 977.49707 1.3771 0.062969 1.4254 44.188 44.188 3.42E-02 27.61 2433900

45391 TPHLYGYK Unmodified _TPHLYGYK_ B4G0J2_MAIZE 3 326.83963 977.49707 1.3685 0.11294 1.4681 45.113 45.113 1.05E-01 37.38 1051800

45392 TPIAAYAYR Unmodified _TPIAAYAYR_ B4F7S1_MAIZE 2 513.27437 1024.5342 -0.11716 0.39482 0.24538 57.266 57.266 9.73E-03 47.05 2057000

45393 TPIDVAK Unmodified _TPIDVAK_ B4G137_MAIZE 2 372.21853 742.4225 0.72215 -0.2561 0.46137 38.214 38.214 4.46E-01 24.3 1778600

45394 TPIEVAK Unmodified _TPIEVAK_ B6TNC0_MAIZE 2 379.22635 756.43815 0.66431 0.16536 0.81096 36.357 36.357 4.46E-01 26.07 123970

45395 TPIGALLGSLSSLPATK Unmodified _TPIGALLGSLSSLPATK_ B4FYM0_MAIZE 2 813.47726 1624.94 1.0519 0.4403 1.4823 118.12 118.12 1.22E-02 22.15 77311

45396 TPIGALLGSLSSLPATK Unmodified _TPIGALLGSLSSLPATK_ B4FYM0_MAIZE 2 813.47726 1624.94 1.0237 0.13267 1.1464 118.64 118.64 3.42E-29 87.53 560790

45397 TPILSPAELEEIGFR Unmodified _TPILSPAELEEIGFR_ B4F9T3_MAIZE 2 836.45124 1670.8879 1.1098 1.063 2.1545 106.68 106.68 3.88E-01 1.4 394120

45398 TPILSPAELEEIGFR Unmodified _TPILSPAELEEIGFR_ B4F9T3_MAIZE 2 836.45124 1670.8879 1.1421 1.3277 2.4515 107.28 107.28 2.05E-04 44.98 210570

45399 TPILSPAELEEIGFR Unmodified _TPILSPAELEEIGFR_ B4F9T3_MAIZE 2 836.45124 1670.8879 1.0348 0.004177 1.0223 107 107 1.60E-05 52.72 3195800

45400 TPISASDLDAELDKYHAAAAKEE Unmodified _TPISASDLDAELDKYHAAAAKEE_ B6T0T9_MAIZE 4 612.04995 2444.1707 0.32597 0.063665 0.3644 82.777 82.777 1.44E-02 13.85 415320

45401 TPLDWETR Unmodified _TPLDWETR_ B6UCN1_MAIZE 2 509.25363 1016.4927 -0.10072 -0.087746 -0.19318 64.597 64.597 1.90E-02 42.81 731190

45402 TPLENLEPILR Unmodified _TPLENLEPILR_ B6U4D9_MAIZE 2 647.8719 1293.7293 0.47099 -0.056642 0.3875 88.76 88.76 3.83E-01 15.22 841690

45403 TPLENLEPILR Unmodified _TPLENLEPILR_ B6U4D9_MAIZE 2 647.8719 1293.7293 0.43267 0.020661 0.42665 89.318 89.318 4.48E-03 23.49 283460

45404 TPLENLEPILR Unmodified _TPLENLEPILR_ B6U4D9_MAIZE 2 647.8719 1293.7293 0.48658 -0.035461 0.42548 89.2 89.2 4.96E-02 40.09 619600

45405 TPLENLEPILR Unmodified _TPLENLEPILR_ B6U4D9_MAIZE 2 647.8719 1293.7293 0.48001 -0.27409 0.18024 88.881 88.881 4.48E-03 35.18 299310

45406 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 1.0125 0.16747 1.1787 116.1 116.1 1.37E-17 85.07 836100

45407 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 0.98051 0.075739 1.0556 116.57 116.57 1.24E-09 62.77 253760

45408 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 0.9915 0.042067 1.0325 116.64 116.64 1.24E-09 72.38 457460

45409 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 1.0061 -0.00499 0.99969 116.74 116.74 1.43E-21 69.12 377130

45410 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 1.0768 0.44446 1.5199 116.59 116.59 1.22E-02 37.35 194410

45411 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 1.0037 0.06133 1.0643 117.23 117.23 1.24E-09 97.16 1618000

45412 TPLGGFLGALSSLPATK Unmodified _TPLGGFLGALSSLPATK_ B4FSN1_MAIZE 2 815.46416 1628.9138 0.97046 0.063424 1.0334 116.4 116.4 8.28E-39 86.03 4717700

45413 TPLGIK Unmodified _TPLGIK_ B4FI76_MAIZE 2 314.70506 627.39556 1.7437 40.932 40.932 7.51E-02 33.95
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45414 TPLGIK Unmodified _TPLGIK_ B4FI76_MAIZE 2 314.70506 627.39556 0.78738 41.201 41.201 2.50E-01 33

45415 TPLGIK Unmodified _TPLGIK_ B4FI76_MAIZE 2 314.70506 627.39556 1.267 1.1038 2.3556 38.329 38.329 5.26E-01 19.9 1753500

45416 TPLLAAWADR Unmodified _TPLLAAWADR_ B6UAW8_MAIZE 2 557.3062 1112.5978 0.026517 -0.029879 -0.022084 79.922 79.922 3.43E-01 18.26 1345500

45417 TPLLAAWAER Unmodified _TPLLAAWAER_ B6TL20_MAIZE 2 564.31402 1126.6135 0.13834 0.16261 0.2739 81.664 81.664 1.62E-03 47.99 900940

45418 TPLLAAWAER Unmodified _TPLLAAWAER_ B6TL20_MAIZE 2 564.31402 1126.6135 0.056994 0.6142 0.64269 82.537 82.537 4.40E-02 30.76 249600

45419 TPLLAAWAER Unmodified _TPLLAAWAER_ B6TL20_MAIZE 2 564.31402 1126.6135 -0.031414 0.40347 0.34511 82.374 82.374 1.84E-04 48.27 10050000

45420 TPLLAAWGER Unmodified _TPLLAAWGER_ Q9FQA1_MAIZE 2 557.3062 1112.5978 0.026517 -0.029879 -0.022084 79.922 79.922 1.45E-01 28.07 1345500

45421 TPLLAPAFAGR Unmodified _TPLLAPAFAGR_ B6TKN5_MAIZE 2 557.32439 1112.6342 0.14805 -0.22223 -0.085612 74.081 74.081 4.96E-02 20.8 540470

45422 TPLQQLMNDALIVAK Unmodified _TPLQQLMNDALIVAK_ B6TMT2_MAIZE 2 827.96347 1653.9124 1.0424 0.092274 1.1194 120.92 120.92 1.02E-23 57.45 710040

45423 TPLQVSATTK Unmodified _TPLQVSATTK_ B4FRD7_MAIZE 2 523.29804 1044.5815 -0.03936 -0.31578 -0.35261 43.293 43.293 4.40E-02 45.64 756330

45424 TPMGGFLGALSPLPATK Unmodified _TPMGGFLGALSPLPATK_ B4F9B2_MAIZE 2 829.45273 1656.8909 1.0608 0.75546 1.816 104.99 104.99 1.51E-07 72.62 676520

45425 TPMGGFLGALSPLPATK Unmodified _TPMGGFLGALSPLPATK_ B4F9B2_MAIZE 2 829.45273 1656.8909 1.0594 0.44309 1.5017 105.77 105.77 1.51E-07 59.87 458630

45426 TPMGGFLGALSPLPATK Unmodified _TPMGGFLGALSPLPATK_ B4F9B2_MAIZE 2 829.45273 1656.8909 1.0034 0.54304 1.5455 105.32 105.32 1.02E-03 54.66 1238500

45427 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 0.98418 0.2964 1.2831 94.804 94.804 9.78E-05 73.83 165580

45428 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 1.0411 0.11932 1.1628 94.838 94.838 1.02E-03 41.51 216070

45429 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 1.0475 0.048677 1.0984 94.68 94.68 1.91E-06 46.67 339460

45430 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 1.0583 0.37978 1.4408 94.349 94.349 5.29E-03 48.1 155920

45431 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 1.0857 0.28241 1.3707 94.712 94.712 1.53E-10 64.67 920880

45432 TPMGGFLGALSPLPATK Oxidation (M) _TPM(ox)GGFLGALSPLPATK_ B4F9B2_MAIZE 2 837.45019 1672.8858 1.0336 -0.31673 0.71975 94.368 94.368 6.64E-13 78.8 3189400

45433 TPNAFDNK Unmodified _TPNAFDNK_ B4FHG3_MAIZE 2 453.71942 905.4243 0.096653 1.8443 1.9258 32.9 32.9 3.77E-01 14.06 54076

45434 TPNAFDNK Unmodified _TPNAFDNK_ B4FHG3_MAIZE 2 453.71942 905.4243 0.075404 0.12012 0.18438 33.727 33.727 1.65E-01 29.4 156660

45435 TPNAFDNK Unmodified _TPNAFDNK_ B4FHG3_MAIZE 2 453.71942 905.4243 -0.050917 0.11387 0.051855 34.263 34.263 2.92E-02 37.01 2251900

45436 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1582 -0.18892 0.95248 85.964 85.964 3.42E-29 80.89 4308800

45437 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1556 -0.010968 1.1284 86.569 86.569 1.43E-21 60.03 1186800

45438 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1408 -0.076389 1.0478 86.827 86.827 3.42E-29 91.66 1756600

45439 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1271 -0.034596 1.0759 86.491 86.491 3.42E-29 84.85 1891100

45440 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.22 -0.020012 1.184 86.202 86.202 3.42E-29 86.08 1313400

45441 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1755 0.12883 1.288 86.765 86.765 1.37E-17 73.35 1733700

45442 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1459 -0.40295 0.72703 86.345 86.345 8.28E-39 79.45 32677000

45443 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 3 654.33029 1959.969 0.42375 0.294 0.7007 86.358 86.358 5.64E-05 44.1 12991000

45444 TPNSYILQQFENPANPK Unmodified _TPNSYILQQFENPANPK_ CYSK_MAIZE 2 980.9918 1959.969 1.1288 0.095145 1.2075 86.35 86.35 1.37E-17 87.09 1066700

45445 TPPLIEEADSNQTFSLQRPK Unmodified _TPPLIEEADSNQTFSLQRPK_ Q9M585_MAIZE 3 757.72537 2270.1543 0.89164 0.095338 0.97524 80.08 80.08 4.23E-09 38.83 769890

45446 TPPLIEEADSNQTFSLQRPK Unmodified _TPPLIEEADSNQTFSLQRPK_ Q9M585_MAIZE 3 757.72537 2270.1543 0.83193 -0.80156 0.020836 79.791 79.791 1.69E-03 25.84 1348300

45447 TPPPAGSIGGYESLHR Unmodified _TPPPAGSIGGYESLHR_ B4FSZ8_MAIZE 3 546.946 1637.8162 0.047749 0.26048 0.30316 58.498 58.498 4.32E-02 11.6 1321900
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45448 TPPTPQDEMR Oxidation (M) _TPPTPQDEM(ox)R_ Q9SAZ6_MAIZE 2 594.2717 1186.5288 0.30465 0.060833 0.36559 31.388 31.388 4.53E-03 26.46 152070

45449 TPPTPQDEMR Oxidation (M) _TPPTPQDEM(ox)R_ Q9SAZ6_MAIZE 2 594.2717 1186.5288 0.28219 0.30633 0.58803 32.882 32.882 9.99E-05 24.96 197400

45450 TPPTPQDEMR Unmodified _TPPTPQDEMR_ Q9SAZ6_MAIZE 2 586.27424 1170.5339 0.21108 0.072319 0.28062 42.982 42.982 1.62E-03 46.95 1749400

45451 TPPTPQDEMR Unmodified _TPPTPQDEMR_ Q9SAZ6_MAIZE 2 586.27424 1170.5339 0.14777 0.037098 0.18254 42.336 42.336 2.81E-03 36.8 387460

45452 TPPTPQDEMR Unmodified _TPPTPQDEMR_ Q9SAZ6_MAIZE 2 586.27424 1170.5339 0.21166 0.02538 0.234 45.098 45.098 4.40E-02 35.34 420990

45453 TPPTWLK Unmodified _TPPTWLK_ B4FML8_MAIZE 2 421.74217 841.46979 0.2361 0.30657 0.53926 55.121 55.121 1.00E+00 0.8 345430

45454 TPPTWLK Unmodified _TPPTWLK_ B4FML8_MAIZE 2 421.74217 841.46979 -0.077862 0.2643 0.18501 58.029 58.029 8.04E-02 36.89 3505500

45455 TPQVEESYGSGYGR Unmodified _TPQVEESYGSGYGR_ B4F957_MAIZE 2 765.34698 1528.6794 0.85872 -0.036318 0.82047 53.045 53.045 1.95E-13 69.73 898170

45456 TPQVEESYGSGYGR Unmodified _TPQVEESYGSGYGR_ B4F957_MAIZE 2 765.34698 1528.6794 0.82672 0.13081 0.95542 53.756 53.756 2.96E-06 56.96 3113200

45457 TPQVEESYGSGYGR Unmodified _TPQVEESYGSGYGR_ B4F957_MAIZE 2 765.34698 1528.6794 0.82763 -0.25326 0.5722 53.723 53.723 2.00E-19 68.82 10430000

45458 TPSDFLK Unmodified _TPSDFLK_ B4FCE3_MAIZE 2 404.21599 806.41742 0.031643 0.44036 0.46945 53.452 53.452 1.86E-01 33.83 2259500

45459 TPSELELEGVAPVVNLR Unmodified _TPSELELEGVAPVVNLR_ B6TKK2_MAIZE 2 911.99909 1821.9836 1.1555 1.9764 3.1208 95.093 95.093 2.72E-05 46.31 182570

45460 TPSELELEGVAPVVNLR Unmodified _TPSELELEGVAPVVNLR_ B6TKK2_MAIZE 2 911.99909 1821.9836 1.1647 0.003941 1.1594 94.865 94.865 3.42E-29 96.72 1854600

45461 TPSFADQLIEADNGLGEVMKPPEK Oxidation (M) _TPSFADQLIEADNGLGEVM(ox)KPPEK_ B4FC49_MAIZE 3 868.09502 2601.2632 1.1197 -0.28284 0.82907 93.525 93.525 1.35E-19 48.62 736040

45462 TPSLAEEYSLPPQEVPVEK Unmodified _TPSLAEEYSLPPQEVPVEK_ B4FCQ4_MAIZE 2 1057.0386 2112.0627 1.1368 0.12215 1.2444 82.844 82.844 2.86E-31 81.03 1244900

45463 TPSNQAIFR Unmodified _TPSNQAIFR_ B6TIG4_MAIZE 2 517.2749 1032.5352 -0.0099379 0.10953 0.088132 46.052 46.052 1.12E-01 40.1 2468700

45464 TPSNQAIFR Unmodified _TPSNQAIFR_ B6TIG4_MAIZE 2 517.2749 1032.5352 -0.12077 -0.16728 -0.29798 46.015 46.015 1.01E-02 44.61 567140

45465 TPSNQAIFR Unmodified _TPSNQAIFR_ B6TIG4_MAIZE 2 517.2749 1032.5352 0.0059779 -0.009549 -0.01497 48.441 48.441 1.12E-01 36.1 663430

45466 TPSNQAIFR Unmodified _TPSNQAIFR_ B6TIG4_MAIZE 2 517.2749 1032.5352 -0.013815 0.097679 0.073753 48.567 48.567 1.01E-02 40.99 622380

45467 TPVALMPIAK Oxidation (M) _TPVALM(ox)PIAK_ B6THL0_MAIZE 2 528.80973 1055.6049 -0.11486 0.2524 0.12441 58.75 58.75 1.22E-01 30.84 745050

45468 TPVALMPIAK Unmodified _TPVALMPIAK_ B6THL0_MAIZE 2 520.81227 1039.61 -0.12651 0.48814 0.34225 70.357 70.357 1.25E-02 38.74 380570

45469 TPVALMPIAKPLAGK Oxidation (M) _TPVALM(ox)PIAKPLAGK_ B6THL0_MAIZE 3 508.3057 1521.8953 -0.16694 -0.075618 -0.25758 65.711 65.711 9.83E-03 22.85 713980

45470 TPVEQEMADAPTASA Oxidation (M) _TPVEQEM(ox)ADAPTASA_ B4FI86_MAIZE 2 767.3405 1532.6665 0.85365 0.038922 0.88604 50.177 50.177 4.63E-02 26.01 786550

45471 TPVHTIASNAGVEGAVVVGK Unmodified _TPVHTIASNAGVEGAVVVGK_ CH61_MAIZE C 2 953.52326 1905.032 1.2813 -0.19981 1.0929 64.327 64.327 1.49E-82 110.91 614590

45472 TPVNNALR Unmodified _TPVNNALR_ B6UFB3_MAIZE 2 442.75106 883.48756 0.10622 0.45846 0.544 35.712 35.712 1.65E-01 35.17 91542

45473 TPVNNALR Unmodified _TPVNNALR_ B6UFB3_MAIZE 2 442.75106 883.48756 0.052026 0.27006 0.30195 34.808 34.808 2.92E-02 53.07 707390

45474 TPVNNALR Unmodified _TPVNNALR_ B6UFB3_MAIZE 2 442.75106 883.48756 0.029702 0.43983 0.45109 35.494 35.494 3.48E-02 50.84 551800

45475 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 0.008756 0.046122 0.054316 46.804 46.804 1.84E-04 59.3 2965100

45476 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 -0.083525 -0.090998 -0.17485 46.676 46.676 2.81E-03 54.96 663040

45477 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 0.043961 0.043849 0.087257 49.102 49.102 1.25E-02 41.94 572410

45478 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 0.059688 -0.15274 -0.092725 48.354 48.354 1.25E-02 41.67 605920

45479 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 0.012253 -0.053625 -0.042022 49.22 49.22 4.40E-02 50.23 481560

45480 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 -0.02281 0.063035 0.03907 49.724 49.724 4.40E-05 55.24 4476900

45481 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 0.13153 1.0379 1.1669 47.232 47.232 2.81E-03 46.98 1619700
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45482 TPVQLSATPR Unmodified _TPVQLSATPR_ B6SGT3_MAIZE 2 535.30366 1068.5928 -0.030614 0.40488 0.37374 50.434 50.434 1.25E-02 30.05 184180

45483 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 0.03433 0.30335 0.33586 75.964 75.964 5.76E-06 69.18 4321700

45484 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 0.052334 1.3766 1.4268 76.497 76.497 1.62E-03 67.66 616460

45485 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 0.047951 0.5956 0.64197 77.095 77.095 1.84E-04 48.44 1053700

45486 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 0.048885 0.94959 0.99578 76.711 76.711 1.62E-03 49.2 644220

45487 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 0.013031 0.78551 0.79743 76.551 76.551 1.84E-04 66.94 1073500

45488 TPVSLDMLGR Unmodified _TPVSLDMLGR_ B6T9C0_MAIZE 2 544.79207 1087.5696 -0.043991 0.51436 0.46912 76.975 76.975 4.40E-05 59.45 17807000

45489 TPVSLDMLGR Oxidation (M) _TPVSLDM(ox)LGR_ B6T9C0_MAIZE 2 552.78952 1103.5645 0.0028312 0.26288 0.26896 63.612 63.612 9.71E-04 51.02 601170

45490 TPVSLDMLGR Oxidation (M) _TPVSLDM(ox)LGR_ B6T9C0_MAIZE 2 552.78952 1103.5645 0.15314 64.289 64.289 4.40E-12 56.74

45491 TPVSLDMLGR Oxidation (M) _TPVSLDM(ox)LGR_ B6T9C0_MAIZE 2 552.78952 1103.5645 0.10493 0.24785 0.35545 64.948 64.948 4.31E-05 47.17 1299300

45492 TPVSLDMLGR Oxidation (M) _TPVSLDM(ox)LGR_ B6T9C0_MAIZE 2 552.78952 1103.5645 0.10001 0.24956 0.35309 64.322 64.322 9.99E-05 76.77 765710

45493 TPVSLDMLGR Oxidation (M) _TPVSLDM(ox)LGR_ B6T9C0_MAIZE 2 552.78952 1103.5645 0.0058403 -0.24857 -0.23913 64.821 64.821 6.54E-11 64.72 11607000

45494 TPVSPINSLGTGIALAGVFLYSQLK Unmodified _TPVSPINSLGTGIALAGVFLYSQLK_ B4FTU3_MAIZE 3 849.47913 2545.4156 1.0209 -0.24827 0.77143 129.93 129.93 3.15E-13 62.79 900160

45495 TPVVTGEEPDRDTLK Unmodified _TPVVTGEEPDRDTLK_ B4FF57_MAIZE 3 552.95282 1655.8366 0.063873 0.23534 0.30405 49.554 49.554 1.07E-03 32 2177100

45496 TPVVTGEEPDRDTLK Unmodified _TPVVTGEEPDRDTLK_ B4FF57_MAIZE 3 552.95282 1655.8366 0.029716 0.060222 0.095485 49.481 49.481 8.47E-02 27.97 787180

45497 TPVVTGEEPDRDTLK Unmodified _TPVVTGEEPDRDTLK_ B4FF57_MAIZE 3 552.95282 1655.8366 0.069224 0.27527 0.34892 51.707 51.707 1.00E+00 16.19 1088500

45498 TPVVTGEEPDRDTLK Unmodified _TPVVTGEEPDRDTLK_ B4FF57_MAIZE 3 552.95282 1655.8366 -0.026866 0.78153 0.75811 51.766 51.766 2.04E-04 43.99 3242800

45499 TPVVTGEEPDRDTLK Unmodified _TPVVTGEEPDRDTLK_ B4FF57_MAIZE 3 552.95282 1655.8366 0.055158 -0.2681 -0.20754 51.637 51.637 8.47E-02 32.77 1980000

45500 TPWEEGLKK Unmodified _TPWEEGLKK_ B6U0P4_MAIZE 3 363.1976 1086.571 0.79314 0.35903 1.1306 49.991 49.991 9.39E-03 24.96 606180

45501 TPWIDNPEFEDDPDLYVLKPLK Unmodified _TPWIDNPEFEDDPDLYVLKPLK_ B4FUA8_MAIZE 3 882.11089 2643.3108 1.1423 -0.45911 0.67823 110.96 110.96 4.74E-40 42.09 207930

45502 TPWLDGR Unmodified _TPWLDGR_ B6TCE9_MAIZE 2 422.71923 843.4239 0.062784 -0.17872 -0.11394 58.079 58.079 1.00E+00 1.92 11822

45503 TPWLDGR Unmodified _TPWLDGR_ B6TCE9_MAIZE 2 422.71923 843.4239 0.13822 1.4366 1.5735 59.692 59.692 1.00E+00 22.67 877550

45504 TPWLDGR Unmodified _TPWLDGR_ B6TCE9_MAIZE 2 422.71923 843.4239 -0.1129 0.75038 0.63738 60.482 60.482 8.04E-02 32.23 6957300

45505 TPYLPDGR Unmodified _TPYLPDGR_ B4F8D4_MAIZE 2 459.73762 917.46068 -0.09813 0.46013 0.35725 53.263 53.263 1.65E-01 13.53 2181200

45506 TPYMPHVSLLYGDLTDEEKEEAR Oxidation (M) _TPYM(ox)PHVSLLYGDLTDEEKEEAR_ B6U6P0_MAIZE 4 678.07327 2708.264 0.55294 -0.24527 0.29634 84.323 84.323 6.00E-05 33.92 287770

45507 TQDEEVGDGTTSVIVLAGEMLHVAQAFIDK Oxidation (M) _TQDEEVGDGTTSVIVLAGEM(ox)LHVAQAFIDK_ B6UCD0_MAIZE 3 1063.8589 3188.5547 1.3284 -0.035181 1.3011 128.71 128.71 1.04E-04 29.69 362710

45508 TQDEEVGDGTTSVIVLAGEMLHVAQAFIDK Unmodified _TQDEEVGDGTTSVIVLAGEMLHVAQAFIDK_ B6UCD0_MAIZE 3 1058.5272 3172.5598 1.2612 -0.26074 1.0069 131.34 131.34 4.79E-08 49.32 1022300

45509 TQDEEVGDGTTSVIVLAGEMLHVAQAFIDK Unmodified _TQDEEVGDGTTSVIVLAGEMLHVAQAFIDK_ B6UCD0_MAIZE 3 1058.5272 3172.5598 -0.77477 132.54 132.54 1.20E-01 22.84

45510 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.34084 -0.13573 0.21209 33.457 33.457 1.98E-03 62.08 803610

45511 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.30521 -0.098058 0.2141 31.831 31.831 2.00E-01 34.82 95781

45512 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.32958 -0.002709 0.33409 34.987 34.987 1.98E-03 56.02 641330

45513 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.3422 -0.14296 0.20655 34.101 34.101 1.98E-03 55.32 774560

45514 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.29081 -0.38309 -0.084729 34.894 34.894 1.11E-04 61.24 1132200

45515 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.3231 -0.27499 0.055938 35.038 35.038 2.62E-07 59.69 2066200
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45516 TQDGGTEVVEAK Unmodified _TQDGGTEVVEAK_ B4FRJ1_MAIZE 2 617.30151 1232.5885 0.23703 -0.55843 -0.31403 35.702 35.702 1.11E-04 59.16 22801000

45517 TQELILNYINQLCER Unmodified _TQELILNYINQLCER_ B6T706_MAIZE 2 953.9882 1905.9618 1.1042 -0.059268 1.0264 114.84 114.84 1.04E-33 72.63 1483000

45518 TQELILNYINQLCER Unmodified _TQELILNYINQLCER_ B6T706_MAIZE 3 636.32789 1905.9618 0.37536 0.32741 0.68436 114.75 114.75 2.88E-04 40.48 279600

45519 TQELILTYINQLCER Unmodified _TQELILTYINQLCER_ B6TSQ9_MAIZE 2 947.49057 1892.9666 1.1209 0.078617 1.186 116.79 116.79 2.40E-39 79.81 509190

45520 TQELILTYINQLCER Unmodified _TQELILTYINQLCER_ B6TSQ9_MAIZE 3 631.99614 1892.9666 0.39176 0.17793 0.55529 116.73 116.73 1.00E+00 6.88 84204

45521 TQELILTYINQLCER Unmodified _TQELILTYINQLCER_ B6TSQ9_MAIZE 2 947.49057 1892.9666 0.20074 118.56 118.56 1.73E-01 16.45

45522 TQETLEEGCELISK Unmodified _TQETLEEGCELISK_ B6U124_MAIZE 2 818.89036 1635.7662 1.0036 0.25262 1.2449 68.482 68.482 2.00E-19 89.27 243530

45523 TQETLEEGCELISK Unmodified _TQETLEEGCELISK_ B6U124_MAIZE 2 818.89036 1635.7662 0.99389 0.062264 1.044 69.489 69.489 7.68E-22 79.79 334140

45524 TQETLEEGCELISK Unmodified _TQETLEEGCELISK_ B6U124_MAIZE 2 818.89036 1635.7662 0.98908 0.1151 1.0931 69.06 69.06 2.00E-19 96.1 1370400

45525 TQGFLALFTGDTGEIR Unmodified _TQGFLALFTGDTGEIR_ B6T4M0_MAIZE 2 863.44395 1724.8733 1.1487 0.45168 1.6099 114.62 114.62 1.48E-07 58.33 128210

45526 TQGFLALFTGDTGEIR Unmodified _TQGFLALFTGDTGEIR_ B6T4M0_MAIZE 2 863.44395 1724.8733 1.0956 -0.67969 0.42593 114.93 114.93 7.42E-06 58.59 97653

45527 TQGGNPPGFLAATR Unmodified _TQGGNPPGFLAATR_ B6U0P5_MAIZE 2 693.85986 1385.7052 0.63174 -0.054883 0.58206 60.733 60.733 3.56E-04 52.63 559160

45528 TQGLIAGQWVDAYDGK Unmodified _TQGLIAGQWVDAYDGK_ B4FYG3_MAIZE 2 861.4283 1720.842 1.1512 0.16055 1.3152 88.781 88.781 1.42E-33 69.32 583430

45529 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.41402 -0.096645 0.3151 55.506 55.506 2.61E-08 61.7 4890500

45530 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.43383 -0.29872 0.133 55.556 55.556 2.50E-15 61.79 2111600

45531 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.43065 -0.20711 0.22033 57.522 57.522 4.68E-05 68.31 2341700

45532 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.44568 -0.32855 0.11421 56.775 56.775 2.50E-15 57.68 1917100

45533 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.41386 -0.11441 0.2969 57.457 57.457 4.68E-05 51.35 1144200

45534 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.42144 -0.16971 0.24918 57.594 57.594 1.47E-03 63.59 4560300

45535 TQGVDIAAYGSSK Unmodified _TQGVDIAAYGSSK_ B4FBC2_MAIZE 2 648.82515 1295.6357 0.42074 0.051127 0.46831 55.988 55.988 2.61E-08 67.65 626100

45536 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 1.0081 -0.006884 0.99616 101.59 101.59 2.09E-30 71.39 781930

45537 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 0.96677 0.54846 1.5092 102.19 102.19 2.09E-30 50.81 304880

45538 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 1.005 0.53811 1.5375 102.2 102.2 2.00E-19 43.14 440290

45539 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 1.0033 -0.024637 0.9739 102.16 102.16 7.68E-22 51 477060

45540 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 1.0687 -0.57219 0.49205 101.72 101.72 7.68E-22 67.68 284770

45541 TQILSIWDQADIVK Unmodified _TQILSIWDQADIVK_ B4FBJ5_MAIZE 2 815.44596 1628.8774 0.97844 0.07079 1.0448 101.97 101.97 8.77E-41 103.98 5079500

45542 TQISIAEK Unmodified _TQISIAEK_ B4FRD9_MAIZE 2 445.2531 888.49165 -0.034844 0.014209 -0.048309 42.767 42.767 5.06E-02 40.22 2205800

45543 TQLGNITVDMVLGGMR Oxidation (M) _TQLGNITVDMVLGGM(ox)R_ B6TAE5_MAIZE 2 860.93966 1719.8648 1.1054 -0.39259 0.72191 98.616 98.616 9.26E-47 77.53 373060

45544 TQLGNITVDMVLGGMR Oxidation (M) _TQLGNITVDM(ox)VLGGMR_ B6TAE5_MAIZE 2 860.93966 1719.8648 1.1102 0.093153 1.2121 98.264 98.264 2.02E-24 104.67 872470

45545 TQLGNITVDMVLGGMR Oxidation (M) _TQLGNITVDMVLGGM(ox)R_ B6TAE5_MAIZE 2 860.93966 1719.8648 1.0976 -0.23245 0.87428 99.475 99.475 1.48E-51 73.61 1771700

45546 TQLGNITVDMVLGGMR 2 Oxidation (M) _TQLGNITVDM(ox)VLGGM(ox)R_ B6TAE5_MAIZE 2 868.93712 1735.8597 1.0922 -0.38427 0.71945 87.045 87.045 4.89E-14 69.37 205390

45547 TQLGNITVDMVLGGMR 2 Oxidation (M) _TQLGNITVDM(ox)VLGGM(ox)R_ B6TAE5_MAIZE 2 868.93712 1735.8597 1.0881 -0.27393 0.82572 87.389 87.389 3.97E-24 83.67 2452100

45548 TQLQEEWDSWVAK Unmodified _TQLQEEWDSWVAK_ B4FIS8_MAIZE 2 810.38864 1618.7627 1.0367 0.083677 1.1132 95.154 95.154 6.20E-03 39.78 396230

45549 TQLQEEWDSWVAK Unmodified _TQLQEEWDSWVAK_ B4FIS8_MAIZE 2 810.38864 1618.7627 0.98101 0.010571 0.98524 95.833 95.833 1.00E-11 83.34 232850
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45550 TQLQEEWDSWVAK Unmodified _TQLQEEWDSWVAK_ B4FIS8_MAIZE 2 810.38864 1618.7627 0.99721 0.26875 1.2581 96.043 96.043 1.00E-11 70.5 238840

45551 TQLYTLTGVPPER Unmodified _TQLYTLTGVPPER_ B6T6V5_MAIZE 2 737.89865 1473.7827 0.84689 -0.48621 0.36165 72.743 72.743 3.13E-02 23.57 251080

45552 TQQQLAELDRR Unmodified _TQQQLAELDRR_ B4F9F0_MAIZE 3 453.24427 1356.711 -0.062156 -0.049864 -0.12884 47.363 47.363 5.15E-02 22.53 1888500

45553 TQSNPENTVGVMTMAGK 2 Oxidation (M) _TQSNPENTVGVM(ox)TM(ox)AGK_ B4FRU4_MAIZE 2 898.9113 1795.808 1.1479 0.056973 1.2106 45.66 45.66 9.00E-39 76.42 724280

45554 TQSNPENTVGVMTMAGK Unmodified _TQSNPENTVGVMTMAGK_ B4FRU4_MAIZE 2 882.91639 1763.8182 1.0935 -0.56143 0.53448 66.299 66.299 1.24E-09 111.45 1513700

45555 TQTPPQAPEEEK Unmodified _TQTPPQAPEEEK_ Q41824_MAIZE 2 677.82789 1353.6412 0.65267 -0.22474 0.41345 37.421 37.421 1.98E-03 45.29 181700

45556 TQTPPQAPEEEKK Unmodified _TQTPPQAPEEEKK_ Q41824_MAIZE 3 494.91934 1481.7362 0.12083 -0.37685 -0.27476 30.996 30.996 5.88E-01 15.7 32849

45557 TQTPPQAPEEEKK Unmodified _TQTPPQAPEEEKK_ Q41824_MAIZE 3 494.91934 1481.7362 0.026461 -0.16125 -0.15416 31.828 31.828 1.28E-01 16.75 131010

45558 TQTPPQAPEEEKK Unmodified _TQTPPQAPEEEKK_ Q41824_MAIZE 2 741.87537 1481.7362 0.90418 -0.046517 0.8388 31.919 31.919 6.20E-03 56.43 89934

45559 TQTSTSVGSSSPGGGR Unmodified _TQTSTSVGSSSPGGGR_ B6TV15_MAIZE 2 733.34751 1464.6805 0.90607 -0.12165 0.80623 29.121 29.121 1.81E-01 27.16 14628

45560 TQTSTSVGSSSPGGGR Unmodified _TQTSTSVGSSSPGGGR_ B6TV15_MAIZE 2 733.34751 1464.6805 0.86044 -0.48768 0.39562 29.437 29.437 2.16E-02 44.02 8342.3

45561 TQVLAPLPEDR Unmodified _TQVLAPLPEDR_ B4FW57_MAIZE 2 619.8406 1237.6667 0.34901 0.15987 0.50034 61.478 61.478 1.67E-02 27.42 1517200

45562 TQVLAPLPEDR Unmodified _TQVLAPLPEDR_ B4FW57_MAIZE 2 619.8406 1237.6667 0.31699 0.15413 0.46192 61.888 61.888 1.67E-02 28.06 838440

45563 TQVLAPLPEDR Unmodified _TQVLAPLPEDR_ B4FW57_MAIZE 2 619.8406 1237.6667 0.34528 -0.058252 0.27837 63.291 63.291 3.57E-04 41.38 1323200

45564 TQVLAPLPEDR Unmodified _TQVLAPLPEDR_ B4FW57_MAIZE 2 619.8406 1237.6667 0.31119 -0.2284 0.074843 62.634 62.634 3.57E-04 32.01 3123100

45565 TQVPWLVDK Unmodified _TQVPWLVDK_ ADHX_MAIZE 2 543.30312 1084.5917 -0.0017694 -0.26847 -0.26213 75.563 75.563 3.32E-02 25.31 4465400

45566 TQVPWLVDK Unmodified _TQVPWLVDK_ ADHX_MAIZE 2 543.30312 1084.5917 -0.06328 0.24133 0.18607 76.251 76.251 3.39E-01 14.23 1077400

45567 TQVPWLVDK Unmodified _TQVPWLVDK_ ADHX_MAIZE 2 543.30312 1084.5917 0.034102 0.37306 0.4148 76.865 76.865 1.01E-02 24.03 1285000

45568 TQVPWLVDK Unmodified _TQVPWLVDK_ ADHX_MAIZE 2 543.30312 1084.5917 0.077264 0.10644 0.19198 76.488 76.488 1.01E-02 37.71 913340

45569 TQVPWLVDK Unmodified _TQVPWLVDK_ ADHX_MAIZE 2 543.30312 1084.5917 -0.065249 0.4073 0.35037 76.597 76.597 7.18E-01 22.74 2900400

45570 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.069151 -0.097697 -0.16464 42.858 42.858 1.65E-01 43.72 5746400

45571 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.18503 0.32288 0.14024 43.199 43.199 5.06E-02 39.02 90694

45572 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.16932 -0.13318 -0.30069 42.446 42.446 1.65E-01 43.48 2524300

45573 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.080885 -0.25406 -0.33205 45.102 45.102 1.65E-01 43.76 5406100

45574 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.096366 -0.012969 -0.10671 44.365 44.365 2.92E-02 43.79 4626400

45575 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.17052 -0.01343 -0.18274 45.189 45.189 5.06E-02 43.51 6759800

45576 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.15771 -0.21325 -0.3693 44.95 44.95 1.90E-02 61.01 52780000

45577 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.12666 0.4574 0.33061 45.784 45.784 5.06E-02 46.93 4967700

45578 TQVTVEYR Unmodified _TQVTVEYR_ B4FAD1_MAIZE 2 498.26146 994.50836 -0.11985 -0.4931 -0.61117 43.006 43.006 1.65E-01 33.73 1884200

45579 TQVTVEYVNEGGAMVPVR Unmodified _TQVTVEYVNEGGAMVPVR_ B4FUE7_MAIZE 2 974.99348 1947.9724 1.2133 0.1013 1.3219 75.565 75.565 1.77E-34 97.88 987880

45580 TQVTVEYVNEGGAMVPVR Unmodified _TQVTVEYVNEGGAMVPVR_ B4FUE7_MAIZE 2 974.99348 1947.9724 1.1776 -0.28874 0.89655 76.6 76.6 1.56E-52 127.64 3175500

45581 TQVTVEYVNEGGAMVPVR Unmodified _TQVTVEYVNEGGAMVPVR_ B4FUE7_MAIZE 3 650.33141 1947.9724 0.48735 -0.009476 0.48551 76.522 76.522 3.64E-01 3.36 1197600

45582 TQVTVEYVNEGGAMVPVR Oxidation (M) _TQVTVEYVNEGGAM(ox)VPVR_ B4FUE7_MAIZE 2 982.99094 1963.9673 1.2299 0.036642 1.2766 69.858 69.858 2.85E-09 78.18 31374

45583 TQVTVEYVNEGGAMVPVR Oxidation (M) _TQVTVEYVNEGGAM(ox)VPVR_ B4FUE7_MAIZE 2 982.99094 1963.9673 1.1826 -0.13469 1.0571 70.119 70.119 1.56E-52 113.62 580580
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45584 TQVTVEYVNEGGAMVPVR Oxidation (M) _TQVTVEYVNEGGAM(ox)VPVR_ B4FUE7_MAIZE 2 982.99094 1963.9673 1.1679 -0.023622 1.1544 69.647 69.647 2.32E-57 105.47 632280

45585 TQVTVEYVNEGGAMVPVR Oxidation (M) _TQVTVEYVNEGGAM(ox)VPVR_ B4FUE7_MAIZE 2 982.99094 1963.9673 1.2619 -0.006855 1.2646 69.638 69.638 5.25E-26 103.93 371300

45586 TQVTVEYVNEGGAMVPVR Oxidation (M) _TQVTVEYVNEGGAM(ox)VPVR_ B4FUE7_MAIZE 2 982.99094 1963.9673 1.1685 -0.23227 0.94597 70.292 70.292 3.67E-78 104.32 6483700

45587 TQVWPEGSLEEK Unmodified _TQVWPEGSLEEK_ B6TQA1_MAIZE 2 701.84608 1401.6776 0.6436 -0.039347 0.59433 67.057 67.057 2.00E-01 26.65 487940

45588 TQYLDDIAILTGATVIR Unmodified _TQYLDDIAILTGATVIR_ Q6B7Q9_MAIZE 2 932.01474 1862.0149 1.2219 -0.16638 1.0528 117.94 117.94 3.42E-29 88.83 444750

45589 TQYLDDIAILTGATVIR Unmodified _TQYLDDIAILTGATVIR_ Q6B7Q9_MAIZE 3 621.67892 1862.0149 0.40849 0.18002 0.58474 117.94 117.94 9.23E-01 8.9 196210

45590 TQYPYVTGNSVIALK Unmodified _TQYPYVTGNSVIALK_ B4FN21_MAIZE 2 827.44596 1652.8774 1.0227 -0.12489 0.89283 80.154 80.154 1.12E-07 62.32 533980

45591 TQYPYVTGNSVIALK Unmodified _TQYPYVTGNSVIALK_ B4FN21_MAIZE 2 827.44596 1652.8774 1.0259 -0.25554 0.76639 82.061 82.061 1.00E+00 16.01 24245

45592 TQYPYVTGTSVIALK Unmodified _TQYPYVTGTSVIALK_ B4FCX3_MAIZE 2 820.94834 1639.8821 1.0227 -0.21456 0.80925 82.425 82.425 1.60E-05 47.32 411930

45593 TQYPYVTGTSVIALK Unmodified _TQYPYVTGTSVIALK_ B4FCX3_MAIZE 2 820.94834 1639.8821 1.0301 0.000791 1.0327 84.553 84.553 1.65E-02 28.04 17310

45594 TQYPYVTGTSVIALK Unmodified _TQYPYVTGTSVIALK_ B4FCX3_MAIZE 2 820.94834 1639.8821 0.9499 -0.20464 0.7469 82.736 82.736 7.01E-11 60.24 1136100

45595 TQYSFSHVPSMK Oxidation (M) _TQYSFSHVPSM(ox)K_ B4FD77_MAIZE 3 476.55898 1426.6551 0.12531 0.50811 0.63567 50.432 50.432 9.17E-01 0.45 332130

45596 TQYSFSHVPSMK Oxidation (M) _TQYSFSHVPSM(ox)K_ B4FD77_MAIZE 3 476.55898 1426.6551 -0.10476 0.14763 0.045082 50.478 50.478 1.76E-01 10.51 1640400

45597 TQYSFSHVPSMK Oxidation (M) _TQYSFSHVPSM(ox)K_ B4FD77_MAIZE 2 714.33483 1426.6551 0.69586 -0.27994 0.41965 50.48 50.48 3.52E-11 32.83 315560

45598 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 2 516.77526 1031.536 0.1367 -0.11918 0.011367 30.116 30.116 1.00E+00 9.81 29442

45599 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 3 344.8526 1031.536 -0.38292 30.141 30.141 5.29E-01 12.88

45600 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 3 344.8526 1031.536 1.0559 -0.008574 1.0392 28.529 28.529 1.00E+00 7.53 17015

45601 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 3 344.8526 1031.536 1.2362 3.6789 4.8986 30.317 30.317 1.00E+00 11.48 69956

45602 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 3 344.8526 1031.536 1.1397 -0.05417 1.0786 31.598 31.598 8.82E-01 27.07 536830

45603 TRDEISGVR Unmodified _TRDEISGVR_ Q9ZQY0_MAIZE 2 516.77526 1031.536 -0.045518 0.10385 0.051242 31.604 31.604 1.01E-02 48.46 230240

45604 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 2 515.78563 1029.5567 0.063953 -0.029142 0.014246 31.274 31.274 3.39E-01 31.66 109620

45605 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 2 515.78563 1029.5567 -0.11667 -1.5716 -1.7064 29.91 29.91 7.18E-01 19.51 43277

45606 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 2 515.78563 1029.5567 0.040325 -0.14472 -0.12604 32.348 32.348 3.32E-02 25.11 89882

45607 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 2 515.78563 1029.5567 0.050997 -0.080874 -0.049651 31.543 31.543 1.12E-01 24.59 133440

45608 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 3 344.19285 1029.5567 1.116 -0.020113 1.075 32.053 32.053 1.00E+00 20.74 227390

45609 TRDNNLLGK Unmodified _TRDNNLLGK_ B6T2Q6_MAIZE 2 515.78563 1029.5567 0.0041965 -0.12501 -0.14141 32.061 32.061 3.32E-02 27.5 238450

45610 TREGNDLYR Unmodified _TREGNDLYR_ ATPBM_MAIZE 3 375.18787 1122.5418 0.81432 0.21146 1.0057 29.966 29.966 1.00E+00 10.78 13614

45611 TREGNDLYR Unmodified _TREGNDLYR_ ATPBM_MAIZE 2 562.27817 1122.5418 0.20293 0.059872 0.24218 30.698 30.698 1.12E-01 10.92 70019

45612 TREGNDLYR Unmodified _TREGNDLYR_ ATPBM_MAIZE 3 375.18787 1122.5418 0.76829 0.19884 0.94523 30.712 30.712 9.63E-01 23.29 154050

45613 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 2 702.38571 1402.7569 0.72378 -0.31415 0.40124 86.03 86.03 4.56E-01 16.49 340300

45614 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 0.035855 -0.1509 -0.12511 86.064 86.064 1.00E+00 13.08 439440

45615 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 -0.16952 -0.11247 -0.29115 90.954 90.954 2.11E-01 30.27 95918

45616 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 -0.16295 0.11568 -0.056148 86.91 86.91 1.00E+00 21.13 189350

45617 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 2 702.38571 1402.7569 0.69828 -0.37372 0.31572 87.04 87.04 1.60E-02 36.31 208990
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45618 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 -0.0034482 -0.099974 -0.11346 87.034 87.034 1.00E+00 0.17 387910

45619 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 0.017844 -0.084529 -0.076355 86.73 86.73 1.00E+00 7.46 269800

45620 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 -0.014452 -0.092616 -0.11568 86.496 86.496 1.00E+00 4.88 314540

45621 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 2 702.38571 1402.7569 0.6921 -0.050097 0.63299 86.909 86.909 2.62E-07 37.25 852270

45622 TRPFDSILAEVR Unmodified _TRPFDSILAEVR_ B6TAK0_MAIZE 3 468.5929 1402.7569 -0.04116 0.080361 0.030474 86.918 86.918 7.68E-01 18.49 1781700

45623 TRPGPAQEAVK Unmodified _TRPGPAQEAVK_ B6T6R7_MAIZE 3 385.21565 1152.6251 0.61078 0.089969 0.68779 27.386 27.386 1.52E-02 31.33 52279

45624 TRPGPAQEAVK Unmodified _TRPGPAQEAVK_ B6T6R7_MAIZE 2 577.31984 1152.6251 0.16166 0.80833 0.95631 27.407 27.407 7.60E-01 19.63 19669

45625 TRYDDVNLVTIR Unmodified _TRYDDVNLVTIR_ B4FAD4_MAIZE 3 488.93169 1463.7732 -0.10049 -0.052019 -0.1545 67.947 67.947 4.50E-01 14.29 349680

45626 TRYDDVNLVTIR Unmodified _TRYDDVNLVTIR_ B4FAD4_MAIZE 3 488.93169 1463.7732 0.015688 -0.14711 -0.13407 68.792 68.792 4.50E-01 13.6 344190

45627 TRYDDVNLVTIR Unmodified _TRYDDVNLVTIR_ B4FAD4_MAIZE 3 488.93169 1463.7732 -0.050772 -0.50093 -0.55216 68.299 68.299 7.68E-01 10.72 441770

45628 TRYDDVNLVTIR Unmodified _TRYDDVNLVTIR_ B4FAD4_MAIZE 3 488.93169 1463.7732 -0.13555 -0.28564 -0.42218 68.577 68.577 8.04E-02 30.23 4004300

45629 TRYDDVNLVTIR Unmodified _TRYDDVNLVTIR_ B4FAD4_MAIZE 2 732.8939 1463.7732 0.75194 -0.48991 0.26055 68.577 68.577 2.05E-12 55.74 1121800

45630 TSAPSVWAVGDVTNR Unmodified _TSAPSVWAVGDVTNR_ B4FWU6_MAIZE 2 780.39426 1558.774 0.89903 -0.074114 0.8349 75.896 75.896 2.37E-16 97.28 3161600

45631 TSAPSVWAVGDVTNR Unmodified _TSAPSVWAVGDVTNR_ B4FWU6_MAIZE 2 780.39426 1558.774 0.89717 -0.20487 0.7029 76.407 76.407 7.01E-11 71.35 945080

45632 TSAPSVWAVGDVTNR Unmodified _TSAPSVWAVGDVTNR_ B4FWU6_MAIZE 2 780.39426 1558.774 0.90305 -0.17887 0.7355 76.995 76.995 7.01E-11 85.38 1262200

45633 TSAPSVWAVGDVTNR Unmodified _TSAPSVWAVGDVTNR_ B4FWU6_MAIZE 2 780.39426 1558.774 0.96024 0.19926 1.1693 76.587 76.587 2.37E-16 80.18 664560

45634 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.042903 -0.434 -0.48227 49.223 49.223 7.18E-01 19.53 1363300

45635 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.16727 -0.010635 -0.18462 49.453 49.453 3.13E-03 47.97 541620

45636 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.065269 -0.33287 -0.40457 51.715 51.715 3.32E-02 35.26 834440

45637 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.075568 -0.18822 -0.27063 51.015 51.015 1.12E-01 35.26 770540

45638 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.12884 -0.32565 -0.46033 51.774 51.774 3.32E-02 35.66 822240

45639 TSAQIFATR Unmodified _TSAQIFATR_ Q43863_MAIZE 2 497.76945 993.52434 -0.15018 -0.009259 -0.16719 52.158 52.158 9.73E-03 44.74 9201300

45640 TSAQVALR Unmodified _TSAQVALR_ A2T1W7_MAIZE 2 423.24561 844.47667 0.13347 -0.35314 -0.23425 36.777 36.777 3.48E-02 56.3 1403500

45641 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 2 1032.5284 2063.0423 1.2657 0.026235 1.285 114.9 114.9 4.53E-07 74.99 500420

45642 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 2 1032.5284 2063.0423 1.2746 0.44125 1.7087 115.31 115.31 1.06E-14 93.38 222360

45643 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 2 1032.5284 2063.0423 1.1933 0.29965 1.4858 115.37 115.37 1.26E-01 9.61 424390

45644 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 2 1032.5284 2063.0423 1.2065 1.0314 2.2306 115.41 115.41 4.53E-07 67.54 136380

45645 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 2 1032.5284 2063.0423 1.2226 0.47783 1.6935 115.73 115.73 5.13E-03 27.08 2179400

45646 TSASGQPTVEDLLDIYNIK Unmodified _TSASGQPTVEDLLDIYNIK_ B6UCV5_MAIZE 3 688.68803 2063.0423 0.71271 0.42257 1.1271 115.75 115.75 9.90E-01 9 172980

45647 TSAVDLLNDR Unmodified _TSAVDLLNDR_ B6TPK0_MAIZE 2 552.2882 1102.5619 0.04348 1.6354 1.6687 69.156 69.156 3.43E-01 30.75 414200

45648 TSAVDLLNDR Unmodified _TSAVDLLNDR_ B6TPK0_MAIZE 2 552.2882 1102.5619 0.1433 0.79869 0.93223 69.525 69.525 7.11E-01 17.85 310210

45649 TSAVPNILK Unmodified _TSAVPNILK_ B4FNZ5_MAIZE 3 314.8588 941.55458 1.4874 -0.35782 1.1119 31.859 31.859 1.00E+00 4.15 256020

45650 TSAVPNILK Unmodified _TSAVPNILK_ B4FNZ5_MAIZE 2 471.78457 941.55458 0.02597 1.0534 1.0581 60.058 60.058 3.39E-01 6.83 529490

45651 TSCPFCVR Unmodified _TSCPFCVR_ B6THA1_MAIZE 2 513.72841 1025.4423 -0.31154 0.24845 -0.033882 50.879 50.879 1.90E-02 45.47 1802700
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45652 TSEFEVVR Unmodified _TSEFEVVR_ B6SHI1_MAIZE 2 483.74818 965.48181 -0.18113 -0.26935 -0.44915 52.272 52.272 3.77E-01 22.46 286610

45653 TSEFEVVR Unmodified _TSEFEVVR_ B6SHI1_MAIZE 2 483.74818 965.48181 -0.073947 -0.62027 -0.69113 54.424 54.424 2.92E-02 34.8 318340

45654 TSELDEAEFSK Unmodified _TSELDEAEFSK_ B6SHH4_MAIZE 2 628.28806 1254.5616 0.32362 0.34742 0.65148 56.355 56.355 3.60E-06 61.63 412870

45655 TSELDEAEFSK Unmodified _TSELDEAEFSK_ B6SHH4_MAIZE 2 628.28806 1254.5616 0.39178 0.4557 0.8271 58.34 58.34 4.43E-05 53.5 915170

45656 TSELDEAEFSK Unmodified _TSELDEAEFSK_ B6SHH4_MAIZE 2 628.28806 1254.5616 0.38581 0.092513 0.45962 57.677 57.677 4.43E-05 48.31 590370

45657 TSELDEAEFSK Unmodified _TSELDEAEFSK_ B6SHH4_MAIZE 2 628.28806 1254.5616 0.30333 0.30287 0.58668 58.243 58.243 1.62E-12 67.33 3391300

45658 TSEMSAVGLLPAALQGIDIK Unmodified _TSEMSAVGLLPAALQGIDIK_ B6TAY2_MAIZE 2 1007.5481 2013.0816 1.2089 0.094618 1.2914 117.84 117.84 4.56E-22 55.83 607440

45659 TSEMSAVGLLPAALQGIDIK Oxidation (M) _TSEM(ox)SAVGLLPAALQGIDIK_ B6TAY2_MAIZE 2 1015.5455 2029.0765 1.1742 -0.1828 0.98181 110.82 110.82 4.84E-09 60.47 351210

45660 TSEMSAVGLLPAALQGIDIK Oxidation (M) _TSEM(ox)SAVGLLPAALQGIDIK_ B6TAY2_MAIZE 2 1015.5455 2029.0765 1.1831 -0.15201 1.0211 110.83 110.83 3.46E-29 59.8 439780

45661 TSEMSAVGLLPAALQGIDIK Oxidation (M) _TSEM(ox)SAVGLLPAALQGIDIK_ B6TAY2_MAIZE 2 1015.5455 2029.0765 1.2389 -0.17156 1.0579 110.47 110.47 1.32E-42 80.1 1339200

45662 TSEMSAVGLLPAALQGIDIK Oxidation (M) _TSEM(ox)SAVGLLPAALQGIDIK_ B6TAY2_MAIZE 3 677.36612 2029.0765 0.55853 -0.46677 0.08206 110.49 110.49 2.26E-05 54.28 1133200

45663 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 0.019651 0.22957 0.23674 40.243 40.243 3.77E-01 12.33 2196100

45664 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 -0.10693 0.43916 0.31886 39.707 39.707 2.92E-02 28.22 1018300

45665 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 0.013105 0.19724 0.1983 42.38 42.38 2.92E-02 34.33 1848800

45666 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 0.0018112 0.14611 0.13501 41.717 41.717 2.92E-02 32.52 1660100

45667 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 -0.16631 0.064611 -0.11332 42.279 42.279 1.90E-02 41.67 25024000

45668 TSGEYLVK Unmodified _TSGEYLVK_ B6TGG2_MAIZE 2 448.73983 895.4651 0.054816 0.26797 0.31104 42.159 42.159 1.65E-01 9.38 428320

45669 TSGLAAEVGGDGR Unmodified _TSGLAAEVGGDGR_ B6ST21_MAIZE 2 595.29402 1188.5735 0.15369 -0.040076 0.1194 50.902 50.902 2.50E-15 73.9 357580

45670 TSGSLLIEDICLAFGAYGVDHAIR Unmodified _TSGSLLIEDICLAFGAYGVDHAIR_ O23887_MAIZE 3 860.10385 2577.2897 1.0405 -0.46401 0.57692 124.54 124.54 1.16E-07 39.27 402690

45671 TSILDDFGFYDNR Unmodified _TSILDDFGFYDNR_ B4FAS3_MAIZE 2 781.85972 1561.7049 0.87752 -0.24907 0.63396 110.14 110.14 9.54E-02 31.68 63589

45672 TSILDDFGFYDNR Unmodified _TSILDDFGFYDNR_ B4FAS3_MAIZE 2 781.85972 1561.7049 0.89386 0.33382 1.2319 110.43 110.43 1.00E-11 76.16 214220

45673 TSILDDFGFYDNR Unmodified _TSILDDFGFYDNR_ B4FAS3_MAIZE 2 781.85972 1561.7049 0.93528 0.38862 1.3281 110.36 110.36 2.61E-08 89.47 442050

45674 TSLAPGSGVVTK Unmodified _TSLAPGSGVVTK_ B4FIT6_MAIZE 2 558.8166 1115.6186 0.030476 46.146 46.146 8.25E-02 22.35

45675 TSLAPGSGVVTK Unmodified _TSLAPGSGVVTK_ B4FIT6_MAIZE 2 558.8166 1115.6186 0.027104 -0.080133 -0.040822 45.998 45.998 1.00E+00 5.89 3319800

45676 TSLAPGSGVVTK Unmodified _TSLAPGSGVVTK_ B4FIT6_MAIZE 2 558.8166 1115.6186 0.061586 0.14081 0.21349 48.513 48.513 6.74E-02 27.04 4378500

45677 TSLLQSFIGR Unmodified _TSLLQSFIGR_ B6U4D3_MAIZE 2 561.31931 1120.6241 0.06223 0.27237 0.32937 95.679 95.679 3.43E-01 20.77 108930

45678 TSLLTAFDQLK Unmodified _TSLLTAFDQLK_ B6SIX2_MAIZE 2 618.84535 1235.6762 0.29569 0.22905 0.51845 98.876 98.876 3.57E-04 33.15 174170

45679 TSLLTAFDQLKS Unmodified _TSLLTAFDQLKS_ B6SIX2_MAIZE 2 662.36137 1322.7082 0.43407 -0.17269 0.25789 98.196 98.196 2.00E-01 16.49 101890

45680 TSLMNQYVNK Oxidation (M) _TSLM(ox)NQYVNK_ B4FI29_MAIZE 2 607.29771 1212.5809 0.202 0.29885 0.48716 42.412 42.412 1.45E-01 31.45 58505

45681 TSLMNQYVNK Oxidation (M) _TSLM(ox)NQYVNK_ B4FI29_MAIZE 2 607.29771 1212.5809 0.18651 0.5545 0.72686 43.044 43.044 1.45E-01 39.16 75822

45682 TSLMNQYVNK Oxidation (M) _TSLM(ox)NQYVNK_ B4FI29_MAIZE 2 607.29771 1212.5809 0.22196 0.27675 0.48359 42.328 42.328 2.81E-03 55.58 605950

45683 TSLMNQYVNK Oxidation (M) _TSLM(ox)NQYVNK_ B4FI29_MAIZE 2 607.29771 1212.5809 0.26493 0.1481 0.39847 43.039 43.039 9.99E-05 55.4 674800

45684 TSLMNQYVNK Oxidation (M) _TSLM(ox)NQYVNK_ B4FI29_MAIZE 2 607.29771 1212.5809 0.30202 1.1053 1.3916 45.82 45.82 4.20E-02 45.82 139360

45685 TSLMNQYVNK Unmodified _TSLMNQYVNK_ B4FI29_MAIZE 2 599.30026 1196.586 0.1304 -0.49179 -0.37766 56.779 56.779 1.62E-03 44.47 608400
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45686 TSLMNQYVNK Unmodified _TSLMNQYVNK_ B4FI29_MAIZE 2 599.30026 1196.586 0.19315 0.30951 0.4859 59.567 59.567 4.40E-02 28.32 126720

45687 TSLTPGSVVATEYLK Unmodified _TSLTPGSVVATEYLK_ B6SRL2_MAIZE 2 783.4247 1564.8348 0.911 0.29742 1.208 81.327 81.327 1.26E-03 39.05 594870

45688 TSLTPGSVVATEYLK Unmodified _TSLTPGSVVATEYLK_ B6SRL2_MAIZE 2 783.4247 1564.8348 0.86998 0.14904 1.0185 81.36 81.36 1.26E-03 41.27 1477400

45689 TSMGSAAYAPER Unmodified _TSMGSAAYAPER_ B4FQ20_MAIZE 2 620.78497 1239.5554 0.36501 -0.006509 0.3354 43.637 43.637 1.11E-04 62.24 921430

45690 TSMGSAAYAPER Oxidation (M) _TSM(ox)GSAAYAPER_ B4FQ20_MAIZE 2 628.78243 1255.5503 0.36033 0.36796 0.70903 32.621 32.621 8.05E-01 14.43 26569

45691 TSMLLAPPPGAAGK Oxidation (M) _TSM(ox)LLAPPPGAAGK_ B4FAZ6_MAIZE 2 663.85794 1325.7013 0.49728 0.19071 0.6764 57.458 57.458 1.29E-01 17.1 949070

45692 TSNEEIQPQYAIQVLDELTK Unmodified _TSNEEIQPQYAIQVLDELTK_ ILVB1_MAIZE 2 1160.0894 2318.1642 1.2231 -0.16792 1.0412 122.14 122.14 3.46E-29 74.39 405720

45693 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.76471 0.19249 0.9542 110.58 110.58 3.49E-01 17.11 1060700

45694 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.75766 0.26721 1.0218 111.15 111.15 2.25E-03 42.95 339260

45695 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.77274 0.21256 0.98239 111.14 111.14 1.49E-02 30.97 380750

45696 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.78274 0.26726 1.0479 111.13 111.13 1.49E-02 46.39 547380

45697 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.80027 0.19931 0.99683 110.79 110.79 2.25E-03 38.76 257130

45698 TSPQAILDLITVGK Unmodified _TSPQAILDLITVGK_ B6SXV4_MAIZE 2 728.4245 1454.8344 0.7933 0.22071 1.0113 110.73 110.73 1.00E+00 7.09 229600

45699 TSPQWLGPQIEVIR Unmodified _TSPQWLGPQIEVIR_ B6U4D6_MAIZE 2 812.4463 1622.878 0.94126 -0.0133 0.92476 92.07 92.07 2.00E-19 58.57 6375500

45700 TSPQWLGPQIEVIR Unmodified _TSPQWLGPQIEVIR_ B6U4D6_MAIZE 2 812.4463 1622.878 0.96922 0.393 1.3585 91.679 91.679 7.64E-09 43.58 1340500

45701 TSPQWLGPQIEVIR Unmodified _TSPQWLGPQIEVIR_ B6U4D6_MAIZE 2 812.4463 1622.878 0.98279 0.41052 1.3898 92.085 92.085 2.96E-06 46.34 363030

45702 TSPSEPQLPPK Unmodified _TSPSEPQLPPK_ B6SJN5_MAIZE 2 590.81405 1179.6136 0.30179 -0.63979 -0.34797 46.16 46.16 1.00E+00 2.88 183000

45703 TSPSEPQLPPK Unmodified _TSPSEPQLPPK_ B6SJN5_MAIZE 2 590.81405 1179.6136 0.2164 -0.32062 -0.1144 47.018 47.018 1.47E-01 24.24 1357400

45704 TSQFLSVFSPFVVK Unmodified _TSQFLSVFSPFVVK_ B4FSU2_MAIZE 2 793.43487 1584.8552 0.98913 0.049437 1.056 117.82 117.82 7.64E-09 49.63 109810

45705 TSQIYAIR Unmodified _TSQIYAIR_ B6TG61_MAIZE 2 476.26654 950.51853 -0.060093 0.12245 0.039612 49.478 49.478 2.34E-03 63.92 9097800

45706 TSQIYAIR Unmodified _TSQIYAIR_ B6TG61_MAIZE 2 476.26654 950.51853 -0.24037 0.26733 0.0040256 50.376 50.376 1.90E-02 42.62 204570

45707 TSQIYAIR Unmodified _TSQIYAIR_ B6TG61_MAIZE 2 476.26654 950.51853 -0.13685 0.40957 0.24973 51.83 51.83 2.34E-03 51.38 2695800

45708 TSQIYAIR Unmodified _TSQIYAIR_ B6TG61_MAIZE 2 476.26654 950.51853 -0.083668 0.20135 0.093937 51.557 51.557 2.34E-03 54.51 3955500

45709 TSQIYAIR Unmodified _TSQIYAIR_ B6TG61_MAIZE 2 476.26654 950.51853 -0.11956 0.12936 -0.013849 49.882 49.882 1.90E-02 35.85 3048600

45710 TSQRPLAVAA Unmodified _TSQRPLAVAA_ B4FRQ1_MAIZE 2 507.29055 1012.5665 -0.057984 0.02955 -0.043842 41.278 41.278 4.40E-02 23.25 672330

45711 TSSETAAFAGAR Unmodified _TSSETAAFAGAR_ B4F976_MAIZE 2 584.78328 1167.552 0.1412 0.076919 0.20565 42.522 42.522 7.72E-03 54.73 1209200

45712 TSSETAAFAGAR Unmodified _TSSETAAFAGAR_ B4F976_MAIZE 2 584.78328 1167.552 0.078984 0.18257 0.25002 45.931 45.931 2.62E-07 86.61 2540400

45713 TSTGMYVANR Unmodified _TSTGMYVANR_ B4FNK1_MAIZE 2 550.26367 1098.5128 0.08635 0.25241 0.33182 38.983 38.983 2.81E-03 51.79 1340200

45714 TSTGMYVANR Unmodified _TSTGMYVANR_ B4FNK1_MAIZE 2 550.26367 1098.5128 0.32974 1.5775 1.8975 40.332 40.332 1.25E-02 53.93 138460

45715 TSTGMYVANR Unmodified _TSTGMYVANR_ B4FNK1_MAIZE 2 550.26367 1098.5128 0.21699 0.86423 1.0744 41.227 41.227 1.45E-01 50.71 349800

45716 TSTGMYVANR Unmodified _TSTGMYVANR_ B4FNK1_MAIZE 2 550.26367 1098.5128 -0.0174 -0.27314 -0.29616 39.046 39.046 1.84E-04 64.57 3135600

45717 TSTGMYVANR Unmodified _TSTGMYVANR_ B4FNK1_MAIZE 2 550.26367 1098.5128 -0.047327 0.35053 0.29755 42.656 42.656 1.62E-03 77.07 2035600

45718 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.072791 -0.078751 -0.007202 30.751 30.751 2.75E-01 38.83 14428

45719 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.05764 -0.21693 -0.16016 31.458 31.458 7.11E-01 23.32 16197
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45720 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.061906 0.054734 0.11484 30.967 30.967 4.40E-02 63.34 401220

45721 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.088167 0.070884 0.15637 31.759 31.759 1.25E-02 42.1 564970

45722 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.023815 0.016171 0.038118 34.039 34.039 1.25E-02 45.03 286120

45723 TSTGMYVANR Oxidation (M) _TSTGM(ox)YVANR_ B4FNK1_MAIZE 2 558.26113 1114.5077 0.016519 0.20998 0.22316 34.863 34.863 4.20E-02 59.07 331480

45724 TSTVDINDESR Unmodified _TSTVDINDESR_ B6SR23_MAIZE 2 618.78876 1235.563 0.20888 0.050816 0.25888 40.028 40.028 3.83E-01 33.24 63666

45725 TSTVDINDESR Unmodified _TSTVDINDESR_ B6SR23_MAIZE 2 618.78876 1235.563 0.23287 0.042899 0.27536 43.658 43.658 1.67E-02 42.19 3203900

45726 TSTVEINDESR Unmodified _TSTVEINDESR_ B4FAF8_MAIZE 2 625.79659 1249.5786 0.38549 0.16026 0.5359 39.53 39.53 1.67E-02 44.18 555540

45727 TSTVEINDESR Unmodified _TSTVEINDESR_ B4FAF8_MAIZE 2 625.79659 1249.5786 0.23712 0.098052 0.32634 39.356 39.356 1.67E-02 47.15 194420

45728 TSTVEINDESR Unmodified _TSTVEINDESR_ B4FAF8_MAIZE 2 625.79659 1249.5786 0.32663 0.060286 0.3773 39.523 39.523 7.60E-01 32.97 586270

45729 TSTVEINDESR Unmodified _TSTVEINDESR_ B4FAF8_MAIZE 2 625.79659 1249.5786 0.25367 -0.18528 0.058869 42.912 42.912 3.57E-04 47.64 10362000

45730 TSVDYQPVYSDAEAR Unmodified _TSVDYQPVYSDAEAR_ B6TYJ6_MAIZE 2 850.89175 1699.7689 1.0636 0.20273 1.261 62.472 62.472 6.53E-30 82.69 1614000

45731 TSVGLLK Unmodified _TSVGLLK_ PLDA1_MAIZE 2 359.2289 716.44324 0.81417 -0.20098 0.60744 45.11 45.11 4.46E-01 20.36 2443200

45732 TSVGLLK Unmodified _TSVGLLK_ PLDA1_MAIZE 2 359.2289 716.44324 0.84671 0.1944 1.0339 46.807 46.807 4.46E-01 23.07 1725900

45733 TSVPGIFAIGDVAAFPLK Unmodified _TSVPGIFAIGDVAAFPLK_ B4FQK0_MAIZE 2 902.00619 1801.9978 1.1172 0.034301 1.1571 121.25 121.25 4.65E-12 71.82 781690

45734 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.1708 -0.33112 0.85263 35.747 35.747 2.35E-01 6.32 214480

45735 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.047 0.15682 1.2167 34.919 34.919 9.63E-01 0.62 75607

45736 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.2024 0.24404 1.4588 37.581 37.581 9.63E-01 7.16 95500

45737 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.0429 0.00953 1.0667 37.382 37.382 2.35E-01 19.91 219880

45738 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 2 522.77727 1043.54 0.096503 -0.40924 -0.29793 37.358 37.358 3.39E-01 22.72 114940

45739 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.1587 -0.26366 0.9102 37.272 37.272 2.35E-01 16.75 217390

45740 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.0849 -0.2624 0.8355 38.135 38.135 8.40E-02 21.96 401210

45741 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 2 522.77727 1043.54 -0.072068 -1.0463 -1.1029 38.129 38.129 1.12E-01 30.48 211540

45742 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 1.1392 -0.88842 0.26643 35.392 35.392 8.40E-02 22.38 576930

45743 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 2 522.77727 1043.54 -0.0637 -0.71785 -0.76747 35.33 35.33 1.00E+00 21.86 386270

45744 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 3 348.85394 1043.54 0.83176 -0.42696 0.42033 39.012 39.012 8.40E-02 9.99 1690900

45745 TSVTFHQPK Unmodified _TSVTFHQPK_ B6SLQ7_MAIZE 2 522.77727 1043.54 -0.12327 -0.28801 -0.39751 39.008 39.008 3.39E-01 37.87 954910

45746 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.0098772 -0.75803 -0.75584 43.756 43.756 2.11E-01 9.68 1539000

45747 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 4 347.69776 1386.7619 0.93727 -0.031238 0.91736 48.377 48.377 1.00E+00 0.23 48324

45748 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.011206 -1.717 -1.7143 46.3 46.3 8.04E-02 22.65 302030

45749 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.018763 -1.0422 -1.0479 45.566 45.566 1.00E+00 9.93 596530

45750 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.051288 -0.65545 -0.69559 46.304 46.304 4.50E-01 17.09 641160

45751 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 4 347.69776 1386.7619 0.98111 0.092337 1.0839 46.305 46.305 2.11E-01 5.07 1350300

45752 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.012386 -0.35374 -0.35669 45.777 45.777 7.68E-01 2.93 1182300

45753 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 4 347.69776 1386.7619 1.1179 0.000318 1.1268 45.809 45.809 1.00E+00 0.34 1191600
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45754 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 4 347.69776 1386.7619 1.0907 -2.3631 -1.2563 44.178 44.178 2.11E-01 4.78 4619900

45755 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 3 463.26126 1386.7619 -0.22423 -0.11073 -0.32377 48.623 48.623 2.46E-02 23.55 3438700

45756 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 4 347.69776 1386.7619 0.82277 -0.34004 0.49273 48.615 48.615 8.04E-02 9.2 5114200

45757 TSVTFHRPTTLK Unmodified _TSVTFHRPTTLK_ B6UHJ9_MAIZE 2 694.38825 1386.7619 0.57702 -0.77558 -0.18725 48.615 48.615 1.60E-02 25.12 167890

45758 TTADDLFPLFDK Unmodified _TTADDLFPLFDK_ B4FPN9_MAIZE 2 691.84555 1381.6765 0.61288 0.018609 0.6402 108.4 108.4 6.74E-02 30.42 938520

45759 TTAELEAPVADTPLVSADTVLDISGGK Unmodified _TTAELEAPVADTPLVSADTVLDISGGK_ B4F917_MAIZE 2 1335.6896 2669.3647 1.2687 0.020732 1.2925 112.11 112.11 1.55E-12 60.92 243690

45760 TTAELEAPVADTPLVSADTVLDISGGK Unmodified _TTAELEAPVADTPLVSADTVLDISGGK_ B4F917_MAIZE 3 890.79552 2669.3647 1.1969 -0.18306 1.0173 112.13 112.13 2.40E-12 39.65 326770

45761 TTAGVNEVTTK Unmodified _TTAGVNEVTTK_ B4G1G6_MAIZE 2 560.79586 1119.5772 0.13393 0.41799 0.56127 34.219 34.219 1.47E-01 35.77 215930

45762 TTAGVNEVTTK Unmodified _TTAGVNEVTTK_ B4G1G6_MAIZE 2 560.79586 1119.5772 0.16419 0.22177 0.39545 35.78 35.78 1.47E-01 18.23 147090

45763 TTAGVNEVTTK Unmodified _TTAGVNEVTTK_ B4G1G6_MAIZE 2 560.79586 1119.5772 0.19395 -0.027628 0.17693 34.915 34.915 1.47E-01 23.6 104850

45764 TTAGVNEVTTK Unmodified _TTAGVNEVTTK_ B4G1G6_MAIZE 2 560.79586 1119.5772 0.048733 0.19902 0.25751 36.543 36.543 4.43E-05 53.39 849490

45765 TTAVGVNFIDIYFR Unmodified _TTAVGVNFIDIYFR_ B6TKH4_MAIZE 2 808.42757 1614.8406 1.015 0.1078 1.1308 114.74 114.74 7.64E-09 61.61 193990

45766 TTDDITDTWK Unmodified _TTDDITDTWK_ B4FA27_MAIZE 2 598.2775 1194.5404 0.24363 0.45875 0.71705 63.215 63.215 4.40E-05 47.13 2120200

45767 TTDIASVVLVR Unmodified _TTDIASVVLVR_ B6T6X0_MAIZE 2 587.34552 1172.6765 0.035761 0.66177 0.70471 79.749 79.749 3.60E-06 57.52 221440

45768 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.37111 0.19485 0.5675 103.83 103.83 1.00E+00 10.39 686630

45769 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 0.031795 -0.19493 -0.16213 103.85 103.85 1.00E+00 12.05 856940

45770 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 -0.13501 -0.071458 -0.20461 104.74 104.74 4.93E-01 10.73 348990

45771 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.36233 -0.19542 0.16836 104.8 104.8 6.54E-03 26.72 523530

45772 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 0.017026 0.011034 0.029451 104.76 104.76 1.05E-01 11.27 559440

45773 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.36961 -0.1474 0.22347 105.1 105.1 8.78E-05 37.67 535500

45774 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 -0.033401 -0.19095 -0.22268 105.3 105.3 1.05E-01 11.24 729360

45775 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.38192 -0.051709 0.33262 105.3 105.3 8.78E-05 34.87 342560

45776 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 -0.053931 -0.22286 -0.27418 105.33 105.33 2.60E-01 7.74 3801900

45777 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.32423 0.15832 0.48461 105.33 105.33 2.58E-07 54.15 3238800

45778 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 -0.091394 -0.15994 -0.24978 104.43 104.43 4.93E-01 13.02 1399900

45779 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.31118 -0.013708 0.29874 104.44 104.44 1.03E-03 32.33 995520

45780 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 4 466.01372 1860.0258 -0.059865 -0.18782 -0.24491 108.48 108.48 6.54E-03 21.8 2389900

45781 TTDLVHFELLPGLLHR Unmodified _TTDLVHFELLPGLLHR_ B6T0A9_MAIZE 3 621.01587 1860.0258 0.2971 -0.13405 0.1652 108.44 108.44 2.56E-09 39.31 1393200

45782 TTDNYMLR Oxidation (M) _TTDNYM(ox)LR_ B4FAV3_MAIZE 2 515.23712 1028.4597 0.038794 0.029132 0.057221 39.587 39.587 4.49E-02 37.32 538630

45783 TTDNYMLR Oxidation (M) _TTDNYM(ox)LR_ B4FAV3_MAIZE 2 515.23712 1028.4597 0.032528 -0.05579 -0.032901 41.075 41.075 5.06E-02 45.82 251850

45784 TTDNYMLR Oxidation (M) _TTDNYM(ox)LR_ B4FAV3_MAIZE 2 515.23712 1028.4597 -3.55E-05 0.18969 0.17927 41.155 41.155 5.06E-02 48.72 288630

45785 TTDNYMLR Oxidation (M) _TTDNYM(ox)LR_ B4FAV3_MAIZE 2 515.23712 1028.4597 -0.079127 -0.13033 -0.21924 39.036 39.036 3.48E-02 42.33 1017400

45786 TTDNYMLR Oxidation (M) _TTDNYM(ox)LR_ B4FAV3_MAIZE 2 515.23712 1028.4597 -0.057726 -0.12255 -0.18973 39.578 39.578 1.90E-02 47.59 1500500

45787 TTDNYMLR Unmodified _TTDNYMLR_ B4FAV3_MAIZE 2 507.23967 1012.4648 -0.068243 0.2276 0.14486 48.226 48.226 2.92E-02 51.57 8616000
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45788 TTDNYMLR Unmodified _TTDNYMLR_ B4FAV3_MAIZE 2 507.23967 1012.4648 -0.040884 -0.16871 -0.22374 50.572 50.572 1.65E-01 51.49 524240

45789 TTDNYMLR Unmodified _TTDNYMLR_ B4FAV3_MAIZE 2 507.23967 1012.4648 0.05405 1.0114 1.0505 49.823 49.823 5.06E-02 46.59 516560

45790 TTDNYMLR Unmodified _TTDNYMLR_ B4FAV3_MAIZE 2 507.23967 1012.4648 -0.13732 -0.28356 -0.43478 48.577 48.577 5.06E-02 46.52 2861700

45791 TTDSLSGLR Unmodified _TTDSLSGLR_ B4FGY0_MAIZE 2 475.25109 948.48762 -0.23963 -0.94754 -1.1837 46.771 46.771 3.32E-02 41.55 37100

45792 TTDSLSGLR Unmodified _TTDSLSGLR_ B4FGY0_MAIZE 2 475.25109 948.48762 -0.13877 -2.7911 -2.9226 46.598 46.598 9.73E-03 45.17 6001400

45793 TTDSMSGLR Oxidation (M) _TTDSM(ox)SGLR_ B4G1K3_MAIZE 2 492.22676 982.43896 0.04068 -0.068141 -0.023286 21.774 21.774 3.39E-01 27.62 49456

45794 TTDVQELTVEER Unmodified _TTDVQELTVEER_ B4FT23_MAIZE 2 710.35173 1418.6889 0.62678 -0.1184 0.50967 58.869 58.869 9.64E-17 100.2 2353900

45795 TTELAAAQDR Unmodified _TTELAAAQDR_ B6TWB5_MAIZE 2 538.27255 1074.5306 0.015023 0.008256 0.0048948 34.79 34.79 1.84E-04 47.48 691680

45796 TTFNELNQLAEEAR Unmodified _TTFNELNQLAEEAR_ B4FJD3_MAIZE 2 818.40228 1634.79 0.98007 -0.11548 0.84353 88.629 88.629 3.51E-02 47.84 31124

45797 TTFQNENKDQTIK Unmodified _TTFQNENKDQTIK_ B4FQH0_MAIZE 3 522.93013 1565.7686 0.035444 -0.86103 -0.83231 36.926 36.926 3.08E-01 3.42 196950

45798 TTGAPQNHWFGPAGDPR Unmodified _TTGAPQNHWFGPAGDPR_ Q8W0Q2_MAIZE 3 603.62029 1807.839 0.29017 -0.060138 0.24134 61.416 61.416 4.10E-01 11.27 1316200

45799 TTGDMILDKPLADIGGK Oxidation (M) _TTGDM(ox)ILDKPLADIGGK_ B4F7S1_MAIZE 3 587.64148 1759.9026 0.17811 0.25613 0.43465 76.48 76.48 6.22E-01 9.55 478720

45800 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.87036 -0.2574 0.61719 99.614 99.614 2.51E-14 27.8 29129000

45801 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.1553 -0.034267 1.1252 99.615 99.615 7.76E-22 64.74 8824600

45802 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.909 -0.40994 0.50368 100.48 100.48 7.76E-22 37.82 19682000

45803 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.2028 0.006484 1.2137 100.46 100.46 5.04E-24 51.78 7472200

45804 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.89608 -0.14714 0.7532 102.63 102.63 4.79E-08 23.5 547470

45805 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.8704 -0.32662 0.54902 100.58 100.58 8.04E-19 32.9 20434000

45806 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.1394 0.13361 1.2775 100.57 100.57 9.87E-30 79.21 5375800

45807 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.93255 -0.11587 0.82099 102.72 102.72 3.65E-06 15.16 692240

45808 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.83376 -0.40258 0.43568 101.03 101.03 5.04E-24 45.72 22639000

45809 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.1108 0.007818 1.1228 101.02 101.02 7.76E-22 56.97 5116900

45810 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.95696 0.27792 1.2395 103.12 103.12 4.87E-12 33.17 585550

45811 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.8563 -0.16929 0.692 101.4 101.4 7.76E-22 47.23 9735200

45812 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.2272 -0.13088 1.101 101.42 101.42 2.27E-33 83.52 2089000

45813 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.86458 -0.26465 0.60502 101.63 101.63 2.51E-14 40.24 29154000

45814 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.1614 -0.069768 1.0962 101.62 101.62 5.04E-24 46.41 7825800

45815 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 5 631.13427 3150.635 0.43059 0.026721 0.46129 101.6 101.6 7.47E-01 6.69 608510

45816 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.97993 -0.093255 0.89066 103.94 103.94 3.65E-06 18.07 1107100

45817 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.86488 -0.63344 0.23686 100.33 100.33 8.04E-19 34.08 83141000

45818 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.174 -0.088471 1.0898 100.32 100.32 5.04E-24 42.57 26710000

45819 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 4 788.66602 3150.635 0.92928 0.12577 1.0597 102.76 102.76 8.04E-19 36.75 4405200

45820 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.2284 -0.10656 1.1269 102.62 102.62 2.51E-14 61.75 610330

45821 TTGIVLDSGDGVSHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVSHTVPIYEGYALPHAILR_ B4F989_MAIZE 3 1051.2189 3150.635 1.1778 0.009603 1.1922 105.94 105.94 4.87E-12 53.54 382860
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45822 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.97798 -0.1902 0.79585 98.966 98.966 2.37E-10 24.16 901470

45823 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.9475 -0.19205 0.76396 99.803 99.803 8.04E-19 36.71 821650

45824 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.94472 0.004205 0.95596 99.891 99.891 3.65E-06 20.88 978430

45825 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.96754 -0.002596 0.97319 100.3 100.3 2.08E-17 33.8 941270

45826 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 1.0089 -0.10397 0.9124 100.61 100.61 1.04E-04 15.79 382530

45827 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.96609 -0.007043 0.96696 100.72 100.72 2.37E-10 25.46 1646100

45828 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 3 1061.2225 3180.6455 1.2336 -0.099477 1.1424 100.71 100.71 4.79E-08 45.15 458150

45829 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 4 796.16866 3180.6455 0.92804 -0.32324 0.6127 99.601 99.601 3.65E-06 19.79 6535500

45830 TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR Unmodified _TTGIVLDSGDGVSHTVPIYEGYTLPHAIIR_ B4FV86_MAIZE 3 1061.2225 3180.6455 1.2221 0.11786 1.3473 99.579 99.579 5.04E-24 66.51 1540800

45831 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.9462 -0.23336 0.71894 100.38 100.38 1.04E-04 11.72 1821300

45832 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.2587 0.31646 1.5811 100.37 100.37 3.65E-06 32.14 560530

45833 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.91492 -0.24073 0.68078 101.18 101.18 3.65E-06 12.98 1873700

45834 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.226 -0.023646 1.2085 101.16 101.16 4.87E-12 44.12 334010

45835 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.92185 -0.10882 0.81953 101.3 101.3 3.65E-06 13.65 1910300

45836 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.1845 -0.044361 1.1461 101.3 101.3 1.09E-03 23.68 375690

45837 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.92113 -0.059063 0.86816 101.78 101.78 4.47E-03 9.4 1764900

45838 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.2085 -0.090662 1.1243 101.77 101.77 2.08E-17 35.94 322040

45839 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.96866 0.050966 1.0256 102.2 102.2 1.09E-03 10.62 685680

45840 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.93099 0.044022 0.98092 102.67 102.67 4.79E-08 27.98 4309800

45841 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.233 0.020639 1.26 102.64 102.64 4.87E-12 30.72 944930

45842 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.91338 -0.27381 0.64618 101.2 101.2 3.65E-06 19.61 14168000

45843 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 3 1055.8908 3164.6506 1.2213 0.01532 1.2434 101.19 101.19 9.87E-30 98.26 2451300

45844 TTGIVLDSGDGVTHTVPIYEGYALPHAILR Unmodified _TTGIVLDSGDGVTHTVPIYEGYALPHAILR_ B4FVB1_MAIZE 4 792.16993 3164.6506 0.98679 -0.068553 0.92473 107.05 107.05 1.32E-01 2.41 198530

45845 TTGSPLIPLSEFMEMNLQAR 2 Oxidation (M) _TTGSPLIPLSEFM(ox)EM(ox)NLQAR_ B4FFW5_MAIZE 2 1134.056 2266.0974 1.1007 -0.13537 0.95681 100.79 100.79 3.56E-29 59.27 2482700

45846 TTGSPLIPLSEFMEMNLQAR 2 Oxidation (M) _TTGSPLIPLSEFM(ox)EM(ox)NLQAR_ B4FFW5_MAIZE 3 756.37306 2266.0974 0.79149 -0.40588 0.37705 100.79 100.79 5.05E-05 32.98 1096500

45847 TTGSPLIPLSEFMEMNLQAR 2 Oxidation (M) _TTGSPLIPLSEFM(ox)EM(ox)NLQAR_ B4FFW5_MAIZE 2 1134.056 2266.0974 1.0952 -0.15479 0.93239 101.44 101.44 1.92E-11 51.57 2016600

45848 TTGSPLIPLSEFMEMNLQAR 2 Oxidation (M) _TTGSPLIPLSEFM(ox)EM(ox)NLQAR_ B4FFW5_MAIZE 3 756.37306 2266.0974 0.78388 -0.37676 0.39975 101.45 101.45 8.21E-12 44.32 1329800

45849 TTGSPLIPLSEFMEMNLQAR Oxidation (M) _TTGSPLIPLSEFM(ox)EMNLQAR_ B4FFW5_MAIZE 2 1126.0585 2250.1024 1.1603 -0.20076 0.94907 113.83 113.83 1.65E-04 54.89 170460

45850 TTGSPLIPLSEFMEMNLQAR Oxidation (M) _TTGSPLIPLSEFM(ox)EMNLQAR_ B4FFW5_MAIZE 3 751.04142 2250.1024 0.83626 -0.43764 0.38832 113.95 113.95 9.26E-02 15.51 74792

45851 TTGSPLIPLSEFMEMNLQAR Oxidation (M) _TTGSPLIPLSEFMEM(ox)NLQAR_ B4FFW5_MAIZE 2 1126.0585 2250.1024 1.1243 -0.1661 0.94807 126.47 126.47 1.49E-21 61.82 666210

45852 TTGSPLIPLSEFMEMNLQAR Oxidation (M) _TTGSPLIPLSEFMEM(ox)NLQAR_ B4FFW5_MAIZE 3 751.04142 2250.1024 0.8006 0.077005 0.8667 126.46 126.46 5.05E-05 24.14 421610

45853 TTGSPLIPLSEFMEMNLQAR Unmodified _TTGSPLIPLSEFMEMNLQAR_ B4FFW5_MAIZE 3 745.70978 2234.1075 0.80591 0.018937 0.81248 128.86 128.86 1.97E-01 10.24 154490

45854 TTGTTYLSR Unmodified _TTGTTYLSR_ B6UE89_MAIZE 2 500.25891 998.50327 -0.013474 -0.26788 -0.27405 42.094 42.094 1.01E-02 35.88 246000

45855 TTHSHPILVR Unmodified _TTHSHPILVR_ B4FHN3_MAIZE 3 387.55601 1159.6462 0.55304 0.011481 0.56628 30.158 30.158 5.86E-01 0.1 152820
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45856 TTHSHPILVR Unmodified _TTHSHPILVR_ B4FHN3_MAIZE 3 387.55601 1159.6462 0.68449 0.1766 0.86328 28.396 28.396 3.83E-02 18.59 140730

45857 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.042374 0.054879 0.013159 54.434 54.434 3.21E-03 35.42 2383100

45858 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.15806 0.097387 -0.058295 55.67 55.67 3.39E-01 14.89 83967

45859 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.16057 0.11232 -0.047535 54.766 54.766 3.32E-02 22.83 597270

45860 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.061026 -0.19483 -0.25336 56.735 56.735 1.12E-01 24.02 713660

45861 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.0036624 0.28449 0.28158 56.01 56.01 3.32E-02 23.82 762330

45862 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.058215 -0.00306 -0.058476 56.652 56.652 3.32E-02 20.78 847010

45863 TTIFSPEGR Unmodified _TTIFSPEGR_ B4FAR8_MAIZE 2 504.26146 1006.5084 -0.042428 0.77981 0.73823 56.479 56.479 1.12E-01 22.21 1020200

45864 TTILIK Unmodified _TTILIK_ B4FGI9_MAIZE 2 344.73381 687.45308 0.90349 0.31458 1.1988 48.378 48.378 5.26E-01 28.94 784880

45865 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.77394 0.60121 1.353 40.812 40.812 5.26E-01 22.83 3479400

45866 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.63685 0.32087 0.93649 40.444 40.444 5.26E-01 19.31 1171600

45867 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.79397 0.024539 0.79868 42.983 42.983 5.26E-01 23.34 822820

45868 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.72944 0.13486 0.84418 42.357 42.357 5.26E-01 19.17 1345300

45869 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.64122 0.22359 0.84414 42.857 42.857 1.00E+00 25.02 1441000

45870 TTILYK Unmodified _TTILYK_ B4FIX8_MAIZE 2 369.72345 737.43234 0.50146 -0.17678 0.3062 44.416 44.416 9.46E-01 30.33 4151300

45871 TTILYR Unmodified _TTILYR_ B4F8B0_MAIZE 2 383.72652 765.43849 0.63812 0.10226 0.72211 43.592 43.592 1.00E+00 5.1 484610

45872 TTILYR Unmodified _TTILYR_ B4F8B0_MAIZE 2 383.72652 765.43849 0.41472 0.30583 0.70182 43.457 43.457 9.46E-01 14.73 179000

45873 TTILYR Unmodified _TTILYR_ B4F8B0_MAIZE 2 383.72652 765.43849 0.3381 0.48413 0.80429 47.33 47.33 5.26E-01 21.15 505850

45874 TTIMLADLQDFNK Oxidation (M) _TTIM(ox)LADLQDFNK_ B4FQQ1_MAIZE 2 763.38197 1524.7494 0.85089 -0.45898 0.38951 89.645 89.645 1.15E-02 33.88 41368

45875 TTIMLADLQDFNK Oxidation (M) _TTIM(ox)LADLQDFNK_ B4FQQ1_MAIZE 2 763.38197 1524.7494 0.8307 -0.27832 0.54947 89.4 89.4 2.61E-08 69.62 162060

45876 TTKPEELVR Unmodified _TTKPEELVR_ B4FBP3_MAIZE 3 358.20475 1071.5924 0.98546 -0.37292 0.59821 35.994 35.994 9.53E-03 29.19 417630

45877 TTKPEELVR Unmodified _TTKPEELVR_ B4FBP3_MAIZE 3 358.20475 1071.5924 -0.40594 35.317 35.317 1.85E-02 24.19

45878 TTLLFVIR Unmodified _TTLLFVIR_ B6U4D9_MAIZE 2 481.8053 961.59605 0.015565 -0.14383 -0.12784 89.339 89.339 2.92E-02 41.84 194660

45879 TTLLHMLK Oxidation (M) _TTLLHM(ox)LK_ B4FPT6_MAIZE 2 486.78097 971.54739 -0.29156 -0.53974 -0.83908 48.802 48.802 4.49E-02 22.07 776220

45880 TTLLHMLK Unmodified _TTLLHMLK_ B4FPT6_MAIZE 2 478.78351 955.55247 -0.17212 -0.25466 -0.44005 64.697 64.697 2.92E-02 32.93 205780

45881 TTLLHMLK Unmodified _TTLLHMLK_ B4FPT6_MAIZE 3 319.52477 955.55247 1.0591 64.672 64.672 7.43E-01 10.42

45882 TTLLHMLKDER Oxidation (M) _TTLLHM(ox)LKDER_ B4FPT6_MAIZE 3 458.24662 1371.718 -0.26436 3.8852 3.5987 47.822 47.822 1.00E+00 0.77 278200

45883 TTLLHMLKDER Oxidation (M) _TTLLHM(ox)LKDER_ B4FPT6_MAIZE 3 458.24662 1371.718 -0.18017 0.6078 0.41336 53.391 53.391 1.40E-01 15.97 835560

45884 TTLLLR Unmodified _TTLLLR_ B6TBM1_MAIZE 2 358.73689 715.45922 0.87897 -0.095733 0.76524 54.854 54.854 2.64E-01 40.01 7302000

45885 TTLTAAITK Unmodified _TTLTAAITK_ B4FH57_MAIZE 2 460.27658 918.5386 -0.020583 0.16911 0.1373 48.463 48.463 1.00E+00 13.45 1909300

45886 TTLTAAITK Unmodified _TTLTAAITK_ B4FH57_MAIZE 2 460.27658 918.5386 -0.15956 0.18412 0.014443 48.56 48.56 3.39E-01 16.06 418440

45887 TTLTAAITK Unmodified _TTLTAAITK_ B4FH57_MAIZE 2 460.27658 918.5386 -0.06854 0.057498 -0.020559 50.612 50.612 9.73E-03 33.16 8802400

45888 TTLTAAITK Unmodified _TTLTAAITK_ B4FH57_MAIZE 2 460.27658 918.5386 -0.089996 -0.1271 -0.22707 51.27 51.27 1.12E-01 22.57 4624400

45889 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.97885 0.2547 1.2278 47.8 47.8 3.13E-13 75.71 952910
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45890 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.92163 -0.12948 0.78779 47.543 47.543 7.01E-11 72.91 2133600

45891 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.88855 -0.28942 0.59417 49.96 49.96 1.12E-07 70.12 3219000

45892 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.8802 -0.051378 0.82373 49.197 49.197 6.53E-30 78.93 1790600

45893 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.81942 -0.78546 0.030361 50.03 50.03 8.73E-24 70.51 17836000

45894 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.94599 -0.4523 0.48987 61.762 61.762 7.01E-11 64.72 688590

45895 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.94815 0.036793 0.97998 49.968 49.968 8.63E-17 69.1 828080

45896 TTLVANTSNMPVAAR Oxidation (M) _TTLVANTSNM(ox)PVAAR_ VATA_MAIZE B6 2 781.40377 1560.793 0.97246 0.26676 1.2344 50.704 50.704 3.13E-13 73.67 690260

45897 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.8534 -0.17089 0.67459 60.321 60.321 1.02E-23 75.69 4506300

45898 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.87238 0.071804 0.93697 60.677 60.677 6.37E-03 57.63 1109200

45899 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.86624 0.024935 0.8834 62.039 62.039 1.65E-02 48.35 1933200

45900 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.83004 -0.43758 0.38589 61.751 61.751 2.37E-16 81.31 9218400

45901 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.88312 -0.54173 0.33428 61.967 61.967 2.37E-16 81.42 808590

45902 TTLVANTSNMPVAAR Unmodified _TTLVANTSNMPVAAR_ VATA_MAIZE B6 2 773.40631 1544.7981 0.89575 0.1398 1.0275 62.377 62.377 7.01E-11 78.71 664840

45903 TTNFLHLYMINK Unmodified _TTNFLHLYMINK_ B4FZA1_MAIZE 3 498.93063 1493.7701 -0.092528 -0.047193 -0.1544 84.784 84.784 9.42E-03 18.67 497110

45904 TTNFLHLYMINK Unmodified _TTNFLHLYMINK_ B4FZA1_MAIZE 3 498.93063 1493.7701 -0.11908 -0.036375 -0.16998 85.163 85.163 9.20E-10 30.68 2377400

45905 TTNFLHLYMINK Unmodified _TTNFLHLYMINK_ B4FZA1_MAIZE 2 747.89231 1493.7701 0.81922 -1.0593 -0.25276 85.256 85.256 1.11E-04 72.12 410720

45906 TTNFLHLYMINK Oxidation (M) _TTNFLHLYM(ox)INK_ B4FZA1_MAIZE 3 504.26227 1509.765 -0.16828 -0.19492 -0.37433 77.961 77.961 2.46E-02 15.98 8099700

45907 TTNFLHLYMINK Oxidation (M) _TTNFLHLYM(ox)INK_ B4FZA1_MAIZE 2 755.88977 1509.765 0.78043 -0.18631 0.58377 77.941 77.941 9.47E-36 48.55 1671500

45908 TTPSLLGMLTQVK Oxidation (M) _TTPSLLGM(ox)LTQVK_ B6SIL2_MAIZE 2 702.89198 1403.7694 0.64677 -0.20469 0.44694 88.828 88.828 3.13E-02 19 301410

45909 TTPSLLGMLTQVK Unmodified _TTPSLLGMLTQVK_ B6SIL2_MAIZE 2 694.89452 1387.7745 0.67225 0.19722 0.87116 108.28 108.28 6.20E-03 31.11 64157

45910 TTPSVVAFTQK Unmodified _TTPSVVAFTQK_ B4F8Q2_MAIZE 2 589.82442 1177.6343 0.15269 0.029132 0.19717 60.353 60.353 3.57E-04 45.4 952840

45911 TTPSVVAFTQK Unmodified _TTPSVVAFTQK_ B4F8Q2_MAIZE 2 589.82442 1177.6343 0.19807 -0.047514 0.16661 61.784 61.784 7.60E-01 11.27 2504600

45912 TTPSVVAFTQK Unmodified _TTPSVVAFTQK_ B4F8Q2_MAIZE 2 589.82442 1177.6343 0.0482 -0.11601 -0.051837 61.571 61.571 4.43E-05 53.52 17003000

45913 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.72277 -0.10618 0.62114 65.574 65.574 1.00E-11 106.2 13486000

45914 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.71934 -0.63432 0.091078 66.691 66.691 6.20E-03 85.73 95046

45915 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.71882 -0.40125 0.32252 67.211 67.211 2.61E-08 106.24 17239000

45916 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.67838 -0.31665 0.36658 66.621 66.621 4.68E-05 60.92 21108000

45917 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.63311 -0.49274 0.14494 66.887 66.887 2.61E-08 58.81 38774000

45918 TTPSYVAFTDSER Unmodified _TTPSYVAFTDSER_ B6SZ69_MAIZE 2 737.34645 1472.6783 0.67774 -0.33276 0.35018 66.053 66.053 1.47E-03 66.91 4919700

45919 TTPSYVGFTDTER Unmodified _TTPSYVGFTDTER_ HSP70_MAIZE 2 737.34645 1472.6783 0.81992 -0.000931 0.83292 63.579 63.579 1.00E-11 76.8 845180

45920 TTPSYVGFTDTER Unmodified _TTPSYVGFTDTER_ HSP70_MAIZE 2 737.34645 1472.6783 0.7838 0.22474 1.0229 64.052 64.052 6.20E-03 49.5 471730

45921 TTPSYVGFTDTER Unmodified _TTPSYVGFTDTER_ HSP70_MAIZE 2 737.34645 1472.6783 0.79019 0.028579 0.83362 65.346 65.346 1.00E-11 75.61 1173700

45922 TTPSYVGFTDTER Unmodified _TTPSYVGFTDTER_ HSP70_MAIZE 2 737.34645 1472.6783 0.76938 -0.16115 0.62285 64.716 64.716 4.68E-05 53.76 2055600

45923 TTPSYVGFTDTER Unmodified _TTPSYVGFTDTER_ HSP70_MAIZE 2 737.34645 1472.6783 0.73917 -0.2286 0.52577 65.034 65.034 2.61E-08 75.91 4054600
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45924 TTPTDVEPVPQSCR Unmodified _TTPTDVEPVPQSCR_ B6SJL2_MAIZE 2 793.87758 1585.7406 0.89744 -0.31439 0.60162 49.621 49.621 7.64E-09 54.25 511910

45925 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.37613 0.69669 1.0583 65.707 65.707 2.81E-03 39.99 2004800

45926 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.35239 0.32302 0.66205 66.518 66.518 1.84E-04 35.68 714040

45927 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.36602 0.11492 0.46738 67.491 67.491 1.84E-04 41.11 1055400

45928 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.39785 0.23352 0.61717 66.898 66.898 1.25E-02 33.17 473650

45929 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.30848 0.17686 0.47111 67.153 67.153 4.40E-05 43.84 2599000

45930 TTQALFYNYK Unmodified _TTQALFYNYK_ B6U233_MAIZE 2 624.8166 1247.6186 0.35059 0.027316 0.36438 66.282 66.282 4.40E-02 16.41 617620

45931 TTQSGFEGFVTDR Unmodified _TTQSGFEGFVTDR_ B4FTA4_MAIZE 2 722.83879 1443.663 0.74592 -0.37774 0.39111 71.878 71.878 1.47E-03 45.97 761260

45932 TTQSGFEGFVTDR Unmodified _TTQSGFEGFVTDR_ B4FTA4_MAIZE 2 722.83879 1443.663 0.72388 -0.3835 0.36279 72.347 72.347 1.47E-03 47.33 206590

45933 TTQSGFEGFVTDR Unmodified _TTQSGFEGFVTDR_ B4FTA4_MAIZE 2 722.83879 1443.663 0.78861 -0.33895 0.47266 72.726 72.726 1.47E-03 38.76 264600

45934 TTSEALESFDYIAK Unmodified _TTSEALESFDYIAK_ B4F8B3_MAIZE 2 787.88286 1573.7512 0.83022 -0.25549 0.55883 84.294 84.294 1.95E-13 75.31 2151100

45935 TTSISFPNGK Unmodified _TTSISFPNGK_ B4FIY7_MAIZE 2 526.27456 1050.5346 -0.089521 -0.10776 -0.19578 53.823 53.823 4.40E-02 35.47 1459600

45936 TTSISFPNGK Unmodified _TTSISFPNGK_ B4FIY7_MAIZE 2 526.27456 1050.5346 -0.13456 0.29907 0.16512 56.861 56.861 3.43E-01 23.44 1064100

45937 TTSVFFSGYK Unmodified _TTSVFFSGYK_ B4FHA8_MAIZE 2 568.78476 1135.555 0.069538 -0.26236 -0.1778 69.633 69.633 1.00E+00 2.48 205710

45938 TTSVFFSGYK Unmodified _TTSVFFSGYK_ B4FHA8_MAIZE 2 568.78476 1135.555 0.15221 -0.68138 -0.51258 70.204 70.204 3.43E-01 20.46 790010

45939 TTSVFFSGYK Unmodified _TTSVFFSGYK_ B4FHA8_MAIZE 2 568.78476 1135.555 0.10786 0.56026 0.68141 70.266 70.266 1.45E-01 16.14 1448800

45940 TTTTLAEAAEEEEELLLLQAAADPK Unmodified _TTTTLAEAAEEEEELLLLQAAADPK_ B4FB72_MAIZE 3 886.45164 2656.3331 1.2718 0.95924 2.2054 121.3 121.3 5.30E-02 5.83 222080

45941 TTVGTTVLDAVK Unmodified _TTVGTTVLDAVK_ Q9XE93_MAIZE 2 602.84281 1203.6711 0.15325 -0.91824 -0.73957 69.296 69.296 1.11E-04 45.49 1170000

45942 TTVGTTVLDAVK Unmodified _TTVGTTVLDAVK_ Q9XE93_MAIZE 2 602.84281 1203.6711 0.17974 -0.44485 -0.24115 69.912 69.912 1.98E-03 43.33 652800

45943 TTVGTTVLDAVK Unmodified _TTVGTTVLDAVK_ Q9XE93_MAIZE 2 602.84281 1203.6711 0.23991 -0.5647 -0.30104 70.704 70.704 1.60E-02 27.29 1211800

45944 TTVGTTVLDAVK Unmodified _TTVGTTVLDAVK_ Q9XE93_MAIZE 2 602.84281 1203.6711 0.19551 -0.26974 -0.0498 70.28 70.28 7.72E-03 31.92 2839800

45945 TTVTGVEMFK Oxidation (M) _TTVTGVEM(ox)FK_ B4FH57_MAIZE 2 564.78391 1127.5533 0.10055 -0.077503 0.043409 54.724 54.724 4.40E-02 30.26 1665800

45946 TTVTGVEMFK Unmodified _TTVTGVEMFK_ B4FH57_MAIZE 2 556.78645 1111.5583 0.074648 0.77938 0.86859 67.089 67.089 1.45E-01 24.05 3195100

45947 TTWPYGSGVWSK Unmodified _TTWPYGSGVWSK_ B6TPP7_MAIZE 2 684.83278 1367.651 0.58197 -0.50166 0.091642 80.887 80.887 2.00E-01 15.08 2222100

45948 TTYCYDFPLAFETALQK Unmodified _TTYCYDFPLAFETALQK_ Q41743_MAIZE 2 1034.4902 2066.9659 1.2457 0.21348 1.4597 114.32 114.32 1.54E-12 70.39 618160

45949 TTYCYDFPLAFETALQK Unmodified _TTYCYDFPLAFETALQK_ Q41743_MAIZE 2 1034.4902 2066.9659 1.2482 0.67238 1.9207 114.79 114.79 3.42E-29 71.44 259820

45950 TTYCYDFPLAFETALQK Unmodified _TTYCYDFPLAFETALQK_ Q41743_MAIZE 3 689.99592 2066.9659 0.61395 1.0135 1.6266 114.8 114.8 1.75E-02 19.77 137000

45951 TVAAIPLPPPPSSSA Unmodified _TVAAIPLPPPPSSSA_ B4FK84_MAIZE 2 702.89029 1403.766 0.70478 -0.2617 0.43662 83.02 83.02 1.65E-02 26.8 20131

45952 TVAAIPLPPPPSSSA Unmodified _TVAAIPLPPPPSSSA_ B4FK84_MAIZE 2 702.89029 1403.766 0.5918 -0.083977 0.50089 82.629 82.629 3.88E-01 32.73 2237800

45953 TVAASPLPYNVK Unmodified _TVAASPLPYNVK_ B4FHE9_MAIZE 2 630.35335 1258.6921 0.38928 -0.052629 0.32476 62.673 62.673 8.05E-01 11.36 463050

45954 TVAASPLPYNVK Unmodified _TVAASPLPYNVK_ B4FHE9_MAIZE 2 630.35335 1258.6921 0.38302 0.25753 0.62763 62.743 62.743 1.60E-02 34.82 1960300

45955 TVADNPVVIYSK Unmodified _TVADNPVVIYSK_ B4FIR4_MAIZE 2 653.35608 1304.6976 0.32803 0.082078 0.40986 62.439 62.439 2.62E-07 65.94 515810

45956 TVAQVALR Unmodified _TVAQVALR_ B4FQR3_MAIZE 2 429.2638 856.51305 0.078645 -0.022381 0.049699 46.746 46.746 2.34E-03 44.98 3842100

45957 TVATGDVFVFPR Unmodified _TVATGDVFVFPR_ B4FAV5_MAIZE 2 654.85097 1307.6874 0.21106 86.028 86.028 2.96E-02 11.02
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45958 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 0.024648 0.000309 0.029482 46.296 46.296 3.89E-04 70.93 5487600

45959 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 -0.29055 0.024708 -0.26056 47.18 47.18 3.89E-04 79.38 4222700

45960 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 -0.094429 0.062198 -0.02772 46.241 46.241 3.89E-04 63.3 1351100

45961 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 0.050612 -0.17462 -0.11927 48.654 48.654 3.13E-03 58.7 1297900

45962 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 0.034171 0.066448 0.10477 47.944 47.944 9.73E-03 44.57 1154700

45963 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 -0.036999 0.044173 0.013177 48.76 48.76 3.21E-03 42.23 1570300

45964 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 0.049026 -0.13509 -0.080467 48.288 48.288 9.73E-03 39.06 1592300

45965 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 -0.021367 0.24867 0.23104 49.248 49.248 1.01E-02 29.54 1833300

45966 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 0.0301 0.050477 0.085729 46.595 46.595 9.73E-03 55.87 799150

45967 TVATIVGAR Unmodified _TVATIVGAR_ B4FH44_MAIZE 2 444.26908 886.52362 -0.18519 0.050263 -0.13046 50.006 50.006 1.63E-07 74.87 7746900

45968 TVCVNQHQVPNWNDVCLK Unmodified _TVCVNQHQVPNWNDVCLK_ B6SLN4_MAIZE 3 737.68597 2210.0361 0.76719 -0.21522 0.56816 77.455 77.455 9.13E-03 20.89 158560

45969 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1624 0.058541 1.2085 88.074 88.074 8.00E-45 82.39 1411300

45970 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1836 -0.040428 1.132 89.655 89.655 8.94E-06 83.2 31270

45971 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1305 -0.059717 1.0592 88.526 88.526 2.32E-57 97.08 555680

45972 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1219 -0.035347 1.0745 88.869 88.869 8.00E-45 98.61 765380

45973 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1219 0.057949 1.1679 88.567 88.567 5.25E-26 87.64 991270

45974 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.2172 0.056771 1.2623 88.293 88.293 1.18E-19 81.57 395650

45975 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.2042 0.12289 1.3153 88.771 88.771 1.18E-19 100.13 681020

45976 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1959 0.18732 1.371 88.378 88.378 1.56E-52 130.97 3122800

45977 TVDANVSEAEGVYSALEK Unmodified _TVDANVSEAEGVYSALEK_ B4FRC9_MAIZE 2 941.45745 1880.9004 1.1375 0.095609 1.2209 89.526 89.526 3.54E-16 92.26 113410

45978 TVDGPSAK Unmodified _TVDGPSAK_ B6SJZ8_MAIZE 2 387.70324 773.39193 0.6198 0.4127 1.0362 15.885 15.885 1.00E+00 14.2 18870

45979 TVDGPSAK Unmodified _TVDGPSAK_ B6SJZ8_MAIZE 2 387.70324 773.39193 0.52635 0.22055 0.74956 14.796 14.796 1.65E-01 31.84 244770

45980 TVDLSVDLSAASAAEEY Unmodified _TVDLSVDLSAASAAEEY_ B4G082_MAIZE 2 870.91235 1739.8101 1.2245 0.16543 1.3783 138.18 138.18 3.42E-29 58.44 108340

45981 TVDLYVPR Unmodified _TVDLYVPR_ B6TAN3_MAIZE 2 481.76892 961.52328 -0.18459 -0.12001 -0.30088 60.092 60.092 5.06E-02 29.93 65988

45982 TVDLYVPR Unmodified _TVDLYVPR_ B6TAN3_MAIZE 2 481.76892 961.52328 -0.44103 -0.3509 -0.78712 63.574 63.574 2.92E-02 41.75 19645000

45983 TVDLYVPR Unmodified _TVDLYVPR_ B6TAN3_MAIZE 2 481.76892 961.52328 -0.11525 0.12935 0.017383 62.897 62.897 1.90E-02 35.29 1470500

45984 TVDLYVPR Unmodified _TVDLYVPR_ B6TAN3_MAIZE 2 481.76892 961.52328 -0.19466 -0.77675 -0.96714 65.376 65.376 1.90E-02 36.34 2783300

45985 TVDNDIGIIDR Unmodified _TVDNDIGIIDR_ B4FAW1_MAIZE 2 615.81987 1229.6252 0.28046 -0.72236 -0.43974 65.388 65.388 3.57E-04 46.43 249680

45986 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.64539 -0.1114 0.5251 54.665 54.665 7.61E-14 80.67 7205400

45987 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.6001 0.2251 0.81757 55.149 55.149 1.68E-09 100.17 118300

45988 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.6481 -0.38139 0.25863 56.628 56.628 7.61E-14 84.17 4110300

45989 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.63688 -0.22571 0.40291 55.905 55.905 7.61E-14 80.84 3556700

45990 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.61718 -0.089899 0.51977 56.553 56.553 9.64E-17 101.53 2933200

45991 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.67698 -0.001451 0.66645 56.639 56.639 9.64E-17 86.31 1746400
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45992 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.61005 -0.02148 0.57996 57.274 57.274 2.05E-12 83.91 7778400

45993 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.50241 -0.46003 0.035153 55.038 55.038 9.64E-17 81.1 38167000

45994 TVDSEELTVEER Unmodified _TVDSEELTVEER_ 14331_MAIZE 1 2 703.83591 1405.6573 0.64389 -0.28091 0.35497 57.812 57.812 1.98E-03 57.01 460620

45995 TVDSQESLGGGVAVLVTGHLTGR Unmodified _TVDSQESLGGGVAVLVTGHLTGR_ B4FJT7_MAIZE 3 751.73263 2252.1761 0.90609 -0.16508 0.76021 96.653 96.653 1.27E-06 41.57 365960

45996 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.63792 -0.33166 0.30257 71.265 71.265 7.61E-14 83.25 9369900

45997 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.67647 -0.25878 0.41367 71.549 71.549 9.64E-17 91.1 4127400

45998 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.66059 -0.27053 0.38649 72.438 72.438 1.11E-04 73.06 5476400

45999 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.67785 -0.28573 0.38843 72.468 72.468 7.61E-14 72.01 2739900

46000 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.65612 0.051392 0.70397 72.409 72.409 2.62E-07 40.16 3659100

46001 TVDVEELTVEER Unmodified _TVDVEELTVEER_ B6SRI4_MAIZE 2 709.8541 1417.6937 0.52085 -0.16442 0.35265 71.566 71.566 9.64E-17 88.61 27067000

46002 TVDVLASR Unmodified _TVDVLASR_ B4FQZ2_MAIZE 2 430.74544 859.47633 0.13984 0.54263 0.6837 47.036 47.036 2.92E-02 31.38 2030500

46003 TVDVLASR Unmodified _TVDVLASR_ B4FQZ2_MAIZE 2 430.74544 859.47633 -0.027353 0.23826 0.21173 46.814 46.814 2.92E-02 41.86 435070

46004 TVDVLASR Unmodified _TVDVLASR_ B4FQZ2_MAIZE 2 430.74544 859.47633 0.16492 0.23631 0.40343 48.574 48.574 3.77E-01 12.96 228470

46005 TVDVLASR Unmodified _TVDVLASR_ B4FQZ2_MAIZE 2 430.74544 859.47633 0.14372 1.7558 1.8986 48.996 48.996 1.00E+00 7.93 511610

46006 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.1247 0.50852 1.6138 125.09 125.09 3.58E-04 13.83 682300

46007 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.131 0.49036 1.6015 125.43 125.43 5.59E-14 56.53 811320

46008 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.1066 0.64654 1.7337 126.13 126.13 1.32E-02 21.92 1941700

46009 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 2 1334.6636 2667.3127 1.1648 0.47446 1.6202 126.03 126.03 2.76E-02 22.83 293180

46010 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.174 0.77588 1.9302 128.22 128.22 3.43E-05 30.55 224090

46011 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.1705 0.16628 1.3181 137.62 137.62 9.70E-11 30.23 97683

46012 TVEAIEETVAVAVAAAASEEPEAGEPK Unmodified _TVEAIEETVAVAVAAAASEEPEAGEPK_ B4FBC9_MAIZE 3 890.11151 2667.3127 1.184 0.17132 1.3362 126.05 126.05 4.73E-22 54.21 575490

46013 TVEEMITDAAAAAATGGDMVEIR Oxidation (M) _TVEEMITDAAAAAATGGDM(ox)VEIR_ B6UCV5_MAIZE 3 780.03489 2337.0828 1.0346 0.071375 1.0975 116.96 116.96 2.54E-02 28.49 167140

46014 TVEEVIQK Unmodified _TVEEVIQK_ Q8S531_MAIZE 2 473.26621 944.51786 -0.069502 -0.2362 -0.31428 43.719 43.719 5.06E-02 29.93 1324500

46015 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.48134 0.080076 0.55026 40.206 40.206 1.60E-02 39.57 5405900

46016 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.48324 0.14549 0.61747 39.37 39.37 1.60E-02 40.49 1256400

46017 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.47936 0.047592 0.51553 42.302 42.302 6.74E-02 40.29 2201600

46018 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.49915 -0.049635 0.43869 41.504 41.504 1.98E-03 42.86 1314500

46019 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.44849 -0.11389 0.32405 42.369 42.369 1.60E-02 42.62 2834300

46020 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.46298 -0.012231 0.43948 42.345 42.345 1.98E-03 55.96 6119600

46021 TVEINNTDAEGR Unmodified _TVEINNTDAEGR_ B6U2C3_MAIZE 2 659.81531 1317.6161 0.48482 -0.24054 0.233 40.274 40.274 6.74E-02 42 404730

46022 TVELIK Unmodified _TVELIK_ B6TBM0_MAIZE 2 351.72345 701.43234 1.0578 0.25987 1.2948 46.849 46.849 2.64E-01 28.78 586870

46023 TVELKPDWAK Unmodified _TVELKPDWAK_ B4FA63_MAIZE 2 593.82696 1185.6394 0.23766 -0.62083 -0.39469 59.213 59.213 1.25E-02 30.14 910400

46024 TVELKPDWAK Unmodified _TVELKPDWAK_ B4FA63_MAIZE 3 396.2204 1185.6394 0.29789 0.21077 0.4942 59.734 59.734 1.00E+00 6.74 3948500

46025 TVELKPDWAK Unmodified _TVELKPDWAK_ B4FA63_MAIZE 2 593.82696 1185.6394 0.17302 -0.26661 -0.10642 59.722 59.722 2.81E-03 40.7 1670200
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46026 TVEQQVLESNPVLEAFGNAK Unmodified _TVEQQVLESNPVLEAFGNAK_ Q9XEI4_MAIZE 2 1087.0604 2172.1063 1.2556 0.26367 1.5116 111.29 111.29 3.46E-29 78.59 421380

46027 TVFDVR Unmodified _TVFDVR_ B4FBL2_MAIZE 2 368.70305 735.39154 0.5452 0.17423 0.74179 55.288 55.288 5.26E-01 25.69 234450

46028 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 3 490.26003 1467.7583 -0.056003 -0.31445 -0.35409 36.522 36.522 5.88E-01 7.66 2853900

46029 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 4 367.94684 1467.7583 0.82417 0.045285 0.88476 36.515 36.515 1.28E-01 19.46 1594500

46030 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 2 734.88641 1467.7583 0.82621 -0.046011 0.7973 36.525 36.525 1.15E-02 26.26 340280

46031 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 3 490.26003 1467.7583 -0.17776 -0.47872 -0.63937 36.051 36.051 1.00E+00 2.42 731920

46032 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 3 490.26003 1467.7583 -0.0069495 -0.55039 -0.53904 37.904 37.904 3.08E-01 9.17 408430

46033 TVFGGQQVKPDHR Unmodified _TVFGGQQVKPDHR_ B4FWU6_MAIZE 4 367.94684 1467.7583 0.80757 0.18952 1.0124 37.947 37.947 3.08E-01 14.12 299200

46034 TVFIIGATNRPDIIDPALLR Unmodified _TVFIIGATNRPDIIDPALLR_ B4FZM3_MAIZE 3 732.42307 2194.2474 0.7689 0.1411 0.90382 104.48 104.48 3.70E-04 31.93 427460

46035 TVFIIGATNRPDIIDPALLR Unmodified _TVFIIGATNRPDIIDPALLR_ B4FZM3_MAIZE 3 732.42307 2194.2474 0.74337 0.10823 0.845 104.83 104.83 1.55E-03 43.48 2676500

46036 TVFIIGATNRPDIIDPALLR Unmodified _TVFIIGATNRPDIIDPALLR_ B4FZM3_MAIZE 2 1098.131 2194.2474 1.1969 -0.045354 1.1454 104.82 104.82 9.71E-01 3.27 224630

46037 TVFNILGPLLNPAR Unmodified _TVFNILGPLLNPAR_ B4FB65_MAIZE 2 762.94848 1523.8824 0.88553 0.37545 1.2511 120.43 120.43 2.25E-03 37.68 371790

46038 TVFTSDHALK Unmodified _TVFTSDHALK_ B6U7D0_MAIZE 2 559.79566 1117.5768 0.17005 0.074182 0.25061 43.542 43.542 3.43E-01 14.58 759060

46039 TVFTSDHALK Unmodified _TVFTSDHALK_ B6U7D0_MAIZE 2 559.79566 1117.5768 0.16967 0.72942 0.90521 45.92 45.92 4.40E-02 27.81 260400

46040 TVFTSDHALK Unmodified _TVFTSDHALK_ B6U7D0_MAIZE 2 559.79566 1117.5768 0.056983 -0.32051 -0.2567 45.393 45.393 1.62E-03 45.24 4558900

46041 TVFVDNIDFLKELEE Unmodified _TVFVDNIDFLKELEE_ B6TBM0_MAIZE 2 905.9591 1809.9036 1.2472 1.0603 2.3033 121.19 121.19 1.12E-07 38.98 654540

46042 TVFVNFMDLCK Oxidation (M) _TVFVNFM(ox)DLCK_ B4FGR6_MAIZE 2 695.3307 1388.6468 0.61883 -0.043697 0.59432 87.754 87.754 1.67E-02 39.39 1311300

46043 TVFVNFMDLCK Unmodified _TVFVNFMDLCK_ B4FGR6_MAIZE 2 687.33324 1372.6519 0.57541 0.14638 0.73822 100.34 100.34 1.00E+00 7.83 842840

46044 TVGEEATFLEIAK Unmodified _TVGEEATFLEIAK_ B6UDU2_MAIZE 2 704.37193 1406.7293 0.60859 -0.86129 -0.26316 85.488 85.488 4.68E-05 73.97 275870

46045 TVGGAVTTESSQPVVK Unmodified _TVGGAVTTESSQPVVK_ B6U088_MAIZE 2 780.4174 1558.8203 0.83451 0.2246 1.0791 48.787 48.787 7.01E-14 76.95 200270

46046 TVGGILLPSTAQTKPQGGEVVAVGAGR Unmodified _TVGGILLPSTAQTKPQGGEVVAVGAGR_ B4F848_MAIZE 3 855.14493 2562.4129 0.95146 0.063136 1.0261 77.01 77.01 7.18E-11 44.18 5514000

46047 TVGHTVTSPSDTAQQCR Unmodified _TVGHTVTSPSDTAQQCR_ B4FR89_MAIZE 3 615.62337 1843.8483 0.39073 -0.30377 0.11024 35.848 35.848 1.35E-01 14.03 349730

46048 TVGHTVTSPSDTAQQCR Unmodified _TVGHTVTSPSDTAQQCR_ B4FR89_MAIZE 3 615.62337 1843.8483 0.19448 -0.37119 -0.15278 35.706 35.706 2.01E-02 27.94 8104900

46049 TVGHTVTSPSDTAQQCR Unmodified _TVGHTVTSPSDTAQQCR_ B4FR89_MAIZE 2 922.93141 1843.8483 1.132 0.006824 1.1614 35.711 35.711 1.24E-09 61.55 780350

46050 TVGIGAYLAR Unmodified _TVGIGAYLAR_ Q41743_MAIZE 2 510.79547 1019.5764 -0.001225 0.00752 -0.004296 70.028 70.028 2.81E-03 35.29 771600

46051 TVGIGAYLAR Unmodified _TVGIGAYLAR_ Q41743_MAIZE 2 510.79547 1019.5764 -0.12986 -0.15431 -0.29403 70.787 70.787 4.40E-02 19.79 499060

46052 TVGNIVTGDDLQTQCIIDHQALPR Unmodified _TVGNIVTGDDLQTQCIIDHQALPR_ B6T451_MAIZE 3 888.78518 2663.3337 1.1775 -0.1182 1.0708 85.615 85.615 1.93E-11 52.3 385700

46053 TVGNIVTGDDLQTQCIIDHQALPR Unmodified _TVGNIVTGDDLQTQCIIDHQALPR_ B6T451_MAIZE 3 888.78518 2663.3337 1.1128 -0.30074 0.82407 86.041 86.041 3.04E-08 43.19 646490

46054 TVGNIVTGDDMQTQCVIDNQALPCLLNLLTTNHK Oxidation (M) _TVGNIVTGDDM(ox)QTQCVIDNQALPCLLNLLTTNHK_ B4FWY8_MAIZE 3 1271.6254 3811.8543 1.2559 -0.63275 0.63356 125.14 125.14 9.17E-16 76.76 427530

46055 TVGNIVTGDDMQTQCVIDNQALPCLLNLLTTNHK Oxidation (M) _TVGNIVTGDDM(ox)QTQCVIDNQALPCLLNLLTTNHK_ B4FWY8_MAIZE 4 953.97085 3811.8543 1.2228 -0.51863 0.71448 125.09 125.09 1.07E-05 43.29 680910

46056 TVGNIVTGDDMQTQCVIDNQALPCLLNLLTTNHK Oxidation (M) _TVGNIVTGDDM(ox)QTQCVIDNQALPCLLNLLTTNHK_ B4FWY8_MAIZE 4 953.97085 3811.8543 1.1903 -0.10013 1.1008 125.22 125.22 2.77E-02 27.81 575100

46057 TVGNIVTGDDMQTQCVIDNQALPCLLNLLTTNHK Oxidation (M) _TVGNIVTGDDM(ox)QTQCVIDNQALPCLLNLLTTNHK_ B4FWY8_MAIZE 3 1271.6254 3811.8543 1.1664 -0.70351 0.47373 125.24 125.24 1.69E-12 42.73 499630

46058 TVGTVGAGR Unmodified _TVGTVGAGR_ B6TRR5_MAIZE 2 409.22996 816.44537 0.41313 -0.25248 0.18959 24.556 24.556 1.00E+00 7.44 5910.8

46059 TVGTVGAGR Unmodified _TVGTVGAGR_ B6TRR5_MAIZE 2 409.22996 816.44537 0.25469 0.33601 0.61846 25.321 25.321 1.12E-01 27.74 380290
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46060 TVGTVGAGR Unmodified _TVGTVGAGR_ B6TRR5_MAIZE 2 409.22996 816.44537 0.14708 0.12396 0.29828 26.395 26.395 7.18E-01 23.99 6590.2

46061 TVHIDGTQEQIEHAK Unmodified _TVHIDGTQEQIEHAK_ B6U6T8_MAIZE 3 569.28831 1704.8431 0.14302 -0.19231 -0.051384 46.894 46.894 5.05E-03 19.24 1073700

46062 TVHIDGTQEQIEHAK Unmodified _TVHIDGTQEQIEHAK_ B6U6T8_MAIZE 3 569.28831 1704.8431 0.16079 0.032698 0.19061 46.138 46.138 5.46E-07 35.24 1092200

46063 TVIDILTR Unmodified _TVIDILTR_ B6TK42_MAIZE 2 465.78457 929.55458 -0.097005 0.11211 0.014318 80.237 80.237 2.92E-02 34.33 667690

46064 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.42024 0.10435 0.50206 45.238 45.238 4.48E-03 56.34 1676600

46065 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.35033 -0.24519 0.083746 46.479 46.479 3.83E-01 35.74 38939

46066 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.39957 0.029387 0.40636 45.282 45.282 3.57E-04 54.59 338010

46067 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.43347 -0.11467 0.29659 47.701 47.701 1.67E-02 50.33 333260

46068 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.449 0.08721 0.51397 46.972 46.972 1.47E-01 25.68 389450

46069 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.42302 0.018014 0.41894 47.759 47.759 1.47E-01 34.73 626590

46070 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.35261 0.020916 0.35046 45.627 45.627 4.48E-03 54.98 937550

46071 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 3 426.23801 1275.6922 0.18706 0.65979 0.82153 45.618 45.618 1.40E-01 18.28 647530

46072 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 2 638.85338 1275.6922 0.32412 -0.29714 0.0058349 49.197 49.197 4.48E-03 48.89 2940900

46073 TVISLTKEEEK Unmodified _TVISLTKEEEK_ B6TBW2_MAIZE 3 426.23801 1275.6922 -0.079902 0.16771 0.065358 49.196 49.196 9.88E-04 28.49 1344500

46074 TVISQALSK Unmodified _TVISQALSK_ VATA_MAIZE B6 2 473.78202 945.5495 -0.18408 -0.5785 -0.77509 55.741 55.741 3.32E-02 20.11 5009300

46075 TVISQALSK Unmodified _TVISQALSK_ VATA_MAIZE B6 2 473.78202 945.5495 -0.11211 -0.22418 -0.34833 55.074 55.074 1.01E-02 36.31 3253400

46076 TVISQALSK Unmodified _TVISQALSK_ VATA_MAIZE B6 2 473.78202 945.5495 -0.22599 -0.078941 -0.31882 55.604 55.604 3.13E-03 42.05 20833000

46077 TVISQALSK Unmodified _TVISQALSK_ VATA_MAIZE B6 2 473.78202 945.5495 -0.13731 0.15717 0.0055798 55.895 55.895 3.21E-03 46.08 1073100

46078 TVISQALSK Unmodified _TVISQALSK_ VATA_MAIZE B6 2 473.78202 945.5495 -0.022457 0.91092 0.87323 54.02 54.02 7.18E-01 7.5 356550

46079 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 0.21727 0.50627 0.72632 49.583 49.583 1.00E+00 6.62 938020

46080 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 -0.073769 -0.11805 -0.18771 50.704 50.704 7.83E-01 13.47 298040

46081 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 0.032504 0.11717 0.1531 49.86 49.86 1.86E-01 19.92 2075800

46082 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 0.14221 0.33955 0.48449 52.076 52.076 1.00E+00 9.12 1852900

46083 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 0.13648 0.22846 0.3671 51.385 51.385 8.87E-01 4.4 2104700

46084 TVIWMGK Oxidation (M) _TVIWM(ox)GK_ B6U0S1_MAIZE 2 425.72821 849.44186 0.20434 0.53007 0.73709 51.768 51.768 1.00E+00 9.94 1108200

46085 TVIWMGK Unmodified _TVIWMGK_ B6U0S1_MAIZE 2 417.73075 833.44695 0.20684 0.62454 0.82856 61.291 61.291 7.83E-01 21.28 6192500

46086 TVIWMGK Unmodified _TVIWMGK_ B6U0S1_MAIZE 2 417.73075 833.44695 0.073043 0.21183 0.28315 62.05 62.05 7.83E-01 10.78 1494800

46087 TVIWMGK Unmodified _TVIWMGK_ B6U0S1_MAIZE 2 417.73075 833.44695 0.21321 0.046392 0.25881 63.439 63.439 1.00E+00 0.74 1678900

46088 TVIWMGK Unmodified _TVIWMGK_ B6U0S1_MAIZE 2 417.73075 833.44695 0.18991 -0.048707 0.13964 62.833 62.833 7.83E-01 6.6 1616100

46089 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.1182 0.27399 1.4033 98.502 98.502 2.37E-16 75.14 1359800

46090 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.0919 0.075592 1.1785 99.161 99.161 2.37E-16 65.12 1255700

46091 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.07 -0.029337 1.0515 99.179 99.179 2.37E-16 54.86 2104200

46092 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.0521 0.025612 1.0888 99.097 99.097 2.37E-16 68.16 1962500

46093 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.1343 -0.090879 1.0551 98.703 98.703 2.37E-16 58.4 1083000
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46094 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.0768 -0.14703 0.94109 99.223 99.223 3.13E-13 72.07 7515100

46095 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.139 0.23557 1.3853 98.755 98.755 6.37E-03 45.22 493770

46096 TVIWNGPMGVFEFQK Oxidation (M) _TVIWNGPM(ox)GVFEFQK_ B4G0K4_MAIZE 2 884.93999 1767.8654 1.1027 0.19449 1.308 100.53 100.53 1.56E-01 32.17 39516

46097 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.0878 -0.03719 1.0596 110.38 110.38 6.53E-30 85.39 4710300

46098 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.0965 0.40908 1.5136 110.96 110.96 1.60E-05 35.96 579780

46099 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.1007 0.37581 1.4849 111 111 2.37E-16 76.1 823300

46100 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.1277 0.85201 1.9878 110.97 110.97 2.37E-16 63.48 532190

46101 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.1833 0.20281 1.3951 110.7 110.7 1.12E-07 52.16 342840

46102 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.0704 -0.16909 0.91003 111.21 111.21 6.53E-30 83.33 6032300

46103 TVIWNGPMGVFEFQK Unmodified _TVIWNGPMGVFEFQK_ B4G0K4_MAIZE 2 876.94253 1751.8705 1.1473 0.38134 1.5376 110.68 110.68 6.53E-30 69.59 314920

46104 TVLDKPSTHIGR Unmodified _TVLDKPSTHIGR_ B4FT80_MAIZE 4 331.68994 1322.7306 1.1066 -0.11522 0.99276 45.393 45.393 4.08E-01 23.51 4129600

46105 TVLDKPSTHIGR Unmodified _TVLDKPSTHIGR_ B4FT80_MAIZE 3 441.91749 1322.7306 -0.13926 -0.30876 -0.44583 45.385 45.385 1.37E-08 50.47 1523300

46106 TVLDKPSTHIGR Unmodified _TVLDKPSTHIGR_ B4FT80_MAIZE 4 331.68994 1322.7306 1.1453 -0.31783 0.83083 46.017 46.017 7.21E-01 17.74 512450

46107 TVLDKPSTHIGR Unmodified _TVLDKPSTHIGR_ B4FT80_MAIZE 3 441.91749 1322.7306 -0.11267 0.11763 0.006823 46.016 46.016 4.08E-01 20.56 238090

46108 TVLEAPR Unmodified _TVLEAPR_ B6ST71_MAIZE 2 393.22943 784.4443 0.42095 -0.60765 -0.20166 42.28 42.28 1.86E-01 22.54 384720

46109 TVLIANNVSLLNK Unmodified _TVLIANNVSLLNK_ MCM31_MAIZE 2 699.91938 1397.8242 0.7288 0.12084 0.83066 79.551 79.551 9.54E-02 7.45 209840

46110 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.81438 0.21431 1.0094 105.92 105.92 2.50E-15 67.07 1412700

46111 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.79557 0.024194 0.80105 106.79 106.79 1.00E-11 65.77 1437600

46112 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.77794 -0.13309 0.62709 106.63 106.63 2.50E-15 82.41 1822500

46113 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.77248 -0.078773 0.67522 107.48 107.48 1.47E-03 44.06 2043200

46114 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.76711 -0.41071 0.33866 106.62 106.62 1.00E-11 75.52 3717600

46115 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.76987 -0.11196 0.63945 107.51 107.51 2.50E-15 76.11 4092000

46116 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.74683 -0.17131 0.55738 106.68 106.68 2.50E-15 60.84 3408200

46117 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.75745 0.082624 0.82227 107.55 107.55 2.50E-15 86.6 3369300

46118 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.72273 -0.22516 0.48036 106.38 106.38 2.50E-15 82.28 4155100

46119 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.73935 0.012475 0.7341 107.35 107.35 1.56E-17 90.19 4278400

46120 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.71991 -0.43226 0.27019 106.82 106.82 1.56E-17 90.96 20404000

46121 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.7242 -0.28289 0.423 107.79 107.79 1.56E-17 91.15 18968000

46122 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.83699 0.9612 1.7787 106.31 106.31 2.50E-15 58.6 804170

46123 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.78726 0.28223 1.0511 107.15 107.15 4.68E-05 73.09 777110

46124 TVLIMELINNVAK Oxidation (M) _TVLIM(ox)ELINNVAK_ ATPBM_MAIZE 2 737.4209 1472.8273 0.82812 0.44674 1.2558 107.53 107.53 2.50E-15 72.77 223850

46125 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.73145 0.26915 0.97952 120.96 120.96 4.68E-05 46.88 9748500

46126 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.75651 0.22583 0.96141 121.42 121.42 1.56E-17 80.04 2050300

46127 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.74656 0.16428 0.88988 121.62 121.62 4.93E-21 93.54 3891800
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46128 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.7473 0.18467 0.90983 121.74 121.74 1.56E-17 89.99 1944800

46129 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.72599 0.25695 0.96177 121.36 121.36 9.54E-02 18.24 2834600

46130 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.70242 -0.20519 0.47593 122.24 122.24 4.93E-21 84.89 26665000

46131 TVLIMELINNVAK Unmodified _TVLIMELINNVAK_ ATPBM_MAIZE 2 729.42344 1456.8323 0.75825 0.33036 1.0671 121.3 121.3 2.50E-15 58.96 1282600

46132 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.43704 0.24229 0.67845 44.715 44.715 1.00E+00 8.14 6158700

46133 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.41484 -0.43309 -0.016994 46.915 46.915 4.46E-01 12.89 4953400

46134 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.32752 -0.39477 -0.064125 46.246 46.246 1.86E-01 17.51 14465000

46135 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.27696 0.11232 0.39069 46.808 46.808 4.46E-01 21.35 4972800

46136 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.40953 0.16787 0.57832 46.528 46.528 1.86E-01 41.6 6360700

46137 TVLLDTK Unmodified _TVLLDTK_ B6T0A9_MAIZE 2 395.23946 788.46437 0.19081 0.1221 0.31274 48.169 48.169 8.04E-02 36.98 1869500

46138 TVLLGNLPR Unmodified _TVLLGNLPR_ A7YF68_MAIZE 2 491.80583 981.59712 -0.13026 0.20386 0.064281 72.138 72.138 1.01E-02 37.92 183940

46139 TVLSQLMDR Oxidation (M) _TVLSQLM(ox)DR_ B6U2K5_MAIZE 2 539.7817 1077.5488 0.084042 -0.20722 -0.12485 64.885 64.885 1.12E-01 34.67 368790

46140 TVLSQLMDR Oxidation (M) _TVLSQLM(ox)DR_ B6U2K5_MAIZE 2 539.7817 1077.5488 -0.67097 63.608 63.608 4.81E-01 2.14

46141 TVLSRPTPGTAQCFGR Unmodified _TVLSRPTPGTAQCFGR_ B6TG61_MAIZE 3 583.30179 1746.8835 0.0044263 -1.5933 -1.5703 58.135 58.135 4.32E-02 17.81 702530

46142 TVLVTGAGGR Unmodified _TVLVTGAGGR_ B4FH62_MAIZE 2 465.77199 929.52943 -0.031794 -0.2536 -0.26554 39.319 39.319 1.25E-02 28.29 451580

46143 TVLVYFSAK Unmodified _TVLVYFSAK_ B4FLB0_MAIZE 2 514.29477 1026.575 -0.039018 0.18189 0.14168 74.796 74.796 1.12E-01 18.42 756310

46144 TVMRPPQVLR Oxidation (M) _TVM(ox)RPPQVLR_ B4FGR6_MAIZE 3 404.9009 1211.6809 0.28271 -0.23615 0.046212 44.986 44.986 5.86E-01 5.15 4185900

46145 TVMRPPQVLR Unmodified _TVMRPPQVLR_ B4FGR6_MAIZE 3 399.56926 1195.6859 0.3406 0.48797 0.82327 55.204 55.204 1.00E+00 1.28 2172500

46146 TVNRPYGGVLSGTAVR Unmodified _TVNRPYGGVLSGTAVR_ B4FGQ6_MAIZE 2 823.95228 1645.89 1.0059 -0.097607 0.91511 55.732 55.732 1.48E-07 35.16 1704600

46147 TVNRPYGGVLSGTAVR Unmodified _TVNRPYGGVLSGTAVR_ B4FGQ6_MAIZE 3 549.63728 1645.89 0.04025 -0.070874 -0.023792 55.738 55.738 2.60E-01 33.37 5776800

46148 TVNRPYGGVLSGTAVR Unmodified _TVNRPYGGVLSGTAVR_ B4FGQ6_MAIZE 3 549.63728 1645.89 -0.05403 -0.18432 -0.23128 60.121 60.121 2.60E-01 21.19 2531600

46149 TVNRPYGGVLSGTAVR Unmodified _TVNRPYGGVLSGTAVR_ B4FGQ6_MAIZE 2 823.95228 1645.89 0.96103 0.11217 1.0807 60.116 60.116 1.02E-04 42.9 255640

46150 TVPAAVPAVVFLSGGQSEEEATLNLNAMNK Oxidation (M) _TVPAAVPAVVFLSGGQSEEEATLNLNAM(ox)NK_ B4FWP0_MAIZE 3 1025.1885 3072.5438 1.2048 -0.28103 0.91739 112.66 112.66 1.32E-01 12.76 429460

46151 TVPAAVPAVVFLSGGQSEEEATLNLNAMNK Oxidation (M) _TVPAAVPAVVFLSGGQSEEEATLNLNAM(ox)NK_ B4FWP0_MAIZE 4 769.14322 3072.5438 0.90577 -0.36015 0.53928 137 137 7.47E-01 2.52 988730

46152 TVPAAVPAVVFLSGGQSEEEATLNLNAMNK Oxidation (M) _TVPAAVPAVVFLSGGQSEEEATLNLNAM(ox)NK_ B4FWP0_MAIZE 3 1025.1885 3072.5438 1.2457 -0.095219 1.1445 137.04 137.04 7.47E-01 1.88 749300

46153 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.1601 0.05117 1.2136 99.391 99.391 1.55E-58 119.6 4066100

46154 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.88857 0.086604 0.97725 99.345 99.345 1.96E-03 21.95 3118200

46155 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.2317 -0.039103 1.1951 99.947 99.947 6.29E-70 115.4 3144100

46156 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.87646 -0.12942 0.74948 99.963 99.963 5.15E-06 29.99 2779000

46157 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.123 0.10722 1.2321 99.969 99.969 1.55E-58 109.53 3600700

46158 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.86346 -0.054388 0.81064 99.934 99.934 1.61E-06 46.3 4350500

46159 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.111 0.16849 1.2819 99.843 99.843 8.40E-52 119.61 3667900

46160 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.85286 0.067806 0.92221 99.852 99.852 1.82E-07 43.65 4214400

46161 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.89165 -0.18194 0.71159 99.527 99.527 1.96E-03 21.74 2483700
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46162 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.2387 -0.10588 1.1356 99.543 99.543 3.53E-41 122.96 1765700

46163 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.1837 0.12876 1.3147 100.01 100.01 8.40E-52 99.02 2653500

46164 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.89882 0.38025 1.2805 99.911 99.911 7.34E-03 8.48 2382900

46165 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.1601 -0.013749 1.1488 99.633 99.633 1.55E-58 102.99 20209000

46166 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.85537 -0.039244 0.81883 99.581 99.581 1.82E-07 51.81 12591000

46167 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.1032 -0.81457 0.29163 99.985 99.985 2.53E-26 111.69 900330

46168 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 3 772.40077 2314.1805 0.78602 -2.5482 -1.7572 100.1 100.1 6.92E-02 3.93 742620

46169 TVPAAVPAVVFLSGGQSEEEATR Unmodified _TVPAAVPAVVFLSGGQSEEEATR_ B4FAL9_MAIZE 2 1158.0975 2314.1805 1.1452 0.32631 1.4734 101.24 101.24 1.54E-06 60.33 144920

46170 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 2 893.00451 1783.9945 1.1374 -0.011262 1.1217 91.148 91.148 1.43E-21 89.11 1366900

46171 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.24547 0.52686 0.76686 91.149 91.149 5.01E-03 18.79 6920800

46172 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 4 447.00589 1783.9945 0.029379 -0.16709 -0.14258 91.181 91.181 2.56E-01 4.19 6370500

46173 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.18884 0.085925 0.2703 128.64 128.64 1.75E-02 26.44 52849

46174 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.18743 0.083319 0.26602 92.489 92.489 1.01E-03 39.74 2453600

46175 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 2 893.00451 1783.9945 1.084 -0.22386 0.85594 92.472 92.472 1.43E-21 74.21 423050

46176 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 4 447.00589 1783.9945 -0.1062 0.036233 -0.074452 92.502 92.502 1.19E-01 5.8 1899600

46177 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.24642 0.015081 0.25671 92.451 92.451 1.01E-03 18.45 2122800

46178 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 2 893.00451 1783.9945 1.1155 -0.28144 0.83042 92.435 92.435 1.51E-07 52.09 286620

46179 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.22974 0.17038 0.39581 92.613 92.613 1.09E-02 11.83 2411100

46180 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 2 893.00451 1783.9945 1.1128 -0.41034 0.69834 92.617 92.617 1.43E-21 73.31 380170

46181 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.23904 0.18072 0.41615 93.046 93.046 2.56E-01 12.89 1202400

46182 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.2416 0.17902 0.41617 92.451 92.451 1.19E-01 25.24 1753100

46183 TVPHLADAIHAAVTQLK Unmodified _TVPHLADAIHAAVTQLK_ B4FUH2_MAIZE 3 595.6721 1783.9945 0.18544 0.21797 0.39911 92.03 92.03 5.01E-03 20.12 1978700

46184 TVPLAIDQPQ Unmodified _TVPLAIDQPQ_ B4F8R3_MAIZE 2 541.29804 1080.5815 0.045357 -0.048417 -0.00070813 69.107 69.107 7.11E-01 8.3 495010

46185 TVPLIDSELYNR Unmodified _TVPLIDSELYNR_ B6TVI9_MAIZE 2 710.37755 1418.7405 0.74403 -0.19941 0.53021 81.335 81.335 1.00E+00 15.22 265380

46186 TVPLIDSELYNR Unmodified _TVPLIDSELYNR_ B6TVI9_MAIZE 2 710.37755 1418.7405 0.72559 -0.12186 0.58923 80.998 80.998 6.74E-02 26.34 448830

46187 TVPNVFINGK Unmodified _TVPNVFINGK_ B6THA1_MAIZE 2 544.80857 1087.6026 -0.16385 0.032381 -0.12587 66.074 66.074 2.81E-03 46.34 852810

46188 TVPQVFVHGK Unmodified _TVPQVFVHGK_ B6T828_MAIZE 2 556.31657 1110.6186 -0.13172 -0.039943 -0.14594 48.981 48.981 4.40E-02 24.29 1045200

46189 TVPQVFVHGK Unmodified _TVPQVFVHGK_ B6T828_MAIZE 3 371.21347 1110.6186 0.45673 -0.26954 0.21228 48.992 48.992 5.31E-01 15.41 1622300

46190 TVPQVFVHGK Unmodified _TVPQVFVHGK_ B6T828_MAIZE 2 556.31657 1110.6186 -0.036874 0.48229 0.46996 50.106 50.106 1.45E-01 22.06 111220

46191 TVQALLCR Unmodified _TVQALLCR_ MI25_MAIZE Q 2 480.76839 959.52223 -0.21225 -0.1159 -0.32627 58.206 58.206 1.90E-02 34.81 81512

46192 TVQALLCR Unmodified _TVQALLCR_ MI25_MAIZE Q 2 480.76839 959.52223 -0.13484 -0.22132 -0.35526 60.176 60.176 1.90E-02 42.35 150660

46193 TVSCADIVAFAAR Unmodified _TVSCADIVAFAAR_ B4FSW5_MAIZE 4 345.92896 1379.6867 1.2596 -0.34655 0.91893 32.006 32.006 1.00E+00 0.46 438460

46194 TVSCADIVAFAAR Unmodified _TVSCADIVAFAAR_ B4FSW5_MAIZE 2 690.85064 1379.6867 0.64237 0.12022 0.76636 82.827 82.827 4.68E-05 63.34 2646500

46195 TVSCADIVAFAAR Unmodified _TVSCADIVAFAAR_ B4FSW5_MAIZE 2 690.85064 1379.6867 0.58311 0.001115 0.58882 82.456 82.456 2.50E-15 115.25 2904000
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46196 TVSCADVLAFAAR Unmodified _TVSCADVLAFAAR_ B4FY83_MAIZE 2 690.85064 1379.6867 0.65657 -0.39381 0.26851 85.248 85.248 5.66E-01 21.03 236120

46197 TVSCADVLAFAAR Unmodified _TVSCADVLAFAAR_ B4FY83_MAIZE 2 690.85064 1379.6867 0.64293 0.001475 0.64944 84.902 84.902 2.65E-01 10.63 834830

46198 TVSCADVLAFAAR Unmodified _TVSCADVLAFAAR_ B4FY83_MAIZE 2 690.85064 1379.6867 0.5741 -0.019782 0.55947 84.634 84.634 1.00E-11 69.07 3648600

46199 TVSCADVLAFAAR Unmodified _TVSCADVLAFAAR_ B4FY83_MAIZE 2 690.85064 1379.6867 0.61787 -0.18854 0.43455 85.101 85.101 2.65E-01 18.56 3904600

46200 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.55488 -0.42538 0.13838 87.292 87.292 7.64E-09 56.74 4147500

46201 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.58006 0.024077 0.61323 88.08 88.08 2.00E-19 67.3 1708400

46202 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.57098 -0.024787 0.55516 88.21 88.21 2.00E-19 65.33 2982200

46203 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.58515 -0.07691 0.51739 87.914 87.914 2.96E-06 57.94 1847300

46204 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.54371 -0.11665 0.4358 87.532 87.532 2.00E-19 69.27 2748700

46205 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.51828 -0.17918 0.34813 88.08 88.08 2.00E-19 78.35 27930000

46206 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 3 456.94142 1367.8024 0.039869 -0.23986 -0.1909 88.09 88.09 1.00E+00 9.09 359320

46207 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.62358 -0.13708 0.49505 87.785 87.785 1.49E-02 39.2 296830

46208 TVSGVAGPLVILDK Unmodified _TVSGVAGPLVILDK_ B6T9C0_MAIZE 2 684.90848 1367.8024 0.57683 -0.43445 0.15262 89.454 89.454 1.29E-01 23.28 159490

46209 TVSLDAEK Unmodified _TVSLDAEK_ B4FZU9_MAIZE 2 431.72946 861.44436 0.14275 0.53589 0.66525 36.405 36.405 1.00E+00 0.15 9402.1

46210 TVSLDAEK Unmodified _TVSLDAEK_ B4FZU9_MAIZE 2 431.72946 861.44436 0.13311 0.4437 0.56193 38.136 38.136 7.88E-01 16.34 622230

46211 TVSLDAEK Unmodified _TVSLDAEK_ B4FZU9_MAIZE 2 431.72946 861.44436 0.074173 0.42517 0.48321 39.047 39.047 3.77E-01 22.16 4265100

46212 TVSSLLCLLQGSSTFPSPK Unmodified _TVSSLLCLLQGSSTFPSPK_ B4FYH1_MAIZE 2 1011.5324 2021.0503 1.204 -0.33224 0.8799 117.31 117.31 2.65E-01 6.4 63984

46213 TVSSLLCLLQGSSTFPSPK Unmodified _TVSSLLCLLQGSSTFPSPK_ B4FYH1_MAIZE 2 1011.5324 2021.0503 1.3085 -0.40258 0.91444 117.16 117.16 5.13E-03 47.92 166150

46214 TVSSLLCLLQGSSTFPSPK Unmodified _TVSSLLCLLQGSSTFPSPK_ B4FYH1_MAIZE 2 1011.5324 2021.0503 1.2089 -0.027009 1.1896 117.9 117.9 5.48E-24 59.15 1070800

46215 TVSSLVFFPQSSPR Unmodified _TVSSLVFFPQSSPR_ B6UDC2_MAIZE 2 776.41192 1550.8093 0.8952 -0.11593 0.79076 87.364 87.364 7.64E-09 73.6 1901400

46216 TVSSLVFFPQSSPR Unmodified _TVSSLVFFPQSSPR_ B6UDC2_MAIZE 2 776.41192 1550.8093 0.87039 -0.26717 0.61527 88.12 88.12 2.00E-19 62.37 880440

46217 TVSSLVFFPQSSPR Unmodified _TVSSLVFFPQSSPR_ B6UDC2_MAIZE 2 776.41192 1550.8093 0.89368 -0.06631 0.83866 87.648 87.648 1.95E-13 55.78 1310900

46218 TVSTSYASQDGDNSWK Unmodified _TVSTSYASQDGDNSWK_ Q41759_MAIZE 2 873.38429 1744.754 1.1138 0.092251 1.2094 55.76 55.76 4.21E-20 103.56 644430

46219 TVTAYGEYTYAELER Unmodified _TVTAYGEYTYAELER_ B4FBC2_MAIZE 2 883.4176 1764.8206 1.167 0.27415 1.4252 79.072 79.072 2.05E-04 49.63 659460

46220 TVTAYGEYTYAELEREPYWPSEK Unmodified _TVTAYGEYTYAELEREPYWPSEK_ B4FBC2_MAIZE 3 928.10094 2781.281 1.1327 -0.27306 0.84326 96.532 96.532 3.81E-04 24.97 260650

46221 TVTAYGEYTYAELEREPYWPSEK Unmodified _TVTAYGEYTYAELEREPYWPSEK_ B4FBC2_MAIZE 3 928.10094 2781.281 1.1378 -0.1329 0.98831 96.663 96.663 6.92E-02 12.28 271080

46222 TVTAYGEYTYAELEREPYWPSEK Unmodified _TVTAYGEYTYAELEREPYWPSEK_ B4FBC2_MAIZE 3 928.10094 2781.281 1.1856 0.18745 1.3551 96.72 96.72 3.81E-04 34.4 261750

46223 TVTAYGEYTYAELEREPYWPSEK Unmodified _TVTAYGEYTYAELEREPYWPSEK_ B4FBC2_MAIZE 3 928.10094 2781.281 1.187 -0.24359 0.92656 96.929 96.929 6.00E-05 40.57 377820

46224 TVTEIGDDKK Unmodified _TVTEIGDDKK_ B6TI78_MAIZE 2 553.29041 1104.5663 0.17813 0.095489 0.27268 27.326 27.326 3.43E-01 47.23 28609

46225 TVTEIGDDKK Unmodified _TVTEIGDDKK_ B6TI78_MAIZE 2 553.29041 1104.5663 0.16466 -0.036604 0.12745 28.094 28.094 4.40E-02 22.16 28606

46226 TVTEIGDDKK Unmodified _TVTEIGDDKK_ B6TI78_MAIZE 2 553.29041 1104.5663 0.234 -0.087353 0.14659 27.419 27.419 1.00E+00 20.69 25431

46227 TVTEIGDDKK Unmodified _TVTEIGDDKK_ B6TI78_MAIZE 2 553.29041 1104.5663 0.13823 -0.12809 0.010205 27.847 27.847 4.40E-02 29.1 111670

46228 TVTEKDFLDAVNK Unmodified _TVTEKDFLDAVNK_ B4FQJ6_MAIZE 3 493.92783 1478.7617 -0.18063 -0.3832 -0.56387 73.879 73.879 3.64E-02 18.18 61765

46229 TVTEKDFLDAVNK Unmodified _TVTEKDFLDAVNK_ B4FQJ6_MAIZE 3 493.92783 1478.7617 -0.16239 0.066081 -0.098613 72.85 72.85 3.64E-02 11.01 259300
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46230 TVTEKDFLDAVNK Unmodified _TVTEKDFLDAVNK_ B4FQJ6_MAIZE 3 493.92783 1478.7617 0.0066488 -0.07418 -0.069502 73.135 73.135 1.02E-01 8.96 349320

46231 TVTEKDFLDAVNK Unmodified _TVTEKDFLDAVNK_ B4FQJ6_MAIZE 3 493.92783 1478.7617 -0.059464 -0.028514 -0.08885 73.527 73.527 1.41E-02 18.17 1848500

46232 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.20166 0.14951 0.36768 65.947 65.947 4.40E-02 50.86 1085200

46233 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.019487 0.20208 0.23771 66.58 66.58 1.45E-01 11.88 482590

46234 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.13037 0.21331 0.35926 66.172 66.172 1.45E-01 33.33 559430

46235 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.21993 0.081852 0.31729 67.464 67.464 1.62E-03 37.25 1118900

46236 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.24308 0.026587 0.28583 66.902 66.902 2.81E-03 35.31 862780

46237 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.18081 0.19654 0.39407 67.202 67.202 4.40E-02 30.49 897650

46238 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.16421 -0.11835 0.063317 67.532 67.532 2.81E-03 41.67 4406000

46239 TVTFDDLSDR Unmodified _TVTFDDLSDR_ B6TUB8_MAIZE 2 584.77767 1167.5408 0.11906 0.1072 0.24351 68.287 68.287 1.00E+00 0.98 253080

46240 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.055208 -0.018132 -0.065844 47.257 47.257 3.43E-01 22.11 2147400

46241 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.083866 -0.52197 -0.5972 48.807 48.807 3.43E-01 15.52 895870

46242 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.078247 0.024421 -0.04605 49.644 49.644 3.43E-01 14.5 913370

46243 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.097395 -1.6696 -1.7573 50.186 50.186 1.45E-01 28.43 915460

46244 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.18844 -0.11565 -0.29656 47.58 47.58 1.25E-02 25.07 12457000

46245 TVTINADGVK Unmodified _TVTINADGVK_ B4FNK1_MAIZE 2 509.28239 1016.5502 -0.19528 -0.53538 -0.72291 50.787 50.787 4.40E-02 25.37 8198300

46246 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.017862 -0.27168 -0.29095 37.129 37.129 1.00E+00 9.42 720220

46247 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.1639 0.18184 0.015382 37.184 37.184 1.45E-01 24.97 50948

46248 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.012707 -0.088509 -0.10366 39.03 39.03 2.81E-03 37.79 190970

46249 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 0.0017647 -0.15025 -0.15103 38.204 38.204 1.25E-02 31.9 198240

46250 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.072871 -0.31206 -0.38612 38.857 38.857 1.25E-02 36.43 579970

46251 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.042872 -0.063866 -0.10808 38.883 38.883 4.40E-02 40.86 830920

46252 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.12208 -0.10155 -0.22543 39.785 39.785 4.40E-02 27.47 1403600

46253 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.098862 -0.30437 -0.40379 36.958 36.958 4.40E-02 18.64 2337400

46254 TVTIQPAAGK Unmodified _TVTIQPAAGK_ B4FM15_MAIZE 2 493.28747 984.5604 -0.22182 -0.11798 -0.34109 40.439 40.439 2.81E-03 41.58 6115800

46255 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 0.0027662 0.059974 0.054184 35.66 35.66 3.39E-01 24.47 538640

46256 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.20059 0.033092 -0.17431 35.502 35.502 1.12E-01 21.12 143860

46257 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.013304 0.16295 0.14094 37.393 37.393 3.39E-01 24.24 242580

46258 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 0.004296 0.32253 0.31893 36.561 36.561 3.39E-01 13.28 296540

46259 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.059189 0.49048 0.4217 37.209 37.209 3.21E-03 39.2 556520

46260 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.03125 0.18709 0.14828 37.156 37.156 1.12E-01 15.12 1001400

46261 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.09451 -0.20049 -0.30308 38.077 38.077 3.32E-02 29.34 2480100

46262 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.068297 -0.12936 -0.20516 35.29 35.29 1.12E-01 21.68 2118100

46263 TVTIQPAAK Unmodified _TVTIQPAAK_ B4FYR2_MAIZE 2 464.77674 927.53893 -0.22799 -0.050976 -0.28607 38.695 38.695 3.32E-02 25.79 6286500
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46264 TVTLEHQPGATCWGVAYR Unmodified _TVTLEHQPGATCWGVAYR_ B4FRR0_MAIZE 3 682.66691 2044.9789 0.53864 0.38801 0.93634 73.19 73.19 2.39E-01 10.19 466200

46265 TVTLELGGK Unmodified _TVTLELGGK_ Q43274_MAIZE 2 459.26875 916.52295 -0.0075677 -0.10336 -0.11055 55.754 55.754 3.32E-02 17.93 2257800

46266 TVTLELGGK Unmodified _TVTLELGGK_ Q43274_MAIZE 2 459.26875 916.52295 -0.14843 -0.07543 -0.22324 56.186 56.186 1.01E-02 28.55 1249600

46267 TVTLELGGK Unmodified _TVTLELGGK_ Q43274_MAIZE 2 459.26875 916.52295 -0.012971 -0.26337 -0.2743 57.978 57.978 9.73E-03 31.8 2592900

46268 TVTLELGGK Unmodified _TVTLELGGK_ Q43274_MAIZE 2 459.26875 916.52295 -0.10681 -0.031804 -0.13727 57.859 57.859 3.32E-02 19.19 2394200

46269 TVTLELGGK Unmodified _TVTLELGGK_ Q43274_MAIZE 2 459.26875 916.52295 -0.094051 -0.22187 -0.31499 57.723 57.723 9.73E-03 49.4 18110000

46270 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.020524 -0.22931 -0.24991 55.718 55.718 1.00E+00 2.38 943850

46271 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.13975 -0.12148 -0.26125 56.36 56.36 5.88E-01 7.43 280760

46272 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.048081 -0.29779 -0.34602 57.959 57.959 9.36E-01 6.21 548960

46273 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.015724 -0.27702 -0.29212 57.292 57.292 1.00E+00 1.99 461590

46274 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.056798 -0.60972 -0.66557 57.731 57.731 1.00E+00 1.89 1008800

46275 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 3 482.59267 1444.7562 -0.12786 0.18842 0.059739 58.16 58.16 3.08E-01 10.71 4292600

46276 TVTLKPGEEWTGK Unmodified _TVTLKPGEEWTGK_ B6TBG6_MAIZE 2 723.38537 1444.7562 0.74514 -0.24556 0.49992 58.161 58.161 1.47E-03 49 923480

46277 TVTLQSELVGNASK Unmodified _TVTLQSELVGNASK_ B6T7L5_MAIZE 2 723.89356 1445.7726 0.75051 0.25873 1.0059 69.584 69.584 1.95E-13 111.38 290200

46278 TVTMNSLGK Oxidation (M) _TVTM(ox)NSLGK_ B6T9H3_MAIZE 2 483.74987 965.48518 0.049579 -0.3878 -0.33642 30.235 30.235 1.00E+00 1.82 17161

46279 TVTMNSLGK Oxidation (M) _TVTM(ox)NSLGK_ B6T9H3_MAIZE 2 483.74987 965.48518 0.070095 -0.35258 -0.28045 30.896 30.896 1.00E+00 7.58 18771

46280 TVTMNSLGK Unmodified _TVTMNSLGK_ B6T9H3_MAIZE 2 475.75241 949.49027 -0.033119 0.17199 0.13504 46.251 46.251 1.12E-01 20.57 471200

46281 TVTQVSTFGSPR Unmodified _TVTQVSTFGSPR_ B4FJJ9_MAIZE 2 640.33568 1278.6568 0.37392 -0.1324 0.26518 55.144 55.144 7.72E-03 53.8 1645400

46282 TVTTDDKR Unmodified _TVTTDDKR_ B4FFP6_MAIZE 2 468.24326 934.47197 -0.095513 -0.50035 -0.5832 10.712 10.712 3.77E-01 25.55 9400.2

46283 TVTTNAATVSEYVSYLTK Unmodified _TVTTNAATVSEYVSYLTK_ Q41743_MAIZE 2 974.49912 1946.9837 1.2237 0.31859 1.542 101.35 101.35 8.94E-06 87.66 285960

46284 TVTTNAATVSEYVSYLTK Unmodified _TVTTNAATVSEYVSYLTK_ Q41743_MAIZE 2 974.49912 1946.9837 1.1398 0.08623 1.2253 101.98 101.98 8.94E-06 66.61 270990

46285 TVVAAVPAR Unmodified _TVVAAVPAR_ B6U0P5_MAIZE 2 442.27163 882.5287 0.045689 0.29914 0.34344 44.003 44.003 1.01E-02 31.7 1144200

46286 TVVENFYMTDAITR Oxidation (M) _TVVENFYM(ox)TDAITR_ B4F8V5_MAIZE 2 838.40344 1674.7923 1.0198 -0.12919 0.89417 76.982 76.982 3.48E-20 97.31 636640

46287 TVVENFYMTDAITR Unmodified _TVVENFYMTDAITR_ B4F8V5_MAIZE 2 830.40598 1658.7974 1.0393 -0.09587 0.9446 86.986 86.986 7.68E-22 73.62 380570

46288 TVVLFSLGTGGIR Unmodified _TVVLFSLGTGGIR_ B4FRF4_MAIZE 3 440.59424 1318.7609 0.13005 3.0469 3.1868 26.734 26.734 1.00E+00 5.15 147930

46289 TVVLFSLGTGGIR Unmodified _TVVLFSLGTGGIR_ B4FRF4_MAIZE 2 660.38772 1318.7609 0.48446 0.33714 0.83909 96.265 96.265 1.47E-03 64.61 149340

46290 TVVMIGDGATDLEAR Unmodified _TVVMIGDGATDLEAR_ B6SU38_MAIZE 2 774.39033 1546.7661 0.91751 -0.20982 0.71129 75.05 75.05 2.37E-16 105.06 249400

46291 TVVNNESSEIIR Unmodified _TVVNNESSEIIR_ B6T7B6_MAIZE 2 680.85698 1359.6994 0.54748 0.15429 0.68573 55.49 55.49 7.72E-03 69.2 3142300

46292 TVVQVQHNEGGVLVGQSTDGHQLCVK Unmodified _TVVQVQHNEGGVLVGQSTDGHQLCVK_ B6TNG4_MAIZE 4 698.10543 2788.3926 0.60385 -0.21789 0.40959 67.367 67.367 8.27E-03 26.07 123760

46293 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.82826 -0.22736 0.61105 77.768 77.768 1.65E-02 31.51 1258300

46294 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.80502 -0.24697 0.56825 78.393 78.393 7.29E-01 11.69 337250

46295 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.82341 -0.2435 0.58956 78.788 78.788 6.37E-03 34.11 549640

46296 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.83262 -0.14202 0.70065 78.423 78.423 1.65E-02 19.78 548810

46297 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.86497 -0.15481 0.72021 78.152 78.152 4.63E-02 20.03 309070
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46298 TVVSIPCGPSALAVK Unmodified _TVVSIPCGPSALAVK_ B6UE86_MAIZE 2 749.91852 1497.8225 0.80075 -0.31188 0.49829 78.492 78.492 2.05E-04 47.47 4676100

46299 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 0.93999 0.44473 1.3789 127.66 127.66 5.39E-04 42.51 4480300

46300 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 2 1208.1601 2414.3057 1.2064 0.50148 1.7023 127.66 127.66 5.68E-10 68.03 921440

46301 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 0.97849 0.3508 1.3238 129.14 129.14 2.15E-02 24.1 91175

46302 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 1.0065 0.29404 1.2944 129.89 129.89 5.39E-04 27.53 91939

46303 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 1.0626 0.39734 1.4545 130.18 130.18 3.84E-01 17.56 58393

46304 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 0.98925 -0.027354 0.95695 129.84 129.84 1.22E-04 50.06 777100

46305 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 1.0193 0.52314 1.5363 131.1 131.1 1.22E-04 56.88 1144400

46306 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 3 805.77584 2414.3057 0.83664 -0.097366 0.73432 130.44 130.44 1.93E-06 58.2 14416000

46307 TVVSQYGQQILDLLLAETQPAK Unmodified _TVVSQYGQQILDLLLAETQPAK_ B6TSQ9_MAIZE 2 1208.1601 2414.3057 1.0951 0.075355 1.1656 130.44 130.44 8.70E-13 83.04 1589300

46308 TVVTPLYNTPWL Unmodified _TVVTPLYNTPWL_ Q8S531_MAIZE 2 702.3821 1402.7497 0.6809 0.58904 1.2773 115.62 115.62 1.60E-02 20.39 174540

46309 TVVVAEEEATK Unmodified _TVVVAEEEATK_ B4FBC9_MAIZE 2 588.31134 1174.6081 0.23171 -1.0244 -0.79871 42.102 42.102 3.57E-04 27.74 2319700

46310 TVVVAEEEATK Unmodified _TVVVAEEEATK_ B4FBC9_MAIZE 2 588.31134 1174.6081 0.14685 0.052725 0.19178 41.598 41.598 6.35E-09 68.04 2032300

46311 TVVVAEEEATK Unmodified _TVVVAEEEATK_ B4FBC9_MAIZE 2 588.31134 1174.6081 0.2813 -1.0336 -0.75981 44.308 44.308 1.62E-12 59.08 2657300

46312 TVVVAEEEATK Unmodified _TVVVAEEEATK_ B4FBC9_MAIZE 2 588.31134 1174.6081 0.10204 -0.49397 -0.39984 43.531 43.531 6.35E-09 77.18 8518600

46313 TVVVAEEEATK Unmodified _TVVVAEEEATK_ B4FBC9_MAIZE 2 588.31134 1174.6081 0.18628 -0.45769 -0.27837 44.143 44.143 5.66E-08 55.92 754980

46314 TVVVSTAHGLK Unmodified _TVVVSTAHGLK_ B6THZ8_MAIZE 2 556.32713 1110.6397 0.10663 -0.020102 0.10177 38.752 38.752 1.67E-02 40.47 1113900

46315 TVVVSTAHGLK Unmodified _TVVVSTAHGLK_ B6THZ8_MAIZE 2 556.32713 1110.6397 0.038876 -0.18639 -0.13316 38.55 38.55 4.48E-03 39.63 253820

46316 TVVVSTAHGLK Unmodified _TVVVSTAHGLK_ B6THZ8_MAIZE 2 556.32713 1110.6397 0.1045 0.007075 0.12653 41.081 41.081 4.43E-05 52.92 424490

46317 TVVVSTAHGLK Unmodified _TVVVSTAHGLK_ B6THZ8_MAIZE 2 556.32713 1110.6397 0.067968 -0.057919 0.024482 40.95 40.95 4.48E-03 48.01 682810

46318 TVVVSTAHGLK Unmodified _TVVVSTAHGLK_ B6THZ8_MAIZE 2 556.32713 1110.6397 0.061941 -0.3077 -0.23067 40.666 40.666 3.57E-04 45.12 3928500

46319 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.4449 0.18007 0.62781 43.786 43.786 7.61E-14 72.99 4516100

46320 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.44314 -0.10553 0.34094 43.319 43.319 1.68E-09 67.2 3392400

46321 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.40857 -0.083206 0.32886 45.19 45.19 9.64E-17 104.16 13315000

46322 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.43336 0.10544 0.54241 46.043 46.043 7.61E-14 87.98 1565000

46323 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.45917 0.13704 0.5997 45.862 45.862 2.05E-12 83.89 2466800

46324 TVVVTEEETATK Unmodified _TVVVTEEETATK_ B6TVE3_MAIZE 2 653.84046 1305.6664 0.41927 0.15476 0.57746 46.824 46.824 1.11E-04 45.62 3066400

46325 TVVYSQFLESYK Unmodified _TVVYSQFLESYK_ B4FVL1_MAIZE 2 732.37447 1462.7344 0.78386 0.098652 0.87712 84.693 84.693 1.68E-09 64.87 931620

46326 TVVYSQFLESYK Unmodified _TVVYSQFLESYK_ B4FVL1_MAIZE 2 732.37447 1462.7344 0.74654 0.43462 1.176 85.373 85.373 1.68E-09 59.06 388500

46327 TVVYSQFLESYK Unmodified _TVVYSQFLESYK_ B4FVL1_MAIZE 2 732.37447 1462.7344 0.80899 0.69569 1.4991 85.678 85.678 1.68E-09 75.64 289450

46328 TVYLVNPSGGGGFDER Unmodified _TVYLVNPSGGGGFDER_ B6TD26_MAIZE 2 834.40483 1666.7951 1.0319 -0.34749 0.69741 74.582 74.582 1.82E-38 94.76 403880

46329 TVYPMDQLSTDGVVFHR Oxidation (M) _TVYPM(ox)DQLSTDGVVFHR_ B6SU00_MAIZE 3 660.98765 1979.9411 0.46906 -0.49421 -0.0072618 75.479 75.479 1.00E+00 5.76 58899

46330 TVYPMDQLSTDGVVFHR Oxidation (M) _TVYPM(ox)DQLSTDGVVFHR_ B6SU00_MAIZE 3 660.98765 1979.9411 0.42236 -0.32979 0.11095 74.188 74.188 1.19E-02 21.14 3650700

46331 TVYPMDQLSTDGVVFHR Oxidation (M) _TVYPM(ox)DQLSTDGVVFHR_ B6SU00_MAIZE 3 660.98765 1979.9411 0.41513 -0.093415 0.33883 74.938 74.938 2.75E-01 15.49 3984200
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46332 TVYPMDQLSTDGVVFHR Unmodified _TVYPMDQLSTDGVVFHR_ B6SU00_MAIZE 3 655.65601 1963.9462 0.42176 -0.046849 0.38962 86.84 86.84 2.01E-02 19.53 1526600

46333 TWANDTFGSEK Unmodified _TWANDTFGSEK_ Q41743_MAIZE 2 628.28312 1254.5517 0.39436 -0.059442 0.33539 59.059 59.059 3.60E-06 49.51 808440

46334 TWANDTFGSEK Unmodified _TWANDTFGSEK_ Q41743_MAIZE 2 628.28312 1254.5517 0.35478 0.11946 0.47385 59.461 59.461 4.48E-03 35.9 339040

46335 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 3 383.51722 1147.5298 0.62039 -0.021008 0.60518 52.126 52.126 9.63E-01 3.73 1632400

46336 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 2 574.77219 1147.5298 0.19451 0.12104 0.3214 52.117 52.117 3.21E-03 36.7 1090000

46337 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 3 383.51722 1147.5298 0.46143 0.19047 0.65756 52.704 52.704 8.40E-02 12.01 433520

46338 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 2 574.77219 1147.5298 0.026804 -0.70798 -0.67314 52.694 52.694 9.73E-03 28.54 257530

46339 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 3 383.51722 1147.5298 0.55606 0.001406 0.56378 54.652 54.652 9.63E-01 6.24 1066500

46340 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 2 574.77219 1147.5298 0.11865 -0.090966 0.033319 54.661 54.661 9.73E-03 39.52 900210

46341 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 2 574.77219 1147.5298 0.10546 0.12258 0.23345 54.593 54.593 3.21E-03 45.46 1792100

46342 TWESFHDVK Unmodified _TWESFHDVK_ B6U124_MAIZE 3 383.51722 1147.5298 0.44685 0.1252 0.57787 54.59 54.59 2.35E-01 5.31 3020400

46343 TWFNQPAR Unmodified _TWFNQPAR_ B6T5F2_MAIZE 2 510.25651 1018.4985 -0.027569 -0.15451 -0.18694 57.469 57.469 5.06E-02 19.46 3275100

46344 TWFNQPAR Unmodified _TWFNQPAR_ B6T5F2_MAIZE 2 510.25651 1018.4985 -0.067782 -0.070762 -0.14344 59.345 59.345 7.88E-01 10.65 30463

46345 TWFNQPAR Unmodified _TWFNQPAR_ B6T5F2_MAIZE 2 510.25651 1018.4985 -0.14434 -0.49923 -0.64779 58.087 58.087 7.88E-01 3.35 475930

46346 TWFNQPAR Unmodified _TWFNQPAR_ B6T5F2_MAIZE 2 510.25651 1018.4985 -0.013533 0.21684 0.19758 59.541 59.541 1.65E-01 21.52 741190

46347 TWFNQPAR Unmodified _TWFNQPAR_ B6T5F2_MAIZE 2 510.25651 1018.4985 -0.11767 0.17446 0.052052 58.106 58.106 1.90E-02 33.6 6513500

46348 TWPEDIIPLQPVGR Unmodified _TWPEDIIPLQPVGR_ B6UHU1_MAIZE 2 810.94085 1619.8671 1.0318 -0.12131 0.90963 106.32 106.32 3.56E-04 38.47 231250

46349 TWPEDIIPLQPVGR Unmodified _TWPEDIIPLQPVGR_ B6UHU1_MAIZE 2 810.94085 1619.8671 0.99367 0.26489 1.2575 107.1 107.1 2.25E-03 29.94 188850

46350 TWPEDIIPLQPVGR Unmodified _TWPEDIIPLQPVGR_ B6UHU1_MAIZE 2 810.94085 1619.8671 1.01 0.044408 1.0539 106.86 106.86 2.25E-03 27.28 170880

46351 TWPEDIIPLQPVGR Unmodified _TWPEDIIPLQPVGR_ B6UHU1_MAIZE 2 810.94085 1619.8671 1.0656 0.25265 1.3178 106.37 106.37 7.68E-22 38.95 245350

46352 TWPEDIIPLQPVGR Unmodified _TWPEDIIPLQPVGR_ B6UHU1_MAIZE 2 810.94085 1619.8671 1.001 0.19519 1.1951 107.23 107.23 2.00E-19 66.06 1188400

46353 TWPWEDGTNSLAMAK Oxidation (M) _TWPWEDGTNSLAM(ox)AK_ B4FHJ2_MAIZE 2 861.89324 1721.7719 1.1162 -0.006759 1.1031 90.693 90.693 3.13E-13 38.84 427960

46354 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 0.01563 -0.28692 -0.28587 41.584 41.584 3.76E-01 4.58 5353500

46355 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 2 807.40516 1612.7958 0.99665 0.15207 1.1342 41.575 41.575 2.96E-06 57.79 700530

46356 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 -0.062751 -0.1213 -0.19711 41.18 41.18 3.76E-01 8.91 1171000

46357 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 2 807.40516 1612.7958 0.98049 0.16764 1.1336 41.178 41.178 6.31E-03 38.69 106760

46358 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 0.025878 -0.25561 -0.24369 43.873 43.873 1.59E-01 12.16 1502800

46359 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 0.022025 -0.40228 -0.39412 43.075 43.075 3.76E-01 9.1 2359300

46360 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 -0.017493 -0.26046 -0.29203 43.947 43.947 1.98E-02 15.4 1633100

46361 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 0.020965 -0.34375 -0.33611 43.634 43.634 5.17E-02 13.29 2086200

46362 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 3 538.60587 1612.7958 -0.087146 -0.091206 -0.19224 44.579 44.579 3.76E-01 8.31 20399000

46363 TWQGRPENVEAAQK Unmodified _TWQGRPENVEAAQK_ B6UE86_MAIZE 2 807.40516 1612.7958 0.95842 0.096047 1.0398 44.577 44.577 2.96E-06 67.95 3056000

46364 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.0586 0.020846 1.0776 100.78 100.78 7.01E-11 68.93 2818100

46365 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.0476 0.091073 1.1361 101.39 101.39 7.01E-11 51.25 673800
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46366 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.0538 0.065988 1.118 101.33 101.33 1.12E-07 52.13 761260

46367 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.0904 -0.12313 0.96583 101.53 101.53 7.01E-11 85.1 457250

46368 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.1276 0.68624 1.8107 101.04 101.04 2.37E-16 75.93 606140

46369 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 0.94866 -0.22823 0.7184 101.59 101.59 7.01E-11 78.36 9532000

46370 TWQVPETLPEEVLGK Unmodified _TWQVPETLPEEVLGK_ B4FWD0_MAIZE 2 863.45653 1724.8985 1.0023 -0.17033 0.83098 102.77 102.77 2.37E-16 78.51 5362600

46371 TYACSETVK Unmodified _TYACSETVK_ B6SVJ5_MAIZE 2 529.74478 1057.475 -0.008246 -0.47227 -0.48067 39.989 39.989 1.12E-01 18 770790

46372 TYCAEIAHNVSTK Unmodified _TYCAEIAHNVSTK_ B6T872_MAIZE 3 498.57328 1492.698 -0.045696 -0.003825 -0.05791 48.009 48.009 7.68E-03 35.39 3604400

46373 TYCAEIAHNVSTK Unmodified _TYCAEIAHNVSTK_ B6T872_MAIZE 2 747.35629 1492.698 0.82345 -0.17131 0.64511 47.998 47.998 2.50E-15 60.05 2898800

46374 TYCAEIAHNVSTK Unmodified _TYCAEIAHNVSTK_ B6T872_MAIZE 3 498.57328 1492.698 -0.19872 -0.044425 -0.24918 52.015 52.015 3.27E-03 39.28 1914100

46375 TYCAEIAHNVSTK Unmodified _TYCAEIAHNVSTK_ B6T872_MAIZE 2 747.35629 1492.698 0.75967 0.00046 0.75356 52.012 52.012 1.09E-26 78.62 651500

46376 TYCAEIAHNVSTR Unmodified _TYCAEIAHNVSTR_ B4FFZ7_MAIZE 2 761.35936 1520.7042 0.87172 -0.15702 0.70951 50.313 50.313 2.61E-08 67.21 604050

46377 TYCAEIAHNVSTR Unmodified _TYCAEIAHNVSTR_ B4FFZ7_MAIZE 3 507.90867 1520.7042 -0.16692 0.10431 -0.068262 54.39 54.39 8.46E-03 29.09 547240

46378 TYCAEIAHNVSTR Unmodified _TYCAEIAHNVSTR_ B4FFZ7_MAIZE 2 761.35936 1520.7042 0.80236 0.14311 0.93992 54.392 54.392 2.61E-08 80.92 329560

46379 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 0.075085 0.38546 0.44833 61.428 61.428 1.86E-01 26.7 2699800

46380 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 -0.11866 0.51226 0.37997 62.008 62.008 4.46E-01 18.11 713730

46381 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 -0.0068457 0.24216 0.223 63.471 63.471 4.46E-01 16.36 2201700

46382 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 -0.0017654 0.062535 0.04902 62.88 62.88 4.46E-01 17.35 1812700

46383 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 -0.049624 0.36202 0.29935 63.314 63.314 4.46E-01 25.59 1416000

46384 TYDLNFK Unmodified _TYDLNFK_ ENO1_MAIZE 2 450.72672 899.43888 -0.06829 0.14373 0.063904 63.226 63.226 4.46E-01 23.56 22800000

46385 TYDVSITYDK Unmodified _TYDVSITYDK_ B6U6K9_MAIZE 2 602.79024 1203.5659 0.20546 0.31419 0.51812 63.245 63.245 1.62E-03 32.44 1295800

46386 TYEGALEMAR Oxidation (M) _TYEGALEM(ox)AR_ B4FTN5_MAIZE 2 578.76879 1155.523 0.12817 0.32535 0.42821 51.893 51.893 4.31E-05 45.23 1325000

46387 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 3 514.59508 1540.7634 0.038911 -0.41676 -0.3936 34.371 34.371 2.66E-01 12.76 133670

46388 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 3 514.59508 1540.7634 0.018601 -0.07118 -0.06872 36.318 36.318 5.38E-01 10.8 111020

46389 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 3 514.59508 1540.7634 0.046674 -0.76668 -0.73362 35.429 35.429 1.00E+00 11.52 107760

46390 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 4 386.19813 1540.7634 0.5923 -0.0793 0.49599 35.906 35.906 3.64E-02 8.7 832230

46391 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 3 514.59508 1540.7634 0.015883 -0.19418 -0.19449 35.91 35.91 3.64E-02 23.37 756700

46392 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 2 771.38898 1540.7634 0.97767 0.1907 1.1531 35.909 35.909 3.13E-02 18.32 167540

46393 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 4 386.19813 1540.7634 0.54159 -0.51623 0.0099638 36.757 36.757 5.38E-01 4.01 1993500

46394 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 3 514.59508 1540.7634 -0.11603 -0.12097 -0.25171 36.753 36.753 1.02E-01 22.34 1993800

46395 TYEQIHSHSQALK Unmodified _TYEQIHSHSQALK_ Q9M585_MAIZE 2 771.38898 1540.7634 0.85096 -0.58243 0.25442 36.746 36.746 2.61E-08 38.01 115580

46396 TYFALPR Unmodified _TYFALPR_ B6THW0_MAIZE 2 434.2398 866.46504 0.050909 0.35242 0.38824 69 69 1.86E-01 14.64 603310

46397 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0304 0.26277 1.2923 111.94 111.94 2.00E-19 52.64 3287000

46398 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0237 0.13253 1.1551 112.56 112.56 2.96E-06 48.76 579760

46399 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0381 0.096147 1.134 112.64 112.64 2.00E-19 58.48 692190
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46400 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0348 -0.31911 0.71619 112.65 112.65 2.00E-19 51.85 643200

46401 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0858 0.003384 1.0886 112.82 112.82 2.96E-06 31.47 540270

46402 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 1.0527 0.38343 1.4349 112.2 112.2 3.40E-25 63.97 1297100

46403 TYGFLTPEFWAETK Unmodified _TYGFLTPEFWAETK_ B6TNR8_MAIZE 2 845.41159 1688.8086 0.98298 0.022909 1.0054 113.47 113.47 2.00E-19 64.93 2145200

46404 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.053 0.09406 1.1534 109 109 7.64E-09 47.67 4527100

46405 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.047 0.20641 1.2593 109.67 109.67 3.56E-04 33.96 593740

46406 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.044 0.26358 1.3136 109.74 109.74 2.96E-06 38.19 733360

46407 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.0481 -0.15809 0.89652 109.76 109.76 2.00E-19 56 795260

46408 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.1466 0.45497 1.6067 109.46 109.46 2.00E-19 56.63 650960

46409 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.0983 0.294 1.3983 109.85 109.85 2.25E-03 43.13 603830

46410 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.0752 -0.17557 0.90605 109.25 109.25 6.77E-01 19.94 827250

46411 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 0.98595 0.002709 0.99488 110.31 110.31 7.68E-22 72.39 3073800

46412 TYGFLTPEFWSQTK Unmodified _TYGFLTPEFWSQTK_ B6TFA7_MAIZE 2 852.91704 1703.8195 1.0763 1.1949 2.2764 112.39 112.39 3.51E-02 16.01 39004

46413 TYGLGPYSTSIK Unmodified _TYGLGPYSTSIK_ B4FQJ6_MAIZE 2 643.83499 1285.6554 0.40299 -0.072549 0.32421 67.935 67.935 7.72E-03 17.97 525640

46414 TYGLGPYSTSIK Unmodified _TYGLGPYSTSIK_ B4FQJ6_MAIZE 2 643.83499 1285.6554 0.39797 -0.58321 -0.19001 68.855 68.855 6.74E-02 17.87 675650

46415 TYGLGPYSTSIK Unmodified _TYGLGPYSTSIK_ B4FQJ6_MAIZE 2 643.83499 1285.6554 0.45853 -0.6018 -0.14781 68.358 68.358 6.74E-02 15.35 629130

46416 TYGLGPYSTSIK Unmodified _TYGLGPYSTSIK_ B4FQJ6_MAIZE 2 643.83499 1285.6554 0.42306 -0.61578 -0.19693 68.671 68.671 7.72E-03 18.73 3787300

46417 TYGPTYYICR Unmodified _TYGPTYYICR_ B6TXX8_MAIZE 2 647.30025 1292.586 0.42529 0.12063 0.5457 67.955 67.955 1.25E-02 31.33 825150

46418 TYHMIDEDEPILEK Oxidation (M) _TYHM(ox)IDEDEPILEK_ Q8L8G5_MAIZE 3 583.60643 1747.7975 0.16583 -0.21601 -0.065558 60.952 60.952 2.65E-04 60.9 1869100

46419 TYHMIDEDEPILEK Oxidation (M) _TYHM(ox)IDEDEPILEK_ Q8L8G5_MAIZE 3 583.60643 1747.7975 0.18512 0.11011 0.27882 61.292 61.292 3.01E-06 43.32 2029400

46420 TYHMIDEDEPILEK Unmodified _TYHMIDEDEPILEK_ Q8L8G5_MAIZE 3 578.27479 1731.8026 0.14901 0.23627 0.3665 70.61 70.61 1.10E-02 27.34 3316100

46421 TYHMIDEDEPILEK Unmodified _TYHMIDEDEPILEK_ Q8L8G5_MAIZE 2 866.90855 1731.8026 1.1152 -0.059955 1.0371 70.603 70.603 2.00E-19 64.75 631820

46422 TYHMVDEDDPILEK Unmodified _TYHMVDEDDPILEK_ Q84UX6_MAIZE 3 568.93103 1703.7713 0.15061 -0.22895 -0.08642 67.785 67.785 2.26E-02 15.86 1026600

46423 TYIFADDGTTTIK Unmodified _TYIFADDGTTTIK_ Q94F79_MAIZE 2 723.36156 1444.7086 0.71359 -0.10783 0.61446 73.61 73.61 2.61E-08 42.61 1818300

46424 TYIFADDGTTTIK Unmodified _TYIFADDGTTTIK_ Q94F79_MAIZE 2 723.36156 1444.7086 0.63789 -0.50019 0.14647 72.9 72.9 1.56E-17 59.27 5971900

46425 TYLGAR Unmodified _TYLGAR_ B4F9G6_MAIZE 2 340.68994 679.36532 1.2946 -0.70149 0.5741 31.729 31.729 9.46E-01 18.23 70894

46426 TYLGAR Unmodified _TYLGAR_ B4F9G6_MAIZE 2 340.68994 679.36532 1.3113 -0.50316 0.79007 31.392 31.392 5.26E-01 21.53 37101

46427 TYLNISGEEPDAEVVENLLQSIEK Unmodified _TYLNISGEEPDAEVVENLLQSIEK_ B6TU35_MAIZE 2 1345.674 2689.3334 1.1737 -0.13648 1.0192 127.39 127.39 7.55E-04 23.47 156710

46428 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.38002 0.1059 0.46985 74.864 74.864 1.62E-03 54.29 914200

46429 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.38888 0.1285 0.50192 75.718 75.718 1.25E-02 25.93 451560

46430 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.39289 -0.58633 -0.20785 75.59 75.59 2.81E-03 33.79 413750

46431 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.40178 0.35185 0.73789 75.89 75.89 4.40E-05 53.76 1435800

46432 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.29065 0.083362 0.35866 75.782 75.782 4.40E-05 53.24 5271700

46433 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.15652 0.20119 0.34126 75.461 75.461 5.45E-09 73.7 42751000
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46434 TYLNTLQQLR Unmodified _TYLNTLQQLR_ B6TCR9_MAIZE 2 625.34859 1248.6826 0.30491 0.2869 0.57607 77.213 77.213 3.43E-01 24.42 544580

46435 TYLQALPYFDR Unmodified _TYLQALPYFDR_ Q6R9G1_MAIZE 2 693.85625 1385.698 0.097424 94.317 94.317 8.09E-02 34.76

46436 TYLQALPYFDR Unmodified _TYLQALPYFDR_ Q6R9G1_MAIZE 2 693.85625 1385.698 0.68698 0.44299 1.1188 94.012 94.012 4.48E-03 35.63 360420

46437 TYMPEMVEVLIDCVR Unmodified _TYMPEMVEVLIDCVR_ B4FSZ7_MAIZE 3 618.9648 1853.8726 0.42276 -0.37423 0.048999 123.84 123.84 2.34E-01 17.01 845290

46438 TYMPEMVEVLIDCVR Unmodified _TYMPEMVEVLIDCVR_ B4FSZ7_MAIZE 2 927.94356 1853.8726 1.2117 0.59658 1.8073 125.32 125.32 6.53E-30 65.24 411380

46439 TYNQPAFVYIPMAGELR Unmodified _TYNQPAFVYIPMAGELR_ Q41743_MAIZE 2 985.49566 1968.9768 1.2065 -0.72067 0.47463 103.97 103.97 2.72E-05 34.35 726450

46440 TYPAGFMDVISIPK Oxidation (M) _TYPAGFM(ox)DVISIPK_ B4FMI5_MAIZE 2 777.89726 1553.78 0.9091 -0.013318 0.89543 89.725 89.725 1.95E-13 57.54 1210400

46441 TYPAGFMDVISIPK Oxidation (M) _TYPAGFM(ox)DVISIPK_ B4FMI5_MAIZE 2 777.89726 1553.78 0.90501 -0.068811 0.83664 90.201 90.201 3.56E-04 40.75 696850

46442 TYPAGFMDVISIPK Oxidation (M) _TYPAGFM(ox)DVISIPK_ B4FMI5_MAIZE 2 777.89726 1553.78 0.95578 -0.1848 0.7712 90.338 90.338 3.56E-04 44.62 335510

46443 TYPAGFMDVISIPK Oxidation (M) _TYPAGFM(ox)DVISIPK_ B4FMI5_MAIZE 2 777.89726 1553.78 0.92973 -0.2074 0.72272 90.05 90.05 6.31E-03 27.58 323520

46444 TYPAGFMDVISIPK Unmodified _TYPAGFMDVISIPK_ B4FMI5_MAIZE 2 769.8998 1537.7851 0.86084 -0.15101 0.70757 102.89 102.89 7.68E-22 72.29 3940100

46445 TYPAGFMDVISIPK Unmodified _TYPAGFMDVISIPK_ B4FMI5_MAIZE 2 769.8998 1537.7851 0.84483 -0.11182 0.73107 103.54 103.54 2.25E-03 36.77 186930

46446 TYPAGFMDVISIPK Unmodified _TYPAGFMDVISIPK_ B4FMI5_MAIZE 2 769.8998 1537.7851 0.86878 0.2174 1.0831 103.8 103.8 1.95E-13 41.45 597580

46447 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 823.73818 2468.1927 0.97906 0.064623 1.034 124.06 124.06 1.19E-31 62.84 1743300

46448 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1235.1036 2468.1927 1.0467 -0.46208 0.5754 124.07 124.07 6.50E-45 139.75 2456500

46449 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1235.1036 2468.1927 1.2139 -1.3789 -0.17316 124.52 124.52 4.20E-18 117.33 231270

46450 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 823.73818 2468.1927 0.9219 -0.61355 0.29881 124.53 124.53 6.81E-02 12.62 234010

46451 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 823.73818 2468.1927 0.9162 -0.5492 0.35736 124.86 124.86 1.82E-12 46.9 377000

46452 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1235.1036 2468.1927 1.07 -1.0009 0.060069 124.87 124.87 5.68E-10 122.64 361700

46453 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 823.73818 2468.1927 1.1309 -0.14092 0.98096 125.31 125.31 5.95E-05 29.05 211720

46454 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1235.1036 2468.1927 1.285 -1.6797 -0.40252 125.32 125.32 3.65E-05 62.52 170790

46455 TYPEEMIQTGISTIDVMNSIAR Unmodified _TYPEEMIQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1235.1036 2468.1927 1.1713 -0.15706 1.0048 125.9 125.9 2.21E-30 141.7 1327200

46456 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEM(ox)IQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 829.06982 2484.1876 1.0044 -0.070997 0.92572 109.3 109.3 6.40E-03 18.32 154800

46457 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEMIQTGISTIDVM(ox)NSIAR_ B6T9C0_MAIZE 3 829.06982 2484.1876 1.0315 -0.046201 0.9768 109.39 109.39 2.65E-03 13.1 216800

46458 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEM(ox)IQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1243.1011 2484.1876 1.1609 -0.094507 1.0586 109.43 109.43 6.41E-05 72.04 203780

46459 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEM(ox)IQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 829.06982 2484.1876 1.063 -0.51544 0.5401 109.42 109.42 1.22E-04 24.02 152730

46460 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEMIQTGISTIDVM(ox)NSIAR_ B6T9C0_MAIZE 3 829.06982 2484.1876 1.1297 0.095892 1.2171 108.99 108.99 8.34E-03 12.73 192310

46461 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEM(ox)IQTGISTIDVMNSIAR_ B6T9C0_MAIZE 2 1243.1011 2484.1876 1.312 -0.13678 1.1678 109.03 109.03 6.41E-05 39.49 147500

46462 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEMIQTGISTIDVM(ox)NSIAR_ B6T9C0_MAIZE 2 1243.1011 2484.1876 1.1862 0.001864 1.1797 109.78 109.78 3.53E-19 63.78 928800

46463 TYPEEMIQTGISTIDVMNSIAR Oxidation (M) _TYPEEM(ox)IQTGISTIDVMNSIAR_ B6T9C0_MAIZE 3 829.06982 2484.1876 1.0487 0.033665 1.0738 109.77 109.77 1.93E-06 52.29 1032900

46464 TYPEEMIQTGISTIDVMNSIAR 2 Oxidation (M) _TYPEEM(ox)IQTGISTIDVM(ox)NSIAR_ B6T9C0_MAIZE 3 834.40146 2500.1825 1.0932 0.77711 1.8625 92.663 92.663 6.53E-05 48.22 618290

46465 TYPEEMIQTGISTIDVMNSIAR 2 Oxidation (M) _TYPEEM(ox)IQTGISTIDVM(ox)NSIAR_ B6T9C0_MAIZE 2 1251.0985 2500.1825 1.1983 -0.052429 1.1395 92.608 92.608 3.58E-15 71.89 538800

46466 TYPFVQEGLAK Unmodified _TYPFVQEGLAK_ B6UDA6_MAIZE 2 626.83225 1251.6499 0.31822 0.32197 0.63579 72.582 72.582 4.96E-02 25.18 403440

46467 TYPLTCSCFDR Unmodified _TYPLTCSCFDR_ B6TEW3_MAIZE 2 710.30521 1418.5959 0.42025 -1.1922 -0.75235 66.624 66.624 3.60E-06 51.1 12930000
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46468 TYPQQAGTIR Unmodified _TYPQQAGTIR_ B4FDE1_MAIZE 2 567.79874 1133.5829 0.10591 -0.004015 0.096231 40.685 40.685 1.25E-02 33.03 324800

46469 TYPQQAGTIR Unmodified _TYPQQAGTIR_ B4FDE1_MAIZE 2 567.79874 1133.5829 0.038925 -0.10696 -0.073155 44.085 44.085 4.40E-02 38.89 931780

46470 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.10271 -0.2403 -0.13383 35.429 35.429 1.62E-03 58.3 2363200

46471 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 -0.0027193 0.016348 0.017719 35.119 35.119 1.45E-01 25.64 97409

46472 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.027888 -0.19196 -0.16034 34.378 34.378 1.84E-04 36.33 662290

46473 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.11423 -0.24359 -0.12515 37.258 37.258 1.62E-03 34.23 1073200

46474 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.10784 -0.21252 -0.10015 36.416 36.416 1.25E-02 28.24 896610

46475 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.058554 -0.24262 -0.18087 37.135 37.135 1.62E-03 40.17 1413300

46476 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.093309 0.033914 0.131 37.134 37.134 1.62E-03 40 1824000

46477 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 0.012571 0.11774 0.13287 37.984 37.984 2.81E-03 40.06 4759000

46478 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 -0.035374 -0.28078 -0.31241 35.113 35.113 4.40E-05 56.71 8229700

46479 TYPQQAGTVR Unmodified _TYPQQAGTVR_ B6SIL7_MAIZE 2 560.79091 1119.5673 -0.060846 -0.41688 -0.47383 38.453 38.453 5.45E-09 64.11 21102000

46480 TYQGEQIEVVVHMPSLVTGDEPDHDR Oxidation (M) _TYQGEQIEVVVHM(ox)PSLVTGDEPDHDR_ B4FZA1_MAIZE 4 742.60018 2966.3716 0.77776 -0.016986 0.76955 76.804 76.804 8.38E-02 2.17 995740

46481 TYQGEQIEVVVHMPSLVTGDEPDHDR Unmodified _TYQGEQIEVVVHMPSLVTGDEPDHDR_ B4FZA1_MAIZE 4 738.60145 2950.3767 0.81698 0.036117 0.86029 93.531 93.531 1.09E-03 6.43 360670

46482 TYQNVITQSSFLIK Unmodified _TYQNVITQSSFLIK_ B6TIG8_MAIZE 2 821.44596 1640.8774 1.1995 -1.7873 -0.59085 88.754 88.754 2.96E-06 40.11 319840

46483 TYSFVDDGTTTIK Unmodified _TYSFVDDGTTTIK_ Q94F78_MAIZE 2 724.3512 1446.6878 0.71366 -0.22369 0.50785 69.714 69.714 1.00E-11 52 3008100

46484 TYSFVDDGTTTIK Unmodified _TYSFVDDGTTTIK_ Q94F78_MAIZE 2 724.3512 1446.6878 0.68196 -0.35003 0.35017 68.682 68.682 2.50E-15 69.21 3352400

46487 TYSNWPTFPQLYYK Unmodified _TYSNWPTFPQLYYK_ B4FSW8_MAIZE 2 904.43814 1806.8617 1.2309 0.31144 1.5349 101.92 101.92 2.96E-06 46.86 280520

46488 TYSNWPTFPQLYYK Unmodified _TYSNWPTFPQLYYK_ B4FSW8_MAIZE 2 904.43814 1806.8617 1.1366 0.43457 1.5632 102.45 102.45 1.95E-13 44.86 1049000

46489 TYSQFVSFPIYTWEEK Unmodified _TYSQFVSFPIYTWEEK_ B6UCZ5_MAIZE 2 1012.9856 2023.9567 1.2683 0.60863 1.8736 110.22 110.22 1.02E-04 45.12 492300

46490 TYSQFVSFPIYTWEEK Unmodified _TYSQFVSFPIYTWEEK_ B6UCZ5_MAIZE 2 1012.9856 2023.9567 1.2012 0.36881 1.5672 110.83 110.83 4.21E-20 54.18 410280

46491 TYSQFVSFPIYTWEEK Unmodified _TYSQFVSFPIYTWEEK_ B6UCZ5_MAIZE 2 1012.9856 2023.9567 1.2057 0.50659 1.7101 110.89 110.89 1.27E-09 68.09 422400

46492 TYSQFVSFPIYTWEEK Unmodified _TYSQFVSFPIYTWEEK_ B6UCZ5_MAIZE 2 1012.9856 2023.9567 1.1484 0.27808 1.4245 110.94 110.94 1.27E-09 52.32 1558000

46493 TYVDLSPGEFDSFK Unmodified _TYVDLSPGEFDSFK_ Q9LKL4_MAIZE 2 802.87758 1603.7406 0.9804 0.16272 1.1501 92.268 92.268 1.95E-13 72.74 1224900

46494 TYVDLSPGEFDSFK Unmodified _TYVDLSPGEFDSFK_ Q9LKL4_MAIZE 2 802.87758 1603.7406 0.95978 0.17287 1.1401 92.763 92.763 7.64E-09 37.99 377880

46495 TYVDLSPGEFDSFK Unmodified _TYVDLSPGEFDSFK_ Q9LKL4_MAIZE 2 802.87758 1603.7406 0.96595 0.1723 1.1444 92.938 92.938 7.64E-09 52.88 343910

46496 TYVDLSPGEFDSFK Unmodified _TYVDLSPGEFDSFK_ Q9LKL4_MAIZE 2 802.87758 1603.7406 0.95289 0.030094 0.99041 92.746 92.746 2.00E-19 56.42 755800

46497 TYVDLSPGEFDSFKDIMK Unmodified _TYVDLSPGEFDSFKDIMK_ Q9LKL4_MAIZE 3 698.00296 2090.9871 0.72537 0.26832 0.99337 103.76 103.76 9.13E-03 21.74 876480

46498 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.050784 0.57345 0.62682 43.095 43.095 4.40E-02 21.61 1857100

46499 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.086471 0.58989 0.67899 45.197 45.197 3.43E-01 12.39 604190

46500 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.082105 0.15977 0.24548 44.439 44.439 4.40E-02 23.17 829490

46501 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.0010349 0.22709 0.23191 45.281 45.281 4.40E-02 16.89 1270000

46502 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.091259 1.0976 1.191 45.064 45.064 7.11E-01 12.29 1383700

46503 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 0.0073187 0.45949 0.46972 46.079 46.079 1.62E-03 29.26 4034300
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46504 TYVSGDSITK Unmodified _TYVSGDSITK_ B6SLK4_MAIZE 2 535.77185 1069.5292 -0.12224 0.18815 0.069326 43.202 43.202 1.84E-04 42.56 34846000

46505 TYVSGDSITKDDIK Unmodified _TYVSGDSITKDDIK_ B6SLK4_MAIZE 3 514.59463 1540.7621 -0.17827 -0.28772 -0.46368 53.031 53.031 6.14E-02 29.37 17843000

46506 TYVSGDSITKDDIK Unmodified _TYVSGDSITKDDIK_ B6SLK4_MAIZE 2 771.38831 1540.7621 0.75297 -0.18842 0.56596 53.029 53.029 7.64E-09 57.61 9216200

46507 TYWGFTHFENPAQGAVGSW Unmodified _TYWGFTHFENPAQGAVGSW_ B4FN21_MAIZE 2 1077.987 2153.9595 1.2294 0.13237 1.3726 107.94 107.94 1.06E-14 62.96 774340

46508 TYWGFTHFENPAQGAVGSW Unmodified _TYWGFTHFENPAQGAVGSW_ B4FN21_MAIZE 2 1077.987 2153.9595 1.3782 0.08662 1.4762 108.61 108.61 4.53E-07 37.55 129490

46509 TYWGFTHFENPAQGAVGSW Unmodified _TYWGFTHFENPAQGAVGSW_ B4FN21_MAIZE 2 1077.987 2153.9595 1.1677 0.12459 1.3038 110.41 110.41 1.30E-03 55.65 429070

46510 VAAAAAPTPGESPR Unmodified _VAAAAAPTPGESPR_ B6TTY6_MAIZE 2 647.84113 1293.6677 0.51622 0.17621 0.67702 41.369 41.369 1.49E-02 23.91 271610

46511 VAAAADAPSSEESK Unmodified _VAAAADAPSSEESK_ B6TKR8_MAIZE 2 666.81752 1331.6205 0.45893 -0.12215 0.30953 33.046 33.046 2.96E-06 45.28 205370

46512 VAAAAPGAAPAK Unmodified _VAAAAPGAAPAK_ B4FNW7_MAIZE 2 497.78764 993.56073 0.039866 -0.62776 -0.61821 31.502 31.502 1.00E+00 1.84 10027

46513 VAAAAPGAAPAK Unmodified _VAAAAPGAAPAK_ B4FNW7_MAIZE 2 497.78764 993.56073 -0.069697 -0.27799 -0.37792 32.248 32.248 1.11E-04 37.43 64785

46514 VAAAEHISQFNEEAR Unmodified _VAAAEHISQFNEEAR_ Q94F77_MAIZE 3 557.94103 1670.8012 0.071247 0.55798 0.60493 53.477 53.477 4.82E-01 24.07 1785100

46515 VAAAMAQVEAIR Oxidation (M) _VAAAM(ox)AQVEAIR_ B6UEH7_MAIZE 2 623.33463 1244.6547 0.42004 0.17759 0.57341 50.673 50.673 2.16E-07 51.38 254720

46516 VAAAVFVDAAMPWVGK Oxidation (M) _VAAAVFVDAAM(ox)PWVGK_ B6U2I9_MAIZE 2 824.4318 1646.849 1.0109 -0.47527 0.54255 95.483 95.483 4.21E-20 59.79 467900

46517 VAACLLEK Unmodified _VAACLLEK_ B4FTF8_MAIZE 2 452.25204 902.48953 0.022903 -0.33375 -0.33 47.895 47.895 1.00E+00 10.54 415630

46518 VAACLLEK Unmodified _VAACLLEK_ B4FTF8_MAIZE 2 452.25204 902.48953 -0.14812 0.27315 0.10518 41.383 41.383 5.06E-02 27.14 204840

46519 VAADGAQEQYAR Unmodified _VAADGAQEQYAR_ B6U9Y9_MAIZE 2 639.80729 1277.6 0.34497 -0.21946 0.10778 39.246 39.246 7.61E-14 78.8 1620600

46520 VAAEDLGVDIR Unmodified _VAAEDLGVDIR_ B6TPR6_MAIZE 2 579.31168 1156.6088 0.12756 -0.1475 -0.027008 67.744 67.744 5.66E-08 56.99 801510

46521 VAAEGLAHDAR Unmodified _VAAEGLAHDAR_ B6TRC0_MAIZE 2 555.28854 1108.5625 -0.076008 0.98402 0.88793 36.989 36.989 4.43E-05 74.04 5076200

46522 VAAEGLAHDAR Unmodified _VAAEGLAHDAR_ B6TRC0_MAIZE 3 370.52812 1108.5625 0.70081 5.212 5.8793 36.958 36.958 2.92E-01 6.18 8055500

46523 VAAFSDTVNELVYDVLISK Unmodified _VAAFSDTVNELVYDVLISK_ B4FH18_MAIZE 2 1042.0515 2082.0885 1.063 -1.3839 -0.32052 127.89 127.89 5.89E-20 60.33 145930

46524 VAAFSDTVNELVYDVLISK Unmodified _VAAFSDTVNELVYDVLISK_ B4FH18_MAIZE 3 695.03677 2082.0885 0.55431 -0.76093 -0.20716 127.83 127.83 1.03E-01 20.03 118670

46525 VAAFSDTVNELVYDVLISK Unmodified _VAAFSDTVNELVYDVLISK_ B4FH18_MAIZE 2 1042.0515 2082.0885 1.3761 -3.1665 -1.7883 128.34 128.34 5.13E-03 44.98 104140

46526 VAAFSDTVNELVYDVLISK Unmodified _VAAFSDTVNELVYDVLISK_ B4FH18_MAIZE 3 695.03677 2082.0885 0.754 -0.65614 0.098127 128.89 128.89 2.20E-02 17.66 96097

46527 VAAFSDTVNELVYDVLISK Unmodified _VAAFSDTVNELVYDVLISK_ B4FH18_MAIZE 2 1042.0515 2082.0885 1.2334 -0.7791 0.45386 128.85 128.85 1.30E-03 57.43 80944

46528 VAAHWYTVNYR Unmodified _VAAHWYTVNYR_ B6TA81_MAIZE 3 460.56668 1378.6782 -0.013428 1.6295 1.6032 60.116 60.116 1.40E-01 14.7 747530

46529 VAAICGSLR Unmodified _VAAICGSLR_ B6T653_MAIZE 2 473.76057 945.50658 -0.11503 -0.19427 -0.31319 47.342 47.342 9.73E-03 38.38 3711000

46530 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.31505 -0.41775 -0.12169 39.485 39.485 3.48E-02 48.48 9551000

46531 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.11848 -0.12563 -0.025633 41.258 41.258 2.92E-02 26.64 273310

46532 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.21007 -0.43552 -0.24309 39.345 39.345 3.48E-02 38.77 4454300

46533 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.32106 -0.50473 -0.20275 41.736 41.736 3.48E-02 44.82 4291200

46534 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.28473 -0.32234 -0.056617 41.164 41.164 2.34E-03 50.64 2222000

46535 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.22813 -0.043133 0.16652 41.696 41.696 2.34E-03 43.5 1658100

46536 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.2943 -0.097968 0.17828 41.213 41.213 2.34E-03 49.89 5915400

46537 VAALHLGK Unmodified _VAALHLGK_ B6T440_MAIZE 2 404.75561 807.49667 0.38829 -0.16148 0.2089 39.498 39.498 3.48E-02 46.53 589860
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46538 VAALINDTVGTLAAGR Unmodified _VAALINDTVGTLAAGR_ B6TL75_MAIZE 2 771.43593 1540.8573 0.93768 -0.16236 0.77097 88.27 88.27 1.82E-38 101.4 517070

46539 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 0.027007 -0.26948 -0.26647 37.708 37.708 9.73E-03 42.53 2260200

46540 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.16204 0.21766 0.030413 38.042 38.042 3.21E-03 44.4 115370

46541 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.11515 0.043351 -0.097614 37.12 37.12 9.73E-03 44.53 1384500

46542 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 0.0049255 0.11297 0.093104 39.81 39.81 3.21E-03 39.61 1309500

46543 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 0.0039535 -0.13013 -0.15118 39.037 39.037 2.13E-03 41.61 1068800

46544 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.0002648 0.20335 0.17778 39.554 39.554 1.01E-02 48.43 1133500

46545 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.090501 -0.77918 -0.89268 37.616 37.616 9.73E-03 41.83 22411000

46546 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.011833 -0.012413 -0.049295 45.101 45.101 3.39E-01 26.22 713140

46547 VAALMKPSA Oxidation (M) _VAALM(ox)KPSA_ B6SKA0_MAIZE 2 452.25205 902.48954 -0.14812 0.27315 0.099535 41.383 41.383 1.01E-02 34.55 204840

46548 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 0.0029383 0.044301 0.018154 44.668 44.668 3.13E-03 61.37 12019000

46549 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 -0.097786 0.24607 0.11686 44.637 44.637 3.21E-03 46.76 891780

46550 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 0.052314 0.34314 0.36405 46.971 46.971 3.21E-03 42.06 1138800

46551 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 0.026975 0.5233 0.51904 46.209 46.209 9.73E-03 37.57 1392500

46552 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 -0.036662 0.40176 0.33491 47.021 47.021 3.21E-03 53.66 1412700

46553 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 0.041219 0.23377 0.24458 46.67 46.67 3.21E-03 41.86 1686600

46554 VAALMKPSA Unmodified _VAALMKPSA_ B6SKA0_MAIZE 2 444.25459 886.49462 -0.072768 -1.1599 -1.2591 45.108 45.108 3.21E-03 49.03 9498100

46555 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.66132 0.17201 0.79865 41.755 41.755 1.86E-01 45.85 1839700

46556 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.49552 0.20498 0.66584 41.527 41.527 8.04E-02 40.49 398040

46557 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.63698 -0.006679 0.59583 44.022 44.022 8.04E-02 50.24 574900

46558 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.58095 0.1553 0.69997 43.339 43.339 1.86E-01 50.76 572920

46559 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.60942 -0.066568 0.50735 43.691 43.691 8.04E-02 45.88 755210

46560 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.57153 -0.21576 0.3206 44.637 44.637 4.46E-01 33.2 935740

46561 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.60347 -0.65134 -0.080148 42.103 42.103 4.49E-02 47.22 10656000

46562 VAANLIR Unmodified _VAANLIR_ B4FNK1_MAIZE 2 378.73996 755.46537 0.32676 -0.11635 0.17671 45.575 45.575 4.49E-02 51.33 7349900

46563 VAAPDAPASFHVEFR Unmodified _VAAPDAPASFHVEFR_ B6U821_MAIZE 3 538.60721 1612.7998 -0.03525 0.063825 0.026637 74.385 74.385 1.29E-02 27.69 1262700

46564 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.0753 -0.1453 0.94366 67.232 67.232 1.37E-17 78.64 3283000

46565 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.0765 -0.17675 0.91299 67.605 67.605 1.24E-09 69.79 947060

46566 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.0641 -0.14436 0.93361 68.525 68.525 1.43E-21 72.86 1422400

46567 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.0596 0.000314 1.073 68.003 68.003 1.24E-09 56.08 1670900

46568 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.1169 0.027267 1.1572 68.086 68.086 3.42E-29 67.92 951070

46569 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.065 -0.80102 0.27868 68.524 68.524 1.43E-21 86.54 15259000

46570 VAAQVPDSGPCVTYIGK Unmodified _VAAQVPDSGPCVTYIGK_ B4FSV6_MAIZE 2 881.44563 1760.8767 1.1306 -0.27836 0.86581 68.509 68.509 1.43E-21 79.28 1081200

46571 VAAVAPFDR Unmodified _VAAVAPFDR_ B4FRC6_MAIZE 2 473.26126 944.50797 -0.077577 0.19153 0.11211 56.256 56.256 3.32E-02 46.43 4294300
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46572 VAAVAPFDR Unmodified _VAAVAPFDR_ B4FRC6_MAIZE 2 473.26126 944.50797 -0.11989 0.58392 0.46136 57.027 57.027 1.01E-02 29.4 2503900

46573 VAAVFVEPVQGEGGIHSATR Unmodified _VAAVFVEPVQGEGGIHSATR_ B6TUB6_MAIZE 3 675.35684 2023.0487 0.64174 -1.1395 -0.48745 66.081 66.081 1.62E-02 14.81 1075300

46574 VAAVFVEPVQGEGGIHSATR Unmodified _VAAVFVEPVQGEGGIHSATR_ B6TUB6_MAIZE 3 675.35684 2023.0487 0.57029 -0.38984 0.18912 67.013 67.013 1.55E-03 27.99 307400

46575 VACETCTK Unmodified _VACETCTK_ B4FAD1_MAIZE 2 484.71242 967.41029 -0.79904 13.669 13.669 5.99E-01 11.63

46576 VACETCTK Unmodified _VACETCTK_ B4FAD1_MAIZE 2 484.71242 967.41029 0.13581 -0.32531 -0.17175 14.799 14.799 7.88E-01 23.39 3661.5

46577 VACETCTK Unmodified _VACETCTK_ B4FAD1_MAIZE 2 484.71242 967.41029 0.072897 -0.15015 -0.059859 15.077 15.077 3.77E-01 21.79 31868

46578 VACETCTK Unmodified _VACETCTK_ B4FAD1_MAIZE 2 484.71242 967.41029 -0.83212 12.811 12.811 5.99E-01 14.42

46579 VACIGAWHPAR Unmodified _VACIGAWHPAR_ B4FBM9_MAIZE 3 413.21347 1236.6186 0.24602 0.3484 0.59385 51.628 51.628 7.13E-05 46.33 5653500

46580 VACIGAWHPAR Unmodified _VACIGAWHPAR_ B4FBM9_MAIZE 2 619.31657 1236.6186 0.34646 0.39934 0.74528 51.64 51.64 3.57E-04 77.58 1229800

46581 VACLADNDAR Unmodified _VACLADNDAR_ B6UC67_MAIZE 2 552.75875 1103.503 0.1381 1.899 2.0269 37.16 37.16 4.40E-02 18.6 87061

46582 VACLADNDAR Unmodified _VACLADNDAR_ B6UC67_MAIZE 2 552.75875 1103.503 0.047087 0.34465 0.38472 37.132 37.132 4.40E-05 76.48 258750

46583 VADAQAVR Unmodified _VADAQAVR_ B6TY79_MAIZE 2 415.22996 828.44537 0.2728 0.50984 0.77271 24.032 24.032 2.92E-02 50.97 19822

46584 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 0.028666 -0.30108 -0.2977 32.176 32.176 6.81E-01 17.07 175330

46585 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.1853 0.18767 -0.024425 30.886 30.886 1.59E-01 9.76 48146

46586 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 0.015949 -0.3425 -0.3518 32.774 32.774 1.59E-01 25.39 222450

46587 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.051467 -0.65402 -0.73051 33.635 33.635 1.59E-01 22.18 541530

46588 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 2 710.37755 1418.7405 0.8021 -0.11692 0.66024 33.617 33.617 1.00E+00 28.2 36004

46589 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.049332 -0.24528 -0.31922 33.633 33.633 1.98E-02 35.46 1444500

46590 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 2 710.37755 1418.7405 0.77539 0.034546 0.78509 33.63 33.63 3.51E-02 40.21 111480

46591 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.14039 -0.22559 -0.3912 34.469 34.469 1.32E-03 28.73 11106000

46592 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 2 710.37755 1418.7405 0.70256 -0.04726 0.62974 34.463 34.463 2.25E-03 49 718070

46593 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.15374 -0.22482 -0.40373 31.515 31.515 9.21E-03 29.64 10153000

46594 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 2 710.37755 1418.7405 0.67726 -0.13742 0.51522 31.513 31.513 6.31E-03 35.56 617940

46595 VADEPAPEKPAPAK Unmodified _VADEPAPEKPAPAK_ B4G1B0_MAIZE 3 473.92079 1418.7405 -0.17418 -0.19851 -0.39782 35.047 35.047 5.17E-02 23.99 272600

46596 VADETTKPAIQEDGAESK Unmodified _VADETTKPAIQEDGAESK_ Q9ZRQ5_MAIZE 3 630.30933 1887.9062 0.38319 -0.14061 0.22982 39.144 39.144 1.02E-02 43.37 275670

46597 VADETTKPAIQEDGAESK Unmodified _VADETTKPAIQEDGAESK_ Q9ZRQ5_MAIZE 3 630.30933 1887.9062 0.32943 -0.16 0.15713 42.919 42.919 9.01E-03 25.94 587940

46598 VADETTKPASQEDGESK Unmodified _VADETTKPASQEDGESK_ P93644_MAIZE 3 597.94628 1790.817 0.34974 -0.12836 0.21189 26.357 26.357 1.19E-01 17.68 40564

46599 VADETTKPASQEDGESK Unmodified _VADETTKPASQEDGESK_ P93644_MAIZE 3 597.94628 1790.817 0.32425 -0.2277 0.088013 27.732 27.732 2.56E-01 25.91 35401

46600 VADETTKPASQEDGESK Unmodified _VADETTKPASQEDGESK_ P93644_MAIZE 3 597.94628 1790.817 0.36414 -0.13477 0.22103 26.906 26.906 6.49E-01 10.16 22224

46601 VADETTKPASQEDGESK Unmodified _VADETTKPASQEDGESK_ P93644_MAIZE 3 597.94628 1790.817 0.24919 0.189 0.42877 28.376 28.376 1.09E-02 30.06 57776

46602 VADFFDAAVNLALK Unmodified _VADFFDAAVNLALK_ B6T7Q7_MAIZE 2 747.40357 1492.7926 0.87625 0.11975 0.99008 121.53 121.53 2.00E-19 72.97 139190

46603 VADFFDAAVNLALK Unmodified _VADFFDAAVNLALK_ B6T7Q7_MAIZE 2 747.40357 1492.7926 0.83256 0.23577 1.0621 121.98 121.98 3.40E-25 67.57 880220

46604 VADFFDAAVNLALK Unmodified _VADFFDAAVNLALK_ B6T7Q7_MAIZE 3 498.6048 1492.7926 -0.010491 -0.30549 -0.32071 121.98 121.98 6.81E-01 8.58 182400

46605 VADFVHGSDGIGNLFLPAPSAK Unmodified _VADFVHGSDGIGNLFLPAPSAK_ B6THD4_MAIZE 3 738.05142 2211.1324 0.90217 0.5695 1.476 100.89 100.89 3.65E-01 14.92 179190
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46606 VADFVHGSDGIGNLFLPAPSAK Unmodified _VADFVHGSDGIGNLFLPAPSAK_ B6THD4_MAIZE 3 738.05142 2211.1324 0.77818 0.35782 1.1412 100.62 100.62 5.80E-05 49.74 837550

46607 VADGLLR Unmodified _VADGLLR_ B4FS26_MAIZE 2 372.22415 742.43374 0.73659 -0.044903 0.68131 50.645 50.645 1.86E-01 25.87 906360

46608 VADGLLR Unmodified _VADGLLR_ B4FS26_MAIZE 2 372.22415 742.43374 0.45225 0.91708 1.3564 45.585 45.585 1.00E+00 1.09 670310

46609 VADHAGVALAGLTADGR Unmodified _VADHAGVALAGLTADGR_ B6TAJ3_MAIZE 3 531.94963 1592.8271 -0.077993 -0.23613 -0.31227 64.286 64.286 1.00E+00 6.48 263330

46610 VADHAGVALAGLTADGR Unmodified _VADHAGVALAGLTADGR_ B6TAJ3_MAIZE 3 531.94963 1592.8271 -0.11778 -0.15672 -0.27281 64.277 64.277 4.10E-01 29.21 9555200

46611 VADHAGVALAGLTADGR Unmodified _VADHAGVALAGLTADGR_ B6TAJ3_MAIZE 2 797.42081 1592.8271 0.89585 -0.19062 0.70812 64.277 64.277 4.22E-59 84.04 1107900

46612 VADIEAAEK Unmodified _VADIEAAEK_ B6T8X5_MAIZE 2 473.24801 944.48148 -0.10453 0.59308 0.4533 38.857 38.857 3.13E-03 46.87 1346900

46613 VADIIQIPAFLCR Unmodified _VADIIQIPAFLCR_ B4F7V1_MAIZE 2 758.42123 1514.8279 0.9093 -0.11023 0.79672 111.11 111.11 4.68E-05 22.44 288790

46614 VADIIQIPAFLCR Unmodified _VADIIQIPAFLCR_ B4F7V1_MAIZE 2 758.42123 1514.8279 0.93902 0.17186 1.1083 111.32 111.32 6.20E-03 38.87 129600

46615 VADIIQIPAFLCR Unmodified _VADIIQIPAFLCR_ B4F7V1_MAIZE 2 758.42123 1514.8279 0.82862 0.11047 0.93609 111.29 111.29 1.00E-11 58.38 3434300

46616 VADIIQIPAFLCR Unmodified _VADIIQIPAFLCR_ B4F7V1_MAIZE 3 505.94991 1514.8279 -0.085169 -0.25723 -0.34442 111.31 111.31 5.88E-01 11.29 802360

46617 VADIQLEDFLQYGLQNEQGK Unmodified _VADIQLEDFLQYGLQNEQGK_ B4F7Z4_MAIZE 2 1154.5764 2307.1383 1.2124 0.086933 1.2922 116.81 116.81 3.46E-29 69.76 210710

46618 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 3 348.52923 1042.5659 1.1995 -0.11181 1.0708 28.135 28.135 2.55E-01 24.91 94529

46619 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 3 348.52923 1042.5659 1.0097 0.18083 1.1735 26.254 26.254 1.00E+00 17.45 19045

46620 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 3 348.52923 1042.5659 1.1847 0.069653 1.2351 28.963 28.963 5.31E-01 11.95 52772

46621 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 3 348.52923 1042.5659 1.1458 -0.16777 0.9596 28.182 28.182 2.55E-01 20.65 58549

46622 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 3 348.52923 1042.5659 1.0675 0.17146 1.2222 28.71 28.71 9.29E-03 30.34 184080

46623 VADISKPGEK Unmodified _VADISKPGEK_ B6U124_MAIZE 2 522.29021 1042.5659 0.067011 -0.23139 -0.18026 28.708 28.708 3.43E-01 44.45 73462

46624 VADMINILK Unmodified _VADMINILK_ B4FDB1_MAIZE 2 508.79408 1015.5736 -0.0099865 -0.000458 -0.035784 79.692 79.692 3.32E-02 21.64 407550

46625 VADPTFLGYFIDK Unmodified _VADPTFLGYFIDK_ B4FRH7_MAIZE 2 743.38484 1484.7551 0.91464 0.53007 1.4497 110.59 110.59 1.47E-03 48.15 292670

46626 VADPTFLGYFIDK Unmodified _VADPTFLGYFIDK_ B4FRH7_MAIZE 2 743.38484 1484.7551 0.83803 0.83412 1.6769 111.15 111.15 4.68E-05 72.67 116650

46627 VADPTFLGYFIDK Unmodified _VADPTFLGYFIDK_ B4FRH7_MAIZE 2 743.38484 1484.7551 0.84027 0.43823 1.2845 111.21 111.21 1.00E-11 58.88 241630

46628 VADPTFLGYFIDK Unmodified _VADPTFLGYFIDK_ B4FRH7_MAIZE 2 743.38484 1484.7551 0.86756 0.091549 0.9656 111.18 111.18 2.50E-15 79.53 90464

46629 VADPTFLGYFIDK Unmodified _VADPTFLGYFIDK_ B4FRH7_MAIZE 2 743.38484 1484.7551 0.84412 0.36189 1.2117 111.36 111.36 1.56E-17 83.04 725230

46630 VADQASGMAER Oxidation (M) _VADQASGM(ox)AER_ B6SGN7_MAIZE 2 575.76149 1149.5084 0.2783 0.10907 0.37447 22.5 22.5 7.60E-01 15.11 13858

46631 VADQASGMAER Oxidation (M) _VADQASGM(ox)AER_ B6SGN7_MAIZE 2 575.76149 1149.5084 0.16819 0.34052 0.49646 21.887 21.887 4.48E-03 39.84 24041

46632 VADQASGMAER Oxidation (M) _VADQASGM(ox)AER_ B6SGN7_MAIZE 2 575.76149 1149.5084 0.23413 0.18485 0.406 21.055 21.055 1.22E-01 25.62 46714

46633 VADQASGMAER Unmodified _VADQASGMAER_ B6SGN7_MAIZE 2 567.76404 1133.5135 0.16937 -0.15607 -0.0027267 35.254 35.254 4.43E-05 77.79 246220

46634 VADQASGMAER Unmodified _VADQASGMAER_ B6SGN7_MAIZE 2 567.76404 1133.5135 0.083765 -0.060845 0.0064291 36.093 36.093 5.66E-08 76.09 966660

46635 VADQASGMAER Unmodified _VADQASGMAER_ B6SGN7_MAIZE 2 567.76404 1133.5135 0.01866 -0.22987 -0.22657 33.193 33.193 5.66E-08 63.44 977870

46636 VADSFIR Unmodified _VADSFIR_ B6TTP4_MAIZE 2 404.2216 806.42865 0.1697 0.20351 0.36961 49.795 49.795 4.46E-01 34.91 54958

46637 VAEAAEIGYK Unmodified _VAEAAEIGYK_ B4FI28_MAIZE 2 525.77694 1049.5393 -0.083442 -0.38525 -0.50036 47.512 47.512 1.25E-02 57.63 1113200

46638 VAEAEAHFVPEEAK Unmodified _VAEAEAHFVPEEAK_ B4F906_MAIZE 3 509.5877 1525.7413 -0.006607 -0.28156 -0.30905 54.127 54.127 9.21E-03 36.04 445740

46639 VAEAEDKTPGGLILTETTK Unmodified _VAEAEDKTPGGLILTETTK_ B4F848_MAIZE 3 658.35276 1972.0365 0.34714 -0.5948 -0.25482 68.073 68.073 5.94E-09 50.56 4787900
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46640 VAEAEDKTPGGLILTETTK Unmodified _VAEAEDKTPGGLILTETTK_ B4F848_MAIZE 2 987.0255 1972.0365 1.1889 0.12831 1.3103 68.113 68.113 1.30E-03 52.54 362910

46641 VAEAYEASPPEVK Unmodified _VAEAYEASPPEVK_ B4FUC4_MAIZE 2 695.34846 1388.6824 0.61869 -0.12507 0.46882 54.871 54.871 1.56E-17 66.87 1305000

46642 VAEAYEASPPEVK Unmodified _VAEAYEASPPEVK_ B4FUC4_MAIZE 2 695.34846 1388.6824 0.51458 -0.010672 0.47944 52.549 52.549 4.93E-21 87.95 6862800

46643 VAEAYEASPPEVK Unmodified _VAEAYEASPPEVK_ B4FUC4_MAIZE 2 695.34846 1388.6824 0.57271 -0.069904 0.47823 55.523 55.523 6.20E-03 22.84 1398900

46644 VAECLVGDSTGTVLVTAR Unmodified _VAECLVGDSTGTVLVTAR_ B4FT80_MAIZE 2 924.48021 1846.9459 1.1055 -0.67277 0.45169 79.579 79.579 5.25E-26 72.16 408110

46645 VAEEAASVASGHK Unmodified _VAEEAASVASGHK_ B6SXR4_MAIZE 2 628.31749 1254.6204 -0.24948 35.407 35.407 3.40E-02 51.09

46646 VAEEELMR Oxidation (M) _VAEEELM(ox)R_ B4FUJ6_MAIZE 2 496.7395 991.46445 0.011673 -0.20306 -0.22107 39.142 39.142 2.92E-02 48.68 116340

46647 VAEEIESQLAK Unmodified _VAEEIESQLAK_ B6SSJ8_MAIZE 2 608.82462 1215.6347 0.3258 -0.55725 -0.26203 60.829 60.829 3.57E-04 43.58 588430

46648 VAEFEQQVR Unmodified _VAEFEQQVR_ B4FW68_MAIZE 2 553.28546 1104.5564 0.060997 -0.22047 -0.16567 46.895 46.895 3.13E-03 65.63 1973000

46649 VAEFEQQVR Unmodified _VAEFEQQVR_ B4FW68_MAIZE 2 553.28546 1104.5564 0.003913 -0.33205 -0.33403 46.649 46.649 3.13E-03 62.01 1298800

46650 VAEFEQQVR Unmodified _VAEFEQQVR_ B4FW68_MAIZE 2 553.28546 1104.5564 0.075592 -0.25298 -0.18356 49.198 49.198 3.89E-04 66.24 1464900

46651 VAEFEQQVR Unmodified _VAEFEQQVR_ B4FW68_MAIZE 2 553.28546 1104.5564 0.064415 -0.30554 -0.24739 48.453 48.453 3.13E-03 66.17 1748700

46652 VAEFEQQVR Unmodified _VAEFEQQVR_ B4FW68_MAIZE 2 553.28546 1104.5564 0.0016609 -0.2141 -0.21745 49.307 49.307 3.21E-03 49.48 1559700

46653 VAEGYEMASK Unmodified _VAEGYEMASK_ B4FS49_MAIZE 2 542.75261 1083.4907 0.051773 -0.014049 0.0092971 40.081 40.081 1.25E-02 62.81 2131300

46654 VAEGYEMASK Unmodified _VAEGYEMASK_ B4FS49_MAIZE 2 542.75261 1083.4907 0.041789 0.6447 0.65691 42.182 42.182 1.25E-02 48.26 948650

46655 VAEGYEMASK Oxidation (M) _VAEGYEM(ox)ASK_ B4FS49_MAIZE 2 550.75006 1099.4856 0.14877 -0.23233 -0.10702 31.595 31.595 3.43E-01 76.12 54197

46656 VAEGYEMASK Oxidation (M) _VAEGYEM(ox)ASK_ B4FS49_MAIZE 2 550.75006 1099.4856 0.26804 0.49692 0.73943 31.765 31.765 3.43E-01 21.06 18590

46657 VAEIAAQLEQYPK Unmodified _VAEIAAQLEQYPK_ B6TBM1_MAIZE 2 730.3932 1458.7718 0.85305 -0.61131 0.21458 74.365 74.365 6.20E-03 26.26 176590

46658 VAEIAAQLEQYPK Unmodified _VAEIAAQLEQYPK_ B6TBM1_MAIZE 2 730.3932 1458.7718 0.71488 -0.23962 0.44788 74.666 74.666 4.93E-21 102.39 5538400

46659 VAEIAAQLEQYPK Unmodified _VAEIAAQLEQYPK_ B6TBM1_MAIZE 2 730.3932 1458.7718 0.7473 -0.15481 0.56461 74.165 74.165 4.93E-21 66.98 512330

46660 VAEIQNEGLGEHR Unmodified _VAEIQNEGLGEHR_ B6T8I4_MAIZE 3 484.57943 1450.7165 -0.11214 0.054969 -0.074259 47.258 47.258 1.02E-01 25.09 1039800

46661 VAELTGLSGEGR Unmodified _VAELTGLSGEGR_ B6TMD0_MAIZE 2 594.81458 1187.6146 0.17409 0.54964 0.71742 58.645 58.645 1.98E-03 54.94 672520

46662 VAELVDALR Unmodified _VAELVDALR_ B6TWX5_MAIZE 2 493.28747 984.5604 -0.033865 -0.42876 -0.47985 71.398 71.398 1.01E-02 17.29 301250

46663 VAEQAPSSPANPMAMGGGSGFGF 2 Oxidation (M) _VAEQAPSSPANPM(ox)AM(ox)GGGSGFGF_ B6SH83_MAIZE 3 733.65423 2197.9409 0.87146 -0.64473 0.23534 80.739 80.739 1.12E-02 8.33 314300

46664 VAEQAPSSPANPMAMGGGSGFGF 2 Oxidation (M) _VAEQAPSSPANPM(ox)AM(ox)GGGSGFGF_ B6SH83_MAIZE 2 1099.9777 2197.9409 1.261 -0.28803 0.98081 80.74 80.74 1.16E-15 65.21 1068300

46665 VAETAQAIGDMAK Oxidation (M) _VAETAQAIGDM(ox)AK_ B6SGN7_MAIZE 2 660.82683 1319.6391 0.40674 -2.4302 -2.0329 46.174 46.174 1.47E-03 42.77 437290

46666 VAETAQAIGDMAK Oxidation (M) _VAETAQAIGDM(ox)AK_ B6SGN7_MAIZE 2 660.82683 1319.6391 0.4815 -2.6929 -2.2214 46.927 46.927 2.50E-15 81.88 1088700

46667 VAETAQAIGDMAK Oxidation (M) _VAETAQAIGDM(ox)AK_ B6SGN7_MAIZE 2 660.82683 1319.6391 0.4666 -0.10738 0.34545 47.464 47.464 2.03E-21 80.66 1293200

46668 VAETAQAIGDMAK Oxidation (M) _VAETAQAIGDM(ox)AK_ B6SGN7_MAIZE 2 660.82683 1319.6391 0.42876 0.20484 0.61941 44.19 44.19 7.80E-11 57.65 1144700

46669 VAETAQAIGDMAK Oxidation (M) _VAETAQAIGDM(ox)AK_ B6SGN7_MAIZE 2 660.82683 1319.6391 0.44364 0.11543 0.54504 44.624 44.624 2.03E-21 84.82 1783700

46670 VAETAQAIGDMAK Unmodified _VAETAQAIGDMAK_ B6SGN7_MAIZE 2 652.82938 1303.6442 -0.57684 59.085 59.085 9.25E-09 58.76

46671 VAETAQAIGDMAK Unmodified _VAETAQAIGDMAK_ B6SGN7_MAIZE 2 652.82938 1303.6442 0.4235 -0.081391 0.32495 59.571 59.571 4.68E-05 46.35 1267300

46672 VAETAQAIGDMAK Unmodified _VAETAQAIGDMAK_ B6SGN7_MAIZE 2 652.82938 1303.6442 0.40983 -0.22608 0.16701 57.569 57.569 3.13E-02 21.83 1215300

46673 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 0.027007 0.46692 0.48774 62.162 62.162 2.18E-02 22.27 677840
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46674 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.15604 0.36911 0.20759 62.77 62.77 8.45E-03 31.2 684570

46675 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.031793 0.3118 0.27496 64.01 64.01 2.27E-02 19.42 1534000

46676 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 2 699.32954 1396.6445 0.68999 0.15428 0.84042 63.999 63.999 2.73E-06 39.27 294080

46677 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.035328 0.31847 0.27881 63.397 63.397 1.41E-04 29.97 1498300

46678 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 2 699.32954 1396.6445 0.71479 -0.1906 0.52045 63.41 63.41 3.10E-05 55.58 288010

46679 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.06716 0.40449 0.33215 63.729 63.729 8.45E-03 23.68 854340

46680 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.022871 0.42404 0.3961 63.821 63.821 2.27E-02 25.16 1894800

46681 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 2 699.32954 1396.6445 0.62366 -0.022182 0.59737 64.012 64.012 1.74E-08 53.7 2311800

46682 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.12928 -0.1124 -0.24672 64.046 64.046 1.59E-06 33.73 9839600

46683 VAETLMFDYHR Oxidation (M) _VAETLM(ox)FDYHR_ B4FAG0_MAIZE 3 466.55546 1396.6445 -0.05207 -0.15308 -0.20926 62.832 62.832 1.41E-04 36.29 1315700

46684 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.0093478 0.097483 0.080783 69.025 69.025 1.59E-06 29.69 4548000

46685 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 2 691.33209 1380.6496 0.65694 0.12863 0.77872 69.013 69.013 1.67E-02 30.34 1389000

46686 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.13564 0.11482 -0.029171 69.724 69.724 8.45E-03 28.98 601610

46687 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.0075586 0.1968 0.18225 70.527 70.527 1.44E-03 20.82 725640

46688 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.030594 0.26157 0.22239 70.03 70.03 6.34E-02 18.84 718430

46689 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.016792 0.23676 0.21239 70.126 70.126 1.41E-04 23.4 374230

46690 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.036117 -0.10071 -0.14477 70.417 70.417 5.56E-08 39.7 2879700

46691 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 3 461.22382 1380.6496 -0.097648 -0.26971 -0.37326 70.343 70.343 5.56E-08 45.48 17386000

46692 VAETLMFDYHR Unmodified _VAETLMFDYHR_ B4FAG0_MAIZE 2 691.33209 1380.6496 0.63393 0.619 1.2451 70.309 70.309 3.57E-04 56.46 3665600

46693 VAEWPDLLQMAVVDLIR Oxidation (M) _VAEWPDLLQM(ox)AVVDLIR_ B6UCF6_MAIZE 2 992.53224 1983.0499 1.2349 0.072859 1.3033 129.37 129.37 3.42E-29 58.26 566340

46694 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.21854 0.45612 0.65161 54.337 54.337 1.00E+00 12.76 29531

46695 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.26389 0.3213 0.56206 52.671 52.671 3.83E-02 25.97 676500

46696 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.38231 0.15948 0.51977 54.576 54.576 1.00E+00 14.65 701940

46697 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.36757 0.1855 0.52965 53.833 53.833 1.00E+00 5.92 806740

46698 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.39935 0.25989 0.63623 54.207 54.207 1.00E+00 1.18 823180

46699 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 3 400.20123 1197.5819 0.32412 -0.62991 -0.32621 54.842 54.842 1.26E-02 21.28 12701000

46700 VAEYAFHYAK Unmodified _VAEYAFHYAK_ B4FAD4_MAIZE 2 599.79821 1197.5819 0.15006 -0.34601 -0.21684 54.844 54.844 1.62E-03 55.49 9119000

46701 VAFADGVFVDSSLK Unmodified _VAFADGVFVDSSLK_ B4G1Q6_MAIZE 2 727.87992 1453.7453 0.72163 0.080488 0.81602 90.265 90.265 2.09E-30 80.68 1674600

46702 VAFALSQGLK Unmodified _VAFALSQGLK_ B6T2R0_MAIZE 2 517.30567 1032.5968 -0.078369 -0.21963 -0.30825 71.156 71.156 1.45E-01 23.19 714310

46703 VAFALSQGLK Unmodified _VAFALSQGLK_ B6T2R0_MAIZE 2 517.30567 1032.5968 -0.16616 0.22031 0.044232 70.451 70.451 4.40E-05 65.54 13539000

46704 VAFDDILSILR Unmodified _VAFDDILSILR_ B4FF19_MAIZE 2 631.36117 1260.7078 0.39755 0.22625 0.616 125.8 125.8 1.67E-02 74.89 67235

46705 VAFDHLER Unmodified _VAFDHLER_ B4FS49_MAIZE 3 329.50665 985.49813 1.3398 -0.30285 1.0311 48.505 48.505 5.41E-01 20.38 1207400

46706 VAFDHLER Unmodified _VAFDHLER_ B4FS49_MAIZE 3 329.50665 985.49813 1.4153 -0.30046 1.1079 50.913 50.913 5.41E-01 15.41 563350

46707 VAFDHLER Unmodified _VAFDHLER_ B4FS49_MAIZE 3 329.50665 985.49813 1.2485 -0.085302 1.1565 50.946 50.946 1.00E+00 14.94 1082600
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46708 VAFDHLER Unmodified _VAFDHLER_ B4FS49_MAIZE 3 329.50665 985.49813 1.3786 0.15545 1.5273 50.678 50.678 1.00E+00 2.46 818630

46709 VAFEVAR Unmodified _VAFEVAR_ B6THR9_MAIZE 2 396.22415 790.43374 0.39081 -0.2802 0.10185 51.474 51.474 4.49E-02 47.16 4374900

46710 VAFEVAR Unmodified _VAFEVAR_ B6THR9_MAIZE 2 396.22415 790.43374 0.41506 0.28346 0.68707 52.167 52.167 1.00E+00 6.97 524560

46711 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.53757 0.085357 0.61894 48.36 48.36 2.49E-01 10.51 541040

46712 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.64836 -0.65403 -0.0062142 50.521 50.521 9.50E-01 4.7 1253900

46713 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.62442 -0.073059 0.54794 49.801 49.801 2.49E-01 11.36 1437300

46714 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.56016 0.052719 0.61063 50.557 50.557 3.47E-02 19.6 1229900

46715 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.58298 0.13161 0.7108 50.243 50.243 5.51E-01 13.58 12598000

46716 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 2 566.83987 1131.6652 0.10849 0.062688 0.16749 50.245 50.245 4.43E-05 53.36 1789600

46717 VAFKPTATIGK Unmodified _VAFKPTATIGK_ B4FLA2_MAIZE 3 378.22901 1131.6652 0.62976 0.019325 0.64468 50.941 50.941 2.49E-01 13.71 1816000

46718 VAGAAADAGLSLAEVAAEAK Unmodified _VAGAAADAGLSLAEVAAEAK_ B6T4R0_MAIZE 2 892.97307 1783.9316 1.4479 -4.5095 -3.0816 90.791 90.791 9.41E-18 69.55 304310

46719 VAGAAADLLHAASQYGK Unmodified _VAGAAADLLHAASQYGK_ B6TYX8_MAIZE 3 548.28977 1641.8475 0.072409 -0.53358 -0.47625 80.929 80.929 1.00E+00 3.51 830440

46720 VAGAAADLLHAASQYGK Unmodified _VAGAAADLLHAASQYGK_ B6TYX8_MAIZE 2 821.93101 1641.8475 1.0068 -0.30153 0.6898 80.909 80.909 1.43E-21 70.07 381550

46721 VAGAITPVPGGVGPMTIAMLLSNTLESAR 2 Oxidation (M) _VAGAITPVPGGVGPM(ox)TIAM(ox)LLSNTLESAR_ B6SJR7_MAIZE 3 952.50503 2854.4933 1.264 -0.19009 1.076 129.26 129.26 1.18E-06 22.24 227220

46722 VAGEVADEFPGNESIK Unmodified _VAGEVADEFPGNESIK_ B4FSH6_MAIZE 2 831.40449 1660.7944 1.0161 0.089028 1.098 68.446 68.446 2.01E-03 31.46 54664

46723 VAGEVADEFPGNESIK Unmodified _VAGEVADEFPGNESIK_ B4FSH6_MAIZE 2 831.40449 1660.7944 0.96338 0.017653 0.97359 69.739 69.739 7.01E-14 66.53 881280

46724 VAGEVAGAFPGNESLR Unmodified _VAGEVAGAFPGNESLR_ B4FV90_MAIZE 2 787.40209 1572.7896 0.92324 0.12833 1.0468 68.609 68.609 9.46E-03 34.73 50032

46725 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 3 378.86233 1133.5652 0.69976 0.38324 1.0869 47.293 47.293 5.86E-01 12.05 764950

46726 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 3 378.86233 1133.5652 0.65136 0.21041 0.86545 48.942 48.942 5.86E-01 12.78 336350

46727 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 3 378.86233 1133.5652 0.72036 0.27973 1.0049 49.408 49.408 2.94E-01 20.54 339650

46728 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 3 378.86233 1133.5652 0.64481 0.17558 0.82506 50.069 50.069 1.00E+00 12.68 505480

46729 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 3 378.86233 1133.5652 0.36329 -0.71479 -0.34309 51.585 51.585 3.38E-02 26.61 3354700

46730 VAGFSTHLMR Oxidation (M) _VAGFSTHLM(ox)R_ B6TD69_MAIZE 2 567.78986 1133.5652 0.053894 0.20355 0.26186 51.581 51.581 6.54E-11 76.97 952530

46731 VAGFSTHLMR Unmodified _VAGFSTHLMR_ B6TD69_MAIZE 3 373.53069 1117.5702 0.76037 -0.10925 0.65184 55.342 55.342 3.83E-02 23.3 3847300

46732 VAGFSTHLMR Unmodified _VAGFSTHLMR_ B6TD69_MAIZE 2 559.7924 1117.5702 0.19981 0.3972 0.59807 55.365 55.365 2.81E-03 55.55 1608700

46733 VAGFSTHLMR Unmodified _VAGFSTHLMR_ B6TD69_MAIZE 3 373.53069 1117.5702 0.76003 0.20653 0.96754 57.636 57.636 5.86E-01 15.49 517960

46734 VAGFSTHLMR Unmodified _VAGFSTHLMR_ B6TD69_MAIZE 3 373.53069 1117.5702 0.72772 0.21085 0.9401 58.003 58.003 1.26E-02 35.32 503800

46735 VAGFSTHLMR Unmodified _VAGFSTHLMR_ B6TD69_MAIZE 3 373.53069 1117.5702 0.42724 -0.34559 0.083912 59.714 59.714 2.99E-03 32.78 1326800

46736 VAGFTTHLMR Unmodified _VAGFTTHLMR_ B4FID1_MAIZE 3 378.20258 1131.5859 0.65348 -0.34698 0.31296 56.558 56.558 3.83E-02 30.21 3112000

46737 VAGFTTHLMR Unmodified _VAGFTTHLMR_ B4FID1_MAIZE 2 566.80023 1131.5859 0.077378 -1.8572 -1.7696 56.669 56.669 1.25E-02 38.24 942260

46738 VAGFTTHLMR Unmodified _VAGFTTHLMR_ B4FID1_MAIZE 3 378.20258 1131.5859 0.67701 0.21734 0.9013 58.649 58.649 1.26E-02 39.33 699050

46739 VAGFTTHLMR Unmodified _VAGFTTHLMR_ B4FID1_MAIZE 3 378.20258 1131.5859 0.64493 0.48681 1.1381 59.009 59.009 2.94E-01 14.24 585610

46740 VAGFTTHLMR Unmodified _VAGFTTHLMR_ B4FID1_MAIZE 3 378.20258 1131.5859 0.37562 0.0612 0.44459 60.959 60.959 2.99E-03 41.06 948970

46741 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 3 383.53421 1147.5808 0.50399 -0.11879 0.39657 50.761 50.761 1.00E+00 4.92 594490
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46742 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 3 383.53421 1147.5808 0.60026 0.020234 0.62937 50.435 50.435 2.94E-01 22.1 588890

46743 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 3 383.53421 1147.5808 0.58313 -0.090399 0.50362 51.079 51.079 5.86E-01 15.66 724380

46744 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 3 383.53421 1147.5808 0.61141 0.047269 0.66796 48.811 48.811 1.25E-01 20.55 635400

46745 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 2 574.79768 1147.5808 -0.00073393 4.6256 4.6278 52.632 52.632 1.03E-05 54.37 1906700

46746 VAGFTTHLMR Oxidation (M) _VAGFTTHLM(ox)R_ B4FID1_MAIZE 3 383.53421 1147.5808 0.27043 1.7064 1.9816 52.612 52.612 1.26E-02 36.63 5785400

46747 VAGHHQNEEFAVR Unmodified _VAGHHQNEEFAVR_ B4FIB4_MAIZE 3 498.57965 1492.7171 -0.093665 0.25795 0.15957 36.211 36.211 5.88E-01 6.69 13875

46748 VAGHHQNEEFAVR Unmodified _VAGHHQNEEFAVR_ B4FIB4_MAIZE 3 498.57965 1492.7171 0.0188 -0.11956 -0.10651 33.056 33.056 1.60E-02 34.43 109840

46749 VAGHHQNEEFAVR Unmodified _VAGHHQNEEFAVR_ B4FIB4_MAIZE 4 374.18656 1492.7171 0.46328 -0.10672 0.35182 37.392 37.392 1.00E+00 12.84 519620

46750 VAGHHQNEEFAVR Unmodified _VAGHHQNEEFAVR_ B4FIB4_MAIZE 3 498.57965 1492.7171 -0.16444 -0.11476 -0.28331 37.388 37.388 1.28E-01 18.27 556200

46751 VAGHHQNEEFSVR Unmodified _VAGHHQNEEFSVR_ B6SJC7_MAIZE 3 503.91129 1508.712 -0.16597 0.007061 -0.16044 37.54 37.54 1.60E-02 26.8 436540

46752 VAGHHQNEEFSVR Unmodified _VAGHHQNEEFSVR_ B6SJC7_MAIZE 4 378.18529 1508.712 0.41016 0.2238 0.63228 37.544 37.544 1.00E+00 6.25 328710

46753 VAGLDNQGIVVLQR Unmodified _VAGLDNQGIVVLQR_ B4FLD1_MAIZE 2 741.42536 1480.8362 0.78544 -0.23095 0.55789 77.87 77.87 2.00E-19 78.6 367910

46754 VAGPASVAESAVPASLGVAAGPAVLENIQK Unmodified _VAGPASVAESAVPASLGVAAGPAVLENIQK_ B4FSW8_MAIZE 3 925.17466 2772.5022 1.2687 0.030984 1.2909 107.39 107.39 1.04E-04 43.08 305080

46755 VAGPASVAESAVPASLGVAAGPAVLENIQK Unmodified _VAGPASVAESAVPASLGVAAGPAVLENIQK_ B4FSW8_MAIZE 3 925.17466 2772.5022 1.1848 0.082886 1.2587 108.19 108.19 2.37E-10 48.12 746920

46756 VAGPCGYGVCYLYLR Unmodified _VAGPCGYGVCYLYLR_ B4G0V9_MAIZE 2 874.41836 1746.8222 1.0345 -0.092698 0.95113 92.354 92.354 2.37E-16 62.79 249480

46757 VAGPCGYGVCYLYLR Unmodified _VAGPCGYGVCYLYLR_ B4G0V9_MAIZE 2 874.41836 1746.8222 1.133 1.4023 2.5426 91.359 91.359 1.12E-07 69.74 315790

46758 VAGTQINK Unmodified _VAGTQINK_ B4FYD7_MAIZE 2 415.74016 829.46577 0.32205 0.25358 0.56441 22.907 22.907 1.65E-01 23.37 18481

46759 VAGVFPVQPYFGGVER Unmodified _VAGVFPVQPYFGGVER_ B6TKK2_MAIZE 2 861.45412 1720.8937 1.1232 -0.04194 1.0992 94.523 94.523 1.48E-07 43.74 662880

46760 VAGVFPVQPYFGGVER Unmodified _VAGVFPVQPYFGGVER_ B6TKK2_MAIZE 2 861.45412 1720.8937 1.0949 0.026386 1.1399 95.102 95.102 2.01E-03 41.78 277610

46761 VAGVFPVQPYFGGVER Unmodified _VAGVFPVQPYFGGVER_ B6TKK2_MAIZE 2 861.45412 1720.8937 1.1499 0.20297 1.3709 95.139 95.139 2.01E-03 34.7 290560

46762 VAGVFPVQPYFGGVER Unmodified _VAGVFPVQPYFGGVER_ B6TKK2_MAIZE 2 861.45412 1720.8937 1.0633 0.071677 1.153 94.886 94.886 1.48E-07 31.16 2156500

46763 VAGVLETNRPDER Unmodified _VAGVLETNRPDER_ B4FVL1_MAIZE 3 485.92319 1454.7478 -0.18004 -0.22015 -0.40831 44.136 44.136 4.23E-03 24.13 585680

46764 VAGVLETNRPDER Unmodified _VAGVLETNRPDER_ B4FVL1_MAIZE 3 485.92319 1454.7478 0.082884 0.14039 0.21369 46.729 46.729 4.23E-03 27.82 386990

46765 VAGVLETNRPDER Unmodified _VAGVLETNRPDER_ B4FVL1_MAIZE 3 485.92319 1454.7478 -0.035281 -0.10461 -0.14896 45.975 45.975 1.28E-01 12.25 280540

46766 VAGYLTPVPGGVGPMTVAMLLK 2 Oxidation (M) _VAGYLTPVPGGVGPM(ox)TVAM(ox)LLK_ B4FH88_MAIZE 2 1102.0969 2202.1792 1.2435 -0.091547 1.1633 110.43 110.43 1.38E-05 50.69 310550

46767 VAHPWPDHFYPLHVALGAAGDGAK Unmodified _VAHPWPDHFYPLHVALGAAGDGAK_ B4FQS1_MAIZE 5 506.05936 2525.2604 -0.095188 -0.29556 -0.38607 89.573 89.573 8.06E-01 17.22 1532500

46768 VAHPWPDHFYPLHVALGAAGDGAK Unmodified _VAHPWPDHFYPLHVALGAAGDGAK_ B4FQS1_MAIZE 4 632.32238 2525.2604 0.35693 0.302 0.66162 89.584 89.584 1.30E-04 28.6 1353900

46769 VAHPWPDHFYPLHVALGAAGDGAK Unmodified _VAHPWPDHFYPLHVALGAAGDGAK_ B4FQS1_MAIZE 4 632.32238 2525.2604 0.32845 -0.66923 -0.33653 94.424 94.424 9.62E-07 27.66 946070

46770 VAIASALAATAVPSLVLAR Unmodified _VAIASALAATAVPSLVLAR_ B4F8D2_MAIZE 3 598.69977 1793.0775 0.32636 0.19141 0.49982 111.13 111.13 5.95E-01 15.25 268400

46771 VAIASALAATAVPSLVLAR Unmodified _VAIASALAATAVPSLVLAR_ B4F8D2_MAIZE 3 598.69977 1793.0775 0.2282 0.25077 0.46063 111.53 111.53 1.00E+00 2.37 295100

46772 VAIASALSATAVPSLVLAR Unmodified _VAIASALSATAVPSLVLAR_ B4F9G0_MAIZE 2 905.54347 1809.0724 1.1882 0.021413 1.1939 106.1 106.1 4.44E-10 59.47 252720

46773 VAIASALSATAVPSLVLAR Unmodified _VAIASALSATAVPSLVLAR_ B4F9G0_MAIZE 2 905.54347 1809.0724 1.1547 -0.052762 1.0869 106.72 106.72 1.26E-01 7.69 121990

46774 VAIASALSATAVPSLVLAR Unmodified _VAIASALSATAVPSLVLAR_ B4F9G0_MAIZE 2 905.54347 1809.0724 1.1776 0.095658 1.2582 106.44 106.44 7.11E-03 21.29 263790

46775 VAICELPFHPISSEWLGGHGGTCVIR Unmodified _VAICELPFHPISSEWLGGHGGTCVIR_ B4FWU6_MAIZE 4 723.86255 2891.4211 0.72714 -0.28931 0.44957 99.571 99.571 8.27E-03 16.68 3528800
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46776 VAIDLIDAIR Unmodified _VAIDLIDAIR_ B6TB66_MAIZE 2 549.82951 1097.6445 0.12926 0.16421 0.27566 95.567 95.567 4.40E-02 39.44 158780

46777 VAIGESDVQR Unmodified _VAIGESDVQR_ B4FUW7_MAIZE 2 537.28292 1072.5513 -0.053038 0.080759 0.024409 44.438 44.438 4.40E-05 57.7 2329300

46778 VAIGESDVQR Unmodified _VAIGESDVQR_ B4FUW7_MAIZE 2 537.28292 1072.5513 -0.031473 0.3437 0.30847 47.633 47.633 3.43E-01 16.21 184040

46779 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.0657 -0.55218 0.50326 109.26 109.26 1.84E-40 82.78 180040

46780 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.1232 -0.13658 0.97549 109.23 109.23 2.00E-27 72.15 349310

46781 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.1175 0.18719 1.2938 109.3 109.3 5.48E-24 75.53 503450

46782 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.2092 -0.11727 1.0814 108.97 108.97 5.48E-24 73.89 316240

46783 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.1934 0.043305 1.2258 109.64 109.64 6.11E-47 101.03 280290

46784 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 2 905.03696 1808.0594 1.1224 -0.19304 0.91801 108.96 108.96 1.10E-40 103.99 7216000

46785 VAILGAAGGIGQPLALLMK Oxidation (M) _VAILGAAGGIGQPLALLM(ox)K_ B4FZW5_MAIZE 3 603.69374 1808.0594 0.21513 0.36888 0.57125 108.93 108.93 2.20E-01 12.55 1739700

46786 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1526 0.001224 1.1453 107.45 107.45 6.11E-47 99.54 1467100

46787 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.2156 0.072744 1.28 121.21 121.21 5.07E-01 10.54 6015.8

46788 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1145 -0.030363 1.0757 108.02 108.02 1.08E-64 101.33 870030

46789 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1082 -0.037932 1.0611 107.99 107.99 1.41E-77 98.91 1666700

46790 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.0819 -0.13755 0.93598 108.05 108.05 9.66E-69 98.55 2430000

46791 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 3 609.02537 1824.0543 0.32328 -0.065731 0.24947 108.03 108.03 5.40E-02 16.8 517280

46792 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1431 -0.12061 1.014 107.72 107.72 9.66E-69 94.45 2412300

46793 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1289 -0.12906 0.99186 108.37 108.37 1.41E-77 99.09 4086500

46794 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1008 -0.73059 0.36285 107.71 107.71 1.93E-88 106.55 46989000

46795 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 3 609.02537 1824.0543 0.21735 0.1844 0.39217 107.67 107.67 6.35E-01 9.98 5491300

46796 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1836 -0.072717 1.1019 113.26 113.26 5.89E-20 40.17 360360

46797 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1326 -0.031774 1.092 109.24 109.24 9.15E-58 87.35 331060

46798 VAILGAAGGIGQPLSLLMK Oxidation (M) _VAILGAAGGIGQPLSLLM(ox)K_ B4FRJ1_MAIZE 2 913.03442 1824.0543 1.1277 0.11061 1.23 112.18 112.18 2.86E-31 74.19 104070

46799 VAILGAAGGIGQPLSLLMK Unmodified _VAILGAAGGIGQPLSLLMK_ B4FRJ1_MAIZE 2 905.03696 1808.0594 1.1139 -0.22527 0.87813 117.45 117.45 4.53E-07 31.2 2127600

46800 VAILGAAGGIGQPLSLLMK Unmodified _VAILGAAGGIGQPLSLLMK_ B4FRJ1_MAIZE 2 905.03696 1808.0594 1.2458 -0.13165 1.104 118.2 118.2 5.48E-24 69.77 152200

46801 VAILGAAGGIGQPLSLLMK Unmodified _VAILGAAGGIGQPLSLLMK_ B4FRJ1_MAIZE 2 905.03696 1808.0594 1.1504 0.1495 1.2892 118.91 118.91 2.86E-31 97.35 1071200

46802 VAILGAAGGIGQPLSLLMK Unmodified _VAILGAAGGIGQPLSLLMK_ B4FRJ1_MAIZE 2 905.03696 1808.0594 1.122 -0.42755 0.68436 117.89 117.89 1.08E-64 109.3 12048000

46803 VAIVTGGAGGIGSAVAAHLASLGAR Unmodified _VAIVTGGAGGIGSAVAAHLASLGAR_ B6TPJ3_MAIZE 3 726.07808 2175.2124 0.76541 0.22988 0.99546 103.03 103.03 6.22E-01 19.48 424990

46804 VAIVTGGAGGIGSAVAAHLASLGAR Unmodified _VAIVTGGAGGIGSAVAAHLASLGAR_ B6TPJ3_MAIZE 3 726.07808 2175.2124 0.70448 -0.12224 0.58309 107.31 107.31 4.47E-24 65.81 1795600

46805 VAIVTGGAGGIGSAVAAHLASLGAR Unmodified _VAIVTGGAGGIGSAVAAHLASLGAR_ B6TPJ3_MAIZE 2 1088.6135 2175.2124 1.2059 -0.15212 1.0547 107.15 107.15 6.90E-13 78.25 136520

46806 VALCLPSDGR Unmodified _VALCLPSDGR_ B4FRC6_MAIZE 2 544.28186 1086.5492 -0.028362 0.35151 0.32666 65.365 65.365 4.40E-02 34.31 2102800

46807 VALGLK Unmodified _VALGLK_ B6TLM5_MAIZE 2 300.7076 599.40065 1.0653 0.57042 1.6118 44.316 44.316 2.64E-01 34.22 2974800

46808 VALGPSGDLSLTSR Unmodified _VALGPSGDLSLTSR_ B6T6S5_MAIZE 2 686.87517 1371.7358 0.69436 0.38294 1.0772 73.024 73.024 1.00E+00 4.67 225710

46809 VALGPSGDLSLTSR Unmodified _VALGPSGDLSLTSR_ B6T6S5_MAIZE 2 686.87517 1371.7358 0.59968 0.090282 0.68942 73.979 73.979 6.31E-03 64.8 896290
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46810 VALHTEMAK Oxidation (M) _VALHTEM(ox)AK_ B6TDW6_MAIZE 3 339.17955 1014.5168 1.2946 0.11497 1.3931 25.463 25.463 9.63E-01 13.52 28687

46811 VALHTEMAK Oxidation (M) _VALHTEM(ox)AK_ B6TDW6_MAIZE 2 508.26568 1014.5168 -0.010132 -0.30691 -0.33268 25.461 25.461 1.00E+00 13.97 7350.1

46812 VALHTEMAK Unmodified _VALHTEMAK_ B6TDW6_MAIZE 3 333.84791 998.5219 1.2945 -0.6337 0.64164 37.45 37.45 8.40E-02 29.74 392810

46813 VALINDDDAK Unmodified _VALINDDDAK_ B4FLR0_MAIZE 2 537.2773 1072.5401 -0.014375 0.42209 0.39227 51.331 51.331 1.84E-04 52.52 1070300

46814 VALITGITGQDGSYLTELLLSK Unmodified _VALITGITGQDGSYLTELLLSK_ B6TA81_MAIZE 2 1146.6385 2291.2624 1.2479 0.47426 1.7176 123.76 123.76 2.21E-30 98.61 1152700

46815 VALITGITGQDGSYLTELLLSK Unmodified _VALITGITGQDGSYLTELLLSK_ B6TA81_MAIZE 3 764.76142 2291.2624 0.88251 0.2591 1.1372 123.76 123.76 4.26E-01 7.5 539610

46816 VALITGITGQDGSYLTELLLSK Unmodified _VALITGITGQDGSYLTELLLSK_ B6TA81_MAIZE 2 1146.6385 2291.2624 1.3003 0.31671 1.6131 124.27 124.27 8.70E-13 72.66 141230

46817 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.142 0.11768 1.2513 116.53 116.53 5.89E-20 63.24 260130

46818 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.1056 0.37428 1.4713 117.11 117.11 5.48E-24 63.36 181040

46819 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.1316 0.30082 1.424 117.36 117.36 4.44E-10 45.34 162610

46820 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.2106 0.28343 1.4856 117.26 117.26 4.44E-10 51.41 141380

46821 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.1658 0.26047 1.4173 117.97 117.97 2.86E-31 65.31 210810

46822 VALLGAAGGIGQPLGLLIK Unmodified _VALLGAAGGIGQPLGLLIK_ B4FG53_MAIZE 2 881.05347 1760.0924 1.0943 0.056118 1.142 116.99 116.99 5.57E-58 84.02 4414800

46823 VALLGGAGLYAVLNSFYNVEGGHR Unmodified _VALLGGAGLYAVLNSFYNVEGGHR_ B4FMS7_MAIZE 3 826.43604 2476.2863 1.0057 -0.10001 0.90241 130.54 130.54 1.33E-26 67.89 1309400

46824 VALQSEDVELVAVNDPFITTDYMTYMFK 2 Oxidation (M) _VALQSEDVELVAVNDPFITTDYM(ox)TYM(ox)FK_ B6SJZ8_MAIZE 4 818.64109 3270.5352 1.0245 0.2696 1.297 119.94 119.94 8.76E-01 2.03 686820

46825 VALQSEDVELVAVNDPFITTDYMTYMFK 2 Oxidation (M) _VALQSEDVELVAVNDPFITTDYM(ox)TYM(ox)FK_ B6SJZ8_MAIZE 3 1091.1857 3270.5352 1.2047 -0.025459 1.1833 120.29 120.29 1.00E+00 5.65 4142600

46826 VALQSEDVELVAVNDPFITTDYMTYMFK Oxidation (M) _VALQSEDVELVAVNDPFITTDYMTYM(ox)FK_ B6SJZ8_MAIZE 3 1085.854 3254.5403 1.2381 0.37097 1.6112 124.04 124.04 7.62E-02 6.56 788530

46827 VALSPGGDLMLTSR Unmodified _VALSPGGDLMLTSR_ B6SWP6_MAIZE 2 708.8794 1415.7442 0.69394 -0.27989 0.41272 78.348 78.348 2.96E-06 93.84 1112500

46828 VALSPGGDLMLTSR Unmodified _VALSPGGDLMLTSR_ B6SWP6_MAIZE 2 708.8794 1415.7442 0.6553 0.1361 0.78862 79.137 79.137 1.00E+00 8.27 1703600

46829 VALSPGGDLMLTSR Oxidation (M) _VALSPGGDLM(ox)LTSR_ B6SWP6_MAIZE 2 716.87686 1431.7392 0.70784 9.75E-05 0.70769 72.964 72.964 1.85E-03 85.29 366860

46830 VALSPGGDLMLTSR Oxidation (M) _VALSPGGDLM(ox)LTSR_ B6SWP6_MAIZE 2 716.87686 1431.7392 0.77299 -0.019256 0.75433 72.544 72.544 2.96E-06 71.91 366630

46831 VALSPGGDLMLTSR Oxidation (M) _VALSPGGDLM(ox)LTSR_ B6SWP6_MAIZE 2 716.87686 1431.7392 0.79724 1.0428 1.8395 73.101 73.101 1.29E-01 56.96 495520

46832 VALSPGGDLMLTSR Oxidation (M) _VALSPGGDLM(ox)LTSR_ B6SWP6_MAIZE 2 716.87686 1431.7392 0.68963 -0.17246 0.51758 72.91 72.91 6.95E-06 78.48 1842800

46833 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.11108 -0.11191 -0.016143 48.602 48.602 1.90E-02 40.24 7612900

46834 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 -0.10481 0.29225 0.17293 49.467 49.467 7.88E-01 36.44 398560

46835 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 -0.029789 0.38743 0.34142 48.676 48.676 3.77E-01 36.09 1033100

46836 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.1179 0.018606 0.12223 50.998 50.998 7.88E-01 26.09 775240

46837 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.10945 0.18367 0.27741 50.274 50.274 3.77E-01 25.86 976170

46838 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.010018 0.45751 0.45282 51.076 51.076 7.88E-01 30.62 881180

46839 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.12205 0.2879 0.3951 50.831 50.831 5.06E-02 36.63 1215700

46840 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 0.053072 0.1836 0.22257 51.56 51.56 3.77E-01 31.91 825590

46841 VALVNYGK Unmodified _VALVNYGK_ B4FUA9_MAIZE 2 432.2529 862.49125 -0.10802 -0.18249 -0.3045 52.336 52.336 3.77E-01 33.71 3559600

46842 VALVTGGATGIGEAIVR Unmodified _VALVTGGATGIGEAIVR_ B6TKU7_MAIZE 2 792.4594 1582.9043 0.94414 0.017874 0.96796 83.071 83.071 3.42E-29 109.78 1292000

46843 VALVTGGATGIGEAIVR Unmodified _VALVTGGATGIGEAIVR_ B6TKU7_MAIZE 2 792.4594 1582.9043 0.85668 -0.053635 0.80905 83.002 83.002 7.78E-69 98.65 3163300
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46844 VALYGTTVDTTNMK Oxidation (M) _VALYGTTVDTTNM(ox)K_ B4FT12_MAIZE 2 765.37943 1528.7443 0.79155 0.04458 0.84501 58.68 58.68 2.00E-19 78.36 1732900

46845 VALYGTTVDTTNMK Unmodified _VALYGTTVDTTNMK_ B4FT12_MAIZE 2 757.38197 1512.7494 0.82498 -0.38004 0.45157 67.876 67.876 7.68E-22 83.03 604770

46846 VAMIHK Unmodified _VAMIHK_ B4G1B0_MAIZE 2 349.70453 697.39452 1.1249 0.29242 1.3937 25.917 25.917 2.64E-01 20.12 43806

46847 VAMIHK Unmodified _VAMIHK_ B4G1B0_MAIZE 2 349.70453 697.39452 1.0711 24.967 24.967 4.11E-01 31.44

46848 VAMSCEGCAGAVR Oxidation (M) _VAM(ox)SCEGCAGAVR_ B6SQL3_MAIZE 2 692.29432 1382.5741 0.59189 -0.6644 -0.05958 35.647 35.647 2.50E-15 56.19 468660

46849 VAMSCEGCAGAVR Unmodified _VAMSCEGCAGAVR_ B6SQL3_MAIZE 2 684.29686 1366.5792 0.51512 -0.22505 0.29969 46.616 46.616 1.00E-11 96.36 1864500

46850 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.43994 0.17109 0.59041 52.977 52.977 9.32E-03 50.67 10445000

46851 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.25004 0.058479 0.28921 54.032 54.032 4.49E-02 48.8 200770

46852 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.31159 0.087503 0.37867 53.415 53.415 9.32E-03 44.68 3258100

46853 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.42419 0.028592 0.43269 55.364 55.364 4.49E-02 46.56 4814900

46854 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.36677 0.37855 0.72385 54.697 54.697 8.04E-02 35.76 3056300

46855 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.30124 0.47976 0.76031 55.355 55.355 9.32E-03 46.91 2687400

46856 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.34564 -0.31865 0.0064073 54.94 54.94 9.32E-03 50.43 21849000

46857 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.46548 0.007972 0.45395 53.544 53.544 1.00E+00 13.07 490600

46858 VANFLAR Unmodified _VANFLAR_ B4FAD9_MAIZE 2 395.73214 789.44972 0.18799 0.27173 0.43939 56.63 56.63 1.86E-01 44.22 472290

46859 VANFVNAADSR Unmodified _VANFVNAADSR_ B4FA19_MAIZE 2 582.29382 1162.5731 0.21406 -0.034901 0.169 52.881 52.881 5.66E-08 81.75 507980

46860 VANVELYYK Unmodified _VANVELYYK_ B4FF84_MAIZE 2 549.79513 1097.5757 0.057566 0.24804 0.27916 60.619 60.619 3.21E-03 64.59 3591600

46861 VANVELYYK Unmodified _VANVELYYK_ B4FF84_MAIZE 2 549.79513 1097.5757 0.10497 0.35737 0.43704 62.475 62.475 3.39E-01 19.17 408920

46862 VAPEEHPILLTEAPLNPK Unmodified _VAPEEHPILLTEAPLNPK_ B4FV86_MAIZE 3 656.6982 1967.0728 0.50993 0.026921 0.51648 75.042 75.042 5.57E-02 12.54 1259300

46863 VAPEEHPILLTEAPLNPK Unmodified _VAPEEHPILLTEAPLNPK_ B4FV86_MAIZE 3 656.6982 1967.0728 0.4798 0.097137 0.55738 76.068 76.068 5.57E-02 18.22 2630800

46864 VAPEEHPILLTEAPLNPK Unmodified _VAPEEHPILLTEAPLNPK_ B4FV86_MAIZE 3 656.6982 1967.0728 0.44825 0.46559 0.89346 75.303 75.303 3.64E-01 9.29 1772000

46865 VAPEEHPILLTEAPLNPK Unmodified _VAPEEHPILLTEAPLNPK_ B4FV86_MAIZE 3 656.6982 1967.0728 0.41819 -0.12615 0.27152 75.962 75.962 1.02E-02 25.05 12173000

46866 VAPEEHPILLTEAPLNPK Unmodified _VAPEEHPILLTEAPLNPK_ B4FV86_MAIZE 2 984.54367 1967.0728 1.2278 -0.13276 1.0749 75.959 75.959 4.65E-12 72.5 652350

46884 VAPFIPK Unmodified _VAPFIPK_ B4FAQ9_MAIZE 2 386.24181 770.46906 0.43159 -0.81209 -0.38704 56.593 56.593 1.86E-01 34.56 20171000

46885 VAPFIPK Unmodified _VAPFIPK_ B4FAQ9_MAIZE 2 386.24181 770.46906 0.52352 -0.054697 0.46118 54.909 54.909 7.83E-01 22.44 3613300

46886 VAPFIPK Unmodified _VAPFIPK_ B4FAQ9_MAIZE 2 386.24181 770.46906 0.26841 -0.22348 0.037773 57.913 57.913 8.04E-02 36.03 4007000

46887 VAPGSHATEAAVNK Unmodified _VAPGSHATEAAVNK_ B4FEK4_MAIZE 2 676.35187 1350.6892 0.57012 0.018892 0.57802 30.837 30.837 3.51E-02 39.43 58064

46888 VAPIQVIVIPVPYK Unmodified _VAPIQVIVIPVPYK_ B4FNF8_MAIZE 2 768.48162 1534.9487 0.87467 0.31512 1.1873 101.76 101.76 2.00E-19 63.8 2097800

46889 VAPIQVIVIPVPYK Unmodified _VAPIQVIVIPVPYK_ B4FNF8_MAIZE 2 768.48162 1534.9487 0.87355 0.29558 1.1669 102.42 102.42 7.64E-09 53.55 512400

46890 VAPIQVIVIPVPYK Unmodified _VAPIQVIVIPVPYK_ B4FNF8_MAIZE 2 768.48162 1534.9487 0.87197 0.14075 1.011 102.26 102.26 1.95E-13 62.67 532940

46891 VAPIQVIVIPVPYK Unmodified _VAPIQVIVIPVPYK_ B4FNF8_MAIZE 2 768.48162 1534.9487 0.90044 0.24114 1.1402 102.21 102.21 7.64E-09 40.36 339390

46892 VAPIQVIVIPVPYK Unmodified _VAPIQVIVIPVPYK_ B4FNF8_MAIZE 2 768.48162 1534.9487 0.92906 0.34812 1.2753 102.35 102.35 7.64E-09 63.42 406100

46893 VAPITQVDLSFLSEGK Unmodified _VAPITQVDLSFLSEGK_ B4F8E3_MAIZE 2 852.46435 1702.9142 1.0788 0.25414 1.3333 103.47 103.47 4.21E-20 104.66 1161000

46894 VAPNIEPPATPLSLMQPRPPTPATIPTK Oxidation (M) _VAPNIEPPATPLSLM(ox)QPRPPTPATIPTK_ B6SST9_MAIZE 3 984.2072 2949.5998 1.1452 -0.24732 0.89251 86.22 86.22 5.71E-01 15.33 294770
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46895 VAPYIPKEEPK Unmodified _VAPYIPKEEPK_ B4FUC4_MAIZE 3 424.23957 1269.6969 0.16281 -0.2395 -0.10321 46.916 46.916 5.15E-02 16.58 1600100

46896 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.072058 -0.030021 -0.1079 62.933 62.933 7.11E-01 7.4 39162

46897 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 0.031806 -0.28053 -0.25491 63.565 63.565 2.81E-03 52.05 527140

46898 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 0.015007 -0.42434 -0.41511 62.901 62.901 1.00E+00 10.88 821070

46899 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.029211 -0.051689 -0.086646 63.343 63.343 3.43E-01 14.18 793660

46900 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.0075917 -0.1365 -0.14952 63.346 63.346 1.62E-03 63.1 1173800

46901 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.082721 -0.17664 -0.26393 63.751 63.751 4.40E-05 76.34 3257800

46902 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.17241 -0.21301 -0.39155 62.051 62.051 5.76E-06 67.52 19818000

46903 VAQDAVIAFK Unmodified _VAQDAVIAFK_ B4FTS6_MAIZE 2 531.30312 1060.5917 -0.090928 -0.035197 -0.13132 64.653 64.653 4.40E-02 42.08 382050

46904 VAQDNESEELK Unmodified _VAQDNESEELK_ B6U0V6_MAIZE 2 631.29896 1260.5834 0.46668 -0.59843 -0.15636 33.845 33.845 3.60E-06 55 221480

46905 VAQDNESEELK Unmodified _VAQDNESEELK_ B6U0V6_MAIZE 2 631.29896 1260.5834 0.34416 -0.059804 0.25918 32.13 32.13 4.96E-02 34.42 51478

46906 VAQDNESEELK Unmodified _VAQDNESEELK_ B6U0V6_MAIZE 2 631.29896 1260.5834 0.40997 -0.19515 0.19013 35.462 35.462 3.60E-06 68.78 482230

46907 VAQDNESEELK Unmodified _VAQDNESEELK_ B6U0V6_MAIZE 2 631.29896 1260.5834 0.38756 -0.02484 0.33752 34.596 34.596 5.66E-08 68.97 1263000

46908 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 3 576.28334 1725.8282 0.38667 0.10429 0.47025 33.372 33.372 4.82E-01 3.44 81979

46909 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 3 576.28334 1725.8282 0.056676 -0.38161 -0.34374 32.353 32.353 8.47E-02 12.57 53284

46910 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 4 432.46432 1725.8282 0.12817 -0.026575 0.080202 35.203 35.203 2.34E-01 12.03 240960

46911 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 3 576.28334 1725.8282 0.25512 -0.46868 -0.2329 35.196 35.196 4.82E-01 14.56 54047

46912 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 4 432.46432 1725.8282 0.08646 -0.19068 -0.12505 34.318 34.318 4.82E-01 16.23 837210

46913 VAQDNESEELKHTAR Unmodified _VAQDNESEELKHTAR_ B6U0V6_MAIZE 3 576.28334 1725.8282 0.24108 -0.059728 0.16049 34.31 34.31 1.29E-02 25.86 154510

46914 VAQEYSECPSGK Unmodified _VAQEYSECPSGK_ B6T401_MAIZE 2 677.80081 1353.5871 0.56442 -0.17713 0.38078 37.409 37.409 1.11E-04 57.94 229580

46915 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.41164 -0.38557 0.032357 52.54 52.54 1.62E-14 55 1908500

46916 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.3436 -0.21581 0.13449 53.711 53.711 1.47E-03 38.73 192450

46917 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.40226 -0.072242 0.33537 52.773 52.773 1.00E-11 48.31 896030

46918 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.40329 -0.019972 0.38889 54.793 54.793 1.56E-17 62.26 1208300

46919 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.4266 -0.075723 0.35607 54.049 54.049 1.62E-14 41.63 1697000

46920 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.38364 0.01961 0.4085 54.73 54.73 1.88E-16 63.49 1602100

46921 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.43243 0.032988 0.47053 54.551 54.551 1.91E-07 54.39 2158200

46922 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.40311 -0.10911 0.29958 55.16 55.16 1.15E-02 37.81 2286800

46923 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.24411 -0.40056 -0.15074 53.004 53.004 2.50E-15 54.1 34843000

46924 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.28813 -0.73139 -0.43612 63.442 63.442 9.49E-01 8.4 463560

46925 VAQFMPVGAGAPK Oxidation (M) _VAQFM(ox)PVGAGAPK_ GSTF4_MAIZE 2 644.83955 1287.6645 0.37358 -0.46293 -0.082555 56.259 56.259 7.84E-04 40.82 339390

46926 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.37835 0.069194 0.44928 63.022 63.022 1.00E-11 48.5 4777200

46927 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.42859 0.20172 0.63203 64.784 64.784 1.47E-03 31.01 522590

46928 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.45799 -0.11179 0.3484 64.153 64.153 3.13E-02 18.89 537600
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46929 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.43169 0.23763 0.67171 64.502 64.502 4.68E-05 36.21 1345900

46930 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.36042 0.20532 0.56871 64.776 64.776 6.20E-03 27.99 1060800

46931 VAQFMPVGAGAPK Unmodified _VAQFMPVGAGAPK_ GSTF4_MAIZE 2 636.84209 1271.6696 0.24994 -0.419 -0.16616 63.527 63.527 1.56E-17 70.35 13735000

46932 VAQFMPVGAGAPK Acetyl (Protein N-term) _(ac)VAQFMPVGAGAPK_ GSTF4_MAIZE 2 657.84737 1313.6802 0.43281 0.39245 0.82199 65.861 65.861 9.49E-01 5.3 1402300

46933 VAQGVVGAVADK Unmodified _VAQGVVGAVADK_ B6SKW5_MAIZE 2 557.31676 1112.619 0.0084138 0.1541 0.17615 47.009 47.009 1.98E-03 41.41 62337

46934 VAQGVVGAVADK Unmodified _VAQGVVGAVADK_ B6SKW5_MAIZE 2 557.31676 1112.619 0.01993 -0.035745 -0.0032689 46.138 46.138 2.05E-12 64.49 506670

46935 VAQGVVGAVADK Unmodified _VAQGVVGAVADK_ B6SKW5_MAIZE 2 557.31676 1112.619 0.061533 -0.065654 0.0085936 48.654 48.654 7.61E-14 76.24 1088400

46936 VAQGVVGAVADK Unmodified _VAQGVVGAVADK_ B6SKW5_MAIZE 2 557.31676 1112.619 0.04795 0.24541 0.30642 48.634 48.634 1.00E+00 7.1 1197000

46937 VAQGVVGAVADK Unmodified _VAQGVVGAVADK_ B6SKW5_MAIZE 2 557.31676 1112.619 0.022793 -1.1132 -1.0759 48.463 48.463 1.68E-09 53.17 6436800

46938 VAQHVVDVLR Unmodified _VAQHVVDVLR_ B6TIJ2_MAIZE 3 379.22426 1134.6509 0.67241 0.13349 0.81614 52.738 52.738 1.00E+00 2.59 1145100

46939 VAQHVVDVLR Unmodified _VAQHVVDVLR_ B6TIJ2_MAIZE 3 379.22426 1134.6509 0.49194 0.29081 0.79334 53.511 53.511 1.00E+00 1.75 312290

46940 VAQHVVDVLR Unmodified _VAQHVVDVLR_ B6TIJ2_MAIZE 2 568.33275 1134.6509 0.042763 -0.27853 -0.22366 53.515 53.515 1.00E+00 5.47 211740

46941 VAQHVVDVLR Unmodified _VAQHVVDVLR_ B6TIJ2_MAIZE 3 379.22426 1134.6509 0.62032 0.36014 0.9906 54.527 54.527 2.94E-01 13.93 307680

46942 VAQWMLQTPGATSYMGCIGK 2 Oxidation (M) _VAQWM(ox)LQTPGATSYM(ox)GCIGK_ B4FFH8_MAIZE 2 1116.0183 2230.0221 1.2131 -0.57944 0.64219 79.784 79.784 4.75E-48 76.87 2693100

46943 VAQWMLQTPGATSYMGCIGK Oxidation (M) _VAQWMLQTPGATSYM(ox)GCIGK_ B4FFH8_MAIZE 2 1108.0209 2214.0272 1.1929 -1.1394 0.061135 86.044 86.044 6.57E-12 43.64 745660

46944 VAQWMLQTPGATSYMGCIGK Oxidation (M) _VAQWM(ox)LQTPGATSYMGCIGK_ B4FFH8_MAIZE 2 1108.0209 2214.0272 1.2162 -0.21615 1.0062 90.023 90.023 1.99E-37 91.39 1638500

46945 VAQWMLQTPGATSYMGCIGK Unmodified _VAQWMLQTPGATSYMGCIGK_ B4FFH8_MAIZE 3 733.68469 2198.0322 0.77585 -1.0113 -0.23042 96.539 96.539 1.62E-02 10.74 349060

46946 VARPHGNSGVVR Unmodified _VARPHGNSGVVR_ B4G0R0_MAIZE 3 416.90218 1247.6847 0.34495 -0.14651 0.20251 23.39 23.39 1.55E-01 23.22 52049

46947 VASAIESFALEQLEANSGPAEVSELTGPDVMEEK Oxidation (M) _VASAIESFALEQLEANSGPAEVSELTGPDVM(ox)EEK_ Q5EUD5_MAIZE 4 891.67909 3562.6873 1.1645 0.046117 1.1979 121.43 121.43 2.77E-02 19.12 980490

46948 VASHVVASAQPVEGDGGVGSVR Unmodified _VASHVVASAQPVEGDGGVGSVR_ Q29SB6_MAIZE 3 693.35902 2077.0552 0.57416 0.50288 1.093 52.111 52.111 1.53E-06 72.61 934820

46949 VASHVVASAQPVEGDGGVGSVR Unmodified _VASHVVASAQPVEGDGGVGSVR_ Q29SB6_MAIZE 3 693.35902 2077.0552 0.5365 -0.27038 0.28396 55.307 55.307 5.48E-13 79.91 9225700

46950 VASHVVASAQPVEGDGGVGSVR Unmodified _VASHVVASAQPVEGDGGVGSVR_ Q29SB6_MAIZE 2 1039.5349 2077.0552 1.1455 0.16148 1.3243 55.298 55.298 9.69E-63 99.27 703460

46951 VASLVGADPR Unmodified _VASLVGADPR_ B4FLP7_MAIZE 2 492.77727 983.53999 -0.01633 -0.20591 -0.2242 47.36 47.36 4.40E-02 45.74 751390

46952 VASLVGADPR Unmodified _VASLVGADPR_ B4FLP7_MAIZE 2 492.77727 983.53999 -0.1567 -0.031323 -0.19073 47.032 47.032 1.25E-02 65.4 235520

46953 VASLVGADPR Unmodified _VASLVGADPR_ B4FLP7_MAIZE 2 492.77727 983.53999 -0.0081026 -0.39555 -0.40388 48.822 48.822 2.81E-03 50.77 316960

46954 VASLVGADPR Unmodified _VASLVGADPR_ B4FLP7_MAIZE 2 492.77727 983.53999 -0.072384 0.41487 0.34037 49.482 49.482 2.81E-03 66 2083800

46955 VASTHPLAVTNCNIDMESLISDQNR Unmodified _VASTHPLAVTNCNIDMESLISDQNR_ B6SV32_MAIZE 3 929.11297 2784.3171 1.207 -0.003356 1.1994 88.164 88.164 3.53E-01 28.38 185670

46956 VASVFK Unmodified _VASVFK_ B6TMB2_MAIZE 2 325.69723 649.37991 1.3433 0.045788 1.3902 39.808 39.808 5.26E-01 46.71 2341200

46957 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 2 556.29636 1110.5782 0.16109 0.09425 0.24113 32.874 32.874 3.57E-04 66.68 83216

46958 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 2 556.29636 1110.5782 0.042843 0.10083 0.12962 31.788 31.788 1.47E-01 44.62 36665

46959 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 2 556.29636 1110.5782 0.1616 -0.29792 -0.15026 33.559 33.559 1.67E-02 56.54 36762

46960 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 2 556.29636 1110.5782 0.18941 -0.28574 -0.10996 34.269 34.269 7.60E-01 16.61 37270

46961 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 2 556.29636 1110.5782 0.038615 -0.34532 -0.32046 32.291 32.291 1.67E-02 58.59 1087900

46962 VATALESAGHR Unmodified _VATALESAGHR_ B6U2I9_MAIZE 3 371.2 1110.5782 0.74846 -0.88918 -0.15166 32.294 32.294 1.52E-02 43.33 6422900
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46963 VATDLR Unmodified _VATDLR_ Q8W529_MAIZE 2 337.69522 673.37589 1.296 -1.1892 0.10234 28.54 28.54 5.26E-01 40.82 299190

46964 VATDLR Unmodified _VATDLR_ Q8W529_MAIZE 2 337.69522 673.37589 1.2952 0.19758 1.4858 29.649 29.649 5.26E-01 38.92 430670

46965 VATDLR Unmodified _VATDLR_ Q8W529_MAIZE 2 337.69522 673.37589 1.1994 0.010113 1.2028 29.021 29.021 5.26E-01 40.48 874430

46966 VATDLR Unmodified _VATDLR_ Q8W529_MAIZE 2 337.69522 673.37589 1.2802 -0.22895 1.045 30.267 30.267 1.00E+00 21.33 38138

46967 VATELSLWQEAFR Unmodified _VATELSLWQEAFR_ EIF3A_MAIZE 2 775.4041 1548.7936 0.94793 0.24286 1.1786 104.79 104.79 1.00E-11 60.73 605100

46968 VATELSLWQEAFR Unmodified _VATELSLWQEAFR_ EIF3A_MAIZE 2 775.4041 1548.7936 0.87371 0.316 1.1775 105.43 105.43 4.68E-05 54.08 197470

46969 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.0084152 -0.15432 -0.18642 35.471 35.471 1.45E-01 48.46 1121600

46970 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.17651 0.072421 -0.12894 34.385 34.385 4.40E-02 43.76 561190

46971 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.031375 -0.10985 -0.166 37.219 37.219 1.25E-02 53.57 1192700

46972 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.031964 -0.23314 -0.28758 36.408 36.408 1.25E-02 68.67 543970

46973 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.083941 -0.27069 -0.37678 37.093 37.093 1.62E-03 75.46 1490500

46974 VATESSLAAR Unmodified _VATESSLAAR_ B6TG70_MAIZE 2 502.77219 1003.5298 -0.097877 -0.17673 -0.29882 37.043 37.043 1.62E-03 64.29 6311600

46975 VATFEEELR Unmodified _VATFEEELR_ B6SRL9_MAIZE 2 547.27985 1092.5451 -0.064772 -0.82584 -0.90693 62.513 62.513 3.32E-02 39.5 271090

46976 VATGGGAPADGGIAVR Unmodified _VATGGGAPADGGIAVR_ B6SW65_MAIZE 2 684.86514 1367.7157 0.58797 0.091712 0.69206 50.167 50.167 7.42E-06 73.33 735120

46977 VATNAVDGSVPFSEQTISQALATAR Unmodified _VATNAVDGSVPFSEQTISQALATAR_ B6T365_MAIZE 3 845.10127 2532.282 1.0148 0.056532 1.0726 108.6 108.6 9.12E-03 17.1 508020

46978 VATNAVDGSVPFSEQTISQALATAR Unmodified _VATNAVDGSVPFSEQTISQALATAR_ B6T365_MAIZE 2 1267.1483 2532.282 1.0822 0.31322 1.3965 108.61 108.61 8.03E-11 66.42 210890

46979 VATPANWKPGECAVIAPGVSDEEAR Unmodified _VATPANWKPGECAVIAPGVSDEEAR_ B4FYU6_MAIZE 3 875.43062 2623.27 0.99575 -0.21592 0.77572 74.607 74.607 3.05E-05 26.06 4138000

46980 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 2 789.42335 1576.8322 0.96952 0.24103 1.1996 49.475 49.475 7.01E-11 80.79 638180

46981 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.022226 0.020337 -0.012832 49.488 49.488 2.19E-02 23.82 5874900

46982 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.026469 -0.015555 -0.052326 51.094 51.094 7.60E-01 23.28 3187600

46983 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.089366 -0.041791 -0.14041 51.798 51.798 1.00E+00 2.36 3175800

46984 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.040721 -0.31854 -0.36824 51.593 51.593 7.60E-01 9.17 5112400

46985 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.1009 -0.066106 -0.17635 52.243 52.243 1.00E+00 8.83 9859900

46986 VATPAQAQEVHASLR Unmodified _VATPAQAQEVHASLR_ B4FNW1_MAIZE 3 526.61799 1576.8322 -0.21482 -0.55407 -0.77845 49.984 49.984 4.00E-03 48.21 72917000

46987 VATPAQAQEVHDGLR Unmodified _VATPAQAQEVHDGLR_ B6SMQ5_MAIZE 3 531.27775 1590.8114 0.012033 -0.5805 -0.56955 48.521 48.521 1.00E+00 1.82 1377000

46988 VATPAQAQEVHDGLR Unmodified _VATPAQAQEVHDGLR_ B6SMQ5_MAIZE 3 531.27775 1590.8114 -0.09896 -0.35539 -0.45417 48.585 48.585 1.00E+00 9 356530

46989 VATPAQAQEVHDGLR Unmodified _VATPAQAQEVHDGLR_ B6SMQ5_MAIZE 3 531.27775 1590.8114 0.015606 -0.77526 -0.7604 50.767 50.767 7.60E-01 13.3 577690

46990 VATPAQAQEVHDGLR Unmodified _VATPAQAQEVHDGLR_ B6SMQ5_MAIZE 2 796.41299 1590.8114 0.89472 0.024588 0.91838 48.963 48.963 1.12E-07 89.17 1206900

46991 VATPAQAQEVHDGLR Unmodified _VATPAQAQEVHDGLR_ B6SMQ5_MAIZE 3 531.27775 1590.8114 -0.13971 -0.28154 -0.42267 48.958 48.958 2.19E-02 47.82 14714000

46992 VATPAQAQEVHDGLRK Unmodified _VATPAQAQEVHDGLRK_ B6SMQ5_MAIZE 4 430.73387 1718.9064 0.17604 -0.26019 -0.088816 43.558 43.558 1.00E+00 0.94 889950

46993 VATPAQAQEVHDGLRK Unmodified _VATPAQAQEVHDGLRK_ B6SMQ5_MAIZE 3 573.97607 1718.9064 0.089311 -0.45404 -0.36897 43.862 43.862 2.89E-01 19.9 1455700

46994 VATPEQAQEVHAAVR Unmodified _VATPEQAQEVHAAVR_ B4FDF4_MAIZE 3 535.94963 1604.8271 0.045939 -0.34895 -0.30938 46.674 46.674 1.00E+00 0.24 1442200

46995 VATPEQAQEVHAAVR Unmodified _VATPEQAQEVHAAVR_ B4FDF4_MAIZE 3 535.94963 1604.8271 -0.096815 -0.12842 -0.23266 47.037 47.037 1.98E-01 25.48 7116300

46996 VATSILEK Unmodified _VATSILEK_ B4FAK8_MAIZE 2 430.75802 859.50148 0.090577 0.23663 0.3035 45.137 45.137 7.88E-01 17.21 2959500
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46997 VATSILEK Unmodified _VATSILEK_ B4FAK8_MAIZE 2 430.75802 859.50148 -0.025202 0.4535 0.4045 44.971 44.971 3.77E-01 21.18 1195800

46998 VATSILEK Unmodified _VATSILEK_ B4FAK8_MAIZE 2 430.75802 859.50148 0.067255 0.52601 0.57088 46.683 46.683 1.65E-01 26.43 1641900

46999 VATSILEK Unmodified _VATSILEK_ B4FAK8_MAIZE 2 430.75802 859.50148 -0.059896 0.13733 0.054496 47.403 47.403 2.92E-02 57.7 11443000

47000 VATTFDLSDQSK Unmodified _VATTFDLSDQSK_ B6T2E1_MAIZE 2 656.32498 1310.6354 0.41039 -0.14026 0.27891 60.206 60.206 2.62E-07 75.03 1460400

47001 VATTNVAAQSVK Unmodified _VATTNVAAQSVK_ B6SWS4_MAIZE 2 594.83278 1187.651 0.26252 -0.008822 0.25243 39.191 39.191 6.74E-02 32.94 175590

47002 VATVLNEK Unmodified _VATVLNEK_ B4FK84_MAIZE 2 437.25564 872.49673 -0.12514 0.27984 0.13887 37.965 37.965 7.88E-01 35.49 95005

47003 VATVLNEK Unmodified _VATVLNEK_ B4FK84_MAIZE 2 437.25564 872.49673 0.0043812 0.48017 0.46766 37.431 37.431 3.77E-01 23.85 4308400

47004 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.71627 -0.57275 0.15941 59.029 59.029 3.40E-25 104.92 12070000

47005 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.69898 0.012187 0.72745 60.339 60.339 7.64E-09 68.53 74015

47006 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.70122 -0.26393 0.454 60.987 60.987 1.95E-13 79.18 3306900

47007 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.71368 -0.28797 0.44238 60.357 60.357 1.95E-13 94.21 2689300

47008 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.70603 -0.45338 0.26888 60.772 60.772 2.00E-19 84.64 1313700

47009 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.70875 -0.18823 0.53613 61.101 61.101 2.09E-30 125.8 6390500

47010 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.72105 -0.12933 0.60813 59.564 59.564 3.56E-04 85.78 911850

47011 VATVQCLSGTGSLR Unmodified _VATVQCLSGTGSLR_ B4FUH2_MAIZE 2 724.87993 1447.7453 0.74903 0.30361 1.0683 62.223 62.223 2.09E-30 122.3 463110

47089 VAVAEGAGSTGNVLAVEQFIR Unmodified _VAVAEGAGSTGNVLAVEQFIR_ B4FDR1_MAIZE 2 1044.5578 2087.1011 1.1493 -1.1299 0.020998 99.544 99.544 1.23E-19 76.97 240400

47090 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.2807 -0.11135 0.16157 43.154 43.154 4.68E-05 73.66 40448000

47091 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.32058 0.36229 0.67626 43.15 43.15 6.20E-03 66.73 138240

47092 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.32173 -0.34877 -0.033138 42.526 42.526 4.68E-05 61.13 27926000

47093 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 3 418.89821 1253.6728 0.03731 0.077974 0.10699 42.511 42.511 1.00E+00 5 1472200

47094 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.28049 -0.24355 0.030462 45.232 45.232 1.47E-03 66.77 33803000

47095 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.24386 -0.3151 -0.077951 44.406 44.406 2.61E-08 54.79 50586000

47096 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 3 418.89821 1253.6728 0.056101 0.30854 0.35613 45.292 45.292 8.81E-01 10.79 3081700

47097 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.16403 -0.22589 -0.069032 45.302 45.302 4.68E-05 64.66 67934000

47098 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.31282 -0.12464 0.18071 45.207 45.207 1.47E-03 66.58 10259000

47099 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.29325 0.21419 0.49938 46.194 46.194 1.47E-03 55.28 4372600

47100 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.27337 0.1323 0.39799 43.342 43.342 1.47E-03 46.21 1912900

47101 VAVAEGTAPVANR Unmodified _VAVAEGTAPVANR_ B6U4D6_MAIZE 2 627.84368 1253.6728 0.28785 -0.16792 0.11313 46.721 46.721 1.47E-03 44.4 2100600

47102 VAVALYYESLCPYSAR Unmodified _VAVALYYESLCPYSAR_ B6TUH5_MAIZE 2 931.46128 1860.908 1.1075 -0.06407 1.0289 92.696 92.696 4.21E-20 55.2 624810

47103 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 3 593.68775 1778.0414 0.22195 0.20906 0.41846 97.703 97.703 5.53E-03 34.04 3210500

47104 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.1111 0.18431 1.283 97.7 97.7 1.30E-03 27.58 1708100

47105 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 3 593.68775 1778.0414 0.17147 0.23616 0.39431 98.389 98.389 2.05E-01 1.78 902810

47106 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.0951 0.15967 1.2425 98.378 98.378 5.13E-03 21.55 473770

47107 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 3 593.68775 1778.0414 0.22162 0.18651 0.3952 98.269 98.269 2.20E-02 21.63 1824300
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47108 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.0891 0.14714 1.2244 98.27 98.27 1.06E-14 36.36 858160

47109 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 3 593.68775 1778.0414 0.22198 0.20378 0.41364 98.186 98.186 1.03E-01 26.09 2167300

47110 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.0804 0.15148 1.2197 98.188 98.188 3.71E-05 57.69 1179500

47111 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.153 0.10701 1.2482 97.878 97.878 5.92E-02 10.64 645420

47112 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 3 593.68775 1778.0414 0.21854 0.1501 0.35649 98.317 98.317 2.05E-01 19.41 3381600

47113 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.1131 0.008934 1.1098 98.306 98.306 4.44E-10 43.54 1832400

47114 VAVASALAATAVPALVQAR Unmodified _VAVASALAATAVPALVQAR_ B4FVJ0_MAIZE 2 890.02799 1778.0414 1.1233 0.1408 1.2523 97.935 97.935 4.44E-10 30.6 1564400

47115 VAVDAEEGR Unmodified _VAVDAEEGR_ B6T451_MAIZE 2 473.23544 944.45632 0.018118 0.004127 0.01145 33.85 33.85 9.73E-03 48.53 105930

47116 VAVDAEEGRR Unmodified _VAVDAEEGRR_ B6T451_MAIZE 3 367.85975 1100.5574 0.69475 0.6983 1.3754 28.516 28.516 1.00E+00 20.77 26483

47117 VAVDAEEGRR Unmodified _VAVDAEEGRR_ B6T451_MAIZE 3 367.85975 1100.5574 0.83849 0.28747 1.1091 30.389 30.389 1.00E+00 11.97 67007

47118 VAVDAEEGRR Unmodified _VAVDAEEGRR_ B6T451_MAIZE 3 367.85975 1100.5574 0.84807 0.16909 1.0006 29.565 29.565 2.94E-01 27.75 124510

47119 VAVDAEEGRR Unmodified _VAVDAEEGRR_ B6T451_MAIZE 3 367.85975 1100.5574 0.77464 -0.32278 0.43884 30.227 30.227 1.25E-01 21.1 329160

47120 VAVDAEEGRR Unmodified _VAVDAEEGRR_ B6T451_MAIZE 3 367.85975 1100.5574 0.88742 -0.1677 0.70467 30.438 30.438 1.00E+00 24.11 303980

47121 VAVDFIASHPQAK Unmodified _VAVDFIASHPQAK_ B4FK69_MAIZE 3 461.58574 1381.7354 -0.22214 -0.20002 -0.42267 59.083 59.083 3.27E-03 35.84 460600

47122 VAVDFIASHPQAK Unmodified _VAVDFIASHPQAK_ B4FK69_MAIZE 2 691.87498 1381.7354 0.58153 -0.2847 0.29572 59.08 59.08 6.20E-03 55.71 85142

47123 VAVDGQPESIVHDIENMVR Oxidation (M) _VAVDGQPESIVHDIENM(ox)VR_ B6U4J8_MAIZE 3 708.68452 2123.0317 0.74038 0.20664 0.94883 95.221 95.221 1.00E+00 12.49 362660

47124 VAVDGQPESIVHDIENMVR Oxidation (M) _VAVDGQPESIVHDIENM(ox)VR_ B6U4J8_MAIZE 3 708.68452 2123.0317 0.74632 0.24338 0.99218 96.757 96.757 3.96E-01 16.92 410200

47125 VAVEDGVLVIEGEK Unmodified _VAVEDGVLVIEGEK_ B6TMR8_MAIZE 2 728.89831 1455.7821 0.79279 0.086506 0.87844 82.375 82.375 6.31E-03 54.43 16996

47126 VAVEDGVLVIEGEK Unmodified _VAVEDGVLVIEGEK_ B6TMR8_MAIZE 2 728.89831 1455.7821 0.7304 -0.30599 0.42369 82.827 82.827 3.40E-25 113.59 454860

47127 VAVEDGVLVIEGEKR Unmodified _VAVEDGVLVIEGEKR_ B6TMR8_MAIZE 3 538.30167 1611.8832 -0.061261 -0.092932 -0.1585 75.608 75.608 5.05E-03 27.3 593360

47128 VAVEGQAESIVQDIENMVR Oxidation (M) _VAVEGQAESIVQDIENM(ox)VR_ B6U1C4_MAIZE 3 701.6844 2102.0314 0.72434 0.13117 0.84966 114.81 114.81 7.51E-03 15.98 264640

47129 VAVEGQAESIVQDIENMVR Oxidation (M) _VAVEGQAESIVQDIENM(ox)VR_ B6U1C4_MAIZE 2 1052.023 2102.0314 1.342 0.20396 1.54 114.7 114.7 1.27E-23 82.01 155930

47130 VAVEGQAESIVQDIENMVR Oxidation (M) _VAVEGQAESIVQDIENM(ox)VR_ B6U1C4_MAIZE 2 1052.023 2102.0314 1.342 -0.57434 0.7627 116.59 116.59 5.13E-03 21.2 184120

47131 VAVEGQAESIVQDIENMVR Oxidation (M) _VAVEGQAESIVQDIENM(ox)VR_ B6U1C4_MAIZE 3 701.6844 2102.0314 0.73924 0.052675 0.78591 116.61 116.61 5.40E-02 14.75 234960

47132 VAVEGQPESIVQDIENMVR Oxidation (M) _VAVEGQPESIVQDIENM(ox)VR_ B6SKP8_MAIZE 2 1065.0308 2128.047 1.2774 0.43762 1.7114 109.81 109.81 1.30E-03 41.73 94303

47133 VAVEGQPESIVQDIENMVR Oxidation (M) _VAVEGQPESIVQDIENM(ox)VR_ B6SKP8_MAIZE 2 1065.0308 2128.047 1.3269 -0.012378 1.3115 109.5 109.5 6.11E-47 67.93 227160

47134 VAVFAEGPGADEAR Unmodified _VAVFAEGPGADEAR_ B6TB66_MAIZE 2 694.84387 1387.6732 0.77206 0.88386 1.6503 60.766 60.766 3.56E-04 55.17 566600

47135 VAVFGGAAVYAAVNSLYNVEGGHR Unmodified _VAVFGGAAVYAAVNSLYNVEGGHR_ Q9M589_MAIZE 3 807.74851 2420.2237 1.0067 0.13654 1.1437 118.37 118.37 1.47E-16 46.13 411430

47136 VAVFYGGVHIR Unmodified _VAVFYGGVHIR_ B6TE13_MAIZE 3 406.5645 1216.6717 0.17909 0.19163 0.38166 66.61 66.61 6.17E-01 7.33 338700

47137 VAVFYGGVHIR Unmodified _VAVFYGGVHIR_ B6TE13_MAIZE 3 406.5645 1216.6717 0.38742 -0.50073 -0.10163 66.954 66.954 1.15E-01 25.97 421430

47138 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.20998 0.44048 0.65055 58.535 58.535 2.61E-08 72.03 1504700

47139 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.13973 0.15566 0.29764 59.819 59.819 1.15E-02 25.33 54773

47140 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.1561 0.49753 0.65455 58.971 58.971 1.00E-11 92.28 632980

47141 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.24682 0.38671 0.63382 60.511 60.511 1.00E-11 95.48 1251300
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47142 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.27458 0.41375 0.68912 59.793 59.793 2.50E-15 85.85 1553500

47143 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.16472 0.10341 0.26961 60.31 60.31 1.56E-17 92.26 1389500

47144 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.22718 -0.16309 0.066291 60.358 60.358 2.50E-15 102.95 935320

47145 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.0083557 -0.32869 -0.31799 59.173 59.173 4.93E-21 100.42 26841000

47146 VAVITGAASGIGR Unmodified _VAVITGAASGIGR_ B6U8U1_MAIZE 2 586.34331 1170.6721 0.11941 0.31002 0.43086 61.852 61.852 2.61E-08 66.01 882940

47147 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.1205 0.072281 1.195 105.99 105.99 4.44E-10 57.67 421180

47148 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.069 0.068813 1.1404 106.64 106.64 7.11E-03 15.65 111090

47149 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.0722 -0.20694 0.8684 106.68 106.68 4.44E-10 53.18 266060

47150 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.1791 -0.050491 1.1318 106.39 106.39 5.92E-02 19.96 208050

47151 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.1118 -0.1425 0.97195 106.93 106.93 1.06E-14 61.84 329860

47152 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 2 867.03782 1732.0611 1.0695 0.013466 1.0862 106.32 106.32 1.84E-40 93.9 5744800

47153 VAVLGAAGGIGQPLGLLVK Unmodified _VAVLGAAGGIGQPLGLLVK_ B4FFV3_MAIZE 3 578.36097 1732.0611 0.11721 0.25942 0.3791 106.32 106.32 1.00E+00 1 958580

47154 VAVLNR Unmodified _VAVLNR_ TKTC_MAIZE B4 2 336.21358 670.41261 1.2853 -0.29514 0.9752 34.8 34.8 9.46E-01 21.39 394570

47155 VAVLNR Unmodified _VAVLNR_ TKTC_MAIZE B4 2 336.21358 670.41261 1.1542 -0.11144 1.0258 33.663 33.663 9.46E-01 21.04 260520

47156 VAVLNR Unmodified _VAVLNR_ TKTC_MAIZE B4 2 336.21358 670.41261 1.3359 -0.25968 1.0608 36.32 36.32 5.26E-01 34.16 395630

47157 VAVLNR Unmodified _VAVLNR_ TKTC_MAIZE B4 2 336.21358 670.41261 1.2276 -0.43033 0.78102 35.456 35.456 2.64E-01 33.87 430550

47158 VAVLNR Unmodified _VAVLNR_ TKTC_MAIZE B4 2 336.21358 670.41261 1.1628 -0.19217 0.95448 36.124 36.124 5.26E-01 33.91 713230

47159 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.46045 -0.12366 0.33207 46.732 46.732 1.00E+00 7.28 3998800

47160 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 2 591.37187 1180.7292 0.23832 -0.11689 0.11621 46.735 46.735 4.96E-02 19.11 781410

47161 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.30434 0.1886 0.48658 46.939 46.939 1.00E+00 7.42 807400

47162 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.43947 -0.088764 0.34499 49.177 49.177 1.00E+00 0.57 1679400

47163 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 2 591.37187 1180.7292 0.23154 -0.2446 -0.017055 49.181 49.181 4.96E-02 26.79 306920

47164 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.40487 -0.17751 0.2238 48.39 48.39 1.15E-01 6.9 2124700

47165 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.33056 0.007595 0.33309 49.248 49.248 1.15E-01 13.35 1559100

47166 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.40754 -0.26942 0.1327 48.725 48.725 1.15E-01 10.36 4310700

47167 VAVNRPLVSVK Unmodified _VAVNRPLVSVK_ B6TX31_MAIZE 3 394.58367 1180.7292 0.40119 -0.20144 0.19646 49.482 49.482 1.15E-01 12.52 6585100

47168 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 0.014405 -0.43262 -0.42295 59.999 59.999 1.00E+00 7.43 5113000

47169 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.20158 -0.70879 -0.91527 61.351 61.351 3.39E-01 23.82 136700

47170 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.18198 1.4881 1.2964 60.556 60.556 1.00E+00 8.92 678740

47171 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.06729 0.43063 0.35626 61.926 61.926 1.00E+00 11.36 1170800

47172 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.064544 0.54866 0.47592 61.311 61.311 3.39E-01 32.23 1322700

47173 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.12766 0.21137 0.076545 61.714 61.714 1.12E-01 23.77 1405800

47174 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.089545 0.16687 0.07041 61.99 61.99 1.00E+00 0.29 1431300

47175 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.19485 -0.48187 -0.68184 60.536 60.536 1.01E-02 26.04 21497000
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47176 VAVPESVLR Unmodified _VAVPESVLR_ B4F8K1_MAIZE 2 485.29002 968.56548 -0.14864 0.3189 0.16265 63.24 63.24 1.00E+00 24.39 104350

47177 VAVPGAAPVTPR Unmodified _VAVPGAAPVTPR_ B4G0S0_MAIZE 2 567.83512 1133.6557 0.10376 -1.9667 -1.8528 52.628 52.628 8.05E-01 11.51 1843300

47178 VAVPGAAPVTPR Unmodified _VAVPGAAPVTPR_ B4G0S0_MAIZE 2 567.83512 1133.6557 0.069778 0.20804 0.28496 52.743 52.743 7.72E-03 19.9 315720

47179 VAVPGAAPVTPR Unmodified _VAVPGAAPVTPR_ B4G0S0_MAIZE 2 567.83512 1133.6557 0.074402 -0.28924 -0.20777 54.609 54.609 2.00E-01 27.16 4726200

47180 VAVQLNDTHPTLAIPELMR Unmodified _VAVQLNDTHPTLAIPELMR_ B5AMJ8_MAIZE 3 706.71738 2117.1303 0.70831 -0.21685 0.48429 93.695 93.695 2.84E-03 30.46 802770

47181 VAVQLNDTHPTLAIPELMR Oxidation (M) _VAVQLNDTHPTLAIPELM(ox)R_ B5AMJ8_MAIZE 3 712.04902 2133.1252 0.6862 -0.38066 0.30021 86.848 86.848 5.40E-02 24.38 292540

47182 VAVQLNDTHPTLAIPELMR Oxidation (M) _VAVQLNDTHPTLAIPELM(ox)R_ B5AMJ8_MAIZE 3 712.04902 2133.1252 0.7135 -0.19712 0.51185 87.01 87.01 5.40E-02 19.57 364740

47183 VAVQLNDTHPTLAIPELMR Oxidation (M) _VAVQLNDTHPTLAIPELM(ox)R_ B5AMJ8_MAIZE 3 712.04902 2133.1252 0.74399 -0.25496 0.48466 86.728 86.728 2.84E-03 27.89 516040

47184 VAVSDEEAPDR Unmodified _VAVSDEEAPDR_ B4FH10_MAIZE 2 594.28057 1186.5466 0.17679 -0.21807 -0.050993 38.816 38.816 3.57E-04 62.47 376730

47185 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.22607 -0.18046 0.074123 56.223 56.223 9.64E-17 74.62 36182000

47186 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.26092 -0.49166 -0.20054 56.298 56.298 2.05E-12 58 10361000

47187 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.27227 -0.54541 -0.24372 58.166 58.166 9.64E-17 72.37 15396000

47188 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.24773 -0.24886 0.027442 57.499 57.499 2.62E-07 66.97 6030600

47189 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.22931 -0.067962 0.1904 58.064 58.064 2.05E-12 57.65 3772800

47190 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.22302 0.011345 0.26262 56.63 56.63 1.68E-09 61.1 1846300

47191 VAVVCGYGDVGK Unmodified _VAVVCGYGDVGK_ B6T440_MAIZE 2 612.30808 1222.6016 0.3246 -0.16703 0.18636 59.295 59.295 1.11E-04 48.94 125910

47192 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.014915 -0.088094 -0.12249 57.711 57.711 2.81E-03 37.35 5517700

47193 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.10467 -0.014043 -0.13951 58.285 58.285 1.62E-03 39.21 1292900

47194 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.026714 -0.043006 -0.089949 59.841 59.841 2.81E-03 41.17 2289700

47195 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.029092 -0.21199 -0.26001 59.143 59.143 2.81E-03 33.49 2477200

47196 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.072013 -0.022981 -0.11527 59.632 59.632 1.62E-03 45.57 2757700

47197 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.044119 0.050797 -0.014137 59.63 59.63 2.81E-03 41.16 4219800

47198 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.091783 -0.2035 -0.31479 60.105 60.105 1.62E-03 46.38 5065000

47199 VAYALSQGLK Unmodified _VAYALSQGLK_ B4FNW1_MAIZE 2 525.30312 1048.5917 -0.1153 0.13609 5.51E-05 61.118 61.118 1.62E-03 39.07 302310

47200 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 0.0034222 -0.51657 -0.52678 61.069 61.069 1.62E-03 58.09 2233100

47201 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.098718 -0.3783 -0.49148 61.758 61.758 1.25E-02 46.64 646270

47202 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.023135 -0.29496 -0.33346 63.099 63.099 2.81E-03 34.51 934200

47203 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.03811 -0.38757 -0.44006 62.453 62.453 1.25E-02 32.92 1064200

47204 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.018839 -0.066289 -0.10062 62.856 62.856 1.62E-03 36.61 1093000

47205 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.004927 -0.28666 -0.30675 62.833 62.833 1.00E+00 6.31 994760

47206 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.04625 0.093013 0.031561 63.159 63.159 1.45E-01 23.85 1115600

47207 VAYALTQGLK Unmodified _VAYALTQGLK_ B6SMQ5_MAIZE 2 532.31095 1062.6073 -0.21159 -1.0687 -1.2926 61.592 61.592 4.40E-05 51.36 14470000

47208 VAYISDVSR Unmodified _VAYISDVSR_ B4FSG2_MAIZE 2 505.26928 1008.524 -0.090017 -0.17242 -0.26971 54.686 54.686 1.63E-07 44.62 759690

47209 VAYLPDASMEPVLDR Unmodified _VAYLPDASMEPVLDR_ B4FJE0_MAIZE 2 838.42163 1674.8287 1.0322 -0.19387 0.82741 88.665 88.665 2.37E-16 79.55 1616900
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47210 VAYLPDASMEPVLDR Unmodified _VAYLPDASMEPVLDR_ B4FJE0_MAIZE 2 838.42163 1674.8287 1.2387 1.3841 2.6098 88.975 88.975 6.37E-03 43.17 190270

47211 VAYLPDASMEPVLDR Oxidation (M) _VAYLPDASM(ox)EPVLDR_ B4FJE0_MAIZE 2 846.41909 1690.8236 1.0326 0.19284 1.2168 78.177 78.177 2.37E-16 42.94 168990

47212 VAYLPDASMEPVLDR Oxidation (M) _VAYLPDASM(ox)EPVLDR_ B4FJE0_MAIZE 2 846.41909 1690.8236 1.0836 3.2142 4.2851 78.199 78.199 1.12E-07 32.07 276360

47213 VAYVLQGTGTCGIVLPEATK Unmodified _VAYVLQGTGTCGIVLPEATK_ B6THG1_MAIZE 2 1039.0535 2076.0925 1.2357 0.001712 1.2485 88.899 88.899 3.46E-29 72.68 797910

47214 VAYVLQGTGTCGIVLPEATK Unmodified _VAYVLQGTGTCGIVLPEATK_ B6THG1_MAIZE 2 1039.0535 2076.0925 1.2114 0.079442 1.3012 89.428 89.428 3.12E-37 101.03 243490

47215 VAYVLQGTGTCGIVLPEATK Unmodified _VAYVLQGTGTCGIVLPEATK_ B6THG1_MAIZE 2 1039.0535 2076.0925 1.2384 0.23042 1.4791 89.192 89.192 8.25E-66 104.21 787890

47216 VCADLVK Unmodified _VCADLVK_ B6SIQ7_MAIZE 2 402.71784 803.42112 0.13716 -0.062376 0.082789 39.399 39.399 1.00E+00 15.74 311850

47217 VCADLVK Unmodified _VCADLVK_ B6SIQ7_MAIZE 2 402.71784 803.42112 0.37774 -0.26874 0.1169 39.11 39.11 4.49E-02 28.48 1229300

47218 VCADLVK Unmodified _VCADLVK_ B6SIQ7_MAIZE 2 402.71784 803.42112 0.25605 -0.079686 0.1857 39.839 39.839 1.00E+00 12.68 21994

47219 VCADLVK Unmodified _VCADLVK_ B6SIQ7_MAIZE 2 402.71784 803.42112 0.046621 -0.02741 0.028226 42.574 42.574 8.04E-02 29.9 13023000

47220 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.64688 -0.43546 0.2098 41.281 41.281 5.31E-01 28 4600200

47221 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 2 568.8033 1135.592 0.14821 -0.12461 0.021671 41.285 41.285 1.62E-03 28.79 562860

47222 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.26052 -0.54521 -0.28347 42.691 42.691 3.11E-02 21.56 8346400

47223 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 2 568.8033 1135.592 -0.089996 -0.023017 -0.11386 42.678 42.678 5.76E-06 64.21 1030800

47224 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.47744 -0.12761 0.34945 41.152 41.152 5.31E-01 23.9 321080

47225 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.67672 -0.14878 0.52606 43.665 43.665 3.11E-02 29.97 353140

47226 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.59362 -0.058358 0.53288 42.936 42.936 2.55E-01 20.56 745570

47227 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.49896 0.19145 0.68822 43.676 43.676 2.55E-01 33.31 1160400

47228 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.64435 -0.011261 0.63212 44.106 44.106 5.31E-01 18.08 3847100

47229 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.66964 -0.31639 0.35253 41.533 41.533 2.55E-01 31.42 3038300

47230 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 3 379.53796 1135.592 0.39173 0.032798 0.42332 45.362 45.362 5.31E-01 22.36 2186700

47231 VCANPHGLIR Unmodified _VCANPHGLIR_ B6T147_MAIZE 2 568.8033 1135.592 0.079725 0.23445 0.31279 45.372 45.372 2.81E-03 62.9 169870

47232 VCANVLGLVK Unmodified _VCANVLGLVK_ B6TBH5_MAIZE 2 536.8128 1071.611 -0.13298 0.12847 0.0013124 74.977 74.977 2.81E-03 34.45 244370

47233 VCANVLGLVK Unmodified _VCANVLGLVK_ B6TBH5_MAIZE 2 536.8128 1071.611 -0.087804 0.22993 0.14765 75.429 75.429 2.81E-03 33.72 502620

47234 VCASVSIAR Unmodified _VCASVSIAR_ B4FQZ2_MAIZE 2 481.75802 961.5015 0.0076706 0.98674 0.99096 44.281 44.281 9.73E-03 49.08 894560

47235 VCCLGLTSLIALPADKIPAEALDR Unmodified _VCCLGLTSLIALPADKIPAEALDR_ B4FFP7_MAIZE 3 866.13275 2595.3764 1.0657 -0.12233 0.93715 114.1 114.1 1.50E-11 43.05 354490

47236 VCCLSIIDPGDSDIIK Unmodified _VCCLSIIDPGDSDIIK_ B6SJ19_MAIZE 2 902.94461 1803.8747 1.1244 -0.21755 0.91712 92.595 92.595 1.48E-07 41.47 1907300

47237 VCCLSIIDPGDSDIIK Unmodified _VCCLSIIDPGDSDIIK_ B6SJ19_MAIZE 2 902.94461 1803.8747 1.1108 -0.17605 0.94484 94.65 94.65 1.27E-09 60.6 76756

47238 VCCLSIIDPGDSDIIK Unmodified _VCCLSIIDPGDSDIIK_ B6SJ19_MAIZE 2 902.94461 1803.8747 1.0593 0.098737 1.1676 93.079 93.079 1.02E-04 25.92 222800

47239 VCCLSIIDPGDSDIIK Unmodified _VCCLSIIDPGDSDIIK_ B6SJ19_MAIZE 2 902.94461 1803.8747 1.0721 -0.081628 1.0009 94.103 94.103 1.42E-33 90.05 707280

47240 VCCLSIIDPGDSDIISTTPGTQ Unmodified _VCCLSIIDPGDSDIISTTPGTQ_ B6U9H6_MAIZE 2 1175.0511 2348.0876 1.2176 -0.13903 1.0984 104.72 104.72 2.51E-01 5.13 692270

47241 VCCLSIIDPGDSDIISTTPGTQ Unmodified _VCCLSIIDPGDSDIISTTPGTQ_ B6U9H6_MAIZE 2 1175.0511 2348.0876 1.1142 -0.077708 1.0567 105.57 105.57 6.35E-05 34.07 402650

47242 VCDECNYGSFQGR Unmodified _VCDECNYGSFQGR_ B6T1J1_MAIZE 2 796.31683 1590.6191 0.87779 0.13714 1.0301 52.332 52.332 2.50E-15 79.73 190610

47243 VCECPIVR Unmodified _VCECPIVR_ B6U0J6_MAIZE 2 516.75188 1031.4892 0.057452 0.57496 0.64579 42.227 42.227 7.88E-01 13.98 455200
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47244 VCECPIVR Unmodified _VCECPIVR_ B6U0J6_MAIZE 2 516.75188 1031.4892 0.012356 0.24812 0.27513 43.691 43.691 1.65E-01 32.63 583070

47245 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.81546 -0.57434 0.24427 74.516 74.516 2.50E-15 50.07 6017000

47246 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.78256 -0.89118 -0.10441 75.836 75.836 1.47E-03 35.49 78178

47247 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.84179 -0.011757 0.83243 75.081 75.081 1.00E-11 48.19 1042400

47248 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.83767 -0.11877 0.72052 75.623 75.623 2.50E-15 61.43 947360

47249 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.83946 -0.17624 0.66508 75.234 75.234 2.50E-15 52.71 987220

47250 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.86822 -0.17737 0.69344 75.105 75.105 2.50E-15 64.81 745390

47251 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.86609 0.090924 0.95867 75.602 75.602 1.56E-17 63.29 1002000

47252 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.86259 0.17055 1.0351 75.482 75.482 2.50E-15 65.79 1516500

47253 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.68669 -0.95173 -0.26134 75.011 75.011 1.56E-17 75.81 21877000

47254 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 3 505.92678 1514.7585 -0.057974 0.22403 0.16681 74.992 74.992 5.38E-01 17.33 2095000

47255 VCENIPIVLCGNK Unmodified _VCENIPIVLCGNK_ B4G1P4_MAIZE 2 758.38653 1514.7585 0.8044 -1.6642 -0.85574 76.49 76.49 1.47E-03 21.75 525090

47256 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 0.020149 -0.33137 -0.28652 62.512 62.512 3.21E-03 34.51 19153000

47257 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 -0.0063889 -0.17473 -0.15616 62.917 62.917 3.21E-03 35.67 5707700

47258 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 0.018297 -0.35678 -0.31386 64.363 64.363 9.73E-03 34.26 13557000

47259 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 0.021273 -0.26254 -0.21784 63.774 63.774 9.73E-03 43.84 8798900

47260 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 -0.10288 -0.68177 -0.7602 64.121 64.121 3.13E-03 43.04 31267000

47261 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 -0.033174 -0.35491 -0.36394 64.213 64.213 3.13E-03 59.11 55910000

47262 VCFDNFGDK Unmodified _VCFDNFGDK_ BGLC_MAIZE Q 2 551.23712 1100.4597 0.018556 0.4818 0.52324 62.958 62.958 1.12E-01 16.77 663140

47263 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 3 443.5483 1327.6231 0.071549 0.18894 0.27861 59.891 59.891 4.33E-02 21.01 2249500

47264 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.53132 0.24166 0.79186 59.903 59.903 4.43E-05 51.34 1500400

47265 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.51674 -0.042225 0.49397 60.499 60.499 3.60E-06 54.82 572770

47266 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 3 443.5483 1327.6231 0.039477 -0.067651 -0.0089038 61.871 61.871 5.30E-05 41.36 2202900

47267 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.5092 0.06341 0.59094 61.88 61.88 5.66E-08 65.1 935370

47268 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 3 443.5483 1327.6231 0.050831 0.13983 0.21012 61.258 61.258 6.63E-06 30.3 971950

47269 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.58544 0.36052 0.96504 61.263 61.263 4.43E-05 54.95 402010

47270 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.47254 0.050339 0.5424 61.676 61.676 6.35E-09 56.64 1705300

47271 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 3 443.5483 1327.6231 -0.0073672 -0.12075 -0.10948 61.625 61.625 5.30E-05 31.44 12244000

47272 VCFDNFGDKVK Unmodified _VCFDNFGDKVK_ BGLC_MAIZE Q 2 664.81881 1327.6231 0.4887 0.19109 0.698 61.631 61.631 4.43E-05 54.68 3893200

47273 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.082852 -0.16887 -0.070899 62.449 62.449 9.73E-03 32.64 7817900

47274 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.043595 0.21845 0.27603 62.945 62.945 1.01E-02 28.72 1570200

47275 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.096136 -0.17045 -0.059251 64.345 64.345 9.73E-03 37.04 3394200

47276 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.10482 0.075856 0.19426 63.744 63.744 3.32E-02 38.6 1809700

47277 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.086253 -0.33702 -0.23564 64.13 64.13 3.32E-02 30.18 3026400
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47278 VCFENFGDK Unmodified _VCFENFGDK_ B6SUH6_MAIZE 2 558.24495 1114.4753 0.046222 -0.10358 -0.043478 64.178 64.178 9.73E-03 36.47 7040700

47279 VCGDLVK Unmodified _VCGDLVK_ B4FDT0_MAIZE 2 395.71001 789.40547 0.25747 -0.032748 0.24717 34.514 34.514 1.86E-01 25.49 101330

47280 VCGDLVK Unmodified _VCGDLVK_ B4FDT0_MAIZE 2 395.71001 789.40547 0.50325 -0.16685 0.35675 34.388 34.388 8.04E-02 28.69 311920

47281 VCGDLVK Unmodified _VCGDLVK_ B4FDT0_MAIZE 2 395.71001 789.40547 0.13298 -0.39206 -0.23668 37.668 37.668 9.32E-03 33.49 3211400

47282 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 3 468.89955 1403.6768 -0.1952 54.321 54.321 3.81E-02 29.28

47283 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 3 468.89955 1403.6768 -0.14912 -0.072236 -0.1997 58.138 58.138 3.45E-01 17.12 84687

47284 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 3 468.89955 1403.6768 -0.15944 -0.096611 -0.23525 55.4 55.4 1.91E-02 27.12 1144600

47285 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 3 468.89955 1403.6768 -0.084787 -0.043383 -0.10733 55.436 55.436 9.88E-04 32.59 1996700

47286 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 3 468.89955 1403.6768 -0.24951 -0.23179 -0.45881 58.798 58.798 1.91E-02 31.24 10293000

47287 VCGHYTQVVWR Unmodified _VCGHYTQVVWR_ B4FQY1_MAIZE 2 702.84569 1403.6768 0.6021 -0.11211 0.51229 58.789 58.789 3.60E-06 51.4 769440

47288 VCGTAGGPPVTAPR Unmodified _VCGTAGGPPVTAPR_ B6TKK1_MAIZE 2 670.34298 1338.6714 0.55139 -0.22339 0.35274 47.489 47.489 7.64E-09 80.32 426510

47289 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.35697 -0.63011 -0.25943 32.722 32.722 7.72E-03 35.11 971590

47290 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.29345 -0.27965 0.027219 32.007 32.007 1.98E-03 38.75 30947

47291 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.31792 -0.089257 0.24219 31.125 31.125 1.60E-02 26.4 91615

47292 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.35546 0.68808 1.0549 34.287 34.287 1.98E-03 43.52 739620

47293 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.39445 0.34143 0.74723 33.413 33.413 7.72E-03 55.07 511160

47294 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.36434 0.39833 0.77464 34.208 34.208 1.11E-04 38.08 327940

47295 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.3339 -0.51322 -0.16596 34.291 34.291 8.05E-01 2.16 3740500

47296 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.32321 0.16662 0.50221 34.981 34.981 1.68E-09 62.72 291780

47297 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.32674 -0.028577 0.31074 32.235 32.235 2.05E-12 62.57 445740

47298 VCGVTSEGETAK Unmodified _VCGVTSEGETAK_ B4FSB0_MAIZE 2 619.29008 1236.5656 0.41237 0.58084 1.0051 35.505 35.505 4.56E-01 21.25 39122

47299 VCIADIQDEAGQQLR Unmodified _VCIADIQDEAGQQLR_ B6TKU7_MAIZE 2 858.42269 1714.8308 1.0756 -0.46313 0.611 79.498 79.498 8.98E-47 87.49 1231400

47300 VCIADIQDEAGQQLR Unmodified _VCIADIQDEAGQQLR_ B6TKU7_MAIZE 2 858.42269 1714.8308 0.99301 -0.18076 0.81041 79.014 79.014 8.98E-47 110.99 2146800

47301 VCISILHPPGEDPNGYELASER Unmodified _VCISILHPPGEDPNGYELASER_ O24560_MAIZE 3 818.39703 2452.1693 0.96132 -0.14138 0.81211 87.885 87.885 1.10E-30 69.38 896170

47302 VCLGNLVGMPVVVVPTGLK Oxidation (M) _VCLGNLVGM(ox)PVVVVPTGLK_ B6UHK5_MAIZE 2 984.55466 1967.0948 1.2889 -0.4539 0.85928 102.77 102.77 4.44E-10 48.34 248070

47303 VCLLGCGVPTGLGAVWNTAK Unmodified _VCLLGCGVPTGLGAVWNTAK_ ADHX_MAIZE 2 1037.0346 2072.0547 1.1823 0.71302 1.9138 106.02 106.02 3.79E-06 26.44 3808500

47304 VCLLGCGVPTGLGAVWNTAK Unmodified _VCLLGCGVPTGLGAVWNTAK_ ADHX_MAIZE 2 1037.0346 2072.0547 1.1839 -1.3106 -0.10603 106.74 106.74 1.65E-04 28.92 525760

47305 VCLLGCGVPTGLGAVWNTAK Unmodified _VCLLGCGVPTGLGAVWNTAK_ ADHX_MAIZE 2 1037.0346 2072.0547 1.2482 -2.637 -1.3663 106.47 106.47 4.84E-09 33.53 193140

47306 VCLLGCGVPTGLGAVWNTAK Unmodified _VCLLGCGVPTGLGAVWNTAK_ ADHX_MAIZE 2 1037.0346 2072.0547 1.2124 -0.44785 0.78446 106.39 106.39 3.46E-29 67.42 959960

47307 VCMLGDAQHVEEAEK Oxidation (M) _VCM(ox)LGDAQHVEEAEK_ B6SIS5_MAIZE 3 577.9274 1730.7604 0.08116 -0.56041 -0.4815 47.269 47.269 5.46E-07 43.07 2562600

47308 VCMLGDAQHVEEAEK Oxidation (M) _VCM(ox)LGDAQHVEEAEK_ B6SIS5_MAIZE 3 577.9274 1730.7604 0.09055 -0.62281 -0.53463 47.719 47.719 5.46E-07 36.43 1887100

47309 VCMLGDAQHVEEAEK Unmodified _VCMLGDAQHVEEAEK_ B6SIS5_MAIZE 3 572.59576 1714.7655 0.064659 -0.25075 -0.1905 57.796 57.796 1.95E-05 41.57 1320500

47310 VCMLGDAQHVEEAER Oxidation (M) _VCM(ox)LGDAQHVEEAER_ B6U986_MAIZE 3 587.26278 1758.7665 0.15506 -0.2407 -0.087363 49.04 49.04 1.95E-05 54.56 982210

47311 VCMLGDAQHVEEAER Oxidation (M) _VCM(ox)LGDAQHVEEAER_ B6U986_MAIZE 3 587.26278 1758.7665 0.17036 -0.21 -0.042159 49.499 49.499 1.65E-10 59.52 883630
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47318 VCPSVTLGLQPGEAFTVR Unmodified _VCPSVTLGLQPGEAFTVR_ B6UDA6_MAIZE 2 966.00639 1929.9982 1.1253 -0.1969 0.94533 94.695 94.695 1.77E-34 87.97 377990

47319 VCPTAVLGFQPGEAFTVR Unmodified _VCPTAVLGFQPGEAFTVR_ B4FJQ5_MAIZE 2 975.00111 1947.9877 1.232 -0.57344 0.67869 102.5 102.5 2.85E-09 53.49 126990

47320 VCQADCFLFGAPEYNYSIATPLK Unmodified _VCQADCFLFGAPEYNYSIATPLK_ B6T653_MAIZE 3 888.75394 2663.24 1.1222 -0.112 1.0117 111.95 111.95 6.43E-02 19.08 446230

47321 VCQADCFLFGAPEYNYSIATPLK Unmodified _VCQADCFLFGAPEYNYSIATPLK_ B6T653_MAIZE 2 1332.6273 2663.24 1.0715 -0.045915 1.027 111.91 111.91 5.09E-03 17.76 151770

47322 VCQADCFLFGAPEYNYSIATPLK Unmodified _VCQADCFLFGAPEYNYSIATPLK_ B6T653_MAIZE 2 1332.6273 2663.24 1.0921 0.1185 1.2118 114.93 114.93 6.92E-02 16.27 114620

47323 VCQAVLR Unmodified _VCQAVLR_ B4FBV4_MAIZE 2 423.23673 844.4589 -0.11609 -0.79367 -0.90225 37.772 37.772 4.49E-02 44.78 1025900

47324 VCVYPDR Unmodified _VCVYPDR_ B4FRF4_MAIZE 2 454.71837 907.42218 -0.078365 -0.37198 -0.43504 41.62 41.62 4.46E-01 30.58 35745

47325 VCVYPDR Unmodified _VCVYPDR_ B4FRF4_MAIZE 2 454.71837 907.42218 -0.016789 0.025821 0.021512 41.529 41.529 4.49E-02 28.31 794590

47326 VDAAEAFK Unmodified _VDAAEAFK_ B6U4D6_MAIZE 2 425.71889 849.42323 0.16857 0.64049 0.7883 45.951 45.951 2.92E-02 38.23 3393500

47327 VDAAEAFK Unmodified _VDAAEAFK_ B6U4D6_MAIZE 2 425.71889 849.42323 0.0077955 0.27257 0.26069 45.463 45.463 3.48E-02 51.49 3200000

47328 VDAAEAFK Unmodified _VDAAEAFK_ B6U4D6_MAIZE 2 425.71889 849.42323 0.10769 0.32072 0.40978 48.076 48.076 2.92E-02 35.57 4088100

47329 VDAAEAFK Unmodified _VDAAEAFK_ B6U4D6_MAIZE 2 425.71889 849.42323 0.074207 0.28968 0.34482 47.352 47.352 5.06E-02 30.41 4999800

47330 VDAAEAFK Unmodified _VDAAEAFK_ B6U4D6_MAIZE 2 425.71889 849.42323 -0.0056379 0.23913 0.2157 48.15 48.15 1.90E-02 42.47 8157600

47331 VDAEDANEAGEDGAAAEGK Unmodified _VDAEDANEAGEDGAAAEGK_ Q8LK06_MAIZE 2 909.88485 1817.7551 1.1958 0.30521 1.4823 47.65 47.65 5.36E-73 110.85 419150

47332 VDAGADLIVTQLFYDTDIFLK Unmodified _VDAGADLIVTQLFYDTDIFLK_ MTHR1_MAIZE 3 786.41402 2356.2202 0.99051 0.43366 1.4297 130.43 130.43 4.33E-06 38.16 1041300

47333 VDAGADLIVTQLFYDTDIFLK Unmodified _VDAGADLIVTQLFYDTDIFLK_ MTHR1_MAIZE 2 1179.1174 2356.2202 1.2587 0.3857 1.6506 130.42 130.42 3.89E-34 88.25 607530

47334 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 2 808.90432 1615.7941 1.0365 0.39755 1.4155 86.286 86.286 3.40E-25 71.24 302570

47335 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 2 808.90432 1615.7941 1.0224 0.41945 1.4233 86.745 86.745 3.40E-25 82.98 258390

47336 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 2 808.90432 1615.7941 0.95536 0.049449 0.98634 87.209 87.209 3.40E-25 79.99 583670

47337 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 2 808.90432 1615.7941 1.0092 0.22312 1.2137 86.892 86.892 3.40E-25 77.21 347350

47338 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 2 808.90432 1615.7941 0.93992 -0.15627 0.76561 86.534 86.534 2.09E-30 99.8 4706200

47339 VDAIIETLENDEQK Unmodified _VDAIIETLENDEQK_ B6SH83_MAIZE 3 539.60531 1615.7941 0.0065339 0.099946 0.087178 86.544 86.544 4.40E-03 32.07 1610500

47340 VDAIKDTLENDEQK Unmodified _VDAIKDTLENDEQK_ Q6B7Q9_MAIZE 3 539.93706 1616.7893 -0.011531 0.024544 -0.00086217 56.195 56.195 1.10E-02 21.72 1253900

47341 VDASVVDLIK Unmodified _VDASVVDLIK_ B4FRS8_MAIZE 2 529.80824 1057.6019 -0.066115 0.10845 0.044165 82.32 82.32 5.45E-09 51.7 2288300

47342 VDATEETDLAQK Unmodified _VDATEETDLAQK_ Q5EUD9_MAIZE 2 660.3199 1318.6252 0.5002 1.5568 2.0455 46.788 46.788 1.68E-09 57.13 155780

47343 VDATEETDLAQK Unmodified _VDATEETDLAQK_ Q5EUD9_MAIZE 2 660.3199 1318.6252 0.46432 0.24353 0.69901 49.581 49.581 2.05E-12 67.75 1933000

47344 VDAVDDPELLELVEMELR Unmodified _VDAVDDPELLELVEMELR_ B4FH57_MAIZE 2 1043.0246 2084.0347 1.3447 0.078126 1.411 125.5 125.5 3.01E-01 18.62 738400

47345 VDAVDDPELLELVEMELR Unmodified _VDAVDDPELLELVEMELR_ B4FH57_MAIZE 2 1043.0246 2084.0347 1.1793 -0.29103 0.87712 126.79 126.79 1.05E-02 32.48 690290

47346 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 2 1051.0221 2100.0297 1.1743 -0.15052 1.0146 124.96 124.96 1.39E-52 57.84 725830

47347 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 3 701.01716 2100.0297 0.60492 0.014716 0.61058 124.96 124.96 9.74E-03 31.77 434510

47348 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 2 1051.0221 2100.0297 1.1452 -0.19193 0.94417 125.21 125.21 1.50E-63 79.18 1122500

47349 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 3 701.01716 2100.0297 0.59494 0.13235 0.71738 125.2 125.2 2.73E-05 31.96 461840

47350 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 2 1051.0221 2100.0297 1.1151 -0.33299 0.773 125.35 125.35 1.89E-02 13.03 673980

47351 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 3 701.01716 2100.0297 0.67803 -0.26156 0.40687 125.36 125.36 1.31E-01 18.95 245750
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47352 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 2 1051.0221 2100.0297 1.1469 -0.18868 0.94883 125.72 125.72 1.20E-90 74.71 6855700

47353 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 3 701.01716 2100.0297 0.66671 -0.083446 0.57436 125.71 125.71 1.84E-39 69.63 1915000

47354 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 2 1051.0221 2100.0297 1.1625 -0.57215 0.58171 125.04 125.04 1.20E-90 79.34 3791300

47355 VDAVDDPELLELVEMELR Oxidation (M) _VDAVDDPELLELVEM(ox)ELR_ B4FH57_MAIZE 3 701.01716 2100.0297 0.64315 -0.006442 0.62692 125.04 125.04 3.41E-02 18.71 1475900

47356 VDAVVYLVDAVDKER Unmodified _VDAVVYLVDAVDKER_ B4FPT6_MAIZE 3 564.30519 1689.8938 0.082602 -0.26124 -0.17664 107.73 107.73 4.82E-01 12.28 68284

47357 VDAVVYLVDAYDK Unmodified _VDAVVYLVDAYDK_ B6TG58_MAIZE 2 735.37976 1468.745 0.71942 -0.28 0.44281 101.87 101.87 1.09E-26 75.2 466290

47358 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 3 585.63683 1753.8887 0.16696 0.18353 0.34435 97.978 97.978 1.00E+00 2.43 179980

47359 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 3 585.63683 1753.8887 0.27303 0.26902 0.53581 97.968 97.968 2.69E-01 23.78 233330

47360 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 3 585.63683 1753.8887 0.1276 -0.20238 -0.07917 98.275 98.275 1.05E-01 22.84 645490

47361 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 2 877.95161 1753.8887 1.1168 -0.60435 0.50845 98.17 98.17 7.29E-01 4.59 295600

47362 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 3 585.63683 1753.8887 0.098973 0.33262 0.4266 100.24 100.24 3.84E-05 31.06 2364200

47363 VDAVVYLVDAYDKER Unmodified _VDAVVYLVDAYDKER_ B6TG58_MAIZE 2 877.95161 1753.8887 1.0526 0.085168 1.1325 100.22 100.22 1.60E-05 47.17 677120

47364 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.044554 0.24239 0.2108 67.725 67.725 5.06E-02 46.66 4302400

47365 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.22044 0.2063 9.81E-05 68.709 68.709 1.90E-02 37.87 224470

47366 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.17342 0.19683 0.036906 68.095 68.095 5.06E-02 35.06 483540

47367 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.007267 0.46318 0.46906 69.322 69.322 1.90E-02 35.26 429080

47368 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.017555 0.15943 0.15601 68.788 68.788 2.92E-02 44.01 537700

47369 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.060538 0.30647 0.25792 69.033 69.033 1.90E-02 44.42 445370

47370 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.016713 0.61799 0.6128 69.24 69.24 1.65E-01 39.67 591900

47371 VDAWFGTR Unmodified _VDAWFGTR_ B6SI39_MAIZE 2 476.23778 950.46102 -0.10588 0.13567 0.043203 67.98 67.98 5.06E-02 34.22 2123700

47372 VDDAEFEENEVYAIDIVTSTGEGKPK Unmodified _VDDAEFEENEVYAIDIVTSTGEGKPK_ B6TBW4_MAIZE 3 952.45382 2854.3396 1.1844 -0.18293 0.9965 109.92 109.92 5.54E-08 41.28 250040

47373 VDDAEFEENEVYAIDIVTSTGEGKPK Unmodified _VDDAEFEENEVYAIDIVTSTGEGKPK_ B6TBW4_MAIZE 3 952.45382 2854.3396 1.1987 -0.20358 0.99007 109.87 109.87 4.23E-18 61.2 218660

47374 VDDCFWSIEDGR Unmodified _VDDCFWSIEDGR_ B4FTP9_MAIZE 2 749.817 1497.6194 0.83203 0.20689 1.0539 87.232 87.232 2.05E-12 77.48 450270

47375 VDDELR Unmodified _VDDELR_ B6TLK7_MAIZE 2 373.68759 745.36063 0.84169 -0.046103 0.78634 31.116 31.116 2.64E-01 22.87 114580

47376 VDDLIHVIVPK Unmodified _VDDLIHVIVPK_ B4FGX1_MAIZE 3 416.58345 1246.7285 0.1257 0.58261 0.71316 83.905 83.905 4.33E-02 20.3 23830

47377 VDDLMNWAR Unmodified _VDDLMNWAR_ B4FBW1_MAIZE 2 560.26622 1118.5179 0.17268 -0.07784 0.085237 80.891 80.891 3.21E-03 42.3 484850

47378 VDDLMNWAR Unmodified _VDDLMNWAR_ B4FBW1_MAIZE 2 560.26622 1118.5179 0.011148 -0.51585 -0.51328 82.566 82.566 3.32E-02 22.73 533320

47379 VDDLMNWAR Oxidation (M) _VDDLM(ox)NWAR_ B4FBW1_MAIZE 2 568.26367 1134.5128 0.042652 0.093412 0.13009 66.427 66.427 1.01E-02 48.01 561620

47380 VDDLVKDR Unmodified _VDDLVKDR_ B4FF84_MAIZE 3 320.51006 958.50836 1.2776 -0.39949 0.88198 33.12 33.12 1.05E-01 19.61 35101

47381 VDDNIETIK Unmodified _VDDNIETIK_ B4FM96_MAIZE 2 523.77185 1045.5292 -0.12963 -2.3906 -2.5272 48.913 48.913 1.01E-02 51.45 938470

47382 VDDNIETIK Unmodified _VDDNIETIK_ B4FM96_MAIZE 2 523.77185 1045.5292 0.015021 -0.41664 -0.41135 50.319 50.319 3.32E-02 36.45 281160

47383 VDDNIETIK Unmodified _VDDNIETIK_ B4FM96_MAIZE 2 523.77185 1045.5292 -0.00042717 -0.07047 -0.082142 51.108 51.108 3.39E-01 24.96 305310

47384 VDDNIETIK Unmodified _VDDNIETIK_ B4FM96_MAIZE 2 523.77185 1045.5292 -0.19268 -0.091675 -0.29472 49.172 49.172 3.13E-03 53.73 19972000

47385 VDDNIETIK Unmodified _VDDNIETIK_ B4FM96_MAIZE 2 523.77185 1045.5292 -0.1356 -0.221 -0.36684 52.263 52.263 3.13E-03 43.42 572590
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47386 VDDNIETIKK Unmodified _VDDNIETIKK_ B4FM96_MAIZE 3 392.21532 1173.6241 0.56998 0.37541 0.92815 40.421 40.421 1.67E-03 33.15 927810

47387 VDEDDLSR Unmodified _VDEDDLSR_ Q84LS4_MAIZE 2 474.71708 947.4196 -0.035156 -0.40261 -0.44115 37.266 37.266 2.92E-02 41.64 602710

47388 VDEFINLLK Unmodified _VDEFINLLK_ B4FVJ9_MAIZE 2 545.81078 1089.607 -0.015929 0.27423 0.24171 93.377 93.377 3.39E-01 17.93 1468700

47389 VDEIFGPINESYFSVK Unmodified _VDEIFGPINESYFSVK_ B6SJR1_MAIZE 2 922.45927 1842.904 0.25503 106.54 106.54 4.07E-12 39.63

47390 VDEIFGPINESYFSVK Unmodified _VDEIFGPINESYFSVK_ B6SJR1_MAIZE 2 922.45927 1842.904 1.1426 0.30735 1.4466 107.88 107.88 1.02E-04 35.16 43645

47391 VDEIITCAPR Unmodified _VDEIITCAPR_ B6T8X5_MAIZE 2 587.30025 1172.586 0.206 -2.4717 -2.2623 56.129 56.129 2.81E-03 45.66 1740100

47392 VDEIITCAPR Unmodified _VDEIITCAPR_ B6T8X5_MAIZE 2 587.30025 1172.586 0.20558 -1.0143 -0.80832 56.551 56.551 4.40E-05 40.15 593230

47393 VDEIITCAPR Unmodified _VDEIITCAPR_ B6T8X5_MAIZE 2 587.30025 1172.586 0.17495 -1.9062 -1.7297 58.312 58.312 2.81E-03 32.04 1180400

47394 VDEIITCAPR Unmodified _VDEIITCAPR_ B6T8X5_MAIZE 2 587.30025 1172.586 0.21871 -2.3158 -2.0935 57.659 57.659 1.25E-02 30.73 566750

47395 VDEIITCAPR Unmodified _VDEIITCAPR_ B6T8X5_MAIZE 2 587.30025 1172.586 0.25385 -1.1109 -0.85543 58.211 58.211 5.76E-06 52.29 1400000

47396 VDELEKDNLSNR Unmodified _VDELEKDNLSNR_ B6TDM3_MAIZE 3 477.90732 1430.7001 -0.10674 0.2663 0.13556 46.873 46.873 2.11E-01 19.79 524000

47397 VDETVQR Unmodified _VDETVQR_ B4FSV6_MAIZE 2 423.71942 845.4243 0.44254 -0.22839 0.21936 24.613 24.613 1.00E+00 22.75 5380.2

47398 VDETVQR Unmodified _VDETVQR_ B4FSV6_MAIZE 2 423.71942 845.4243 0.25328 0.37524 0.63331 25.119 25.119 1.00E+00 23.71 22388

47399 VDETVQR Unmodified _VDETVQR_ B4FSV6_MAIZE 2 423.71942 845.4243 0.30792 0.28938 0.60198 24.791 24.791 4.46E-01 23.33 30364

47400 VDETVQR Unmodified _VDETVQR_ B4FSV6_MAIZE 2 423.71942 845.4243 0.29544 0.47712 0.77677 24.768 24.768 7.83E-01 4.88 12030

47401 VDETVQR Unmodified _VDETVQR_ B4FSV6_MAIZE 2 423.71942 845.4243 0.22592 -0.24492 -0.013618 25.711 25.711 4.49E-02 37.99 331930

47402 VDEYGLGVR Unmodified _VDEYGLGVR_ B6SV32_MAIZE 2 504.26146 1006.5084 -0.055117 -0.28888 -0.34175 57.122 57.122 9.73E-03 51.13 1632100

47403 VDEYITHNMNLADINDAFHLLHEGGCLR Unmodified _VDEYITHNMNLADINDAFHLLHEGGCLR_ ADHX_MAIZE 4 817.6382 3266.5237 1.0201 -0.084841 0.93037 109.02 109.02 1.28E-14 35.44 1281500

47404 VDEYITHNMNLADINDAFHLLHEGGCLR Oxidation (M) _VDEYITHNM(ox)NLADINDAFHLLHEGGCLR_ ADHX_MAIZE 4 821.63693 3282.5186 1.0208 -0.064641 0.95331 101.84 101.84 1.14E-04 18.99 373200

47405 VDEYITHNMNLADINDAFHLLHEGGCLR Oxidation (M) _VDEYITHNM(ox)NLADINDAFHLLHEGGCLR_ ADHX_MAIZE 5 657.511 3282.5186 0.5009 -0.49193 0.0062766 102.03 102.03 1.00E+00 5.47 489780

47406 VDFYEINEAFSAVALANQK Unmodified _VDFYEINEAFSAVALANQK_ B4F9B2_MAIZE 2 1065.0311 2128.0477 1.2875 0.40456 1.6759 121.26 121.26 2.65E-01 4.22 404410

47407 VDFYEINEAFSAVALANQK Unmodified _VDFYEINEAFSAVALANQK_ B4F9B2_MAIZE 3 710.3565 2128.0477 0.69235 0.11462 0.79129 121.38 121.38 1.00E+00 0.78 554160

47408 VDGGYVLNGNK Unmodified _VDGGYVLNGNK_ B4FQ64_MAIZE 2 568.29075 1134.5669 0.079313 -0.28987 -0.20792 51.274 51.274 3.57E-04 50.41 790220

47409 VDGLAPGVENLSTAGDDAWR Unmodified _VDGLAPGVENLSTAGDDAWR_ B6U0X3_MAIZE 2 1021.9925 2041.9705 1.0887 -0.40691 0.68597 90.004 90.004 1.74E-02 18.89 538990

47410 VDGMDVLAVK Unmodified _VDGMDVLAVK_ Q9ZQY0_MAIZE 2 523.78117 1045.5478 -0.0060806 -0.93202 -0.92738 71.9 71.9 7.11E-01 8.52 2068600

47411 VDGMDVLAVK Unmodified _VDGMDVLAVK_ Q9ZQY0_MAIZE 2 523.78117 1045.5478 -0.0032881 -0.8658 -0.85883 72.993 72.993 1.00E+00 13.55 353060

47412 VDGMDVLAVK Unmodified _VDGMDVLAVK_ Q9ZQY0_MAIZE 2 523.78117 1045.5478 -0.017975 -0.54575 -0.55352 72.582 72.582 7.11E-01 10.11 408820

47413 VDGMDVLAVK Unmodified _VDGMDVLAVK_ Q9ZQY0_MAIZE 2 523.78117 1045.5478 -0.11327 0.20501 0.099115 73.029 73.029 1.25E-02 46.47 5929200

47414 VDGMDVLAVK Oxidation (M) _VDGM(ox)DVLAVK_ Q9ZQY0_MAIZE 2 531.77862 1061.5427 -0.071245 0.1233 0.062404 56.329 56.329 1.00E+00 17.15 257180

47415 VDGMDVLAVK Oxidation (M) _VDGM(ox)DVLAVK_ Q9ZQY0_MAIZE 2 531.77862 1061.5427 0.0329 0.078679 0.12148 58.274 58.274 1.45E-01 26.31 558930

47416 VDGMDVLAVK Oxidation (M) _VDGM(ox)DVLAVK_ Q9ZQY0_MAIZE 2 531.77862 1061.5427 -0.071188 0.30121 0.24116 58.901 58.901 9.71E-04 40.97 3899600

47417 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.009133 0.1721 0.16032 40.963 40.963 3.89E-04 62.89 1386900

47418 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.16103 0.021814 -0.14015 40.418 40.418 3.21E-03 54.03 242280

47419 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.013607 -0.33731 -0.35154 43.17 43.17 9.73E-03 41.01 491370
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47420 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.085814 0.16297 0.07486 42.409 42.409 3.32E-02 44.39 648800

47421 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.073138 0.26408 0.1884 43.202 43.202 3.13E-03 55.14 617710

47422 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.028444 0.12888 0.097935 43.037 43.037 9.73E-03 54.12 395520

47423 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.12476 -0.27381 -0.39933 43.858 43.858 1.63E-07 72.97 13908000

47424 VDGQLAVAR Unmodified _VDGQLAVAR_ B4F7V3_MAIZE 2 464.76417 927.51378 -0.06543 0.20701 0.14059 41.234 41.234 1.01E-02 41.8 1038600

47425 VDGSQLTVSWAEPK Unmodified _VDGSQLTVSWAEPK_ B4F9N8_MAIZE 2 758.88574 1515.7569 0.88962 -0.04584 0.84656 77.964 77.964 1.95E-13 78.87 303380

47426 VDGSQLTVSWAEPK Unmodified _VDGSQLTVSWAEPK_ B4F9N8_MAIZE 2 758.88574 1515.7569 0.88521 0.053312 0.94142 78.507 78.507 7.64E-09 70.16 748150

47427 VDGTGMWECIDFYPVATR Oxidation (M) _VDGTGM(ox)WECIDFYPVATR_ B6T0A9_MAIZE 2 1066.9744 2131.9343 1.2581 -0.16214 1.1119 101.85 101.85 8.94E-06 49.96 332210

47428 VDGTGMWECIDFYPVATR Oxidation (M) _VDGTGM(ox)WECIDFYPVATR_ B6T0A9_MAIZE 2 1066.9744 2131.9343 1.1644 -0.47255 0.70775 101.57 101.57 3.43E-16 50.32 373360

47429 VDGTGMWECIDFYPVATR Unmodified _VDGTGMWECIDFYPVATR_ B6T0A9_MAIZE 2 1058.977 2115.9394 1.2835 0.084614 1.3823 111.63 111.63 4.65E-12 102.4 348160

47430 VDGTGMWECIDFYPVATR Unmodified _VDGTGMWECIDFYPVATR_ B6T0A9_MAIZE 2 1058.977 2115.9394 1.2109 -0.24079 0.98496 111.7 111.7 3.87E-04 69.32 162830

47431 VDIELEGLGNK Unmodified _VDIELEGLGNK_ B6TFF1_MAIZE 2 593.81934 1185.6241 -0.043636 0.36381 0.3045 74.586 74.586 6.35E-09 64.06 2076900

47432 VDIGQVLLSVR Unmodified _VDIGQVLLSVR_ B4FPT8_MAIZE 2 599.86134 1197.7081 0.23777 0.4126 0.65628 102.15 102.15 5.66E-08 60.28 2753900

47433 VDIGQVLLSVR Unmodified _VDIGQVLLSVR_ B4FPT8_MAIZE 2 599.86134 1197.7081 0.23207 0.39596 0.63369 102.33 102.33 1.67E-02 35.15 3145700

47434 VDIGQVLLSVR Unmodified _VDIGQVLLSVR_ B4FPT8_MAIZE 2 599.86134 1197.7081 0.097114 0.32702 0.43034 102.25 102.25 1.62E-12 84.81 13044000

47435 VDIGQVLLSVR Unmodified _VDIGQVLLSVR_ B4FPT8_MAIZE 2 599.86134 1197.7081 0.19642 0.1458 0.34889 103.28 103.28 4.48E-03 42.71 259660

47436 VDIHSYPTFK Unmodified _VDIHSYPTFK_ B6TM50_MAIZE 3 402.87663 1205.6081 0.20154 -0.041868 0.16379 62.716 62.716 1.25E-01 18.08 123990

47437 VDIHSYPTFK Unmodified _VDIHSYPTFK_ B6TM50_MAIZE 2 603.81131 1205.6081 0.21291 -0.29568 -0.078777 62.71 62.71 7.11E-01 30.09 28936

47438 VDIHSYPTFK Unmodified _VDIHSYPTFK_ B6TM50_MAIZE 3 402.87663 1205.6081 0.13422 0.34388 0.48054 64.196 64.196 5.86E-01 17.26 269030

47439 VDILILGGGMIYTFYK Oxidation (M) _VDILILGGGM(ox)IYTFYK_ B4G0K4_MAIZE 2 909.98915 1817.9637 1.2045 0.28554 1.4898 122.11 122.11 1.27E-09 80.89 192700

47440 VDILILGGGMIYTFYK Oxidation (M) _VDILILGGGM(ox)IYTFYK_ B4G0K4_MAIZE 2 909.98915 1817.9637 1.2053 -0.023602 1.1815 125.51 125.51 4.21E-20 55.71 216600

47441 VDILILGGGMIYTFYK Oxidation (M) _VDILILGGGM(ox)IYTFYK_ B4G0K4_MAIZE 2 909.98915 1817.9637 1.2093 -0.065407 1.1439 138.07 138.07 7.42E-06 48.67 380540

47442 VDINEVASVVK Unmodified _VDINEVASVVK_ Q8SA98_MAIZE 2 586.8297 1171.6449 0.12586 -0.097672 0.027185 77.102 77.102 4.48E-03 31.74 149090

47443 VDINEVASVVK Unmodified _VDINEVASVVK_ Q8SA98_MAIZE 2 586.8297 1171.6449 0.2316 -0.044837 0.1855 77.329 77.329 4.96E-02 29.66 347170

47444 VDIPVTNLVEEVK Unmodified _VDIPVTNLVEEVK_ B4FNF8_MAIZE 2 727.90868 1453.8028 0.7498 0.3061 1.0551 93.847 93.847 1.15E-02 36.07 1695700

47445 VDIPVTNLVEEVK Unmodified _VDIPVTNLVEEVK_ B4FNF8_MAIZE 2 727.90868 1453.8028 0.74292 0.057516 0.80107 94.417 94.417 1.15E-02 39.29 519560

47446 VDIPVTNLVEEVK Unmodified _VDIPVTNLVEEVK_ B4FNF8_MAIZE 2 727.90868 1453.8028 0.75936 -0.038389 0.72135 94.451 94.451 3.13E-02 39.93 453320

47447 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.074985 -0.18921 -0.27596 37.84 37.84 3.32E-02 41.35 4356800

47448 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.071349 -0.58383 -0.66539 38.997 38.997 3.32E-02 24.34 2249100

47449 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.16149 -0.1797 -0.35247 36.645 36.645 3.21E-03 40.1 470790

47450 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.19176 -0.97095 -1.1738 37.933 37.933 1.01E-02 45.53 314110

47451 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.13997 -0.71077 -0.86142 39.799 39.799 9.73E-03 50.88 1968000

47452 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.041931 -0.35002 -0.40254 41.028 41.028 3.21E-03 41.07 688550

47453 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.049469 -0.68857 -0.74787 38.983 38.983 3.21E-03 50.49 885570
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47454 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.090089 -0.11625 -0.21705 39.791 39.791 9.73E-03 33.6 606500

47455 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.034884 -0.40126 -0.44805 41.135 41.135 3.32E-02 19.99 238590

47456 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.056583 -0.10998 -0.17859 41.108 41.108 3.32E-02 40.73 731920

47457 VDISDEAQK Unmodified _VDISDEAQK_ B6T7G7_MAIZE 2 502.74838 1003.4822 -0.30394 42.429 42.429 4.98E-02 36.04

47458 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.13379 0.23634 0.34996 40.397 40.397 6.15E-03 43.12 5963400

47459 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 2 645.32023 1288.6259 0.42815 0.1114 0.51984 40.403 40.403 4.48E-03 50.86 2456500

47460 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.14003 0.51803 0.63671 41.308 41.308 6.79E-01 21.26 2472300

47461 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 2 645.32023 1288.6259 0.45629 -0.036045 0.40194 41.309 41.309 3.57E-04 59.27 919320

47462 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 -0.016343 0.19718 0.16189 39.678 39.678 7.13E-05 38.24 1307800

47463 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 -0.012432 0.31824 0.28699 40.605 40.605 1.40E-01 23.01 590630

47464 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.13362 -0.014489 0.10056 42.55 42.55 6.15E-03 36.81 1480900

47465 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 2 645.32023 1288.6259 0.43145 -0.22479 0.18859 42.539 42.539 1.67E-02 45.96 479040

47466 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.1261 0.63504 0.73971 43.457 43.457 6.79E-01 7.64 675670

47467 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 2 645.32023 1288.6259 0.45937 0.1089 0.54969 43.451 43.451 4.43E-05 54.46 179400

47468 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.11274 0.32096 0.41341 42.652 42.652 1.00E+00 4.21 493510

47469 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.091506 0.19512 0.26702 42.706 42.706 5.15E-02 18.12 552820

47470 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.10366 -0.079499 0.0052553 42.524 42.524 6.15E-03 25.93 2626400

47471 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 2 645.32023 1288.6259 0.44284 0.008191 0.43282 42.525 42.525 4.96E-02 46.15 1528800

47472 VDISDEAQKER Unmodified _VDISDEAQKER_ B6T7G7_MAIZE 3 430.54925 1288.6259 0.12637 0.41405 0.52029 43.455 43.455 3.45E-01 20.46 894090

47473 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.072752 0.43141 0.36798 58.434 58.434 4.40E-02 33.92 15373000

47474 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.15228 0.087295 -0.054945 58.539 58.539 4.40E-05 46.8 1871500

47475 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.044939 0.054581 0.02077 60.349 60.349 2.81E-03 41.84 1961500

47476 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.053127 0.064732 0.022854 59.674 59.674 1.62E-03 39.06 1553000

47477 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.10507 -1.7463 -1.8368 60.172 60.172 2.81E-03 27.06 1463400

47478 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.0083888 0.46078 0.46274 55.903 55.903 7.11E-01 6.03 659220

47479 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.14814 -0.17822 -0.31593 58.928 58.928 4.40E-05 43.43 5083300

47480 VDISGVDVAK Unmodified _VDISGVDVAK_ B4F9G6_MAIZE 2 501.77694 1001.5393 -0.28459 1.0494 0.77373 61.377 61.377 1.62E-03 32.5 436550

47481 VDKETMEMLAALGMADLPGVER Unmodified _VDKETMEMLAALGMADLPGVER_ B4FID1_MAIZE 3 792.72511 2375.1535 0.98581 -0.009082 0.96383 120.22 120.22 1.91E-01 10.93 1049900

47482 VDKETMEMLAALGMADLPGVER 3 Oxidation (M) _VDKETM(ox)EM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 3 808.72002 2423.1382 0.90404 -1.5971 -0.69983 87.225 87.225 6.58E-05 25.91 764680

47483 VDKETMEMLAALGMADLPGVER 2 Oxidation (M) _VDKETM(ox)EM(ox)LAALGMADLPGVER_ B4FID1_MAIZE 3 803.38838 2407.1433 0.96408 -1.009 -0.053958 97.78 97.78 3.84E-01 6.18 97700

47484 VDKETMEMLAALGMADLPGVER 2 Oxidation (M) _VDKETMEM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 3 803.38838 2407.1433 0.93741 -0.2226 0.70469 102.15 102.15 2.19E-05 39.12 364020

47485 VDKETMEMLAALGMADLPGVER 2 Oxidation (M) _VDKETMEM(ox)LAALGM(ox)ADLPGVER_ B4FID1_MAIZE 3 803.38838 2407.1433 0.96795 0.14505 1.1024 108.25 108.25 1.91E-01 19.87 87482

47486 VDKEVAK Unmodified _VDKEVAK_ B4FSS8_MAIZE 2 394.72926 787.44397 0.48349 0.19658 0.66122 10.414 10.414 1.86E-01 22.44 15923

47487 VDKGTIEVVGTDK Unmodified _VDKGTIEVVGTDK_ B4FAL9_MAIZE 3 454.2488 1359.7246 0.019842 -0.005222 0.026589 46.139 46.139 8.81E-01 15.6 1131700



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

47488 VDKGTIEVVGTDK Unmodified _VDKGTIEVVGTDK_ B4FAL9_MAIZE 3 454.2488 1359.7246 -0.15129 -0.041972 -0.17964 45.789 45.789 1.00E+00 3.55 414780

47489 VDKGTIEVVGTDK Unmodified _VDKGTIEVVGTDK_ B4FAL9_MAIZE 3 454.2488 1359.7246 -0.017054 -0.15613 -0.15992 48.334 48.334 1.00E+00 12.37 737970

47490 VDKGTIEVVGTDK Unmodified _VDKGTIEVVGTDK_ B4FAL9_MAIZE 3 454.2488 1359.7246 -0.077317 0.14841 0.084507 49.081 49.081 3.64E-02 39.21 4420800

47491 VDKGTIEVVGTDK Unmodified _VDKGTIEVVGTDK_ B4FAL9_MAIZE 2 680.86956 1359.7246 0.57766 -0.019273 0.57174 49.08 49.08 2.50E-15 85.06 1279100

47492 VDKGTIEVVGTDKETTTQGHDDLGK Unmodified _VDKGTIEVVGTDKETTTQGHDDLGK_ B4FAL9_MAIZE 4 661.58316 2642.3035 0.4646 -0.5386 -0.058847 54.068 54.068 1.78E-06 25.3 2045100

47493 VDLDNGESPAWDEK Unmodified _VDLDNGESPAWDEK_ B4F9K2_MAIZE 2 787.85209 1573.6896 0.96529 -0.081846 0.87725 66.017 66.017 6.31E-03 35.01 24331

47494 VDLDNGESPAWDEK Unmodified _VDLDNGESPAWDEK_ B4F9K2_MAIZE 2 787.85209 1573.6896 0.93251 0.17442 1.0999 67.282 67.282 2.00E-19 77.92 2389700

47495 VDLDNGESPAWDEK Unmodified _VDLDNGESPAWDEK_ B4F9K2_MAIZE 2 787.85209 1573.6896 0.94351 0.25349 1.1905 65.853 65.853 2.00E-19 80.15 301500

47496 VDLDNGESPAWDEK Unmodified _VDLDNGESPAWDEK_ B4F9K2_MAIZE 2 787.85209 1573.6896 0.88231 -0.010964 0.86462 67.821 67.821 2.00E-19 71.26 449140

47497 VDLGNAQLSGVLVPQLGQLK Unmodified _VDLGNAQLSGVLVPQLGQLK_ Q94IJ4_MAIZE 2 1025.0888 2048.163 1.1999 -0.092602 1.1094 108.22 108.22 6.57E-12 55.86 281170

47507 VDLPEIQAK Unmodified _VDLPEIQAK_ B4FGF5_MAIZE 2 506.78731 1011.5601 -0.10253 -0.16332 -0.28469 63.871 63.871 3.21E-03 52.01 1833200

47508 VDLPVEFK Unmodified _VDLPVEFK_ B6TN36_MAIZE 2 473.76584 945.51713 -0.14054 -0.10676 -0.24428 77.619 77.619 1.65E-01 38.07 28071

47509 VDLPVEFK Unmodified _VDLPVEFK_ B6TN36_MAIZE 2 473.76584 945.51713 -0.10939 0.34195 0.23426 77.007 77.007 2.92E-02 41.65 2637600

47510 VDLPVEFK Unmodified _VDLPVEFK_ B6TN36_MAIZE 2 473.76584 945.51713 -0.15295 0.72148 0.56912 78.397 78.397 1.90E-02 39.67 259720

47511 VDLVTPHPSADDWVGVFSPSK Unmodified _VDLVTPHPSADDWVGVFSPSK_ B4FFA5_MAIZE 3 751.71106 2252.1113 0.80921 -0.25319 0.5745 100.63 100.63 9.62E-03 26.65 211380

47512 VDLVTPHPSADDWVGVFSPSK Unmodified _VDLVTPHPSADDWVGVFSPSK_ B4FFA5_MAIZE 3 751.71106 2252.1113 0.84034 0.076454 0.93411 100.69 100.69 3.35E-04 43.13 264530

47513 VDLVTPHPSADDWVGVFSPSK Unmodified _VDLVTPHPSADDWVGVFSPSK_ B4FFA5_MAIZE 3 751.71106 2252.1113 0.8509 0.11788 0.98654 100.69 100.69 2.72E-06 52.87 698180

47514 VDMGEPILSGLDIPTK Unmodified _VDMGEPILSGLDIPTK_ B4FVI8_MAIZE 2 842.94494 1683.8753 1.079 0.83474 1.9109 102.26 102.26 9.46E-03 27.24 302070

47515 VDMLDGVTILR Unmodified _VDMLDGVTILR_ B6SI39_MAIZE 2 616.33938 1230.6642 0.36753 0.11997 0.49216 95.182 95.182 3.57E-04 80.88 538480

47516 VDMLDGVTILR Unmodified _VDMLDGVTILR_ B6SI39_MAIZE 2 616.33938 1230.6642 0.36026 0.69294 1.0583 96.796 96.796 3.83E-01 14.51 15960

47517 VDMLDGVTILR Unmodified _VDMLDGVTILR_ B6SI39_MAIZE 2 616.33938 1230.6642 0.33805 0.16975 0.51177 122.93 122.93 3.83E-01 15.61 346430

47518 VDMPGLGK Oxidation (M) _VDM(ox)PGLGK_ B4FQS7_MAIZE 2 416.7153 831.41604 0.30657 0.19326 0.50682 34.958 34.958 1.33E-01 33.06 187390

47519 VDMPGLGK Oxidation (M) _VDM(ox)PGLGK_ B4FQS7_MAIZE 2 416.7153 831.41604 0.019246 0.10093 0.1272 38.248 38.248 1.33E-01 22.91 494500

47520 VDMPGLGK Unmodified _VDMPGLGK_ B4FQS7_MAIZE 2 408.71784 815.42112 0.070565 0.15323 0.22682 59.09 59.09 1.65E-01 20.3 618570

47521 VDMPGSFHTEWFK Unmodified _VDMPGSFHTEWFK_ B4FSV6_MAIZE 3 527.57826 1579.7129 0.0026949 0.052012 0.064698 86.878 86.878 6.36E-01 18.65 2365100

47522 VDMPGSFHTEWFK Unmodified _VDMPGSFHTEWFK_ B4FSV6_MAIZE 3 527.57826 1579.7129 -0.064065 -0.060171 -0.11295 87.566 87.566 5.21E-03 29.03 8402500

47523 VDMPGSFHTEWFK Unmodified _VDMPGSFHTEWFK_ B4FSV6_MAIZE 2 790.86375 1579.7129 0.9519 -0.015226 0.94783 87.554 87.554 4.68E-05 49.86 1006600

47524 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 -0.092264 -0.046867 -0.12475 77.673 77.673 9.88E-01 0.88 65869

47525 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 -0.083571 0.096664 0.024976 75.751 75.751 9.19E-03 19.32 763500

47526 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 0.012006 -0.057064 -0.032916 76.306 76.306 3.48E-01 15.61 1516500

47527 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 0.026248 0.002776 0.042365 75.951 75.951 1.00E+00 3.85 1257500

47528 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 0.013366 0.08315 0.10884 75.816 75.816 1.86E-02 29.53 695880

47529 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 -0.040933 -0.3251 -0.3527 76.204 76.204 1.86E-02 20.36 9788100

47530 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 2 798.86121 1595.7079 0.97607 -0.36458 0.62485 76.201 76.201 1.91E-07 48.69 1092200



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

47531 VDMPGSFHTEWFK Oxidation (M) _VDM(ox)PGSFHTEWFK_ B4FSV6_MAIZE 3 532.9099 1595.7079 -0.056168 -0.052517 -0.095413 77.491 77.491 5.58E-02 17.98 140910

47532 VDNENYIK Unmodified _VDNENYIK_ B6SQM0_MAIZE 2 497.74564 993.47673 -0.14585 0.18123 0.0096827 41.957 41.957 1.90E-02 43.29 139700

47533 VDNEYDYLFK Unmodified _VDNEYDYLFK_ B4F7V4_MAIZE 2 653.30352 1304.5925 0.45352 0.22336 0.66478 83.333 83.333 1.84E-04 59.96 623520

47534 VDPADEAGTAPR Unmodified _VDPADEAGTAPR_ B6TJT9_MAIZE 2 599.78857 1197.5626 0.27474 0.10316 0.3732 41.134 41.134 2.62E-07 57.22 777950

47535 VDPADEAGTAPR Unmodified _VDPADEAGTAPR_ B6TJT9_MAIZE 2 599.78857 1197.5626 0.31434 0.26567 0.57535 42.314 42.314 1.11E-04 37.07 287520

47536 VDPADEAGTAPR Unmodified _VDPADEAGTAPR_ B6TJT9_MAIZE 2 599.78857 1197.5626 0.18627 0.40635 0.58769 44.22 44.22 2.62E-07 71.98 1989700

47537 VDPADEAGTAPR Unmodified _VDPADEAGTAPR_ B6TJT9_MAIZE 2 599.78857 1197.5626 0.15215 -0.189 -0.041098 41.135 41.135 2.05E-12 64.17 2663400

47543 VDPGPNLTC Unmodified _VDPGPNLTC_ B4FTS6_MAIZE 2 486.72639 971.43823 -0.1471 0.38566 0.25869 54.429 54.429 3.32E-02 38.78 3554300

47544 VDPLELR Unmodified _VDPLELR_ B4F9V2_MAIZE 2 421.24254 840.47052 0.17926 0.4674 0.63106 62.505 62.505 1.86E-01 28.45 2025300

47545 VDPLQAVQTPVDDMMR 2 Oxidation (M) _VDPLQAVQTPVDDM(ox)M(ox)R_ B6SST2_MAIZE 2 923.93732 1845.8601 1.16 0.075759 1.2474 76.317 76.317 4.43E-24 63.53 440890

47546 VDPLVNLMK Unmodified _VDPLVNLMK_ B4FSF1_MAIZE 2 514.79408 1027.5736 0.0021156 0.014531 0.0066111 81.543 81.543 7.18E-01 6.76 966520

47547 VDPLVNLMK Oxidation (M) _VDPLVNLM(ox)K_ B4FSF1_MAIZE 2 522.79154 1043.5685 -0.14594 -0.075078 -0.22688 65.65 65.65 8.86E-01 6.37 241870

47548 VDPLVNLMK Oxidation (M) _VDPLVNLM(ox)K_ B4FSF1_MAIZE 2 522.79154 1043.5685 -0.040606 0.10336 0.056588 66.567 66.567 2.35E-01 23.16 2047600

47549 VDQATPTEHGEEAGVK Unmodified _VDQATPTEHGEEAGVK_ B6T5L0_MAIZE 3 556.60056 1666.7798 0.17775 -0.23471 -0.054948 36.122 36.122 8.94E-02 17.76 234530

47550 VDQATPTEHGEEAGVK Unmodified _VDQATPTEHGEEAGVK_ B6T5L0_MAIZE 3 556.60056 1666.7798 0.058736 -0.26028 -0.2006 37.026 37.026 8.94E-02 9.36 1559200

47551 VDQLKPGTNGHTLTVK Unmodified _VDQLKPGTNGHTLTVK_ B6SHT0_MAIZE 3 569.98445 1706.9315 0.070381 -0.098572 -0.018997 48.756 48.756 3.78E-02 20.68 482460

47552 VDQLNQTVIVSR Unmodified _VDQLNQTVIVSR_ B6T6B3_MAIZE 2 686.38317 1370.7518 0.60301 -0.039906 0.56794 60.332 60.332 2.62E-07 54.99 233400

47553 VDQLNQTVIVSR Unmodified _VDQLNQTVIVSR_ B6T6B3_MAIZE 2 686.38317 1370.7518 0.63534 -0.19972 0.4406 61.901 61.901 1.68E-09 32.26 400010

47554 VDQLNQTVIVSR Unmodified _VDQLNQTVIVSR_ B6T6B3_MAIZE 2 686.38317 1370.7518 0.64228 -0.13488 0.5127 61.256 61.256 2.62E-07 72.22 320670

47555 VDQLNQTVIVSR Unmodified _VDQLNQTVIVSR_ B6T6B3_MAIZE 2 686.38317 1370.7518 0.61414 0.011056 0.63007 61.935 61.935 2.05E-12 61.76 1719500

47556 VDQLRPGTHGHNLILK Unmodified _VDQLRPGTHGHNLILK_ B6T6D1_MAIZE 4 450.25751 1797.001 0.053105 -0.16397 -0.11405 48.023 48.023 2.89E-01 13.67 1861400

47557 VDQLRPGTHGHNLILK Unmodified _VDQLRPGTHGHNLILK_ B6T6D1_MAIZE 5 360.40747 1797.001 0.65931 -0.42067 0.2379 56.06 56.06 1.00E+00 0.72 1361500

47558 VDQLRPGTHGHNLILK Unmodified _VDQLRPGTHGHNLILK_ B6T6D1_MAIZE 3 600.00759 1797.001 0.20787 -0.26875 -0.062693 56.043 56.043 1.87E-02 27.7 265230

47559 VDQLRPGTNGHTLTVK Unmodified _VDQLRPGTNGHTLTVK_ B4FR03_MAIZE 3 579.31984 1734.9377 0.11717 -0.10163 0.025654 50.538 50.538 2.60E-01 14.3 204940

47560 VDQSALTGESLPVTK Unmodified _VDQSALTGESLPVTK_ Q43271_MAIZE 2 772.91195 1543.8094 0.91863 -0.34591 0.57529 66.737 66.737 6.53E-30 80.1 901420

47561 VDQYGNPVPPVDQYGNPLPR Unmodified _VDQYGNPVPPVDQYGNPLPR_ B6UGS5_MAIZE 2 1113.0529 2224.0913 1.2209 0.029365 1.2551 80.663 80.663 4.56E-22 58.35 883040

47562 VDSFVLGCR Unmodified _VDSFVLGCR_ B4FFW5_MAIZE 2 526.76331 1051.5121 -0.14005 -0.30297 -0.41909 66.67 66.67 3.13E-03 48.59 2933200

47563 VDSVELIR Unmodified _VDSVELIR_ B4FYD3_MAIZE 2 465.76637 929.5182 0.011831 0.2611 0.26219 58.162 58.162 1.65E-01 10.34 676100

47564 VDSVELIR Unmodified _VDSVELIR_ B4FYD3_MAIZE 2 465.76637 929.5182 -0.053412 0.41991 0.35637 59.895 59.895 2.92E-02 31.2 378760

47565 VDSVELIR Unmodified _VDSVELIR_ B4FYD3_MAIZE 2 465.76637 929.5182 -0.097195 -0.02507 -0.13191 60.015 60.015 1.90E-02 63.75 5215700

47566 VDTLIDK Unmodified _VDTLIDK_ B4FRC9_MAIZE 2 402.22909 802.44363 0.36766 -0.29847 0.067823 43.18 43.18 4.49E-02 39.15 4116100

47567 VDTLIDK Unmodified _VDTLIDK_ B4FRC9_MAIZE 2 402.22909 802.44363 0.22737 0.21396 0.43991 42.609 42.609 4.46E-01 33.71 1349200

47568 VDTLIDK Unmodified _VDTLIDK_ B4FRC9_MAIZE 2 402.22909 802.44363 0.32571 -0.1195 0.20644 45.971 45.971 4.49E-02 43.18 9001100

47569 VDTLIDK Unmodified _VDTLIDK_ B4FRC9_MAIZE 2 402.22909 802.44363 0.44775 0.64174 1.0876 43.348 43.348 7.83E-01 30.48 459630
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47570 VDTQINAQLTDSYNGLTIMAPTNAAFDK Oxidation (M) _VDTQINAQLTDSYNGLTIM(ox)APTNAAFDK_ B6SSV3_MAIZE 3 1010.1571 3027.4495 1.1854 -0.094845 1.0883 99.022 99.022 3.13E-08 35.7 199690

47571 VDTQINAQLTDSYNGLTIMAPTNAAFDK Oxidation (M) _VDTQINAQLTDSYNGLTIM(ox)APTNAAFDK_ B6SSV3_MAIZE 3 1010.1571 3027.4495 1.2528 -1.2089 0.04259 98.516 98.516 1.28E-14 44.55 515630

47572 VDTQINAQLTDSYNGLTIMAPTNAAFDK Oxidation (M) _VDTQINAQLTDSYNGLTIM(ox)APTNAAFDK_ B6SSV3_MAIZE 3 1010.1571 3027.4495 1.2486 -0.40949 0.83677 99.425 99.425 2.72E-17 63.05 443610

47573 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 0.99814 0.15781 1.1422 124.02 124.02 2.40E-39 119.85 4233600

47574 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.0646 0.058034 1.1095 124.43 124.43 2.40E-39 96.48 2460700

47575 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.0298 -0.25765 0.75906 124.65 124.65 2.70E-56 131.41 4369500

47576 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 0.99609 0.13355 1.1166 124.65 124.65 2.40E-39 125.26 3054000

47577 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.1851 0.46563 1.6369 124.01 124.01 2.40E-39 96.37 2044400

47578 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.0392 -0.072554 0.95271 125.05 125.05 8.98E-47 125.46 20978000

47579 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.0647 0.4969 1.5475 124.33 124.33 2.40E-39 82.12 977970

47580 VDTSDLEEFAELLAR Unmodified _VDTSDLEEFAELLAR_ B4G072_MAIZE 2 854.42542 1706.8363 1.0294 0.26248 1.2781 125.16 125.16 2.40E-39 122.33 789940

47581 VDTSLAVLSK Unmodified _VDTSLAVLSK_ B6TR05_MAIZE 2 516.80041 1031.5863 -0.047489 -0.054383 -0.10513 65.542 65.542 4.40E-02 56.87 3594500

47582 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.2153 0.057485 1.2924 117.29 117.29 2.10E-35 113.22 1002800

47583 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.2209 -0.021214 1.2192 117.61 117.61 8.40E-52 106.19 696110

47584 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.179 0.13255 1.3313 117.74 117.74 6.29E-70 128.92 881100

47585 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.1827 0.078318 1.2808 117.76 117.76 6.29E-70 118.94 985890

47586 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.3011 0.18657 1.5072 117.4 117.4 3.53E-41 89.96 595030

47587 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.2883 0.67151 1.9788 118.07 118.07 2.10E-35 118.25 310970

47588 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.1946 -0.1079 1.1065 117.93 117.93 1.55E-58 158.06 7289800

47589 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 3 750.39351 2248.1587 0.81254 0.001074 0.83366 117.72 117.72 1.60E-11 64.81 2877800

47590 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.1785 -0.37477 0.82377 118.44 118.44 1.55E-58 115.17 192280

47591 VDTVDTTGAGDAFVGSLLVNVAK Unmodified _VDTVDTTGAGDAFVGSLLVNVAK_ SCRK2_MAIZE 2 1125.0866 2248.1587 1.1781 -0.085498 1.1123 120.17 120.17 1.06E-12 65.14 52110

47592 VDVDELAEVAR Unmodified _VDVDELAEVAR_ B6SL60_MAIZE 2 608.31442 1214.6143 0.16247 0.15495 0.30999 78.57 78.57 6.35E-09 98.62 248850

47593 VDVDELAEVAR Unmodified _VDVDELAEVAR_ B6SL60_MAIZE 2 608.31442 1214.6143 0.22302 0.19086 0.40628 79.527 79.527 4.00E-28 99.66 1000200

47594 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 0.32214 48.628 48.628 2.09E-01 22.67

47595 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 -0.067718 -0.40027 -0.46915 48.831 48.831 8.04E-02 33.13 6994900

47596 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 0.18436 0.54191 0.72118 48.366 48.366 1.00E+00 17.12 230680

47597 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 0.28683 6.5063 6.774 50.705 50.705 4.46E-01 15.99 352660

47598 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 0.32309 -0.037187 0.28264 50.156 50.156 1.86E-01 20.84 319400

47599 VDVDELK Unmodified _VDVDELK_ B6SMC1_MAIZE 2 409.21873 816.4229 0.10628 0.44487 0.54675 52.047 52.047 7.83E-01 24.01 708910

47600 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.40756 -0.02306 0.39481 37.511 37.511 1.86E-01 28.55 1026500

47601 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.10185 -0.34213 -0.22971 37.188 37.188 8.04E-02 34.35 1428300

47602 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.23997 0.54921 0.79798 36.446 36.446 1.00E+00 21.22 178500

47603 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.38909 0.27067 0.6697 39.346 39.346 7.83E-01 9.59 222150
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47604 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.38775 0.58597 0.98078 38.529 38.529 1.00E+00 8.51 242040

47605 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.30325 0.3679 0.67916 39.301 39.301 1.00E+00 6.47 410720

47606 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.41868 0.58319 1.0107 37.329 37.329 1.00E+00 16.42 220630

47607 VDVDEVK Unmodified _VDVDEVK_ B4FH44_MAIZE 2 402.2109 802.40725 0.11023 0.19657 0.31578 40.661 40.661 4.49E-02 38.98 2465700

47608 VDVDEVKEVTAAYEVEAMPTFHFVK Oxidation (M) _VDVDEVKEVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 4 718.10457 2868.3892 0.72215 0.74027 1.4649 118.7 118.7 9.95E-03 14.5 157920

47609 VDVDEVKEVTAAYEVEAMPTFHFVK Oxidation (M) _VDVDEVKEVTAAYEVEAM(ox)PTFHFVK_ B4FH44_MAIZE 4 718.10457 2868.3892 0.65187 0.93132 1.5867 120.71 120.71 1.54E-07 21.41 199340

47610 VDVDGGNSR Unmodified _VDVDGGNSR_ B4FI29_MAIZE 2 459.71741 917.42027 0.14723 -0.4712 -0.3063 22.602 22.602 1.01E-02 29.31 8847.9

47611 VDVDGGNSR Unmodified _VDVDGGNSR_ B4FI29_MAIZE 2 459.71741 917.42027 -0.066381 0.020941 -0.028436 24.587 24.587 1.00E+00 13.97 3381.9

47612 VDVIAPEQCPPEGR Unmodified _VDVIAPEQCPPEGR_ B6T6L0_MAIZE 2 783.88267 1565.7508 0.86384 0.03187 0.89896 57.018 57.018 7.64E-09 49.09 1192100

47613 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.86288 0.4678 1.3242 112.25 112.25 4.68E-05 34.47 298770

47614 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.79678 1.1163 1.9066 112.81 112.81 2.65E-01 19.38 108730

47615 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.8238 1.2092 2.0257 112.86 112.86 5.66E-01 4.5 175620

47616 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.83407 0.84535 1.6728 112.83 112.83 5.66E-01 8.29 182620

47617 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.79307 0.83308 1.6198 112.63 112.63 2.50E-15 59.27 2230000

47618 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 3 496.28032 1485.8191 -0.09414 -0.15627 -0.25488 112.53 112.53 1.00E+00 11.28 615520

47619 VDVLSEALPFIQR Unmodified _VDVLSEALPFIQR_ B6TEB2_MAIZE 2 743.91684 1485.8191 0.82361 0.88345 1.7011 113.18 113.18 1.15E-02 27.79 122420

47620 VDVNGNNAAPIYK Unmodified _VDVNGNNAAPIYK_ B6SU31_MAIZE 2 687.85424 1373.6939 0.58338 0.47115 1.0394 55.483 55.483 4.68E-05 60.19 272010

47621 VDVNGSNAAPIYK Unmodified _VDVNGSNAAPIYK_ Q6JAH6_MAIZE 2 674.34879 1346.683 0.47178 0.14946 0.60929 53.034 53.034 3.13E-02 50.61 98621

47622 VDVNGSNAAPIYK Unmodified _VDVNGSNAAPIYK_ Q6JAH6_MAIZE 2 674.34879 1346.683 0.47245 0.29316 0.75309 52.915 52.915 2.61E-08 53.06 1619300

47623 VDVNGSNAAPIYK Unmodified _VDVNGSNAAPIYK_ Q6JAH6_MAIZE 2 674.34879 1346.683 0.45563 -0.27956 0.16533 55.858 55.858 1.00E-11 71.62 8262700

47624 VDVPAGPEPGEPAK Unmodified _VDVPAGPEPGEPAK_ B6UCD5_MAIZE 2 681.84862 1361.6827 0.56566 -0.13956 0.42354 54.592 54.592 3.56E-04 61.45 1594200

47625 VDVQCILETLGAGHGGR Unmodified _VDVQCILETLGAGHGGR_ Q575Z7_MAIZE 3 594.63695 1780.889 0.2567 0.14196 0.41284 102.91 102.91 4.10E-01 15.83 612240

47626 VDVQCILETLGAGHGGR Unmodified _VDVQCILETLGAGHGGR_ Q575Z7_MAIZE 3 594.63695 1780.889 0.17173 0.3831 0.56767 103.61 103.61 6.10E-04 38.76 251030

47627 VDVQCILETLGAGHGGR Unmodified _VDVQCILETLGAGHGGR_ Q575Z7_MAIZE 3 594.63695 1780.889 0.30235 0.24293 0.55852 103.67 103.67 4.10E-01 20.35 212430

47628 VDVQNVLETLGR Unmodified _VDVQNVLETLGR_ B6UBW7_MAIZE 2 671.86989 1341.7252 0.57988 -0.037783 0.54679 99.805 99.805 1.00E+00 3.74 688900

47629 VDVQNVLETLGR Unmodified _VDVQNVLETLGR_ B6UBW7_MAIZE 2 671.86989 1341.7252 0.52862 0.25467 0.78758 100.35 100.35 2.05E-12 75.88 518250

47630 VDVQNVLETLGR Unmodified _VDVQNVLETLGR_ B6UBW7_MAIZE 2 671.86989 1341.7252 0.56665 0.25702 0.82682 100.41 100.41 1.00E+00 14.7 452130

47631 VDVQNVLETLGR Unmodified _VDVQNVLETLGR_ B6UBW7_MAIZE 2 671.86989 1341.7252 0.55806 -0.072966 0.48962 100.29 100.29 4.56E-01 16.89 982270

47632 VDVTGPEQCPPEGK Unmodified _VDVTGPEQCPPEGK_ B4FHN3_MAIZE 2 756.85358 1511.6926 0.82087 -0.18062 0.65535 46.74 46.74 3.56E-04 46.69 351960

47633 VDWIGLAR Unmodified _VDWIGLAR_ B6UEJ6_MAIZE 2 465.2638 928.51305 -0.027405 0.073947 0.039541 79.168 79.168 3.77E-01 12.47 2897300

47634 VDWIGLAR Unmodified _VDWIGLAR_ B6UEJ6_MAIZE 2 465.2638 928.51305 -0.16931 0.44518 0.26909 79.855 79.855 5.06E-02 13.88 368370

47635 VDWIGLAR Unmodified _VDWIGLAR_ B6UEJ6_MAIZE 2 465.2638 928.51305 0.023632 0.31253 0.32994 80.38 80.38 5.06E-02 19.54 190820

47636 VDWISLLER Unmodified _VDWISLLER_ B4F906_MAIZE 2 565.81386 1129.6132 0.0314 -0.21924 -0.20209 112.74 112.74 3.32E-02 25.67 155600

47637 VDWISLLER Unmodified _VDWISLLER_ B4F906_MAIZE 2 565.81386 1129.6132 0.13804 -0.1029 0.021444 112.83 112.83 3.21E-03 38.47 277800
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47638 VDWISLLER Unmodified _VDWISLLER_ B4F906_MAIZE 2 565.81386 1129.6132 0.16088 -0.43634 -0.28827 112.78 112.78 3.21E-03 56.48 163440

47639 VDWISLLER Unmodified _VDWISLLER_ B4F906_MAIZE 2 565.81386 1129.6132 0.11503 0.19323 0.29398 112.42 112.42 3.89E-04 56.81 513030

47640 VDWLTDK Unmodified _VDWLTDK_ B4FBK3_MAIZE 2 438.72672 875.43888 0.079415 0.28547 0.36993 64.291 64.291 9.32E-03 36.16 2293400

47641 VDWLTDK Unmodified _VDWLTDK_ B4FBK3_MAIZE 2 438.72672 875.43888 -0.065123 0.58001 0.51945 64.637 64.637 4.46E-01 29.13 638220

47642 VDWLTDK Unmodified _VDWLTDK_ B4FBK3_MAIZE 2 438.72672 875.43888 0.061424 0.28404 0.35147 66.1 66.1 9.32E-03 33.59 947920

47643 VDWLTDK Unmodified _VDWLTDK_ B4FBK3_MAIZE 2 438.72672 875.43888 0.07483 0.2259 0.30505 65.53 65.53 1.86E-01 28.32 854790

47644 VDWLTDK Unmodified _VDWLTDK_ B4FBK3_MAIZE 2 438.72672 875.43888 0.035774 0.58639 0.62736 65.953 65.953 9.32E-03 31.33 3256900

47645 VEAAGEGACVAK Unmodified _VEAAGEGACVAK_ B6SQM6_MAIZE 2 581.28206 1160.5496 0.24413 -0.89671 -0.6577 32.827 32.827 1.98E-03 37.97 129400

47646 VEAAGEGACVAK Unmodified _VEAAGEGACVAK_ B6SQM6_MAIZE 2 581.28206 1160.5496 0.47148 -0.067009 0.39742 34.369 34.369 2.00E-01 10.46 42034

47647 VEAAGEGACVAK Unmodified _VEAAGEGACVAK_ B6SQM6_MAIZE 2 581.28206 1160.5496 0.63939 -1.2552 -0.62005 33.563 33.563 1.60E-02 23.68 34642

47648 VEAAGEGACVAK Unmodified _VEAAGEGACVAK_ B6SQM6_MAIZE 2 581.28206 1160.5496 0.34577 -1.5793 -1.2371 34.262 34.262 1.60E-02 47.54 46633

47649 VEAAGEGACVAK Unmodified _VEAAGEGACVAK_ B6SQM6_MAIZE 2 581.28206 1160.5496 0.15839 1.9133 2.0628 35.576 35.576 2.05E-12 50.31 299360

47650 VEAALR Unmodified _VEAALR_ Q9ZP60_MAIZE 2 329.69776 657.38097 -1.4254 29.765 29.765 5.32E-01 23.49

47651 VEAALR Unmodified _VEAALR_ Q9ZP60_MAIZE 2 329.69776 657.38097 1.3297 -0.12877 1.1659 28.101 28.101 5.26E-01 23.55 464240

47652 VEAAMVNAR Unmodified _VEAAMVNAR_ B4F8V5_MAIZE 2 480.7502 959.48585 -0.046341 0.10285 0.029667 38.36 38.36 3.32E-02 17.33 1302500

47653 VEAAMVNAR Unmodified _VEAAMVNAR_ B4F8V5_MAIZE 2 480.7502 959.48585 -0.14033 0.41085 0.2422 37.649 37.649 3.21E-03 38.93 261660

47654 VEAAMVNAR Unmodified _VEAAMVNAR_ B4F8V5_MAIZE 2 480.7502 959.48585 -0.05759 -0.16001 -0.24438 39.649 39.649 3.21E-03 31.13 2080300

47655 VEAAMVNAR Oxidation (M) _VEAAM(ox)VNAR_ B4F8V5_MAIZE 2 488.74766 975.48077 0.026888 -0.21997 -0.21693 29.774 29.774 1.01E-02 45.93 22257

47656 VEAAMVNAR Oxidation (M) _VEAAM(ox)VNAR_ B4F8V5_MAIZE 2 488.74766 975.48077 0.0064645 -0.44478 -0.4607 28.992 28.992 3.21E-03 50.17 247970

47657 VEAAMVNAR Oxidation (M) _VEAAM(ox)VNAR_ B4F8V5_MAIZE 2 488.74766 975.48077 0.0042914 -0.088028 -0.10726 29.862 29.862 3.38E-03 57.2 277680

47658 VEAELSGICAGILR Unmodified _VEAELSGICAGILR_ B6TFS9_MAIZE 2 744.39796 1486.7814 0.84332 0.2617 1.0933 86.304 86.304 2.09E-30 102.02 420800

47659 VEAELSGICAGILR Unmodified _VEAELSGICAGILR_ B6TFS9_MAIZE 2 744.39796 1486.7814 0.83354 0.087918 0.91019 86.817 86.817 7.68E-22 66.37 190560

47660 VEAELSGICAGILR Unmodified _VEAELSGICAGILR_ B6TFS9_MAIZE 2 744.39796 1486.7814 0.78948 -0.55639 0.22229 86.62 86.62 2.09E-30 99.8 552240

47661 VEAEVGPDR Unmodified _VEAEVGPDR_ MASY_MAIZE 2 486.24326 970.47197 -0.15855 -1.2936 -1.4536 32.522 32.522 3.39E-01 10.65 25869

47662 VEAEVGPDR Unmodified _VEAEVGPDR_ MASY_MAIZE 2 486.24326 970.47197 0.044265 -0.18116 -0.14105 35.445 35.445 1.01E-02 20.81 101970

47663 VEAEVGPDR Unmodified _VEAEVGPDR_ MASY_MAIZE 2 486.24326 970.47197 -0.036854 -0.096773 -0.13915 35.328 35.328 3.21E-03 40.49 241010

47664 VEALSINPSLER Unmodified _VEALSINPSLER_ B4FXD6_MAIZE 2 664.36444 1326.7143 0.50443 0.057027 0.53493 71.186 71.186 1.11E-04 61.4 467980

47665 VEAMPTFVLVK Oxidation (M) _VEAM(ox)PTFVLVK_ B6SL60_MAIZE 2 625.34667 1248.6788 0.26886 0.44299 0.71527 74.401 74.401 1.67E-02 36.16 99096

47666 VEAMPTFVLVK Oxidation (M) _VEAM(ox)PTFVLVK_ B6SL60_MAIZE 2 625.34667 1248.6788 0.32054 0.7506 1.074 74.478 74.478 1.00E+00 0.19 337540

47667 VEAMPTFVLVK Oxidation (M) _VEAM(ox)PTFVLVK_ B6SL60_MAIZE 2 625.34667 1248.6788 0.30046 0.22204 0.5262 75.105 75.105 4.48E-03 24.16 318800

47668 VEAMPTFVLVK Unmodified _VEAMPTFVLVK_ B6SL60_MAIZE 2 617.34922 1232.6839 0.3175 -0.8724 -0.55192 89.921 89.921 7.60E-01 9.37 12421

47669 VEATEVFFATTK Unmodified _VEATEVFFATTK_ B6SV32_MAIZE 2 671.84809 1341.6816 0.54068 0.21144 0.75796 79.367 79.367 2.62E-07 48.66 327940

47670 VEATEVFFATTK Unmodified _VEATEVFFATTK_ B6SV32_MAIZE 2 671.84809 1341.6816 0.59639 0.16759 0.7695 79.911 79.911 6.74E-02 14.38 212150

47671 VEATEVFFATTK Unmodified _VEATEVFFATTK_ B6SV32_MAIZE 2 671.84809 1341.6816 0.60187 0.11634 0.72396 79.512 79.512 7.72E-03 28.5 369930
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47672 VEATFKPTSVDVK Unmodified _VEATFKPTSVDVK_ B4FGY0_MAIZE 3 474.26092 1419.7609 -0.14827 -0.053412 -0.19516 54.623 54.623 3.64E-02 24.4 8430900

47673 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.064052 0.44124 0.50424 34.858 34.858 7.83E-01 27.73 442790

47674 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.19169 0.05942 0.25139 37.619 37.619 4.46E-01 14.44 583060

47675 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.16303 0.02324 0.18599 36.815 36.815 4.46E-01 7.5 483400

47676 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.15231 0.069037 0.22306 37.515 37.515 1.86E-01 16.35 305100

47677 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.139 -0.080504 0.06055 37.438 37.438 8.04E-02 24.05 2193400

47678 VECTIPK Unmodified _VECTIPK_ B4FFP2_MAIZE 2 423.72312 845.43168 0.095875 -0.094789 0.0013446 38.344 38.344 4.49E-02 32.46 3165600

47679 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 0.0054179 -0.19063 -0.20544 118.58 118.58 2.15E-08 30.51 938250

47680 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 -0.14684 -0.13127 -0.2987 119.13 119.13 5.97E-15 37.81 468890

47681 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 -0.0093663 -0.18203 -0.2106 119.31 119.31 1.69E-19 41.46 484510

47682 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 0.029344 -0.4226 -0.41321 119.55 119.55 4.23E-03 29.38 141230

47683 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 -0.0056852 -0.27885 -0.30426 119.61 119.61 2.15E-08 36.31 271600

47684 VEDAIEILEHVLK Unmodified _VEDAIEILEHVLK_ B4FAB6_MAIZE 3 503.28373 1506.8294 -0.11915 -0.40802 -0.54515 130.05 130.05 2.26E-05 37.9 112920

47685 VEDALNATK Unmodified _VEDALNATK_ B6SH83_MAIZE 2 480.75346 959.49238 0.013302 1.7912 1.7793 35.534 35.534 3.32E-02 46.9 239840

47686 VEDALNATK Unmodified _VEDALNATK_ B6SH83_MAIZE 2 480.75346 959.49238 -0.17307 -0.23533 -0.42875 34.381 34.381 3.32E-02 30.29 143570

47687 VEDALNATK Unmodified _VEDALNATK_ B6SH83_MAIZE 2 480.75346 959.49238 -0.043576 -0.095192 -0.16035 37.272 37.272 3.21E-03 48.64 569740

47688 VEDALNATK Unmodified _VEDALNATK_ B6SH83_MAIZE 2 480.75346 959.49238 -0.012132 0.10888 0.074956 36.439 36.439 3.32E-02 45.39 344950

47689 VEDALNATK Unmodified _VEDALNATK_ B6SH83_MAIZE 2 480.75346 959.49238 -0.15037 -0.18447 -0.35682 37.135 37.135 3.21E-03 49.18 3209200

47690 VEDAMAAAER Unmodified _VEDAMAAAER_ B6T9Q7_MAIZE 2 531.74786 1061.4812 0.04815 -0.22605 -0.21013 41.188 41.188 4.40E-05 56.43 459280

47691 VEDAMAAAER Unmodified _VEDAMAAAER_ B6T9Q7_MAIZE 2 531.74786 1061.4812 0.10384 0.31682 0.38829 43.353 43.353 1.84E-04 43.23 232070

47694 VEDLADEVER Unmodified _VEDLADEVER_ Q0QWI2_MAIZE 2 587.78295 1173.5513 0.13633 0.31318 0.4355 60.959 60.959 5.70E-16 71.56 1271800

47695 VEDTLLLAQVTK Unmodified _VEDTLLLAQVTK_ B4G1P9_MAIZE 2 665.38484 1328.7551 0.51604 -0.049011 0.46234 80.21 80.21 2.62E-07 45.27 2574200

47696 VEDTLLLAQVTK Unmodified _VEDTLLLAQVTK_ B4G1P9_MAIZE 2 665.38484 1328.7551 0.5117 -0.01198 0.49572 80.816 80.816 7.61E-14 66.11 1158800

47697 VEDTLLLAQVTK Unmodified _VEDTLLLAQVTK_ B4G1P9_MAIZE 2 665.38484 1328.7551 0.52256 -0.072069 0.44561 81.236 81.236 2.05E-12 47.21 1827400

47698 VEDTLLLAQVTK Unmodified _VEDTLLLAQVTK_ B4G1P9_MAIZE 2 665.38484 1328.7551 0.52663 0.11647 0.63883 80.886 80.886 2.62E-07 37.74 1121600

47699 VEDVMPIATGLER Oxidation (M) _VEDVM(ox)PIATGLER_ B6U4H2_MAIZE 2 723.36887 1444.7232 0.67484 -0.15864 0.513 67.439 67.439 1.78E-24 85.46 2009700

47700 VEDVMPIATGLER Unmodified _VEDVMPIATGLER_ B6U4H2_MAIZE 2 715.37141 1428.7283 0.68124 -0.14009 0.53486 81.28 81.28 1.00E-11 73.15 782210

47701 VEDVMPIATGLEREELEAELQGK Oxidation (M) _VEDVM(ox)PIATGLEREELEAELQGK_ B6U4H2_MAIZE 3 858.09854 2571.2738 1.008 -0.17197 0.8203 92.89 92.89 5.17E-06 34.56 1724800

47702 VEDVMPIATGLEREELEAELQGK Unmodified _VEDVMPIATGLEREELEAELQGK_ B6U4H2_MAIZE 3 852.7669 2555.2789 1.0441 -0.086938 0.94003 108.14 108.14 8.30E-06 24.29 154950

47703 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 3 433.54936 1297.6262 -0.24429 32.548 32.548 4.32E-01 7.81

47704 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 3 433.54936 1297.6262 0.14089 -0.10382 0.019837 32.609 32.609 1.40E-01 13.37 159010

47705 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 3 433.54936 1297.6262 0.05731 0.044211 0.082668 33.333 33.333 5.15E-02 18.39 1635600

47706 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 2 649.8204 1297.6262 0.45721 0.0681 0.50751 33.341 33.341 1.00E+00 7.91 145460

47707 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 3 433.54936 1297.6262 0.06652 0.064346 0.1132 30.536 30.536 1.40E-01 11.33 3246400
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47708 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 2 649.8204 1297.6262 0.45845 -0.068204 0.37355 30.545 30.545 1.00E+00 17.66 537830

47709 VEEAPRPTDER Unmodified _VEEAPRPTDER_ B4FVG0_MAIZE 3 433.54936 1297.6262 -0.069623 0.3964 0.30914 33.857 33.857 3.45E-01 8.84 128470

47710 VEEEITEGLK Unmodified _VEEEITEGLK_ B6SR23_MAIZE 2 573.79807 1145.5816 0.084033 0.86744 0.92634 48.309 48.309 1.00E+00 10.65 1764500

47711 VEEEITEGLK Unmodified _VEEEITEGLK_ B6SR23_MAIZE 2 573.79807 1145.5816 0.043698 -0.13991 -0.11841 59.13 59.13 1.62E-03 41.77 1802000

47712 VEEFIHAR Unmodified _VEEFIHAR_ B6TU35_MAIZE 3 334.17854 999.51378 1.1721 0.13524 1.2906 43.937 43.937 2.47E-01 23.34 179620

47713 VEEFIHAR Unmodified _VEEFIHAR_ B6TU35_MAIZE 3 334.17854 999.51378 1.2893 -0.097726 1.1733 45.943 45.943 1.05E-01 33.55 1682600

47714 VEEFIHAR Unmodified _VEEFIHAR_ B6TU35_MAIZE 3 334.17854 999.51378 1.2641 0.029338 1.2749 47.069 47.069 3.42E-02 28.89 5215800

47715 VEEGDADDVATALR Unmodified _VEEGDADDVATALR_ B4FCW6_MAIZE 2 730.84681 1459.6791 0.71699 -0.88698 -0.17159 63.438 63.438 2.09E-30 122.91 281110

47716 VEEIEEPLEPALAVACADDPAR Unmodified _VEEIEEPLEPALAVACADDPAR_ B4FLG7_MAIZE 2 1197.5783 2393.1421 1.1006 -0.65727 0.42832 101.54 101.54 6.50E-45 100.11 566120

47717 VEEIFGPINESYFSVK Unmodified _VEEIFGPINESYFSVK_ B6TFJ5_MAIZE 2 929.46709 1856.9196 1.1387 0.26886 1.3997 104.93 104.93 1.27E-09 52.56 721560

47718 VEEKEESDDDMGFSLFD Oxidation (M) _VEEKEESDDDM(ox)GFSLFD_ B4FI88_MAIZE 2 1004.4042 2006.7939 1.1812 0.18611 1.3685 89.57 89.57 1.22E-02 28.48 87347

47719 VEEKEESDDDMGFSLFD Unmodified _VEEKEESDDDMGFSLFD_ B4FI88_MAIZE 2 996.40677 1990.799 1.2807 0.19889 1.4784 101.92 101.92 1.00E+00 8.76 9169.5

47720 VEELLEK Unmodified _VEELLEK_ B4FW57_MAIZE 2 430.2422 858.46985 0.08663 -0.12947 -0.079536 48.122 48.122 8.04E-02 25.02 2255300

47721 VEELLEK Unmodified _VEELLEK_ B4FW57_MAIZE 2 430.2422 858.46985 0.058852 -0.23181 -0.21004 47.396 47.396 1.86E-01 29.63 3557000

47722 VEENIDGR Unmodified _VEENIDGR_ B4FRD1_MAIZE 2 466.22761 930.44067 -0.02609 0.9289 0.88484 34.522 34.522 1.65E-01 18.27 91450

47723 VEEQWGGAPTVPR Unmodified _VEEQWGGAPTVPR_ B4FEW6_MAIZE 2 713.35969 1424.7048 0.68362 -0.21562 0.47181 63.163 63.163 6.20E-03 40.39 508450

47724 VEESGVDALEINFSCPHGMPER Oxidation (M) _VEESGVDALEINFSCPHGM(ox)PER_ B4FZU9_MAIZE 3 830.3739 2488.0999 1.051 -0.13328 0.91745 81.714 81.714 1.65E-40 113.52 1299700

47725 VEETGVDPK Unmodified _VEETGVDPK_ B6THW0_MAIZE 2 487.24547 972.47639 0.094978 0.45396 0.55147 30.257 30.257 9.73E-03 28.61 20401

47726 VEEVDGTMK Oxidation (M) _VEEVDGTM(ox)K_ B6THZ4_MAIZE 2 512.23679 1022.459 0.082395 -0.039913 0.045899 24.685 24.685 1.01E-02 29.25 24018

47727 VEFDEQPPDNFDPK Unmodified _VEFDEQPPDNFDPK_ B4F980_MAIZE 2 838.87557 1675.7366 1.011 -0.36102 0.65376 74.377 74.377 3.56E-04 48.28 434920

47728 VEFDIEGK Unmodified _VEFDIEGK_ B4G082_MAIZE 2 468.73728 935.46001 0.02544 0.67579 0.69396 63.292 63.292 3.77E-01 15.92 457190

47729 VEFGLPDLEGR Unmodified _VEFGLPDLEGR_ B4FQJ6_MAIZE 2 616.3195 1230.6245 0.35689 0.77025 1.1239 92.102 92.102 1.47E-01 19.48 564430

47730 VEGFPTILVFGADK Unmodified _VEGFPTILVFGADK_ Q5EUD5_MAIZE 2 746.90594 1491.7973 0.77494 0.002237 0.78872 110.03 110.03 3.51E-02 19.67 80026

47731 VEGFPTILVFGADK Unmodified _VEGFPTILVFGADK_ Q5EUD5_MAIZE 2 746.90594 1491.7973 0.849 0.17898 1.0382 110.04 110.04 7.64E-09 45.68 200000

47732 VEGFPTILVFGADK Unmodified _VEGFPTILVFGADK_ Q5EUD5_MAIZE 2 746.90594 1491.7973 0.81941 0.26537 1.095 110.26 110.26 7.64E-09 47.32 2389700

47733 VEGFPTILVFGADKESPFPYQGAR Unmodified _VEGFPTILVFGADKESPFPYQGAR_ Q5EUD5_MAIZE 3 875.78311 2624.3275 1.1317 0.28841 1.4235 113.97 113.97 1.64E-08 53.94 671180

47734 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.3084 0.16687 0.48473 101.15 101.15 1.62E-12 70.07 3115900

47735 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.27353 0.28243 0.56575 101.84 101.84 6.35E-09 68.86 1572700

47736 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.32801 0.11006 0.44786 101.8 101.8 4.48E-03 73.96 1878700

47737 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.31851 -0.013957 0.31503 101.71 101.71 1.67E-02 38.75 1490300

47738 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.29496 0.14669 0.45182 101.36 101.36 3.57E-04 35.31 848890

47739 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.25538 0.22122 0.48603 101.4 101.4 4.48E-03 55.3 4222700

47740 VEGGFLFIVPR Unmodified _VEGGFLFIVPR_ B6THG1_MAIZE 2 617.35315 1232.6917 0.3165 0.009972 0.33663 103.22 103.22 3.57E-04 35.48 76466

47741 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.1755 -0.10388 1.0626 103.51 103.51 1.82E-38 99.67 777800
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47742 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.129 0.14802 1.2685 103.99 103.99 5.87E-44 75.29 379890

47743 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.1531 0.073492 1.2179 104.13 104.13 5.87E-44 91.3 583570

47744 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.1759 0.14543 1.3131 104.09 104.09 1.42E-33 92.68 532280

47745 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.2212 -0.14701 1.0661 103.56 103.56 1.42E-33 74.64 303990

47746 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.1652 0.006496 1.1627 103.9 103.9 1.34E-51 106.07 2345100

47747 VEGLETLDYLDNLQDR Unmodified _VEGLETLDYLDNLQDR_ B6SWP6_MAIZE 2 946.96544 1891.9163 1.1749 -0.17667 0.99037 104.14 104.14 2.01E-03 63.05 81019

47748 VEGLETMDYLDNLK Unmodified _VEGLETMDYLDNLK_ B4FQ84_MAIZE 2 820.39782 1638.7811 0.96997 0.034278 0.99066 97.554 97.554 7.68E-22 90.12 493720

47749 VEGNLPVFGFHDPASFVSSIQK Unmodified _VEGNLPVFGFHDPASFVSSIQK_ O81237_MAIZE 3 792.40586 2374.1957 0.92018 2.3738 3.3009 109 109 1.22E-04 24.32 306550

47750 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 4 657.84468 2627.3496 0.498 0.12437 0.62834 102.45 102.45 1.17E-03 12.14 2841400

47751 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 4 657.84468 2627.3496 0.46915 0.14098 0.61624 103.29 103.29 6.81E-03 1.91 1454100

47752 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 4 657.84468 2627.3496 0.48537 0.1496 0.64132 103.38 103.38 4.52E-05 8.17 2327400

47753 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 3 876.79048 2627.3496 1.0924 0.072462 1.1717 103.7 103.7 6.81E-03 15.06 207980

47754 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 4 657.84468 2627.3496 0.49371 0.16761 0.66796 103.73 103.73 1.84E-07 18.02 1949700

47755 VEGNLPVFGFHDPASFVSSIQKPR Unmodified _VEGNLPVFGFHDPASFVSSIQKPR_ O81237_MAIZE 4 657.84468 2627.3496 0.46675 -0.2287 0.24506 104 104 1.16E-07 27.74 7664200

47756 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 0.11311 -0.20054 -0.088034 18.871 18.871 7.88E-01 22.25 10824

47757 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 3 317.8384 950.49338 1.5441 0.2729 1.8143 18.854 18.854 2.47E-01 17.74 26918

47758 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 0.089271 -0.11443 -0.025121 19.136 19.136 1.65E-01 26.76 7274

47759 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 0.12414 -0.32347 -0.19965 19.048 19.048 1.00E+00 3.82 10032

47760 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 3 317.8384 950.49338 1.4992 0.45086 1.9477 19.054 19.054 5.41E-01 20.97 30024

47761 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 0.11743 -0.25009 -0.13389 18.422 18.422 7.88E-01 9.66 7416.9

47762 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 3 317.8384 950.49338 1.571 2.1793 3.741 19.894 19.894 1.00E+00 20.48 15877

47763 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 3 317.8384 950.49338 1.5192 -1.2447 0.27583 18.899 18.899 1.00E+00 4.42 25560

47764 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 0.13823 -3.2594 -3.1142 18.898 18.898 3.77E-01 15.14 6361.6

47765 VEHVQPSR Unmodified _VEHVQPSR_ B6SYW9_MAIZE 2 476.25397 950.49338 -0.11708 0.056184 -0.061502 20.691 20.691 1.00E+00 17.8 25615

47766 VEICQLPVGDGVTLCR Unmodified _VEICQLPVGDGVTLCR_ CAMT1_MAIZE 2 908.45822 1814.9019 1.1111 0.026375 1.1571 86.066 86.066 1.42E-33 83.65 552240

47767 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.1651 -0.16221 1.005 115.09 115.09 9.02E-03 39.79 3106600

47768 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.1653 -0.38648 0.78143 115.51 115.51 1.56E-52 88.19 2940600

47769 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.2361 0.25743 1.4956 112.29 112.29 2.85E-09 73.89 115060

47770 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.1249 -0.14277 0.98415 115.64 115.64 2.32E-57 103.22 4727500

47771 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 3 685.66875 2053.9844 0.64564 0.19998 0.84664 115.64 115.64 6.09E-01 5.93 317890

47772 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.2264 0.51799 1.7459 112.25 112.25 1.77E-34 116.13 216580

47773 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.0837 -0.19185 0.89432 115.6 115.6 2.32E-57 97.21 8536000

47774 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 3 685.66875 2053.9844 0.66024 0.1655 0.82673 115.57 115.57 1.31E-01 6.12 338700

47775 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.3063 0.20283 1.5112 111.79 111.79 1.56E-52 107.37 621450
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47776 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.1208 -0.32298 0.80063 115.16 115.16 2.32E-57 94.38 20876000

47777 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 3 685.66875 2053.9844 0.60483 0.25736 0.86451 115.14 115.14 2.39E-01 14.32 1823000

47778 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.2115 0.003924 1.2177 115.98 115.98 1.18E-19 71.08 1064400

47779 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.2421 0.13849 1.3829 115.45 115.45 2.85E-09 64.65 397110

47780 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.2366 -0.078606 1.1604 116.11 116.11 8.94E-06 50.23 98412

47781 VEIESLFDGTDFSEPLTR Unmodified _VEIESLFDGTDFSEPLTR_ B4FW90_MAIZE 2 1027.9995 2053.9844 1.1991 0.77688 1.9771 117.96 117.96 3.69E-03 51.28 50602

47782 VEIGAFR Unmodified _VEIGAFR_ B4FUK9_MAIZE 2 396.22415 790.43374 0.41436 0.13476 0.53954 58.908 58.908 4.46E-01 16.64 972020

47783 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.24265 -0.000377 0.22465 44.643 44.643 1.62E-12 56.59 23063000

47784 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.24154 0.1104 0.33533 44.631 44.631 3.57E-04 24.26 119450

47785 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.26446 -0.29853 -0.051396 44.072 44.072 9.05E-18 71.3 13269000

47786 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.25159 -0.38984 -0.1557 46.775 46.775 9.05E-18 57.81 24892000

47787 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.2162 -0.25556 -0.05668 45.976 45.976 4.00E-28 65.54 38188000

47788 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.11236 -0.34224 -0.24661 46.868 46.868 1.62E-12 54.75 63184000

47789 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.30314 -0.019833 0.26619 46.766 46.766 6.35E-09 62.03 1578900

47790 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.25593 -0.22462 0.013604 47.673 47.673 6.35E-09 51.78 2428700

47791 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.18234 0.16171 0.32635 44.895 44.895 1.62E-12 65.3 5947200

47792 VEIIANDQGNR Unmodified _VEIIANDQGNR_ HSP70_MAIZE 2 614.81766 1227.6208 0.28129 0.48797 0.75182 48.175 48.175 1.62E-12 57.1 521810

47793 VEITCAACGGHLGHVFK Unmodified _VEITCAACGGHLGHVFK_ B6T2C6_MAIZE 4 464.729 1854.8869 -0.11009 -0.23538 -0.3269 64.967 64.967 2.75E-01 13.27 165860

47794 VEKPSVTPPPK Unmodified _VEKPSVTPPPK_ B6TIN9_MAIZE 3 393.56417 1177.6707 0.47732 -0.22045 0.25345 36.726 36.726 4.45E-03 28.6 119280

47795 VEKPSVTPPPK Unmodified _VEKPSVTPPPK_ B6TIN9_MAIZE 3 393.56417 1177.6707 0.52854 -0.18712 0.33762 36.694 36.694 4.33E-02 28.18 165270

47796 VELAEAEQK Unmodified _VELAEAEQK_ B6UEH7_MAIZE 2 508.76657 1015.5186 0.0040476 -0.39558 -0.42497 40.153 40.153 9.73E-03 38.03 354750

47799 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 0.011453 0.063541 0.05194 37.988 37.988 3.77E-01 14.7 1661700

47800 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 -0.18101 -0.009197 -0.21333 37.727 37.727 3.77E-01 17.5 62048

47801 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 -0.14965 0.32479 0.14992 37.004 37.004 5.06E-02 48.04 775820

47802 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 -0.019065 0.16471 0.12213 39.185 39.185 7.88E-01 27.51 955390

47803 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 -0.090061 0.29214 0.17911 39.94 39.94 5.06E-02 33.69 1697900

47804 VELDESAR Unmodified _VELDESAR_ B4FW68_MAIZE 2 459.72999 917.44543 -0.14398 0.5376 0.36896 41.219 41.219 5.06E-02 46.94 138780

47805 VELFSQAR Unmodified _VELFSQAR_ B6TR05_MAIZE 2 475.25872 948.50288 0.0053628 0.32065 0.31181 58.477 58.477 5.06E-02 19.11 342930

47806 VELFSQAR Unmodified _VELFSQAR_ B6TR05_MAIZE 2 475.25872 948.50288 -0.075479 -0.26439 -0.35169 58.3 58.3 2.92E-02 34.71 4405300

47807 VELGTGTTDANIDEWLEGTSFVQR Unmodified _VELGTGTTDANIDEWLEGTSFVQR_ B4FIR2_MAIZE 2 1319.6352 2637.2558 1.1683 0.19316 1.3681 116.66 116.66 1.50E-08 113.58 758760

47808 VELLGEMK Oxidation (M) _VELLGEM(ox)K_ B4FVB2_MAIZE 2 467.74934 933.48412 -0.058506 0.35889 0.27764 52.4 52.4 2.15E-02 32.77 2458300

47809 VELLGEMK Oxidation (M) _VELLGEM(ox)K_ B4FVB2_MAIZE 2 467.74934 933.48412 -0.16411 -0.37756 -0.56301 53.027 53.027 2.74E-01 19.51 1143200

47810 VELPDAYPYK Unmodified _VELPDAYPYK_ B4FFL4_MAIZE 2 597.8057 1193.5968 0.16769 0.41065 0.55749 69.465 69.465 1.84E-04 51.52 1704700

47811 VELPDAYPYK Unmodified _VELPDAYPYK_ B4FFL4_MAIZE 2 597.8057 1193.5968 0.14066 0.18315 0.30459 71.284 71.284 1.84E-04 57.73 3140300
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47812 VELPPNPEDALEVFVDGHAVR Unmodified _VELPPNPEDALEVFVDGHAVR_ B4F8V5_MAIZE 3 768.39373 2302.1594 0.87177 0.2046 1.0763 115.02 115.02 7.80E-02 10.17 377450

47813 VELPPNPEDALEVFVDGHAVR Unmodified _VELPPNPEDALEVFVDGHAVR_ B4F8V5_MAIZE 3 768.39373 2302.1594 0.88618 0.19962 1.0857 115.26 115.26 1.74E-01 7.73 466280

47814 VELPPNPEDALEVFVDGHAVR Unmodified _VELPPNPEDALEVFVDGHAVR_ B4F8V5_MAIZE 3 768.39373 2302.1594 0.84546 -0.019256 0.8273 115.69 115.69 4.34E-05 32.78 1952200

47817 VELSSTMQTEINLPFITADASGAK Oxidation (M) _VELSSTM(ox)QTEINLPFITADASGAK_ B6UGG5_MAIZE 3 847.09139 2538.2523 1.0998 -0.27257 0.82072 104.06 104.06 1.49E-04 20.05 213850

47818 VELSSTMQTEINLPFITADASGAK Oxidation (M) _VELSSTM(ox)QTEINLPFITADASGAK_ B6UGG5_MAIZE 3 847.09139 2538.2523 1.1152 -0.14164 0.96744 103.73 103.73 1.32E-08 50.32 799450

47819 VELSSTMQTEINLPFITADASGAK Oxidation (M) _VELSSTM(ox)QTEINLPFITADASGAK_ B6UGG5_MAIZE 2 1270.1334 2538.2523 1.2873 -0.015574 1.2653 103.7 103.7 6.48E-10 91.93 288750

47820 VELSSTSQTEINLPFITADASGAK Unmodified _VELSSTSQTEINLPFITADASGAK_ B4F8Q2_MAIZE 3 827.09026 2478.249 1.0561 -0.42688 0.62253 103.87 103.87 1.06E-11 47.93 1205300

47821 VELSSTSQTEINLPFITADASGAK Unmodified _VELSSTSQTEINLPFITADASGAK_ B4F8Q2_MAIZE 2 1240.1318 2478.249 1.2484 0.13925 1.3811 103.83 103.83 7.49E-12 80.73 760200

47822 VEMDEPEWINPNADYWR Oxidation (M) _VEM(ox)DEPEWINPNADYWR_ B6UI56_MAIZE 2 1090.4731 2178.9317 1.1525 0.10307 1.2417 95.799 95.799 3.42E-29 74.79 382080

47823 VEMVNDGMQEFFVEFK 2 Oxidation (M) _VEM(ox)VNDGM(ox)QEFFVEFK_ B4FFL4_MAIZE 2 990.93953 1979.8645 1.1515 -0.04276 1.1161 93.136 93.136 1.29E-55 79.09 482130

47824 VENAPTASEASR Unmodified _VENAPTASEASR_ B6TCC9_MAIZE 2 616.2993 1230.584 0.29078 -0.08553 0.18237 30.606 30.606 7.72E-03 31.24 27879

47825 VENIFLEFLK Unmodified _VENIFLEFLK_ Q5I285_MAIZE 2 626.35281 1250.6911 0.42327 0.2465 0.65258 120.33 120.33 4.40E-05 42.89 409350

47826 VENIFLEFLK Unmodified _VENIFLEFLK_ Q5I285_MAIZE 2 626.35281 1250.6911 0.25572 -0.1692 0.069895 120.79 120.79 1.84E-04 46.8 255100

47827 VENIFLEFLK Unmodified _VENIFLEFLK_ Q5I285_MAIZE 2 626.35281 1250.6911 0.4049 -0.22346 0.16462 120.9 120.9 3.43E-01 2.24 259140

47828 VENIFLEFLK Unmodified _VENIFLEFLK_ Q5I285_MAIZE 2 626.35281 1250.6911 0.49534 -0.81982 -0.33953 120.85 120.85 1.84E-04 35.44 180310

47829 VENILYQGK Unmodified _VENILYQGK_ B6TCZ1_MAIZE 2 532.29276 1062.571 0.028498 0.14059 0.14735 56.442 56.442 3.32E-02 18.37 1886200

47830 VENLEK Unmodified _VENLEK_ B4FAL9_MAIZE 2 366.20034 730.38612 0.94918 0.28357 1.1958 21.619 21.619 9.46E-01 10.92 38888

47831 VENLEK Unmodified _VENLEK_ B4FAL9_MAIZE 2 366.20034 730.38612 0.88281 0.86771 1.71 22.134 22.134 1.00E+00 19.63 84423

47832 VENLEK Unmodified _VENLEK_ B4FAL9_MAIZE 2 366.20034 730.38612 0.85762 0.7102 1.5293 21.991 21.991 1.00E+00 10.1 77253

47833 VENLEK Unmodified _VENLEK_ B4FAL9_MAIZE 2 366.20034 730.38612 0.89903 0.1228 0.98391 22.739 22.739 1.00E+00 20.73 123560

47834 VENLEK Unmodified _VENLEK_ B4FAL9_MAIZE 2 366.20034 730.38612 0.82197 0.19279 0.97701 22.058 22.058 5.26E-01 33.57 619530

47835 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.2025 0.19061 1.3816 103.52 103.52 1.56E-52 87.2 2843400

47836 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.2689 0.02006 1.2776 109.93 109.93 1.59E-01 23.5 13647

47837 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.1767 0.008873 1.1738 104.07 104.07 1.56E-52 82.91 1830900

47838 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 680.00911 2037.0055 0.56175 0.74132 1.2904 104.01 104.01 5.57E-02 20.82 543890

47839 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.1538 0.08932 1.2314 104.17 104.17 1.56E-52 103.58 1571400

47840 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.1349 0.13656 1.2603 104.18 104.18 1.56E-52 99.2 1774000

47841 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 680.00911 2037.0055 0.61639 1.6663 2.2681 104 104 1.00E+00 0.39 697070

47842 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.3105 0.63298 1.9312 103.64 103.64 4.65E-12 54.15 173240

47843 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.267 0.72016 1.9754 103.81 103.81 3.69E-03 44.15 272370

47844 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.2409 -0.59481 0.63566 104.49 104.49 4.65E-12 58.61 148710

47845 VENLYEGPLDDVYATAIR Unmodified _VENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1019.51 2037.0055 1.1767 0.06357 1.2291 105.8 105.8 8.94E-06 47.47 154700

47846 VENQEGVANFDDILANSDAFMVAR Unmodified _VENQEGVANFDDILANSDAFMVAR_ B6T574_MAIZE 2 1313.1161 2624.2177 1.1583 -0.16475 0.98788 119.92 119.92 7.49E-12 101.94 318210

47847 VENQEGVANFDDILANSDAFMVAR Oxidation (M) _VENQEGVANFDDILANSDAFM(ox)VAR_ B6T574_MAIZE 2 1321.1136 2640.2126 1.3779 0.22158 1.5952 111.85 111.85 1.66E-11 85.95 102050
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47848 VENQEGVVNFDEILR Unmodified _VENQEGVVNFDEILR_ B6TII5_MAIZE 2 880.94432 1759.8741 1.1021 -0.27098 0.82617 95.111 95.111 2.37E-16 59.94 1233200

47849 VENQEGVVNFDEILR Unmodified _VENQEGVVNFDEILR_ B6TII5_MAIZE 2 880.94432 1759.8741 1.089 -0.12635 0.95763 95.727 95.727 2.37E-16 86.87 654500

47850 VENQEGVVNFDEILR Unmodified _VENQEGVVNFDEILR_ B6TII5_MAIZE 2 880.94432 1759.8741 1.0769 -0.31624 0.75618 95.709 95.709 2.37E-16 63.99 406470

47851 VENQEGVVNFDEILR Unmodified _VENQEGVVNFDEILR_ B6TII5_MAIZE 2 880.94432 1759.8741 1.1423 -0.69867 0.43941 95.796 95.796 1.02E-23 64.92 464870

47852 VEPAAGGGSVVK Unmodified _VEPAAGGGSVVK_ Q29SB6_MAIZE 2 535.79566 1069.5768 -0.050287 -0.19144 -0.23387 34.446 34.446 1.11E-04 44.52 1021600

47853 VEPAAGGGSVVK Unmodified _VEPAAGGGSVVK_ Q29SB6_MAIZE 2 535.79566 1069.5768 -0.13994 -0.2329 -0.36389 37.954 37.954 2.62E-07 41.96 11257000

47854 VEPGSSVAIFGLGAVGLAVAEGAR Unmodified _VEPGSSVAIFGLGAVGLAVAEGAR_ B4FGN7_MAIZE 2 1114.1077 2226.2008 1.2656 -0.55754 0.70987 125.43 125.43 8.42E-06 27.49 78695

47855 VEPGSSVAIFGLGAVGLAVAEGAR Unmodified _VEPGSSVAIFGLGAVGLAVAEGAR_ B4FGN7_MAIZE 3 743.07422 2226.2008 0.82058 0.18933 1.0111 124.6 124.6 1.40E-05 26.69 396630

47856 VEPGSSVAIFGLGAVGLAVAEGAR Unmodified _VEPGSSVAIFGLGAVGLAVAEGAR_ B4FGN7_MAIZE 2 1114.1077 2226.2008 1.2347 -0.041104 1.1951 124.58 124.58 6.51E-01 1.72 248460

47857 VEPGSSVAIFGLGAVGLAVAEGAR Unmodified _VEPGSSVAIFGLGAVGLAVAEGAR_ B4FGN7_MAIZE 3 743.07422 2226.2008 0.83992 -0.000676 0.84027 137.07 137.07 1.49E-04 23.86 155360

47858 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.85366 0.49473 1.3312 76.24 76.24 1.00E-11 52.91 2426600

47859 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.9736 1.8679 2.8224 76.786 76.786 1.47E-03 32.7 305010

47860 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.93615 1.4168 2.3345 105.84 105.84 5.66E-01 1.39 197140

47861 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.90097 0.12666 1.0109 77.204 77.204 1.00E-11 58.77 747580

47862 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.84609 -0.20765 0.62189 77.072 77.072 2.61E-08 42.57 505360

47863 VEPYVAYGYPNLK Unmodified _VEPYVAYGYPNLK_ B4F8K1_MAIZE 2 756.89029 1511.766 0.72277 -0.25006 0.45649 76.751 76.751 2.50E-15 56.93 7926800

47864 VESLDLFQCPVTK Unmodified _VESLDLFQCPVTK_ B6UHU4_MAIZE 2 768.39234 1534.7701 0.89553 0.38709 1.2924 86.436 86.436 1.00E-11 58.13 848740

47865 VESLER Unmodified _VESLER_ B6TNB6_MAIZE 2 366.69796 731.38137 0.81133 0.21435 0.99585 48.358 48.358 5.26E-01 14.27 1238500

47866 VESPLSSFLSSLGLEK Unmodified _VESPLSSFLSSLGLEK_ B4FCW3_MAIZE 2 846.95636 1691.8982 1.0213 0.95858 1.9665 127.43 127.43 1.02E-04 59.89 85452

47867 VESSAVPSAPTPDVAEAQAPVAEEDDDDDVDLFGEETEDEKK Unmodified _VESSAVPSAPTPDVAEAQAPVAEEDDDDDVDLFGEETEDEKK_ B4FNT1_MAIZE 3 1482.6595 4444.9565 1.0125 0.18905 1.2001 92.567 92.567 1.84E-15 88.34 974080

47868 VESYWPALFAK Unmodified _VESYWPALFAK_ B4FUB4_MAIZE 2 655.84261 1309.6707 0.50708 1.1107 1.6007 99.4 99.4 7.60E-01 4.62 292110

47869 VESYWPALFAK Unmodified _VESYWPALFAK_ B4FUB4_MAIZE 2 655.84261 1309.6707 0.51588 1.0845 1.5831 99.44 99.44 7.60E-01 2.66 360970

47870 VESYWPALFAK Unmodified _VESYWPALFAK_ B4FUB4_MAIZE 2 655.84261 1309.6707 0.45934 0.51008 0.95364 99.195 99.195 1.00E+00 1.55 599260

47871 VESYWPALFAK Unmodified _VESYWPALFAK_ B4FUB4_MAIZE 2 655.84261 1309.6707 0.3612 0.020125 0.36656 100.32 100.32 6.35E-09 56.36 15845000

47872 VETGIIKPGMVVTFGPSGLTTEVK Oxidation (M) _VETGIIKPGM(ox)VVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 826.1171 2475.3295 1.0475 -0.11322 0.94832 89.215 89.215 8.51E-10 30.91 917300

47873 VETGIIKPGMVVTFGPSGLTTEVK Oxidation (M) _VETGIIKPGM(ox)VVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 826.1171 2475.3295 0.99887 -0.18077 0.83215 89.728 89.728 1.50E-11 33.93 700650

47874 VETGIIKPGMVVTFGPSGLTTEVK Oxidation (M) _VETGIIKPGM(ox)VVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 826.1171 2475.3295 1.0143 -0.16894 0.85978 89.803 89.803 1.00E-07 31.5 409350

47875 VETGIIKPGMVVTFGPSGLTTEVK Oxidation (M) _VETGIIKPGM(ox)VVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 826.1171 2475.3295 1.0733 -0.16526 0.92201 89.629 89.629 3.25E-07 16.72 405640

47876 VETGIIKPGMVVTFGPSGLTTEVK Oxidation (M) _VETGIIKPGM(ox)VVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 826.1171 2475.3295 1.035 -0.45545 0.59346 90.041 90.041 1.64E-08 35.71 298460

47877 VETGIIKPGMVVTFGPSGLTTEVK Unmodified _VETGIIKPGMVVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 820.78546 2459.3345 1.0021 -0.12434 0.89058 96.623 96.623 8.81E-14 47.13 4837800

47878 VETGIIKPGMVVTFGPSGLTTEVK Unmodified _VETGIIKPGMVVTFGPSGLTTEVK_ B6UHJ4_MAIZE 2 1230.6746 2459.3345 1.1951 0.034241 1.2414 96.544 96.544 6.48E-10 63.16 336390

47879 VETGIIKPGMVVTFGPSGLTTEVK Unmodified _VETGIIKPGMVVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 820.78546 2459.3345 0.97288 -0.12217 0.86305 97.284 97.284 1.64E-08 35.98 692280

47880 VETGIIKPGMVVTFGPSGLTTEVK Unmodified _VETGIIKPGMVVTFGPSGLTTEVK_ B6UHJ4_MAIZE 3 820.78546 2459.3345 1.0364 -0.055887 0.99261 98.557 98.557 1.00E-07 29.62 206830

47881 VETGLLKPGMVVTFAPTGLTTEVK Unmodified _VETGLLKPGMVVTFAPTGLTTEVK_ B6TWN7_MAIZE 3 830.12923 2487.3658 1.0556 0.27504 1.3406 100.14 100.14 1.68E-04 23.12 851320
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47882 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 0.97845 -0.3645 0.63453 86.891 86.891 1.50E-11 32.91 4861900

47883 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 0.97781 -0.25055 0.74815 87.706 87.706 1.50E-11 33.67 3547700

47884 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 0.97035 -0.2987 0.69248 87.475 87.475 2.64E-20 48.57 2110900

47885 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 1.0601 -0.070886 1.0091 87.372 87.372 1.50E-11 32.32 684880

47886 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 1.0248 -0.041101 1.0045 87.295 87.295 2.86E-06 21.86 1254100

47887 VETGVIKPGMVVTFGPTGLTTEVK Oxidation (M) _VETGVIKPGM(ox)VVTFGPTGLTTEVK_ O50018_MAIZE 3 826.1171 2475.3295 0.9876 -0.31832 0.69054 89.573 89.573 1.50E-11 43.08 267650

47888 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.92862 -0.67733 0.27104 94.354 94.354 8.81E-14 45.8 39570000

47889 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 2 1230.6746 2459.3345 1.1447 -0.083677 1.0796 94.347 94.347 7.49E-12 56.06 3021600

47890 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.97956 -0.40924 0.58934 95.185 95.185 8.51E-10 43.91 5287900

47891 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.97247 -0.2529 0.73889 95.179 95.179 1.50E-11 38.08 3697200

47892 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.95877 -0.29074 0.68726 95.153 95.153 1.50E-11 39.55 2811500

47893 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 1.0283 -0.17301 0.87438 94.963 94.963 8.51E-10 39.72 978090

47894 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.97713 -0.28722 0.70906 95.306 95.306 2.64E-20 51.04 5825100

47895 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 1.0111 -0.1009 0.92897 94.827 94.827 1.50E-11 38.9 1402500

47896 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 0.96615 -0.08679 0.89764 96.09 96.09 1.50E-11 37.81 1084700

47897 VETGVIKPGMVVTFGPTGLTTEVK Unmodified _VETGVIKPGMVVTFGPTGLTTEVK_ O50018_MAIZE 3 820.78546 2459.3345 1.0073 -0.25776 0.76873 98.477 98.477 9.31E-02 9.97 114220

47898 VETSTDQQAASSH Unmodified _VETSTDQQAASSH_ B6SLS6_MAIZE 2 680.8024 1359.5903 0.61999 -0.042084 0.58125 25.112 25.112 1.00E-11 62.64 41171

47899 VETSTNQQANPSH Unmodified _VETSTNQQANPSH_ B4FBV4_MAIZE 2 706.82367 1411.6328 0.84079 -0.23494 0.60428 24.826 24.826 1.00E+00 3.91 5856.5

47900 VETSTNQQANPSH Unmodified _VETSTNQQANPSH_ B4FBV4_MAIZE 2 706.82367 1411.6328 0.71166 -0.072732 0.63585 25.988 25.988 1.15E-02 42.58 56893

47901 VETTFKPTSVDIK Unmodified _VETTFKPTSVDIK_ B4G1K3_MAIZE 3 488.93633 1463.7872 -0.14468 0.040864 -0.09705 59.117 59.117 2.66E-01 17.99 3452100

47902 VETTVESGDPR Unmodified _VETTVESGDPR_ B4FH43_MAIZE 2 595.2884 1188.5622 0.27063 -0.18804 0.091713 35.031 35.031 4.48E-03 40.87 199010

47903 VETTVESGDPR Unmodified _VETTVESGDPR_ B4FH43_MAIZE 2 595.2884 1188.5622 0.19729 -0.47253 -0.26654 38.321 38.321 1.67E-02 53.99 1000200

47904 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1422 -0.42679 0.72739 88.171 88.171 1.82E-38 86.32 875870

47905 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.0975 -0.70829 0.40235 89.636 89.636 9.46E-03 32.99 21800

47906 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.0995 -0.48423 0.62699 88.606 88.606 4.21E-20 82.77 169850

47907 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1423 -0.66182 0.49304 88.871 88.871 1.42E-33 95.78 285730

47908 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1297 -0.40606 0.73604 88.559 88.559 1.42E-33 95.28 469320

47909 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1759 -0.65063 0.53811 88.199 88.199 5.87E-44 99.86 344100

47910 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 3 601.97457 1802.9019 0.38311 -0.23019 0.16504 88.181 88.181 1.00E+00 2.47 166250

47911 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1185 -0.2593 0.87112 88.416 88.416 1.42E-33 76.3 638580

47912 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1393 0.22427 1.375 85.647 85.647 7.01E-14 73.43 328340

47913 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.0404 -0.70535 0.3478 88.654 88.654 5.87E-44 89.63 8340100

47914 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 3 601.97457 1802.9019 0.18188 -0.2949 -0.10088 88.473 88.473 2.89E-01 20.46 5016700

47915 VEVCQLAIADGVTICR Unmodified _VEVCQLAIADGVTICR_ B4G080_MAIZE 2 902.45822 1802.9019 1.1471 0.54441 1.7026 89.587 89.587 7.73E-25 84.55 151140
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47916 VEVEDGNVLQISGER Unmodified _VEVEDGNVLQISGER_ B4F976_MAIZE 2 822.41539 1642.8162 0.97881 -0.52357 0.45257 74.139 74.139 2.37E-16 66.7 210660

47917 VEVGNAAFESLDR Unmodified _VEVGNAAFESLDR_ B6U4J8_MAIZE 2 703.84916 1405.6838 0.66885 0.16392 0.82308 72.788 72.788 4.68E-05 52.82 736630

47918 VEVGNAAFESLDR Unmodified _VEVGNAAFESLDR_ B6U4J8_MAIZE 2 703.84916 1405.6838 0.67868 0.32912 0.99914 73.195 73.195 1.00E-11 74.02 426820

47919 VEVGNAAFESLDR Unmodified _VEVGNAAFESLDR_ B6U4J8_MAIZE 2 703.84916 1405.6838 0.68298 0.004908 0.67929 73.951 73.951 1.00E-11 66.05 868540

47920 VEVGNAAFESLDR Unmodified _VEVGNAAFESLDR_ B6U4J8_MAIZE 2 703.84916 1405.6838 0.7035 0.045337 0.73963 73.532 73.532 1.56E-17 94.12 606900

47921 VEVGNAAFESLDR Unmodified _VEVGNAAFESLDR_ B6U4J8_MAIZE 2 703.84916 1405.6838 0.6314 -0.13044 0.49242 73.525 73.525 4.93E-21 76.99 3752300

47922 VEWALR Unmodified _VEWALR_ Q9FQA3_MAIZE 2 387.21886 772.42317 0.51608 0.044158 0.53718 61.469 61.469 5.26E-01 17.98 3818800

47923 VEWATPRPN Unmodified _VEWATPRPN_ B4FBV8_MAIZE 2 535.2749 1068.5352 -0.069344 0.51693 0.4373 56.667 56.667 3.32E-02 22.9 2981400

47924 VEWATPRPN Unmodified _VEWATPRPN_ B4FBV8_MAIZE 2 535.2749 1068.5352 -0.0079062 0.18727 0.16969 54.503 54.503 1.01E-02 29.21 565490

47925 VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR Unmodified _VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR_ B6SGB6_MAIZE 5 746.97609 3729.8441 0.86455 0.035702 0.89765 101.64 101.64 6.99E-01 3.12 549190

47926 VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR Unmodified _VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR_ B6SGB6_MAIZE 6 622.64795 3729.8441 0.35624 0.47951 0.83259 124.05 124.05 9.50E-01 5.03 1375300

47927 VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR Unmodified _VEYGDAAIAADQAGAHVISHAFPHTYGQPLAHFLR_ B6SGB6_MAIZE 5 746.97609 3729.8441 0.89707 0.11462 1.0088 124.04 124.04 9.50E-01 1.17 355850

47928 VEYGNQGVGVVSQQLYK Unmodified _VEYGNQGVGVVSQQLYK_ B4F9X9_MAIZE 2 934.48107 1866.9476 1.187 0.16771 1.3584 73.433 73.433 1.43E-21 114.78 887580

47929 VFAAVPSK Unmodified _VFAAVPSK_ B6SLK4_MAIZE 2 409.74217 817.46979 0.30125 0.42924 0.72658 45.199 45.199 3.77E-01 14.23 724170

47930 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.29455 0.17909 0.4628 65.255 65.255 2.20E-01 13.39 2919300

47931 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.22961 0.13408 0.35384 66.213 66.213 5.57E-02 18.83 402080

47932 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.32038 0.1674 0.47678 66.937 66.937 3.64E-01 8.83 816150

47933 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.28751 0.25138 0.52844 66.391 66.391 5.57E-02 19.42 936210

47934 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.29008 0.084651 0.36433 66.59 66.59 9.01E-03 20.27 1164700

47935 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.29803 0.31341 0.59994 66.7 66.7 2.10E-02 21.54 1871200

47936 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.22505 0.33026 0.54514 66.775 66.775 1.19E-01 17.95 6129000

47937 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 3 610.32833 1827.9632 0.095153 0.23827 0.32282 66.131 66.131 6.75E-14 35.98 38260000

47938 VFAAVPSKPGAEFPNAAR Unmodified _VFAAVPSKPGAEFPNAAR_ B6SLK4_MAIZE 2 914.98886 1827.9632 1.0264 0.091109 1.1076 66.13 66.13 3.54E-16 70.25 4265900

47939 VFAHQDILDLAK Unmodified _VFAHQDILDLAK_ B6TYF3_MAIZE 3 457.25399 1368.7402 0.049972 -0.02908 0.015136 75.285 75.285 1.00E+00 10.68 473990

47940 VFAHQDILDLAK Unmodified _VFAHQDILDLAK_ B6TYF3_MAIZE 3 457.25399 1368.7402 0.022767 -0.16227 -0.14535 76.21 76.21 1.00E+00 6.32 301110

47941 VFAHQDILDLAK Unmodified _VFAHQDILDLAK_ B6TYF3_MAIZE 3 457.25399 1368.7402 -0.090775 -0.02953 -0.12728 76.348 76.348 1.79E-02 25.41 5843400

47942 VFAHQDILDLAK Unmodified _VFAHQDILDLAK_ B6TYF3_MAIZE 2 685.37735 1368.7402 0.58237 -0.27282 0.30393 76.343 76.343 2.05E-12 47.27 1247000

47943 VFCAGADLK Unmodified _VFCAGADLK_ B4FQA8_MAIZE 2 490.74713 979.4797 -0.11608 -0.10651 -0.21334 50.414 50.414 9.73E-03 33.76 935620

47944 VFCDPITGLVR Unmodified _VFCDPITGLVR_ B4FRF4_MAIZE 2 638.83955 1275.6645 0.38667 -0.44708 -0.037527 87.229 87.229 3.60E-06 42.9 766460

47945 VFCDPITGLVR Unmodified _VFCDPITGLVR_ B4FRF4_MAIZE 2 638.83955 1275.6645 0.4126 0.16927 0.60368 88.816 88.816 4.48E-03 30.67 148610

47946 VFCVGPLVNDGSSTAGGGGR Unmodified _VFCVGPLVNDGSSTAGGGGR_ B4F9P0_MAIZE 2 953.95743 1905.9003 1.1944 -2.2272 -1.0014 77.443 77.443 3.79E-06 59.68 716450

47947 VFDELCK Unmodified _VFDELCK_ B6TNG4_MAIZE 2 455.72058 909.4266 -0.19138 0.15535 -0.03006 55.47 55.47 4.49E-02 35.72 186130

47948 VFDFVK Unmodified _VFDFVK_ B4FVF6_MAIZE 2 377.71034 753.40613 0.62639 -0.13164 0.516 68.353 68.353 2.64E-01 27.57 1032300

47949 VFDILK Unmodified _VFDILK_ B6SWL8_MAIZE 2 367.72599 733.43743 0.68032 0.024866 0.7027 72.571 72.571 1.00E+00 11.15 36151
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47950 VFDILK Unmodified _VFDILK_ B6SWL8_MAIZE 2 367.72599 733.43743 0.80584 0.02305 0.82554 72.429 72.429 2.64E-01 27.72 1076200

47951 VFDILK Unmodified _VFDILK_ B6SWL8_MAIZE 2 367.72599 733.43743 0.80107 0.56843 1.3631 74.431 74.431 5.26E-01 19.6 825310

47952 VFDISMFK Unmodified _VFDISMFK_ B4FS88_MAIZE 2 493.75442 985.49429 -0.016842 -0.081642 -0.095657 91.918 91.918 1.65E-01 30.11 453550

47953 VFDKAVESR Unmodified _VFDKAVESR_ B4FS26_MAIZE 2 525.78256 1049.5506 0.025797 0.13973 0.15726 55.992 55.992 1.00E+00 1.94 1029600

47954 VFDKAVESR Unmodified _VFDKAVESR_ B4FS26_MAIZE 2 525.78256 1049.5506 -0.13431 -0.8298 -0.96911 57.99 57.99 7.18E-01 2.85 5433100

47955 VFDKAVESR Unmodified _VFDKAVESR_ B4FS26_MAIZE 2 525.78256 1049.5506 -0.021507 0.32077 0.2916 56.562 56.562 3.39E-01 6.8 486140

47956 VFDKDQNGFISAAELR Unmodified _VFDKDQNGFISAAELR_ B4FBY6_MAIZE 3 603.97585 1808.9057 0.26602 0.74526 1.0034 77.856 77.856 1.67E-02 17.12 770460

47957 VFDKDQNGFISAAELR Unmodified _VFDKDQNGFISAAELR_ B4FBY6_MAIZE 3 603.97585 1808.9057 0.15586 0.083476 0.23255 79.565 79.565 6.54E-03 40.13 5822900

47958 VFDKDQNGFISAAELR Unmodified _VFDKDQNGFISAAELR_ B4FBY6_MAIZE 2 905.46013 1808.9057 1.0778 0.37647 1.4477 79.563 79.563 1.42E-33 101.9 446180

47959 VFDLFDR Unmodified _VFDLFDR_ B6TFW9_MAIZE 2 456.23471 910.45487 -0.16444 0.085108 -0.067059 88.377 88.377 8.04E-02 24.79 195490

47960 VFDLFDTK Unmodified _VFDLFDTK_ B6TBI3_MAIZE 2 492.75548 983.4964 -0.068823 -0.36991 -0.42234 88.357 88.357 2.92E-02 36.84 331330

47961 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.47338 -0.31597 0.15602 67.495 67.495 2.64E-01 32.1 7854400

47962 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.36549 -0.23245 0.13065 68.031 68.031 5.26E-01 20.89 1214200

47963 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.47955 -0.2552 0.22145 69.132 69.132 2.78E-01 30.54 1617100

47964 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.45502 -0.10161 0.35023 68.576 68.576 2.64E-01 32.32 1175500

47965 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.41102 -0.17983 0.22975 68.851 68.851 2.64E-01 23.16 466840

47966 VFDMLR Unmodified _VFDMLR_ B4FBK3_MAIZE 2 390.70727 779.4 0.44476 -0.44312 -0.00021529 68.999 68.999 5.26E-01 23.81 6879600

47967 VFDMLR Oxidation (M) _VFDM(ox)LR_ B4FBK3_MAIZE 2 398.70473 795.39491 0.26308 0.40209 0.66691 50.455 50.455 9.46E-01 11.19 1373700

47968 VFDMLR Oxidation (M) _VFDM(ox)LR_ B4FBK3_MAIZE 2 398.70473 795.39491 0.36748 0.71519 1.0831 52.525 52.525 6.90E-01 7.9 1515100

47969 VFDMLR Oxidation (M) _VFDM(ox)LR_ B4FBK3_MAIZE 2 398.70473 795.39491 0.69274 52.803 52.803 4.11E-01 17.66

47970 VFDMLR Oxidation (M) _VFDM(ox)LR_ B4FBK3_MAIZE 2 398.70473 795.39491 0.31859 0.7919 1.1115 52.821 52.821 1.00E+00 10.94 419410

47971 VFDMLR Oxidation (M) _VFDM(ox)LR_ B4FBK3_MAIZE 2 398.70473 795.39491 0.36393 0.49651 0.86253 52.859 52.859 2.64E-01 20.57 2827800

47972 VFDNAYFNNLR Unmodified _VFDNAYFNNLR_ B4FQA9_MAIZE 2 686.83585 1371.6571 0.62447 -0.065004 0.54847 81.897 81.897 1.47E-01 25.62 936560

47973 VFDSLPVAIEWLR Unmodified _VFDSLPVAIEWLR_ B4FHJ5_MAIZE 2 772.92721 1543.8399 0.90947 0.17488 1.08 121.04 121.04 2.50E-15 52.93 851970

47974 VFDSLPVAIEWLR Unmodified _VFDSLPVAIEWLR_ B4FHJ5_MAIZE 2 772.92721 1543.8399 0.86938 0.31662 1.1812 121.43 121.43 2.61E-08 61.1 310520

47975 VFDSLPVAIEWLR Unmodified _VFDSLPVAIEWLR_ B4FHJ5_MAIZE 2 772.92721 1543.8399 0.88471 0.99652 1.8753 121.63 121.63 4.68E-05 45.11 297390

47976 VFDSLPVAIEWLR Unmodified _VFDSLPVAIEWLR_ B4FHJ5_MAIZE 2 772.92721 1543.8399 -2.0501 122.09 122.09 9.25E-09 34.79

47977 VFDSPEGEK Unmodified _VFDSPEGEK_ Q94IQ8_MAIZE 2 504.23765 1006.4607 -0.038589 -0.36629 -0.40562 40.305 40.305 1.01E-02 20.57 1242600

47978 VFDSPEGEKIPK Unmodified _VFDSPEGEKIPK_ Q94IQ8_MAIZE 3 449.23812 1344.6925 0.034804 0.13491 0.16065 52.932 52.932 1.84E-01 20.85 345170

47979 VFDTVIFR Unmodified _VFDTVIFR_ B6U9S1_MAIZE 2 498.77928 995.54402 -0.047204 0.90504 0.876 82.892 82.892 1.90E-02 43.81 243530

47980 VFEAHTDYIR Unmodified _VFEAHTDYIR_ B4FIP7_MAIZE 3 417.54366 1249.6091 0.22308 0.2707 0.48896 52.79 52.79 1.00E+00 6.01 3436500

47981 VFEAHTDYIR Unmodified _VFEAHTDYIR_ B4FIP7_MAIZE 2 625.81184 1249.6091 0.42226 0.76045 1.1771 52.796 52.796 5.76E-06 60.99 1041900

47982 VFEAHTDYIR Unmodified _VFEAHTDYIR_ B4FIP7_MAIZE 3 417.54366 1249.6091 0.29716 0.46292 0.75391 55.181 55.181 1.00E+00 1.16 409390

47983 VFEAHTDYIR Unmodified _VFEAHTDYIR_ B4FIP7_MAIZE 3 417.54366 1249.6091 0.19714 0.091668 0.28388 54.468 54.468 5.86E-01 11.25 492190
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47984 VFEDAYK Unmodified _VFEDAYK_ B4FFH4_MAIZE 2 436.21344 870.41233 0.15981 0.57644 0.72065 46.512 46.512 4.46E-01 21.33 920370

47985 VFEDAYK Unmodified _VFEDAYK_ B4FFH4_MAIZE 2 436.21344 870.41233 -0.034371 0.50682 0.45744 45.995 45.995 7.83E-01 14.77 355340

47986 VFEDAYK Unmodified _VFEDAYK_ B4FFH4_MAIZE 2 436.21344 870.41233 0.092294 0.2969 0.37466 48.641 48.641 4.46E-01 25.79 436560

47987 VFEDAYK Unmodified _VFEDAYK_ B4FFH4_MAIZE 2 436.21344 870.41233 0.075847 0.31392 0.37622 47.932 47.932 7.83E-01 15.55 718710

47988 VFEDNFVQER Unmodified _VFEDNFVQER_ B4FQS9_MAIZE 2 641.80676 1281.599 0.44218 -0.10041 0.34436 65.671 65.671 5.76E-06 51.02 1133400

47989 VFEDNFVQER Unmodified _VFEDNFVQER_ B4FQS9_MAIZE 2 641.80676 1281.599 0.48763 0.33395 0.82281 67.215 67.215 1.84E-04 57.75 550960

47990 VFEDNFVQER Unmodified _VFEDNFVQER_ B4FQS9_MAIZE 2 641.80676 1281.599 0.44152 -0.26062 0.1835 67.287 67.287 4.40E-05 76.21 859390

47991 VFEDNFVQER Unmodified _VFEDNFVQER_ B4FQS9_MAIZE 2 641.80676 1281.599 0.38313 -0.078832 0.30634 67.354 67.354 4.40E-05 62.5 955540

47992 VFEDSFVQER Unmodified _VFEDSFVQER_ B4FQH2_MAIZE 2 628.30131 1254.5881 0.40974 0.16215 0.57763 66.602 66.602 1.84E-04 53.02 453450

47993 VFEDSFVQER Unmodified _VFEDSFVQER_ B4FQH2_MAIZE 2 628.30131 1254.5881 0.34824 0.092355 0.44642 66.976 66.976 2.81E-03 37.67 105290

47994 VFEEELK Unmodified _VFEEELK_ B6TUV0_MAIZE 2 447.23438 892.4542 0.048141 0.99334 1.0146 52.186 52.186 4.49E-02 32.61 1032100

47995 VFEEGTR Unmodified _VFEEGTR_ B4FEE3_MAIZE 2 419.20869 836.40283 0.31875 -0.84802 -0.52876 32.442 32.442 4.46E-01 29.11 65517

47996 VFEEGTR Unmodified _VFEEGTR_ B4FEE3_MAIZE 2 419.20869 836.40283 0.0096065 0.34809 0.35734 34.543 34.543 1.86E-01 29.33 291990

47997 VFEGYER Unmodified _VFEGYER_ B6TUE7_MAIZE 2 450.21652 898.41848 -0.1644 -0.024739 -0.20122 45.796 45.796 8.04E-02 36.48 86543

47998 VFEHAGDLVNIR Unmodified _VFEHAGDLVNIR_ B6SWS4_MAIZE 3 457.24561 1368.715 -0.15828 0.089169 -0.0725 70.636 70.636 1.00E+00 5.83 371460

47999 VFEHAGDLVNIR Unmodified _VFEHAGDLVNIR_ B6SWS4_MAIZE 3 457.24561 1368.715 -0.00018397 -0.25707 -0.26027 71.393 71.393 2.11E-01 29.66 617910

48000 VFEIAPSAK Unmodified _VFEIAPSAK_ B4FSM7_MAIZE 2 481.27129 960.52803 -0.18871 -0.33223 -0.53889 59.046 59.046 9.73E-03 29.62 427160

48001 VFESLNIPVVDYYSSR Unmodified _VFESLNIPVVDYYSSR_ B6TE58_MAIZE 2 944.47799 1886.9414 1.1708 0.34559 1.512 108.25 108.25 7.01E-14 55.3 408730

48002 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.1995 -0.099563 1.1028 97.68 97.68 2.32E-57 108.46 1373000

48003 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.1659 0.000117 1.1691 98.101 98.101 2.32E-57 117.17 350110

48004 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.1734 -0.10662 1.0697 98.248 98.248 1.77E-34 95.73 434390

48005 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.1693 -0.08533 1.087 98.125 98.125 1.77E-34 101.93 452620

48006 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.3 -0.035048 1.2682 97.702 97.702 1.77E-34 101.77 369930

48007 VFEVCLADLQGDEDQAYR Unmodified _VFEVCLADLQGDEDQAYR_ B4FAV3_MAIZE 2 1064.4862 2126.9579 1.1267 0.021114 1.1505 98.092 98.092 2.06E-90 134.54 1489900

48008 VFEVCLADLQGDEDQAYRK Unmodified _VFEVCLADLQGDEDQAYRK_ B4FAV3_MAIZE 3 752.69156 2255.0528 0.8446 -0.28005 0.56453 88.208 88.208 9.90E-15 52.14 877480

48009 VFEVCLADLQGDEDQAYRK Unmodified _VFEVCLADLQGDEDQAYRK_ B4FAV3_MAIZE 3 752.69156 2255.0528 0.82465 -0.13022 0.69403 88.779 88.779 9.90E-15 50.59 594520

48010 VFEVGPVFR Unmodified _VFEVGPVFR_ B6TIG4_MAIZE 2 525.29256 1048.5706 -0.026404 -0.080467 -0.088451 80.163 80.163 3.32E-02 19.73 2350400

48011 VFEVGPVFR Unmodified _VFEVGPVFR_ B6TIG4_MAIZE 2 525.29256 1048.5706 -0.099558 0.14427 0.062976 80.823 80.823 1.01E-02 46.78 718890

48012 VFEVGPVFR Unmodified _VFEVGPVFR_ B6TIG4_MAIZE 2 525.29256 1048.5706 0.013144 -0.056359 -0.023848 81.239 81.239 3.32E-02 17.13 803090

48013 VFEVGPVFR Unmodified _VFEVGPVFR_ B6TIG4_MAIZE 2 525.29256 1048.5706 0.013308 -0.2902 -0.25689 80.904 80.904 1.00E+00 21.03 257150

48014 VFEVGPVFR Unmodified _VFEVGPVFR_ B6TIG4_MAIZE 2 525.29256 1048.5706 0.0030365 0.27838 0.29996 80.606 80.606 1.00E+00 1.44 636040

48015 VFFDILIGK Unmodified _VFFDILIGK_ B6SRE7_MAIZE 2 526.31296 1050.6114 0.043483 -0.003148 0.044233 108.73 108.73 9.73E-03 22.31 306200

48016 VFFDILIGK Unmodified _VFFDILIGK_ B6SRE7_MAIZE 2 526.31296 1050.6114 0.054839 -0.012102 0.047801 108.96 108.96 7.18E-01 7.45 85057

48017 VFFDILIGK Unmodified _VFFDILIGK_ B6SRE7_MAIZE 2 526.31296 1050.6114 -0.03933 0.27392 0.23809 109.13 109.13 1.00E+00 5.81 464140
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48018 VFFDILIGK Unmodified _VFFDILIGK_ B6SRE7_MAIZE 2 526.31296 1050.6114 -0.045271 0.13021 0.090551 109.67 109.67 3.32E-02 32.56 933060

48019 VFFDILIGK Unmodified _VFFDILIGK_ B6SRE7_MAIZE 2 526.31296 1050.6114 -0.13332 -0.087379 -0.21558 110.81 110.81 3.13E-03 51.6 3463500

48020 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.63506 0.24404 0.90153 72.922 72.922 6.31E-03 46.73 248280

48021 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.725 0.43418 1.1809 72.068 72.068 3.56E-04 50.5 275340

48022 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.75953 0.39015 1.172 72.439 72.439 2.44E-16 90.16 764840

48023 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.76247 0.033128 0.8184 73.154 73.154 7.68E-22 61.99 1079100

48024 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.70305 -0.19742 0.52795 73.098 73.098 6.25E-22 84.81 5291000

48025 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.58748 -0.47599 0.13407 72.298 72.298 8.77E-41 92.64 18642000

48026 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.59051 -0.83868 -0.22388 73.251 73.251 8.77E-41 84.33 38400000

48027 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.61999 -1.0248 -0.38072 74.083 74.083 9.58E-34 92.49 35145000

48028 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.70431 -0.33024 0.39755 78.211 78.211 2.25E-03 54.85 192500

48029 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.72398 -0.9651 -0.21675 79.729 79.729 1.95E-13 55.85 394210

48030 VFFDMTVGGAPAGR Oxidation (M) _VFFDM(ox)TVGGAPAGR_ B4FZZ2_MAIZE 2 720.85064 1439.6867 0.71028 -0.049623 0.68332 81.982 81.982 2.25E-03 33.82 146380

48031 VFFDMTVGGAPAGR Unmodified _VFFDMTVGGAPAGR_ B4FZZ2_MAIZE 2 712.85319 1423.6918 0.70912 -0.15073 0.57889 86.984 86.984 6.31E-03 27.87 1746300

48032 VFFDMTVGGAPAGR Unmodified _VFFDMTVGGAPAGR_ B4FZZ2_MAIZE 2 712.85319 1423.6918 0.6554 -0.26313 0.41204 86.665 86.665 2.09E-30 91.64 7433500

48033 VFFDMTVGGAPAGR Unmodified _VFFDMTVGGAPAGR_ B4FZZ2_MAIZE 2 712.85319 1423.6918 0.5558 -0.43431 0.1422 86.418 86.418 1.74E-50 109.36 17991000

48034 VFFDMTVGGAPAGR Unmodified _VFFDMTVGGAPAGR_ B4FZZ2_MAIZE 2 712.85319 1423.6918 0.57814 -0.98224 -0.38325 87.744 87.744 8.77E-41 104.55 49841000

48035 VFFSNDTYLPSQMPAALKPYR Oxidation (M) _VFFSNDTYLPSQM(ox)PAALKPYR_ Q9LKL4_MAIZE 3 821.07887 2460.2148 1.0475 -0.1194 0.92092 85.491 85.491 2.43E-04 36.28 435300

48036 VFFSNDTYLPSQMPAALKPYR Oxidation (M) _VFFSNDTYLPSQM(ox)PAALKPYR_ Q9LKL4_MAIZE 3 821.07887 2460.2148 0.98408 -0.062331 0.91517 86.147 86.147 5.77E-05 42.66 595210

48037 VFFSNDTYLPSQMPAALKPYR Oxidation (M) _VFFSNDTYLPSQM(ox)PAALKPYR_ Q9LKL4_MAIZE 3 821.07887 2460.2148 0.98874 0.14391 1.1254 86.1 86.1 9.86E-04 25.05 700350

48038 VFFSNDTYLPSQMPAALKPYR Unmodified _VFFSNDTYLPSQMPAALKPYR_ Q9LKL4_MAIZE 3 815.74723 2444.2199 1.0009 -0.11958 0.87289 97.568 97.568 3.54E-67 72.37 2794100

48039 VFFSNDTYLPSQMPAALKPYR Unmodified _VFFSNDTYLPSQMPAALKPYR_ Q9LKL4_MAIZE 3 815.74723 2444.2199 0.97467 -0.062734 0.90308 98.329 98.329 4.23E-22 62.36 599030

48040 VFFSNDTYLPSQMPAALKPYR Unmodified _VFFSNDTYLPSQMPAALKPYR_ Q9LKL4_MAIZE 3 815.74723 2444.2199 0.99626 0.11714 1.1049 98.346 98.346 5.35E-30 47.12 392580

48041 VFFSNDTYLPSQMPAALKPYR Unmodified _VFFSNDTYLPSQMPAALKPYR_ Q9LKL4_MAIZE 3 815.74723 2444.2199 0.996 0.12658 1.1143 98.44 98.44 6.15E-18 57.15 488980

48042 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 -0.007268 -0.035423 -0.039967 74.411 74.411 9.73E-03 51.96 8484600

48043 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 -0.1543 0.29966 0.1488 76.086 76.086 9.73E-03 43.49 366970

48044 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 -0.073035 0.14955 0.080092 75.066 75.066 3.32E-02 48.38 3457900

48045 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 0.0017358 0.009151 0.014056 75.624 75.624 3.32E-02 30.03 4073700

48046 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 0.044192 0.20399 0.25037 75.27 75.27 3.21E-03 48.77 2256500

48047 VFFTESIPK Unmodified _VFFTESIPK_ B4FQP4_MAIZE 2 534.29223 1066.5699 -0.10386 0.15124 0.05063 75.11 75.11 1.01E-02 47.05 7791100

48048 VFFTNSGSEANDSQVK Unmodified _VFFTNSGSEANDSQVK_ B4G0T5_MAIZE 2 865.40502 1728.7955 1.0932 0.12085 1.2183 60.087 60.087 4.21E-20 111.56 1312100

48049 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.3748 0.018812 1.3903 44.817 44.817 9.46E-01 13.59 10397000

48050 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.2727 0.13845 1.4072 44.825 44.825 9.46E-01 15.26 1548700

48051 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.4023 -0.099996 1.2994 46.541 46.541 2.64E-01 28.78 1167500
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48052 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.344 -2.3127 -0.96485 47.213 47.213 5.26E-01 24.56 1218400

48053 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.462 -0.22366 1.2347 47.601 47.601 5.26E-01 17.56 5264000

48054 VFGALK Unmodified _VFGALK_ B6THG9_MAIZE 2 317.69977 633.385 1.3522 -0.17325 1.1758 45.302 45.302 9.46E-01 16.55 640370

48055 VFGAVAEELR Unmodified _VFGAVAEELR_ RK14_MAIZE 2 545.79821 1089.5819 -0.036419 -0.11011 -0.15576 71.109 71.109 4.40E-05 36.14 37188

48056 VFGAVAEELR Unmodified _VFGAVAEELR_ RK14_MAIZE 2 545.79821 1089.5819 0.055103 0.2786 0.32334 86.511 86.511 1.00E+00 3.09 711880

48057 VFGDTAGDFVPDR Unmodified _VFGDTAGDFVPDR_ Q6RW10_MAIZE 2 698.3306 1394.6466 0.65462 0.036606 0.71785 75.84 75.84 2.50E-15 73.75 1908900

48058 VFGDTAGDFVPDR Unmodified _VFGDTAGDFVPDR_ Q6RW10_MAIZE 2 698.3306 1394.6466 0.58631 -0.58841 0.02616 76.821 76.821 1.56E-17 64.59 621490

48059 VFGDTAGDFVPDR Unmodified _VFGDTAGDFVPDR_ Q6RW10_MAIZE 2 698.3306 1394.6466 0.63877 -0.60834 0.058599 76.418 76.418 1.47E-03 47.54 385390

48060 VFGDTAGDFVPDR Unmodified _VFGDTAGDFVPDR_ Q6RW10_MAIZE 2 698.3306 1394.6466 0.59923 0.22018 0.84686 76.911 76.911 2.50E-15 51.45 1043700

48061 VFGFSITGGEHR Unmodified _VFGFSITGGEHR_ B6TSB9_MAIZE 2 653.83057 1305.6466 0.47472 1.0642 1.5527 73.176 73.176 7.72E-03 27.98 1406000

48062 VFGFSITGGEHR Unmodified _VFGFSITGGEHR_ B6TSB9_MAIZE 3 436.2228 1305.6466 0.035855 1.3269 1.375 73.172 73.172 3.25E-03 26.97 6897100

48063 VFGGSLDNVK Unmodified _VFGGSLDNVK_ B4FGF5_MAIZE 2 518.27711 1034.5397 -0.12161 0.156 0.045485 59.11 59.11 1.25E-02 38.38 1245800

48064 VFGGSLDNVK Unmodified _VFGGSLDNVK_ B4FGF5_MAIZE 2 518.27711 1034.5397 -0.13296 -0.081446 -0.20233 57.185 57.185 2.81E-03 41.55 4685800

48065 VFGIIGK Unmodified _VFGIIGK_ B4FAK2_MAIZE 2 367.23398 732.45341 0.72193 0.090021 0.81669 67.193 67.193 1.86E-01 25.25 287850

48066 VFGPALVGWR Unmodified _VFGPALVGWR_ B6SGY3_MAIZE 2 551.31383 1100.6131 0.049856 0.17952 0.24106 90.688 90.688 1.62E-03 47.95 71364

48067 VFGPVPHELR Unmodified _VFGPVPHELR_ B6TKU6_MAIZE 3 384.2171 1149.6295 0.48996 -0.098633 0.39752 60.093 60.093 1.00E+00 16.92 28629

48068 VFGPVPHELR Unmodified _VFGPVPHELR_ B6TKU6_MAIZE 3 384.2171 1149.6295 0.27761 0.50166 0.78384 60.961 60.961 3.83E-02 22.28 895350

48069 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 3 399.87188 1196.5938 0.43242 0.14668 0.58244 46.795 46.795 9.39E-01 19.79 2033200

48070 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 3 399.87188 1196.5938 0.096351 2.3507 2.4457 48.179 48.179 2.55E-01 19.85 67079

48071 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 3 399.87188 1196.5938 0.25956 0.14513 0.4089 46.784 46.784 5.31E-01 17.4 1003400

48072 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 2 599.30419 1196.5938 0.21537 -0.35379 -0.13391 46.746 46.746 1.25E-02 31.4 204730

48073 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 3 399.87188 1196.5938 0.40007 -0.2073 0.1977 49.188 49.188 5.31E-01 16.37 882040

48074 VFHDPQLDAR Unmodified _VFHDPQLDAR_ B6SV32_MAIZE 3 399.87188 1196.5938 0.31898 0.19978 0.52086 48.441 48.441 2.55E-01 20.97 1571200

48075 VFHPNINSNGSICLDILK Unmodified _VFHPNINSNGSICLDILK_ B6SIU1_MAIZE 3 681.02269 2040.0462 0.52469 -0.18664 0.33492 92.896 92.896 3.47E-07 49.28 4145400

48076 VFHPNINSNGSICLDILK Unmodified _VFHPNINSNGSICLDILK_ B6SIU1_MAIZE 2 1021.0304 2040.0462 1.1436 -0.64545 0.49515 92.834 92.834 4.65E-12 37.22 271790

48077 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1193.0789 2384.1432 1.1673 -0.010601 1.155 125.28 125.28 5.89E-20 62.44 4441300

48078 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 3 795.72169 2384.1432 0.98646 0.028827 1.0139 125.26 125.26 1.10E-01 24.39 1119800

48079 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1193.0789 2384.1432 1.2623 0.008473 1.2691 125.8 125.8 5.89E-20 61.59 1609100

48080 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 3 795.72169 2384.1432 0.91712 -0.041021 0.8743 125.79 125.79 1.10E-01 19.37 525940

48081 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1193.0789 2384.1432 1.157 0.094569 1.2498 126.12 126.12 5.89E-20 76.32 1219100

48082 VFIMDNCEELIPEWLSFVK Oxidation (M) _VFIM(ox)DNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1193.0789 2384.1432 1.1676 0.16743 1.3328 126.92 126.92 4.44E-10 52.09 899150

48083 VFIMDNCEELIPEWLSFVK Unmodified _VFIMDNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1185.0814 2368.1483 1.1383 -0.09915 1.0354 127.18 127.18 2.46E-02 21.49 6774800

48084 VFIMDNCEELIPEWLSFVK Unmodified _VFIMDNCEELIPEWLSFVK_ B6TB25_MAIZE 3 790.39005 2368.1483 1.0112 0.15379 1.1611 127.15 127.15 5.40E-02 24.06 875400

48085 VFIMDNCEELIPEWLSFVK Unmodified _VFIMDNCEELIPEWLSFVK_ B6TB25_MAIZE 2 1185.0814 2368.1483 1.2543 0.41687 1.6679 127.88 127.88 8.65E-01 7.97 70525
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48086 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.0356 -0.11873 0.90639 118.68 118.68 7.64E-09 51.06 9434500

48087 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 3 574.31184 1719.9137 0.16344 0.15803 0.30971 118.68 118.68 3.76E-01 26.1 1824300

48088 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.058 0.085282 1.1332 119.2 119.2 2.00E-19 56.81 2003500

48089 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 3 574.31184 1719.9137 0.088082 0.24576 0.32262 119.19 119.19 5.17E-02 31.22 572560

48090 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.0438 0.1726 1.2058 119.38 119.38 1.95E-13 46.99 2206600

48091 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 3 574.31184 1719.9137 0.17918 0.14469 0.31282 119.35 119.35 1.59E-01 36.81 536690

48092 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.008 0.15309 1.1511 119.56 119.56 7.64E-09 36.26 5796700

48093 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 3 574.31184 1719.9137 0.1683 0.17635 0.33372 119.53 119.53 6.81E-01 26.18 1240000

48094 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.1328 0.27283 1.3951 119.27 119.27 7.64E-09 37.56 537800

48095 VFINVPWWYLAANK Unmodified _VFINVPWWYLAANK_ B4FBC9_MAIZE 2 860.96413 1719.9137 1.0565 0.007683 1.0542 119.98 119.98 7.64E-09 61.6 644310

48096 VFISDDFDGELFPR Unmodified _VFISDDFDGELFPR_ B6UCZ5_MAIZE 2 828.89885 1655.7831 1.0532 0.14475 1.2089 106.77 106.77 3.56E-04 39.72 506340

48097 VFISDDFDGELFPR Unmodified _VFISDDFDGELFPR_ B6UCZ5_MAIZE 2 828.89885 1655.7831 1.0063 0.37367 1.3904 107.24 107.24 3.40E-25 62.11 528670

48098 VFISDDFDGELFPR Unmodified _VFISDDFDGELFPR_ B6UCZ5_MAIZE 2 828.89885 1655.7831 1.0038 0.28132 1.2955 107.37 107.37 2.00E-19 64.92 665890

48099 VFISDDFDGELFPR Unmodified _VFISDDFDGELFPR_ B6UCZ5_MAIZE 2 828.89885 1655.7831 0.95893 0.19728 1.1675 107.36 107.36 7.68E-22 79.53 2820800

48100 VFISDEFDDLLPK Unmodified _VFISDEFDDLLPK_ B6U0V6_MAIZE 2 769.39286 1536.7712 0.90037 0.44883 1.3507 113.88 113.88 1.09E-26 49.97 836570

48101 VFISDEFDDLLPK Unmodified _VFISDEFDDLLPK_ B6U0V6_MAIZE 2 769.39286 1536.7712 0.86507 0.44894 1.3151 114.34 114.34 4.93E-21 53.17 820680

48102 VFISDEFDDLLPK Unmodified _VFISDEFDDLLPK_ B6U0V6_MAIZE 2 769.39286 1536.7712 0.84459 0.44009 1.2861 114.55 114.55 1.09E-26 92.66 2944000

48103 VFISDEFDDLLPK Unmodified _VFISDEFDDLLPK_ B6U0V6_MAIZE 2 769.39286 1536.7712 0.97721 0.11355 1.0922 113.99 113.99 1.47E-03 34.19 165400

48104 VFISDEFDDLLPK Unmodified _VFISDEFDDLLPK_ B6U0V6_MAIZE 2 769.39286 1536.7712 0.95605 -0.024404 0.93295 114.66 114.66 2.61E-08 44.74 181750

48105 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.05874 -0.23027 -0.30169 45.268 45.268 7.88E-01 11.81 1246600

48106 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.0049695 0.4922 0.47389 50.899 50.899 7.88E-01 1.64 670240

48107 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.20081 0.096856 -0.11782 45.138 45.138 3.77E-01 24.55 1084100

48108 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.092415 -0.25151 -0.35607 47.571 47.571 1.65E-01 23.53 3966000

48109 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.15624 -0.29232 -0.46033 46.826 46.826 3.77E-01 31.95 18390000

48110 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.24674 -0.64863 -0.90733 47.623 47.623 7.88E-01 4.04 10551000

48111 VFISSLER Unmodified _VFISSLER_ B6U4S0_MAIZE 2 475.76892 949.52328 -0.18326 -0.62014 -0.81389 49.093 49.093 5.06E-02 34.66 401950

48112 VFIYDLPR Unmodified _VFIYDLPR_ B4FQ62_MAIZE 2 511.78711 1021.5597 -0.0092316 -0.69101 -0.70438 79.921 79.921 5.06E-02 19.87 339680

48113 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.1693 -0.077637 1.0836 121.49 121.49 9.41E-18 90.21 2422800

48114 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.1977 0.053417 1.2427 121.91 121.91 8.25E-66 95.12 956410

48115 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.1658 0.25209 1.4097 122.12 122.12 1.32E-42 113.89 1108600

48116 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.1883 0.55958 1.7388 122.2 122.2 4.56E-22 73.83 697210

48117 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.2507 0.11798 1.3604 121.55 121.55 9.41E-18 84.28 608320

48118 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.2517 0.081246 1.3245 122.57 122.57 3.79E-06 90.05 309190

48119 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 2 1130.6128 2259.2111 1.2151 0.058153 1.2648 121.85 121.85 3.46E-29 89.51 3286900
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48120 VFLDSNDLLLNLQQLNVSSK Unmodified _VFLDSNDLLLNLQQLNVSSK_ Q9M589_MAIZE 3 754.07763 2259.2111 0.79291 0.086038 0.87074 121.81 121.81 2.57E-09 36.72 934430

48121 VFLDSR Unmodified _VFLDSR_ B4FMS7_MAIZE 2 368.70305 735.39154 0.78651 0.58919 1.3768 46.291 46.291 9.46E-01 8.9 3541100

48122 VFLDSR Unmodified _VFLDSR_ B4FMS7_MAIZE 2 368.70305 735.39154 0.75199 0.088726 0.84315 49.269 49.269 2.64E-01 17.08 3108400

48123 VFLDSR Unmodified _VFLDSR_ B4FMS7_MAIZE 2 368.70305 735.39154 0.86014 0.44787 1.3096 46.635 46.635 9.46E-01 7.25 299010

48124 VFLFPVQPPPPPPPAGLLEPK Unmodified _VFLFPVQPPPPPPPAGLLEPK_ B6UEC0_MAIZE 2 1119.1403 2236.266 1.2303 -1.0241 0.21013 115.45 115.45 1.00E+00 9.96 84530

48125 VFLFPVQPPPPPPPAGLLEPK Unmodified _VFLFPVQPPPPPPPAGLLEPK_ B6UEC0_MAIZE 2 1119.1403 2236.266 1.3495 -1.5668 -0.21238 115.11 115.11 3.25E-02 12.14 64135

48126 VFLFQK Unmodified _VFLFQK_ B4F9G8_MAIZE 2 391.23398 780.45341 0.48306 -0.54485 -0.055819 67.433 67.433 5.26E-01 17.26 4399100

48127 VFLFQK Unmodified _VFLFQK_ B4F9G8_MAIZE 2 391.23398 780.45341 0.35948 0.089643 0.4521 68.404 68.404 2.64E-01 19.97 1375600

48128 VFLFQK Unmodified _VFLFQK_ B4F9G8_MAIZE 2 391.23398 780.45341 0.48947 -0.061319 0.43334 69.338 69.338 9.46E-01 16.88 770500

48129 VFLFQK Unmodified _VFLFQK_ B4F9G8_MAIZE 2 391.23398 780.45341 0.40277 0.29091 0.69636 69.035 69.035 1.00E+00 11.57 518720

48130 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.0046545 0.29578 0.27761 67.011 67.011 1.84E-04 53.25 2196200

48131 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.12146 0.051049 -0.083251 68.951 68.951 4.40E-02 27.11 41134

48132 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.11373 0.21119 0.083289 67.843 67.843 2.81E-03 45.68 682510

48133 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.033048 0.075301 0.027761 68.735 68.735 1.45E-01 26.34 1003300

48134 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 0.013339 -0.015764 -0.016453 68.186 68.186 1.62E-03 36.68 721390

48135 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.021731 0.31063 0.27525 68.531 68.531 3.43E-01 19.6 1529500

48136 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.10299 0.47434 0.3571 68.572 68.572 1.25E-02 40.23 1398200

48137 VFLGNLSAAR Unmodified _VFLGNLSAAR_ B6TA81_MAIZE 2 524.30092 1046.5873 -0.11724 0.31933 0.18775 69.929 69.929 1.25E-02 29.59 712550

48138 VFLGSVSNYCINHVGCPVVVIK Unmodified _VFLGSVSNYCINHVGCPVVVIK_ B6T8B9_MAIZE 3 821.09586 2460.2657 0.99303 -0.055556 0.9563 95.924 95.924 6.58E-05 43.55 130970

48139 VFLLGPSHHYYTPK Unmodified _VFLLGPSHHYYTPK_ B4FT61_MAIZE 3 553.62783 1657.8617 0.037492 -0.20337 -0.16534 64.17 64.17 1.10E-02 29.5 1022500

48140 VFLMNLSAPFICEFFR Oxidation (M) _VFLM(ox)NLSAPFICEFFR_ B4FFH8_MAIZE 2 1003.997 2005.9794 1.2068 -0.087618 1.1235 125.86 125.86 9.46E-03 31.08 1000900

48141 VFLMNLSAPFICEFFR Oxidation (M) _VFLM(ox)NLSAPFICEFFR_ B4FFH8_MAIZE 2 1003.997 2005.9794 1.2196 0.14818 1.3719 128.99 128.99 7.01E-14 44.41 847650

48142 VFLMNLSAPFICEFFR Oxidation (M) _VFLM(ox)NLSAPFICEFFR_ B4FFH8_MAIZE 3 669.66708 2005.9794 0.53843 0.13772 0.67929 129.09 129.09 3.17E-01 7.93 680790

48143 VFLMNLSAPFICEFFR Unmodified _VFLMNLSAPFICEFFR_ B4FFH8_MAIZE 2 995.99952 1989.9845 1.1049 -0.87201 0.23579 128.45 128.45 7.01E-14 76.61 2448500

48144 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 0.10084 0.22076 0.30499 83.154 83.154 4.49E-02 44.58 1842700

48145 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 -0.06209 0.29595 0.21738 84.036 84.036 8.04E-02 44.12 650760

48146 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 0.078454 0.23304 0.29521 84.291 84.291 1.00E+00 13.14 631530

48147 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 0.086493 0.14946 0.22039 83.998 83.998 1.00E+00 11.69 393180

48148 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 0.083658 0.18053 0.24847 83.685 83.685 1.00E+00 3.41 191700

48149 VFLNILR Unmodified _VFLNILR_ B6SIW6_MAIZE 2 437.77909 873.54362 0.060528 0.24292 0.28739 84.043 84.043 1.86E-01 34.33 1490000

48150 VFLTIELPDAQDVK Unmodified _VFLTIELPDAQDVK_ B4FLE3_MAIZE 2 794.43506 1586.8556 0.9971 0.29214 1.29 105.46 105.46 1.00E+00 6.58 9996

48151 VFLTIELPDAQDVK Unmodified _VFLTIELPDAQDVK_ B4FLE3_MAIZE 2 794.43506 1586.8556 0.91571 0.20393 1.1204 101.63 101.63 2.00E-19 67.9 719970

48152 VFLTIELPDAQDVK Unmodified _VFLTIELPDAQDVK_ B4FLE3_MAIZE 2 794.43506 1586.8556 0.88447 0.006936 0.89198 102.75 102.75 7.68E-22 67.05 1289900

48153 VFLTIELPDAQDVK Unmodified _VFLTIELPDAQDVK_ B4FLE3_MAIZE 3 529.95913 1586.8556 -0.072202 -0.53061 -0.60102 102.74 102.74 1.00E+00 2.05 117010
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48154 VFLVDGGGR Unmodified _VFLVDGGGR_ B4FRR1_MAIZE 2 460.25343 918.49232 -0.013668 0.69881 0.70969 59.034 59.034 3.32E-02 24.94 1754900

48155 VFMYPSSI Oxidation (M) _VFM(ox)YPSSI_ B4G0R0_MAIZE 2 480.23078 958.44701 0.045236 0.33559 0.38065 79.727 79.727 1.00E+00 1.02 548410

48156 VFMYPSSI Oxidation (M) _VFM(ox)YPSSI_ B4G0R0_MAIZE 2 480.23078 958.44701 -0.15321 0.36869 0.21579 81.25 81.25 5.06E-02 23.52 170030

48157 VFNEGMK Oxidation (M) _VFNEGM(ox)K_ B6TKG5_MAIZE 2 420.69965 839.38474 0.18294 0.303 0.47819 27.421 27.421 1.56E-01 26.3 182330

48158 VFNILR Unmodified _VFNILR_ B4FGR6_MAIZE 2 381.23706 760.45956 0.6746 -0.58492 0.076195 67.99 67.99 9.46E-01 20.18 123570

48159 VFNILR Unmodified _VFNILR_ B4FGR6_MAIZE 2 381.23706 760.45956 0.55265 -0.18246 0.35578 67.731 67.731 2.64E-01 31.61 304910

48160 VFNILR Unmodified _VFNILR_ B4FGR6_MAIZE 2 381.23706 760.45956 0.56943 -0.98435 -0.4261 67.799 67.799 2.64E-01 26.91 7084300

48161 VFNILR Unmodified _VFNILR_ B4FGR6_MAIZE 2 381.23706 760.45956 0.67136 -0.025545 0.63182 66.714 66.714 5.26E-01 27.7 439300

48162 VFNILR Unmodified _VFNILR_ B4FGR6_MAIZE 2 381.23706 760.45956 0.36645 0.26213 0.61462 69.342 69.342 2.64E-01 26.21 346750

48163 VFNQDLYFK Unmodified _VFNQDLYFK_ B4F9G8_MAIZE 2 587.30058 1172.5866 0.20345 0.23002 0.43201 73.454 73.454 9.73E-03 41.49 5793100

48164 VFNQDLYFK Unmodified _VFNQDLYFK_ B4F9G8_MAIZE 2 587.30058 1172.5866 0.079077 2.8305 2.9032 75.102 75.102 3.32E-02 18.28 64813

48165 VFNQDLYFK Unmodified _VFNQDLYFK_ B4F9G8_MAIZE 2 587.30058 1172.5866 0.16206 -3.6171 -3.4501 74.019 74.019 3.21E-03 31.45 1326300

48166 VFNQDLYYK Unmodified _VFNQDLYYK_ B6TBN6_MAIZE 2 595.29804 1188.5815 0.26609 0.29047 0.54557 62.616 62.616 9.73E-03 33.39 2600600

48167 VFNQDLYYK Unmodified _VFNQDLYYK_ B6TBN6_MAIZE 2 595.29804 1188.5815 0.2621 0.17304 0.42429 63.054 63.054 1.01E-02 34.85 485630

48168 VFNQDLYYK Unmodified _VFNQDLYYK_ B6TBN6_MAIZE 2 595.29804 1188.5815 0.31896 0.079563 0.38771 64.376 64.376 7.18E-01 7.91 342490

48169 VFPGDLLDGAALMAAAR Oxidation (M) _VFPGDLLDGAALM(ox)AAAR_ B4F867_MAIZE 2 852.4429 1702.8712 1.1065 -1.0014 0.10014 126.03 126.03 1.91E-01 3.52 42146

48170 VFQVEYATK Unmodified _VFQVEYATK_ B4FU37_MAIZE 2 542.78731 1083.5601 -0.060974 0.17869 0.11438 57.689 57.689 3.21E-03 50.53 597680

48171 VFQVEYATK Unmodified _VFQVEYATK_ B4FU37_MAIZE 2 542.78731 1083.5601 0.04414 -0.10099 -0.059196 59.396 59.396 3.89E-04 52.03 676200

48172 VFQVEYATK Unmodified _VFQVEYATK_ B4FU37_MAIZE 2 542.78731 1083.5601 0.040449 0.11752 0.15477 58.694 58.694 3.89E-04 46.39 833610

48173 VFQVEYATK Unmodified _VFQVEYATK_ B4FU37_MAIZE 2 542.78731 1083.5601 -0.097261 -0.075648 -0.17528 57.81 57.81 3.13E-03 57.43 7384000

48174 VFQYVLDK Unmodified _VFQYVLDK_ B4G1E4_MAIZE 2 506.27912 1010.5437 -0.089588 0.38622 0.29892 67.366 67.366 1.90E-02 31.65 1276600

48175 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 3 973.82363 2918.4491 1.184 -0.063948 1.1163 116.66 116.66 1.51E-11 59.11 1163600

48176 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 3 973.82363 2918.4491 1.1243 -0.67437 0.44722 118.13 118.13 2.18E-06 50.27 394620

48177 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 3 973.82363 2918.4491 1.188 0.27602 1.4604 120.5 120.5 3.05E-05 37.25 268540

48178 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 3 973.82363 2918.4491 1.1876 0.062543 1.246 120.49 120.49 4.62E-09 70.37 1849300

48179 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 4 730.61954 2918.4491 0.79901 -0.10707 0.68797 120.48 120.48 9.85E-01 8.81 299710

48180 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 3 973.82363 2918.4491 1.1649 0.027403 1.1884 118.31 118.31 1.86E-15 67.66 7481800

48181 VFSHPDVAAEVPWYGIEQEYTLLQK Unmodified _VFSHPDVAAEVPWYGIEQEYTLLQK_ B4FR61_MAIZE 4 730.61954 2918.4491 0.75454 0.25629 1.0064 118.3 118.3 9.27E-08 30.66 1402700

48182 VFSNWPSYPQLYIK Unmodified _VFSNWPSYPQLYIK_ B4FSW8_MAIZE 2 871.45105 1740.8875 1.114 0.034982 1.1393 100.72 100.72 1.95E-13 45.74 978020

48183 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.88916 0.15153 1.0274 107.26 107.26 7.68E-22 61.78 1271400

48184 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.86473 0.15679 1.0089 107.85 107.85 3.87E-29 83.21 1217200

48185 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.84172 0.038476 0.86637 107.88 107.88 3.87E-29 78.6 2155900

48186 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.81919 -0.12292 0.68354 107.88 107.88 9.58E-34 88.96 4178400

48187 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.77863 -0.17625 0.58947 107.47 107.47 3.24E-41 93.8 11239000
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48188 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 3 512.93745 1535.7905 -0.087131 0.055553 -0.045489 107.44 107.44 6.81E-01 18.99 2282400

48189 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.92556 0.15199 1.0642 108.05 108.05 2.44E-16 63.05 325450

48190 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.93718 0.66948 1.5932 107.58 107.58 2.96E-06 44.5 266960

48191 VFSPEEISAMILGK Oxidation (M) _VFSPEEISAM(ox)ILGK_ B4FW90_MAIZE 2 768.90254 1535.7905 0.8841 0.46559 1.3363 108.32 108.32 4.47E-11 60.29 319540

48192 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.84887 0.073158 0.90537 120.97 120.97 3.40E-25 89.53 4674100

48193 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.86854 0.18411 1.0363 121.39 121.39 2.96E-06 61.72 611280

48194 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.86951 0.20617 1.0596 121.57 121.57 2.00E-19 73.71 765940

48195 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.85621 0.15565 0.99625 121.58 121.58 2.96E-06 53.91 1227200

48196 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.84015 0.20877 1.0323 121.02 121.02 3.40E-25 86.68 2695800

48197 VFSPEEISAMILGK Unmodified _VFSPEEISAMILGK_ B4FW90_MAIZE 2 760.90508 1519.7956 0.96144 0.2192 1.1649 121.98 121.98 7.64E-09 63.23 325040

48198 VFSPGKPPVDYQGAR Unmodified _VFSPGKPPVDYQGAR_ Q5EUD5_MAIZE 3 539.95097 1616.8311 0.023697 -0.1423 -0.11258 58.774 58.774 8.47E-02 13.09 3361700

48199 VFSSENFALQPSK Unmodified _VFSSENFALQPSK_ B6T3N1_MAIZE 2 727.36972 1452.7249 0.71925 -0.26543 0.44707 71.142 71.142 1.15E-02 43.53 480250

48200 VFSSHLELDLSEVEPCVSGPK Unmodified _VFSSHLELDLSEVEPCVSGPK_ B6SRL2_MAIZE 3 777.05086 2328.1308 0.9919 0.35838 1.3537 95.529 95.529 2.06E-04 37.89 286920

48201 VFSVPEAAPFTAVLK Unmodified _VFSVPEAAPFTAVLK_ B6SXA8_MAIZE 2 788.44269 1574.8708 0.95093 0.082591 1.035 104.14 104.14 1.65E-02 26.45 232340

48202 VFSVPEAAPFTAVLK Unmodified _VFSVPEAAPFTAVLK_ B6SXA8_MAIZE 2 788.44269 1574.8708 0.9126 -0.038074 0.87671 105.73 105.73 1.65E-02 15.98 117480

48203 VFTECFNTLPVAALIDDK Unmodified _VFTECFNTLPVAALIDDK_ B4FS28_MAIZE 2 1027.0192 2052.0238 1.2097 -0.17189 1.0446 117.38 117.38 8.94E-06 64.38 768950

48204 VFTGTEASPVFQVSSIPR Unmodified _VFTGTEASPVFQVSSIPR_ B6SHI1_MAIZE 2 961.50454 1920.9945 1.1774 -0.1018 1.0882 88.047 88.047 1.18E-19 99.63 909190

48205 VFTGTEASPVFQVSSIPR Unmodified _VFTGTEASPVFQVSSIPR_ B6SHI1_MAIZE 2 961.50454 1920.9945 1.1391 -0.32605 0.82604 88.602 88.602 1.18E-19 95.1 275900

48206 VFTGTEASPVFQVSSIPR Unmodified _VFTGTEASPVFQVSSIPR_ B6SHI1_MAIZE 2 961.50454 1920.9945 1.1606 -0.58385 0.58998 88.748 88.748 3.54E-16 72.4 357880

48207 VFTLDAVAK Unmodified _VFTLDAVAK_ B6T7Z2_MAIZE 2 482.27912 962.54368 -0.17838 -0.49412 -0.66774 71.012 71.012 3.39E-01 19.2 1121500

48208 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.013336 -0.037591 -0.019248 80.635 80.635 1.62E-03 60.19 17183000

48209 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 -0.025325 0.1776 0.15807 82.836 82.836 7.11E-01 15.29 74952

48210 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 -0.003283 -0.39901 -0.39662 81.5 81.5 1.84E-04 66.8 4021500

48211 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.041906 -0.33263 -0.28483 81.79 81.79 2.81E-03 42.81 5020900

48212 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.037523 -0.35078 -0.30768 81.467 81.467 1.62E-03 44.69 3579600

48213 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.02464 -0.19053 -0.16002 81.088 81.088 1.00E+00 12.96 1953600

48214 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.048107 0.036907 0.091003 81.573 81.573 1.25E-02 24.81 3777800

48215 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 -0.017137 0.013133 0.0011555 81.46 81.46 2.81E-03 44.37 8561700

48216 VFTLSGLNVR Unmodified _VFTLSGLNVR_ B4FUH2_MAIZE 2 553.32185 1104.6291 0.016705 0.49766 0.51849 81.328 81.328 1.45E-01 16.16 1181500

48217 VFTPSVVEPSFGIGR Unmodified _VFTPSVVEPSFGIGR_ B6U749_MAIZE 2 796.42757 1590.8406 0.97065 -0.098985 0.88984 90.878 90.878 1.12E-07 54.08 935600

48218 VFTPSVVEPSFGIGR Unmodified _VFTPSVVEPSFGIGR_ B6U749_MAIZE 2 796.42757 1590.8406 0.91771 0.062635 0.9977 91.416 91.416 2.05E-04 42.71 352320

48219 VFTPSVVEPSFGIGR Unmodified _VFTPSVVEPSFGIGR_ B6U749_MAIZE 2 796.42757 1590.8406 0.85292 -0.38614 0.48564 91.533 91.533 2.05E-04 48.92 307200

48220 VFTPSVVEPSFGIGR Unmodified _VFTPSVVEPSFGIGR_ B6U749_MAIZE 2 796.42757 1590.8406 0.97138 -0.061021 0.92787 91.286 91.286 1.12E-07 54.94 1114600

48221 VFTPSVVEPSFGIGR Unmodified _VFTPSVVEPSFGIGR_ B6U749_MAIZE 2 796.42757 1590.8406 0.88997 -0.7507 0.15848 91.007 91.007 2.37E-16 48.44 393580
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48222 VFTVTGNRPDEETIDDLIETGK Unmodified _VFTVTGNRPDEETIDDLIETGK_ B6TDM3_MAIZE 3 817.07461 2448.202 1.0074 0.16212 1.1743 96.424 96.424 5.99E-10 51.68 1147300

48223 VFTVTGNRPDEETIDDLIETGK Unmodified _VFTVTGNRPDEETIDDLIETGK_ B6TDM3_MAIZE 3 817.07461 2448.202 0.97389 -0.02609 0.95264 97.14 97.14 5.93E-08 49.32 827170

48224 VFVAPDFNDGK Unmodified _VFVAPDFNDGK_ B6U7U8_MAIZE 2 604.80095 1207.5873 0.25695 -0.25764 0.014818 69.044 69.044 1.67E-02 19.77 1127900

48225 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.033471 -0.000258 -0.039726 77.311 77.311 2.92E-02 36.57 1433300

48226 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.092642 -0.089832 -0.18832 79.131 79.131 1.00E+00 7.98 13748

48227 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.17347 0.0348 -0.14511 77.967 77.967 2.92E-02 35.82 566450

48228 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.047129 0.010153 -0.043925 78.466 78.466 5.06E-02 24.05 878140

48229 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.03936 -0.062724 -0.10836 78.091 78.091 5.06E-02 26.42 880840

48230 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.059643 0.15433 0.088269 77.915 77.915 1.90E-02 42.26 401780

48231 VFVESILR Unmodified _VFVESILR_ B4FMY6_MAIZE 2 481.78711 961.55967 -0.12594 -0.004152 -0.13512 78.258 78.258 2.92E-02 33.79 6134300

48232 VFVGGLAWETHK Unmodified _VFVGGLAWETHK_ B4FLF5_MAIZE 3 448.57507 1342.7034 -0.13569 0.099283 -0.027482 72.051 72.051 2.36E-01 17.27 1691500

48233 VFVGGLAWETHK Unmodified _VFVGGLAWETHK_ B4FLF5_MAIZE 2 672.35896 1342.7034 0.59355 -0.040733 0.56149 72.02 72.02 2.62E-07 57.81 624150

48234 VFVGGLAWETPSEGLR Unmodified _VFVGGLAWETPSEGLR_ B6SHQ9_MAIZE 2 859.44904 1716.8835 0.98371 -0.60226 0.38795 95.508 95.508 7.01E-14 80.72 2599800

48235 VFVGGLAWETPSEGLR Unmodified _VFVGGLAWETPSEGLR_ B6SHQ9_MAIZE 2 859.44904 1716.8835 1.093 0.055455 1.1537 97.074 97.074 1.27E-09 54.59 86816

48236 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.087508 0.040519 -0.033063 50.905 50.905 1.63E-07 60.82 18633000

48237 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.21596 0.15548 -0.044707 51.666 51.666 1.01E-02 34.02 236290

48238 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.1754 -0.18106 -0.34129 50.92 50.92 1.63E-07 60.48 15385000

48239 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.097176 -0.099163 -0.1808 53.032 53.032 1.63E-07 66.28 18706000

48240 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.14854 -0.23376 -0.3668 52.333 52.333 3.13E-03 49.7 29577000

48241 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.23245 -0.17988 -0.39626 53.126 53.126 3.89E-04 53.24 36145000

48242 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.087678 -0.17566 -0.24895 52.913 52.913 1.01E-02 41.75 7391200

48243 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.10911 0.44408 0.34946 53.485 53.485 1.12E-01 31.69 1352200

48244 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.079041 -0.020589 -0.085514 51.285 51.285 3.32E-02 29.05 1165100

48245 VFVGISQGK Unmodified _VFVGISQGK_ B6U4D6_MAIZE 2 467.77146 933.52837 -0.24714 -0.098335 -0.33144 54.564 54.564 3.32E-02 30.56 1140300

48246 VFVGLR Unmodified _VFVGLR_ A6YSM2_MAIZE 2 345.7185 689.42245 0.87263 -1.7642 -0.87196 61.972 61.972 2.64E-01 12.09 2682900

48247 VFVGNLDPR Unmodified _VFVGNLDPR_ B6TJ91_MAIZE 2 508.77982 1015.5451 -0.022594 -0.21505 -0.22701 64.088 64.088 3.39E-01 21.66 763190

48248 VFVGNLDPR Unmodified _VFVGNLDPR_ B6TJ91_MAIZE 2 508.77982 1015.5451 -0.089251 -0.9761 -1.0532 64.417 64.417 3.32E-02 28.72 663140

48249 VFVGVVASPEADKDAYMFQK Oxidation (M) _VFVGVVASPEADKDAYM(ox)FQK_ B4FR99_MAIZE 3 739.7014 2216.0824 0.8122 -0.43259 0.38483 77.419 77.419 1.83E-03 31.99 262990

48250 VFVGYDSR Unmodified _VFVGYDSR_ B6TJT9_MAIZE 2 471.73762 941.46068 0.012437 0.1403 0.16397 50.454 50.454 3.77E-01 14.42 533490

48251 VFVGYDSR Unmodified _VFVGYDSR_ B6TJT9_MAIZE 2 471.73762 941.46068 -0.20883 0.49281 0.29557 50.19 50.19 1.65E-01 22.32 334220

48252 VFVGYDSR Unmodified _VFVGYDSR_ B6TJT9_MAIZE 2 471.73762 941.46068 -0.1084 0.31573 0.218 53.116 53.116 1.90E-02 38.48 1758000

48253 VFVGYDSR Unmodified _VFVGYDSR_ B6TJT9_MAIZE 2 471.73762 941.46068 -0.098198 0.3758 0.28897 50.646 50.646 3.48E-02 46.72 3145500

48254 VFVHVPSEIAAHEVEEIGVEHLLR Unmodified _VFVHVPSEIAAHEVEEIGVEHLLR_ B4FS63_MAIZE 5 542.693 2708.4286 -0.028363 -0.050721 -0.083688 106.14 106.14 4.52E-05 22.79 3735400

48255 VFVHVPSEIAAHEVEEIGVEHLLR Unmodified _VFVHVPSEIAAHEVEEIGVEHLLR_ B4FS63_MAIZE 5 542.693 2708.4286 0.0040723 -0.007933 -0.0092242 130.21 130.21 5.75E-01 1.95 2233400
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48256 VFVHVPSEIAAHEVEEIGVEHLLR Unmodified _VFVHVPSEIAAHEVEEIGVEHLLR_ B4FS63_MAIZE 5 542.693 2708.4286 0.016659 -0.48671 -0.4731 130.58 130.58 5.75E-01 4.38 80058

48257 VFVLTLTGDGEHR Unmodified _VFVLTLTGDGEHR_ B6TPA4_MAIZE 3 481.92454 1442.7518 0.024641 -0.056391 -0.015956 74.283 74.283 3.98E-04 40.96 642140

48258 VFVLTLTGDGEHR Unmodified _VFVLTLTGDGEHR_ B6TPA4_MAIZE 3 481.92454 1442.7518 -0.18074 0.68359 0.51658 75.153 75.153 1.02E-01 16.18 260300

48259 VFVLTLTGDGEHR Unmodified _VFVLTLTGDGEHR_ B6TPA4_MAIZE 3 481.92454 1442.7518 -0.0064383 0.022577 0.03174 75.328 75.328 1.02E-01 14.43 221070

48260 VFVLTLTGDGEHR Unmodified _VFVLTLTGDGEHR_ B6TPA4_MAIZE 3 481.92454 1442.7518 -0.15433 0.10959 -0.0292 75.247 75.247 3.98E-04 39.85 8931600

48261 VFVLTLTGDGEHR Unmodified _VFVLTLTGDGEHR_ B6TPA4_MAIZE 2 722.38317 1442.7518 0.66743 -0.1025 0.58053 75.192 75.192 6.20E-03 65.77 2697200

48262 VFVPEEDRLTGINSFQDINK Unmodified _VFVPEEDRLTGINSFQDINK_ B4G0E0_MAIZE 3 774.39725 2320.1699 0.9391 -0.33549 0.60189 87.759 87.759 7.26E-03 15.69 724810

48263 VFVPEEDRLTGINSFQDINK Unmodified _VFVPEEDRLTGINSFQDINK_ B4G0E0_MAIZE 3 774.39725 2320.1699 0.91417 0.26388 1.1758 88.349 88.349 7.26E-03 20.96 197830

48264 VFVPLILSLSSK Unmodified _VFVPLILSLSSK_ B4FXY5_MAIZE 2 651.90521 1301.7959 0.49646 0.40942 0.89965 109.69 109.69 2.00E-01 10.1 691170

48265 VFVPLILSLSSK Unmodified _VFVPLILSLSSK_ B4FXY5_MAIZE 2 651.90521 1301.7959 0.45713 0.15189 0.60327 110.46 110.46 1.00E+00 5.92 126230

48266 VFVPLTVGGGIR Unmodified _VFVPLTVGGGIR_ B6U033_MAIZE 2 607.86642 1213.7183 0.26161 -0.033975 0.2512 83.284 83.284 2.00E-01 10.36 210520

48267 VFVPLTVGGGIR Unmodified _VFVPLTVGGGIR_ B6U033_MAIZE 2 607.86642 1213.7183 0.28873 0.68264 0.99381 83.201 83.201 7.72E-03 19.54 1325100

48268 VFVSGSFTR Unmodified _VFVSGSFTR_ Q9FUY5_MAIZE 2 500.26654 998.51853 -0.15797 -0.30871 -0.44181 59.556 59.556 3.32E-02 25.89 38366

48269 VFVVAK Unmodified _VFVVAK_ B6U2I9_MAIZE 2 331.71543 661.4163 1.2862 0.12529 1.4238 40.489 40.489 2.64E-01 33.98 1273400

48270 VFWGFGDGSTIPVYDTPIGK Unmodified _VFWGFGDGSTIPVYDTPIGK_ A4ULE0_MAIZE 2 1078.5386 2155.0626 1.2108 0.23951 1.4707 114.39 114.39 1.65E-04 34.04 223750

48271 VFWGFGDGSTIPVYDTPIGK Unmodified _VFWGFGDGSTIPVYDTPIGK_ A4ULE0_MAIZE 2 1078.5386 2155.0626 1.258 0.23353 1.5121 114.77 114.77 6.57E-12 73.44 387610

48272 VFYEGEEVVK Unmodified _VFYEGEEVVK_ B6TM50_MAIZE 2 599.80315 1197.5918 0.13018 0.19643 0.32285 61.262 61.262 4.40E-02 24.42 170770

48273 VFYEGEEVVK Unmodified _VFYEGEEVVK_ B6TM50_MAIZE 2 599.80315 1197.5918 0.1892 0.20842 0.39303 63.222 63.222 1.45E-01 16.09 287700

48274 VFYQGSTDHR Unmodified _VFYQGSTDHR_ B4FRR0_MAIZE 3 403.85975 1208.5574 0.12086 0.23277 0.36491 39.041 39.041 5.31E-01 14.19 478500

48275 VFYQGSTDHR Unmodified _VFYQGSTDHR_ B4FRR0_MAIZE 2 605.28599 1208.5574 0.24751 0.018465 0.27773 39.034 39.034 1.25E-02 26.78 93630

48276 VFYTVDKPSTDWR Unmodified _VFYTVDKPSTDWR_ B6TCK3_MAIZE 3 538.60346 1612.7886 -0.0057735 0.15743 0.16016 69.101 69.101 5.88E-01 10.02 2066700

48277 VFYTVDKPSTDWR Unmodified _VFYTVDKPSTDWR_ B6TCK3_MAIZE 3 538.60346 1612.7886 -0.11601 -0.097387 -0.2038 68.571 68.571 1.28E-01 14.21 4909500

48278 VFYTVDKPSTDWR Unmodified _VFYTVDKPSTDWR_ B6TCK3_MAIZE 2 807.40156 1612.7886 0.92885 0.73843 1.6763 68.549 68.549 2.61E-08 37.5 904680

48279 VGAAEAFK Unmodified _VGAAEAFK_ B4FW68_MAIZE 2 396.71615 791.41775 0.34678 0.4932 0.81941 37.127 37.127 3.77E-01 23.6 103250

48280 VGAATQLENR Unmodified _VGAATQLENR_ B4FC96_MAIZE 2 529.78309 1057.5516 -0.015289 -0.61208 -0.6415 37.342 37.342 1.84E-04 51.34 233300

48281 VGADFVR Unmodified _VGADFVR_ B6T9G3_MAIZE 2 382.2085 762.40244 0.57529 0.054575 0.64693 48.839 48.839 4.49E-02 42.36 1414400

48282 VGAEANLEQWLTSLPSLTTGESK Unmodified _VGAEANLEQWLTSLPSLTTGESK_ Q8W0V2_MAIZE 2 1216.1212 2430.2278 1.1317 -0.57021 0.55347 124.07 124.07 2.10E-05 41.65 400820

48283 VGAEANLEQWLTSLPSLTTGESK Unmodified _VGAEANLEQWLTSLPSLTTGESK_ Q8W0V2_MAIZE 2 1216.1212 2430.2278 1.1814 -0.18437 0.98841 124.92 124.92 5.43E-06 36.02 132270

48284 VGAEIVR Unmodified _VGAEIVR_ B6SH83_MAIZE 2 372.22415 742.43374 0.76332 -0.019509 0.73238 37.549 37.549 8.04E-02 46.44 1333700

48285 VGAEIVR Unmodified _VGAEIVR_ B6SH83_MAIZE 2 372.22415 742.43374 0.62564 -0.39433 0.22122 36.717 36.717 4.49E-02 59.09 909400

48286 VGAEIVR Unmodified _VGAEIVR_ B6SH83_MAIZE 2 372.22415 742.43374 0.73185 -0.54371 0.17987 39.453 39.453 4.49E-02 37.25 1713200

48287 VGAEIVR Unmodified _VGAEIVR_ B6SH83_MAIZE 2 372.22415 742.43374 0.68367 -0.26943 0.40364 38.651 38.651 4.49E-02 43.3 788060

48288 VGAEIVR Unmodified _VGAEIVR_ B6SH83_MAIZE 2 372.22415 742.43374 0.52963 -0.90267 -0.38085 39.316 39.316 4.49E-02 50.8 16187000

48289 VGAGESVLWTQQQIER Unmodified _VGAGESVLWTQQQIER_ B6TYS6_MAIZE 2 900.96558 1799.9166 1.1166 0.015526 1.1314 77.806 77.806 4.21E-20 76.53 611570
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48290 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.4186 0.036209 1.4346 42.2 42.2 5.26E-01 24.61 2560200

48291 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.2529 -0.14991 1.0862 41.999 41.999 2.64E-01 26.59 759710

48292 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.5703 -0.35087 1.2029 44.417 44.417 9.46E-01 18.46 1262800

48293 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.3846 -0.1386 1.2264 43.81 43.81 9.46E-01 28.06 1103900

48294 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.3722 -0.030267 1.3232 44.395 44.395 9.46E-01 28.03 1246500

48295 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.4925 -0.3181 1.1566 44.036 44.036 1.00E+00 4.02 628040

48296 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.3848 -0.1039 1.2629 44.878 44.878 5.26E-01 31.82 7209100

48297 VGAILR Unmodified _VGAILR_ B6TD97_MAIZE 2 314.71067 627.4068 1.2785 0.45983 1.7195 42.487 42.487 5.26E-01 30.22 2443900

48298 VGAINVVCSAPEVADR Unmodified _VGAINVVCSAPEVADR_ B6T9J4_MAIZE 2 828.92233 1655.8301 1.0281 -0.39976 0.63369 70.876 70.876 7.01E-14 68.7 968470

48299 VGAINVVCSAPEVADR Unmodified _VGAINVVCSAPEVADR_ B6T9J4_MAIZE 2 828.92233 1655.8301 1.0297 -0.40483 0.6311 70.826 70.826 7.01E-14 76.69 680050

48300 VGALLLCDMAHISGLVAAQEAANPFEYCDVVTTTTHK Unmodified _VGALLLCDMAHISGLVAAQEAANPFEYCDVVTTTTHK_ B4FBF4_MAIZE 4 1001.4904 4001.9325 1.2032 -1.1814 0.027867 122.84 122.84 6.28E-15 60.77 2001000

48301 VGALLLCDMAHISGLVAAQEAANPFEYCDVVTTTTHK Unmodified _VGALLLCDMAHISGLVAAQEAANPFEYCDVVTTTTHK_ B4FBF4_MAIZE 4 1001.4904 4001.9325 1.2213 -0.12554 1.1007 131.53 131.53 4.38E-07 39.65 1624500

48302 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.09857 0.87911 0.78353 58.533 58.533 3.13E-03 58.43 13868000

48303 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.051186 0.76888 0.72051 60.68 60.68 3.21E-03 55.19 5074800

48304 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.067783 1.3432 1.2769 60.009 60.009 3.21E-03 60.82 2820400

48305 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.10566 1.3213 1.2177 60.541 60.541 9.73E-03 46.23 1918000

48306 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.071454 1.1464 1.0761 60.447 60.447 9.73E-03 48.29 3414600

48307 VGALSIVCK Unmodified _VGALSIVCK_ B4FUH2_MAIZE 2 473.77314 945.53173 -0.12781 0.23332 0.1093 61.024 61.024 3.21E-03 63.64 5649600

48308 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.45642 0.4297 0.86948 46.524 46.524 1.11E-04 79.51 1486800

48309 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.40067 -0.055889 0.3288 48.727 48.727 1.11E-04 74.61 2085100

48310 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.42299 0.003327 0.4096 47.957 47.957 2.62E-07 80.41 999020

48311 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.32959 -0.067449 0.24603 48.836 48.836 2.62E-07 80.76 4812400

48312 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.4412 0.42059 0.84412 48.699 48.699 1.11E-04 60.67 3762800

48313 VGASTEAELEDR Unmodified _VGASTEAELEDR_ B6SXW8_MAIZE 2 638.80441 1275.5943 0.44772 0.15967 0.59016 46.766 46.766 7.72E-03 53.55 326250

48314 VGAVGINCTPPR Unmodified _VGAVGINCTPPR_ B6TK96_MAIZE 2 620.82697 1239.6394 0.28166 -0.52733 -0.23078 53.166 53.166 1.98E-03 57.51 693570

48315 VGAVIGR Unmodified _VGAVIGR_ B6T5L0_MAIZE 2 336.21358 670.41261 1.2786 -0.53325 0.75242 34.6 34.6 1.86E-01 41.58 113150

48316 VGAVIGR Unmodified _VGAVIGR_ B6T5L0_MAIZE 2 336.21358 670.41261 1.1797 -1.4705 -0.28008 35.271 35.271 8.04E-02 42.12 264350

48317 VGAVSTALGSR Unmodified _VGAVSTALGSR_ B6SNX1_MAIZE 2 509.28801 1016.5615 -0.076851 -0.12622 -0.19898 48.742 48.742 3.57E-04 50.73 2197800

48318 VGCIIGEGGK Unmodified _VGCIIGEGGK_ B4FG12_MAIZE 2 495.25786 988.50116 0.036803 0.046009 0.095602 44.903 44.903 1.62E-03 45.25 267040

48319 VGDALEFVHR Unmodified _VGDALEFVHR_ Q5YFA2_MAIZE 3 381.53661 1141.588 0.60788 0.16004 0.77121 62.263 62.263 1.67E-03 52.73 3215500

48320 VGDALEFVHR Unmodified _VGDALEFVHR_ Q5YFA2_MAIZE 3 381.53661 1141.588 0.46874 -0.20338 0.27044 63.084 63.084 2.87E-05 52.01 288470

48321 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.069433 0.87956 0.93048 43.884 43.884 1.84E-04 69.92 5537100

48322 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.014699 -0.12632 -0.1276 43.259 43.259 1.25E-02 64.12 1058200

48323 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.071793 0.015377 0.071645 46.085 46.085 1.62E-03 60.48 2594700
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48324 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.057559 -0.57105 -0.52927 45.394 45.394 1.25E-02 63.49 1968800

48325 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.060343 0.13241 0.1764 46.224 46.224 2.81E-03 67.57 1446000

48326 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.032913 -0.32591 -0.30779 46.032 46.032 1.62E-03 64.28 18492000

48327 VGDESYASYK Unmodified _VGDESYASYK_ B6TBZ8_MAIZE 2 559.75366 1117.4928 0.041312 -0.33042 -0.3036 47.298 47.298 1.25E-02 55.37 268930

48328 VGDFGLSK Unmodified _VGDFGLSK_ B6STV2_MAIZE 2 411.72144 821.42832 0.25209 -0.059639 0.20403 54.907 54.907 5.06E-02 28.28 1111700

48329 VGDIMTEENK Oxidation (M) _VGDIM(ox)TEENK_ B4G1D2_MAIZE 2 576.26608 1150.5176 0.16613 0.078201 0.23403 32.329 32.329 4.40E-02 39.71 9054.2

48330 VGDIMTEENK Oxidation (M) _VGDIM(ox)TEENK_ B4G1D2_MAIZE 2 576.26608 1150.5176 0.17734 0.047476 0.21453 32.667 32.667 1.75E-03 55.84 120420

48331 VGDIMTEENK Oxidation (M) _VGDIM(ox)TEENK_ B4G1D2_MAIZE 2 576.26608 1150.5176 0.08355 -0.11304 -0.039209 35.892 35.892 4.31E-05 53.33 1251900

48332 VGDIMTEENK Unmodified _VGDIMTEENK_ B4G1D2_MAIZE 2 568.26862 1134.5227 0.024722 -0.077583 -0.06617 48.162 48.162 4.40E-05 58.62 2435800

48333 VGDLDR Unmodified _VGDLDR_ B6TPH0_MAIZE 2 337.67703 673.3395 1.2543 0.34281 1.6007 26.582 26.582 2.64E-01 33.08 288570

48334 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.056014 0.33381 0.27303 78.164 78.164 3.48E-02 61.8 3817000

48335 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.13199 0.174 0.03983 79.624 79.624 2.92E-02 46.8 27794

48336 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.15475 0.46302 0.30315 78.744 78.744 3.48E-02 58.02 822700

48337 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.027568 0.21962 0.18893 79.361 79.361 3.48E-02 64.04 644470

48338 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.006005 0.47412 0.46343 79.002 79.002 3.48E-02 67.8 318170

48339 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 0.010524 0.32161 0.32889 78.847 78.847 2.92E-02 28.99 169500

48340 VGDLELFR Unmodified _VGDLELFR_ B4FQZ2_MAIZE 2 474.76109 947.50763 -0.048904 0.20173 0.14816 79.208 79.208 3.48E-02 62.15 1078900

48341 VGDLER Unmodified _VGDLER_ B6TPH0_MAIZE 2 344.68485 687.35515 1.19 -0.22512 0.95647 27.439 27.439 5.26E-01 16.94 72728

48342 VGDLER Unmodified _VGDLER_ B6TPH0_MAIZE 2 344.68485 687.35515 1.1643 0.064089 1.2187 28.62 28.62 2.64E-01 26.4 721360

48343 VGDPIELR Unmodified _VGDPIELR_ B4FLU9_MAIZE 2 449.75327 897.49198 0.026824 -0.17645 -0.15757 56.797 56.797 1.90E-02 41.02 2104100

48344 VGDPIELR Unmodified _VGDPIELR_ B4FLU9_MAIZE 2 449.75327 897.49198 -0.058178 0.44068 0.37362 57.075 57.075 2.92E-02 54.81 941810

48345 VGDPIELR Unmodified _VGDPIELR_ B4FLU9_MAIZE 2 449.75327 897.49198 0.012524 0.018623 0.021902 58.88 58.88 1.65E-01 37.79 1112900

48346 VGDPIELR Unmodified _VGDPIELR_ B4FLU9_MAIZE 2 449.75327 897.49198 -0.045197 -0.18227 -0.23649 59.33 59.33 1.00E+00 7.47 399990

48347 VGDPIEVR Unmodified _VGDPIEVR_ B6SV64_MAIZE 2 442.74544 883.47633 -0.099833 0.97768 0.87868 48.103 48.103 1.65E-01 37.11 808190

48348 VGDPIEVR Unmodified _VGDPIEVR_ B6SV64_MAIZE 2 442.74544 883.47633 0.072525 1.8269 1.898 50.498 50.498 5.06E-02 38.04 773940

48349 VGDPIEVR Unmodified _VGDPIEVR_ B6SV64_MAIZE 2 442.74544 883.47633 0.030055 -0.10527 -0.073379 50.441 50.441 2.92E-02 45.62 459650

48350 VGDRCEVEPGAK Unmodified _VGDRCEVEPGAK_ B6TFP6_MAIZE 3 439.54696 1315.619 0.27274 0.043938 0.31866 28.798 28.798 4.08E-01 9.1 11939

48351 VGDSSVVK Unmodified _VGDSSVVK_ B4F9G8_MAIZE 2 395.71889 789.42323 0.60077 -0.10125 0.51849 25.944 25.944 3.77E-01 11.08 12922

48352 VGDVVLVR Unmodified _VGDVVLVR_ B6TLJ7_MAIZE 2 428.76618 855.5178 -0.025594 -0.14928 -0.15238 52.057 52.057 1.00E+00 3.07 21029000

48353 VGDVVLVR Unmodified _VGDVVLVR_ B6TLJ7_MAIZE 2 428.76618 855.5178 -0.060797 0.69651 0.65802 57.34 57.34 1.90E-02 41.89 100320

48354 VGDYLSVK Unmodified _VGDYLSVK_ Q9ZPN0_MAIZE 2 440.74237 879.47018 0.061401 0.27635 0.33772 53.121 53.121 3.77E-01 19.87 2863500

48355 VGDYLSVK Unmodified _VGDYLSVK_ Q9ZPN0_MAIZE 2 440.74237 879.47018 -0.0045171 0.24655 0.24092 55.29 55.29 1.65E-01 62.61 1802500

48356 VGDYLSVK Unmodified _VGDYLSVK_ Q9ZPN0_MAIZE 2 440.74237 879.47018 -0.046963 1.4029 1.3529 56.208 56.208 1.00E+00 10.43 35365

48357 VGEEKEVGKEGLK Unmodified _VGEEKEVGKEGLK_ B6TI78_MAIZE 3 467.92431 1400.7511 0.021883 -0.91718 -0.91255 32.355 32.355 3.64E-02 21.58 103340
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48358 VGEGQAAQCISGFTAMDIPPPR Oxidation (M) _VGEGQAAQCISGFTAM(ox)DIPPPR_ B6T706_MAIZE 2 1159.5488 2317.0831 1.1402 -0.15586 0.99216 83.724 83.724 1.98E-61 74.68 339050

48359 VGEGQAAQCISGFTAMDIPPPR Oxidation (M) _VGEGQAAQCISGFTAM(ox)DIPPPR_ B6T706_MAIZE 3 773.36831 2317.0831 0.85861 -0.27454 0.59273 83.689 83.689 1.22E-04 53.02 660480

48360 VGELIGGSQR Unmodified _VGELIGGSQR_ B6SVU1_MAIZE 2 508.28018 1014.5458 -0.11183 0.06017 -0.052585 43.516 43.516 7.11E-01 16.95 874510

48361 VGELIGGSQR Unmodified _VGELIGGSQR_ B6SVU1_MAIZE 2 508.28018 1014.5458 -0.09404 0.20644 0.11167 46.164 46.164 2.81E-03 46.12 2760800

48362 VGELSDIVDTDSGVHIILR Unmodified _VGELSDIVDTDSGVHIILR_ B6TQC5_MAIZE 3 680.03202 2037.0742 0.53464 0.1377 0.67873 101.95 101.95 1.97E-18 76.82 726460

48363 VGESVEEIDR Unmodified _VGESVEEIDR_ B6TIK3_MAIZE 2 566.77767 1131.5408 0.055326 0.14835 0.19386 51.413 51.413 2.81E-03 77.19 1031100

48364 VGEVIAITVEEEGDIEK Unmodified _VGEVIAITVEEEGDIEK_ B6TUA2_MAIZE 2 915.47257 1828.9306 1.2172 -0.054691 1.1526 107.26 107.26 1.43E-21 47.78 134510

48365 VGEVIAITVEEEGDIEK Unmodified _VGEVIAITVEEEGDIEK_ B6TUA2_MAIZE 2 915.47257 1828.9306 1.2606 -0.14983 1.1017 112.3 112.3 5.62E-03 18.89 84835

48366 VGEVITR Unmodified _VGEVITR_ B6U262_MAIZE 2 387.22943 772.4443 0.49633 -0.10905 0.3898 37.701 37.701 4.49E-02 38.67 312170

48367 VGFLEIAK Unmodified _VGFLEIAK_ B6TTM2_MAIZE 2 438.7631 875.51165 -0.12413 0.55099 0.41084 75.032 75.032 5.06E-02 44.89 208050

48368 VGFQELVEMMVDHDIELAK Unmodified _VGFQELVEMMVDHDIELAK_ B6TA81_MAIZE 3 735.03064 2202.0701 0.80422 -1.1536 -0.35174 125.41 125.41 4.34E-15 54.31 354480

48369 VGFQELVEMMVDHDIELAK 2 Oxidation (M) _VGFQELVEM(ox)M(ox)VDHDIELAK_ B6TA81_MAIZE 3 745.69391 2234.0599 0.73606 -0.074951 0.66058 114.64 114.64 2.20E-02 10.72 54359

48370 VGFQELVEMMVDHDIELAK 2 Oxidation (M) _VGFQELVEM(ox)M(ox)VDHDIELAK_ B6TA81_MAIZE 3 745.69391 2234.0599 0.85031 0.1868 1.036 114.91 114.91 9.57E-01 1.03 74904

48371 VGFTVMDTWLAYAPVK Oxidation (M) _VGFTVM(ox)DTWLAYAPVK_ B6UC67_MAIZE 2 907.4633 1812.912 1.3105 3.7365 5.054 108.57 108.57 1.06E-06 43.72 72114

48372 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.12995 0.30914 0.43523 51.64 51.64 3.48E-02 51.65 12228000

48373 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.038462 -0.008365 0.026768 52.15 52.15 2.92E-02 60.49 45245

48374 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.020697 0.45936 0.47573 51.645 51.645 2.34E-03 48.3 2764000

48375 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.1237 0.79099 0.9087 53.912 53.912 3.48E-02 53.79 2378200

48376 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.10868 0.71255 0.81746 53.237 53.237 2.34E-03 57.36 1751100

48377 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.076916 0.71513 0.78808 54.43 54.43 3.48E-02 49.59 4320700

48378 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 0.21339 0.94723 1.155 52.141 52.141 5.06E-02 73.28 366970

48379 VGGEFLAR Unmodified _VGGEFLAR_ B4FUH2_MAIZE 2 424.73488 847.4552 -0.027791 0.54502 0.51277 55.083 55.083 3.48E-02 56.45 424330

48380 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.3215 0.2185 0.55156 50.549 50.549 9.32E-03 52.92 96623

48381 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.37989 0.018491 0.411 49.42 49.42 4.49E-02 43.62 3024700

48382 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.49288 -0.003992 0.50011 51.672 51.672 9.32E-03 53.64 4465100

48383 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.45084 0.32032 0.78052 51.001 51.001 9.32E-03 46.47 2673600

48384 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.40629 0.45534 0.87217 51.778 51.778 4.49E-02 49.67 1155000

48385 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.45366 -0.31942 0.14541 51.323 51.323 9.32E-03 55.61 11545000

48386 VGGFLQR Unmodified _VGGFLQR_ B6T7G7_MAIZE 2 388.72431 775.43407 0.49228 0.1699 0.67323 52.164 52.164 9.32E-03 44.53 510760

48387 VGGIEVDSLFR Unmodified _VGGIEVDSLFR_ B4FQK0_MAIZE 2 596.32205 1190.6295 0.19481 0.27458 0.47663 91.146 91.146 3.60E-06 81.33 263450

48388 VGGIEVDSLFR Unmodified _VGGIEVDSLFR_ B4FQK0_MAIZE 2 596.32205 1190.6295 0.28226 0.29536 0.5838 91.385 91.385 5.66E-08 87.04 256570

48389 VGGTVVYDNTLWAGTVALPPDAPLSDLDRR Unmodified _VGGTVVYDNTLWAGTVALPPDAPLSDLDRR_ B4G080_MAIZE 3 1056.8823 3167.6251 1.2605 0.13057 1.3988 112.13 112.13 4.47E-03 34.44 338790

48390 VGGTVVYDNTLWAGTVALPPDAPLSDLDRR Unmodified _VGGTVVYDNTLWAGTVALPPDAPLSDLDRR_ B4G080_MAIZE 3 1056.8823 3167.6251 1.2157 0.057989 1.2814 125.93 125.93 1.32E-01 23.35 95374

48391 VGGTVVYDNTLWAGTVALPPDAPLSDLDRR Unmodified _VGGTVVYDNTLWAGTVALPPDAPLSDLDRR_ B4G080_MAIZE 3 1056.8823 3167.6251 1.2 -0.21738 0.9904 123.14 123.14 4.87E-12 71.81 304170
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48392 VGGTVVYDNTLWAGTVALPPDAPLSDLDRR Unmodified _VGGTVVYDNTLWAGTVALPPDAPLSDLDRR_ B4G080_MAIZE 3 1056.8823 3167.6251 1.2322 -0.086679 1.1535 137.16 137.16 1.09E-03 57.97 267620

48393 VGGTVVYDNTLWAGTVALPPDAPLSDLDRR Unmodified _VGGTVVYDNTLWAGTVALPPDAPLSDLDRR_ B4G080_MAIZE 3 1056.8823 3167.6251 1.1768 -0.11886 1.0658 124.8 124.8 2.37E-10 61.44 130890

48394 VGGVLAVSR Unmodified _VGGVLAVSR_ B4FVS8_MAIZE 2 429.2638 856.51305 0.049906 0.061681 0.12439 50.254 50.254 3.13E-03 35.09 3146600

48395 VGGVLAVSR Unmodified _VGGVLAVSR_ B4FVS8_MAIZE 2 429.2638 856.51305 0.14649 0.38516 0.54386 47.778 47.778 7.18E-01 3.63 496320

48396 VGGVMTLVGFPSEIK Unmodified _VGGVMTLVGFPSEIK_ B4FBW5_MAIZE 2 767.4209 1532.8273 0.91928 0.11848 1.0505 100.91 100.91 1.12E-07 60.74 1366400

48397 VGGVMTLVGFPSEIK Unmodified _VGGVMTLVGFPSEIK_ B4FBW5_MAIZE 2 767.4209 1532.8273 0.89043 0.076614 0.98005 101.63 101.63 6.37E-03 59.14 204930

48398 VGGVMTLVGFPSEIK Unmodified _VGGVMTLVGFPSEIK_ B4FBW5_MAIZE 2 767.4209 1532.8273 0.90119 0.096521 1.0107 101.58 101.58 1.26E-03 44.27 183810

48399 VGGVMTLVGFPSEIK Unmodified _VGGVMTLVGFPSEIK_ B4FBW5_MAIZE 2 767.4209 1532.8273 0.86328 0.058657 0.93507 101.53 101.53 1.12E-07 59.51 127800

48400 VGGVMTLVGFPSEIK Unmodified _VGGVMTLVGFPSEIK_ B4FBW5_MAIZE 2 767.4209 1532.8273 0.87617 0.067142 0.95619 101.29 101.29 6.37E-03 49.32 765530

48401 VGGVMTLVGFPSEIK Oxidation (M) _VGGVM(ox)TLVGFPSEIK_ B4FBW5_MAIZE 2 775.41836 1548.8222 0.88273 0.11455 1.0113 88.685 88.685 1.02E-03 43.39 218810

48402 VGGVMTLVGFPSEIK Oxidation (M) _VGGVM(ox)TLVGFPSEIK_ B4FBW5_MAIZE 2 775.41836 1548.8222 0.94006 0.66419 1.6174 88.827 88.827 1.19E-02 27.03 192270

48403 VGGVMTLVGFPSEIK Oxidation (M) _VGGVM(ox)TLVGFPSEIK_ B4FBW5_MAIZE 2 775.41836 1548.8222 0.92513 0.39873 1.3374 88.521 88.521 2.10E-04 37.43 247080

48404 VGGVMTLVGFPSEIK Oxidation (M) _VGGVM(ox)TLVGFPSEIK_ B4FBW5_MAIZE 2 775.41836 1548.8222 0.87058 -0.70485 0.18156 88.493 88.493 4.45E-09 62.64 1221300

48405 VGGWSQVYK Unmodified _VGGWSQVYK_ B6U5U4_MAIZE 2 512.26654 1022.5185 0.04389 1.031 1.0807 60.106 60.106 3.39E-01 20.08 122720

48406 VGGYIFFR Unmodified _VGGYIFFR_ B6T8R8_MAIZE 2 479.7609 957.50724 0.032229 0.18759 0.23039 81.114 81.114 5.06E-02 23.48 206250

48407 VGHDNLIGEIIR Unmodified _VGHDNLIGEIIR_ B6UH55_MAIZE 3 445.91749 1334.7306 0.030005 -0.0419 -0.020379 75.908 75.908 2.46E-02 24.5 5812500

48408 VGHDNLIGEIIR Unmodified _VGHDNLIGEIIR_ B6UH55_MAIZE 3 445.91749 1334.7306 -0.10557 0.013354 -0.10226 76.956 76.956 9.42E-03 38.3 2780100

48409 VGHDNLIGEIIR Unmodified _VGHDNLIGEIIR_ B6UH55_MAIZE 3 445.91749 1334.7306 0.0032541 -0.076778 -0.082851 77.298 77.298 9.42E-03 29.94 5307100

48410 VGHDNLIGEIIR Unmodified _VGHDNLIGEIIR_ B6UH55_MAIZE 3 445.91749 1334.7306 -0.0012082 0.17934 0.16771 76.959 76.959 6.16E-04 29.8 2895200

48411 VGHDNLIGEIIR Unmodified _VGHDNLIGEIIR_ B6UH55_MAIZE 3 445.91749 1334.7306 -0.13654 -0.094267 -0.2388 76.74 76.74 2.46E-02 36.24 15057000

48412 VGHGFDLHR Unmodified _VGHGFDLHR_ B6TL41_MAIZE 3 346.51403 1036.5203 0.89995 -0.084216 0.83279 42.676 42.676 2.35E-01 19.51 359720

48413 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.0026961 0.28341 0.26854 77.786 77.786 1.90E-02 51.04 1052900

48414 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.21712 0.083035 -0.14613 78.538 78.538 3.48E-02 54.04 351870

48415 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.06405 0.13951 0.063663 79.041 79.041 3.48E-02 52.04 676910

48416 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.043833 0.70482 0.64718 78.635 78.635 1.90E-02 55.15 779010

48417 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.13863 0.44641 0.29556 78.497 78.497 1.90E-02 52.38 1268300

48418 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.06145 0.051835 -0.021197 78.805 78.805 1.65E-01 54.65 3016000

48419 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.02339 0.19276 0.1573 78.462 78.462 3.48E-02 51.09 264680

48420 VGIENFIR Unmodified _VGIENFIR_ B6TIN9_MAIZE 2 474.26908 946.52362 -0.1807 0.083906 -0.10856 79.956 79.956 3.48E-02 59.35 305980

48421 VGIIGLGR Unmodified _VGIIGLGR_ B6SRY1_MAIZE 2 392.75561 783.49667 0.49337 0.14279 0.6367 64.366 64.366 7.88E-01 30.65 1015800

48422 VGIIGLGR Unmodified _VGIIGLGR_ B6SRY1_MAIZE 2 392.75561 783.49667 0.40457 0.63364 1.0375 66.132 66.132 1.90E-02 53.02 4408800

48423 VGIPLLPLDAASGASIR Unmodified _VGIPLLPLDAASGASIR_ B6U823_MAIZE 2 825.48288 1648.9512 1.006 0.12043 1.1149 105.63 105.63 2.72E-05 28.17 531170

48424 VGIPTFGPSSEAAALEGSK Unmodified _VGIPTFGPSSEAAALEGSK_ B6SW54_MAIZE 2 909.46762 1816.9207 1.1944 0.002757 1.1917 87.534 87.534 5.89E-20 100.23 541310

48425 VGITVFVPK Unmodified _VGITVFVPK_ B6ST53_MAIZE 2 480.29985 958.58515 -0.16592 0.07938 -0.065581 75.997 75.997 3.32E-02 48.11 1124300
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48426 VGITVFVPK Unmodified _VGITVFVPK_ B6ST53_MAIZE 2 480.29985 958.58515 -0.074283 -0.09324 -0.14469 76.443 76.443 9.73E-03 74.61 4568300

48427 VGITVFVPK Unmodified _VGITVFVPK_ B6ST53_MAIZE 2 480.29985 958.58515 -0.06104 -0.001692 -0.041634 76.074 76.074 1.01E-02 73.83 1537200

48428 VGIVFCGR Unmodified _VGIVFCGR_ B6SGB6_MAIZE 2 454.24455 906.47455 0.0093756 0.28124 0.31733 59.861 59.861 1.00E+00 7.02 2363300

48429 VGIVFCGR Unmodified _VGIVFCGR_ B6SGB6_MAIZE 2 454.24455 906.47455 -0.16818 -0.2696 -0.40837 60.547 60.547 2.92E-02 39.92 942430

48430 VGIVFCGR Unmodified _VGIVFCGR_ B6SGB6_MAIZE 2 454.24455 906.47455 -0.060857 0.51292 0.48028 61.845 61.845 2.92E-02 43.41 1454400

48431 VGLALLNNASAR Unmodified _VGLALLNNASAR_ B6SJZ7_MAIZE 2 599.84876 1197.683 0.25303 0.38203 0.60776 71.895 71.895 1.11E-04 48.88 1317700

48432 VGLALLNNASAR Unmodified _VGLALLNNASAR_ B6SJZ7_MAIZE 2 599.84876 1197.683 0.2269 0.78051 0.97942 72.588 72.588 4.56E-01 13.58 482220

48433 VGLALLNNASAR Unmodified _VGLALLNNASAR_ B6SJZ7_MAIZE 2 599.84876 1197.683 -0.40745 73.337 73.337 7.86E-05 58.03

48434 VGLALLNNASAR Unmodified _VGLALLNNASAR_ B6SJZ7_MAIZE 2 599.84876 1197.683 0.32151 0.18717 0.48081 72.866 72.866 7.72E-03 31.36 292160

48435 VGLALPVLDQMVAEEGNK Unmodified _VGLALPVLDQMVAEEGNK_ B4G0G6_MAIZE 2 942.00078 1881.987 1.1814 -0.036411 1.1363 114.14 114.14 4.65E-12 63.3 146500

48436 VGLAQMLR Oxidation (M) _VGLAQM(ox)LR_ B4FQA2_MAIZE 2 452.25766 902.50077 -0.1155 0.30631 0.17968 49.399 49.399 3.77E-01 17.66 10239

48437 VGLAQMLR Oxidation (M) _VGLAQM(ox)LR_ B4FQA2_MAIZE 2 452.25766 902.50077 0.0062297 4.7423 4.7271 50.892 50.892 7.88E-01 8.19 185770

48438 VGLAQMLR Oxidation (M) _VGLAQM(ox)LR_ B4FQA2_MAIZE 2 452.25766 902.50077 -0.010398 -0.71295 -0.73204 50.061 50.061 4.49E-02 26.73 270450

48439 VGLAQMLR Oxidation (M) _VGLAQM(ox)LR_ B4FQA2_MAIZE 2 452.25766 902.50077 -0.08197 -0.21956 -0.31173 51.231 51.231 2.15E-02 34.6 6848400

48440 VGLAQMLR Unmodified _VGLAQMLR_ B4FQA2_MAIZE 2 444.26021 886.50586 0.050864 0.066825 0.1023 69.847 69.847 1.65E-01 35.83 596350

48441 VGLAQMLR Unmodified _VGLAQMLR_ B4FQA2_MAIZE 2 444.26021 886.50586 -0.038059 0.20242 0.14888 69.643 69.643 1.90E-02 62.55 5124300

48442 VGLEPQIAAQK Unmodified _VGLEPQIAAQK_ B4F9L2_MAIZE 2 577.33241 1152.6503 0.12032 0.36689 0.4694 55.334 55.334 3.60E-06 53.65 833160

48443 VGLGSMAGYGIQSMLK Unmodified _VGLGSMAGYGIQSMLK_ B6TJR6_MAIZE 2 806.41529 1610.816 1.019 0.13421 1.1463 99.29 99.29 1.02E-04 58.02 376750

48444 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 1.0258 -0.17745 0.8252 43.893 43.893 4.49E-02 37.35 13442000

48445 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 0.94427 -0.020369 0.90079 43.699 43.699 9.32E-03 33.2 1302400

48446 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 1.0668 0.071932 1.1137 46.14 46.14 9.32E-03 36.29 1858800

48447 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 0.99435 0.32273 1.2917 45.444 45.444 9.32E-03 42 1518300

48448 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 0.91952 0.4202 1.3148 46.141 46.141 9.32E-03 35.24 1506900

48449 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 1.0934 0.073202 1.1429 45.804 45.804 1.86E-01 25.88 561130

48450 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 1.0273 -0.033479 0.97004 44.175 44.175 9.32E-03 39.6 4303000

48451 VGLIAAR Unmodified _VGLIAAR_ B6TGT0_MAIZE 2 350.22923 698.44391 0.85626 0.10878 0.94015 47.606 47.606 4.46E-01 18.74 73756

48452 VGLIIGK Unmodified _VGLIIGK_ B6U6T8_MAIZE 2 350.24181 698.46906 0.95901 -0.20649 0.74233 55.614 55.614 1.86E-01 23.46 278530

48453 VGLIIGK Unmodified _VGLIIGK_ B6U6T8_MAIZE 2 350.24181 698.46906 1.0516 -0.068376 0.97366 57.318 57.318 4.49E-02 39.11 4471300

48454 VGLIIGK Unmodified _VGLIIGK_ B6U6T8_MAIZE 2 350.24181 698.46906 0.97007 -0.089608 0.8715 56.629 56.629 9.32E-03 48.21 3522900

48455 VGLIQNSIAVPTTCHFADQK Unmodified _VGLIQNSIAVPTTCHFADQK_ B4FSZ8_MAIZE 3 733.7124 2198.1154 0.79389 -0.34273 0.46013 79.578 79.578 2.38E-03 26.05 1595500

48456 VGLLGNPSDVYGGR Unmodified _VGLLGNPSDVYGGR_ B6TGG3_MAIZE 2 702.36752 1402.7205 0.63286 -0.22061 0.42066 75.583 75.583 3.56E-04 60.4 757150

48457 VGLQVPR Unmodified _VGLQVPR_ B4FQW1_MAIZE 2 384.73996 767.46537 0.56486 -0.12565 0.44677 62.732 62.732 7.83E-01 7.07 347030

48458 VGLQVPR Unmodified _VGLQVPR_ B4FQW1_MAIZE 2 384.73996 767.46537 0.57402 0.067331 0.64669 51.729 51.729 4.46E-01 44.53 1472000

48459 VGLSLVLK Unmodified _VGLSLVLK_ Q9SPD7_MAIZE 2 414.7813 827.54804 0.30535 0.19374 0.49092 74.693 74.693 2.92E-02 27.64 371260



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

48460 VGLSLVLK Unmodified _VGLSLVLK_ Q9SPD7_MAIZE 2 414.7813 827.54804 0.31268 -0.056575 0.24931 75.396 75.396 3.77E-01 27.1 245630

48461 VGLSLVLKP Unmodified _VGLSLVLKP_ Q9SPD7_MAIZE 2 463.30768 924.6008 -0.063789 0.17605 0.10682 81.589 81.589 7.18E-01 18.23 501460

48462 VGLSLVLKP Unmodified _VGLSLVLKP_ Q9SPD7_MAIZE 2 463.30768 924.6008 -0.025161 0.043948 0.013728 81.555 81.555 3.39E-01 14.94 716730

48463 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.055672 -0.17002 -0.21644 76.339 76.339 1.53E-11 43.45 9612900

48464 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.1759 -0.068075 -0.23337 77.418 77.418 2.26E-05 34.01 5429900

48465 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 2 700.38825 1398.7619 0.6465 -0.19533 0.46173 77.425 77.425 4.68E-05 87.93 1291400

48466 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.074424 -0.080378 -0.14455 77.694 77.694 2.15E-08 51.57 10447000

48467 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 2 700.38825 1398.7619 0.63945 -0.3163 0.33309 77.697 77.697 6.20E-03 88.27 2648300

48468 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.10921 -0.015719 -0.11624 77.417 77.417 5.97E-15 48.88 8990700

48469 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 2 700.38825 1398.7619 0.63061 -0.17443 0.46561 77.412 77.412 4.68E-05 93.26 2282600

48470 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.18078 -0.096996 -0.26752 77.173 77.173 2.26E-05 38.18 11118000

48471 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 2 700.38825 1398.7619 0.5961 -0.40298 0.20366 77.17 77.17 6.20E-03 93.52 2713500

48472 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.14913 -0.24922 -0.3889 77.334 77.334 2.15E-08 49.28 50015000

48473 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.10647 0.021594 -0.076 77.309 77.309 8.46E-03 40.36 4273500

48474 VGLTGLTVAEHFR Unmodified _VGLTGLTVAEHFR_ ATPBM_MAIZE 3 467.26126 1398.7619 -0.20736 -0.25564 -0.45144 79.82 79.82 8.46E-03 37.11 144890

48475 VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK Unmodified _VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK_ B4FNM4_MAIZE 4 877.22898 3504.8868 1.0828 0.16341 1.2642 124.9 124.9 6.48E-01 3.46 3090500

48476 VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK Unmodified _VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK_ B4FNM4_MAIZE 4 877.22898 3504.8868 1.0435 -0.017175 1.045 125.73 125.73 4.55E-01 8.99 1179400

48477 VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK Unmodified _VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK_ B4FNM4_MAIZE 4 877.22898 3504.8868 1.0601 0.053742 1.1321 126.1 126.1 1.00E+00 1.17 710410

48478 VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK Unmodified _VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK_ B4FNM4_MAIZE 3 1169.3029 3504.8868 1.1492 -0.04017 1.1278 126.1 126.1 1.00E+00 6.06 7133200

48479 VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK Unmodified _VGLVAPVDVVVPPGNTGLDPSQTSFFQVLNIPTK_ B4FNM4_MAIZE 4 877.22898 3504.8868 1.0714 0.07738 1.1665 126.09 126.09 2.43E-02 19.8 4462000

48480 VGLVFTQAVGR Unmodified _VGLVFTQAVGR_ B4FHK5_MAIZE 2 573.83512 1145.6557 0.16842 0.064649 0.25197 75.061 75.061 4.43E-05 60.72 885450

48481 VGLVYQLNIAPK Unmodified _VGLVYQLNIAPK_ B6TQ98_MAIZE 2 657.89264 1313.7707 0.38227 -0.5284 -0.1569 86.061 86.061 1.98E-03 34.29 287770

48482 VGMFGVYDGHGGVR Unmodified _VGMFGVYDGHGGVR_ B4FW31_MAIZE 3 484.23472 1449.6823 -0.11396 -0.036109 -0.12297 68.214 68.214 1.69E-02 25.94 1451600

48483 VGMLEINR Oxidation (M) _VGM(ox)LEINR_ B4FFV2_MAIZE 2 474.25258 946.4906 -0.23934 0.11881 -0.13765 47.33 47.33 2.15E-02 54.93 407860

48484 VGMLEINR Oxidation (M) _VGM(ox)LEINR_ B4FFV2_MAIZE 2 474.25258 946.4906 -0.18665 0.74529 0.53941 50.339 50.339 1.33E-01 73.43 280100

48485 VGMLEINR Unmodified _VGMLEINR_ B4FFV2_MAIZE 2 466.25512 930.49569 -0.20179 0.30941 0.085142 61.038 61.038 1.65E-01 42.49 189860

48486 VGMLEINR Unmodified _VGMLEINR_ B4FFV2_MAIZE 2 466.25512 930.49569 -0.17898 0.23799 0.037343 62.914 62.914 3.48E-02 51.74 277200

48487 VGMSCEGCVGAVK Unmodified _VGMSCEGCVGAVK_ B6SPL7_MAIZE 2 677.30161 1352.5887 0.56841 -0.26493 0.32634 48.436 48.436 4.68E-05 70.93 1359100

48488 VGMSCEGCVGAVK Oxidation (M) _VGM(ox)SCEGCVGAVK_ B6SPL7_MAIZE 2 685.29907 1368.5836 0.44344 -1.109 -0.6374 38.048 38.048 1.54E-02 32.74 1508700

48489 VGMSCEGCVGAVK Oxidation (M) _VGM(ox)SCEGCVGAVK_ B6SPL7_MAIZE 2 685.29907 1368.5836 0.59399 -0.1206 0.49984 41.557 41.557 8.43E-03 44.59 107470

48490 VGMVTQGPPAR Unmodified _VGMVTQGPPAR_ B6TQ06_MAIZE 2 556.79768 1111.5808 0.12201 0.14277 0.27525 43.884 43.884 3.57E-04 43.26 700450

48491 VGMVTQGPPAR Unmodified _VGMVTQGPPAR_ B6TQ06_MAIZE 2 556.79768 1111.5808 0.12029 0.094755 0.22669 45.921 45.921 3.83E-01 38.62 362190

48492 VGMVTQGPPAR Unmodified _VGMVTQGPPAR_ B6TQ06_MAIZE 2 556.79768 1111.5808 0.014522 0.21871 0.24358 46.843 46.843 4.48E-03 39.3 1517600

48493 VGMVTQGPPAR Oxidation (M) _VGM(ox)VTQGPPAR_ B6TQ06_MAIZE 2 564.79514 1127.5757 0.082521 0.46036 0.5556 33.608 33.608 7.13E-03 50.99 50845
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48494 VGMVTQGPPAR Oxidation (M) _VGM(ox)VTQGPPAR_ B6TQ06_MAIZE 2 564.79514 1127.5757 0.15731 0.14958 0.32163 36.561 36.561 1.67E-02 27.7 69304

48495 VGMVTQGPPAR Oxidation (M) _VGM(ox)VTQGPPAR_ B6TQ06_MAIZE 2 564.79514 1127.5757 0.22865 -0.021375 0.22194 35.659 35.659 4.96E-02 38.69 59154

48496 VGMVTQGPPAR Oxidation (M) _VGM(ox)VTQGPPAR_ B6TQ06_MAIZE 2 564.79514 1127.5757 0.19937 0.13623 0.34908 36.465 36.465 1.96E-02 27.49 109900

48497 VGMVTQGPPAR Oxidation (M) _VGM(ox)VTQGPPAR_ B6TQ06_MAIZE 2 564.79514 1127.5757 0.05968 -0.33212 -0.25761 37.334 37.334 1.74E-08 56.43 604290

48498 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 3 434.2142 1299.6208 0.14137 0.55163 0.68528 44.762 44.762 4.08E-01 24.84 887760

48499 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 3 434.2142 1299.6208 0.046139 0.21699 0.25863 45.613 45.613 1.84E-01 15.79 19914

48500 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 3 434.2142 1299.6208 0.097331 0.36375 0.45427 46.36 46.36 7.21E-01 8.56 403950

48501 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 3 434.2142 1299.6208 0.11552 0.065741 0.17675 46.815 46.815 1.79E-02 18.26 533470

48502 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 3 434.2142 1299.6208 0.025106 0.056588 0.075276 47.708 47.708 1.79E-02 24.12 4085700

48503 VGNAFDNHIDAK Unmodified _VGNAFDNHIDAK_ B6T484_MAIZE 2 650.81766 1299.6208 0.42473 -0.19733 0.22342 47.702 47.702 2.05E-12 65.82 995250

48504 VGNELGAGNPR Unmodified _VGNELGAGNPR_ B4G210_MAIZE 2 542.28071 1082.5469 0.10615 -0.14249 -0.04699 36.221 36.221 4.48E-03 72.96 299890

48505 VGNILGDTNVNINFMSVGR Oxidation (M) _VGNILGDTNVNINFM(ox)SVGR_ B4FWI4_MAIZE 2 1018.5151 2035.0157 1.3186 -0.10417 1.2207 95.189 95.189 1.10E-40 89.99 268580

48506 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.66289 -0.15468 0.51221 73.12 73.12 1.95E-13 52.82 2403200

48507 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.66899 -0.074801 0.59795 73.749 73.749 3.56E-04 48.64 998930

48508 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.65516 -0.056531 0.6023 74.277 74.277 2.96E-06 48.25 1844000

48509 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.67084 -0.12228 0.55201 73.864 73.864 2.96E-06 58.26 1071600

48510 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.65528 -0.061769 0.59756 73.748 73.748 2.96E-06 41.6 1551200

48511 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.62419 -0.29718 0.33036 74.163 74.163 7.64E-09 48.44 15865000

48512 VGPALACGNTLVLK Unmodified _VGPALACGNTLVLK_ Q43274_MAIZE 2 706.90013 1411.7857 0.66422 0.3204 0.98751 73.999 73.999 3.56E-04 52.43 691040

48513 VGPGLYTEIGK Unmodified _VGPGLYTEIGK_ Q9SPD8_MAIZE 2 567.31369 1132.6128 0.13887 -0.020837 0.11555 64.351 64.351 1.67E-02 55.77 1735000

48514 VGPGLYTEIGK Unmodified _VGPGLYTEIGK_ Q9SPD8_MAIZE 2 567.31369 1132.6128 0.068816 0.37587 0.44165 65.051 65.051 3.83E-01 28.33 327450

48515 VGPGLYTEIGK Unmodified _VGPGLYTEIGK_ Q9SPD8_MAIZE 2 567.31369 1132.6128 0.19135 -0.12987 0.06003 66.144 66.144 1.47E-01 27.26 352940

48516 VGPGLYTEIGK Unmodified _VGPGLYTEIGK_ Q9SPD8_MAIZE 2 567.31369 1132.6128 0.068241 -0.28225 -0.2159 64.888 64.888 1.00E+00 4.61 726080

48517 VGPIIAK Unmodified _VGPIIAK_ B6TL91_MAIZE 2 349.23398 696.45341 1.086 -0.36019 0.70855 41.716 41.716 1.00E+00 3.56 175500

48518 VGPIIAK Unmodified _VGPIIAK_ B6TL91_MAIZE 2 349.23398 696.45341 1.0746 0.16972 1.2276 41.06 41.06 4.46E-01 21.4 296740

48519 VGPIIAK Unmodified _VGPIIAK_ B6TL91_MAIZE 2 349.23398 696.45341 0.97686 0.020256 0.97965 41.678 41.678 1.86E-01 27.93 990670

48520 VGPIIAK Unmodified _VGPIIAK_ B6TL91_MAIZE 2 349.23398 696.45341 1.0648 -0.063224 0.98581 41.426 41.426 8.04E-02 31.5 3407700

48521 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.22532 -0.037651 0.19789 90.505 90.505 1.75E-02 34.46 7249800

48522 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 2 899.52729 1797.04 1.1617 -0.051006 1.1202 90.506 90.506 2.72E-05 47.85 480970

48523 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.21155 -0.11206 0.10972 102.26 102.26 4.33E-01 16.36 43458

48524 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.20192 -0.080338 0.13201 107.23 107.23 1.19E-01 15.73 56792

48525 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.20944 0.22218 0.44027 91.258 91.258 6.49E-01 21.33 1684000

48526 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.26679 -0.13493 0.141 91.202 91.202 4.33E-01 19.09 1043300

48527 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.25525 -0.097214 0.16806 91.066 91.066 5.01E-03 35.57 1858400
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48528 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.28408 -0.18396 0.10977 91.154 91.154 4.33E-01 15.98 987400

48529 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.15202 -0.16106 0.0010467 91.567 91.567 1.75E-02 29.57 4595900

48530 VGPITPLPDLVTIHTPK Unmodified _VGPITPLPDLVTIHTPK_ B6TB97_MAIZE 3 600.02062 1797.04 0.17925 -0.003305 0.18606 93.382 93.382 4.34E-02 19.11 819870

48531 VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV Unmodified _VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV_ B6TB97_MAIZE 4 860.46843 3437.8446 1.0487 -0.35298 0.69932 105.22 105.22 5.81E-01 2.81 4041700

48532 VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV Unmodified _VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV_ B6TB97_MAIZE 4 860.46843 3437.8446 1.0669 -0.25696 0.8138 106.35 106.35 1.00E+00 1.93 720140

48533 VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV Unmodified _VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV_ B6TB97_MAIZE 4 860.46843 3437.8446 1.082 -0.024985 1.0599 121.05 121.05 8.00E-01 4.62 525720

48534 VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV Unmodified _VGPITPLPDLVTIHTPKDEDEPRPPVLAPPEV_ B6TB97_MAIZE 4 860.46843 3437.8446 1.0288 0.028049 1.0605 128.79 128.79 8.00E-01 8.97 900890

48535 VGPITPLPDLVTIHTPKEEDELRPPVLAAEV Unmodified _VGPITPLPDLVTIHTPKEEDELRPPVLAAEV_ B6TM40_MAIZE 4 837.21307 3344.8232 1.0367 -0.14487 0.88961 109.88 109.88 7.58E-01 5.23 3289800

48536 VGPITPLPDLVTIHTPKEEDELRPPVLAAEV Unmodified _VGPITPLPDLVTIHTPKEEDELRPPVLAAEV_ B6TM40_MAIZE 4 837.21307 3344.8232 1.013 0.0193 1.0295 110.91 110.91 1.62E-01 8.34 668950

48537 VGPQICMLK Unmodified _VGPQICMLK_ B4G0S0_MAIZE 2 523.28028 1044.546 0.013148 0.071745 0.085332 65.605 65.605 3.39E-01 21.55 524620

48538 VGPWGGSGGSPVDITAEPQR Unmodified _VGPWGGSGGSPVDITAEPQR_ B6T315_MAIZE 2 983.9845 1965.9545 1.157 -0.21097 0.96153 79.956 79.956 2.77E-53 115.7 720820

48539 VGPWGGSGGSPVDITAEPQR Unmodified _VGPWGGSGGSPVDITAEPQR_ B6T315_MAIZE 2 983.9845 1965.9545 1.1521 -0.33746 0.83004 80.466 80.466 3.12E-37 135.31 446920

48540 VGPWGGSGGSPVDITAEPQR Unmodified _VGPWGGSGGSPVDITAEPQR_ B6T315_MAIZE 2 983.9845 1965.9545 1.1694 -0.38922 0.79565 80.13 80.13 9.41E-18 82.29 387130

48541 VGPWGGSGGSPVDITAEPQR Unmodified _VGPWGGSGGSPVDITAEPQR_ B6T315_MAIZE 2 983.9845 1965.9545 1.2841 -0.65113 0.64847 79.875 79.875 9.41E-18 101.66 216250

48542 VGPWGGSGGSPVDITAEPQR Unmodified _VGPWGGSGGSPVDITAEPQR_ B6T315_MAIZE 2 983.9845 1965.9545 1.2002 -0.15425 1.0612 80.215 80.215 4.56E-22 95.94 1939300

48543 VGQMTQIER Oxidation (M) _VGQM(ox)TQIER_ Q9XE93_MAIZE 2 539.2715 1076.5284 0.10443 -0.14005 -0.037017 31.944 31.944 1.01E-02 31.47 71527

48544 VGQMTQIER Oxidation (M) _VGQM(ox)TQIER_ Q9XE93_MAIZE 2 539.2715 1076.5284 0.078827 -0.068552 0.0091891 31.796 31.796 9.73E-03 38.57 203060

48545 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.10415 -0.28812 -0.39827 36.24 36.24 3.60E-06 73.5 18041000

48546 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.24028 -0.14388 -0.38899 36.461 36.461 5.66E-08 62.78 313060

48547 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.17134 -0.39699 -0.57271 35.415 35.415 6.35E-09 91.44 14101000

48548 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.1098 -0.44162 -0.55697 38.136 38.136 6.35E-09 83.84 16467000

48549 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.14158 -0.36553 -0.51303 37.284 37.284 1.62E-12 91.19 17803000

48550 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.24192 -0.39757 -0.64482 37.919 37.919 9.05E-18 86.61 32216000

48551 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.14675 -0.21176 -0.36499 38.807 38.807 1.62E-12 80.83 8081500

48552 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.18828 -0.52697 -0.71957 36.019 36.019 6.35E-09 83.58 7743500

48553 VGQVAAVASAK Unmodified _VGQVAAVASAK_ B6U4D6_MAIZE 2 500.79292 999.57129 -0.23311 0.21665 -0.022781 39.606 39.606 1.62E-12 86.75 5609700

48554 VGQVIIFVR Unmodified _VGQVIIFVR_ B6SLS0_MAIZE 2 515.82403 1029.6335 -0.052396 0.18386 0.14272 76.042 76.042 3.39E-01 14.84 654610

48555 VGQVPVQK Unmodified _VGQVPVQK_ B4FHE5_MAIZE 2 427.75835 853.50215 -0.048248 0.3496 0.31761 33.878 33.878 5.06E-02 34.85 161250

48556 VGSAANWAAWDEAI Unmodified _VGSAANWAAWDEAI_ B6T2A6_MAIZE 2 730.84387 1459.6732 0.77452 0.4366 1.1962 107.79 107.79 1.29E-01 7.64 143410

48557 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.63442 0.24274 0.85877 25.378 25.378 3.77E-01 19.38 93144

48558 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.57137 0.27285 0.82559 26.097 26.097 3.77E-01 20.62 143290

48559 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.56331 0.25902 0.80534 25.648 25.648 1.65E-01 28.57 93600

48560 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.5627 0.402 0.94636 25.701 25.701 3.77E-01 32.95 41228

48561 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.61371 0.080361 0.67575 26.412 26.412 1.65E-01 33.77 232270
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48562 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.72043 -0.086593 0.61656 25.221 25.221 1.00E+00 11.95 17708

48563 VGSAAQIK Unmodified _VGSAAQIK_ ATPA_MAIZE 2 387.22943 772.4443 0.3739 0.64381 0.99842 27.6 27.6 1.00E+00 20.09 10240

48564 VGSDTGGWSEIYSFISR Unmodified _VGSDTGGWSEIYSFISR_ B6UE38_MAIZE 2 930.94177 1859.869 1.1656 -0.044188 1.1273 117.93 117.93 1.02E-03 59.73 120640

48565 VGSDTGGWSEIYSFISR Unmodified _VGSDTGGWSEIYSFISR_ B6UE38_MAIZE 2 930.94177 1859.869 1.3609 -0.85609 0.51138 117.61 117.61 1.22E-02 31.63 39964

48566 VGSGEVEHIK Unmodified _VGSGEVEHIK_ B4FAV5_MAIZE 3 352.1891 1053.5455 0.90183 0.19068 1.0898 31.279 31.279 2.99E-03 38.45 115250

48567 VGSGEVEHIK Unmodified _VGSGEVEHIK_ B4FAV5_MAIZE 3 352.1891 1053.5455 1.1028 -0.3615 0.73984 33.906 33.906 1.25E-01 25.51 80904

48568 VGSGPFPTELFGEEGDR Unmodified _VGSGPFPTELFGEEGDR_ PURA_MAIZE 2 897.42067 1792.8268 1.1411 0.11996 1.2713 96.014 96.014 2.72E-05 52.71 1038900

48569 VGSGPFPTELFGEEGDRLR Unmodified _VGSGPFPTELFGEEGDRLR_ PURA_MAIZE 3 688.3446 2062.012 0.6502 0.054173 0.70818 93.084 93.084 2.20E-01 31.36 815690

48570 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.2115 -0.031347 1.1804 62.789 62.789 1.10E-25 61.18 761390

48571 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.1685 -0.060627 1.1076 63.224 63.224 4.15E-45 76.55 861120

48572 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.1433 -0.20113 0.9426 64.436 64.436 1.27E-12 68.29 1762400

48573 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.148 -0.072954 1.0747 63.818 63.818 1.39E-52 97.14 902640

48574 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.1732 -0.33916 0.83439 64.091 64.091 1.10E-25 79.87 3887100

48575 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 2 971.98619 1941.9578 1.1401 -0.30842 0.83202 64.388 64.388 1.18E-19 87.94 7687100

48576 VGSQNGVQMLSPSEIPQR Oxidation (M) _VGSQNGVQM(ox)LSPSEIPQR_ BGLC_MAIZE 3 648.32655 1941.9578 0.45954 -0.20543 0.25423 64.399 64.399 9.13E-03 26.91 1746100

48577 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 2 963.98873 1925.9629 1.1662 -0.017863 1.1459 72.134 72.134 1.18E-19 84.57 2268600

48578 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 2 963.98873 1925.9629 1.1533 -0.14887 1.0028 72.598 72.598 3.54E-16 79.97 200000

48579 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 2 963.98873 1925.9629 1.1561 0.16286 1.317 73.267 73.267 3.54E-16 80.87 377260

48580 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 2 963.98873 1925.9629 1.2224 -0.11769 1.1025 72.75 72.75 1.77E-34 106.45 910820

48581 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 2 963.98873 1925.9629 1.1436 -0.1616 0.98003 73.291 73.291 8.00E-45 106.4 4375100

48582 VGSQNGVQMLSPSEIPQR Unmodified _VGSQNGVQMLSPSEIPQR_ BGLC_MAIZE 3 642.99491 1925.9629 0.42619 0.062707 0.4858 73.293 73.293 9.21E-01 8.13 1116700

48583 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.052817 -0.19327 -0.26779 46.733 46.733 4.43E-05 69.58 14515000

48584 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.080491 0.27699 0.17277 46.595 46.595 4.43E-05 62.13 3555600

48585 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.011761 -0.20133 -0.23446 49.08 49.08 4.48E-03 60.16 6347900

48586 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.047974 -0.19617 -0.26659 48.337 48.337 4.43E-05 68.85 6545100

48587 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.096579 -0.013977 -0.13301 49.134 49.134 4.43E-05 83.09 5652500

48588 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.023943 0.012473 -0.034164 48.81 48.81 3.57E-04 65.8 2959000

48589 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.11699 0.025136 -0.1149 49.58 49.58 5.66E-08 83.6 54265000

48590 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.049214 3.7546 3.6766 47.118 47.118 1.67E-02 55.17 3816700

48591 VGSSESALLAK Unmodified _VGSSESALLAK_ B4FNM4_MAIZE 2 531.2955 1060.5764 -0.093733 3.5082 3.3861 50.375 50.375 4.48E-03 68.96 568410

48592 VGSSTDLIVQR Unmodified _VGSSTDLIVQR_ B6SKY4_MAIZE 2 587.82495 1173.6354 0.16971 0.15236 0.32955 53.358 53.358 4.43E-05 80.84 205290

48593 VGSSTDLIVQR Unmodified _VGSSTDLIVQR_ B6SKY4_MAIZE 2 587.82495 1173.6354 0.24487 0.18372 0.43649 55.379 55.379 1.67E-02 57.54 438230

48594 VGSTDGVIR Unmodified _VGSTDGVIR_ B4FZ01_MAIZE 2 452.24835 902.48214 0.017744 -0.36836 -0.33126 37.959 37.959 3.32E-02 42.42 210210

48595 VGSTDGVIR Unmodified _VGSTDGVIR_ B4FZ01_MAIZE 2 452.24835 902.48214 -0.0027051 -0.50617 -0.4895 38.677 38.677 7.18E-01 26.8 279850
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48596 VGSTIFGAR Unmodified _VGSTIFGAR_ B4FAQ2_MAIZE 2 454.25343 906.49232 -0.039834 0.44491 0.4133 53.818 53.818 1.01E-02 61.21 1697100

48597 VGTASRPLLDQPSGDPYTMAFSK Oxidation (M) _VGTASRPLLDQPSGDPYTM(ox)AFSK_ B4FPS0_MAIZE 3 818.73717 2453.1897 1.0202 -0.11627 0.90711 75.039 75.039 5.44E-06 42.59 321010

48598 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.50819 -0.063314 0.43931 63.964 63.964 1.68E-09 74.36 3276500

48599 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.43951 -0.10543 0.32894 64.85 64.85 1.11E-04 56.46 99651

48600 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.50175 -0.18434 0.31304 64.31 64.31 1.11E-04 73.37 1193200

48601 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.50563 -0.063795 0.43601 65.566 65.566 2.62E-07 73.24 2715700

48602 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.55756 0.12625 0.67867 64.94 64.94 2.62E-07 58.89 2493100

48603 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.5048 0.097866 0.59745 65.281 65.281 1.68E-09 71.19 1127900

48604 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.4568 -0.32605 0.1259 65.525 65.525 1.68E-09 73.13 16146000

48605 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.4629 -0.12758 0.33101 64.335 64.335 2.05E-12 93.37 791000

48606 VGTELVGEQLER Unmodified _VGTELVGEQLER_ B4G072_MAIZE 2 665.35407 1328.6936 0.53427 -0.11058 0.41866 66.57 66.57 1.11E-04 64.1 301760

48607 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.42868 -0.15164 0.27879 48.792 48.792 2.62E-07 62.56 1149300

48608 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.38382 -1.467 -1.0782 48.334 48.334 7.72E-03 42.89 722420

48609 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.37947 -0.083632 0.2974 50.858 50.858 2.62E-07 65.27 618500

48610 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.429 -1.0271 -0.59522 49.994 49.994 2.62E-07 80.74 632450

48611 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.36651 -0.3526 0.016068 50.917 50.917 1.11E-04 62.68 4575000

48612 VGTEVAGDQLER Unmodified _VGTEVAGDQLER_ Q8W2B7_MAIZE 2 637.32277 1272.631 0.33942 -1.2147 -0.87165 52.174 52.174 1.60E-02 56 104700

48613 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 3 553.64522 1657.9138 0.12748 0.22965 0.35601 123.25 123.25 1.00E+00 13.31 483150

48614 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 1.0154 -0.071188 0.94425 123.66 123.66 5.87E-44 137.13 2269900

48615 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 0.9572 -0.011518 0.94578 123.89 123.89 1.82E-38 100.59 4019000

48616 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 1.0022 0.23396 1.2354 124 124 1.82E-38 137.18 2358000

48617 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 3 553.64522 1657.9138 0.11688 0.016213 0.1334 123.99 123.99 1.00E+00 0.45 206090

48618 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 1.04 0.44905 1.4888 123.49 123.49 1.42E-33 85.78 1235900

48619 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 1.0293 0.40125 1.4295 124.41 124.41 1.42E-33 85.41 2541200

48620 VGTLDSLLALSDDLVK Unmodified _VGTLDSLLALSDDLVK_ B4FMY6_MAIZE 2 829.96419 1657.9138 1.0191 0.43117 1.4492 123.58 123.58 7.73E-25 87.56 18027000

48621 VGTLGLDMMFR Oxidation (M) _VGTLGLDMM(ox)FR_ Q8W4W3_MAIZE 2 628.31231 1254.6101 0.38183 0.1784 0.56989 86.504 86.504 6.12E-08 59.26 1378000

48622 VGTLGLDMMFR Unmodified _VGTLGLDMMFR_ Q8W4W3_MAIZE 2 620.31485 1238.6151 0.35953 1.6935 2.0556 100.33 100.33 4.43E-05 53.47 544570

48623 VGTVPGVEIGDIFYFR Unmodified _VGTVPGVEIGDIFYFR_ B6U899_MAIZE 2 884.96706 1767.9196 1.2037 0.38881 1.6079 117.07 117.07 2.01E-03 55.97 153290

48624 VGVEPQFR Unmodified _VGVEPQFR_ B6TEB2_MAIZE 2 466.25343 930.49232 -0.11464 0.004614 -0.10156 53.401 53.401 1.65E-01 21.79 3354100

48625 VGVIIGK Unmodified _VGVIIGK_ B6U6T8_MAIZE 2 343.23398 684.45341 1.1785 -0.32205 0.86104 47.067 47.067 4.49E-02 39.23 2483600

48626 VGVIIGK Unmodified _VGVIIGK_ B6U6T8_MAIZE 2 343.23398 684.45341 1.2082 -0.099971 1.1127 49.138 49.138 1.86E-01 33.14 607780

48627 VGVIIGK Unmodified _VGVIIGK_ B6U6T8_MAIZE 2 343.23398 684.45341 1.0758 -6.05E-05 1.0801 46.389 46.389 8.04E-02 42.02 2639900

48628 VGVIIGK Unmodified _VGVIIGK_ B6U6T8_MAIZE 2 343.23398 684.45341 1.1103 -0.14908 0.96637 48.488 48.488 9.32E-03 38.6 594900

48629 VGVLTGAQGEIR Unmodified _VGVLTGAQGEIR_ B6T6D4_MAIZE 2 600.34077 1198.667 0.17317 0.28091 0.4589 60.459 60.459 1.98E-03 53.34 1332900
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48630 VGVNTIPAIEEVNIFK Unmodified _VGVNTIPAIEEVNIFK_ B4FFP6_MAIZE 2 871.98799 1741.9614 1.0414 0.2224 1.2573 110.24 110.24 9.46E-03 45.92 527900

48631 VGVPVLGVVENMSGLR Oxidation (M) _VGVPVLGVVENM(ox)SGLR_ B4FU40_MAIZE 2 821.45326 1640.892 1.0315 0.28482 1.3289 91.655 91.655 1.02E-04 31.61 252180

48632 VGVPVLGVVENMSGLR Oxidation (M) _VGVPVLGVVENM(ox)SGLR_ B4FU40_MAIZE 2 821.45326 1640.892 1.0317 0.40549 1.4489 92.375 92.375 1.48E-07 54.42 289080

48633 VGVPVLGVVENMSGLR Unmodified _VGVPVLGVVENMSGLR_ B4FU40_MAIZE 2 813.45581 1624.8971 1.013 -0.28127 0.74253 113.02 113.02 1.48E-07 62.1 236880

48634 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.51206 -0.024863 0.49625 43.09 43.09 1.86E-01 36.85 2361100

48635 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.39046 -0.35041 0.050148 42.841 42.841 4.49E-02 47.8 1710400

48636 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.49664 -0.37818 0.12858 45.423 45.423 4.46E-01 38.31 1503100

48637 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.4563 -0.39413 0.072901 44.698 44.698 8.04E-02 42.59 1718100

48638 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.47492 0.18127 0.664 45.998 45.998 4.46E-01 21.97 841470

48639 VGVSNFR Unmodified _VGVSNFR_ B6SV32_MAIZE 2 389.71394 777.41334 0.50337 0.12702 0.63972 43.218 43.218 4.46E-01 37.76 795890

48640 VGVSYTQTDGQK Unmodified _VGVSYTQTDGQK_ PURA_MAIZE 2 641.81732 1281.6201 0.47592 0.40677 0.89903 40.105 40.105 1.11E-04 51.15 918250

48641 VGVSYTQTDGQK Unmodified _VGVSYTQTDGQK_ PURA_MAIZE 2 641.81732 1281.6201 0.41564 0.11235 0.54429 42.261 42.261 1.98E-03 52.19 315670

48642 VGVSYTQTDGQK Unmodified _VGVSYTQTDGQK_ PURA_MAIZE 2 641.81732 1281.6201 0.4461 -0.10154 0.36117 41.475 41.475 7.72E-03 58.65 415530

48643 VGVSYTQTDGQK Unmodified _VGVSYTQTDGQK_ PURA_MAIZE 2 641.81732 1281.6201 0.47164 -0.0639 0.42403 42.31 42.31 1.11E-04 66.7 456300

48644 VGVSYTQTDGQK Unmodified _VGVSYTQTDGQK_ PURA_MAIZE 2 641.81732 1281.6201 0.38629 0.1342 0.53767 42.261 42.261 1.68E-09 64.07 4499100

48645 VGVVEFLNGVGK Unmodified _VGVVEFLNGVGK_ B6TT08_MAIZE 2 609.34806 1216.6816 0.1782 0.43155 0.62788 93.939 93.939 1.11E-04 45.95 176230

48646 VGVVIGK Unmodified _VGVVIGK_ B4FWM3_MAIZE 2 336.22616 670.43776 1.3262 -0.46401 0.88347 42.938 42.938 4.46E-01 19.43 851510

48647 VGVVLSGGQAPGGHNVICGIFDYLQER Unmodified _VGVVLSGGQAPGGHNVICGIFDYLQER_ B4FQM2_MAIZE 3 948.14834 2841.4232 1.1971 -0.41705 0.79515 122.13 122.13 1.20E-19 71.99 1920300

48648 VGWSDEGSPER Unmodified _VGWSDEGSPER_ Q41743_MAIZE 2 609.77292 1217.5313 0.34051 0.31145 0.65139 49.503 49.503 3.57E-04 44.26 570970

48649 VGYAFR Unmodified _VGYAFR_ B6SGY5_MAIZE 2 356.69248 711.37041 0.74118 -0.037701 0.69957 50.43 50.43 2.78E-01 24.82 449900

48650 VGYIAFPNEADGFHDQLLK Unmodified _VGYIAFPNEADGFHDQLLK_ B6TMW7_MAIZE 3 712.02498 2133.0531 0.70759 -0.064492 0.64101 93.933 93.933 9.90E-01 8.21 1034700

48651 VGYIAFPNEADGFHDQLLK Unmodified _VGYIAFPNEADGFHDQLLK_ B6TMW7_MAIZE 3 712.02498 2133.0531 0.64429 -0.4374 0.2052 94.609 94.609 2.45E-02 18.57 480660

48652 VGYIAFPNEADGFHDQLLK Unmodified _VGYIAFPNEADGFHDQLLK_ B6TMW7_MAIZE 3 712.02498 2133.0531 0.72049 -0.31732 0.40101 94.63 94.63 9.90E-01 0.89 372380

48653 VGYIAFPNEADGFHDQLLK Unmodified _VGYIAFPNEADGFHDQLLK_ B6TMW7_MAIZE 3 712.02498 2133.0531 0.69023 -0.36597 0.32247 94.259 94.259 2.20E-01 11.71 1013800

48654 VGYIGPPADFNYDHEHLGTGPQTLVEITEGR Unmodified _VGYIGPPADFNYDHEHLGTGPQTLVEITEGR_ B4F8V5_MAIZE 4 846.41392 3381.6266 1.0282 0.032109 1.065 101.67 101.67 9.16E-02 21.56 1514600

48655 VGYMLHDR Unmodified _VGYMLHDR_ B4FN51_MAIZE 3 330.83237 989.47529 1.3058 -0.069282 1.2323 43.703 43.703 2.47E-01 28.64 4226300

48656 VGYMLHDR Unmodified _VGYMLHDR_ B4FN51_MAIZE 2 495.74492 989.47529 -0.12248 -0.069282 -0.196 43.706 43.706 3.48E-02 55.33 798230

48657 VGYMLHDR Oxidation (M) _VGYM(ox)LHDR_ B4FN51_MAIZE 3 336.16401 1005.4702 1.3542 -0.13823 1.2151 35.366 35.366 2.47E-01 28.49 110160

48658 VGYNYELSLR Unmodified _VGYNYELSLR_ B6TUV0_MAIZE 2 607.31422 1212.6139 0.24603 0.38808 0.61178 71.974 71.974 2.81E-03 60.04 1188300

48659 VGYPIITDKLDELYEK Unmodified _VGYPIITDKLDELYEK_ B6TEB5_MAIZE 3 632.67154 1894.9928 0.44278 0.023896 0.45015 95.62 95.62 1.90E-03 34 432360

48660 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.0616 -0.1264 0.93456 96.425 96.425 7.01E-11 54.89 528190

48661 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.024 0.28366 1.307 96.977 96.977 2.05E-04 78.59 328730

48662 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.0406 0.43998 1.4792 97.062 97.062 1.02E-23 70.06 509390

48663 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.0773 -0.006337 1.0707 96.957 96.957 7.01E-11 77.58 416100
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48664 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.0168 -0.44968 0.56719 97.11 97.11 2.05E-04 54.12 1756100

48665 VGYTITTDALDQLYK Unmodified _VGYTITTDALDQLYK_ B4G1C9_MAIZE 2 850.94071 1699.8669 1.119 -0.2076 0.91168 96.951 96.951 1.12E-07 40.02 207970

48666 VHAACGPTVSCADVTALATR Unmodified _VHAACGPTVSCADVTALATR_ B4FG39_MAIZE 3 686.33494 2055.983 0.5917 -0.2677 0.33952 67.639 67.639 4.53E-07 57.06 4819500

48667 VHAAENAKPLEK Unmodified _VHAAENAKPLEK_ B6TDS2_MAIZE 3 436.24198 1305.7041 0.19582 0.023065 0.18504 24.94 24.94 1.79E-02 15.6 94351

48668 VHAAENAKPLEK Unmodified _VHAAENAKPLEK_ B6TDS2_MAIZE 3 436.24198 1305.7041 -0.045136 0.26592 0.18722 23.381 23.381 1.00E+00 5.09 11304

48669 VHAAENAKPLEK Unmodified _VHAAENAKPLEK_ B6TDS2_MAIZE 3 436.24198 1305.7041 0.1952 0.11669 0.27691 24.802 24.802 7.21E-01 8.53 25071

48670 VHAAENAKPLEK Unmodified _VHAAENAKPLEK_ B6TDS2_MAIZE 3 436.24198 1305.7041 0.22153 0.15082 0.33798 25.428 25.428 1.84E-01 14.35 12555

48671 VHAAENAKPLEK Unmodified _VHAAENAKPLEK_ B6TDS2_MAIZE 3 436.24198 1305.7041 0.13827 0.088484 0.19203 24.363 24.363 2.42E-04 26 402820

48672 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.15607 -0.18247 0.001413 31.193 31.193 4.48E-03 31.28 411030

48673 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.089886 -0.057968 0.060276 29.889 29.889 4.48E-03 25.94 309250

48674 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 3 381.52935 1141.5662 0.53273 -0.33741 0.2244 29.889 29.889 9.50E-01 5.05 677290

48675 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.1598 -0.10133 0.086119 32.51 32.51 5.66E-08 49.17 281910

48676 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.18647 -0.11182 0.103 31.596 31.596 4.48E-03 28.09 215600

48677 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.17688 0.07564 0.28114 69.723 69.723 1.00E+00 7.04 676090

48678 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.1225 -0.68105 -0.52898 32.247 32.247 3.57E-04 38.47 79766

48679 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 3 381.52935 1141.5662 0.65899 -0.20258 0.48522 32.297 32.297 9.50E-01 4.31 1216100

48680 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.15358 -0.56086 -0.37772 32.295 32.295 4.43E-05 43.14 659280

48681 VHACVGGTSVR Unmodified _VHACVGGTSVR_ B4FBK3_MAIZE 2 571.79039 1141.5662 0.099152 -1.671 -1.541 30.43 30.43 4.96E-02 17.69 54091

48682 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.15152 -0.41841 -0.2554 27.498 27.498 1.00E+00 11.33 14071

48683 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.13432 -0.062414 0.082828 28.323 28.323 1.00E+00 4.93 17308

48684 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 -0.089326 0.10603 0.026845 25.921 25.921 7.41E-01 11.41 10275

48685 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.10774 -0.1213 -0.0033989 28.501 28.501 1.00E+00 3.63 13126

48686 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.056696 -0.18723 -0.12055 29.421 29.421 1.00E+00 1.69 11821

48687 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.12208 -0.3108 -0.17838 28.387 28.387 4.14E-01 5.63 78552

48688 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 4 399.18416 1592.7075 0.55479 -0.71388 -0.14587 28.392 28.392 1.00E+00 2.41 25009

48689 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.12857 -0.50104 -0.36101 29.314 29.314 7.27E-01 7.16 67308

48690 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.063664 -0.20257 -0.1282 26.605 26.605 9.54E-03 25.13 136730

48691 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 4 399.18416 1592.7075 0.56992 0.26079 0.84064 26.615 26.615 1.00E+00 11.37 49988

48692 VHDAGHMVPMDQPK 2 Oxidation (M) _VHDAGHM(ox)VPM(ox)DQPK_ B4FBF2_MAIZE 3 531.90979 1592.7075 0.050104 -0.034935 0.025847 27.448 27.448 3.74E-02 17.9 123010

48693 VHDDMLLAASEALAQQVTEENFEK Oxidation (M) _VHDDM(ox)LLAASEALAQQVTEENFEK_ B6UDG4_MAIZE 3 902.0972 2703.2698 1.1268 0.27073 1.3855 115.18 115.18 6.81E-03 34.53 224250

48694 VHDDMLLAASEALAQQVTEENFEK Oxidation (M) _VHDDM(ox)LLAASEALAQQVTEENFEK_ B6UDG4_MAIZE 3 902.0972 2703.2698 1.1345 0.05869 1.1815 115.44 115.44 2.54E-04 48.35 340170

48695 VHDDMLLAASEALAQQVTEENFEK Oxidation (M) _VHDDM(ox)LLAASEALAQQVTEENFEK_ B6UDG4_MAIZE 3 902.0972 2703.2698 1.1595 0.024878 1.1722 116.25 116.25 2.84E-01 28.27 115490

48696 VHDDMLLAASEALAQQVTEENFEK Oxidation (M) _VHDDM(ox)LLAASEALAQQVTEENFEK_ B6UDG4_MAIZE 3 902.0972 2703.2698 1.1714 0.050965 1.2105 116.72 116.72 1.93E-11 72.54 1009600

48697 VHEDMLLAASEALAAQATQENFDK Oxidation (M) _VHEDM(ox)LLAASEALAAQATQENFDK_ Q9ZRH5_MAIZE 3 873.41828 2617.233 1.1542 -0.60161 0.53752 107.06 107.06 1.17E-03 32.1 244860



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

48698 VHFILK Unmodified _VHFILK_ B4FAK8_MAIZE 2 378.74197 755.4694 0.70762 0.43674 1.1361 48.309 48.309 5.26E-01 13.1 981360

48699 VHFILK Unmodified _VHFILK_ B4FAK8_MAIZE 2 378.74197 755.4694 0.5276 0.25528 0.77597 48.973 48.973 9.46E-01 10.12 790270

48700 VHFILK Unmodified _VHFILK_ B4FAK8_MAIZE 2 378.74197 755.4694 0.51318 -0.15844 0.34915 50.977 50.977 5.26E-01 9.92 3016700

48701 VHFSISK Unmodified _VHFSISK_ ATP5E_MAIZE 2 409.23197 816.44939 -0.015438 -0.54967 -0.56572 43.071 43.071 4.49E-02 38 3360000

48702 VHGLAGTFAHGLK Unmodified _VHGLAGTFAHGLK_ Q8W523_MAIZE 3 436.57881 1306.7146 0.074391 0.065194 0.14574 54.921 54.921 3.98E-04 41.97 1602400

48703 VHHCVSCAIHAHIVR Unmodified _VHHCVSCAIHAHIVR_ B6SIA2_MAIZE 5 359.98492 1794.8882 0.70223 -0.11448 0.60113 54.938 54.938 1.29E-02 43.9 187080

48704 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 0.011809 -0.10112 -0.08389 37.737 37.737 3.77E-01 20.65 2740500

48705 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 1.3956 0.046215 1.4477 37.75 37.75 1.00E+00 16.07 2934200

48706 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 1.181 0.041775 1.2262 37.255 37.255 4.46E-01 22.2 1438700

48707 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 -0.14461 0.15063 0.010961 37.245 37.245 2.92E-02 38.06 1568700

48708 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 -0.013063 -0.20309 -0.20994 39.82 39.82 5.06E-02 32.06 4079100

48709 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 1.6459 -0.58242 1.0691 39.797 39.797 4.46E-01 25.26 2754700

48710 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 0.93678 38.962 38.962 1.76E-01 22.73

48711 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 1.2979 -0.34797 0.95489 39.504 39.504 8.95E-01 20.11 19889000

48712 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 -0.18047 -0.34687 -0.5218 39.53 39.53 1.90E-02 34.14 21872000

48713 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 0.0049534 0.06057 0.071136 39.382 39.382 1.65E-01 21.23 401770

48714 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 2 455.75888 909.50321 -0.042407 0.36664 0.32867 40.237 40.237 1.00E+00 10.86 398110

48715 VHILTDGR Unmodified _VHILTDGR_ B6TGG2_MAIZE 3 304.17501 909.50321 2.9159 37.552 37.552 4.71E-01 12.6

48716 VHKDELQR Unmodified _VHKDELQR_ B4FSV5_MAIZE 3 342.18932 1023.5461 1.3056 0.070591 1.3614 17.994 17.994 5.41E-01 22.29 60999

48717 VHKDELQR Unmodified _VHKDELQR_ B4FSV5_MAIZE 2 512.78035 1023.5461 0.10159 -0.057396 0.028035 17.994 17.994 7.88E-01 11.69 9152.6

48718 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.2379 -0.20513 1.0431 41.872 41.872 3.42E-02 21.62 8512500

48719 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 2 502.79306 1003.5716 -0.0049264 -0.033741 -0.029728 41.868 41.868 1.00E+00 8.72 505900

48720 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.1605 -0.27533 0.89556 43.302 43.302 3.42E-02 31.1 658450

48721 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.3085 -0.22643 1.0905 44.815 44.815 3.42E-02 23.44 1972100

48722 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.2042 -0.26302 0.94976 44.341 44.341 2.69E-02 29.78 1736200

48723 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.1413 0.17872 1.328 45.161 45.161 2.69E-02 29.2 1641500

48724 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.2907 -0.35508 0.94602 43.53 43.53 3.42E-02 22.58 3140700

48725 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.2549 -0.046157 1.217 44.892 44.892 1.05E-01 23.36 1827400

48726 VHPFHVLR Unmodified _VHPFHVLR_ B4FPT8_MAIZE 3 335.53113 1003.5716 1.1772 -0.23838 0.94965 42.942 42.942 2.69E-02 29.67 10162000

48727 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 3 360.53672 1078.5883 0.81294 0.078808 0.86807 42.654 42.654 1.00E+00 5.51 506610

48728 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 3 360.53672 1078.5883 1.0219 0.27752 1.2751 21.92 21.92 1.00E+00 12.9 24103

48729 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 3 360.53672 1078.5883 0.91126 0.20521 1.094 45.169 45.169 1.00E+00 8 1260500

48730 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 3 360.53672 1078.5883 0.8996 0.13313 1.0103 21.516 21.516 1.00E+00 9.5 131440

48731 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 2 540.30145 1078.5883 0.10375 -0.12925 -0.047612 21.479 21.479 3.43E-01 16.96 109380
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48732 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 3 360.53672 1078.5883 1.1245 0.13851 1.2411 21.556 21.556 2.55E-01 24.03 21658

48733 VHQANIQAAK Unmodified _VHQANIQAAK_ B6UCD0_MAIZE 2 540.30145 1078.5883 0.16278 0.026324 0.16697 21.55 21.55 1.00E+00 8.76 16821

48734 VHQVVLPEDAVDYETVTLEHIESNIVR Unmodified _VHQVVLPEDAVDYETVTLEHIESNIVR_ B4FLA2_MAIZE 4 776.90292 3103.5826 0.95103 0.3885 1.3397 124.51 124.51 1.22E-10 41.57 279590

48735 VHQVVLPEDAVDYETVTLEHIESNIVR Unmodified _VHQVVLPEDAVDYETVTLEHIESNIVR_ B4FLA2_MAIZE 4 776.90292 3103.5826 0.9796 0.074979 1.0543 126.15 126.15 2.43E-03 28.34 310130

48736 VHQVVLPEDAVDYETVTLEHIESNIVR Unmodified _VHQVVLPEDAVDYETVTLEHIESNIVR_ B4FLA2_MAIZE 4 776.90292 3103.5826 0.73041 -0.75712 -0.025759 129.77 129.77 1.22E-10 68.7 951070

48737 VHSEAFFR Unmodified _VHSEAFFR_ B4FPS0_MAIZE 3 331.50313 991.48756 1.2491 -0.034073 1.2123 45.684 45.684 1.00E+00 11.98 3827500

48738 VHSEAFFR Unmodified _VHSEAFFR_ B4FPS0_MAIZE 2 496.75106 991.48756 -0.09827 0.29372 0.19266 45.743 45.743 5.06E-02 34.19 1609700

48739 VHTILTK Unmodified _VHTILTK_ Q43712_MAIZE 2 406.25545 810.49634 0.33951 0.27605 0.61451 36.165 36.165 8.04E-02 28.01 108180

48740 VHTILTK Unmodified _VHTILTK_ Q43712_MAIZE 2 406.25545 810.49634 0.33417 0.47025 0.80263 36.029 36.029 4.46E-01 23.99 465020

48741 VHTTLLSVEAETPDLVAV Unmodified _VHTTLLSVEAETPDLVAV_ B4FQ29_MAIZE 2 947.51203 1893.0095 1.1556 -0.50211 0.65998 99.655 99.655 1.05E-02 20.44 333950

48742 VHTTLLSVEAETPDLVAV Unmodified _VHTTLLSVEAETPDLVAV_ B4FQ29_MAIZE 2 947.51203 1893.0095 1.0694 -0.41195 0.66411 100.17 100.17 2.67E-02 14.84 180300

48743 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.55534 -0.013046 0.5436 73.683 73.683 8.62E-01 15.16 1887000

48744 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.51429 0.20806 0.72425 74.533 74.533 6.07E-03 25.52 1059400

48745 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.55796 -0.031703 0.52884 74.947 74.947 3.17E-02 28.06 1858500

48746 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.51163 0.033439 0.54666 74.75 74.75 6.07E-03 35.56 2659600

48747 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 3 883.78372 2648.3293 1.1242 -0.073799 1.0523 74.712 74.712 1.50E-11 76.88 552960

48748 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.5131 0.13758 0.65274 74.705 74.705 1.68E-04 39.93 2006400

48749 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 3 883.78372 2648.3293 1.1955 -0.24606 0.95161 74.631 74.631 1.00E-07 71.24 474420

48750 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.47556 -0.086537 0.39117 74.968 74.968 2.86E-06 36.31 18256000

48751 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 3 883.78372 2648.3293 1.1052 -0.02008 1.0875 74.927 74.927 8.51E-10 53.22 3809400

48752 VHTVLISTQHDETVTNDEIAADLK Unmodified _VHTVLISTQHDETVTNDEIAADLK_ B4FAD1_MAIZE 4 663.08961 2648.3293 0.4949 0.039789 0.53629 74.625 74.625 2.67E-01 33.92 2589600

48753 VHVEADQIVAWLK Unmodified _VHVEADQIVAWLK_ Q5EUE1_MAIZE 3 503.28043 1506.8195 -0.15176 -0.22949 -0.38475 94.988 94.988 5.88E-01 9.93 214400

48754 VHVEADQIVAWLK Unmodified _VHVEADQIVAWLK_ Q5EUE1_MAIZE 3 503.28043 1506.8195 0.040548 0.072147 0.10743 95.044 95.044 5.88E-01 10.92 369310

48755 VHVEADQIVAWLK Unmodified _VHVEADQIVAWLK_ Q5EUE1_MAIZE 3 503.28043 1506.8195 0.011542 -0.13259 -0.1259 94.931 94.931 3.08E-01 17.31 785390

48756 VHVEADQIVAWLK Unmodified _VHVEADQIVAWLK_ Q5EUE1_MAIZE 3 503.28043 1506.8195 -0.12299 -0.12422 -0.25063 94.754 94.754 1.60E-02 34.31 5190400

48757 VHVEADQIVAWLK Unmodified _VHVEADQIVAWLK_ Q5EUE1_MAIZE 2 754.41701 1506.8195 0.83368 -0.38105 0.44885 94.691 94.691 1.09E-26 70.45 1843500

48758 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.392 0.15729 1.5476 45.047 45.047 8.66E-01 17.71 7290500

48759 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.036761 -0.050537 -0.086871 45.032 45.032 8.04E-02 20.02 4986000

48760 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.2 0.13511 1.3338 46.97 46.97 8.66E-01 15.34 165300

48761 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.17424 -0.094135 -0.26639 46.95 46.95 1.00E+00 13.19 59376

48762 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.2615 0.22922 1.4884 45.416 45.416 8.66E-01 24.87 1249400

48763 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.16182 0.49489 0.33149 45.433 45.433 1.86E-01 18 671890

48764 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.5994 0.024024 1.6217 47.697 47.697 1.00E+00 15.19 1112300

48765 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.13783 -0.14952 -0.287 47.74 47.74 4.46E-01 19.85 442730
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48766 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.3786 0.29864 1.676 47.042 47.042 8.66E-01 16 1548800

48767 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.397 0.021498 1.417 47.816 47.816 8.66E-01 17.02 1528600

48768 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.4862 0.031083 1.5178 47.009 47.009 8.66E-01 12.69 1006100

48769 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.0061196 0.46173 0.45412 46.958 46.958 7.83E-01 20.38 730400

48770 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.2453 0.13367 1.3783 45.593 45.593 5.31E-01 16.65 4275600

48771 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 2 467.74832 933.48209 -0.11758 -0.094513 -0.21207 45.593 45.593 1.86E-01 32.31 2176100

48772 VHVNFYR Unmodified _VHVNFYR_ B6SZS2_MAIZE 3 312.16797 933.48209 1.4137 -0.53114 0.88585 49.293 49.293 5.31E-01 17.73 268380

48773 VHVVGGVADGR Unmodified _VHVVGGVADGR_ B4FZN1_MAIZE 3 355.86484 1064.5727 0.96884 -0.11647 0.88184 37.962 37.962 5.51E-01 13.97 1213700

48774 VIAAMTVGK Oxidation (M) _VIAAM(ox)TVGK_ B6UA40_MAIZE 2 453.25987 904.50519 0.082046 0.059449 0.13931 34.465 34.465 3.32E-02 18.79 66500

48775 VIAAYLLAVLGGNTSPTADDVK Unmodified _VIAAYLLAVLGGNTSPTADDVK_ B4FD78_MAIZE 2 1094.5966 2187.1787 1.179 -0.10164 1.0754 128.63 128.63 1.39E-03 19.58 108770

48776 VIACIGELLEER Unmodified _VIACIGELLEER_ B4FDF4_MAIZE 2 701.37395 1400.7333 0.69101 -0.26796 0.40585 96.502 96.502 2.05E-12 57.22 323740

48777 VIACIGELLEER Unmodified _VIACIGELLEER_ B4FDF4_MAIZE 2 701.37395 1400.7333 0.68403 0.08511 0.75151 96.413 96.413 2.05E-12 42.63 302040

48778 VIACIGELLEER Unmodified _VIACIGELLEER_ B4FDF4_MAIZE 2 701.37395 1400.7333 0.71028 0.13828 0.83108 96.102 96.102 1.98E-03 49.32 263310

48779 VIACIGELLEER Unmodified _VIACIGELLEER_ B4FDF4_MAIZE 2 701.37395 1400.7333 0.56827 0.27109 0.82181 96.509 96.509 9.64E-17 80.25 2514500

48780 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.67062 -0.1774 0.48589 69.007 69.007 2.05E-12 83.05 693570

48781 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.59878 -0.3211 0.27212 69.525 69.525 2.05E-12 90.1 272490

48782 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.64971 -0.134 0.50969 70.417 70.417 4.56E-01 30.26 303370

48783 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.67997 -0.51894 0.15494 69.906 69.906 1.68E-09 82.02 367220

48784 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.67059 -0.73414 -0.068877 69.994 69.994 6.74E-02 45.34 332850

48785 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.64083 -2.3621 -1.7243 63.059 63.059 1.68E-09 40.41 443330

48786 VIACIGETLEQR Unmodified _VIACIGETLEQR_ B6SMQ5_MAIZE 2 694.86375 1387.7129 0.51782 -0.56636 -0.053935 69.615 69.615 7.02E-22 88.26 7757200

48787 VIACVGETLEER Unmodified _VIACVGETLEER_ B6T2R0_MAIZE 2 688.34793 1374.6813 0.49535 -0.44855 0.042499 63.854 63.854 7.02E-22 69.21 6234000

48788 VIACVGETLEER Unmodified _VIACVGETLEER_ B6T2R0_MAIZE 2 688.34793 1374.6813 0.58781 -0.62896 -0.044005 65.255 65.255 1.98E-03 34.08 397270

48789 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.61153 0.06214 0.67368 61.682 61.682 7.61E-14 77.26 1850900

48790 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.61279 0.00922 0.62222 62.136 62.136 2.05E-12 71.15 648610

48791 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.62307 -0.16643 0.45697 63.472 63.472 1.68E-09 68.87 1079000

48792 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.62145 -0.42774 0.19521 62.865 62.865 9.64E-17 66.94 1212700

48793 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.60482 -0.28203 0.32436 63.21 63.21 9.64E-17 74.87 1240500

48794 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.64532 -0.21519 0.43161 63.269 63.269 7.61E-14 77.14 1424600

48795 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.55236 -0.18344 0.37013 63.605 63.605 9.64E-17 75.05 3388000

48796 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 2 687.85592 1373.6973 0.42982 -0.291 0.13912 62.242 62.242 7.02E-22 76.71 33680000

48797 VIACVGETLEQR Unmodified _VIACVGETLEQR_ B4FNW1_MAIZE 3 458.90637 1373.6973 -0.029975 -0.36889 -0.39843 62.161 62.161 1.00E+00 1.25 1131000

48798 VIAEGGYDK Unmodified _VIAEGGYDK_ B4FJD7_MAIZE 2 476.24273 950.47091 -0.072414 -0.22836 -0.31129 35.285 35.285 1.12E-01 25.24 363160

48799 VIAESLSEEEIGGLK Unmodified _VIAESLSEEEIGGLK_ Q7Y037_MAIZE 2 787.41961 1572.8247 0.90545 2.237 3.1161 77.594 77.594 6.53E-30 79.03 338050
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48800 VIAESLSEEEIGGLK Unmodified _VIAESLSEEEIGGLK_ Q7Y037_MAIZE 2 787.41961 1572.8247 0.9971 1.9366 2.9071 78.139 78.139 2.40E-39 90.78 653020

48801 VIAESLSEEEIGGLK Unmodified _VIAESLSEEEIGGLK_ Q7Y037_MAIZE 2 787.41961 1572.8247 0.97212 0.64174 1.5891 77.545 77.545 1.04E-33 97.57 608160

48802 VIAESLSEEEIGGLK Unmodified _VIAESLSEEEIGGLK_ Q7Y037_MAIZE 2 787.41961 1572.8247 1.0111 0.52351 1.51 78.247 78.247 8.98E-47 117.03 3398300

48803 VIAFDVNR Unmodified _VIAFDVNR_ B6UF45_MAIZE 2 467.26126 932.50797 -0.063863 1.4034 1.3341 61.261 61.261 5.06E-02 42.36 774880

48804 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.02236 0.26052 0.24012 62.329 62.329 3.48E-02 40.54 7980500

48805 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.16403 0.84227 0.68076 63.409 63.409 5.06E-02 34.62 130790

48806 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.135 0.30315 0.17073 62.721 62.721 7.88E-01 5.9 1966800

48807 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.025732 0.18674 0.16407 64.139 64.139 5.06E-02 39.95 3324500

48808 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.045474 0.2384 0.19466 63.493 63.493 2.92E-02 41.92 4035100

48809 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.111 0.19189 0.084494 63.912 63.912 5.06E-02 35.71 3665600

48810 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.039524 0.39179 0.35461 63.957 63.957 5.06E-02 27.32 3988700

48811 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.18265 -0.1279 -0.30766 62.635 62.635 1.90E-02 50.64 64487000

48812 VIAFDVSR Unmodified _VIAFDVSR_ B4G080_MAIZE 2 453.75581 905.49707 -0.197 0.24987 0.055262 65.072 65.072 1.00E+00 3.65 1363000

48813 VIAGEALGAASPVYTR Unmodified _VIAGEALGAASPVYTR_ B4FNE9_MAIZE 2 787.93048 1573.8464 0.90923 -0.24176 0.65683 70.785 70.785 7.73E-25 92.63 2693700

48814 VIAGEALGAASPVYTR Unmodified _VIAGEALGAASPVYTR_ B4FNE9_MAIZE 2 787.93048 1573.8464 0.84879 -0.2059 0.63263 70.09 70.09 7.73E-25 92.17 1504100

48815 VIAGEALGAASPVYTR Unmodified _VIAGEALGAASPVYTR_ B4FNE9_MAIZE 3 525.62275 1573.8464 -0.074178 0.020929 -0.064911 70.082 70.082 8.21E-03 29.39 1169600

48816 VIAGFSSR Unmodified _VIAGFSSR_ B6SWX3_MAIZE 2 418.73488 835.4552 0.20459 0.17133 0.37216 46.942 46.942 2.92E-02 23.01 550710

48817 VIAGILK Unmodified _VIAGILK_ B6TNM0_MAIZE 2 357.24963 712.48471 0.93101 -0.060005 0.84634 57.488 57.488 4.46E-01 19.25 2466800

48818 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 3 313.19078 936.5505 1.4587 -0.25527 1.195 28.945 28.945 2.47E-01 33.97 1708300

48819 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 2 469.28253 936.5505 0.033851 -0.23925 -0.21424 28.943 28.943 1.65E-01 28.89 411710

48820 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 2 469.28253 936.5505 -0.12919 -0.11601 -0.25466 27.462 27.462 1.00E+00 11.68 24646

48821 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 2 469.28253 936.5505 0.063578 -0.19052 -0.13714 29.851 29.851 1.00E+00 29.8 18486

48822 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 2 469.28253 936.5505 0.10345 -0.22413 -0.12869 29.008 29.008 1.00E+00 13.34 9782.4

48823 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 3 313.19078 936.5505 1.5592 0.15404 1.7012 29.655 29.655 5.41E-01 20.01 122020

48824 VIAHTQIR Unmodified _VIAHTQIR_ B4FBM9_MAIZE 2 469.28253 936.5505 0.040263 -0.36275 -0.33179 29.657 29.657 7.88E-01 24.47 30237

48825 VIAISDVTGAVK Unmodified _VIAISDVTGAVK_ B4F9J5_MAIZE 2 586.8479 1171.6812 0.22768 0.12928 0.36048 74.231 74.231 1.11E-04 36.2 1083200

48826 VIAISDVTGAVK Unmodified _VIAISDVTGAVK_ B4F9J5_MAIZE 2 586.8479 1171.6812 0.1201 0.22563 0.34935 74.475 74.475 7.61E-14 61.92 4115000

48827 VIALDINLPVK Unmodified _VIALDINLPVK_ Q9FUY5_MAIZE 2 597.87646 1193.7384 0.29679 0.13522 0.41698 93.336 93.336 1.47E-01 12.49 282030

48828 VIASNLNEEEIK Unmodified _VIASNLNEEEIK_ CDPK2_MAIZE 2 679.86173 1357.7089 0.59773 -0.006865 0.55533 56.323 56.323 7.72E-03 41.16 322630

48829 VIASNLNEEEIK Unmodified _VIASNLNEEEIK_ CDPK2_MAIZE 2 679.86173 1357.7089 0.56777 -0.089669 0.44242 59.349 59.349 1.68E-09 64.31 205220

48830 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.24355 0.24598 0.49837 59.524 59.524 4.33E-02 12.79 6367400

48831 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.37272 0.66303 1.0439 59.525 59.525 5.66E-08 47.64 1860100

48832 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.039293 -0.22711 -0.17624 62.205 62.205 2.92E-01 10.73 88950

48833 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.30846 -0.048025 0.27144 62.186 62.186 7.60E-01 8.8 11176
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48834 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.11981 0.003238 0.13237 60.359 60.359 4.45E-03 17.58 1514300

48835 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.29213 0.092778 0.3946 60.359 60.359 3.60E-06 41.7 331560

48836 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.22801 -0.012908 0.22515 61.659 61.659 1.15E-01 13.75 3264600

48837 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.32917 -0.061308 0.27703 61.659 61.659 3.60E-06 38.98 702120

48838 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.17698 -0.36097 -0.1724 61.044 61.044 5.30E-05 30.51 4701800

48839 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.34379 0.13675 0.48998 61.038 61.038 3.60E-06 47.16 1053500

48840 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.11692 0.31553 0.44081 61.48 61.48 1.52E-02 14.95 3698300

48841 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.325 -0.18058 0.15512 61.476 61.476 3.60E-06 43.96 695880

48842 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.32105 0.031154 0.36284 61.401 61.401 4.43E-05 33.6 2191500

48843 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.14292 -0.58298 -0.43 61.62 61.62 6.63E-06 39.65 41099000

48844 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 2 620.83955 1239.6645 0.25747 0.15271 0.41996 61.616 61.616 6.35E-09 54.66 9967600

48845 VICDHLSLGVK Unmodified _VICDHLSLGVK_ B4FQX1_MAIZE 3 414.22879 1239.6645 0.26895 0.12105 0.39841 60.231 60.231 1.00E+00 2.43 706400

48846 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.066965 -0.2543 -0.30567 38.005 38.005 3.32E-02 37.76 4603600

48847 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.19061 0.10577 -0.070004 37.31 37.31 1.12E-01 27.7 984320

48848 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.041464 0.039383 0.013553 40.067 40.067 1.12E-01 21.7 1055700

48849 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.040554 -0.070773 -0.09626 39.281 39.281 3.32E-02 26.68 780850

48850 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.042032 -0.2008 -0.22697 39.843 39.843 1.12E-01 14.25 459230

48851 VICQGITGK Unmodified _VICQGITGK_ B6TH57_MAIZE 2 488.26822 974.5219 -0.15267 -0.39082 -0.52672 40.766 40.766 9.73E-03 48.07 10378000

48852 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.33044 0.43329 0.75496 84.972 84.972 4.56E-01 16.22 1368800

48853 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.29047 -0.19713 0.085426 87.057 87.057 7.72E-03 17.07 43389

48854 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.27964 0.25495 0.52633 85.513 85.513 1.11E-04 31.2 697870

48855 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.31768 0.31882 0.6279 85.538 85.538 7.61E-14 64.35 1706000

48856 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.2657 0.11905 0.37602 85.274 85.274 2.62E-07 46.83 3264000

48857 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.25922 0.26791 0.51877 85.76 85.76 9.64E-17 70.72 14524000

48858 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.26539 0.38696 0.64414 85.361 85.361 1.60E-02 37.39 1259200

48859 VIDGAIGAEFLK Unmodified _VIDGAIGAEFLK_ B6TUA2_MAIZE 2 616.8479 1231.6812 0.24536 0.10071 0.33742 86.656 86.656 1.68E-09 54.34 285300

48860 VIDGHQLVCK Unmodified _VIDGHQLVCK_ B6TV58_MAIZE 3 390.20962 1167.607 0.5414 0.56426 1.1175 46.438 46.438 2.94E-01 14.01 964750

48861 VIDILK Unmodified _VIDILK_ B4FSW8_MAIZE 2 350.73381 699.45308 0.9389 -0.30549 0.61685 62.703 62.703 1.00E+00 17.17 23875

48862 VIDILK Unmodified _VIDILK_ B4FSW8_MAIZE 2 350.73381 699.45308 1.0944 -0.12969 0.94523 64.178 64.178 1.00E+00 19.37 426150

48863 VIDILK Unmodified _VIDILK_ B4FSW8_MAIZE 2 350.73381 699.45308 1.0661 -0.11694 0.92925 61.377 61.377 2.64E-01 35.88 995540

48864 VIDILK Unmodified _VIDILK_ B4FSW8_MAIZE 2 350.73381 699.45308 1.0544 0.008876 1.0429 63.839 63.839 2.64E-01 41.1 1993900

48865 VIDITPNLTAILK Unmodified _VIDITPNLTAILK_ B4FJT5_MAIZE 2 705.93196 1409.8494 0.68459 0.23773 0.91046 107.24 107.24 5.66E-01 12.9 209370

48866 VIDITPNLTAILK Unmodified _VIDITPNLTAILK_ B4FJT5_MAIZE 2 705.93196 1409.8494 0.69407 0.42777 1.1084 107.19 107.19 5.66E-01 11.08 368330

48867 VIDITPNLTAILK Unmodified _VIDITPNLTAILK_ B4FJT5_MAIZE 2 705.93196 1409.8494 0.73142 0.36134 1.08 106.76 106.76 1.00E+00 13.77 334950
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48868 VIDITPNLTAILK Unmodified _VIDITPNLTAILK_ B4FJT5_MAIZE 2 705.93196 1409.8494 0.71205 0.40522 1.1045 107.44 107.44 2.65E-01 17.88 545860

48869 VIDLISSPDVVK Unmodified _VIDLISSPDVVK_ B6SIQ7_MAIZE 2 642.87411 1283.7337 0.23824 -0.038556 0.20432 80.52 80.52 1.68E-09 66.65 1416000

48870 VIDLISSPDVVK Unmodified _VIDLISSPDVVK_ B6SIQ7_MAIZE 2 642.87411 1283.7337 0.4592 -0.17721 0.28572 79.449 79.449 1.00E+00 2.73 661250

48871 VIDLISSPDVVK Unmodified _VIDLISSPDVVK_ B6SIQ7_MAIZE 2 642.87411 1283.7337 0.45568 -0.090235 0.36919 79.977 79.977 7.72E-03 26.88 1069400

48872 VIDLISSPDVVK Unmodified _VIDLISSPDVVK_ B6SIQ7_MAIZE 2 642.87411 1283.7337 0.38737 0.17695 0.56794 79.842 79.842 8.05E-01 6.96 1598400

48873 VIDLISSPDVVK Unmodified _VIDLISSPDVVK_ B6SIQ7_MAIZE 2 642.87411 1283.7337 0.28996 -0.2501 0.043082 80.968 80.968 2.05E-12 60.03 38282000

48874 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.1941 -0.15372 1.0367 49.262 49.262 9.46E-01 16.38 838660

48875 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 0.79389 -0.31135 0.47943 53.314 53.314 2.64E-01 33.12 6982900

48876 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.0508 -0.13545 0.91066 49.394 49.394 1.00E+00 11.07 425330

48877 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.1974 -0.048697 1.1438 51.468 51.468 1.00E+00 12.24 619630

48878 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.1417 -0.094742 1.042 50.788 50.788 1.00E+00 4.86 437290

48879 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.0965 -0.07292 1.0208 51.679 51.679 1.00E+00 4.6 369670

48880 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.1609 -0.050942 1.105 51.252 51.252 2.64E-01 33.24 997010

48881 VIDLVK Unmodified _VIDLVK_ B4FYH2_MAIZE 2 343.72599 685.43743 1.1542 0.005759 1.1541 53.116 53.116 1.00E+00 19.77 864350

48882 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.39876 -0.23495 0.17925 76.715 76.715 2.00E-01 9.85 2721300

48883 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.23156 0.11335 0.36078 78.023 78.023 1.11E-04 43.19 1799700

48884 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 -0.26018 77.114 77.114 8.25E-02 19.64

48885 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 -0.11996 77.709 77.709 1.84E-01 28.8

48886 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.46561 0.038238 0.51852 77.343 77.343 4.56E-01 12.96 634050

48887 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.4375 -0.16268 0.29019 77.703 77.703 2.62E-07 48.47 1543700

48888 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.37981 0.29146 0.68518 77.568 77.568 1.68E-09 57.23 2869700

48889 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.31732 0.17661 0.50907 77.189 77.189 1.68E-09 52.65 4162900

48890 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.41628 0.2352 0.66644 75.743 75.743 4.56E-01 15.5 180670

48891 VIDLVSTPDVVK Unmodified _VIDLVSTPDVVK_ B4FDT0_MAIZE 2 642.87411 1283.7337 0.28781 -0.2649 0.038133 78.611 78.611 2.05E-12 51.81 44996000

48892 VIDMLLFNATEELNNIVEHAK Oxidation (M) _VIDM(ox)LLFNATEELNNIVEHAK_ B4FHZ4_MAIZE 3 810.41755 2428.2308 0.80757 0.31191 1.1035 131.49 131.49 3.35E-04 27.27 528980

48893 VIDVDLTEQQLEER Unmodified _VIDVDLTEQQLEER_ B4FWX5_MAIZE 2 843.93087 1685.8472 1.0407 -0.20359 0.83098 79.59 79.59 8.77E-41 101.85 1786600

48894 VIEEIMIGEDR Oxidation (M) _VIEEIM(ox)IGEDR_ B6T8X5_MAIZE 2 660.32921 1318.6439 0.58359 -0.343 0.22328 67.357 67.357 4.96E-02 20.67 272920

48895 VIEEIMIGEDR Oxidation (M) _VIEEIM(ox)IGEDR_ B6T8X5_MAIZE 2 660.32921 1318.6439 0.4517 -0.59673 -0.16098 67.539 67.539 3.60E-06 33.85 395880

48896 VIEEIMIGEDR Oxidation (M) _VIEEIM(ox)IGEDR_ B6T8X5_MAIZE 2 660.32921 1318.6439 0.51656 -0.26469 0.23544 67.949 67.949 5.66E-08 57.26 884880

48897 VIEGANHCYTAHR Unmodified _VIEGANHCYTAHR_ B6T4P9_MAIZE 3 509.90889 1526.7048 0.0089033 -0.26338 -0.25888 30.861 30.861 4.23E-03 25.07 294150

48898 VIEMDPSNQQATR Oxidation (M) _VIEM(ox)DPSNQQATR_ B4FL68_MAIZE 2 752.85665 1503.6988 0.84512 -0.1986 0.63981 38.239 38.239 1.00E-11 87.39 347790

48899 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 0.086919 -0.096485 -0.040891 27.693 27.693 1.01E-02 53.32 20295

48900 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.30705 25.365 25.365 1.88E-01 16.59

48901 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.0040319 -0.11951 -0.1532 28.914 28.914 3.32E-02 35.99 181870
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48902 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.038515 -0.28693 -0.35427 28.189 28.189 3.21E-03 52.85 935150

48903 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.093274 -0.24061 -0.36265 28.69 28.69 9.73E-03 60.17 1174800

48904 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 0.053852 -0.12016 -0.096645 29.117 29.117 3.32E-02 37.05 23455

48905 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.032419 -1.2014 -1.2612 29.476 29.476 3.32E-02 39.56 33716

48906 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 0.099713 -0.27692 -0.20714 27.457 27.457 7.18E-01 9.48 12316

48907 VIENAEGAR Unmodified _VIENAEGAR_ B4F8Q2_MAIZE 2 479.75126 957.48796 -0.080885 -0.18681 -0.29799 30.262 30.262 1.00E+00 6.23 6167.2

48908 VIENANVIMATYEDK Unmodified _VIENANVIMATYEDK_ B6U0S1_MAIZE 2 855.42437 1708.8342 1.0799 0.12314 1.1817 79.835 79.835 1.02E-23 80.9 2123300

48909 VIENANVIMATYEDK Unmodified _VIENANVIMATYEDK_ B6U0S1_MAIZE 2 855.42437 1708.8342 1.0486 0.09966 1.1274 80.299 80.299 1.02E-23 78.23 644910

48910 VIENANVIMATYEDK Unmodified _VIENANVIMATYEDK_ B6U0S1_MAIZE 2 855.42437 1708.8342 1.0666 0.2688 1.3148 80.826 80.826 1.02E-23 74.38 443340

48911 VIENANVIMATYEDK Unmodified _VIENANVIMATYEDK_ B6U0S1_MAIZE 2 855.42437 1708.8342 1.0931 -0.034434 1.0381 80.481 80.481 6.53E-30 77.04 476190

48912 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.0646 -0.018965 1.0273 67.679 67.679 1.28E-40 114.8 740320

48913 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.0819 -0.027081 1.0369 68.329 68.329 7.75E-29 117.82 773440

48914 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.0969 -0.020241 1.0587 68.682 68.682 1.04E-33 114.26 533420

48915 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.0973 0.093394 1.1726 69.3 69.3 1.04E-33 110.54 595790

48916 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.0674 0.11469 1.1643 68.139 68.139 7.75E-29 108.93 625480

48917 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.093 0.16687 1.2418 68.775 68.775 1.04E-33 104.19 727480

48918 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.1109 0.13816 1.2312 67.684 67.684 8.73E-24 79.53 207400

48919 VIENANVIMATYEDK Oxidation (M) _VIENANVIM(ox)ATYEDK_ B6U0S1_MAIZE 2 863.42183 1724.8291 1.1121 -0.036925 1.0568 68.336 68.336 1.04E-33 90.88 276320

48920 VIETDPSEYCIVAPDTEIFCDGEPIKR Unmodified _VIETDPSEYCIVAPDTEIFCDGEPIKR_ B6T8X9_MAIZE 3 1051.83 3152.4682 1.1871 -0.014965 1.1741 97.833 97.833 1.46E-15 73.66 1016000

48921 VIETDPSEYCIVAPDTEIFCDGEPIKR Unmodified _VIETDPSEYCIVAPDTEIFCDGEPIKR_ B6T8X9_MAIZE 4 789.12433 3152.4682 0.97426 -0.25034 0.72621 97.796 97.796 2.74E-01 10.82 336460

48922 VIFASGSPFDPVEYDGK Unmodified _VIFASGSPFDPVEYDGK_ Q9ZRH5_MAIZE 2 914.44362 1826.8727 1.1642 0.35817 1.53 95.195 95.195 1.51E-07 39.45 418610

48923 VIFASGSPFDPVEYDGK Unmodified _VIFASGSPFDPVEYDGK_ Q9ZRH5_MAIZE 2 914.44362 1826.8727 1.1001 0.16803 1.2757 95.743 95.743 1.37E-17 78.49 241140

48924 VIFASGSPFDPVEYDGK Unmodified _VIFASGSPFDPVEYDGK_ Q9ZRH5_MAIZE 2 914.44362 1826.8727 1.127 0.31362 1.4487 95.904 95.904 1.43E-21 59.5 411320

48925 VIFAWLAYR Unmodified _VIFAWLAYR_ B4FZI2_MAIZE 2 569.82403 1137.6335 0.090025 0.51101 0.5854 105.13 105.13 3.32E-02 15.36 144610

48926 VIFAWLAYR Unmodified _VIFAWLAYR_ B4FZI2_MAIZE 2 569.82403 1137.6335 0.17713 0.31978 0.48056 104.87 104.87 7.18E-01 6.47 188760

48927 VIFAWLAYR Unmodified _VIFAWLAYR_ B4FZI2_MAIZE 2 569.82403 1137.6335 0.15639 0.66275 0.80317 105.65 105.65 1.00E+00 8.71 133570

48928 VIFIQGHQIPLIVVK Unmodified _VIFIQGHQIPLIVVK_ B4FVK0_MAIZE 3 568.69054 1703.0498 0.16615 0.3319 0.50038 93.213 93.213 1.00E+00 7.41 939540

48929 VIFIQGHQIPLIVVK Unmodified _VIFIQGHQIPLIVVK_ B4FVK0_MAIZE 3 568.69054 1703.0498 0.17253 0.25663 0.43151 94.097 94.097 1.00E+00 4.68 546610

48930 VIFIQGHQIPLIVVK Unmodified _VIFIQGHQIPLIVVK_ B4FVK0_MAIZE 3 568.69054 1703.0498 0.10142 0.19614 0.30078 94.086 94.086 4.35E-01 2.12 753030

48931 VIGAADATDAIPSGAK Unmodified _VIGAADATDAIPSGAK_ B6ST61_MAIZE 2 728.88574 1455.7569 0.78101 -0.008195 0.76469 62.319 62.319 2.01E-03 36.72 777800

48932 VIGAASIAR Unmodified _VIGAASIAR_ B6U661_MAIZE 2 429.2638 856.51305 0.090133 0.30972 0.37503 49.986 49.986 1.01E-02 16.57 5564500

48933 VIGAASIAR Unmodified _VIGAASIAR_ B6U661_MAIZE 2 429.2638 856.51305 0.044882 0.86035 0.8801 50.388 50.388 1.12E-01 12.41 1731500

48934 VIGALDSPFSHR Unmodified _VIGALDSPFSHR_ Q9FQB0_MAIZE 3 433.56657 1297.6779 0.082675 0.4065 0.48969 67.573 67.573 8.04E-02 19.39 1500200

48935 VIGDGGDPDGHDDEDDGHH Unmodified _VIGDGGDPDGHDDEDDGHH_ B4FIN0_MAIZE 4 490.44004 1957.7311 -0.23638 -0.094569 -0.30271 36.934 36.934 2.84E-03 28.06 5375900
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48936 VIGDGGDPDGHDDEDDGHH Unmodified _VIGDGGDPDGHDDEDDGHH_ B4FIN0_MAIZE 3 653.58429 1957.7311 0.42581 -0.16097 0.29332 36.94 36.94 9.90E-15 38.08 1139300

48937 VIGDGGDPDGHDDEDDGHH Unmodified _VIGDGGDPDGHDDEDDGHH_ B4FIN0_MAIZE 2 979.8728 1957.7311 1.1865 0.20578 1.4198 36.948 36.948 5.13E-03 39.73 89332

48938 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 0.0033127 -0.24053 -0.24513 56.99 56.99 1.62E-03 54.43 724300

48939 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 0.011031 0.11104 0.11311 65.288 65.288 2.81E-03 36.76 900340

48940 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 -0.095567 -0.16314 -0.26693 57.493 57.493 3.43E-01 11.6 192500

48941 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 -0.15031 0.1825 0.024367 66.212 66.212 3.43E-01 17.66 490580

48942 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 -0.13029 0.19698 0.057232 59.413 59.413 5.76E-06 70.87 4227800

48943 VIGGTNLAIR Unmodified _VIGGTNLAIR_ B6T759_MAIZE 2 507.30874 1012.6029 -0.13952 -0.26093 -0.40873 60.454 60.454 1.25E-02 36.83 104530

48944 VIGHLEEGK Unmodified _VIGHLEEGK_ B4FUE0_MAIZE 3 327.85031 980.5291 1.4815 -0.71628 0.7543 33.934 33.934 5.45E-01 6.08 47947

48945 VIGHLEEGK Unmodified _VIGHLEEGK_ B4FUE0_MAIZE 3 327.85031 980.5291 1.4535 -0.25211 1.1879 33.708 33.708 8.40E-02 23.69 289550

48946 VIGHLEEGK Unmodified _VIGHLEEGK_ B4FUE0_MAIZE 3 327.85031 980.5291 1.3778 -0.36749 0.99953 34.399 34.399 9.39E-03 21.31 161990

48947 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 3 451.24913 1350.7256 0.046882 -0.075069 -0.034275 37.218 37.218 4.52E-03 29.15 585440

48948 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 4 338.68867 1350.7256 1.2752 -0.1913 1.0778 37.212 37.212 7.68E-01 12.03 724020

48949 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 4 338.68867 1350.7256 0.99207 -0.90854 0.078296 36.899 36.899 1.00E+00 13.1 225200

48950 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 4 338.68867 1350.7256 1.3007 -0.65647 0.63972 39.516 39.516 7.68E-01 13.67 313440

48951 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 3 451.24913 1350.7256 -0.0073364 -0.023287 -0.038366 39.168 39.168 1.13E-05 44.25 2120000

48952 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 4 338.68867 1350.7256 1.2595 -0.5704 0.68252 39.174 39.174 8.04E-02 25.45 2644400

48953 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 2 676.37006 1350.7256 0.6383 -0.089178 0.54229 39.168 39.168 1.11E-04 45.7 192110

48954 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 4 338.68867 1350.7256 1.2307 -0.3946 0.83156 40.059 40.059 2.11E-01 19.19 1918400

48955 VIGHLEEGKDVR Unmodified _VIGHLEEGKDVR_ B4FUE0_MAIZE 3 451.24913 1350.7256 -0.01737 -0.03405 -0.057715 40.061 40.061 2.46E-02 27.21 988010

48956 VIGIDIDNK Unmodified _VIGIDIDNK_ ADHX_MAIZE 2 493.77948 985.54441 -0.20365 -0.47137 -0.68205 63.402 63.402 3.32E-02 25.45 690540

48957 VIGIDIDNK Unmodified _VIGIDIDNK_ ADHX_MAIZE 2 493.77948 985.54441 -0.066045 -0.24768 -0.3215 64.838 64.838 1.12E-01 12.49 857880

48958 VIGIDIDNK Unmodified _VIGIDIDNK_ ADHX_MAIZE 2 493.77948 985.54441 -0.044816 -0.31133 -0.365 64.237 64.237 3.32E-02 18.64 568550

48959 VIGIDIDNKK Unmodified _VIGIDIDNKK_ ADHX_MAIZE 3 372.2204 1113.6394 0.75175 0.042001 0.77811 52.074 52.074 3.83E-02 28.42 3151700

48960 VIGIDIDNKK Unmodified _VIGIDIDNKK_ ADHX_MAIZE 2 557.82696 1113.6394 0.14544 0.8762 1.0056 52.075 52.075 1.62E-03 50.17 1096200

48961 VIGIDIDNKK Unmodified _VIGIDIDNKK_ ADHX_MAIZE 2 557.82696 1113.6394 0.021565 0.12693 0.13511 52.507 52.507 1.45E-01 38.04 279280

48962 VIGIDIDNKK Unmodified _VIGIDIDNKK_ ADHX_MAIZE 3 372.2204 1113.6394 0.76081 0.1751 0.92106 54.476 54.476 2.94E-01 13.17 867950

48963 VIGIEPSESNILSGGK Unmodified _VIGIEPSESNILSGGK_ B4FR08_MAIZE 2 800.43305 1598.8516 0.93154 -0.26414 0.65459 79.682 79.682 4.21E-20 61.64 3658000

48964 VIGIEPSESNILSGGKPGPHK Unmodified _VIGIEPSESNILSGGKPGPHK_ B4FR08_MAIZE 4 529.79038 2115.1324 -0.071136 -0.36131 -0.44034 66.77 66.77 9.62E-03 34.9 5260900

48965 VIGIEPSESNILSGGKPGPHK Unmodified _VIGIEPSESNILSGGKPGPHK_ B4FR08_MAIZE 3 706.05142 2115.1324 0.6689 -0.19441 0.46679 66.772 66.772 1.74E-01 12.01 967830

48966 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.62985 0.048208 0.68175 113.46 113.46 1.68E-09 43.49 2794500

48967 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.57409 -0.11658 0.46177 114.1 114.1 4.56E-01 20.58 562360

48968 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.61295 -0.009538 0.60785 114.14 114.14 7.72E-03 37.35 487210

48969 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.66451 -0.027221 0.64119 114.18 114.18 1.60E-02 28.28 333170
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48970 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.67164 0.08338 0.7602 113.96 113.96 2.00E-01 22.4 293000

48971 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.64278 0.2038 0.85028 113.8 113.8 4.56E-01 6.1 264270

48972 VIGLWPSPFVIR Unmodified _VIGLWPSPFVIR_ B4FS52_MAIZE 2 692.411 1382.8074 0.5497 0.063947 0.61858 115.74 115.74 1.11E-04 40.28 2560800

48973 VIGNTGSNSTR Unmodified _VIGNTGSNSTR_ B4F8D4_MAIZE 2 553.28345 1104.5523 0.069121 -0.029423 0.042649 22.106 22.106 3.83E-01 21.86 36960

48974 VIGSELVQK Unmodified _VIGSELVQK_ B4FQJ6_MAIZE 2 486.78985 971.56515 -0.056075 0.02067 -0.043023 51.242 51.242 3.39E-01 11.67 2550700

48975 VIGSELVQK Unmodified _VIGSELVQK_ B4FQJ6_MAIZE 2 486.78985 971.56515 -0.18059 0.16953 -0.019247 51.417 51.417 3.32E-02 23.4 1004400

48976 VIGSELVQK Unmodified _VIGSELVQK_ B4FQJ6_MAIZE 2 486.78985 971.56515 -0.11724 -0.27577 -0.40051 53.345 53.345 3.32E-02 22.44 7727400

48977 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.23359 -0.041692 0.19429 42.641 42.641 2.62E-07 58.93 5297700

48978 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.25933 -0.25642 0.005844 42.723 42.723 1.98E-03 67.01 19556

48979 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.20996 0.28861 0.49964 42.034 42.034 1.68E-09 63.65 1094100

48980 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.25445 0.050913 0.30644 44.793 44.793 1.11E-04 44.25 1814400

48981 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.257 -0.30649 -0.046464 44.709 44.709 2.62E-07 76.26 950000

48982 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.17965 -0.16168 0.020362 45.647 45.647 2.05E-12 71.85 13281000

48983 VIGSGTNLDSSR Unmodified _VIGSGTNLDSSR_ B6T5Z1_MAIZE 2 603.30967 1204.6048 0.21874 0.48527 0.7047 42.731 42.731 2.05E-12 66.84 573750

48984 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 3 418.56646 1252.6776 0.18108 -0.097899 0.082052 48.987 48.987 1.40E-01 19.01 13577000

48985 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 2 627.34605 1252.6776 0.3402 0.11684 0.45733 48.982 48.982 3.60E-06 50.37 4286600

48986 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 3 418.56646 1252.6776 0.06717 -0.14079 -0.073881 49.038 49.038 1.00E+00 14.05 7132000

48987 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 3 418.56646 1252.6776 0.18615 -0.090512 0.095578 51.241 51.241 1.00E+00 14.97 6102800

48988 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 2 627.34605 1252.6776 0.43019 0.58324 1.0128 51.21 51.21 3.60E-06 56.14 1390000

48989 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 3 418.56646 1252.6776 0.11765 0.087706 0.20499 50.514 50.514 5.15E-02 22.76 10164000

48990 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 2 627.34605 1252.6776 0.37021 0.14917 0.51904 50.513 50.513 4.43E-05 42.92 2386300

48991 VIGTEHTDIIR Unmodified _VIGTEHTDIIR_ SUS1_MAIZE B6 3 418.56646 1252.6776 0.13088 0.36052 0.48996 51.363 51.363 1.00E+00 9.65 840680

48992 VIGTLLGSLLPDGTVHVR Unmodified _VIGTLLGSLLPDGTVHVR_ B4FK54_MAIZE 3 616.36315 1846.0676 0.41251 -0.12991 0.29523 105.93 105.93 3.64E-01 7.42 87423

48993 VIGTLLGSLLPDGTVHVR Unmodified _VIGTLLGSLLPDGTVHVR_ B4FK54_MAIZE 3 616.36315 1846.0676 0.27193 0.32517 0.60862 105.25 105.25 1.19E-01 31.3 2098200

48994 VIGTLLGSLLPDGTVHVR Unmodified _VIGTLLGSLLPDGTVHVR_ B4FK54_MAIZE 2 924.04109 1846.0676 1.1805 0.10849 1.3017 105.24 105.24 1.05E-02 27.59 291700

48995 VIGTLLGSLLSDGTVHVR Unmodified _VIGTLLGSLLSDGTVHVR_ B4FRD9_MAIZE 3 613.02291 1836.0469 0.30037 0.30833 0.62067 109.05 109.05 1.00E+00 8.33 81014

48996 VIGTLLGSLLSDGTVHVR Unmodified _VIGTLLGSLLSDGTVHVR_ B4FRD9_MAIZE 3 613.02291 1836.0469 0.26971 0.27963 0.56078 108.98 108.98 2.10E-02 19.8 1411600

48997 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.1377 0.18128 1.3267 110.5 110.5 7.69E-47 69.24 543170

48998 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.1302 -0.22557 0.91276 111.15 111.15 6.69E-08 29.29 370680

48999 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.45303 -0.008695 0.45248 111.62 111.62 1.06E-03 30.55 818600

49000 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.44161 0.067924 0.51696 112.3 112.3 9.31E-02 22.91 814070

49001 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.0751 -0.074586 1.0089 112.27 112.27 2.64E-20 67.73 279290

49002 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.0917 -0.17422 0.92601 112.09 112.09 6.66E-10 50.6 483750

49003 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.48887 0.047975 0.54451 112.09 112.09 1.00E+00 12.18 956360
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49004 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.0773 -0.47648 0.60968 112.81 112.81 1.49E-07 34.62 374930

49005 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.49372 -0.022513 0.47869 112.91 112.91 3.17E-02 17.89 1025200

49006 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.54859 -0.038455 0.51822 114.95 114.95 8.62E-01 4.99 317640

49007 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.119 -0.12963 0.998 114.71 114.71 3.25E-07 37.63 166820

49008 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.54609 -0.04898 0.50544 119.23 119.23 1.00E+00 4.91 257650

49009 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.406 0.2747 0.6883 111.99 111.99 1.84E-07 46.23 10618000

49010 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 3 871.12313 2610.3476 1.0757 -0.13904 0.94547 112.84 112.84 9.75E-36 71.15 3271800

49011 VIHDNFGIVEGLMTTVHAITATQK Oxidation (M) _VIHDNFGIVEGLM(ox)TTVHAITATQK_ B6SJZ8_MAIZE 4 653.59417 2610.3476 0.40936 0.063232 0.48077 112.86 112.86 2.48E-05 32.41 8266300

49012 VIHDNFGIVEGLMTTVHAITATQK Unmodified _VIHDNFGIVEGLMTTVHAITATQK_ B6SJZ8_MAIZE 4 649.59544 2594.3527 0.43699 0.3383 0.7805 122.37 122.37 2.48E-05 28 3363900

49013 VIHDNFGIVEGLMTTVHAITATQK Unmodified _VIHDNFGIVEGLMTTVHAITATQK_ B6SJZ8_MAIZE 3 865.7915 2594.3527 1.0124 -0.14429 0.87523 122.4 122.4 2.47E-65 71.07 2305600

49014 VIHDNFGIVEGLMTTVHAITATQK Unmodified _VIHDNFGIVEGLMTTVHAITATQK_ B6SJZ8_MAIZE 4 649.59544 2594.3527 0.54177 0.003454 0.55159 131 131 8.62E-01 1.45 171850

49015 VIHDNFGIVEGLMTTVHAITATQK Unmodified _VIHDNFGIVEGLMTTVHAITATQK_ B6SJZ8_MAIZE 4 649.59544 2594.3527 0.37745 0.47899 0.86188 131.01 131.01 3.25E-07 33.05 25500000

49016 VIHGFEVLDLMEK Unmodified _VIHGFEVLDLMEK_ B6TYW9_MAIZE 3 510.60593 1528.796 -0.10102 -0.15658 -0.26143 102.98 102.98 3.08E-01 12.71 96006

49017 VIHTVGPIYDLDK Unmodified _VIHTVGPIYDLDK_ B6SKT6_MAIZE 3 490.6048 1468.7926 -0.14887 -0.19556 -0.34024 70.021 70.021 1.60E-02 33.32 164250

49018 VIHTVGPIYDLDKHPEVSLK Unmodified _VIHTVGPIYDLDKHPEVSLK_ B6SKT6_MAIZE 5 452.85254 2259.2263 -0.14659 0.10912 -0.038762 76.838 76.838 6.91E-01 7.36 497070

49019 VIIDANTGR Unmodified _VIIDANTGR_ B4FUH4_MAIZE 2 479.76945 957.52434 -0.08138 -0.66257 -0.7488 46.063 46.063 7.18E-01 13.53 363190

49020 VIIDANTGR Unmodified _VIIDANTGR_ B4FUH4_MAIZE 2 479.76945 957.52434 -0.029274 0.30419 0.26805 45.256 45.256 7.18E-01 15.83 440210

49021 VIIDANTGR Unmodified _VIIDANTGR_ B4FUH4_MAIZE 2 479.76945 957.52434 -0.078584 0.64014 0.5539 46.041 46.041 9.73E-03 42.84 1792000

49022 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.95771 0.091222 1.055 86.91 86.91 8.28E-39 118.98 1626900

49023 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 3 533.647 1597.9192 0.047221 -0.25736 -0.20243 86.927 86.927 9.23E-01 5.16 637050

49024 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.93845 0.013469 0.95927 87.507 87.507 3.42E-29 87.14 603920

49025 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.94439 0.019431 0.97093 87.647 87.647 3.42E-29 100.46 913630

49026 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.96716 -0.010852 0.9637 87.345 87.345 1.54E-12 76.95 470410

49027 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.94161 0.005071 0.95375 87.086 87.086 8.28E-39 85.74 1678700

49028 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 3 533.647 1597.9192 -0.00089126 0.10583 0.11157 87.061 87.061 1.19E-01 23.79 771550

49029 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 1.0131 0.005889 1.0262 87.508 87.508 1.37E-17 75.07 536710

49030 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.99382 0.17811 1.178 87.275 87.275 1.54E-12 53.37 374040

49031 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.92582 -0.4731 0.46063 87.166 87.166 1.43E-21 86.62 925940

49032 VIIGPATVGGIQAGAFK Unmodified _VIIGPATVGGIQAGAFK_ B6U233_MAIZE 2 799.96687 1597.9192 0.94413 -0.1247 0.82658 88.712 88.712 3.42E-29 76.24 128980

49033 VIIIDTVLGSR Unmodified _VIIIDTVLGSR_ B1P123_MAIZE 2 593.36371 1184.7129 0.23636 0.20268 0.4403 93.045 93.045 7.60E-01 13.68 824190

49034 VIIIDTVLGSR Unmodified _VIIIDTVLGSR_ B1P123_MAIZE 2 593.36371 1184.7129 0.24509 0.17843 0.42459 93.655 93.655 1.47E-01 14.77 375050

49035 VIIIDTVLGSR Unmodified _VIIIDTVLGSR_ B1P123_MAIZE 2 593.36371 1184.7129 0.24926 0.4067 0.6556 93.448 93.448 1.00E+00 12.39 492500

49036 VIIIDTVLGSR Unmodified _VIIIDTVLGSR_ B1P123_MAIZE 2 593.36371 1184.7129 0.25613 0.3087 0.56554 93.1 93.1 1.00E+00 2.62 205700

49037 VIIIDTVLGSR Unmodified _VIIIDTVLGSR_ B1P123_MAIZE 2 593.36371 1184.7129 0.24334 0.40702 0.65145 93.707 93.707 1.00E+00 3.13 838520
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49038 VIILGDSGVGK Unmodified _VIILGDSGVGK_ B4FI29_MAIZE 2 529.31623 1056.6179 -0.17644 0.11597 -0.050288 64.665 64.665 4.43E-05 43.96 584120

49039 VIILGDSGVGK Unmodified _VIILGDSGVGK_ B4FI29_MAIZE 2 529.31623 1056.6179 -0.10728 -0.13858 -0.23678 64.014 64.014 5.66E-08 48.64 5125700

49040 VIILGDSGVGK Unmodified _VIILGDSGVGK_ B4FI29_MAIZE 2 529.31623 1056.6179 -0.059699 -0.13847 -0.18908 71.467 71.467 4.96E-02 37.53 138930

49041 VIKPGITTDEIDR Unmodified _VIKPGITTDEIDR_ B4FZK6_MAIZE 3 486.27171 1455.7933 -0.060979 0.26033 0.19536 56.985 56.985 2.26E-05 32.21 1779200

49042 VILAANDMPSINDVTYPELVEIINK Oxidation (M) _VILAANDM(ox)PSINDVTYPELVEIINK_ B6TFD8_MAIZE 3 929.82101 2786.4412 1.2069 0.50223 1.6951 117.1 117.1 3.05E-05 31.96 583920

49043 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.27957 0.28454 0.56639 58.001 58.001 1.68E-09 47.56 3011000

49044 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.28855 0.44647 0.73859 58.787 58.787 1.98E-03 45.64 70785

49045 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.23447 -0.33014 -0.09088 58.098 58.098 1.68E-09 42.74 758370

49046 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.27466 0.059962 0.33805 59.896 59.896 2.62E-07 40.27 1162500

49047 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.27828 -0.12805 0.15465 59.222 59.222 9.64E-17 54.43 1595900

49048 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.25822 0.36863 0.63051 59.758 59.758 1.68E-09 42.6 1452500

49049 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 -0.31584 59.969 59.969 1.07E-06 35.11

49050 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.22327 0.21684 0.44248 60.42 60.42 2.05E-12 46.94 6238200

49051 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.077901 -0.33761 -0.25555 58.447 58.447 7.02E-22 70.86 31515000

49052 VILADVQDGAGR Unmodified _VILADVQDGAGR_ B6U8U1_MAIZE 2 607.3304 1212.6463 0.19861 -0.14239 0.060134 61.076 61.076 2.05E-12 52.02 829650

49053 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.089542 -0.2189 -0.32126 45.871 45.871 9.73E-03 46.17 14290000

49054 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.3721 0.078637 1.4356 45.868 45.868 6.12E-02 42.76 8786100

49055 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.24335 -0.029175 -0.28612 47.311 47.311 3.21E-03 48.21 287670

49056 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.4359 47.276 47.276 6.33E-02 35.99

49057 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.17501 -0.17123 -0.35856 46.041 46.041 3.13E-03 56.82 5057000

49058 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.4359 45.928 45.928 6.33E-02 39.33

49059 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.088792 -0.35776 -0.46021 48.356 48.356 9.73E-03 50.32 8296700

49060 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.4664 -0.080961 1.3706 48.351 48.351 1.96E-01 30.96 8010300

49061 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.2837 0.12752 1.3954 47.643 47.643 1.82E-02 43.94 7927600

49062 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.10566 -0.39084 -0.50986 47.633 47.633 1.01E-02 32.16 6753200

49063 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.1492 -0.28617 -0.44735 48.407 48.407 3.21E-03 42.05 4718000

49064 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.2644 0.12334 1.3737 48.42 48.42 6.12E-02 43.59 4962100

49065 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 1.3349 -0.15083 1.17 47.772 47.772 8.75E-03 47.07 28562000

49066 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.16371 -0.34366 -0.5193 47.773 47.773 3.21E-03 51.35 33245000

49067 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.084058 0.27863 0.18121 46.211 46.211 9.73E-03 43.23 1435000

49068 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 0.19179 46.131 46.131 1.20E-01 24.2

49069 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 2 483.29818 964.5818 -0.18034 -0.051948 -0.2456 49.965 49.965 3.32E-02 26.89 406590

49070 VILASHLGR Unmodified _VILASHLGR_ B4G0K4_MAIZE 3 322.53454 964.5818 2.0579 49.93 49.93 3.82E-01 20.01

49071 VILDCTPELR Unmodified _VILDCTPELR_ B6TIB6_MAIZE 2 608.32373 1214.6329 0.24876 -0.19692 0.051678 70.306 70.306 4.40E-02 21.25 261810
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49072 VILENATVR Unmodified _VILENATVR_ B6SV32_MAIZE 2 507.80075 1013.5869 -0.050241 0.05374 -0.011604 50.543 50.543 3.21E-03 42.65 3309900

49073 VILENATVR Unmodified _VILENATVR_ B6SV32_MAIZE 2 507.80075 1013.5869 -0.15391 0.068002 -0.10096 50.645 50.645 3.13E-03 51.8 1774900

49074 VILENATVR Unmodified _VILENATVR_ B6SV32_MAIZE 2 507.80075 1013.5869 -0.04931 -0.026402 -0.090818 52.862 52.862 1.12E-01 37.37 1528900

49075 VILENATVR Unmodified _VILENATVR_ B6SV32_MAIZE 2 507.80075 1013.5869 -0.060991 -0.033465 -0.11095 52.156 52.156 3.21E-03 48.89 1913900

49076 VILENATVR Unmodified _VILENATVR_ B6SV32_MAIZE 2 507.80075 1013.5869 -0.016358 -0.032298 -0.06411 52.921 52.921 1.12E-01 17.98 172480

49077 VILFGVPGAFTPTCSNQHVPGFITQAEQLK Unmodified _VILFGVPGAFTPTCSNQHVPGFITQAEQLK_ B4FN24_MAIZE 4 814.92604 3255.675 0.92115 0.012075 0.9469 128.88 128.88 1.09E-03 24.89 1935600

49078 VILFGVPGAFTPTCSNQHVPGFITQAEQLK Unmodified _VILFGVPGAFTPTCSNQHVPGFITQAEQLK_ B4FN24_MAIZE 3 1086.2323 3255.675 1.1245 -0.10034 1.0379 128.88 128.88 1.09E-03 33.34 1122900

49079 VILGDVR Unmodified _VILGDVR_ Q9SAZ6_MAIZE 2 386.2398 770.46504 0.53093 0.17839 0.71354 49.881 49.881 1.86E-01 19.85 8675100

49080 VILGDVR Unmodified _VILGDVR_ Q9SAZ6_MAIZE 2 386.2398 770.46504 0.44068 -0.24956 0.19589 49.883 49.883 1.86E-01 24.75 4079700

49081 VILGDVR Unmodified _VILGDVR_ Q9SAZ6_MAIZE 2 386.2398 770.46504 0.51282 0.3996 0.91575 51.418 51.418 4.46E-01 23.1 649900

49082 VILSDVR Unmodified _VILSDVR_ CAPP2_MAIZE 2 401.24508 800.4756 0.29587 -0.25098 0.043042 50.543 50.543 4.46E-01 9.56 754510

49083 VILSNDATVK Unmodified _VILSNDATVK_ B4FNZ5_MAIZE 2 530.30586 1058.5972 -0.10962 -0.051174 -0.16703 46.383 46.383 3.43E-01 20.67 3737000

49084 VILSSHLGR Unmodified _VILSSHLGR_ B6STH5_MAIZE 3 327.86618 980.57671 1.3422 0.090426 1.4216 48.277 48.277 4.68E-01 16.62 894680

49085 VILVSHGGTIR Unmodified _VILVSHGGTIR_ B6TD16_MAIZE 2 576.3484 1150.6822 0.14786 -0.11068 0.045773 45.877 45.877 4.48E-03 40.48 373540

49086 VIMATNR Oxidation (M) _VIM(ox)ATNR_ B6TDT1_MAIZE 2 410.72091 819.42727 0.3992 -0.29539 0.090148 22.939 22.939 1.00E+00 5.8 8864.6

49087 VIMATNR Oxidation (M) _VIM(ox)ATNR_ B6TDT1_MAIZE 2 410.72091 819.42727 0.42811 -0.028252 0.38545 21.469 21.469 1.00E+00 10.22 15056

49088 VIMATNR Oxidation (M) _VIM(ox)ATNR_ B6TDT1_MAIZE 2 410.72091 819.42727 0.38717 0.14748 0.51861 22.174 22.174 1.00E+00 14.02 22816

49089 VIMATNR Oxidation (M) _VIM(ox)ATNR_ B6TDT1_MAIZE 2 410.72091 819.42727 0.41032 -0.10391 0.29045 23.718 23.718 1.00E+00 10.15 15564

49090 VIMATNR Oxidation (M) _VIM(ox)ATNR_ B6TDT1_MAIZE 2 410.72091 819.42727 0.42167 -0.15517 0.25044 24.217 24.217 5.90E-01 8.1 16864

49091 VIMATNR Unmodified _VIMATNR_ B6TDT1_MAIZE 2 402.72346 803.43236 0.3996 -0.2893 0.092055 32.996 32.996 4.46E-01 19.48 101820

49092 VINLEEGGAFTNSSAEDMLNAL Oxidation (M) _VINLEEGGAFTNSSAEDM(ox)LNAL_ B6T2Y1_MAIZE 2 1156.0416 2310.0686 1.1036 -0.037609 1.053 107.37 107.37 5.68E-10 52.31 991070

49093 VINLEEGGAFTNSSAEDMLNAL Oxidation (M) _VINLEEGGAFTNSSAEDM(ox)LNAL_ B6T2Y1_MAIZE 3 771.03013 2310.0686 0.9424 -0.16445 0.76473 107.32 107.32 7.91E-01 15.14 84822

49094 VINLEEGGAFTNSSAEDMLNAL Unmodified _VINLEEGGAFTNSSAEDMLNAL_ B6T2Y1_MAIZE 2 1148.0441 2294.0736 1.2428 0.43946 1.6667 123.33 123.33 6.11E-03 18.33 164490

49095 VINPVSATDDVVLAR Unmodified _VINPVSATDDVVLAR_ Q6RFK3_MAIZE 2 784.93576 1567.857 0.95031 -0.25797 0.69709 82.884 82.884 4.63E-02 36.36 256520

49096 VINPVSATDDVVLAR Unmodified _VINPVSATDDVVLAR_ Q6RFK3_MAIZE 2 784.93576 1567.857 0.93673 -0.20385 0.73834 82.567 82.567 2.37E-16 82.26 949670

49097 VINPVSATDDVVLAR Unmodified _VINPVSATDDVVLAR_ Q6RFK3_MAIZE 2 784.93576 1567.857 0.92711 0.36546 1.296 83.139 83.139 7.01E-11 75.31 836790

49098 VINVTPR Unmodified _VINVTPR_ B4FZU9_MAIZE 2 399.74525 797.47594 0.29925 0.081097 0.37845 41.63 41.63 8.04E-02 38.72 25441000

49099 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 -0.0039107 -0.13497 -0.158 30.775 30.775 3.83E-01 11.25 939390

49100 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 -0.15328 0.12424 -0.047254 28.832 28.832 3.83E-01 23.74 72855

49101 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 0.003033 0.028454 0.01306 31.917 31.917 1.00E+00 12.61 157090

49102 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 -0.041225 0.12777 0.06862 32.542 32.542 1.00E+00 6.41 73828

49103 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 0.053256 -0.11411 -0.079341 30.177 30.177 7.60E-01 15.42 59883

49104 VIPAGSAAAGK Unmodified _VIPAGSAAAGK_ B6T2A5_MAIZE 2 471.27437 940.53418 -0.18195 -0.1436 -0.34382 33.239 33.239 4.48E-03 33.74 612440

49105 VIPCDFIGVVK Unmodified _VIPCDFIGVVK_ B4G0N0_MAIZE 2 623.84684 1245.6791 0.32452 0.27719 0.62327 87.85 87.85 4.43E-05 34.15 1455800
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49106 VIPDFPKPGIMFQDITTLLLDPK Unmodified _VIPDFPKPGIMFQDITTLLLDPK_ B4FS03_MAIZE 3 866.81324 2597.4179 1.0969 0.030711 1.1299 128.53 128.53 4.55E-01 10.41 495120

49107 VIPDFPKPGIMFQDITTLLLDPK Oxidation (M) _VIPDFPKPGIM(ox)FQDITTLLLDPK_ B4FS03_MAIZE 3 872.14488 2613.4128 1.0561 -0.17324 0.88809 131.13 131.13 1.00E+00 10.34 320540

49108 VIPEFMCQGGDFTR Unmodified _VIPEFMCQGGDFTR_ B4FZZ2_MAIZE 2 828.87907 1655.7436 1.0367 -0.086563 0.9676 84.941 84.941 1.95E-13 93.56 1025000

49109 VIPEFMCQGGDFTR Unmodified _VIPEFMCQGGDFTR_ B4FZZ2_MAIZE 2 828.87907 1655.7436 1.0562 -0.12575 0.94822 86.898 86.898 3.51E-02 24.4 37008

49110 VIPEFMCQGGDFTR Unmodified _VIPEFMCQGGDFTR_ B4FZZ2_MAIZE 2 828.87907 1655.7436 1.0481 -0.22887 0.83612 85.769 85.769 2.00E-19 52.23 858460

49111 VIPEFMCQGGDFTR Unmodified _VIPEFMCQGGDFTR_ B4FZZ2_MAIZE 2 828.87907 1655.7436 1.0334 -0.26776 0.78353 85.412 85.412 7.64E-09 65.99 3329200

49112 VIPEFMCQGGDFTR Unmodified _VIPEFMCQGGDFTR_ B4FZZ2_MAIZE 2 828.87907 1655.7436 0.89549 -1.319 -0.40391 86.663 86.663 7.68E-22 79.91 18267000

49113 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 2 836.87653 1671.7385 0.96028 -0.002789 0.97686 74.637 74.637 2.96E-06 72.01 210450

49114 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 2 836.87653 1671.7385 1.1028 0.11731 1.2395 74.197 74.197 1.29E-01 31.62 299390

49115 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 2 836.87653 1671.7385 1.0744 0.049854 1.1436 74.725 74.725 2.00E-19 73.46 826900

49116 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 2 836.87653 1671.7385 1.0181 -0.60473 0.43313 74.677 74.677 5.36E-25 98.34 4281600

49117 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 3 558.25345 1671.7385 0.0077919 -0.26797 -0.24029 75.583 75.583 1.00E+00 0.09 777860

49118 VIPEFMCQGGDFTR Oxidation (M) _VIPEFM(ox)CQGGDFTR_ B4FZZ2_MAIZE 2 836.87653 1671.7385 0.99878 -0.18003 0.839 84.525 84.525 6.31E-03 26.03 631330

49119 VIPGFMCQGGDFTR Oxidation (M) _VIPGFM(ox)CQGGDFTR_ B6SRE7_MAIZE 2 800.86597 1599.7174 0.95681 -0.34052 0.64357 72.994 72.994 2.96E-06 65.58 500020

49120 VIPGFMCQGGDFTR Oxidation (M) _VIPGFM(ox)CQGGDFTR_ B6SRE7_MAIZE 2 800.86597 1599.7174 0.87134 0.35768 1.256 74.527 74.527 3.51E-02 23.21 2522200

49121 VIPGFMCQGGDFTR Oxidation (M) _VIPGFM(ox)CQGGDFTR_ B6SRE7_MAIZE 2 800.86597 1599.7174 -0.35006 74.762 74.762 1.74E-10 43.05

49122 VIPGFMCQGGDFTR Unmodified _VIPGFMCQGGDFTR_ B6SRE7_MAIZE 2 792.86851 1583.7225 0.8813 -0.37239 0.53513 84.15 84.15 1.95E-13 70.46 1568600

49123 VIPGSADGLYEFGSFMSATLSCDHR Unmodified _VIPGSADGLYEFGSFMSATLSCDHR_ B6TUA2_MAIZE 3 906.41599 2716.2261 1.1729 -0.077579 1.1023 123.04 123.04 3.46E-04 26.24 598170

49124 VIPGSGDKPMIGVQFR Oxidation (M) _VIPGSGDKPM(ox)IGVQFR_ B6SZ69_MAIZE 2 858.95871 1715.9029 1.1351 -0.23167 0.91349 67.037 67.037 1.67E-02 26.23 362340

49125 VIPLVYNEPEDR Unmodified _VIPLVYNEPEDR_ B4G1E4_MAIZE 2 722.37755 1442.7405 0.67654 -0.28554 0.37654 72.196 72.196 1.68E-09 59.27 2898600

49126 VIPMSR Oxidation (M) _VIPM(ox)SR_ B4F8M8_MAIZE 2 359.69945 717.38435 1.0107 0.10335 1.1025 25.421 25.421 1.00E+00 2.91 18969

49127 VIPMSR Oxidation (M) _VIPM(ox)SR_ B4F8M8_MAIZE 2 359.69945 717.38435 0.96596 0.47725 1.4305 24.978 24.978 2.64E-01 24.41 51073

49128 VIPMSR Oxidation (M) _VIPM(ox)SR_ B4F8M8_MAIZE 2 359.69945 717.38435 0.95499 0.30998 1.254 25.96 25.96 1.00E+00 10.13 87387

49129 VIPMSR Oxidation (M) _VIPM(ox)SR_ B4F8M8_MAIZE 2 359.69945 717.38435 0.92509 0.10326 1.0169 25.033 25.033 1.00E+00 12.58 66909

49130 VIQDPSSSADALR Unmodified _VIQDPSSSADALR_ B6TWL4_MAIZE 2 679.84916 1357.6838 0.59985 -0.49435 0.096565 53.631 53.631 2.50E-15 55.91 642570

49131 VIQDPSSSADALR Unmodified _VIQDPSSSADALR_ B6TWL4_MAIZE 2 679.84916 1357.6838 0.58847 -0.046641 0.53229 53.315 53.315 1.47E-03 38.67 310620

49132 VIQDPSSSADALR Unmodified _VIQDPSSSADALR_ B6TWL4_MAIZE 2 679.84916 1357.6838 0.58492 0.25383 0.82877 55.497 55.497 2.50E-15 71.03 420430

49133 VIQDPSSSADALR Unmodified _VIQDPSSSADALR_ B6TWL4_MAIZE 2 679.84916 1357.6838 0.60618 0.21563 0.81232 54.749 54.749 2.50E-15 65.02 343210

49134 VIQDPSSSADALR Unmodified _VIQDPSSSADALR_ B6TWL4_MAIZE 2 679.84916 1357.6838 0.58285 -0.51182 0.061869 55.544 55.544 2.50E-15 52.13 1036700

49135 VIQETNESWEK Unmodified _VIQETNESWEK_ B4FRR1_MAIZE 2 681.83043 1361.6463 0.572 0.47201 1.0255 49.112 49.112 4.43E-05 56.63 1606600

49136 VIQLLQSCCEQCEYK Unmodified _VIQLLQSCCEQCEYK_ B6SLD0_MAIZE 2 979.44445 1956.8743 1.2242 -0.55749 0.66962 73.34 73.34 1.65E-02 26.73 32588

49137 VISCIVQR Unmodified _VISCIVQR_ Q41743_MAIZE 2 487.77622 973.53788 -0.051706 0.067945 0.022855 47.137 47.137 1.90E-02 37.13 977270

49138 VISCIVQR Unmodified _VISCIVQR_ Q41743_MAIZE 2 487.77622 973.53788 -0.18469 -0.16748 -0.34418 47.04 47.04 1.90E-02 38.46 480270

49139 VISDFLNR Unmodified _VISDFLNR_ B6TRC0_MAIZE 2 482.26654 962.51853 -0.095292 -0.50307 -0.60429 69.775 69.775 2.92E-02 37.69 1231100
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49140 VISDFLNR Unmodified _VISDFLNR_ B6TRC0_MAIZE 2 482.26654 962.51853 -0.16428 0.24683 0.074566 70.122 70.122 2.92E-02 47.94 298350

49141 VISDFLNR Unmodified _VISDFLNR_ B6TRC0_MAIZE 2 482.26654 962.51853 -0.14357 -0.10172 -0.25161 71.213 71.213 2.92E-02 43.02 10495000

49142 VISDFMIQGGDFDK Oxidation (M) _VISDFM(ox)IQGGDFDK_ B6TCE9_MAIZE 2 794.37161 1586.7287 0.8998 -0.028618 0.88535 80.625 80.625 9.58E-34 80.85 939110

49143 VISDFMIQGGDFDK Unmodified _VISDFMIQGGDFDK_ B6TCE9_MAIZE 2 786.37415 1570.7337 0.87146 0.46603 1.3494 91.532 91.532 7.68E-22 83.67 603450

49144 VISDFMIQGGDFDKGNGTGGK Unmodified _VISDFMIQGGDFDKGNGTGGK_ B6TCE9_MAIZE 3 715.009 2142.0052 0.74484 0.014704 0.77551 81.521 81.521 3.79E-01 17 220640

49145 VISEADGYQPHLIAPEQGYR Unmodified _VISEADGYQPHLIAPEQGYR_ B6SKP8_MAIZE 3 748.37456 2242.1018 0.84979 -0.1194 0.72022 72.101 72.101 8.21E-12 51.92 576660

49146 VISEGGYDK Unmodified _VISEGGYDK_ B6SJ51_MAIZE 2 484.24019 966.46583 -0.052143 -0.016549 -0.075217 35.183 35.183 3.39E-01 14.3 540750

49147 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 1.1307 -0.34877 0.78206 34.459 34.459 2.35E-02 28.68 2209100

49148 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 2 518.30092 1034.5873 0.033854 -0.25502 -0.2207 34.461 34.461 3.32E-02 31.51 397220

49149 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 1.0245 -0.25176 0.77302 33.557 33.557 2.35E-02 26.1 1668400

49150 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 2 518.30092 1034.5873 -0.11822 -0.003349 -0.12139 33.556 33.556 9.73E-03 35.35 303810

49151 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 2 518.30092 1034.5873 0.0094211 -0.3893 -0.37918 36.193 36.193 1.12E-01 19.44 320400

49152 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 -0.39629 36.069 36.069 4.39E-02 27.34

49153 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 1.0904 -0.25493 0.83545 35.34 35.34 8.40E-02 25.73 398110

49154 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 0.99691 -0.50528 0.49476 35.932 35.932 9.39E-03 28.49 2508700

49155 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 2 518.30092 1034.5873 -0.00087128 -0.086753 -0.087137 35.936 35.936 3.32E-02 28.25 350490

49156 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 1.1541 0.28876 1.4436 33.751 33.751 1.00E+00 14.88 282280

49157 VISEHPVVR Unmodified _VISEHPVVR_ B6SGB6_MAIZE 3 345.8697 1034.5873 0.92902 0.28343 1.2136 37.642 37.642 5.45E-01 21.84 61794

49158 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 0.11845 0.26775 0.38701 45.188 45.188 7.98E-01 2.38 2762200

49159 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 3 578.99055 1733.9498 0.12456 -0.38327 -0.25753 45.256 45.256 4.32E-02 12.22 776130

49160 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 -0.036664 -0.11856 -0.15337 45.264 45.264 7.98E-01 2.01 4125800

49161 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 3 578.99055 1733.9498 0.14861 0.20619 0.35474 47.593 47.593 4.32E-02 13.9 1920700

49162 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 0.057901 0.044709 0.10406 47.601 47.601 1.21E-01 3.58 7418000

49163 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 3 578.99055 1733.9498 0.16004 0.066762 0.22768 46.84 46.84 1.21E-01 11.5 2393000

49164 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 0.018403 0.21613 0.2346 46.856 46.856 1.87E-02 21.8 11509000

49165 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 -0.090512 -0.20306 -0.29251 47.671 47.671 1.21E-01 6.27 25819000

49166 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 3 578.99055 1733.9498 0.067581 0.10779 0.17618 47.65 47.65 8.21E-03 24.24 6386100

49167 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 2 867.98219 1733.9498 1.1279 0.19488 1.324 47.642 47.642 4.49E-33 38.35 516850

49168 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 4 434.49473 1733.9498 0.065681 0.06314 0.12898 45.7 45.7 1.21E-01 1.36 2543600

49169 VISGPGEKPMIVVQHK Oxidation (M) _VISGPGEKPM(ox)IVVQHK_ B6T2Q6_MAIZE 3 578.99055 1733.9498 0.15078 -0.35325 -0.20011 45.716 45.716 1.21E-01 12.12 558260

49170 VISGPGEKPMIVVQHK Unmodified _VISGPGEKPMIVVQHK_ B6T2Q6_MAIZE 4 430.496 1717.9549 0.10715 0.034185 0.13955 49.779 49.779 7.98E-01 3.29 9136100

49171 VISGPGEKPMIVVQHK Unmodified _VISGPGEKPMIVVQHK_ B6T2Q6_MAIZE 3 573.65891 1717.9549 0.13593 0.073767 0.20781 49.787 49.787 9.16E-07 26.17 2325500

49172 VISGPGEKPMIVVQHK Unmodified _VISGPGEKPMIVVQHK_ B6T2Q6_MAIZE 3 573.65891 1717.9549 0.17053 0.018687 0.18865 51.724 51.724 9.16E-07 34.29 818790

49173 VISGPGEKPMIVVQHK Unmodified _VISGPGEKPMIVVQHK_ B6T2Q6_MAIZE 3 573.65891 1717.9549 0.09474 0.033104 0.12759 52.403 52.403 1.08E-05 39.17 1849700
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49174 VISGPGEKPMIVVQHK Unmodified _VISGPGEKPMIVVQHK_ B6T2Q6_MAIZE 4 430.496 1717.9549 0.0017271 -0.20963 -0.20776 52.382 52.382 2.89E-01 0.21 5715700

49175 VISLVK Unmodified _VISLVK_ B4F871_MAIZE 2 329.72853 657.44251 1.4237 -0.17904 1.2335 48.26 48.26 1.00E+00 10.47 431710

49176 VISLVK Unmodified _VISLVK_ B4F871_MAIZE 2 329.72853 657.44251 1.3015 -0.02367 1.267 48.693 48.693 2.78E-01 37.68 6953400

49177 VISNLANYGNTSAASIPLALDEAVR Unmodified _VISNLANYGNTSAASIPLALDEAVR_ B6SM26_MAIZE 3 853.78529 2558.334 1.16 -0.13985 1.0018 106.47 106.47 1.00E+00 12.25 183980

49178 VISNLANYGNTSAASIPLALDEAVR Unmodified _VISNLANYGNTSAASIPLALDEAVR_ B6SM26_MAIZE 3 853.78529 2558.334 1.0934 0.31759 1.3922 106.15 106.15 3.05E-05 18.47 673200

49179 VISNLANYGNTSAASIPLALDEAVR Unmodified _VISNLANYGNTSAASIPLALDEAVR_ B6SM26_MAIZE 2 1280.1743 2558.334 1.1748 0.10926 1.2653 106.18 106.18 8.03E-11 87.68 627750

49180 VITDHLGLGVK Unmodified _VITDHLGLGVK_ B6T9G3_MAIZE 3 384.56428 1150.671 0.52358 0.62705 1.1583 63.757 63.757 4.45E-03 30.45 1850200

49181 VITDRDFPYR Unmodified _VITDRDFPYR_ B4F8G4_MAIZE 3 427.89105 1280.6513 0.081295 0.43172 0.51134 60.671 60.671 1.25E-01 20.52 4253100

49182 VITGAIPDNVGQK Unmodified _VITGAIPDNVGQK_ B6T989_MAIZE 2 656.36698 1310.7194 0.51741 0.10703 0.62747 57.888 57.888 2.65E-01 23.71 573580

49183 VITGAIPDNVGQK Unmodified _VITGAIPDNVGQK_ B6T989_MAIZE 2 656.36698 1310.7194 0.48985 -0.055053 0.43851 58.174 58.174 3.13E-02 26.13 265490

49184 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1213 -0.095731 1.0158 93.988 93.988 4.07E-45 88.74 6699100

49185 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.059 0.20657 1.2557 97.089 97.089 7.78E-69 135.45 640950

49186 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1234 -0.17833 0.93571 94.55 94.55 3.33E-51 117.9 2618600

49187 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1075 -0.123 0.9748 94.608 94.608 4.07E-45 89.2 2841100

49188 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.0842 -0.18709 0.88766 94.451 94.451 4.22E-59 106.11 3576500

49189 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 3 622.35455 1864.0418 0.382 0.16537 0.53668 94.441 94.441 6.49E-01 5.2 620550

49190 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1649 -0.084986 1.0698 94.063 94.063 3.33E-51 125.26 1722300

49191 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 3 622.35455 1864.0418 0.37052 0.021234 0.38164 94.087 94.087 4.33E-01 10.01 585460

49192 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1465 -0.19538 0.94129 94.641 94.641 4.07E-45 86.13 2035600

49193 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1188 -0.36434 0.74486 94.255 94.255 3.33E-51 122.01 22388000

49194 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 3 622.35455 1864.0418 0.29329 0.30034 0.58277 94.261 94.261 5.64E-05 51.65 2983100

49195 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.0568 -0.084133 0.96322 94.5 94.5 3.33E-51 112.41 3158300

49196 VIVAIENPQDIIVQSAR Unmodified _VIVAIENPQDIIVQSAR_ B4FTD2_MAIZE 2 933.02818 1864.0418 1.1154 0.17041 1.2757 95.593 95.593 1.43E-21 84.16 317350

49197 VIVAIENPQDIIVQSARPYGQR Unmodified _VIVAIENPQDIIVQSARPYGQR_ B4FTD2_MAIZE 3 822.78696 2465.3391 1.038 0.015579 1.0443 92.808 92.808 6.53E-05 25.77 724610

49198 VIVAIENPQDIIVQSARPYGQR Unmodified _VIVAIENPQDIIVQSARPYGQR_ B4FTD2_MAIZE 3 822.78696 2465.3391 0.99792 -0.14753 0.8411 93.524 93.524 1.59E-04 31.29 494280

49199 VIVAIENPQDIIVQSARPYGQR Unmodified _VIVAIENPQDIIVQSARPYGQR_ B4FTD2_MAIZE 3 822.78696 2465.3391 1.0012 -0.23186 0.76004 93.167 93.167 6.10E-05 39.16 2068600

49200 VIVEACTQCR Unmodified _VIVEACTQCR_ B6TEF3_MAIZE 2 618.29719 1234.5798 0.3564 0.42639 0.79571 41.794 41.794 5.76E-06 44.64 302280

49201 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 2 508.81059 1015.6066 -0.018679 0.043852 0.019976 46.948 46.948 3.32E-02 25.5 1022400

49202 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 3 339.54282 1015.6066 1.1086 -0.21448 0.89096 47.132 47.132 9.63E-01 17.98 429230

49203 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 3 339.54282 1015.6066 1.2571 0.036761 1.288 49.405 49.405 5.45E-01 18.91 814840

49204 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 2 508.81059 1015.6066 -0.019766 -0.087303 -0.1118 49.406 49.406 3.39E-01 16.01 585570

49205 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 3 339.54282 1015.6066 1.1904 0.06921 1.2543 48.695 48.695 5.45E-01 19.57 477400

49206 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 3 339.54282 1015.6066 1.0869 -0.1254 0.95704 49.495 49.495 2.35E-01 26.28 1870800

49207 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 2 508.81059 1015.6066 -0.075131 0.021313 -0.058117 49.497 49.497 1.01E-02 40.04 1009300
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49208 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 3 339.54282 1015.6066 1.219 0.3147 1.5282 48.963 48.963 2.35E-01 16.87 1973400

49209 VIVEKPFGK Unmodified _VIVEKPFGK_ B6TSB3_MAIZE 2 508.81059 1015.6066 -0.053801 -0.050595 -0.10949 48.971 48.971 1.12E-01 24.89 1589900

49210 VIVGEQYCDVPLGLYVIR Unmodified _VIVGEQYCDVPLGLYVIR_ B6SII9_MAIZE 2 1047.0586 2092.1027 1.1952 -0.70497 0.49793 111.31 111.31 3.54E-16 36.16 149100

49211 VIVGEQYCDVPLGLYVIR Unmodified _VIVGEQYCDVPLGLYVIR_ B6SII9_MAIZE 3 698.37484 2092.1027 0.58516 -4.6579 -4.0593 111.23 111.23 3.92E-01 8.67 77487

49212 VIVSGGAPLAVPVEEFLR Unmodified _VIVSGGAPLAVPVEEFLR_ B6SVK5_MAIZE 2 927.03019 1852.0458 1.1797 0.04544 1.2256 113.28 113.28 2.85E-09 39.54 449090

49213 VIVSGGAPLAVPVEEFLR Unmodified _VIVSGGAPLAVPVEEFLR_ B6SVK5_MAIZE 2 927.03019 1852.0458 1.1355 -0.036125 1.1005 113.83 113.83 1.05E-02 37.33 160360

49214 VIVTLFK Unmodified _VIVTLFK_ B4FGY0_MAIZE 2 410.27056 818.52658 0.10312 0.024519 0.13421 75.574 75.574 1.00E+00 7.69 90438

49215 VIVTLFK Unmodified _VIVTLFK_ B4FGY0_MAIZE 2 410.27056 818.52658 0.23608 -0.37626 -0.13278 73.91 73.91 8.04E-02 36.74 5961900

49216 VIVTLFK Unmodified _VIVTLFK_ B4FGY0_MAIZE 2 410.27056 818.52658 0.053534 0.26355 0.32258 75.912 75.912 4.46E-01 33.27 208930

49217 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.1495 0.002491 1.1607 86.379 86.379 1.37E-17 44.01 1205700

49218 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.2008 0.20314 1.4127 88.525 88.525 1.91E-01 14.93 16101

49219 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.1335 0.086209 1.2284 86.897 86.897 1.51E-07 51.75 393560

49220 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.1471 0.24095 1.3964 87.085 87.085 1.51E-07 37.53 574720

49221 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.2217 0.18594 1.416 86.445 86.445 1.51E-07 35.68 367570

49222 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.202 -0.17084 1.04 87.083 87.083 1.37E-17 40.51 678630

49223 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 2 934.51352 1867.0125 1.1454 -0.26025 0.8936 86.778 86.778 1.54E-12 38.1 8968400

49224 VIVVECVLPVNTEATPK Unmodified _VIVVECVLPVNTEATPK_ B6TKG5_MAIZE 3 623.34477 1867.0125 0.28055 0.39106 0.67839 86.792 86.792 1.19E-01 11.64 2567600

49225 VIWNQGNLLEPASLK Unmodified _VIWNQGNLLEPASLK_ B6TVJ7_MAIZE 2 841.46723 1680.9199 0.97418 -0.31431 0.64276 92.946 92.946 1.12E-07 58.81 1577100

49226 VIWWPLGK Unmodified _VIWWPLGK_ B4F9H7_MAIZE 2 499.79474 997.57492 -0.0092212 -0.39101 -0.40176 100.6 100.6 3.77E-01 14.35 312660

49227 VIWWPLGK Unmodified _VIWWPLGK_ B4F9H7_MAIZE 2 499.79474 997.57492 -0.16233 -0.083265 -0.24839 101.36 101.36 1.00E+00 2.01 63490

49228 VIWWPLGK Unmodified _VIWWPLGK_ B4F9H7_MAIZE 2 499.79474 997.57492 0.038914 -0.26222 -0.22604 101.25 101.25 3.77E-01 14.56 79875

49229 VIWWPLGK Unmodified _VIWWPLGK_ B4F9H7_MAIZE 2 499.79474 997.57492 -0.11893 -0.070015 -0.19148 100.91 100.91 5.06E-02 24.8 664030

49230 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 0.010759 -0.56463 -0.57344 53.896 53.896 5.76E-06 60.55 12360000

49231 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 -0.028329 -0.001149 -0.048597 54.345 54.345 4.40E-05 59.96 3738700

49232 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 0.031608 -0.20044 -0.18887 56.239 56.239 1.84E-04 53.54 3823400

49233 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 0.021966 -0.15717 -0.15483 55.483 55.483 5.76E-06 68.64 4137200

49234 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 0.015276 -0.030382 -0.035729 55.952 55.952 1.62E-03 51.01 3809400

49235 VIYASQLTAK Unmodified _VIYASQLTAK_ B6U0S1_MAIZE 2 547.31623 1092.6179 0.0045066 0.30861 0.29263 54.703 54.703 3.43E-01 10.03 646070

49236 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 2 673.89317 1345.7718 0.56783 0.15265 0.70019 49.817 49.817 7.72E-03 39.72 1677600

49237 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 3 449.59787 1345.7718 -0.11865 -0.14847 -0.2857 50.446 50.446 1.00E+00 3.92 2451200

49238 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 2 673.89317 1345.7718 0.54422 0.10715 0.63153 50.445 50.445 1.11E-04 80.3 1173100

49239 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 2 673.89317 1345.7718 0.55168 0.1167 0.6476 52.361 52.361 1.98E-03 80.7 1052500

49240 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 3 449.59787 1345.7718 0.010783 0.01564 0.0069745 52.358 52.358 1.00E+00 9.88 2516500

49241 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 2 673.89317 1345.7718 0.56757 0.38232 0.9294 51.682 51.682 1.60E-02 95.49 926690
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49242 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 3 449.59787 1345.7718 -0.006535 -0.019677 -0.045121 51.669 51.669 1.00E+00 3.13 2298500

49243 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 2 673.89317 1345.7718 0.55274 -0.045218 0.48715 51.987 51.987 1.60E-02 52.6 808450

49244 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 3 449.59787 1345.7718 0.016222 0.26464 0.26075 51.972 51.972 7.21E-01 0.48 2313900

49245 VIYASQLTAKPR Unmodified _VIYASQLTAKPR_ B6U0S1_MAIZE 3 449.59787 1345.7718 -0.014223 0.17133 0.13735 52.601 52.601 7.21E-01 4.92 2562100

49246 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 2 847.47981 1692.9451 1.0186 0.37208 1.3784 124.87 124.87 1.42E-33 74.06 1122200

49247 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 3 565.3223 1692.9451 0.14733 0.1169 0.25085 124.88 124.88 1.05E-01 32.5 1004700

49248 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 2 847.47981 1692.9451 1.0834 0.16913 1.2399 125.31 125.31 1.42E-33 62.38 352980

49249 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 2 847.47981 1692.9451 1.0952 0.29922 1.3818 125.61 125.61 4.21E-20 70.29 601180

49250 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 3 565.3223 1692.9451 0.19495 0.07122 0.25378 125.63 125.63 7.63E-01 6.92 443530

49251 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 3 565.3223 1692.9451 0.23731 0.04224 0.2676 126.38 126.38 1.00E+00 6.11 119770

49252 VIYGADLAAFLQTLAK Unmodified _VIYGADLAAFLQTLAK_ B4G1C9_MAIZE 3 565.3223 1692.9451 0.14798 0.093356 0.22848 126.59 126.59 7.63E-01 11.22 726110

49253 VKCNEDDTIGDLKK Unmodified _VKCNEDDTIGDLKK_ B4FFL1_MAIZE 3 545.60665 1633.7981 -0.023546 -0.27433 -0.30106 40.713 40.713 5.17E-02 22.93 23333

49254 VKDEEGMPAFALVNK Oxidation (M) _VKDEEGM(ox)PAFALVNK_ B4FUK7_MAIZE 2 832.42163 1662.8287 1.0448 0.15352 1.1873 61.713 61.713 5.74E-56 77.89 821420

49255 VKDEEGMPAFALVNK Oxidation (M) _VKDEEGM(ox)PAFALVNK_ B4FUK7_MAIZE 3 555.28351 1662.8287 0.0070156 0.000767 -0.0041981 61.722 61.722 7.60E-01 20.4 2326100

49256 VKDEEGMPAFALVNK Oxidation (M) _VKDEEGM(ox)PAFALVNK_ B4FUK7_MAIZE 3 555.28351 1662.8287 -0.00065361 -0.091245 -0.10221 62.389 62.389 7.60E-01 7.29 4161500

49257 VKDEEGMPAFALVNK Unmodified _VKDEEGMPAFALVNK_ B4FUK7_MAIZE 2 824.42417 1646.8338 1.0184 -0.039544 0.96508 74.112 74.112 6.53E-30 83.61 1452300

49258 VKDEEGYPAIVLVNK Unmodified _VKDEEGYPAIVLVNK_ B4G019_MAIZE 3 558.64181 1672.9036 0.10494 0.69307 0.78269 70.184 70.184 1.14E-02 20.62 1200600

49259 VKDEEGYPAIVLVNK Unmodified _VKDEEGYPAIVLVNK_ B4G019_MAIZE 2 837.45907 1672.9036 1.0877 -0.35242 0.72161 70.144 70.144 1.02E-23 55.93 446400

49260 VKDEEGYPAIVLVNK Unmodified _VKDEEGYPAIVLVNK_ B4G019_MAIZE 3 558.64181 1672.9036 -0.0029177 0.20333 0.18585 70.101 70.101 1.09E-07 49.66 10583000

49261 VKDEEGYPAIVLVNK Unmodified _VKDEEGYPAIVLVNK_ B4G019_MAIZE 2 837.45907 1672.9036 1.0176 -0.015449 0.98829 70.102 70.102 6.53E-30 63.37 2914400

49262 VKDEEGYPAIVLVNK Unmodified _VKDEEGYPAIVLVNK_ B4G019_MAIZE 3 558.64181 1672.9036 0.012929 -0.018341 -0.019814 71.459 71.459 1.26E-05 41.16 727050

49263 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 3 638.67747 1913.0106 0.39232 -0.19176 0.19443 83.152 83.152 2.02E-06 45.82 1981300

49264 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 2 957.51256 1913.0106 1.19 -0.55297 0.63119 83.157 83.157 3.33E-51 86.68 415590

49265 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 3 638.67747 1913.0106 0.25362 -0.35332 -0.10555 86.03 86.03 1.11E-04 59.5 1250800

49266 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 2 957.51256 1913.0106 1.1352 -0.37841 0.75112 86.01 86.01 1.24E-09 59.09 124210

49267 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 3 638.67747 1913.0106 0.32414 -0.6698 -0.35088 83.661 83.661 1.00E+00 2.34 322320

49268 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 3 638.67747 1913.0106 0.36979 -1.4615 -1.0963 84.065 84.065 6.76E-01 12.25 316000

49269 VKDELILDGNDVELVSR Unmodified _VKDELILDGNDVELVSR_ B6SI39_MAIZE 3 638.67747 1913.0106 0.42894 -0.77348 -0.35049 83.766 83.766 6.76E-01 22.25 383310

49270 VKDELVLEGNDVELVSR Unmodified _VKDELVLEGNDVELVSR_ B6TH42_MAIZE 3 638.67747 1913.0106 0.36754 -0.14318 0.21798 81.535 81.535 5.98E-03 33.82 74332

49271 VKDFIHDIGEK Unmodified _VKDFIHDIGEK_ B4F9K0_MAIZE 3 434.23471 1299.6823 0.0026121 0.10506 0.10291 57.873 57.873 5.30E-05 41.92 15819000

49272 VKDFIHDIGEK Unmodified _VKDFIHDIGEK_ B4F9K0_MAIZE 4 325.92785 1299.6823 1.328 -0.43661 0.88807 57.887 57.887 1.00E+00 14.89 7969200

49273 VKDFIHDIGEK Unmodified _VKDFIHDIGEK_ B4F9K0_MAIZE 2 650.84843 1299.6823 0.41133 0.11891 0.52696 57.873 57.873 4.43E-05 67.6 2405700

49274 VKDGVPHLTK Unmodified _VKDGVPHLTK_ B6SL40_MAIZE 3 365.21699 1092.6291 0.93016 -1.2428 -0.30533 33.631 33.631 3.11E-02 18.17 450180

49275 VKDGVPHLTK Unmodified _VKDGVPHLTK_ B6SL40_MAIZE 3 365.21699 1092.6291 0.73907 -0.72875 0.016209 32.992 32.992 5.31E-01 8.43 75054
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49276 VKDGVPHLTK Unmodified _VKDGVPHLTK_ B6SL40_MAIZE 3 365.21699 1092.6291 0.90099 -0.98386 -0.074623 35.582 35.582 9.39E-01 6.19 115720

49277 VKDGVPHLTK Unmodified _VKDGVPHLTK_ B6SL40_MAIZE 3 365.21699 1092.6291 0.78352 -0.064747 0.72536 35.186 35.186 3.11E-02 34.53 318240

49278 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.20859 -0.15732 0.0504 48.463 48.463 4.45E-03 31.42 14957000

49279 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 2 618.32258 1234.6306 0.28231 -0.14679 0.13444 48.468 48.468 4.43E-05 42.21 5939000

49280 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.11431 0.19472 0.30909 49.622 49.622 2.92E-01 33.17 66318

49281 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.11766 -0.32367 -0.20545 48.434 48.434 4.45E-03 39.29 4047200

49282 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 2 618.32258 1234.6306 0.25315 -0.47675 -0.22321 48.491 48.491 3.60E-06 52.64 1098500

49283 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.22686 -0.46106 -0.23319 50.778 50.778 1.00E+00 2.66 5160000

49284 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.22951 -0.072089 0.15788 50.075 50.075 4.45E-03 33.29 2081100

49285 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.16358 -0.54981 -0.38533 50.855 50.855 1.15E-01 20.55 1253400

49286 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 3 412.55081 1234.6306 0.2392 -0.86567 -0.62554 50.679 50.679 4.45E-03 39.56 8240400

49287 VKDLSQADFGR Unmodified _VKDLSQADFGR_ B6T440_MAIZE 2 618.32258 1234.6306 0.31917 -1.4262 -1.1055 50.788 50.788 3.60E-06 65.82 1629400

49288 VKEAFENIK Unmodified _VKEAFENIK_ B6TIQ8_MAIZE 3 359.86948 1076.5866 0.93594 0.033918 0.9401 43.443 43.443 9.39E-03 40.57 1248600

49289 VKEEVAAVAAVGSAGFAFHEHHEK Unmodified _VKEEVAAVAAVGSAGFAFHEHHEK_ A8IK79_MAIZE 5 504.85842 2519.2557 -0.13081 -0.44288 -0.57764 128.29 128.29 1.13E-01 16.5 91069

49290 VKEEVAAVAAVGSAGFAFHEHHEK Unmodified _VKEEVAAVAAVGSAGFAFHEHHEK_ A8IK79_MAIZE 4 630.82121 2519.2557 0.37119 -0.096745 0.26918 128.24 128.24 5.75E-01 1.91 39646

49291 VKEEVAAVAAVGSAGFAFHEHHEK Unmodified _VKEEVAAVAAVGSAGFAFHEHHEK_ A8IK79_MAIZE 4 630.82121 2519.2557 0.33673 0.11628 0.44684 77.816 77.816 4.78E-06 33.45 788630

49292 VKEEVAAVAAVGSAGFAFHEHHEK Unmodified _VKEEVAAVAAVGSAGFAFHEHHEK_ A8IK79_MAIZE 5 504.85842 2519.2557 -0.17237 -0.43587 -0.61296 77.834 77.834 1.17E-03 40.5 950590

49293 VKEEVAAVAAVGSAGFAFHEHHEK Unmodified _VKEEVAAVAAVGSAGFAFHEHHEK_ A8IK79_MAIZE 5 504.85842 2519.2557 -0.15885 -0.31679 -0.4817 137.32 137.32 1.13E-01 28.68 124260

49294 VKEGDHVIIGQCR Unmodified _VKEGDHVIIGQCR_ B6T2A5_MAIZE 3 504.26467 1509.7722 -0.045471 -0.59025 -0.62731 37.611 37.611 9.36E-01 15.03 1408000

49295 VKEGDHVIIGQCR Unmodified _VKEGDHVIIGQCR_ B6T2A5_MAIZE 3 504.26467 1509.7722 -0.24775 -0.21664 -0.45771 41.686 41.686 8.46E-03 25.07 343390

49296 VKEGDHVIIGQCRPLSK Unmodified _VKEGDHVIIGQCRPLSK_ B6T2A5_MAIZE 4 484.76628 1935.036 -0.031964 -0.31374 -0.34556 44.422 44.422 2.75E-01 4.19 1883600

49297 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 1.0552 0.032067 1.0523 49.875 49.875 2.47E-01 40.63 8975800

49298 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 2 525.30312 1048.5917 -0.018778 -0.094769 -0.14689 49.859 49.859 5.06E-02 33.05 5495600

49299 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.88755 0.33974 1.1914 52.716 52.716 5.41E-01 34.38 56139

49300 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.95418 0.10898 1.0291 50.06 50.06 2.47E-01 30.91 1496300

49301 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 2 525.30312 1048.5917 -0.12493 -0.28393 -0.44227 50.055 50.055 2.92E-02 35.13 593300

49302 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 1.0399 0.19541 1.1998 52.123 52.123 3.42E-02 35.78 1240400

49303 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 2 525.30312 1048.5917 -0.089831 -0.040145 -0.16519 52.093 52.093 2.92E-02 25.78 554600

49304 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.99124 0.23146 1.1889 51.406 51.406 1.05E-01 30.68 1156100

49305 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 2 525.30312 1048.5917 0.1944 0.54808 0.70779 51.435 51.435 7.88E-01 15.34 351010

49306 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.94881 0.30317 1.216 52.191 52.191 5.41E-01 14.29 1125100

49307 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 1.1001 0.056519 1.1209 51.779 51.779 2.47E-01 37.95 904860

49308 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.9982 -0.17394 0.78944 52.385 52.385 1.00E+00 13.69 786660

49309 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 1.1479 0.35051 1.4641 50.342 50.342 2.47E-01 33.62 867430
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49310 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 3 350.53784 1048.5917 0.80826 0.46414 1.2378 54.141 54.141 1.00E+00 15.27 478570

49311 VKEYELLR Unmodified _VKEYELLR_ B4FCG9_MAIZE 2 525.30312 1048.5917 -0.095026 0.12178 -0.008319 54.17 54.17 3.77E-01 16.93 249760

49312 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.13399 0.16551 0.28053 87.725 87.725 8.47E-02 33.82 4304200

49313 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 2 861.47726 1720.94 1.0774 -0.10121 0.9573 87.722 87.722 6.53E-30 51.61 997110

49314 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.08413 0.21663 0.28225 88.575 88.575 5.05E-03 37.89 1350400

49315 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 2 861.47726 1720.94 1.0802 0.016739 1.0784 88.575 88.575 1.65E-02 28.52 201450

49316 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.15213 0.29717 0.42916 88.42 88.42 1.29E-02 34.51 1317000

49317 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 2 861.47726 1720.94 1.078 0.03801 1.0974 88.41 88.41 1.26E-03 22.27 291370

49318 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.16833 -0.14626 0.0027097 88.442 88.442 8.47E-02 21.57 866320

49319 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.078928 0.12572 0.18638 88.141 88.141 8.03E-01 12.13 1785800

49320 VKEYLPITGLAEFNK Unmodified _VKEYLPITGLAEFNK_ B4FUH2_MAIZE 3 574.65393 1720.94 0.10884 0.38364 0.47307 90.676 90.676 2.34E-01 11.13 148810

49321 VKFLDDQNR Unmodified _VKFLDDQNR_ B4FW18_MAIZE 3 378.86825 1133.5829 0.5117 0.34319 0.8498 46.265 46.265 8.40E-02 34.59 98378

49322 VKFTAEELR Unmodified _VKFTAEELR_ B6U0S1_MAIZE 3 364.87311 1091.5975 0.92023 0.30418 1.2041 50.142 50.142 1.00E+00 17.03 831730

49323 VKFTAEELR Unmodified _VKFTAEELR_ B6U0S1_MAIZE 3 364.87311 1091.5975 0.72341 0.53831 1.2404 50.864 50.864 2.35E-02 21.39 307650

49324 VKGQDGNEVFFR Unmodified _VKGQDGNEVFFR_ B6T2D8_MAIZE 3 465.90536 1394.6943 -0.18872 0.52586 0.34505 57.297 57.297 2.46E-02 33.2 673460

49325 VKIDGTSVK Unmodified _VKIDGTSVK_ B6U467_MAIZE 3 316.19044 945.5495 1.4854 -0.090764 1.3972 38.616 38.616 1.96E-01 32.1 107950

49326 VKLDDIEK Unmodified _VKLDDIEK_ O23813_MAIZE 3 320.51845 958.53351 1.3939 -0.27144 1.1028 47.161 47.161 2.47E-01 18.04 485430

49327 VKLDDIEK Unmodified _VKLDDIEK_ O23813_MAIZE 2 480.27403 958.53351 -0.10225 -0.53121 -0.65295 47.146 47.146 3.77E-01 21.95 623180

49328 VKLEDAGFDWK Unmodified _VKLEDAGFDWK_ Q8W0Q2_MAIZE 3 436.55919 1306.6558 0.077458 0.05434 0.12662 73.947 73.947 9.88E-04 43.31 1521500

49329 VKLEDAGFDWK Unmodified _VKLEDAGFDWK_ Q8W0Q2_MAIZE 2 654.33515 1306.6558 0.48906 -0.27321 0.21138 73.93 73.93 3.57E-04 34.87 703500

49330 VKLPHLIR Unmodified _VKLPHLIR_ B6TAK0_MAIZE 3 325.88692 974.63892 1.4063 -0.057126 1.327 53.858 53.858 3.42E-02 37.07 1571900

49331 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 1.1115 -0.46737 0.64963 74.544 74.544 1.00E+00 0.99 305290

49332 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 0.81994 -0.076781 0.74825 77.032 77.032 9.46E-01 24.37 288790

49333 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 1.0166 -0.37344 0.64891 75.563 75.563 9.46E-01 10.62 126860

49334 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 1.0872 -0.25181 0.84142 75.732 75.732 1.00E+00 4.87 304970

49335 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 1.0504 -0.47005 0.58618 75.476 75.476 1.00E+00 10.23 675720

49336 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 1.0328 -0.33787 0.7017 75.302 75.302 5.26E-01 42.31 1865800

49337 VKLPVF Unmodified _VKLPVF_ B6TYW3_MAIZE 2 351.73108 701.4476 0.75379 -0.45232 0.3064 77.077 77.077 5.26E-01 42.42 6505700

49338 VKPSLSFR Unmodified _VKPSLSFR_ B6UFF2_MAIZE 2 467.27945 932.54435 0.011771 -0.11755 -0.11577 99.664 99.664 1.00E+00 4.65 110150

49339 VKPSLSFR Unmodified _VKPSLSFR_ B6UFF2_MAIZE 2 467.27945 932.54435 0.029922 0.14657 0.1647 99.585 99.585 3.77E-01 3.19 116850

49340 VKPSLSFR Unmodified _VKPSLSFR_ B6UFF2_MAIZE 2 467.27945 932.54435 -0.027626 0.25837 0.2195 99.517 99.517 1.00E+00 3.1 967510

49341 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.2698 -0.29197 0.94702 27.796 27.796 3.42E-02 35.37 191190

49342 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 2 511.79767 1021.5808 0.075092 -0.085423 -0.041735 27.83 27.83 1.00E+00 10.36 54668

49343 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.7688 26.404 26.404 6.36E-01 2.51
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49344 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.3411 -0.001352 1.3078 28.632 28.632 1.00E+00 9.78 15432

49345 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 0.88784 27.951 27.951 3.43E-01 17

49346 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 2.0625 28.274 28.274 3.43E-01 12.13

49347 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.1815 28.61 28.61 1.14E-01 28.46

49348 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.2284 0.056042 1.2522 28.904 28.904 3.42E-02 30.57 137510

49349 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.204 0.082302 1.2545 27.332 27.332 3.42E-02 37.08 1705300

49350 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 2 511.79767 1021.5808 -0.041552 0.15278 0.080135 27.33 27.33 1.65E-01 28.72 501190

49351 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 2 511.79767 1021.5808 -0.030864 0.29954 0.23773 30.422 30.422 1.00E+00 4.99 5665.1

49352 VKYELDKK Unmodified _VKYELDKK_ B4FXF9_MAIZE 3 341.53421 1021.5808 1.0353 0.34555 1.3485 30.43 30.43 5.41E-01 20.83 23835

49353 VKYPEGWELIEPTIR Unmodified _VKYPEGWELIEPTIR_ B6T8X1_MAIZE 3 610.66472 1828.9723 0.25283 0.008185 0.24362 92.911 92.911 1.07E-03 24.57 366030

49354 VKYPENFFLLR Unmodified _VKYPENFFLLR_ PP1_MAIZE 3 475.93448 1424.7816 -0.098986 0.25511 0.14056 87.389 87.389 3.45E-01 22 515430

49355 VLACFSNNLLR Unmodified _VLACFSNNLLR_ B4FUF3_MAIZE 2 653.85044 1305.6863 0.53316 0.076676 0.60126 79.704 79.704 4.48E-03 39.65 480020

49356 VLACFSNNLLR Unmodified _VLACFSNNLLR_ B4FUF3_MAIZE 2 653.85044 1305.6863 0.48915 -0.21658 0.26451 80.501 80.501 3.83E-01 23.54 162120

49357 VLACFSNNLLR Unmodified _VLACFSNNLLR_ B4FUF3_MAIZE 2 653.85044 1305.6863 0.47285 0.015261 0.47978 80.682 80.682 4.48E-03 41.62 1458700

49358 VLAEGGYEK Unmodified _VLAEGGYEK_ B4FF76_MAIZE 2 483.25056 964.48656 -0.040699 0.095661 0.03322 40.059 40.059 9.73E-03 42.88 379510

49359 VLAESQPEGQGATVR Unmodified _VLAESQPEGQGATVR_ B4FNE9_MAIZE 2 771.39954 1540.7845 0.87668 -0.08073 0.79278 46.503 46.503 1.02E-23 82.57 1568400

49360 VLAESQPEGQGATVR Unmodified _VLAESQPEGQGATVR_ B4FNE9_MAIZE 2 771.39954 1540.7845 0.81757 -0.23969 0.57504 43.656 43.656 1.04E-33 86.04 1385700

49361 VLAFEAGR Unmodified _VLAFEAGR_ B6TFF6_MAIZE 2 431.7427 861.47085 0.025395 1.013 1.0228 54.172 54.172 3.77E-01 21.35 36005

49362 VLAFEAGR Unmodified _VLAFEAGR_ B6TFF6_MAIZE 2 431.7427 861.47085 -0.027398 1.3733 1.3286 53.716 53.716 1.00E+00 20.95 280050

49363 VLAFEAGR Unmodified _VLAFEAGR_ B6TFF6_MAIZE 2 431.7427 861.47085 0.030276 0.47972 0.49365 55.947 55.947 2.92E-02 18.16 5262000

49364 VLAIDLEGAR Unmodified _VLAIDLEGAR_ B6TVC7_MAIZE 2 528.80603 1055.5975 -0.1332 0.01462 -0.13949 73.843 73.843 1.62E-03 46.85 904000

49365 VLAIDPDGAR Unmodified _VLAIDPDGAR_ B6T8Y0_MAIZE 2 513.78256 1025.5506 -0.15092 0.26717 0.10869 59.295 59.295 1.25E-02 15.57 293580

49366 VLAINILGR Unmodified _VLAINILGR_ B6SV75_MAIZE 2 484.8162 967.61785 -0.017306 0.039222 -0.0024476 83.979 83.979 3.89E-04 68.79 994770

49367 VLAINILGR Unmodified _VLAINILGR_ B6SV75_MAIZE 2 484.8162 967.61785 -0.16496 0.15938 -0.03052 84.67 84.67 3.13E-03 57.1 434280

49368 VLAINILGR Unmodified _VLAINILGR_ B6SV75_MAIZE 2 484.8162 967.61785 -0.0082889 0.002392 -0.02948 84.621 84.621 1.00E+00 17.3 337130

49369 VLANADTPDDALTAR Unmodified _VLANADTPDDALTAR_ PPDK1_MAIZE 2 771.89155 1541.7686 0.87569 -0.021509 0.84653 61.698 61.698 7.01E-11 73.97 852160

49370 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.042595 0.37 0.30275 45.227 45.227 1.90E-02 45.83 2108400

49371 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.14676 0.83355 0.66233 45.016 45.016 2.92E-02 53.22 1050100

49372 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.067991 0.23064 0.13945 47.522 47.522 2.92E-02 39.7 2361900

49373 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.062569 0.26176 0.17502 46.776 46.776 2.92E-02 45.55 1289200

49374 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.22559 -0.23673 -0.48358 47.639 47.639 2.92E-02 55.37 19710000

49375 VLANENFR Unmodified _VLANENFR_ B6SH83_MAIZE 2 481.75634 961.49813 -0.062995 -0.07762 -0.16266 45.555 45.555 2.92E-02 46.75 568200

49376 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.26809 0.31019 0.55316 50.579 50.579 5.66E-08 78.97 1231600

49377 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.15846 -0.10422 0.029789 50.522 50.522 1.47E-01 18.35 301420
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49378 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.22019 -0.081755 0.11532 52.82 52.82 7.60E-01 32.39 653290

49379 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.2318 -0.032395 0.17518 52.097 52.097 4.48E-03 48.05 846200

49380 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.19447 0.17947 0.34897 52.755 52.755 3.60E-06 53.59 1950500

49381 VLAPYSAEDAR Unmodified _VLAPYSAEDAR_ B6TKX6_MAIZE 2 596.30385 1190.5932 0.13377 0.48381 0.59314 53.373 53.373 5.66E-08 85.18 22751000

49382 VLAQSQPEGQGATVR Unmodified _VLAQSQPEGQGATVR_ B6TS20_MAIZE 2 770.90754 1539.8005 0.91178 -0.023038 0.89086 43.882 43.882 6.53E-30 75.04 506740

49383 VLAQSQPEGQGATVR Unmodified _VLAQSQPEGQGATVR_ B6TS20_MAIZE 2 770.90754 1539.8005 0.88932 -0.075614 0.81569 40.934 40.934 1.02E-23 68.84 399060

49384 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 3 504.97137 1511.8923 0.0065706 -0.33605 -0.33422 115.93 115.93 1.83E-01 16.3 244440

49385 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 2 756.95342 1511.8923 0.83143 0.12688 0.95417 116.55 116.55 3.40E-25 98.19 2798800

49386 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 3 504.97137 1511.8923 -0.13025 -0.11784 -0.25282 116.52 116.52 2.65E-04 49.07 194100

49387 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 2 756.95342 1511.8923 0.83265 0.17591 1.0044 116.66 116.66 2.09E-30 78.44 2155900

49388 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 3 504.97137 1511.8923 0.0033338 -0.22028 -0.22053 116.57 116.57 1.79E-03 60.41 236630

49389 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 2 756.95342 1511.8923 0.85336 0.24125 1.0901 116.88 116.88 7.68E-22 88.54 1311600

49390 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 3 504.97137 1511.8923 0.061454 -0.31699 -0.26009 116.75 116.75 2.65E-04 37.33 102590

49391 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 2 756.95342 1511.8923 0.83798 0.10285 0.93573 117.68 117.68 2.09E-30 87.7 4373500

49392 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 3 504.97137 1511.8923 0.026261 -0.25498 -0.23341 117.53 117.53 6.14E-02 17.86 464590

49393 VLASSLVEVVDIIR Unmodified _VLASSLVEVVDIIR_ B6TJ78_MAIZE 2 756.95342 1511.8923 0.83629 0.005583 0.83838 123.53 123.53 7.64E-09 53.29 147330

49394 VLASVAGETASQLPDAAR Unmodified _VLASVAGETASQLPDAAR_ B4FP46_MAIZE 2 878.46541 1754.9163 1.232 0.40191 1.623 71.265 71.265 4.65E-12 75.44 991370

49395 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 0.070559 0.083165 0.12708 40.548 40.548 5.06E-02 23.65 818980

49396 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 -0.025819 0.76037 0.70615 40.876 40.876 5.06E-02 26.05 37601

49397 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 -0.085306 0.20401 0.092685 39.97 39.97 3.77E-01 13.5 179540

49398 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 0.072071 0.092275 0.13734 41.96 41.96 3.77E-01 18.85 426920

49399 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 -0.0067814 0.18741 0.15415 42.645 42.645 1.00E+00 16.02 513990

49400 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 -0.015236 0.12383 0.082491 43.338 43.338 2.92E-02 30.39 5015400

49401 VLAYEAGR Unmodified _VLAYEAGR_ B6TYG2_MAIZE 2 439.74016 877.46577 -0.01842 0.72631 0.67911 44.104 44.104 5.06E-02 20.54 131470

49402 VLCEGNGPNPPADLR Unmodified _VLCEGNGPNPPADLR_ B4F8V5_MAIZE 2 804.89357 1607.7726 0.97079 -0.10345 0.86603 58.987 58.987 7.01E-11 98.72 641150

49403 VLCMGVAVGNLAMEEK 2 Oxidation (M) _VLCM(ox)GVAVGNLAM(ox)EEK_ B6SIS5_MAIZE 2 876.92008 1751.8256 1.0867 -0.11544 0.9699 66.829 66.829 3.33E-55 60.19 703050

49404 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.1513 -0.047188 1.123 121.21 121.21 2.64E-19 81.42 3714400

49405 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.9907 -0.088747 0.92131 121.21 121.21 6.61E-10 38.64 2698600

49406 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.98534 -0.12345 0.88155 121.63 121.63 1.85E-07 26.42 880310

49407 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.2669 -0.12304 1.1637 121.63 121.63 5.11E-31 81.49 924690

49408 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.98876 -0.36592 0.64203 121.84 121.84 1.06E-11 40.74 1806700

49409 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.1308 -0.032617 1.1176 121.84 121.84 1.70E-36 79.43 1568100

49410 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.98256 -0.35597 0.64584 121.99 121.99 1.49E-04 15.91 675650

49411 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.1334 -0.045526 1.1073 121.99 121.99 2.64E-19 70.56 524550
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49412 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.9021 -0.41334 0.50811 121.45 121.45 1.06E-11 35.76 7620900

49413 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.159 -0.30196 0.87714 121.45 121.45 1.70E-36 81.29 6737600

49414 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 2 1204.1111 2406.2076 1.2165 -0.11455 1.1217 122.36 122.36 7.49E-12 47.55 420480

49415 VLDALFPSVLGGTCAIPGAFGCGK Unmodified _VLDALFPSVLGGTCAIPGAFGCGK_ VATA_MAIZE B6 3 803.07646 2406.2076 0.99383 0.18877 1.202 121.61 121.61 2.50E-01 4.22 410820

49416 VLDAMLPFYLSR Oxidation (M) _VLDAM(ox)LPFYLSR_ B4FLP7_MAIZE 2 720.88141 1439.7483 0.87398 0.87217 1.7356 98.472 98.472 1.60E-02 27.73 549050

49417 VLDEGIAVK Unmodified _VLDEGIAVK_ B6UC41_MAIZE 2 472.27658 942.5386 -0.024365 0.54547 0.51005 52.719 52.719 9.73E-03 35.19 1366800

49418 VLDEGIAVK Unmodified _VLDEGIAVK_ B6UC41_MAIZE 2 472.27658 942.5386 -0.14853 0.52847 0.3699 52.721 52.721 1.12E-01 26.45 455080

49419 VLDEGIAVK Unmodified _VLDEGIAVK_ B6UC41_MAIZE 2 472.27658 942.5386 -0.040878 0.35633 0.30584 54.795 54.795 1.12E-01 14.02 661030

49420 VLDEGIAVK Unmodified _VLDEGIAVK_ B6UC41_MAIZE 2 472.27658 942.5386 -0.066511 0.40392 0.32728 54.082 54.082 3.32E-02 26.18 1557000

49434 VLDEMVR Unmodified _VLDEMVR_ B4FH61_MAIZE 2 431.22857 860.44259 0.092058 -0.4159 -0.33198 52.855 52.855 8.04E-02 35.93 2008500

49435 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.24348 -0.51088 -0.28229 65.611 65.611 4.49E-02 37.05 3545300

49436 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.12479 0.42286 0.53274 66.92 66.92 8.04E-02 43.51 124760

49437 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.25608 -0.17218 0.06959 67.351 67.351 8.04E-02 28.89 1010600

49438 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.24606 -0.13083 0.098915 66.742 66.742 1.86E-01 37.19 1236300

49439 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.19998 -0.03745 0.14749 67.022 67.022 8.04E-02 38.41 1458800

49440 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.26006 -0.43653 -0.19136 67.097 67.097 8.04E-02 32.99 1478600

49441 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.28217 0.065693 0.33281 66.012 66.012 1.00E+00 0.25 2136100

49442 VLDISIR Unmodified _VLDISIR_ B6TBW2_MAIZE 2 408.2529 814.49125 0.0065404 -0.20538 -0.21371 68.483 68.483 9.32E-03 46.31 8323500

49443 VLDKDGSGTVAVADLR Unmodified _VLDKDGSGTVAVADLR_ B4FNQ8_MAIZE 3 539.29318 1614.8577 -0.073214 -0.049576 -0.11594 62.823 62.823 3.78E-02 33.1 1022200

49444 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.4025 0.019199 1.4207 34.834 34.834 2.69E-02 33.64 3789500

49445 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 2 471.27437 940.53418 0.015972 -0.09244 -0.078006 34.839 34.839 1.90E-02 59.18 1072200

49446 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.2947 -0.18303 1.1093 33.904 33.904 1.05E-01 28.38 1289000

49447 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.5709 -0.51166 1.0602 36.622 36.622 3.42E-02 29.6 1987100

49448 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 2 471.27437 940.53418 -0.029868 0.039086 0.0085779 36.625 36.625 1.90E-02 54.69 538420

49449 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.4005 -0.072824 1.3274 35.78 35.78 2.69E-02 33.39 880400

49450 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.3604 -0.27069 1.09 36.455 36.455 2.69E-02 31.83 3205100

49451 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 2 471.27437 940.53418 -0.05779 0.04934 -0.009256 36.448 36.448 3.48E-02 57.04 870900

49452 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 2 471.27437 940.53418 0.11452 0.16117 0.27448 31.891 31.891 1.00E+00 3.98 47452

49453 VLDKDVPR Unmodified _VLDKDVPR_ B4F932_MAIZE 3 314.51867 940.53418 1.426 -0.15355 1.2708 36.339 36.339 1.05E-01 24.97 11147000

49454 VLDLIAHMALVSAK Unmodified _VLDLIAHMALVSAK_ B6TDF8_MAIZE 3 494.29005 1479.8483 0.024801 -0.3231 -0.31408 97.925 97.925 3.82E-03 44.15 487420

49455 VLDLIAHMALVSAK Unmodified _VLDLIAHMALVSAK_ B6TDF8_MAIZE 3 494.29005 1479.8483 0.041169 -0.048706 -0.023806 98.742 98.742 5.17E-02 28.31 161270

49456 VLDLIAHMALVSAK Unmodified _VLDLIAHMALVSAK_ B6TDF8_MAIZE 3 494.29005 1479.8483 -0.10755 0.32726 0.20207 98.307 98.307 2.74E-10 42.21 1336400

49457 VLDLIAHMALVSAK Unmodified _VLDLIAHMALVSAK_ B6TDF8_MAIZE 2 740.93144 1479.8483 0.81793 0.44484 1.2458 98.172 98.172 2.96E-06 40.18 429620

49458 VLDLIAHMALVSAK Oxidation (M) _VLDLIAHM(ox)ALVSAK_ B6TDF8_MAIZE 3 499.62169 1495.8432 -0.12881 0.39355 0.25096 77.07 77.07 2.74E-10 43.1 946800
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49459 VLDLQDK Unmodified _VLDLQDK_ B6SP66_MAIZE 2 415.73454 829.45453 0.08219 0.53053 0.6056 44.976 44.976 7.83E-01 13.56 375490

49460 VLDLQDK Unmodified _VLDLQDK_ B6SP66_MAIZE 2 415.73454 829.45453 0.2504 0.34056 0.58331 47.487 47.487 4.46E-01 20.96 619020

49461 VLDLVR Unmodified _VLDLVR_ B4F871_MAIZE 2 357.72906 713.44357 0.84905 -0.26963 0.57845 55.431 55.431 1.00E+00 10.5 231580

49462 VLDLVR Unmodified _VLDLVR_ B4F871_MAIZE 2 357.72906 713.44357 0.96331 0.08824 1.0479 57.248 57.248 2.64E-01 24.57 521300

49463 VLDLVR Unmodified _VLDLVR_ B4F871_MAIZE 2 357.72906 713.44357 0.90664 0.15834 1.0613 56.581 56.581 2.64E-01 22.15 479730

49464 VLDLVR Unmodified _VLDLVR_ B4F871_MAIZE 2 357.72906 713.44357 0.94182 0.50786 1.4462 56.933 56.933 9.46E-01 16.36 1433100

49465 VLDLVR Unmodified _VLDLVR_ B4F871_MAIZE 2 357.72906 713.44357 0.90702 -0.057004 0.84712 57.772 57.772 2.64E-01 35.48 6301500

49466 VLDMGAQLAQALKPVR Unmodified _VLDMGAQLAQALKPVR_ B6UI56_MAIZE 3 570.66255 1708.9658 0.17243 0.20623 0.36578 92.931 92.931 1.05E-01 19.55 938340

49467 VLDMGAQLAQALKPVR Unmodified _VLDMGAQLAQALKPVR_ B6UI56_MAIZE 3 570.66255 1708.9658 0.092814 0.25412 0.33482 93.922 93.922 2.60E-01 17.8 1024200

49468 VLDMGAQLAQALKPVR Oxidation (M) _VLDM(ox)GAQLAQALKPVR_ B6UI56_MAIZE 3 575.99418 1724.9607 0.086319 0.18396 0.26024 74.755 74.755 3.78E-02 23.47 1478200

49469 VLDMGAQLAQALKPVR Oxidation (M) _VLDM(ox)GAQLAQALKPVR_ B6UI56_MAIZE 3 575.99418 1724.9607 0.093259 0.20483 0.28803 75.28 75.28 1.03E-03 36.79 1430500

49470 VLDNLIYNYSPTFTGK Unmodified _VLDNLIYNYSPTFTGK_ B6UBJ6_MAIZE 2 922.97508 1843.9356 1.1846 0.4312 1.6114 97.88 97.88 1.02E-04 28.58 2375700

49471 VLDNSNPQKPVVR Unmodified _VLDNSNPQKPVVR_ B5AMJ8_MAIZE 2 733.40971 1464.8049 0.79617 -0.10147 0.69083 38.726 38.726 1.15E-02 51.28 629620

49472 VLDNSNPQKPVVR Unmodified _VLDNSNPQKPVVR_ B5AMJ8_MAIZE 3 489.27557 1464.8049 -0.19379 -0.21642 -0.4139 38.098 38.098 1.28E-01 22.37 966780

49473 VLDNSNPQKPVVR Unmodified _VLDNSNPQKPVVR_ B5AMJ8_MAIZE 2 733.40971 1464.8049 0.79161 0.14131 0.92903 38.1 38.1 5.66E-01 28.09 138160

49474 VLDNSNPQKPVVR Unmodified _VLDNSNPQKPVVR_ B5AMJ8_MAIZE 3 489.27557 1464.8049 -0.040529 -0.40776 -0.45101 40.866 40.866 9.36E-01 11.85 717260

49475 VLDNSNPQKPVVR Unmodified _VLDNSNPQKPVVR_ B5AMJ8_MAIZE 3 489.27557 1464.8049 -0.05142 -0.29433 -0.34995 40.025 40.025 1.60E-02 28.69 1698500

49476 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 3 814.78786 2441.3417 0.91116 -0.24388 0.65166 129.87 129.87 1.82E-12 55.45 20124000

49477 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 4 611.34271 2441.3417 0.27523 0.28329 0.54304 129.87 129.87 2.04E-03 19.41 11835000

49478 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 2 1221.6781 2441.3417 1.1905 0.16778 1.3427 129.88 129.88 3.03E-22 73.79 2414800

49479 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 3 814.78786 2441.3417 0.81856 -0.24605 0.5576 131.43 131.43 6.58E-05 43.94 675230

49480 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 3 814.78786 2441.3417 0.97376 -0.017946 0.94025 131.87 131.87 6.81E-02 30.22 478740

49481 VLDTLHLLLDLLEAPDPANLEK Unmodified _VLDTLHLLLDLLEAPDPANLEK_ SUS1_MAIZE B6 3 814.78786 2441.3417 1.0329 0.13767 1.1552 131.83 131.83 1.93E-06 39.71 537910

49482 VLDTPIAENSFTGMGVGAAMK 2 Oxidation (M) _VLDTPIAENSFTGM(ox)GVGAAM(ox)K_ B6TQ36_MAIZE 2 1071.0163 2140.018 1.2128 -0.2402 0.97664 78.717 78.717 1.13E-166 125.18 1430800

49483 VLDTPIAENSFTGMGVGAAMK Oxidation (M) _VLDTPIAENSFTGM(ox)GVGAAMK_ B6TQ36_MAIZE 2 1063.0188 2124.0231 1.2553 0.51486 1.772 85.682 85.682 2.39E-60 99.59 621920

49484 VLDTPIAENSFTGMGVGAAMK Oxidation (M) _VLDTPIAENSFTGMGVGAAM(ox)K_ B6TQ36_MAIZE 2 1063.0188 2124.0231 1.2266 0.058176 1.2872 87.931 87.931 3.79E-116 113.58 402970

49485 VLDTPIAENSFTGMGVGAGMK 2 Oxidation (M) _VLDTPIAENSFTGM(ox)GVGAGM(ox)K_ B6T565_MAIZE 2 1064.0085 2126.0024 1.2356 0.15557 1.4 77.993 77.993 2.69E-89 106.68 413240

49486 VLDTPITEAGFTGIGVGAAYHGLR Unmodified _VLDTPITEAGFTGIGVGAAYHGLR_ Q9ZQY2_MAIZE 3 805.76041 2414.2594 0.97161 0.19755 1.1769 99.198 99.198 2.20E-09 47.14 749490

49487 VLDVNVHGVFLGMK Oxidation (M) _VLDVNVHGVFLGM(ox)K_ B6T3V9_MAIZE 3 515.28155 1542.8228 -0.070484 -0.28986 -0.3427 79.367 79.367 1.00E+00 13.54 1355500

49488 VLDVNVHGVFLGMK Oxidation (M) _VLDVNVHGVFLGM(ox)K_ B6T3V9_MAIZE 3 515.28155 1542.8228 -0.064216 -0.054473 -0.10154 79.391 79.391 6.14E-02 26.64 3890100

49489 VLDVNVHGVFLGMK Oxidation (M) _VLDVNVHGVFLGM(ox)K_ B6T3V9_MAIZE 2 772.41869 1542.8228 0.88569 -0.36235 0.54052 79.295 79.295 3.87E-29 69.67 445130

49490 VLDVNVHGVFLGMK Unmodified _VLDVNVHGVFLGMK_ B6T3V9_MAIZE 3 509.94992 1526.8279 -0.018855 -0.20834 -0.2121 88.398 88.398 9.21E-03 32.86 320480

49491 VLDVYDQR Unmodified _VLDVYDQR_ B4FTF8_MAIZE 2 504.26146 1006.5084 -0.023481 -0.78773 -0.80796 53.193 53.193 5.06E-02 23.19 566550

49492 VLDVYEAHLAR Unmodified _VLDVYEAHLAR_ B4FK84_MAIZE 3 429.23482 1284.6826 0.1565 -0.074399 0.067388 62.016 62.016 6.17E-01 1.42 584500



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

49493 VLDVYEAHLAR Unmodified _VLDVYEAHLAR_ B4FK84_MAIZE 3 429.23482 1284.6826 -0.027905 0.15482 0.11162 64.173 64.173 4.45E-03 33.68 96878

49494 VLDVYEAHLAR Unmodified _VLDVYEAHLAR_ B4FK84_MAIZE 3 429.23482 1284.6826 0.024956 0.29878 0.3077 62.725 62.725 5.04E-04 37.16 15817000

49495 VLEALYAEEK Unmodified _VLEALYAEEK_ B6SVM0_MAIZE 2 582.81098 1163.6074 0.2326 0.12859 0.32233 66.6 66.6 4.40E-02 17.9 406770

49496 VLEDEHVIDGR Unmodified _VLEDEHVIDGR_ B6TZ75_MAIZE 2 641.32532 1280.6361 0.44389 0.083484 0.52487 53.422 53.422 3.60E-06 88.89 1190100

49497 VLEDPSSSADALR Unmodified _VLEDPSSSADALR_ B4FF65_MAIZE 2 680.34116 1358.6678 0.61771 -0.72434 -0.11939 58.21 58.21 2.61E-08 67.01 967060

49498 VLEDPSSSADALR Unmodified _VLEDPSSSADALR_ B4FF65_MAIZE 2 680.34116 1358.6678 0.5399 0.92723 1.4521 58.013 58.013 2.50E-15 74.4 432120

49499 VLEDPSSSADALR Unmodified _VLEDPSSSADALR_ B4FF65_MAIZE 2 680.34116 1358.6678 0.63015 0.67836 1.2929 59.846 59.846 1.56E-17 85.01 579410

49500 VLEDPSSSADALR Unmodified _VLEDPSSSADALR_ B4FF65_MAIZE 2 680.34116 1358.6678 0.61955 -0.001578 0.60435 59.17 59.17 2.50E-15 94.27 579130

49501 VLEDPSSSADALR Unmodified _VLEDPSSSADALR_ B4FF65_MAIZE 2 680.34116 1358.6678 0.60008 0.19297 0.77846 59.97 59.97 2.50E-15 59.7 1358700

49502 VLEDYELSEGR Unmodified _VLEDYELSEGR_ B4FTG1_MAIZE 2 655.31716 1308.6198 0.47227 1.5576 2.0077 64.561 64.561 1.47E-01 15.26 968010

49503 VLEEECVAVPWR Unmodified _VLEEECVAVPWR_ B6SI84_MAIZE 2 743.87157 1485.7286 0.79042 -0.029748 0.75795 82.263 82.263 7.72E-03 12.42 492870

49504 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.25101 0.20042 0.4331 75.34 75.34 1.62E-12 71.57 5163300

49505 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.30233 0.20344 0.48702 76.376 76.376 1.67E-02 18.87 627840

49506 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.30295 0.17047 0.45512 75.981 75.981 1.67E-02 35.13 819430

49507 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.27937 0.089908 0.35188 75.88 75.88 4.43E-05 46.74 715680

49508 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.29571 0.064693 0.34199 76.397 76.397 1.67E-02 25.96 966780

49509 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.24609 0.4062 0.63338 75.8 75.8 4.48E-03 47.06 1110200

49510 VLEEVSILPSK Unmodified _VLEEVSILPSK_ B4FID1_MAIZE 2 607.35555 1212.6966 0.17835 0.36723 0.52667 77.197 77.197 9.05E-18 70.7 7018800

49511 VLEEVSILPSKR Unmodified _VLEEVSILPSKR_ B4FID1_MAIZE 2 685.40611 1368.7977 0.63232 -0.26067 0.352 66.023 66.023 1.60E-02 42.48 968810

49512 VLEEVSILPSKR Unmodified _VLEEVSILPSKR_ B4FID1_MAIZE 3 457.27316 1368.7977 -0.13939 0.071104 -0.087674 68.434 68.434 9.42E-03 30.3 69705

49513 VLEEVSILPSKR Unmodified _VLEEVSILPSKR_ B4FID1_MAIZE 3 457.27316 1368.7977 -0.20651 0.20529 -0.022657 69.019 69.019 4.52E-03 47.98 3691700

49514 VLEEVSILPSKR Unmodified _VLEEVSILPSKR_ B4FID1_MAIZE 2 685.40611 1368.7977 0.55132 -0.3178 0.21316 69.023 69.023 1.60E-02 40.97 973350

49515 VLEFLQK Unmodified _VLEFLQK_ Q9FQA1_MAIZE 2 438.7631 875.51165 0.069545 0.18313 0.23777 71.058 71.058 4.46E-01 28.58 859580

49516 VLEFVQFLQSK Unmodified _VLEFVQFLQSK_ Q9ZP61_MAIZE 2 669.37682 1336.7391 0.51335 -0.17841 0.337 108.18 108.18 4.43E-05 60.29 465050

49517 VLEFVQFLQSK Unmodified _VLEFVQFLQSK_ Q9ZP61_MAIZE 2 669.37682 1336.7391 0.51324 0.2327 0.74643 109.41 109.41 4.43E-05 52.75 223780

49518 VLEGPPAVPER Unmodified _VLEGPPAVPER_ B6T5L0_MAIZE 2 582.32459 1162.6346 0.13226 -0.069209 0.054085 57.258 57.258 3.60E-06 61.4 1937900

49519 VLEHDILTVSPIK Unmodified _VLEHDILTVSPIK_ Q575Z7_MAIZE 3 488.62045 1462.8395 -0.12746 0.38606 0.25156 77.008 77.008 1.02E-01 17.71 268090

49520 VLEHDILTVSPIK Unmodified _VLEHDILTVSPIK_ Q575Z7_MAIZE 3 488.62045 1462.8395 0.014948 0.144 0.15397 77.152 77.152 1.02E-01 22.32 278550

49521 VLEINPR Unmodified _VLEINPR_ B6U0V6_MAIZE 2 420.75053 839.4865 0.20854 0.1581 0.33951 47.668 47.668 8.04E-02 48.44 2523100

49522 VLEINPR Unmodified _VLEINPR_ B6U0V6_MAIZE 2 420.75053 839.4865 0.053942 -0.007986 0.019421 47.594 47.594 4.49E-02 37.57 2118500

49523 VLEINPR Unmodified _VLEINPR_ B6U0V6_MAIZE 2 420.75053 839.4865 0.1712 -0.12513 0.020768 49.988 49.988 4.49E-02 48.61 2598600

49524 VLEINPR Unmodified _VLEINPR_ B6U0V6_MAIZE 2 420.75053 839.4865 0.10459 -0.48836 -0.4075 49.257 49.257 4.49E-02 45.13 8386400

49525 VLEINPR Unmodified _VLEINPR_ B6U0V6_MAIZE 2 420.75053 839.4865 0.0040284 0.17976 0.15795 51.276 51.276 1.86E-01 22.92 156910

49526 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.141 -0.30013 -0.16982 53.824 53.824 1.84E-04 42.39 3855900
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49527 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.014611 0.098937 0.1023 54.701 54.701 4.40E-02 28.51 137560

49528 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.083669 0.035921 0.10795 53.955 53.955 1.62E-03 49.85 1163700

49529 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.12936 -0.12117 -0.0023634 56.014 56.014 1.62E-03 37.42 2166600

49530 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.1828 0.31266 0.48456 55.253 55.253 1.62E-03 35.76 1004000

49531 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.025481 0.097871 0.11274 55.93 55.93 4.40E-05 55.65 8702900

49532 VLELDSQNVK Unmodified _VLELDSQNVK_ B6TI78_MAIZE 2 572.81405 1143.6136 0.066975 0.10164 0.15849 57.259 57.259 2.81E-03 29.83 128170

49533 VLELITQLETR Unmodified _VLELITQLETR_ B4FRP8_MAIZE 2 657.88501 1313.7555 0.44025 0.54467 0.96889 96.555 96.555 4.48E-03 22.3 691900

49534 VLELLCHR Unmodified _VLELLCHR_ B4FGI9_MAIZE 3 347.19542 1038.5644 0.88097 -0.27806 0.5962 63.794 63.794 1.05E-01 30.08 519640

49535 VLELLCHR Unmodified _VLELLCHR_ B4FGI9_MAIZE 2 520.28949 1038.5644 -0.098375 -0.11534 -0.22019 63.789 63.789 7.88E-01 25.18 264870

49536 VLEMALK Unmodified _VLEMALK_ CH61_MAIZE C 2 402.23841 802.46226 0.30447 -0.79443 -0.52391 57.683 57.683 4.46E-01 9.76 2270100

49537 VLEMALK Unmodified _VLEMALK_ CH61_MAIZE C 2 402.23841 802.46226 0.1821 -1.3562 -1.2047 58.301 58.301 7.83E-01 7.6 519540

49538 VLEMALK Unmodified _VLEMALK_ CH61_MAIZE C 2 402.23841 802.46226 0.27474 -1.0316 -0.78948 59.876 59.876 7.83E-01 6.42 1263600

49539 VLEMALK Unmodified _VLEMALK_ CH61_MAIZE C 2 402.23841 802.46226 0.19962 -0.35863 -0.19351 59.698 59.698 4.49E-02 41.12 8232400

49540 VLEMALK Oxidation (M) _VLEM(ox)ALK_ CH61_MAIZE C 2 410.23586 818.45718 0.27353 0.18077 0.42484 43.55 43.55 5.90E-01 15.65 1007600

49541 VLEMALK Oxidation (M) _VLEM(ox)ALK_ CH61_MAIZE C 2 410.23586 818.45718 0.27654 0.20264 0.44989 42.839 42.839 3.29E-01 20.77 713570

49542 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 3 316.52466 946.55214 1.2872 -0.17263 1.0827 32.972 32.972 1.00E+00 8.02 153970

49543 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 2 474.28335 946.55214 -0.21723 -0.27828 -0.52631 33.001 33.001 4.49E-02 14.34 130920

49544 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 2 474.28335 946.55214 -0.01108 -0.49226 -0.53427 35.58 35.58 2.93E-02 22.32 164540

49545 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 2 474.28335 946.55214 0.056108 -0.079097 -0.056216 34.686 34.686 2.74E-01 12.13 64946

49546 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 3 316.52466 946.55214 1.3953 -0.52554 0.84022 35.316 35.316 6.85E-01 14.66 1301400

49547 VLEMALKK Oxidation (M) _VLEM(ox)ALKK_ CH61_MAIZE C 2 474.28335 946.55214 -0.091505 -0.25931 -0.3823 35.303 35.303 3.42E-02 29.37 868360

49548 VLEMALKK Unmodified _VLEMALKK_ CH61_MAIZE C 2 466.28589 930.55722 -0.055462 0.10372 0.011816 48.584 48.584 1.65E-01 20.28 533340

49549 VLEMALKK Unmodified _VLEMALKK_ CH61_MAIZE C 3 311.19302 930.55722 1.4583 -0.013418 1.4091 48.581 48.581 1.05E-01 27.77 391330

49550 VLEPALGLLGEER Unmodified _VLEPALGLLGEER_ B6U9L0_MAIZE 2 698.39574 1394.7769 0.62644 0.19563 0.80106 92.595 92.595 6.20E-03 42.9 1810700

49551 VLEPALGLLGEERPAR Unmodified _VLEPALGLLGEERPAR_ B6U9L0_MAIZE 3 573.99658 1718.9679 0.18993 -0.053484 0.11381 83.567 83.567 1.00E+00 2.01 234120

49552 VLEPALGLLGEERPAR Unmodified _VLEPALGLLGEERPAR_ B6U9L0_MAIZE 3 573.99658 1718.9679 0.19942 0.16704 0.34379 83.91 83.91 1.87E-02 51.88 909370

49553 VLEPALGLLGEERPAR Unmodified _VLEPALGLLGEERPAR_ B6U9L0_MAIZE 2 860.49124 1718.9679 1.0759 -0.16511 0.88789 83.632 83.632 9.46E-03 30.54 842780

49554 VLEPALGLLGEERPAR Unmodified _VLEPALGLLGEERPAR_ B6U9L0_MAIZE 3 573.99658 1718.9679 0.13031 83.566 83.566 1.66E-03 36.2

49555 VLEPALGLLGEERPAR Unmodified _VLEPALGLLGEERPAR_ B6U9L0_MAIZE 3 573.99658 1718.9679 0.13031 83.899 83.899 9.89E-01 3.41

49556 VLEPLFTYWNGTR Unmodified _VLEPLFTYWNGTR_ O23813_MAIZE 2 798.41447 1594.8144 1.0584 0.42032 1.4767 107.02 107.02 9.54E-02 21.32 86108

49557 VLEPLFTYWNGTR Unmodified _VLEPLFTYWNGTR_ O23813_MAIZE 2 798.41447 1594.8144 0.97225 0.25302 1.2235 106.61 106.61 2.61E-08 53.07 775310

49558 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.82596 -0.19626 0.63079 73.531 73.531 3.40E-25 81.76 7460300

49559 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.84289 -0.052332 0.79149 73.834 73.834 3.40E-25 83.45 931250

49560 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.81905 -0.061776 0.75803 74.559 74.559 3.40E-25 78.7 908290
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49561 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.84201 -0.007014 0.83516 74.14 74.14 7.68E-22 82.31 992450

49562 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.866 -0.11338 0.75401 74.093 74.093 2.00E-19 91.08 780360

49563 VLEQLSGQSPVFSK Unmodified _VLEQLSGQSPVFSK_ B4FCG9_MAIZE 2 759.91176 1517.809 0.78109 0.031563 0.81324 75.323 75.323 2.00E-19 91.07 2363800

49564 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.83015 -0.27968 0.55448 74.916 74.916 7.68E-22 77.26 7608000

49565 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.75479 -0.13183 0.62721 75.771 75.771 2.00E-19 59.59 408370

49566 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.85191 -0.23024 0.62542 75.199 75.199 7.68E-22 67.79 858890

49567 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.85222 -0.12932 0.7271 75.857 75.857 1.95E-13 64.3 842330

49568 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.881 0.4229 1.3076 75.472 75.472 2.00E-19 70.08 706110

49569 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.90932 -0.082539 0.83056 75.345 75.345 7.64E-09 79.63 550280

49570 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.91128 -0.22189 0.69377 75.927 75.927 7.68E-22 77.48 516510

49571 VLEQLSGQTPVFSK Unmodified _VLEQLSGQTPVFSK_ B4FFZ3_MAIZE 2 766.91958 1531.8246 0.77749 -0.15121 0.63128 76.701 76.701 2.00E-19 84.03 1335700

49572 VLESAVADR Unmodified _VLESAVADR_ B6TEJ4_MAIZE 2 480.26146 958.50836 -0.023915 -0.2205 -0.25806 40.69 40.69 3.21E-03 60.77 1049300

49573 VLESAVADR Unmodified _VLESAVADR_ B6TEJ4_MAIZE 2 480.26146 958.50836 -0.182 0.83189 0.63522 40.773 40.773 3.32E-02 33 21457

49574 VLESAVADR Unmodified _VLESAVADR_ B6TEJ4_MAIZE 2 480.26146 958.50836 -0.0051279 -0.50248 -0.52087 42.031 42.031 3.21E-03 38.17 119160

49575 VLESAVADR Unmodified _VLESAVADR_ B6TEJ4_MAIZE 2 480.26146 958.50836 -0.095839 0.26707 0.15593 40.841 40.841 3.13E-03 60.67 1393600

49576 VLESAVADR Unmodified _VLESAVADR_ B6TEJ4_MAIZE 2 480.26146 958.50836 -0.17415 0.004578 -0.18386 44.22 44.22 3.32E-02 18.66 65599

49577 VLETIGK Unmodified _VLETIGK_ B4FRU4_MAIZE 2 380.23418 758.4538 0.70036 0.24661 0.93474 39.971 39.971 1.00E+00 7.06 475720

49578 VLETIGK Unmodified _VLETIGK_ B4FRU4_MAIZE 2 380.23418 758.4538 0.60635 -0.2809 0.31319 41.984 41.984 1.86E-01 22.25 3490000

49579 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 2 849.96927 1697.924 1.0814 -0.11952 0.95776 90.601 90.601 7.73E-25 91.53 471890

49580 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 2 849.96927 1697.924 1.0238 -0.14374 0.87547 91.061 91.061 4.21E-20 84.83 297580

49581 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 2 849.96927 1697.924 1.053 -0.24865 0.80041 91.175 91.175 7.73E-25 82.59 371060

49582 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 2 849.96927 1697.924 1.0816 0.024163 1.1013 90.949 90.949 1.27E-09 61.09 167260

49583 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 2 849.96927 1697.924 1.0874 -0.2432 0.83987 90.634 90.634 4.21E-20 100.93 987150

49584 VLEVGEVDAAVYPLPK Unmodified _VLEVGEVDAAVYPLPK_ B6SVU1_MAIZE 3 566.98194 1697.924 0.14745 -0.25615 -0.11249 90.608 90.608 1.00E+00 1.36 377920

49585 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.4259 0.54798 1.9641 40.617 40.617 1.05E-01 29.51 1312400

49586 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.2822 0.30815 1.5825 40.389 40.389 5.41E-01 15.72 429000

49587 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 2 476.77674 951.53893 -0.15667 -0.16897 -0.33316 40.386 40.386 3.77E-01 24.97 117300

49588 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.5671 0.032879 1.5923 42.904 42.904 2.47E-01 28.51 712410

49589 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 2 476.77674 951.53893 -0.02106 0.057051 0.028087 42.901 42.901 5.06E-02 17.14 281430

49590 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.3848 0.25606 1.6333 42.179 42.179 1.05E-01 27.35 790700

49591 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.3737 0.25695 1.622 42.853 42.853 3.42E-02 34.73 673610

49592 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 3 318.18692 951.53893 1.4423 0.37462 1.8093 42.456 42.456 1.05E-01 36.39 3032500

49593 VLEVHVEK Unmodified _VLEVHVEK_ O65160_MAIZE 2 476.77674 951.53893 -0.044461 0.23275 0.18083 42.458 42.458 2.92E-02 36.09 969810

49594 VLEVLR Unmodified _VLEVLR_ Q9ZRH5_MAIZE 2 364.73689 727.45922 0.75928 0.33181 1.0734 54.299 54.299 9.46E-01 37.46 182980
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49595 VLEVLR Unmodified _VLEVLR_ Q9ZRH5_MAIZE 2 364.73689 727.45922 0.87857 -0.15998 0.70221 56.205 56.205 5.26E-01 33.98 374380

49596 VLEVLR Unmodified _VLEVLR_ Q9ZRH5_MAIZE 2 364.73689 727.45922 0.72188 0.15807 0.86181 56.183 56.183 5.26E-01 37.85 1203900

49597 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.11096 -0.17874 -0.31336 52.686 52.686 1.90E-02 35.14 21755000

49598 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.28241 -0.1134 -0.41953 53.533 53.533 2.34E-03 47.5 862390

49599 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.18367 0.049559 -0.15791 52.854 52.854 1.90E-02 47.76 8188000

49600 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.094796 -0.14985 -0.26904 54.962 54.962 2.34E-03 41.74 9992200

49601 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.11909 -0.093767 -0.23727 54.264 54.264 1.90E-02 42.72 11574000

49602 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.19893 0.053627 -0.16939 54.948 54.948 1.90E-02 47.93 8938400

49603 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.13276 -0.27871 -0.43558 54.795 54.795 1.90E-02 38.3 11566000

49604 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.15991 -0.15099 -0.33568 55.417 55.417 3.48E-02 46.72 9106800

49605 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.30213 -0.88548 -1.2106 53.127 53.127 1.90E-02 47.25 100040000

49606 VLEVYEAR Unmodified _VLEVYEAR_ B6SKA0_MAIZE 2 489.76637 977.5182 -0.20674 -0.37739 -0.60741 56.321 56.321 2.92E-02 38.83 2144500

49607 VLEWGEPTVASGK Unmodified _VLEWGEPTVASGK_ B4FHJ2_MAIZE 2 686.85899 1371.7034 0.63668 -0.12525 0.51058 70.887 70.887 6.20E-03 33.43 476840

49608 VLEWGEPTVASGK Unmodified _VLEWGEPTVASGK_ B4FHJ2_MAIZE 2 686.85899 1371.7034 0.55598 0.31802 0.87226 71.244 71.244 1.00E-11 50.3 2398800

49609 VLEWGEPTVPSGK Unmodified _VLEWGEPTVPSGK_ B4FIH9_MAIZE 2 699.86682 1397.7191 0.69981 -0.71035 -0.0061878 73.765 73.765 9.54E-02 14.78 265040

49610 VLEWGEPTVPSGK Unmodified _VLEWGEPTVPSGK_ B4FIH9_MAIZE 2 699.86682 1397.7191 0.6654 0.13903 0.80739 74.233 74.233 1.47E-03 36.34 1441900

49611 VLFAGR Unmodified _VLFAGR_ B6TTM2_MAIZE 2 331.70285 661.39115 1.0724 0.19163 1.2625 47.544 47.544 2.64E-01 29.16 111570

49612 VLFCEITR Unmodified _VLFCEITR_ Q6R9G1_MAIZE 2 519.27605 1036.5375 0.02018 0.07547 0.10038 67.589 67.589 1.90E-02 37.76 1275300

49613 VLFCEITR Unmodified _VLFCEITR_ Q6R9G1_MAIZE 2 519.27605 1036.5375 -0.088312 -0.58902 -0.67092 68.714 68.714 5.06E-02 25.8 462200

49614 VLFCEITR Unmodified _VLFCEITR_ Q6R9G1_MAIZE 2 519.27605 1036.5375 -0.10357 0.23208 0.13336 69.132 69.132 5.06E-02 38.83 2501400

49615 VLFCQSSPASAAAR Unmodified _VLFCQSSPASAAAR_ B6TLX0_MAIZE 2 732.86682 1463.7191 0.55924 -0.62226 -0.06692 58.585 58.585 7.68E-22 72.46 3543300

49616 VLFCQSSPASAAAR Unmodified _VLFCQSSPASAAAR_ B6TLX0_MAIZE 3 488.91364 1463.7191 -0.18257 -0.004657 -0.19105 58.59 58.59 1.00E+00 13.07 165520

49617 VLFCQSSPASAAAR Unmodified _VLFCQSSPASAAAR_ B6TLX0_MAIZE 2 732.86682 1463.7191 0.78081 0.42666 1.2025 60.641 60.641 3.56E-04 72.39 178250

49618 VLFELAR Unmodified _VLFELAR_ B4FSH3_MAIZE 2 424.25545 846.49634 0.13024 0.48084 0.59001 74.503 74.503 8.04E-02 30.47 1693800

49619 VLFGGGWPEMVMAK Oxidation (M) _VLFGGGWPEM(ox)VMAK_ B6T8X5_MAIZE 2 769.38072 1536.7469 0.87274 0.43517 1.3125 95.71 95.71 4.31E-03 35.27 258730

49620 VLFGGGWPEMVMAK Oxidation (M) _VLFGGGWPEMVM(ox)AK_ B6T8X5_MAIZE 2 769.38072 1536.7469 0.98274 -1.4233 -0.43249 98.426 98.426 4.47E-11 42.83 443600

49621 VLFGGGWPEMVMAK Oxidation (M) _VLFGGGWPEMVM(ox)AK_ B6T8X5_MAIZE 2 769.38072 1536.7469 0.91566 0.21962 1.1407 99.087 99.087 2.25E-03 39.07 509200

49622 VLFGGGWPEMVMAK Unmodified _VLFGGGWPEMVMAK_ B6T8X5_MAIZE 2 761.38327 1520.752 0.84867 -0.005118 0.84727 107.04 107.04 1.95E-13 68.93 1451600

49623 VLFGGGWPEMVMAK Unmodified _VLFGGGWPEMVMAK_ B6T8X5_MAIZE 2 761.38327 1520.752 0.93864 0.55776 1.4993 107.84 107.84 2.96E-06 61.61 311650

49624 VLFGGGWPEMVMAK 2 Oxidation (M) _VLFGGGWPEM(ox)VM(ox)AK_ B6T8X5_MAIZE 2 777.37818 1552.7418 0.93349 0.22784 1.1694 87.152 87.152 6.71E-04 43.46 813550

49625 VLFLVR Unmodified _VLFLVR_ B4FRQ0_MAIZE 2 373.7498 745.48505 0.74086 -0.024612 0.71719 72.662 72.662 2.64E-01 29.03 1135100

49626 VLFPGITSEEK Unmodified _VLFPGITSEEK_ Q5EUD0_MAIZE 2 610.33208 1218.6496 0.35681 -2.7087 -2.3538 75.925 75.925 1.00E+00 1.27 418700

49627 VLFPGITSEEK Unmodified _VLFPGITSEEK_ Q5EUD0_MAIZE 2 610.33208 1218.6496 0.31299 0.55253 0.85828 75.497 75.497 7.60E-01 4.42 281600

49628 VLFPGITSEEK Unmodified _VLFPGITSEEK_ Q5EUD0_MAIZE 2 610.33208 1218.6496 0.24071 0.090395 0.32399 75.433 75.433 1.67E-02 25.77 1880000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

49629 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 2 786.44322 1570.8719 0.92627 0.25646 1.178 103.17 103.17 1.42E-33 95.32 2015900

49630 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 3 524.63124 1570.8719 0.057664 -0.12422 -0.071061 103.16 103.16 7.27E-01 13.96 354810

49631 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 2 786.44322 1570.8719 0.96531 0.24583 1.2072 103.86 103.86 1.82E-38 89.45 656960

49632 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 2 786.44322 1570.8719 0.93795 0.71283 1.645 103.83 103.83 1.42E-33 91.13 668590

49633 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 2 786.44322 1570.8719 0.9768 0.39841 1.3704 103.8 103.8 7.73E-25 50.38 388070

49634 VLFPGLLANVASGGEK Unmodified _VLFPGLLANVASGGEK_ Q6RW10_MAIZE 2 786.44322 1570.8719 0.94256 0.20577 1.1437 103.96 103.96 1.27E-09 56.76 799610

49635 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.0639 0.54766 1.5982 122.76 122.76 2.05E-04 47 1023400

49636 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.0416 0.37103 1.3998 123.19 123.19 1.65E-02 34.15 297320

49637 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.0582 0.12596 1.1715 123.42 123.42 1.60E-05 38.95 421290

49638 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.1066 -0.58641 0.50842 123.58 123.58 2.05E-04 36.85 265360

49639 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.0693 0.57862 1.6345 124 124 1.26E-03 44.22 2143100

49640 VLFSLYNLLPSPYGK Unmodified _VLFSLYNLLPSPYGK_ B6T6B3_MAIZE 2 855.9769 1709.9392 1.1036 0.41486 1.506 123.13 123.13 2.05E-04 35.22 296010

49641 VLGASMCGPDAPEIIQGIAIAVK Unmodified _VLGASMCGPDAPEIIQGIAIAVK_ B4FWU6_MAIZE 2 1155.6134 2309.2123 1.2142 -0.059218 1.1514 116.52 116.52 5.43E-06 30.35 168120

49642 VLGASMCGPDAPEIIQGIAIAVK Oxidation (M) _VLGASM(ox)CGPDAPEIIQGIAIAVK_ B4FWU6_MAIZE 2 1163.6109 2325.2072 1.2291 0.1681 1.3944 110.65 110.65 4.97E-06 39.15 125450

49643 VLGASMCGPDAPEIIQGIAIAVK Oxidation (M) _VLGASM(ox)CGPDAPEIIQGIAIAVK_ B4FWU6_MAIZE 3 776.07635 2325.2072 0.88491 0.57882 1.46 110.72 110.72 5.94E-02 23.45 133250

49644 VLGASMCGPDAPEIIQGIAIAVK Oxidation (M) _VLGASM(ox)CGPDAPEIIQGIAIAVK_ B4FWU6_MAIZE 2 1163.6109 2325.2072 1.174 -0.019499 1.1526 110.66 110.66 1.96E-09 48.81 134670

49645 VLGDGLLVVR Unmodified _VLGDGLLVVR_ B6TBT3_MAIZE 2 520.82677 1039.639 -0.1075 0.04174 -0.054273 82.739 82.739 5.76E-06 58.31 3416900

49646 VLGDVTQGNALEVLR Unmodified _VLGDVTQGNALEVLR_ B6TFG0_MAIZE 2 792.44121 1582.8679 0.96126 -0.068061 0.89502 87.213 87.213 6.53E-30 110.58 648700

49647 VLGEGDDPSSPIGR Unmodified _VLGEGDDPSSPIGR_ B6SI84_MAIZE 2 699.84661 1397.6787 0.7006 -0.12441 0.58144 61.617 61.617 2.00E-19 82.36 501240

49648 VLGFLR Unmodified _VLGFLR_ B6TIA5_MAIZE 2 352.72632 703.4381 0.9297 -0.54533 0.38495 69.665 69.665 1.00E+00 4.79 225630

49649 VLGFLR Unmodified _VLGFLR_ B6TIA5_MAIZE 2 352.72632 703.4381 0.98662 -0.37749 0.60887 70.198 70.198 2.64E-01 22.07 3047000

49650 VLGFVCSAWPDDLAVR Unmodified _VLGFVCSAWPDDLAVR_ B6TNB6_MAIZE 2 902.95617 1803.8978 1.137 0.037395 1.1883 108.97 108.97 7.01E-14 57.97 382240

49651 VLGIPQVK Unmodified _VLGIPQVK_ B4FQ29_MAIZE 2 427.27892 852.54329 0.17289 -0.43215 -0.25895 66.005 66.005 1.00E+00 2.37 264240

49652 VLGIPQVK Unmodified _VLGIPQVK_ B4FQ29_MAIZE 2 427.27892 852.54329 0.097815 0.1378 0.23425 65.932 65.932 5.06E-02 31.81 1038600

49653 VLGKPVDLTSLIR Unmodified _VLGKPVDLTSLIR_ B6SR37_MAIZE 3 470.96081 1409.8606 -0.059267 -0.33131 -0.39295 87.527 87.527 3.08E-01 12.2 959880

49654 VLGKPVDLTSLIR Unmodified _VLGKPVDLTSLIR_ B6SR37_MAIZE 3 470.96081 1409.8606 -0.18021 -0.037471 -0.22017 89.592 89.592 4.23E-03 33.17 575810

49655 VLGLVDR Unmodified _VLGLVDR_ B6THZ8_MAIZE 2 386.2398 770.46504 0.59205 -0.16167 0.43445 55.577 55.577 7.83E-01 8.66 715700

49656 VLGLVDR Unmodified _VLGLVDR_ B6THZ8_MAIZE 2 386.2398 770.46504 0.50209 -0.59715 -0.089927 57.632 57.632 8.04E-02 40.42 5049500

49657 VLGLYLIR Unmodified _VLGLYLIR_ B4FVK0_MAIZE 2 473.80785 945.60114 -0.017125 0.21915 0.18242 89.033 89.033 2.34E-03 43.82 996190

49658 VLGLYLIR Unmodified _VLGLYLIR_ B4FVK0_MAIZE 2 473.80785 945.60114 -0.16573 0.18769 0.0025365 89.903 89.903 2.34E-03 49.14 504890

49659 VLGLYLIR Unmodified _VLGLYLIR_ B4FVK0_MAIZE 2 473.80785 945.60114 -0.038017 0.17873 0.12059 90.008 90.008 3.48E-02 34.32 405410

49660 VLGLYLIR Unmodified _VLGLYLIR_ B4FVK0_MAIZE 2 473.80785 945.60114 0.052745 -0.048612 -0.014656 89.738 89.738 1.90E-02 27.82 136510

49661 VLGLYLIR Unmodified _VLGLYLIR_ B4FVK0_MAIZE 2 473.80785 945.60114 -0.067614 0.17277 0.085687 89.476 89.476 2.34E-03 40.48 469860

49662 VLGMWASPMVIR 2 Oxidation (M) _VLGM(ox)WASPM(ox)VIR_ Q9FQA3_MAIZE 2 696.36233 1390.7101 0.57479 0.006069 0.58145 76.925 76.925 9.90E-13 53.97 1089900
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49663 VLGMWASPMVIR Oxidation (M) _VLGMWASPM(ox)VIR_ Q9FQA3_MAIZE 2 688.36488 1374.7152 0.61838 0.68042 1.2942 86.711 86.711 8.05E-01 12.74 385100

49664 VLGPLGADDKPFKPYEPVFAVVQIGSHQFK Unmodified _VLGPLGADDKPFKPYEPVFAVVQIGSHQFK_ B4FI28_MAIZE 5 657.5561 3282.7441 0.38802 0.35799 0.75135 130.17 130.17 1.09E-03 10.79 3642100

49665 VLGPLGADDKPFKPYEPVFAVVQIGSHQFK Unmodified _VLGPLGADDKPFKPYEPVFAVVQIGSHQFK_ B4FI28_MAIZE 4 821.69331 3282.7441 1.0004 -0.16809 0.83906 130.16 130.16 4.86E-01 7.11 553040

49666 VLGTDGLNAYLNK Unmodified _VLGTDGLNAYLNK_ B6TGC0_MAIZE 2 689.37227 1376.73 0.55555 -0.2838 0.26116 80.51 80.51 3.13E-02 29.17 515470

49667 VLGTDGLNVYLNK Unmodified _VLGTDGLNVYLNK_ A3R4A6_MAIZE 2 703.38792 1404.7613 0.66677 0.25964 0.92217 82.843 82.843 3.13E-02 52.92 870780

49668 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 4 334.4304 1333.6925 1.2906 0.1275 1.4206 44.137 44.137 1.40E-01 16.64 2262900

49669 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 3 445.57144 1333.6925 0.062435 0.24371 0.30944 44.176 44.176 5.15E-02 19.02 2209700

49670 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 4 334.4304 1333.6925 1.1821 -0.19518 0.99071 44.465 44.465 1.91E-02 27.93 774900

49671 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 4 334.4304 1333.6925 1.386 -0.44877 0.94129 46.727 46.727 1.40E-01 19.79 946360

49672 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 3 445.57144 1333.6925 0.025731 0.021944 0.050652 46.006 46.006 1.40E-01 19.22 1367900

49673 VLGTEHCHILR Unmodified _VLGTEHCHILR_ SUS2_MAIZE 4 334.4304 1333.6925 1.2137 0.0002 1.2174 46.01 46.01 6.15E-03 34.51 2171300

49674 VLGVWSSPFVIR Unmodified _VLGVWSSPFVIR_ B6UAW8_MAIZE 2 680.3928 1358.7711 0.55554 0.15186 0.71817 105.16 105.16 1.98E-03 26.72 695710

49675 VLGYYSMIGLLR Unmodified _VLGYYSMIGLLR_ B6SYA1_MAIZE 2 692.8865 1383.7584 0.66631 0.34449 0.99556 108.17 108.17 1.11E-04 53.2 697210

49676 VLGYYSMIGLLR Unmodified _VLGYYSMIGLLR_ B6SYA1_MAIZE 2 692.8865 1383.7584 0.62693 0.20156 0.81332 108.92 108.92 6.74E-02 36.8 158460

49677 VLGYYSMIGLLR Oxidation (M) _VLGYYSM(ox)IGLLR_ B6SYA1_MAIZE 2 700.88396 1399.7534 0.74486 0.61432 1.3457 90.785 90.785 7.72E-03 40.55 187600

49678 VLHDLPGYVK Unmodified _VLHDLPGYVK_ B4FFY3_MAIZE 3 380.88524 1139.6339 0.566 -0.16622 0.40124 57.499 57.499 9.29E-03 42.84 1921900

49679 VLHHLDVFDDGDLDAAAEALDDMPIKK Unmodified _VLHHLDVFDDGDLDAAAEALDDMPIKK_ B4FFH4_MAIZE 4 741.61684 2962.4382 0.85216 -0.29914 0.5513 106.85 106.85 2.43E-03 36.23 302440

49680 VLHHLDVFDDGDLDAAAEALDDMPIKK Oxidation (M) _VLHHLDVFDDGDLDAAAEALDDM(ox)PIKK_ B4FFH4_MAIZE 4 745.61556 2978.4332 0.80556 -0.001667 0.80344 97.561 97.561 3.43E-12 79.32 379080

49681 VLHHLDVFDDGDLDAAAEALDDMPIKK Oxidation (M) _VLHHLDVFDDGDLDAAAEALDDM(ox)PIKK_ B4FFH4_MAIZE 4 745.61556 2978.4332 0.84889 -0.48691 0.36108 98.078 98.078 1.22E-10 52.7 566770

49682 VLHITTR Unmodified _VLHITTR_ B4FDT0_MAIZE 2 420.25852 838.50249 0.01831 0.30799 0.32554 35.899 35.899 1.86E-01 29.9 140400

49683 VLHITTR Unmodified _VLHITTR_ B4FDT0_MAIZE 2 420.25852 838.50249 0.19083 -0.11617 0.075983 34.029 34.029 4.49E-02 34.13 326820

49684 VLHITTR Unmodified _VLHITTR_ B4FDT0_MAIZE 2 420.25852 838.50249 -0.074596 -0.42616 -0.49919 37.738 37.738 9.32E-03 35.83 3982700

49685 VLHPIADSININK Unmodified _VLHPIADSININK_ B4FNK8_MAIZE 3 478.60855 1432.8038 -0.11173 -0.082929 -0.21308 64.083 64.083 1.41E-02 43.71 1169200

49686 VLHPIADSININK Unmodified _VLHPIADSININK_ B4FNK8_MAIZE 2 717.40918 1432.8038 0.68924 -0.28138 0.38968 63.27 63.27 1.00E-11 62.9 852340

49687 VLHPIADSININK Unmodified _VLHPIADSININK_ B4FNK8_MAIZE 3 478.60855 1432.8038 -0.12105 0.14436 0.0049771 63.268 63.268 7.68E-03 45.52 3046800

49688 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.20288 -0.069591 0.12078 71.268 71.268 7.61E-14 49.48 8559100

49689 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.054746 0.31509 0.35773 72.788 72.788 1.68E-09 53.23 881380

49690 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.21944 -0.16024 0.04612 71.776 71.776 7.02E-22 63.86 2571800

49691 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.23149 -0.070036 0.14911 72.527 72.527 2.05E-12 63.52 4102800

49692 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.23127 0.007734 0.22666 72.066 72.066 2.05E-12 66.65 3520200

49693 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.19603 0.011992 0.19625 72.164 72.164 9.64E-17 66.82 3113400

49694 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.23101 0.22468 0.44293 72.44 72.44 2.62E-07 38.84 2132400

49695 VLIALADNVGSK Unmodified _VLIALADNVGSK_ B4FNM4_MAIZE 2 600.35335 1198.6921 0.19072 0.18009 0.35881 73.522 73.522 6.74E-02 29.01 416060

49696 VLIDDGSAPQPTGANIR Unmodified _VLIDDGSAPQPTGANIR_ B4FNB7_MAIZE 2 862.45231 1722.8901 1.1159 -0.27021 0.84447 65.793 65.793 1.43E-21 76.77 580490
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49697 VLIDDGSAPQPTGANIR Unmodified _VLIDDGSAPQPTGANIR_ B4FNB7_MAIZE 2 862.45231 1722.8901 1.029 0.04705 1.0749 64.638 64.638 1.43E-21 91.77 1042900

49698 VLIDDGSAPQPTGANIR Unmodified _VLIDDGSAPQPTGANIR_ B4FNB7_MAIZE 2 862.45231 1722.8901 1.0213 -0.02049 0.9996 66.676 66.676 1.54E-12 81.88 268870

49699 VLIDPK Unmodified _VLIDPK_ B6SL54_MAIZE 2 342.71816 683.42178 1.0242 -0.014979 0.9966 41.177 41.177 1.00E+00 4.7 29751

49700 VLIDPK Unmodified _VLIDPK_ B6SL54_MAIZE 2 342.71816 683.42178 0.93444 0.22718 1.1483 44.208 44.208 5.26E-01 26.01 312110

49701 VLIHTGVTK Unmodified _VLIHTGVTK_ B4FSB0_MAIZE 3 323.20268 966.58622 1.4211 -0.20907 1.2217 37.892 37.892 8.82E-01 11.65 368990

49702 VLIHTGVTK Unmodified _VLIHTGVTK_ B4FSB0_MAIZE 3 323.20268 966.58622 1.3874 0.11182 1.5095 37.61 37.61 1.96E-01 14.45 118580

49703 VLIHTGVTK Unmodified _VLIHTGVTK_ B4FSB0_MAIZE 3 323.20268 966.58622 1.4166 -0.3076 1.1192 39.609 39.609 6.12E-02 26.16 585690

49704 VLIHTGVTK Unmodified _VLIHTGVTK_ B4FSB0_MAIZE 3 323.20268 966.58622 1.3279 -0.64931 0.6904 41.846 41.846 1.00E+00 10.12 60411

49705 VLIIDYKPTSAN Unmodified _VLIIDYKPTSAN_ B6T914_MAIZE 2 667.37174 1332.7289 0.41953 0.052945 0.45776 72.926 72.926 2.62E-07 80.52 244860

49706 VLIQFEDFANHNAFDLLAR Unmodified _VLIQFEDFANHNAFDLLAR_ B6UDG4_MAIZE 3 745.05153 2232.1328 0.78408 -0.17996 0.59643 118.39 118.39 5.27E-03 23.58 462080

49707 VLIQFEDFANHNAFDLLAR Unmodified _VLIQFEDFANHNAFDLLAR_ B6UDG4_MAIZE 3 745.05153 2232.1328 0.8092 -0.053656 0.74763 118.89 118.89 4.09E-04 36.99 681700

49708 VLIQFEDFANHNAFDLLAR Unmodified _VLIQFEDFANHNAFDLLAR_ B6UDG4_MAIZE 3 745.05153 2232.1328 0.79772 0.39487 1.1841 120.61 120.61 1.41E-07 46.13 2049000

49709 VLIQFEDFANHNAFDLLAR Unmodified _VLIQFEDFANHNAFDLLAR_ B6UDG4_MAIZE 3 745.05153 2232.1328 0.8693 -1.3861 -0.52246 118.88 118.88 2.20E-01 0.84 117480

49710 VLIQGVDMFGK Oxidation (M) _VLIQGVDM(ox)FGK_ B4FYW7_MAIZE 2 611.82865 1221.6427 0.27956 0.10621 0.39844 72.552 72.552 5.66E-08 41.06 749450

49711 VLISSPTWGNHK Unmodified _VLISSPTWGNHK_ B6T9J4_MAIZE 3 446.91034 1337.7092 0.029577 0.12521 0.15179 60.278 60.278 2.46E-02 13.68 1699900

49712 VLISTDVLAR Unmodified _VLISTDVLAR_ B6SLS0_MAIZE 2 543.82951 1085.6445 -0.068671 -0.28381 -0.35701 74.896 74.896 1.45E-01 13.96 555090

49713 VLISTDVLAR Unmodified _VLISTDVLAR_ B6SLS0_MAIZE 2 543.82951 1085.6445 0.052746 -0.15413 -0.10563 75.51 75.51 7.11E-01 4.51 786400

49714 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 -0.14665 0.013371 -0.1413 85.356 85.356 5.70E-16 74.55 1607600

49715 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 0.012833 0.23468 0.23963 84.083 84.083 5.45E-09 54.37 6103200

49716 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 0.046186 0.26399 0.30227 84.44 84.44 4.40E-05 57.92 7106500

49717 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 0.035077 0.33066 0.35668 83.804 83.804 5.76E-06 52.12 2183400

49718 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 0.011683 0.29137 0.29476 84.367 84.367 5.70E-16 76.88 18646000

49719 VLITTDLLAR Unmodified _VLITTDLLAR_ B4FBK3_MAIZE 2 557.84516 1113.6758 0.040284 0.63241 0.66312 84.122 84.122 1.45E-01 11.51 782190

49720 VLIVEECMR Unmodified _VLIVEECMR_ B6TQ36_MAIZE 2 574.79375 1147.5729 0.090806 0.42286 0.5055 66.678 66.678 3.21E-03 41.25 2264800

49721 VLIYSPAR Unmodified _VLIYSPAR_ B6SRH1_MAIZE 2 459.774 917.53345 -0.2181 0.89069 0.64802 58.412 58.412 3.77E-01 11.1 1705000

49722 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 2 573.30606 1144.5976 0.10234 0.14433 0.22942 29.497 29.497 1.00E+00 10.99 18674

49723 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 3 382.5398 1144.5976 0.64242 0.15156 0.77494 32.213 32.213 9.79E-02 26.69 103820

49724 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 2 573.30606 1144.5976 0.23126 -0.52291 -0.30936 32.203 32.203 1.45E-01 17.23 35458

49725 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 3 382.5398 1144.5976 0.62338 0.018926 0.62321 31.31 31.31 9.29E-03 40.13 77648

49726 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 2 573.30606 1144.5976 -0.40451 31.326 31.326 2.51E-02 27.1

49727 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 2 573.30606 1144.5976 0.24408 -0.014869 0.21069 32.151 32.151 1.25E-02 22.88 52897

49728 VLKDDAVEEK Unmodified _VLKDDAVEEK_ B6T8X5_MAIZE 3 382.5398 1144.5976 0.77373 -0.72439 0.03397 30.361 30.361 5.31E-01 3.81 26252

49729 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 -0.013581 -0.6073 -0.63805 31.55 31.55 1.53E-11 49.89 536280

49730 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 4 372.69796 1486.7627 0.7881 -0.38332 0.38868 31.532 31.532 1.60E-02 17.73 509990
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49731 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 -0.13056 -0.33851 -0.48555 30.254 30.254 1.53E-11 57.04 277620

49732 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 0.042339 -0.62341 -0.59805 32.073 32.073 1.28E-01 18.04 126850

49733 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 -0.025967 -0.40826 -0.45119 32.822 32.822 2.15E-08 61.19 290060

49734 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 4 372.69796 1486.7627 0.79103 -0.11635 0.65597 32.832 32.832 4.29E-02 17.96 376800

49735 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 4 372.69796 1486.7627 0.78137 -0.24451 0.51987 32.822 32.822 1.60E-02 21.59 406000

49736 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 0.002414 -0.54381 -0.55848 32.828 32.828 5.97E-15 52.63 532000

49737 VLKDDAVEEKGER Unmodified _VLKDDAVEEKGER_ B6T8X5_MAIZE 3 496.59486 1486.7627 -0.029944 -0.001503 -0.050097 30.812 30.812 2.26E-05 51.28 145040

49738 VLKDELQR Unmodified _VLKDELQR_ B4FBJ7_MAIZE 3 334.19771 999.57129 1.1537 -0.31895 0.81414 36.29 36.29 5.41E-01 18.07 114120

49739 VLKDELQR Unmodified _VLKDELQR_ B4FBJ7_MAIZE 3 334.19771 999.57129 1.1954 -0.41257 0.76326 38.807 38.807 9.92E-01 12.62 632290

49740 VLKDELQR Unmodified _VLKDELQR_ B4FBJ7_MAIZE 3 334.19771 999.57129 1.2727 -0.19776 1.0537 38.696 38.696 3.42E-02 33.86 3749700

49741 VLKDELQR Unmodified _VLKDELQR_ B4FBJ7_MAIZE 2 500.79292 999.57129 -0.045278 -0.16975 -0.23503 38.693 38.693 1.90E-02 39.96 1291400

49742 VLKDELQR Unmodified _VLKDELQR_ B4FBJ7_MAIZE 3 334.19771 999.57129 1.0953 -0.015449 1.0578 40.599 40.599 2.47E-01 25.49 225910

49743 VLLAGTPAEPLVALAFK Unmodified _VLLAGTPAEPLVALAFK_ B6T2L6_MAIZE 2 855.51365 1709.0127 1.1008 0.3408 1.4307 118.41 118.41 1.02E-03 59.07 608460

49744 VLLAGTPAEPLVALAFK Unmodified _VLLAGTPAEPLVALAFK_ B6T2L6_MAIZE 2 855.51365 1709.0127 1.0588 0.40861 1.4566 118.88 118.88 1.91E-01 13.53 282320

49745 VLLAGTPAEPLVALAFK Unmodified _VLLAGTPAEPLVALAFK_ B6T2L6_MAIZE 2 855.51365 1709.0127 1.0761 0.69124 1.7555 118.97 118.97 5.62E-03 30.84 208500

49746 VLLCLK Unmodified _VLLCLK_ B6U2K5_MAIZE 2 373.23566 744.45678 0.7802 -0.13086 0.6406 59.305 59.305 1.00E+00 10.44 495260

49747 VLLCLK Unmodified _VLLCLK_ B6U2K5_MAIZE 2 373.23566 744.45678 0.71133 -0.71269 -0.0074752 61.555 61.555 1.00E+00 17.1 378570

49748 VLLCLK Unmodified _VLLCLK_ B6U2K5_MAIZE 2 373.23566 744.45678 0.67938 -0.64587 0.028379 60.873 60.873 2.64E-01 21.07 780920

49749 VLLDAAGQPILTMLEK Unmodified _VLLDAAGQPILTMLEK_ B6T7N7_MAIZE 2 856.48677 1710.959 1.1182 -0.34045 0.76288 110.79 110.79 4.21E-20 58.82 342170

49750 VLLDCATSDPDGR Unmodified _VLLDCATSDPDGR_ B6TD54_MAIZE 2 709.83265 1417.6507 0.65985 -0.64267 0.030403 58.989 58.989 1.00E-11 84.24 2955500

49751 VLLDEIQK Unmodified _VLLDEIQK_ B4FNF8_MAIZE 2 479.2844 956.55425 -0.15842 0.59259 0.41421 62.574 62.574 3.77E-01 13.91 576340

49752 VLLDEIQK Unmodified _VLLDEIQK_ B4FNF8_MAIZE 2 479.2844 956.55425 -0.033556 0.29222 0.23903 64.045 64.045 5.06E-02 22.7 767700

49753 VLLDEIQK Unmodified _VLLDEIQK_ B4FNF8_MAIZE 2 479.2844 956.55425 -0.00066179 0.017948 -0.00097261 63.412 63.412 7.88E-01 12.4 289530

49754 VLLDEIQK Unmodified _VLLDEIQK_ B4FNF8_MAIZE 2 479.2844 956.55425 -0.02416 -0.22281 -0.26475 63.916 63.916 2.92E-02 20.27 720990

49755 VLLDFLLR Unmodified _VLLDFLLR_ B6UBZ5_MAIZE 2 494.81313 987.6117 -0.022327 -0.17151 -0.20261 74.904 74.904 7.88E-01 5.4 507490

49756 VLLDFLLR Unmodified _VLLDFLLR_ B6UBZ5_MAIZE 2 494.81313 987.6117 -0.18432 0.20727 0.01257 75.804 75.804 1.00E+00 16.6 350630

49757 VLLDFLLR Unmodified _VLLDFLLR_ B6UBZ5_MAIZE 2 494.81313 987.6117 -0.041483 0.001015 -0.050216 76.245 76.245 7.88E-01 17.49 389930

49758 VLLDFLLR Unmodified _VLLDFLLR_ B6UBZ5_MAIZE 2 494.81313 987.6117 0.021738 -0.28514 -0.27269 75.901 75.901 3.77E-01 9.09 157870

49759 VLLDIVNASANATPGLGR Unmodified _VLLDIVNASANATPGLGR_ B6UEQ3_MAIZE 2 890.99942 1779.9843 1.1295 0.13583 1.2567 93.983 93.983 8.94E-06 44.01 555960

49760 VLLDIVNASANATPGLGR Unmodified _VLLDIVNASANATPGLGR_ B6UEQ3_MAIZE 2 890.99942 1779.9843 1.1057 0.15851 1.2561 94.425 94.425 1.56E-52 78.29 337260

49761 VLLDIVNASANATPGLGR Unmodified _VLLDIVNASANATPGLGR_ B6UEQ3_MAIZE 2 890.99942 1779.9843 1.1154 0.27512 1.3824 94.58 94.58 8.00E-45 82.51 351560

49762 VLLDIVNASANATPGLGR Unmodified _VLLDIVNASANATPGLGR_ B6UEQ3_MAIZE 2 890.99942 1779.9843 1.1292 0.061454 1.1825 94.424 94.424 1.05E-02 23.63 223750

49765 VLLEAQGR Unmodified _VLLEAQGR_ B4FQ20_MAIZE 2 443.26126 884.50797 0.062407 -0.037074 0.0074149 42.557 42.557 1.65E-01 20.71 1119300

49766 VLLESAIR Unmodified _VLLESAIR_ B6SRL2_MAIZE 2 450.77928 899.54402 0.021914 0.45335 0.4449 62.294 62.294 1.00E+00 5.95 885740
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49767 VLLESAIR Unmodified _VLLESAIR_ B6SRL2_MAIZE 2 450.77928 899.54402 -0.01783 0.41828 0.37082 61.674 61.674 2.92E-02 29.16 1762100

49768 VLLKPDDNR Unmodified _VLLKPDDNR_ B4F8P3_MAIZE 3 357.20486 1068.5928 0.985 0.40322 1.3733 37.644 37.644 2.35E-02 21.72 685670

49769 VLLPDSDLTVTSQK Unmodified _VLLPDSDLTVTSQK_ B6U5Q2_MAIZE 2 758.41687 1514.8192 0.86993 -0.10382 0.77219 75.782 75.782 7.64E-09 72.15 1409500

49770 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.20794 0.42372 0.61572 117.18 117.18 4.96E-02 38.2 557090

49771 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.20444 0.26134 0.45078 117.16 117.16 5.66E-08 64.51 7877000

49772 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.14348 0.28896 0.41731 116.85 116.85 3.60E-06 51.32 11116000

49773 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.19791 0.22301 0.40669 117.34 117.34 4.43E-05 70.09 10515000

49774 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.20151 0.37183 0.55869 116.84 116.84 4.43E-05 45.35 1644700

49775 VLLPLELFGAK Unmodified _VLLPLELFGAK_ B4FB81_MAIZE 2 600.37355 1198.7325 0.28801 0.26595 0.53926 118.23 118.23 1.00E+00 7.95 76217

49776 VLLPMQIFK Oxidation (M) _VLLPM(ox)QIFK_ B6SHU5_MAIZE 2 552.82792 1103.6413 0.11792 -0.10554 0.0046848 84.913 84.913 3.39E-01 5.92 177770

49777 VLLPMQIFK Oxidation (M) _VLLPM(ox)QIFK_ B6SHU5_MAIZE 2 552.82792 1103.6413 0.11862 0.3311 0.44253 83.851 83.851 3.39E-01 8.42 300920

49778 VLLPMQIFK Oxidation (M) _VLLPM(ox)QIFK_ B6SHU5_MAIZE 2 552.82792 1103.6413 0.091231 0.32651 0.40927 83.523 83.523 8.86E-01 8.33 268440

49779 VLLPMQLFSK Oxidation (M) _VLLPM(ox)QLFSK_ B6ST53_MAIZE 2 596.34393 1190.6733 0.20811 0.41399 0.61436 87.729 87.729 7.11E-01 14.3 293060

49780 VLLPMQLFSK Oxidation (M) _VLLPM(ox)QLFSK_ B6ST53_MAIZE 2 596.34393 1190.6733 0.21583 0.80872 1.0163 88.899 88.899 2.81E-03 26.28 350340

49781 VLLPMQLFSK Oxidation (M) _VLLPM(ox)QLFSK_ B6ST53_MAIZE 2 596.34393 1190.6733 0.24199 0.21808 0.45322 87.898 87.898 1.25E-02 28.32 1780100

49782 VLLPMQLFSK Oxidation (M) _VLLPM(ox)QLFSK_ B6ST53_MAIZE 2 596.34393 1190.6733 0.23816 0.30375 0.53367 89.026 89.026 9.71E-04 39.13 1647000

49783 VLLPMQLFSK Oxidation (M) _VLLPM(ox)QLFSK_ B6ST53_MAIZE 2 596.34393 1190.6733 0.27007 0.44885 0.71092 88.731 88.731 2.81E-03 35.04 743310

49784 VLLPMQLFSK Unmodified _VLLPMQLFSK_ B6ST53_MAIZE 2 588.34648 1174.6784 0.16225 0.43666 0.58869 105.19 105.19 4.40E-02 18.25 316270

49785 VLLPMQLFSK Unmodified _VLLPMQLFSK_ B6ST53_MAIZE 2 588.34648 1174.6784 0.20382 0.44515 0.63913 105.11 105.11 1.25E-02 28.66 1278500

49786 VLLQACR Unmodified _VLLQACR_ B6SGM5_MAIZE 2 430.24455 858.47455 0.13577 0.093594 0.22208 42.669 42.669 4.49E-02 28.96 1190100

49787 VLLQACR Unmodified _VLLQACR_ B6SGM5_MAIZE 2 430.24455 858.47455 -0.031556 -0.078447 -0.11625 42.34 42.34 4.46E-01 26.92 264440

49788 VLLQACR Unmodified _VLLQACR_ B6SGM5_MAIZE 2 430.24455 858.47455 0.11944 -0.050256 0.062509 44.879 44.879 4.49E-02 27.01 417150

49789 VLLQACR Unmodified _VLLQACR_ B6SGM5_MAIZE 2 430.24455 858.47455 0.12216 0.045429 0.16125 44.193 44.193 8.04E-02 26.29 379400

49790 VLLQACR Unmodified _VLLQACR_ B6SGM5_MAIZE 2 430.24455 858.47455 0.082788 -0.022318 0.053852 44.932 44.932 1.00E+00 8.76 343700

49791 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 3 707.36747 2119.0806 0.69785 -0.19066 0.52275 115.7 115.7 2.20E-01 22.12 946560

49792 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 3 707.36747 2119.0806 0.66588 -0.31322 0.36958 116.16 116.16 1.41E-07 50.13 1300400

49793 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 3 707.36747 2119.0806 0.66063 -0.29218 0.38417 116.26 116.26 1.41E-20 60.67 2884900

49794 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 2 1060.5476 2119.0806 1.0906 -0.60229 0.50481 116.35 116.35 9.66E-69 63.11 9097300

49795 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 3 707.36747 2119.0806 0.6357 -0.39324 0.25887 116.35 116.35 5.74E-16 45.05 6160500

49796 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 2 1060.5476 2119.0806 1.3114 -0.48042 0.84707 116.02 116.02 2.43E-32 66.34 223160

49797 VLLQDFTGVPAVVDLACMR Oxidation (M) _VLLQDFTGVPAVVDLACM(ox)R_ B6SZD6_MAIZE 2 1060.5476 2119.0806 1.2159 0.042423 1.274 118.1 118.1 6.84E-03 23.23 64993

49798 VLLQDFTGVPAVVDLACMR Unmodified _VLLQDFTGVPAVVDLACMR_ B6SZD6_MAIZE 2 1052.5501 2103.0857 1.1782 -0.90893 0.28404 121.43 121.43 5.48E-24 82.5 3073700

49799 VLLQDFTGVPAVVDLACMR Unmodified _VLLQDFTGVPAVVDLACMR_ B6SZD6_MAIZE 2 1052.5501 2103.0857 1.2066 -0.82779 0.39408 122.14 122.14 5.89E-20 79.43 607800

49800 VLLQDFTGVPAVVDLACMR Unmodified _VLLQDFTGVPAVVDLACMR_ B6SZD6_MAIZE 2 1052.5501 2103.0857 1.1576 -0.47405 0.6985 122.4 122.4 5.89E-20 81.8 733050
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49801 VLLQDFTGVPAVVDLACMR Unmodified _VLLQDFTGVPAVVDLACMR_ B6SZD6_MAIZE 3 702.03583 2103.0857 0.71186 -0.013775 0.71231 122.35 122.35 5.40E-02 22.99 226190

49802 VLLQPDSLPALEGALAAAHK Unmodified _VLLQPDSLPALEGALAAAHK_ B6TWX5_MAIZE 3 672.04924 2013.1259 0.56309 0.007382 0.55234 103.99 103.99 3.64E-01 15.5 419320

49803 VLLQQEPFR Unmodified _VLLQQEPFR_ B4FX20_MAIZE 2 565.32185 1128.6291 0.07467 -0.90225 -0.83385 67.844 67.844 1.12E-01 40.33 722240

49804 VLLSICSLLTDPNPDD Unmodified _VLLSICSLLTDPNPDD_ B6SIU1_MAIZE 2 886.44276 1770.871 1.0351 0.005975 1.0467 123.74 123.74 1.27E-09 52.18 380350

49805 VLLSICSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSICSLLTDPNPDDPLVPEIAHM(ox)YK_ B6SIU1_MAIZE 3 1022.8557 3065.5453 1.2271 -0.31648 0.90879 122.94 122.94 1.22E-10 31.67 704770

49806 VLLSICSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSICSLLTDPNPDDPLVPEIAHM(ox)YK_ B6SIU1_MAIZE 4 767.39361 3065.5453 0.82112 -0.039361 0.77877 128.92 128.92 1.22E-10 30.05 1536900

49807 VLLSICSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSICSLLTDPNPDDPLVPEIAHM(ox)YK_ B6SIU1_MAIZE 4 767.39361 3065.5453 0.79555 -0.19793 0.59557 129.74 129.74 1.22E-10 33.15 3687600

49808 VLLSICSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSICSLLTDPNPDDPLVPEIAHM(ox)YK_ B6SIU1_MAIZE 3 1022.8557 3065.5453 1.121 0.006271 1.1253 129.72 129.72 3.06E-22 72.37 2857700

49809 VLLSISSLLTDPNPDD Unmodified _VLLSISSLLTDPNPDD_ B4FCQ9_MAIZE 2 849.94345 1697.8723 0.96741 -0.2936 0.67275 123.54 123.54 7.12E-01 6.75 71974

49810 VLLSISSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSISSLLTDPNPDDPLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 4 749.14396 2992.5467 0.85022 0.14067 0.98378 129.02 129.02 1.30E-01 10.6 587880

49811 VLLSISSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSISSLLTDPNPDDPLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 3 998.52285 2992.5467 1.1742 0.16741 1.3346 129.03 129.03 2.30E-17 46.89 488230

49812 VLLSISSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSISSLLTDPNPDDPLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 3 998.52285 2992.5467 1.1369 0.27774 1.4077 129.76 129.76 2.94E-25 58.35 555970

49813 VLLSISSLLTDPNPDDPLVPEIAHMYK Oxidation (M) _VLLSISSLLTDPNPDDPLVPEIAHM(ox)YK_ B4FCQ9_MAIZE 4 749.14396 2992.5467 0.79198 0.13973 0.92486 129.79 129.79 1.46E-02 15.33 756870

49814 VLLTIEEK Unmodified _VLLTIEEK_ B6U098_MAIZE 2 472.78678 943.559 -0.11531 0.33285 0.19105 63.253 63.253 2.92E-02 40.28 2685400

49815 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.0020262 -0.94208 -0.95064 64.734 64.734 9.73E-03 49.59 839260

49816 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.15864 -0.1393 -0.30581 65.366 65.366 1.12E-01 43.49 337120

49817 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.023384 -0.025388 -0.057182 66.58 66.58 9.73E-03 43.09 403520

49818 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.035005 -0.40719 -0.4507 65.962 65.962 9.73E-03 46.87 421240

49819 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.05577 -0.39619 -0.45868 66.298 66.298 9.73E-03 55.83 298660

49820 VLLTLDGEK Unmodified _VLLTLDGEK_ B6TKZ3_MAIZE 2 494.28968 986.56481 -0.13347 -0.09103 -0.23296 66.645 66.645 1.01E-02 53.03 2831100

49821 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.046283 -0.95438 -1.0007 70.519 70.519 1.00E+00 9.57 2431000

49822 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.13582 -0.81753 -0.95235 71.328 71.328 1.00E+00 10.72 1161400

49823 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 2 789.94814 1577.8817 0.88738 -0.5672 0.31993 71.329 71.329 2.25E-03 51.08 203200

49824 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.077228 -0.88657 -0.96295 71.828 71.828 1.00E+00 8.69 2007200

49825 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 2 789.94814 1577.8817 0.91067 -0.40935 0.50104 71.828 71.828 1.49E-02 37.26 382130

49826 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.078012 -1.2868 -1.3639 71.408 71.408 7.27E-01 8.86 1122300

49827 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.11507 -0.3395 -0.4541 71.39 71.39 7.27E-01 14.15 6737600

49828 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 2 789.94814 1577.8817 0.92921 -0.36993 0.55983 71.387 71.387 6.31E-03 50.24 1370800

49829 VLLTVKPQYGFGEK Unmodified _VLLTVKPQYGFGEK_ B6TI78_MAIZE 3 526.96785 1577.8817 -0.0059353 -0.46362 -0.46969 71.392 71.392 1.00E+00 3.81 284420

49830 VLLVVNVASK Unmodified _VLLVVNVASK_ B6TX91_MAIZE 2 521.33697 1040.6594 -0.12692 0.14388 0.014161 72.125 72.125 4.40E-02 18.98 963190

49831 VLMESIHK Oxidation (M) _VLM(ox)ESIHK_ B4FL64_MAIZE 2 486.76278 971.511 0.06779 0.21212 0.26135 32.204 32.204 5.51E-01 10.87 59977

49832 VLMESIHK Oxidation (M) _VLM(ox)ESIHK_ B4FL64_MAIZE 3 324.84428 971.511 1.9413 33.412 33.412 1.14E-01 18.58

49833 VLMESIHK Oxidation (M) _VLM(ox)ESIHK_ B4FL64_MAIZE 3 324.84428 971.511 1.4045 -0.40076 0.9878 31.505 31.505 5.41E-01 15.37 177730

49834 VLMESIHK Unmodified _VLMESIHK_ B4FL64_MAIZE 2 478.76532 955.51609 -0.049932 0.3135 0.2406 42.174 42.174 5.06E-02 35.42 2731300
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49835 VLMESIHK Unmodified _VLMESIHK_ B4FL64_MAIZE 3 319.51264 955.51609 1.4344 0.026742 1.4393 42.2 42.2 2.47E-01 21.73 1070700

49836 VLMESIHK Unmodified _VLMESIHK_ B4FL64_MAIZE 2 478.76532 955.51609 -0.085361 0.23924 0.13289 42.474 42.474 3.77E-01 24.64 1302600

49837 VLMESWYYLK Oxidation (M) _VLM(ox)ESWYYLK_ B6TKG5_MAIZE 2 674.33631 1346.6581 0.57483 0.18736 0.74285 82.619 82.619 1.00E+00 10.25 358410

49838 VLMESWYYLK Oxidation (M) _VLM(ox)ESWYYLK_ B6TKG5_MAIZE 2 674.33631 1346.6581 0.50046 0.6495 1.129 82.488 82.488 1.84E-04 39.5 5903100

49839 VLMESWYYLK Unmodified _VLMESWYYLK_ B6TKG5_MAIZE 2 666.33885 1330.6631 0.47666 0.14598 0.59999 92.761 92.761 2.81E-03 32.35 5624800

49840 VLMGPPGLDYISLGLVDEEAIPK Oxidation (M) _VLM(ox)GPPGLDYISLGLVDEEAIPK_ B4F7S5_MAIZE 2 1221.6455 2441.2764 1.1254 0.23809 1.3575 123.65 123.65 1.74E-18 72.74 280540

49841 VLMHDIPVHPSLK Oxidation (M) _VLM(ox)HDIPVHPSLK_ B6TN36_MAIZE 4 376.21034 1500.8123 0.69961 -0.15887 0.54032 55.189 55.189 1.41E-02 17.4 1682100

49842 VLMLGSQAQTVIGR Oxidation (M) _VLM(ox)LGSQAQTVIGR_ B4FI28_MAIZE 2 744.91378 1487.813 0.81393 -0.05451 0.76362 72.761 72.761 3.48E-20 77.68 330820

49843 VLMLVWDDR Oxidation (M) _VLM(ox)LVWDDR_ PLDA1_MAIZE 2 581.79989 1161.5852 0.22398 0.10361 0.33225 84.252 84.252 1.01E-02 31.59 424090

49844 VLMLVWDDR Oxidation (M) _VLM(ox)LVWDDR_ PLDA1_MAIZE 2 581.79989 1161.5852 0.14787 0.53919 0.68986 84.774 84.774 6.55E-04 55.12 587150

49845 VLMLVWDDR Oxidation (M) _VLM(ox)LVWDDR_ PLDA1_MAIZE 2 581.79989 1161.5852 0.21166 0.35235 0.56746 85.195 85.195 1.01E-02 37.63 355320

49846 VLMLVWDDR Oxidation (M) _VLM(ox)LVWDDR_ PLDA1_MAIZE 2 581.79989 1161.5852 0.22319 0.37571 0.60223 84.881 84.881 3.39E-01 14.47 575340

49847 VLMLVWDDR Unmodified _VLMLVWDDR_ PLDA1_MAIZE 2 573.80243 1145.5903 0.15729 0.44591 0.60325 93.295 93.295 3.21E-03 43.97 2181500

49848 VLMLVWDDR Unmodified _VLMLVWDDR_ PLDA1_MAIZE 2 573.80243 1145.5903 0.11828 1.0626 1.1796 93.799 93.799 7.18E-01 6.23 341330

49849 VLMSAALSTELR Unmodified _VLMSAALSTELR_ B6TPG2_MAIZE 2 645.85794 1289.7013 0.49027 -0.019704 0.44859 78.793 78.793 1.11E-04 50.39 796930

49850 VLMSAALSTELR Unmodified _VLMSAALSTELR_ B6TPG2_MAIZE 2 645.85794 1289.7013 0.40324 0.39498 0.77613 80.909 80.909 1.00E+00 6.2 160020

49851 VLMSAALSTELR Oxidation (M) _VLM(ox)SAALSTELR_ B6TPG2_MAIZE 2 653.8554 1305.6962 0.40065 -0.056389 0.32499 67.502 67.502 2.62E-07 82.11 589210

49852 VLMSAGLSTELR Oxidation (M) _VLM(ox)SAGLSTELR_ O82579_MAIZE 2 646.84757 1291.6806 0.37826 1.0242 1.3893 64.954 64.954 1.98E-03 82.07 521730

49853 VLMVGAGGIGCELLK Oxidation (M) _VLM(ox)VGAGGIGCELLK_ B6UD98_MAIZE 2 766.91238 1531.8102 0.88012 -0.77633 0.11041 86.36 86.36 2.37E-16 44.6 155730

49854 VLNELVLEPLK Unmodified _VLNELVLEPLK_ B6TQQ8_MAIZE 2 633.88702 1265.7595 0.37937 0.18604 0.5427 89.457 89.457 4.48E-03 37.99 96167

49855 VLNELVLEPLKEEQYYEVR Unmodified _VLNELVLEPLKEEQYYEVR_ B6U467_MAIZE 3 788.42129 2362.242 0.88515 0.070713 0.93292 103.98 103.98 6.05E-18 49.7 745790

49856 VLNFAIDDAILEER Unmodified _VLNFAIDDAILEER_ B4FI76_MAIZE 2 809.42777 1616.841 1.0011 0.10963 1.0927 104.1 104.1 3.40E-25 86.67 843780

49857 VLNFAIDDAILEER Unmodified _VLNFAIDDAILEER_ B4FI76_MAIZE 2 809.42777 1616.841 0.88072 -1.0072 -0.14324 104.67 104.67 2.09E-30 83.02 1942800

49858 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.26673 0.40089 0.64155 53.584 53.584 3.83E-01 28.14 3188200

49859 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.233 0.11349 0.32069 53.829 53.829 4.43E-05 50.85 1129900

49860 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.25055 0.31295 0.53862 55.77 55.77 3.60E-06 53.96 1879800

49861 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.30039 0.23511 0.51033 55.02 55.02 1.00E+00 6.64 878680

49862 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.19156 0.16075 0.32659 55.738 55.738 3.57E-04 34.73 4889500

49863 VLNPNAEVLNK Unmodified _VLNPNAEVLNK_ B4FF57_MAIZE 2 605.84314 1209.6717 0.26667 0.17212 0.41367 55.588 55.588 4.48E-03 29.62 2697600

49864 VLNQLLTEMDGMNAK Unmodified _VLNQLLTEMDGMNAK_ B4FZM3_MAIZE 2 838.92094 1675.8273 0.9942 -0.083339 0.89497 93.579 93.579 1.04E-33 86.03 2284100

49865 VLNQLLTEMDGMNAK Unmodified _VLNQLLTEMDGMNAK_ B4FZM3_MAIZE 2 838.92094 1675.8273 1.0008 -0.40293 0.58259 94.363 94.363 2.37E-16 80 332550

49866 VLNQLLTEMDGMNAK Unmodified _VLNQLLTEMDGMNAK_ B4FZM3_MAIZE 2 838.92094 1675.8273 0.99305 0.00402 0.98107 94.213 94.213 1.04E-33 87.42 1439600

49867 VLNQLLTEMDGMNAK 2 Oxidation (M) _VLNQLLTEM(ox)DGM(ox)NAK_ B4FZM3_MAIZE 2 854.91586 1707.8172 1.0482 -0.09417 0.94368 65.31 65.31 9.30E-43 74.83 453880

49868 VLNQLLTEMDGMNAK 2 Oxidation (M) _VLNQLLTEM(ox)DGM(ox)NAK_ B4FZM3_MAIZE 2 854.91586 1707.8172 1.0464 -0.18721 0.84812 66.446 66.446 5.54E-30 78.75 952870
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49869 VLNQLLTEMDGMNAK 2 Oxidation (M) _VLNQLLTEM(ox)DGM(ox)NAK_ B4FZM3_MAIZE 2 854.91586 1707.8172 1.0103 -0.35364 0.64587 65.855 65.855 9.30E-43 79.13 3142700

49870 VLNQLLTEMDGMNAK 2 Oxidation (M) _VLNQLLTEM(ox)DGM(ox)NAK_ B4FZM3_MAIZE 3 570.27966 1707.8172 0.16742 -0.23477 -0.078747 65.839 65.839 4.35E-01 6.27 915020

49871 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEMDGM(ox)NAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 1.0612 -1.1655 -0.11646 85.45 85.45 3.13E-13 51.87 217070

49872 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEMDGM(ox)NAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 -0.21988 85.737 85.737 4.20E-18 51.63

49873 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEMDGM(ox)NAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 1.0506 -0.67471 0.36278 85.862 85.862 2.55E-36 88.86 583300

49874 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEM(ox)DGMNAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 1.0435 0.51152 1.5406 73.222 73.222 2.55E-36 74.19 854500

49875 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEMDGM(ox)NAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 0.99771 -0.72975 0.25587 85.301 85.301 2.55E-36 101.62 1980500

49876 VLNQLLTEMDGMNAK Oxidation (M) _VLNQLLTEMDGM(ox)NAK_ B4FZM3_MAIZE 2 846.9184 1691.8222 1.0036 -0.3089 0.68103 85.822 85.822 1.28E-40 92.37 1889900

49877 VLNSNGVVLVEFFAPWCGHCK Unmodified _VLNSNGVVLVEFFAPWCGHCK_ Q5EUD5_MAIZE 3 811.73292 2432.1769 1.0312 1.1202 2.1652 119.93 119.93 2.85E-04 22.19 217690

49878 VLNSYWVNEDSTYK Unmodified _VLNSYWVNEDSTYK_ B4FMB3_MAIZE 2 859.40703 1716.7995 1.0521 -0.19997 0.84241 73.892 73.892 7.68E-22 90.77 4231400

49879 VLNSYWVNEDSTYK Unmodified _VLNSYWVNEDSTYK_ B4FMB3_MAIZE 2 859.40703 1716.7995 1.0706 1.2339 2.2929 74.372 74.372 1.95E-13 58.36 291210

49880 VLNTGSPITVPVGR Unmodified _VLNTGSPITVPVGR_ ATPBM_MAIZE 2 705.40918 1408.8038 0.62289 0.069222 0.70574 70.179 70.179 1.95E-13 74.81 14901000

49881 VLNTGSPITVPVGR Unmodified _VLNTGSPITVPVGR_ ATPBM_MAIZE 2 705.40918 1408.8038 0.66852 0.31779 0.99965 71.38 71.38 1.29E-01 59.73 50652

49882 VLNTGSPITVPVGR Unmodified _VLNTGSPITVPVGR_ ATPBM_MAIZE 2 705.40918 1408.8038 0.55632 -0.75084 -0.18003 71.245 71.245 2.00E-19 82.74 97280000

49883 VLNTGSPITVPVGR Unmodified _VLNTGSPITVPVGR_ ATPBM_MAIZE 2 705.40918 1408.8038 0.66194 -2.4433 -1.7635 72.414 72.414 2.25E-03 53.07 388760

49884 VLPDGGADDEER Unmodified _VLPDGGADDEER_ B6SGD2_MAIZE 2 636.78876 1271.563 0.47153 -0.42717 0.043002 42.547 42.547 1.98E-03 62.21 368600

49885 VLPFNYDQSVYGFR Unmodified _VLPFNYDQSVYGFR_ B6TH36_MAIZE 2 852.92265 1703.8308 1.0935 -0.1039 0.99428 98.218 98.218 2.25E-03 47.33 72774

49886 VLPGLNK Unmodified _VLPGLNK_ B4FAQ9_MAIZE 2 370.73689 739.45922 0.68327 -0.29535 0.37175 48.943 48.943 7.83E-01 18.65 28512000

49887 VLPGLNK Unmodified _VLPGLNK_ B4FAQ9_MAIZE 2 370.73689 739.45922 0.6978 -0.55462 0.12686 46.354 46.354 4.46E-01 26.46 14590000

49888 VLPHVYDVFR Unmodified _VLPHVYDVFR_ B6U1E6_MAIZE 3 415.56439 1243.6713 0.045171 0.10615 0.16177 79.711 79.711 5.86E-01 9.68 259470

49889 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 2 625.37936 1248.7442 0.37914 0.10029 0.46463 68.165 68.165 3.57E-04 43.61 785070

49890 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 2 625.37936 1248.7442 0.35097 -0.11761 0.21949 69.172 69.172 1.67E-02 21.77 203670

49891 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 2 625.37936 1248.7442 0.39385 -0.11417 0.26495 69.777 69.777 3.83E-01 27.75 219130

49892 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 3 417.25533 1248.7442 0.24428 0.26054 0.48883 69.537 69.537 1.00E+00 4.39 469740

49893 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 3 417.25533 1248.7442 0.14182 0.34442 0.47172 69.318 69.318 1.00E+00 1.43 3955400

49894 VLPSIIHETLK Unmodified _VLPSIIHETLK_ Q9M589_MAIZE 2 625.37936 1248.7442 0.30984 0.082561 0.37859 69.306 69.306 3.57E-04 37.55 1618600

49895 VLPVLNGK Unmodified _VLPVLNGK_ G3PE_MAIZE 2 420.2711 838.52764 0.16542 0.14751 0.30608 54.08 54.08 3.77E-01 21.32 11261000

49896 VLPVLNGK Unmodified _VLPVLNGK_ G3PE_MAIZE 2 420.2711 838.52764 0.046453 -0.002174 0.037928 54.614 54.614 7.88E-01 12.33 3165700

49897 VLPVLNGK Unmodified _VLPVLNGK_ G3PE_MAIZE 2 420.2711 838.52764 0.16335 0.078599 0.23531 56.395 56.395 7.88E-01 13.39 3433300

49898 VLPVLNGK Unmodified _VLPVLNGK_ G3PE_MAIZE 2 420.2711 838.52764 0.088741 0.557 0.63902 56.306 56.306 1.00E+00 2.74 1817700

49899 VLPVLNGK Unmodified _VLPVLNGK_ G3PE_MAIZE 2 420.2711 838.52764 0.10643 0.19708 0.29615 56.526 56.526 3.77E-01 28.79 15245000

49900 VLPVMIDVGTNNEK Oxidation (M) _VLPVM(ox)IDVGTNNEK_ B4FAR3_MAIZE 2 772.90307 1543.7916 0.93908 -0.076542 0.8634 72.455 72.455 1.85E-03 29.45 258650

49901 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.347 0.10701 1.4563 52.085 52.085 8.66E-01 12.24 5294600

49902 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 0.019936 0.50568 0.52871 52.088 52.088 4.46E-01 20.18 2358500
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49903 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.1661 -0.000552 1.1702 53.079 53.079 1.00E+00 13.82 1821900

49904 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 -0.12518 0.2413 0.11996 53.08 53.08 1.86E-01 17.34 684790

49905 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.5957 -0.080511 1.5198 54.796 54.796 8.66E-01 24.55 2282700

49906 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 -0.0078756 0.21987 0.21583 54.796 54.796 7.83E-01 12.48 1146900

49907 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.3494 0.29362 1.6444 54.151 54.151 5.31E-01 18.58 1650400

49908 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 0.014729 0.38417 0.40089 54.154 54.154 4.46E-01 16.91 655250

49909 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.4366 0.1941 1.6342 54.758 54.758 8.66E-01 12.42 729280

49910 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 -0.044944 0.090296 0.049867 54.759 54.759 1.00E+00 7.76 273490

49911 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 3 302.84846 905.52356 1.3922 0.068213 1.4625 54.186 54.186 2.58E-01 26.83 12768000

49912 VLPVWHR Unmodified _VLPVWHR_ B6TJ78_MAIZE 2 453.76905 905.52356 -0.043489 0.34098 0.3006 54.193 54.193 8.04E-02 29.41 5413000

49913 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1383 0.2233 1.3473 100.64 100.64 4.21E-20 62.58 2228700

49914 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1189 0.29265 1.3978 101.16 101.16 1.42E-33 82.46 1180000

49915 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1113 0.25428 1.3513 101.24 101.24 4.21E-20 60.25 1289000

49916 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1147 0.41206 1.5126 101.17 101.17 7.73E-25 90.16 1206800

49917 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1732 0.39309 1.552 100.74 100.74 1.42E-33 81.22 744130

49918 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.1388 -0.13852 0.98614 101.16 101.16 7.01E-14 66 297630

49919 VLPYADYIFGNETEAK Unmodified _VLPYADYIFGNETEAK_ B4FFH8_MAIZE 2 915.45144 1828.8883 1.0112 2.3648 3.3593 102.44 102.44 2.16E-02 23.11 111850

49920 VLQAMQLMTENR 2 Oxidation (M) _VLQAM(ox)QLM(ox)TENR_ B4G1D2_MAIZE 2 733.36052 1464.7065 0.69558 -0.47671 0.20752 51.426 51.426 1.63E-18 83.12 2035000

49921 VLQAMQLMTENR Oxidation (M) _VLQAMQLM(ox)TENR_ B4G1D2_MAIZE 2 725.36306 1448.7116 0.65367 -0.64278 -0.002666 63.282 63.282 9.64E-17 88.51 650510

49922 VLQAMQLMTENR Oxidation (M) _VLQAM(ox)QLMTENR_ B4G1D2_MAIZE 2 725.36306 1448.7116 0.68516 -0.46469 0.20597 64.093 64.093 2.05E-12 77.89 479160

49923 VLQAMQLMTENR Oxidation (M) _VLQAM(ox)QLMTENR_ B4G1D2_MAIZE 2 725.36306 1448.7116 0.67916 -0.054674 0.60899 64.738 64.738 7.61E-14 71.08 414390

49924 VLQAMQLMTENR Unmodified _VLQAMQLMTENR_ B4G1D2_MAIZE 2 717.3656 1432.7167 0.67355 -0.33794 0.31803 80.06 80.06 7.61E-14 86.47 907180

49925 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.30804 -0.38577 -0.081867 51.208 51.208 5.66E-08 64.9 9907800

49926 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.25641 0.44801 0.69967 51.904 51.904 3.57E-04 62.54 56326

49927 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.30244 0.13068 0.42732 51.203 51.203 6.35E-09 88.76 1460600

49928 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.33829 0.24571 0.57758 53.399 53.399 9.05E-18 74.95 2191500

49929 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.31783 0.20837 0.52015 52.685 52.685 5.66E-08 62.1 2484500

49930 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.30451 -0.59293 -0.2924 53.372 53.372 6.35E-09 81.06 2149400

49931 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.13408 -0.02149 0.10782 51.644 51.644 9.05E-18 81.48 55558000

49932 VLQAQDDLVNK Unmodified _VLQAQDDLVNK_ B4FVD5_MAIZE 2 621.83806 1241.6616 0.2736 0.055985 0.32388 54.896 54.896 5.66E-08 71.25 807480

49933 VLQAQDDLVTDMLESAR Unmodified _VLQAQDDLVTDMLESAR_ B4FB71_MAIZE 2 952.47512 1902.9357 1.2653 0.47865 1.7394 107.8 107.8 1.43E-21 71.57 263050

49934 VLQAQDDLVTDMLESAR Unmodified _VLQAQDDLVTDMLESAR_ B4FB71_MAIZE 2 952.47512 1902.9357 1.1186 -0.077689 1.037 108.89 108.89 7.78E-69 123.28 1252400

49935 VLQAQDDLVTDMLESAR Unmodified _VLQAQDDLVTDMLESAR_ B4FB71_MAIZE 2 952.47512 1902.9357 1.1877 0.011187 1.1951 110.32 110.32 1.37E-17 69.59 37650

49936 VLQAQDDLVTDMLESAR Oxidation (M) _VLQAQDDLVTDM(ox)LESAR_ B4FB71_MAIZE 2 960.47258 1918.9306 1.1328 0.65829 1.7876 79.009 79.009 6.68E-59 90.1 790940
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49937 VLQAQDDLVTDMLESAR Oxidation (M) _VLQAQDDLVTDM(ox)LESAR_ B4FB71_MAIZE 2 960.47258 1918.9306 1.1421 -0.18697 0.95344 80.076 80.076 2.30E-64 106.7 1021000

49938 VLQDVFNK Unmodified _VLQDVFNK_ B6T577_MAIZE 2 481.76892 961.52328 -0.10016 0.017685 -0.078938 62.131 62.131 2.92E-02 45.97 454800

49939 VLQDVLAGQR Unmodified _VLQDVLAGQR_ B4FB65_MAIZE 2 549.81693 1097.6193 0.024252 -0.40825 -0.3838 62.155 62.155 2.81E-03 24.78 780140

49940 VLQEDGFYTIR Unmodified _VLQEDGFYTIR_ B4FC49_MAIZE 2 670.84588 1339.6772 0.5795 -0.39048 0.18899 74.368 74.368 1.67E-02 16.15 191000

49941 VLQEDGFYTIR Unmodified _VLQEDGFYTIR_ B4FC49_MAIZE 2 670.84588 1339.6772 0.47142 -0.23062 0.24105 74.527 74.527 4.43E-05 59.62 4841500

49942 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 1.0379 0.36399 1.4084 108.58 108.58 2.40E-39 96.79 1322600

49943 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 1.1328 1.0548 2.1936 109.2 109.2 8.98E-47 87.73 460700

49944 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 1.0307 0.29462 1.3322 109.21 109.21 8.98E-47 104.58 557080

49945 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 0.9678 0.096477 1.0707 109.22 109.22 8.98E-47 106.56 880870

49946 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 1.0791 0.052983 1.1393 108.8 108.8 2.40E-39 89.65 596510

49947 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 0.96628 0.23024 1.2029 109.71 109.71 8.98E-47 100.46 3270100

49948 VLQFAGIEDVFTSSR Unmodified _VLQFAGIEDVFTSSR_ B6TFA7_MAIZE 2 834.93322 1667.8519 1.1781 3.423 4.6045 111.55 111.55 1.65E-02 28.65 42726

49949 VLQGGSGYIGYDALR Unmodified _VLQGGSGYIGYDALR_ B6U664_MAIZE 2 784.907 1567.7995 0.9001 -0.30374 0.59558 76.432 76.432 1.26E-03 49.58 39473

49950 VLQILDQLER Unmodified _VLQILDQLER_ B4F876_MAIZE 2 613.85879 1225.703 0.3276 0.11789 0.42929 91.701 91.701 5.76E-06 59.78 933530

49951 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.48216 -0.14384 0.31679 72.328 72.328 2.61E-08 53.25 2500600

49952 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.45675 -0.093788 0.34194 73.934 73.934 2.61E-08 58.92 48894

49953 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.47757 -0.17765 0.27823 72.962 72.962 1.00E-11 57.39 1397400

49954 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.47827 -0.22685 0.23076 73.612 73.612 2.61E-08 48.68 1744500

49955 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.51088 -0.23176 0.25805 73.183 73.183 2.50E-15 85 986370

49956 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.49121 -0.18691 0.28292 73.057 73.057 2.50E-15 81.92 1064000

49957 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 2 656.8828 1311.751 0.4517 -0.040089 0.38977 73.557 73.557 4.93E-21 97.06 7638800

49958 VLQLETAAGAAIR Unmodified _VLQLETAAGAAIR_ B4FAD9_MAIZE 3 438.25763 1311.751 0.10726 -0.094977 -0.0088791 73.543 73.543 1.00E+00 4.22 770230

49959 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1484 -0.1701 0.95847 94.568 94.568 4.07E-45 110.85 4431800

49960 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.2341 -0.069805 1.1445 93.028 93.028 5.92E-01 12.75 9744.9

49961 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 3 641.01408 1920.0204 0.25942 0.14686 0.38704 97.722 97.722 1.01E-03 56.31 1107800

49962 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1523 0.051322 1.1833 95.184 95.184 3.42E-29 64.96 689430

49963 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1647 0.035092 1.1793 95.289 95.289 1.54E-12 62.57 447120

49964 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1512 0.019298 1.1504 95.103 95.103 8.28E-39 89.77 557280

49965 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.2511 -0.18323 1.0485 94.67 94.67 1.54E-12 38.82 539770

49966 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.2228 -0.10818 1.0943 95.302 95.302 1.43E-21 71.2 519470

49967 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1997 -0.012633 1.1676 94.907 94.907 4.07E-45 66.69 539360

49968 VLQNDIDLLNPPAELEK Unmodified _VLQNDIDLLNPPAELEK_ Q9ZQX9_MAIZE 2 961.01748 1920.0204 1.1434 -0.083147 1.0404 95.133 95.133 1.37E-17 67.51 555250

49969 VLQQASCIFK Unmodified _VLQQASCIFK_ EIF3A_MAIZE 2 597.32099 1192.6274 0.26371 -0.21014 0.054517 63.418 63.418 1.62E-03 32.58 789940

49970 VLQQASCIFK Unmodified _VLQQASCIFK_ EIF3A_MAIZE 2 597.32099 1192.6274 0.2378 0.24833 0.48706 64.261 64.261 4.40E-02 37.23 205990
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49971 VLQQYGVPISAR Unmodified _VLQQYGVPISAR_ B6SKU5_MAIZE 2 665.87752 1329.7405 0.48392 0.15667 0.63627 67.379 67.379 2.62E-07 41.17 377530

49972 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 2 884.01675 1766.019 1.1168 0.29972 1.4161 102.9 102.9 7.73E-25 51.93 1183500

49973 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 3 589.68026 1766.019 0.26599 0.36144 0.62633 102.9 102.9 1.00E+00 12.23 451010

49974 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 2 884.01675 1766.019 1.0841 0.12933 1.2133 103.53 103.53 1.27E-09 45.83 574590

49975 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 2 884.01675 1766.019 1.0753 0.19765 1.2725 103.5 103.5 1.27E-09 39.92 953110

49976 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 3 589.68026 1766.019 0.23257 0.33864 0.56988 103.5 103.5 1.00E+00 11.02 396290

49977 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 2 884.01675 1766.019 1.1026 0.15294 1.2552 103.51 103.51 7.42E-06 42.21 465210

49978 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 3 589.68026 1766.019 0.30535 0.44399 0.74725 103.51 103.51 4.93E-01 10.63 179230

49979 VLQSLVPILDQSVVEK Unmodified _VLQSLVPILDQSVVEK_ B6TLT1_MAIZE 2 884.01675 1766.019 1.0919 0.24235 1.3334 103.09 103.09 7.01E-14 49.6 2766400

49980 VLQTYNGQMMPNVDLTFR Oxidation (M) _VLQTYNGQM(ox)MPNVDLTFR_ B4FEA4_MAIZE 2 1072.0192 2142.0238 1.2676 -0.46398 0.8073 91.568 91.568 2.85E-09 94.25 294850

49981 VLQVDDLK Unmodified _VLQVDDLK_ B4FVI8_MAIZE 2 465.26875 928.52295 -0.013171 0.47781 0.46433 56.654 56.654 2.92E-02 23.23 838370

49982 VLQVDDLK Unmodified _VLQVDDLK_ B4FVI8_MAIZE 2 465.26875 928.52295 0.016689 0.29861 0.31652 57.981 57.981 7.88E-01 6.08 273980

49983 VLQVDDLK Unmodified _VLQVDDLK_ B4FVI8_MAIZE 2 465.26875 928.52295 -0.066565 0.53647 0.47 59.219 59.219 5.06E-02 29.3 975130

49984 VLRPAEVGVTEGGPTEEEPEE Unmodified _VLRPAEVGVTEGGPTEEEPEE_ B4FPZ7_MAIZE 2 1112.5344 2223.0543 1.1978 0.071172 1.2641 66.863 66.863 2.39E-60 113.11 2064500

49985 VLSALSEAGLFGGGGLIK Unmodified _VLSALSEAGLFGGGGLIK_ B6T4T1_MAIZE 2 844.98271 1687.9509 1.0677 0.085061 1.1494 108.83 108.83 2.85E-09 46.62 212560

49986 VLSANPEAPLNIECLMDEK Unmodified _VLSANPEAPLNIECLMDEK_ B6SV64_MAIZE 2 1072.0241 2142.0337 1.2191 -0.092094 1.1078 103.21 103.21 1.84E-40 93.67 1478600

49987 VLSANPEAPLNIECLMDEK Unmodified _VLSANPEAPLNIECLMDEK_ B6SV64_MAIZE 2 1072.0241 2142.0337 1.2065 -0.86081 0.32706 103.89 103.89 5.48E-24 89.4 295450

49988 VLSANPEAPLNIECLMDEK Unmodified _VLSANPEAPLNIECLMDEK_ B6SV64_MAIZE 2 1072.0241 2142.0337 1.1894 0.036388 1.2066 103.81 103.81 4.53E-07 48.02 266650

49989 VLSANPEAPLNIECLMDEK Oxidation (M) _VLSANPEAPLNIECLM(ox)DEK_ B6SV64_MAIZE 2 1080.0216 2158.0286 1.2058 0.05751 1.2458 88.188 88.188 1.99E-02 26.36 247260

49990 VLSANPEAPLNIECLMDEK Oxidation (M) _VLSANPEAPLNIECLM(ox)DEK_ B6SV64_MAIZE 2 1080.0216 2158.0286 1.1899 0.2589 1.4308 88.421 88.421 2.43E-32 54.96 359620

49991 VLSANPEAPLNIECLMDEKDVR Unmodified _VLSANPEAPLNIECLMDEKDVR_ B6SV64_MAIZE 3 838.41733 2512.2302 1.0745 0.11383 1.1733 96.954 96.954 6.10E-05 29.79 530430

49992 VLSASPSAYSANPK Unmodified _VLSASPSAYSANPK_ B4FZ10_MAIZE 2 696.3619 1390.7092 0.61866 -0.14278 0.45263 50.329 50.329 3.51E-02 32.08 175600

49993 VLSASVEVEGR Unmodified _VLSASVEVEGR_ B6TBW6_MAIZE 2 573.31168 1144.6088 0.10794 -0.14286 -0.040695 56.174 56.174 4.43E-05 48.19 135520

49994 VLSGDETLR Unmodified _VLSGDETLR_ B6SM26_MAIZE 2 495.26674 988.51892 0.035222 0.85546 0.88503 43.961 43.961 7.18E-01 8.29 486990

49995 VLSGDETLR Unmodified _VLSGDETLR_ B6SM26_MAIZE 2 495.26674 988.51892 -0.02769 0.2833 0.24991 45.998 45.998 1.00E+00 11.03 224540

49996 VLSGDETLR Unmodified _VLSGDETLR_ B6SM26_MAIZE 2 495.26674 988.51892 0.0015895 0.023754 0.020645 45.263 45.263 1.01E-02 53.13 237980

49997 VLSGDETLR Unmodified _VLSGDETLR_ B6SM26_MAIZE 2 495.26674 988.51892 -0.14758 -0.20297 -0.35444 46.972 46.972 1.12E-01 23.23 1914000

49998 VLSGMDVVYK Oxidation (M) _VLSGM(ox)DVVYK_ B6TIP7_MAIZE 2 563.79427 1125.574 0.08303 -0.85673 -0.76491 53.341 53.341 3.43E-01 15.76 317880

49999 VLSGMDVVYK Oxidation (M) _VLSGM(ox)DVVYK_ B6TIP7_MAIZE 2 563.79427 1125.574 0.055848 -0.059151 0.0041083 52.366 52.366 1.62E-03 46.74 2146400

50000 VLSGMDVVYK Oxidation (M) _VLSGM(ox)DVVYK_ B6TIP7_MAIZE 2 563.79427 1125.574 -0.025362 -2.8574 -2.8699 55.286 55.286 7.11E-01 5.12 8336500

50001 VLSGMDVVYK Unmodified _VLSGMDVVYK_ B6TIP7_MAIZE 2 555.79682 1109.5791 0.15341 0.64093 0.79659 67.717 67.717 3.43E-01 8.66 567080

50002 VLSGYNDIIMAR Oxidation (M) _VLSGYNDIIM(ox)AR_ B6TYF3_MAIZE 2 684.35302 1366.6915 0.64867 -0.65363 -0.018087 72.776 72.776 9.49E-04 68.15 185850

50003 VLSGYNDIIMAR Oxidation (M) _VLSGYNDIIM(ox)AR_ B6TYF3_MAIZE 2 684.35302 1366.6915 0.52651 -0.36994 0.14326 73.063 73.063 9.49E-04 41.33 3805000

50004 VLSLGEGSDDDRR Unmodified _VLSLGEGSDDDRR_ B4F916_MAIZE 3 473.56719 1417.6797 -0.062973 -0.19122 -0.25477 48.157 48.157 1.28E-01 27 414290
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50005 VLSNWPSYPQLYIK Unmodified _VLSNWPSYPQLYIK_ B4FQ54_MAIZE 2 854.45887 1706.9032 1.1348 -0.11379 1.0068 97.025 97.025 6.31E-03 29.81 292340

50006 VLSNWPSYPQLYIK Unmodified _VLSNWPSYPQLYIK_ B4FQ54_MAIZE 2 854.45887 1706.9032 1.0743 -0.37661 0.6834 97.388 97.388 2.25E-03 22.93 1171100

50007 VLSPAEIK Unmodified _VLSPAEIK_ B4FFX7_MAIZE 2 428.76056 855.50657 0.10481 0.12597 0.20297 48.368 48.368 2.92E-02 51.72 2170000

50008 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.1945 0.83331 2.0108 121.47 121.47 7.29E-01 7.02 708040

50009 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.0968 0.27475 1.3556 122.11 122.11 1.26E-03 21.11 272410

50010 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.0556 -0.24114 0.79904 122.28 122.28 1.60E-05 35.1 200310

50011 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.1257 0.53817 1.6468 122.72 122.72 6.37E-03 22.07 276790

50012 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.1151 0.72457 1.8229 121.84 121.84 1.60E-05 30.58 414260

50013 VLSPAEIKDFLEEVE Unmodified _VLSPAEIKDFLEEVE_ B4FFX7_MAIZE 2 859.44837 1716.8822 1.011 0.2914 1.2866 124.62 124.62 1.12E-07 37.94 1862400

50014 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.0789 -0.087588 0.97797 120.83 120.83 6.37E-03 26.93 990490

50015 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.0691 0.3014 1.3567 121.23 121.23 6.37E-03 23.81 427610

50016 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.0263 -0.11803 0.89511 121.5 121.5 2.05E-04 35.02 470590

50017 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.0835 0.14926 1.2187 121.64 121.64 6.37E-03 25.47 566900

50018 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.0994 -2.0142 -0.92602 120.93 120.93 6.37E-03 25.35 594710

50019 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.1267 0.034772 1.1481 122.1 122.1 1.56E-01 10.7 439760

50020 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 1.1021 0.32108 1.4094 121.25 121.25 1.12E-07 50.61 748300

50021 VLSPSEIKDFLEEVE Unmodified _VLSPSEIKDFLEEVE_ B6T969_MAIZE 2 867.44583 1732.8771 0.98983 -0.003841 0.97296 123.55 123.55 7.01E-11 44.56 4616500

50022 VLSPSESFIHELDEK Unmodified _VLSPSESFIHELDEK_ B6TD54_MAIZE 3 577.29295 1728.857 0.14532 0.094243 0.22759 83.187 83.187 1.29E-02 18.7 3216800

50023 VLSPSESFIHELDEK Unmodified _VLSPSESFIHELDEK_ B6TD54_MAIZE 2 865.43579 1728.857 1.0972 -0.27826 0.80646 83.207 83.207 2.05E-04 75.85 408190

50024 VLSPTESFIHELDEK Unmodified _VLSPTESFIHELDEK_ B4FXW5_MAIZE 3 581.96484 1742.8727 0.21432 0.46759 0.6719 87.478 87.478 4.82E-01 4.76 412220

50025 VLSPTESFIHELDEK Unmodified _VLSPTESFIHELDEK_ B4FXW5_MAIZE 3 581.96484 1742.8727 0.16809 0.28347 0.44117 87.341 87.341 8.03E-01 9.21 2344500

50026 VLSVVGILQDEVDPMVSVMK Unmodified _VLSVVGILQDEVDPMVSVMK_ B6T9J2_MAIZE 2 1079.5785 2157.1425 1.2361 0.14521 1.3893 125.47 125.47 4.45E-02 10.84 526910

50027 VLSVVGILQDEVDPMVSVMK 2 Oxidation (M) _VLSVVGILQDEVDPM(ox)VSVM(ox)K_ B6T9J2_MAIZE 2 1095.5734 2189.1323 1.2084 -0.26313 0.95757 114.69 114.69 1.65E-04 50.6 88328

50028 VLSVVGILQDEVDPMVSVMK 2 Oxidation (M) _VLSVVGILQDEVDPM(ox)VSVM(ox)K_ B6T9J2_MAIZE 2 1095.5734 2189.1323 1.1932 -0.045595 1.1597 114.81 114.81 3.79E-06 46.38 164360

50029 VLSVVGILQDEVDPMVSVMK 2 Oxidation (M) _VLSVVGILQDEVDPM(ox)VSVM(ox)K_ B6T9J2_MAIZE 2 1095.5734 2189.1323 1.2534 -0.16449 1.1008 115.4 115.4 1.65E-04 56.23 337380

50030 VLSVVGILQDEVDPMVSVMK 2 Oxidation (M) _VLSVVGILQDEVDPM(ox)VSVM(ox)K_ B6T9J2_MAIZE 3 730.71806 2189.1323 0.84443 0.12833 0.98429 115.33 115.33 7.26E-03 15.5 212740

50031 VLTDADR Unmodified _VLTDADR_ B4G1Z4_MAIZE 2 395.20869 788.40283 0.58627 0.12349 0.70813 28.812 28.812 4.46E-01 25.97 94381

50032 VLTDADR Unmodified _VLTDADR_ B4G1Z4_MAIZE 2 395.20869 788.40283 0.55338 1.0238 1.5749 27.328 27.328 4.46E-01 43.24 107830

50033 VLTDADR Unmodified _VLTDADR_ B4G1Z4_MAIZE 2 395.20869 788.40283 0.23704 -0.81017 -0.57057 29.84 29.84 7.83E-01 22.09 50444

50034 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.75826 -0.17419 0.57425 52.449 52.449 1.95E-13 75.71 6082000

50035 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.77984 -0.76421 0.0067178 52.594 52.594 7.64E-09 63.92 10768000

50036 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.7383 -0.67428 0.054679 54.649 54.649 7.64E-09 60.99 16127000

50037 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.79389 0.22907 1.0117 66.773 66.773 3.49E-01 51.53 330310

50038 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.6966 -0.63174 0.055268 53.911 53.911 2.96E-06 79.48 18623000
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50039 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.81598 -0.20512 0.60013 66.152 66.152 1.49E-02 53.82 454360

50040 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.65215 -0.71637 -0.073721 54.601 54.601 7.64E-09 68.36 23798000

50041 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.7769 -0.08487 0.6821 54.509 54.509 1.95E-13 74.29 4075100

50042 VLTMNPSGELSSAR Oxidation (M) _VLTM(ox)NPSGELSSAR_ B6U4D6_MAIZE 2 739.3694 1476.7242 0.75089 -0.26747 0.47366 55.139 55.139 2.96E-06 59.7 1477900

50043 VLTMNPSGELSSAR Unmodified _VLTMNPSGELSSAR_ B6U4D6_MAIZE 2 731.37194 1460.7293 0.72776 -0.58018 0.13496 66.8 66.8 2.96E-06 73.29 4974900

50044 VLTMNPSGELSSAR Unmodified _VLTMNPSGELSSAR_ B6U4D6_MAIZE 2 731.37194 1460.7293 0.70084 -0.46111 0.22753 66.171 66.171 7.64E-09 62.95 7527600

50045 VLTPYSSEDAR Unmodified _VLTPYSSEDAR_ Q9ZQY2_MAIZE 2 619.30659 1236.5986 0.4146 0.72473 1.1267 49.995 49.995 3.83E-01 31.83 534130

50046 VLTPYSSEDAR Unmodified _VLTPYSSEDAR_ Q9ZQY2_MAIZE 2 619.30659 1236.5986 0.34624 0.11109 0.44625 50.846 50.846 4.96E-02 36.62 908170

50047 VLTPYSSEDAR Unmodified _VLTPYSSEDAR_ Q9ZQY2_MAIZE 2 619.30659 1236.5986 0.24852 0.16338 0.40083 51.538 51.538 4.96E-02 46.13 13308000

50048 VLTQFEDFANHNAFDLLEK Unmodified _VLTQFEDFANHNAFDLLEK_ B6TVG1_MAIZE 3 751.03918 2250.0957 0.90515 0.025693 0.92552 110.28 110.28 5.40E-02 14.08 249690

50049 VLTRPMPDQLPK Oxidation (M) _VLTRPM(ox)PDQLPK_ B4FMS7_MAIZE 3 470.93063 1409.7701 -0.095419 0.17036 0.069262 52.281 52.281 6.54E-02 14.69 2067600

50050 VLTRPMPER Unmodified _VLTRPMPER_ Q9M589_MAIZE 3 366.87446 1097.6015 0.88314 -0.041687 0.82612 37.145 37.145 5.45E-01 10.02 282000

50051 VLTRPMPER Unmodified _VLTRPMPER_ Q9M589_MAIZE 3 366.87446 1097.6015 0.81505 0.35978 1.1583 39.879 39.879 5.45E-01 13.34 244340

50052 VLTVISQK Unmodified _VLTVISQK_ B6T2K5_MAIZE 2 444.28166 886.54877 0.029606 -0.21626 -0.18734 46.832 46.832 1.90E-02 47.25 12031000

50053 VLTVISQK Unmodified _VLTVISQK_ B6T2K5_MAIZE 2 444.28166 886.54877 -0.096682 0.24042 0.14138 46.808 46.808 1.65E-01 24.26 971650

50054 VLTVISQK Unmodified _VLTVISQK_ B6T2K5_MAIZE 2 444.28166 886.54877 -0.032011 0.12314 0.089623 49.269 49.269 1.65E-01 34.38 1486700

50055 VLTVISQK Unmodified _VLTVISQK_ B6T2K5_MAIZE 2 444.28166 886.54877 0.017912 -0.044844 -0.028939 48.767 48.767 5.06E-02 26.86 1479000

50056 VLTVISQK Unmodified _VLTVISQK_ B6T2K5_MAIZE 2 444.28166 886.54877 -0.17702 0.41799 0.2378 50.584 50.584 1.65E-01 36.87 2857700

50057 VLVAINQGK Unmodified _VLVAINQGK_ B6SWA0_MAIZE 2 471.29256 940.57057 0.0082352 0.11063 0.10891 48.197 48.197 3.32E-02 19.81 549570

50058 VLVAINQGK Unmodified _VLVAINQGK_ B6SWA0_MAIZE 2 471.29256 940.57057 -0.17633 0.44426 0.25588 48.169 48.169 1.01E-02 20.09 603550

50059 VLVAINQGK Unmodified _VLVAINQGK_ B6SWA0_MAIZE 2 471.29256 940.57057 -0.027703 0.189 0.15078 50.512 50.512 9.73E-03 18.99 567390

50060 VLVAINQGK Unmodified _VLVAINQGK_ B6SWA0_MAIZE 2 471.29256 940.57057 -0.050145 0.14397 0.084121 50.608 50.608 1.12E-01 6.4 396010

50061 VLVAINQR Unmodified _VLVAINQR_ B4FW68_MAIZE 2 456.7849 911.55525 -0.012135 0.41808 0.38974 49.578 49.578 7.88E-01 14.24 2048700

50062 VLVAINQR Unmodified _VLVAINQR_ B4FW68_MAIZE 2 456.7849 911.55525 -0.12337 0.16922 0.030162 49.615 49.615 3.48E-02 28.01 1587900

50063 VLVAINQR Unmodified _VLVAINQR_ B4FW68_MAIZE 2 456.7849 911.55525 -0.026887 0.18472 0.14196 51.815 51.815 3.48E-02 39.16 1680900

50064 VLVAINQR Unmodified _VLVAINQR_ B4FW68_MAIZE 2 456.7849 911.55525 -0.03688 0.23861 0.18634 51.107 51.107 1.90E-02 33.74 2026600

50065 VLVAINQR Unmodified _VLVAINQR_ B4FW68_MAIZE 2 456.7849 911.55525 -0.10929 0.22589 0.10007 51.809 51.809 1.90E-02 31.05 1923500

50066 VLVCIGEGDVLR Unmodified _VLVCIGEGDVLR_ B6TRC0_MAIZE 2 665.36338 1328.7122 0.48328 0.036189 0.53162 80.965 80.965 2.05E-12 56.09 4657900

50067 VLVCVAENDFLLK Unmodified _VLVCVAENDFLLK_ B6TMI7_MAIZE 2 760.41307 1518.8116 0.82255 0.008358 0.83329 96.045 96.045 4.93E-21 70.39 549450

50068 VLVCVAENDFLLK Unmodified _VLVCVAENDFLLK_ B6TMI7_MAIZE 2 760.41307 1518.8116 0.84743 0.25302 1.1018 96.058 96.058 2.50E-15 80.1 806130

50069 VLVCVAENDFLLK Unmodified _VLVCVAENDFLLK_ B6TMI7_MAIZE 2 760.41307 1518.8116 0.85982 0.38152 1.2435 95.929 95.929 2.50E-15 54.22 786130

50070 VLVCVAENDFLLK Unmodified _VLVCVAENDFLLK_ B6TMI7_MAIZE 2 760.41307 1518.8116 0.83744 -0.3011 0.53852 95.735 95.735 1.56E-17 60.95 10469000

50071 VLVDAGYRDPK Unmodified _VLVDAGYRDPK_ B6TA81_MAIZE 2 616.83532 1231.6561 0.36134 -0.092014 0.26439 45.503 45.503 1.47E-01 16.88 704780

50072 VLVDAGYRDPK Unmodified _VLVDAGYRDPK_ B6TA81_MAIZE 2 616.83532 1231.6561 0.29466 0.12424 0.41419 45.228 45.228 3.83E-01 21.16 165350
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50073 VLVDAGYRDPK Unmodified _VLVDAGYRDPK_ B6TA81_MAIZE 3 411.55931 1231.6561 0.2623 -0.22846 0.029632 47.765 47.765 1.00E+00 0.67 852810

50074 VLVDAGYRDPK Unmodified _VLVDAGYRDPK_ B6TA81_MAIZE 3 411.55931 1231.6561 0.24722 -0.21866 0.024888 47.026 47.026 3.45E-01 8.61 1244200

50075 VLVDHSIVESFAQGGR Unmodified _VLVDHSIVESFAQGGR_ B6T0A9_MAIZE 3 571.9688 1712.8846 0.042952 -0.06701 -0.014872 81.719 81.719 4.93E-01 19.82 2140900

50076 VLVDHSIVESFAQGGR Unmodified _VLVDHSIVESFAQGGR_ B6T0A9_MAIZE 2 857.44957 1712.8846 1.0203 -0.13765 0.89146 81.721 81.721 7.73E-25 87.61 347560

50077 VLVEIACTR Unmodified _VLVEIACTR_ Q43863_MAIZE 2 530.79461 1059.5747 0.016104 0.18686 0.20255 59.366 59.366 9.73E-03 35.33 1115600

50078 VLVEIACTR Unmodified _VLVEIACTR_ Q43863_MAIZE 2 530.79461 1059.5747 -0.11288 -0.031485 -0.14344 59.854 59.854 3.89E-04 48.6 453650

50079 VLVEIACTR Unmodified _VLVEIACTR_ Q43863_MAIZE 2 530.79461 1059.5747 0.051282 -0.28988 -0.23898 60.732 60.732 3.21E-03 44.54 667150

50080 VLVEIACTR Unmodified _VLVEIACTR_ Q43863_MAIZE 2 530.79461 1059.5747 -0.00054876 -0.34166 -0.34168 61.219 61.219 7.18E-01 15.21 444110

50081 VLVEIACTR Unmodified _VLVEIACTR_ Q43863_MAIZE 2 530.79461 1059.5747 -0.090876 0.47148 0.37877 61.605 61.605 9.73E-03 40.05 5802600

50082 VLVELAELQDR Unmodified _VLVELAELQDR_ B6TKY3_MAIZE 2 642.86153 1283.7085 0.40552 0.67732 1.066 83.587 83.587 3.60E-06 64.8 622580

50083 VLVELAELQDR Unmodified _VLVELAELQDR_ B6TKY3_MAIZE 2 642.86153 1283.7085 0.42696 0.53992 0.94964 83.995 83.995 4.48E-03 62.83 1016700

50084 VLVELAELQDR Unmodified _VLVELAELQDR_ B6TKY3_MAIZE 2 642.86153 1283.7085 0.001558 83.665 83.665 3.33E-02 37.85

50085 VLVELAELQDR Unmodified _VLVELAELQDR_ B6TKY3_MAIZE 2 642.86153 1283.7085 0.39575 0.28005 0.65991 83.411 83.411 1.00E+00 2.33 782160

50086 VLVELAELQDR Unmodified _VLVELAELQDR_ B6TKY3_MAIZE 2 642.86153 1283.7085 0.41676 -0.077345 0.32312 83.388 83.388 6.35E-09 71.36 420090

50087 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.26395 0.029717 0.31706 73.56 73.56 2.50E-15 68.58 2745800

50088 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.23996 0.08294 0.34688 74.105 74.105 2.50E-15 60.94 961860

50089 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.27203 0.082283 0.37818 74.731 74.731 1.00E-11 48.51 1265700

50090 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.29123 0.16975 0.48474 74.336 74.336 4.68E-05 47.92 1154300

50091 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.24854 0.38627 0.65751 74.243 74.243 4.68E-05 45.66 862630

50092 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.27466 0.13818 0.43531 74.678 74.678 4.68E-05 51.87 2275500

50093 VLVIGGGDGGVLR Unmodified _VLVIGGGDGGVLR_ B6TCM9_MAIZE 2 606.35896 1210.7034 0.20388 -0.16703 0.059889 74.533 74.533 2.50E-15 73.05 8582800

50094 VLVISGER Unmodified _VLVISGER_ B6SJE9_MAIZE 2 436.76363 871.51272 -0.12746 0.3452 0.21061 51.346 51.346 5.06E-02 31.23 944670

50095 VLVLAATNTPYALDQAVR Unmodified _VLVLAATNTPYALDQAVR_ B6T3Y2_MAIZE 2 958.03601 1914.0575 1.1697 -0.028508 1.1341 91.741 91.741 1.18E-19 78.79 241150

50096 VLVLAATNTPYALDQAVR Unmodified _VLVLAATNTPYALDQAVR_ B6T3Y2_MAIZE 2 958.03601 1914.0575 1.282 -0.11595 1.159 91.447 91.447 4.65E-12 67.52 244770

50097 VLVLAATNTPYALDQAVR Unmodified _VLVLAATNTPYALDQAVR_ B6T3Y2_MAIZE 2 958.03601 1914.0575 1.1616 0.16134 1.3155 91.923 91.923 5.25E-26 82.56 1453400

50098 VLVLAATNTPYALDQAVR Unmodified _VLVLAATNTPYALDQAVR_ B6T3Y2_MAIZE 2 958.03601 1914.0575 1.1501 0.17481 1.3174 91.93 91.93 8.00E-45 94.43 424100

50099 VLVLHANSGNK Unmodified _VLVLHANSGNK_ B6TY76_MAIZE 3 384.5559 1150.6459 0.66086 -0.15905 0.49153 35.007 35.007 1.15E-01 30.01 778390

50100 VLVLHANSGNK Unmodified _VLVLHANSGNK_ B6TY76_MAIZE 3 384.5559 1150.6459 0.46763 0.059926 0.51717 34.263 34.263 1.15E-01 13.62 257420

50101 VLVLHANSGNK Unmodified _VLVLHANSGNK_ B6TY76_MAIZE 3 384.5559 1150.6459 0.67682 0.28981 0.95343 36.313 36.313 2.92E-01 8.66 339250

50102 VLVLHANSGNK Unmodified _VLVLHANSGNK_ B6TY76_MAIZE 2 576.3302 1150.6459 0.28181 0.31501 0.58559 36.304 36.304 1.47E-01 31.46 96502

50103 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.22927 -0.25337 -0.017532 72.5 72.5 8.28E-01 6.99 14180000

50104 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 3 806.42391 2416.2499 0.96147 -0.20205 0.76646 72.504 72.504 6.10E-05 30.43 3095200

50105 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.24358 -0.054552 0.19562 73.274 73.274 7.44E-02 24.12 5401900

50106 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 3 806.42391 2416.2499 0.9645 -0.12822 0.8429 73.279 73.279 3.16E-15 50.67 1067400
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50107 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.21319 -0.008693 0.21146 73.66 73.66 8.28E-01 2 11116000

50108 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 3 806.42391 2416.2499 0.89101 -0.084431 0.81346 73.678 73.678 8.27E-10 44.58 1694100

50109 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.21371 -0.13637 0.084716 73.38 73.38 7.44E-02 17.26 11751000

50110 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 3 806.42391 2416.2499 0.9375 -0.15003 0.79452 73.374 73.374 6.10E-05 38.12 1926500

50111 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.16609 0.16816 0.34082 73.298 73.298 1.00E+00 8.68 10159000

50112 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.17017 -0.15471 0.021629 73.553 73.553 1.59E-04 27.16 104550000

50113 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 3 806.42391 2416.2499 0.90889 -0.43159 0.48377 73.535 73.535 4.64E-06 35.17 23973000

50114 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 2 1209.1322 2416.2499 1.1781 0.10188 1.2866 73.527 73.527 4.20E-18 91.41 1419600

50115 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.22647 -0.025205 0.20825 73.464 73.464 2.13E-01 13.16 17498000

50116 VLVNIEQQSPDIAQGVHGHFTK Unmodified _VLVNIEQQSPDIAQGVHGHFTK_ B4FAD1_MAIZE 4 605.06975 2416.2499 0.24014 -0.14981 0.096944 73.416 73.416 7.44E-02 14.95 1555700

50117 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.26289 0.34977 0.5921 44.968 44.968 8.04E-02 28.57 1418900

50118 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.059341 0.64735 0.6855 44.735 44.735 4.46E-01 27.45 275780

50119 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.22203 0.5827 0.78508 47.215 47.215 7.83E-01 15.08 426690

50120 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.20107 0.42762 0.60948 46.493 46.493 4.46E-01 15.99 475690

50121 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.17776 0.82798 0.98578 47.325 47.325 4.46E-01 13.92 329670

50122 VLVNYAR Unmodified _VLVNYAR_ B4FTC8_MAIZE 2 417.74525 833.47594 0.1915 0.1811 0.35268 45.324 45.324 4.46E-01 18.66 2529500

50123 VLVPIAAGSEPAEAFVPIAVLR Unmodified _VLVPIAAGSEPAEAFVPIAVLR_ B6TLL7_MAIZE 3 740.43146 2218.2725 0.78361 0.022451 0.79785 120.24 120.24 2.04E-03 19.56 764870

50124 VLVPIAAGSEPAEAFVPIAVLR Unmodified _VLVPIAAGSEPAEAFVPIAVLR_ B6TLL7_MAIZE 2 1110.1435 2218.2725 1.218 -0.036153 1.1735 120.23 120.23 6.50E-45 77.76 459580

50125 VLVQFEDFANHNAFTLLEK Unmodified _VLVQFEDFANHNAFTLLEK_ O50015_MAIZE 3 745.71967 2234.1372 0.83312 -0.12955 0.69988 111.25 111.25 5.27E-03 15.29 132780

50126 VLVQFEDFANHNAFTLLEK Unmodified _VLVQFEDFANHNAFTLLEK_ O50015_MAIZE 3 745.71967 2234.1372 0.81516 0.39941 1.2102 111.47 111.47 2.20E-01 9.84 102700

50127 VLVQVNTSGEESK Unmodified _VLVQVNTSGEESK_ B4FAQ2_MAIZE 2 695.36464 1388.7147 0.56914 -0.37287 0.19482 49.934 49.934 4.93E-21 102.57 2022300

50128 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.61123 -0.085086 0.52328 102.64 102.64 1.00E+00 5.13 439490

50129 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.1817 -0.043494 1.1358 103.19 103.19 6.57E-12 60.95 357570

50130 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.53443 0.015063 0.54772 103.24 103.24 4.20E-02 16.31 752990

50131 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.1807 -0.073492 1.1048 103.17 103.17 3.94E-09 39.08 581830

50132 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.56358 0.063472 0.62468 103.22 103.22 4.16E-01 9.86 1121700

50133 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.57639 -0.072496 0.50138 103.28 103.28 7.35E-01 15.83 1099100

50134 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.1732 0.067942 1.2387 103.24 103.24 8.20E-12 40.74 600400

50135 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.2854 -0.27579 1.0075 102.88 102.88 3.79E-06 31.79 412450

50136 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.57441 0.065624 0.6376 102.91 102.91 1.00E+00 4.6 845110

50137 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.2422 0.12701 1.3667 103.43 103.43 9.41E-18 49.24 575190

50138 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.60656 0.23767 0.84098 103.51 103.51 7.35E-01 12.01 807180

50139 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.5016 0.12855 0.62812 103.21 103.21 1.31E-21 63.78 11770000

50140 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.1873 -0.083343 1.1016 103.07 103.07 1.32E-42 74.68 8283300
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50141 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 3 672.7152 2015.1238 0.56308 -0.24735 0.31342 104.1 104.1 1.00E+00 1.74 247600

50142 VLVTGAAGQIGYALVPMIAR Oxidation (M) _VLVTGAAGQIGYALVPM(ox)IAR_ MDHC_MAIZE 2 1008.5692 2015.1238 1.2314 -0.091032 1.1383 104.1 104.1 2.16E-03 28.95 128610

50143 VLVTGAAGQIGYALVPMIAR Unmodified _VLVTGAAGQIGYALVPMIAR_ MDHC_MAIZE 2 1000.5717 1999.1289 1.2387 0.049528 1.2836 112.11 112.11 9.41E-18 38.98 339390

50144 VLVTGAAGQIGYALVPMIAR Unmodified _VLVTGAAGQIGYALVPMIAR_ MDHC_MAIZE 2 1000.5717 1999.1289 1.2239 0.23993 1.4593 112.74 112.74 4.56E-22 47.82 1339800

50145 VLVTGAAGQIGYALVPMIAR Unmodified _VLVTGAAGQIGYALVPMIAR_ MDHC_MAIZE 3 667.38356 1999.1289 0.52371 0.10738 0.62716 112.72 112.72 1.00E+00 13.28 1366400

50146 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 -0.028138 0.0766 0.074199 80.286 80.286 9.61E-01 6.69 233550

50147 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 -0.36663 75.514 75.514 9.66E-01 6.57

50148 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 0.15173 0.21301 0.38914 75.608 75.608 6.76E-01 8.52 785250

50149 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 0.1113 -0.071766 0.063538 75.455 75.455 6.76E-01 3.3 578560

50150 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 0.10857 -0.10622 0.026572 75.786 75.786 5.28E-02 18.08 1598100

50151 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 2 842.46248 1682.9104 1.0799 -0.27854 0.82604 75.75 75.75 1.43E-21 100.57 374790

50152 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 3 561.97741 1682.9104 0.0157 -0.006519 0.033734 75.719 75.719 2.01E-02 26.94 11687000

50153 VLVTGGAGFVGSHLVDR Unmodified _VLVTGGAGFVGSHLVDR_ B4FP94_MAIZE 2 842.46248 1682.9104 1.0484 -0.058809 1.0142 75.692 75.692 1.37E-17 113.15 2505300

50154 VLVTGLPSSASWQDLK Unmodified _VLVTGLPSSASWQDLK_ Q64HC3_MAIZE 2 850.96452 1699.9145 0.99995 -1.0611 -0.058312 92.135 92.135 2.01E-03 38.22 248430

50155 VLVTGLPSSASWQDLK Unmodified _VLVTGLPSSASWQDLK_ Q64HC3_MAIZE 2 850.96452 1699.9145 1.0658 -0.38554 0.68321 92.209 92.209 1.27E-09 64.19 1760900

50156 VLVTPTSDLGK Unmodified _VLVTPTSDLGK_ B4FRU4_MAIZE 2 565.3268 1128.639 -0.075843 -1.1616 -1.2233 58.13 58.13 1.67E-02 29.05 268020

50157 VLVTPTSDLGK Unmodified _VLVTPTSDLGK_ B4FRU4_MAIZE 2 565.3268 1128.639 0.032105 -0.32101 -0.27685 59.088 59.088 3.60E-06 48.53 18618000

50158 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.96837 -0.20106 0.7506 84.963 84.963 5.87E-44 90.98 8732400

50159 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 1.0277 -0.034552 0.97654 87.725 87.725 2.01E-03 27.81 24586

50160 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.99149 -0.27116 0.70429 85.595 85.595 5.87E-44 92.54 3276900

50161 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.96242 -0.2532 0.693 85.753 85.753 1.34E-51 94.08 5543800

50162 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.92419 -0.25291 0.65508 85.432 85.432 5.87E-44 96.33 7132300

50163 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.96725 -0.26756 0.68297 85.173 85.173 1.42E-33 91.3 4690100

50164 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.96231 -0.21194 0.73389 85.689 85.689 1.82E-38 103.49 7772400

50165 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 3 550.66981 1648.9876 -0.011412 0.18864 0.16038 85.271 85.271 1.00E+00 2.87 3534800

50166 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.9226 -0.12275 0.78323 85.401 85.401 5.87E-44 104.64 3511100

50167 VLVVANPANTNALILK Unmodified _VLVVANPANTNALILK_ MDHC_MAIZE 2 825.50107 1648.9876 0.98272 0.070585 1.0367 86.997 86.997 7.01E-14 67.07 485460

50168 VLVVANPANTNALILKEFAPSIPEK Unmodified _VLVVANPANTNALILKEFAPSIPEK_ MDHC_MAIZE 3 883.50557 2647.4949 1.1505 0.58255 1.7144 107.17 107.17 2.46E-05 19.67 354680

50169 VLVVDAGGSMR Oxidation (M) _VLVVDAGGSM(ox)R_ B6SMX7_MAIZE 2 560.29497 1118.5754 0.017735 0.11982 0.15064 50.314 50.314 1.62E-12 57.86 406690

50170 VLVVDAGGSMR Unmodified _VLVVDAGGSMR_ B6SMX7_MAIZE 2 552.29752 1102.5805 -0.02707 0.21501 0.19662 60.458 60.458 3.57E-04 35.34 121430

50171 VLVVDDDPTCLVVLK Unmodified _VLVVDDDPTCLVVLK_ Q948L2_MAIZE 2 842.96313 1683.9117 1.0673 0.063884 1.1542 97.28 97.28 2.37E-16 42.45 256560

50172 VLVVDFPVVVAKPPPPA Unmodified _VLVVDFPVVVAKPPPPA_ B6UFF4_MAIZE 2 872.52402 1743.0335 1.1322 0.19708 1.3457 109.55 109.55 2.72E-05 52.61 26345

50173 VLVVDGGGSMR Oxidation (M) _VLVVDGGGSM(ox)R_ B6TN41_MAIZE 2 553.28715 1104.5597 -0.036086 0.11639 0.10261 46.462 46.462 5.66E-08 59.1 1734000

50174 VLVVTNTTVAPLYLDK Unmodified _VLVVTNTTVAPLYLDK_ B6TGN6_MAIZE 2 873.50602 1744.9975 1.1054 0.25126 1.3617 89.537 89.537 5.87E-44 98.13 1462700
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50175 VLVVTNTTVAPLYLEK Unmodified _VLVVTNTTVAPLYLEK_ B4FS26_MAIZE 2 880.51385 1759.0131 1.1084 0.23972 1.3474 89.464 89.464 1.42E-33 107.4 1826400

50176 VLWDSEVVEAYGGANGGPLAGVK Unmodified _VLWDSEVVEAYGGANGGPLAGVK_ B6TLA2_MAIZE 2 1144.5815 2287.1485 1.2429 -0.26067 0.9851 105.07 105.07 1.55E-58 98.62 309580

50177 VLWGDPR Unmodified _VLWGDPR_ B6TC12_MAIZE 2 421.7296 841.44464 0.038847 0.3226 0.36466 61.009 61.009 7.83E-01 14.81 56479

50178 VLWGDPR Unmodified _VLWGDPR_ B6TC12_MAIZE 2 421.7296 841.44464 -0.071765 0.025427 -0.042942 63.011 63.011 4.49E-02 34.33 4774000

50179 VLWGWVGETDSER Unmodified _VLWGWVGETDSER_ B6T0A9_MAIZE 2 767.37025 1532.726 0.80658 -0.34225 0.47132 93.736 93.736 2.50E-15 60.72 339370

50180 VLWGWVGETDSER Unmodified _VLWGWVGETDSER_ B6T0A9_MAIZE 2 767.37025 1532.726 0.92032 0.24267 1.1693 93.978 93.978 1.00E-11 47.5 332810

50181 VLWGWVGETDSER Unmodified _VLWGWVGETDSER_ B6T0A9_MAIZE 2 767.37025 1532.726 0.8974 -0.009199 0.89385 93.778 93.778 1.00E-11 62.78 517830

50182 VLWGWVGETDSER Unmodified _VLWGWVGETDSER_ B6T0A9_MAIZE 2 767.37025 1532.726 0.86377 0.065071 0.93535 93.484 93.484 4.93E-21 80.73 1564100

50183 VLWGWVGETDSER Unmodified _VLWGWVGETDSER_ B6T0A9_MAIZE 2 767.37025 1532.726 0.86394 -0.014242 0.85566 93.946 93.946 4.93E-21 67.43 2113600

50184 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.27118 -0.12465 0.15647 49.605 49.605 8.47E-02 14.9 4945000

50185 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.23004 0.00295 0.24256 50.164 50.164 1.95E-05 29.94 700310

50186 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 4 454.47236 1813.8603 -0.028015 -0.27382 -0.29247 52.12 52.12 8.03E-01 7.49 3304800

50187 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.27518 0.081773 0.36555 52.122 52.122 2.65E-02 25.2 1206300

50188 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 4 454.47236 1813.8603 -0.010764 -0.50222 -0.50254 51.442 51.442 8.03E-01 7.72 2744400

50189 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.3182 -0.20286 0.12515 51.449 51.449 1.07E-03 28.28 862390

50190 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 4 454.47236 1813.8603 -0.033656 0.1307 0.10624 52.147 52.147 1.00E+00 14.51 1939500

50191 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.29443 -0.39487 -0.091171 51.775 51.775 2.65E-02 20.24 1673000

50192 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 4 454.47236 1813.8603 -0.11531 -0.32667 -0.43245 52.435 52.435 2.65E-02 23.11 24203000

50193 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 3 605.62739 1813.8603 0.205 -0.42756 -0.21241 52.428 52.428 2.65E-02 19.26 10792000

50194 VLYCGICHTDIHQAK Unmodified _VLYCGICHTDIHQAK_ B6U7D8_MAIZE 4 454.47236 1813.8603 -0.19351 -0.005388 -0.18953 54.116 54.116 2.34E-01 8.46 228730

50195 VLYCGVCGLPAEYCEFGPDFQR Unmodified _VLYCGVCGLPAEYCEFGPDFQR_ B4FB35_MAIZE 3 879.72387 2636.1498 1.0925 -0.2719 0.83542 103.95 103.95 1.59E-04 14.61 175400

50196 VLYGNHDDAVR Unmodified _VLYGNHDDAVR_ B0ZBJ2_MAIZE 3 420.21068 1257.6102 0.13328 0.033295 0.16477 41.282 41.282 6.15E-03 24.44 1610100

50197 VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR Unmodified _VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR_ B6T4G7_MAIZE 4 854.94258 3415.7412 1.0836 -0.13473 0.95938 113.07 113.07 4.19E-03 17.81 1058200

50198 VLYPTLTDYDIR Unmodified _VLYPTLTDYDIR_ A3R4A6_MAIZE 2 734.88775 1467.7609 0.80971 -0.10549 0.70064 88.592 88.592 6.74E-02 18.55 146400

50199 VLYPTLTDYDIR Unmodified _VLYPTLTDYDIR_ A3R4A6_MAIZE 2 734.88775 1467.7609 0.74887 0.36466 1.1099 88.49 88.49 2.05E-12 58.8 2428900

50200 VLYQLDQECLDVYK Unmodified _VLYQLDQECLDVYK_ B6U4I4_MAIZE 2 893.44002 1784.8655 1.171 0.045697 1.2142 86.821 86.821 7.68E-22 72.68 374530

50201 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.59008 -0.11374 0.47469 84.608 84.608 5.28E-02 13.49 1522500

50202 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.57182 0.44314 1.0138 85.547 85.547 6.76E-01 5.19 267390

50203 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.57793 0.23302 0.80951 85.466 85.466 1.00E+00 1.62 545640

50204 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.55763 -0.028718 0.52837 85.498 85.498 2.75E-01 25.84 653370

50205 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.57121 0.23508 0.80443 85.532 85.532 2.75E-01 7.04 1548500

50206 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.49628 0.44955 0.94405 85.182 85.182 2.02E-06 32.23 3775000

50207 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.37241 0.19945 0.57018 86.072 86.072 1.92E-13 49.83 26593000

50208 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 2 1006.0254 2010.0363 1.0825 0.085026 1.1664 86.058 86.058 8.28E-39 58.5 2568200
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50209 VLYSSVVYPHNYGFIPR Unmodified _VLYSSVVYPHNYGFIPR_ B4FJX6_MAIZE 3 671.01939 2010.0363 0.5135 0.28 0.79232 88.259 88.259 2.01E-02 29.45 546020

50210 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 3 666.3475 1996.0207 0.56228 -0.29663 0.26913 81.012 81.012 1.19E-02 28.56 627100

50211 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 3 666.3475 1996.0207 0.58156 -0.10424 0.4809 81.862 81.862 2.75E-01 33.69 438390

50212 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 3 666.3475 1996.0207 0.54817 -0.097493 0.45488 82 82 6.76E-01 4.91 567510

50213 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 3 666.3475 1996.0207 0.50431 -0.082973 0.42494 81.647 81.647 5.28E-02 31.66 1132400

50214 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 3 666.3475 1996.0207 0.36971 0.14434 0.51738 81.96 81.96 1.27E-10 46.67 19583000

50215 VLYSSVVYPHNYGFVPR Unmodified _VLYSSVVYPHNYGFVPR_ B4FXF9_MAIZE 2 999.01762 1996.0207 1.1113 -0.041529 1.0742 81.954 81.954 1.43E-21 72.92 2045500

50216 VMAQTGEIR Oxidation (M) _VM(ox)AQTGEIR_ B4FQS9_MAIZE 2 510.76077 1019.507 0.038424 -0.52425 -0.49311 33.358 33.358 3.32E-02 31.38 26855

50217 VMAQTGEIR Oxidation (M) _VM(ox)AQTGEIR_ B4FQS9_MAIZE 2 510.76077 1019.507 0.075121 -0.20922 -0.14202 32.473 32.473 5.10E-01 20.11 21445

50218 VMAQTGEIR Oxidation (M) _VM(ox)AQTGEIR_ B4FQS9_MAIZE 2 510.76077 1019.507 0.033914 -0.23363 -0.20687 31.459 31.459 3.32E-02 41.02 37653

50219 VMAQTGEIR Unmodified _VMAQTGEIR_ B4FQS9_MAIZE 2 502.76331 1003.5121 -0.079938 -0.099976 -0.19162 40.596 40.596 9.73E-03 48.58 512540

50220 VMAVNAR Unmodified _VMAVNAR_ B6U8U1_MAIZE 2 380.71035 759.40614 0.74255 -0.48054 0.24168 30.506 30.506 4.46E-01 15.07 34431

50221 VMAVNAR Unmodified _VMAVNAR_ B6U8U1_MAIZE 2 380.71035 759.40614 0.75272 -0.65915 0.073425 30.012 30.012 1.86E-01 22.98 313620

50222 VMAVNAR Oxidation (M) _VM(ox)AVNAR_ B6U8U1_MAIZE 2 388.70781 775.40106 0.65886 0.37979 1.0222 19.847 19.847 1.86E-01 28.18 58556

50223 VMAVNAR Oxidation (M) _VM(ox)AVNAR_ B6U8U1_MAIZE 2 388.70781 775.40106 0.66042 0.33852 0.98207 20.616 20.616 5.90E-01 22.01 79933

50224 VMCIQSLR Unmodified _VMCIQSLR_ B6TKU6_MAIZE 2 503.76225 1005.51 -0.12596 0.74393 0.61363 61.778 61.778 5.06E-02 12.73 174040

50225 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.90895 -0.042923 0.87678 109.44 109.44 2.50E-15 62.95 1710200

50226 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.88712 -0.13449 0.76339 110.08 110.08 1.00E-11 53.34 962240

50227 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.89711 0.13512 1.0429 110.12 110.12 1.88E-16 53.08 1137500

50228 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.87336 0.262 1.1457 110.12 110.12 1.00E-11 38.41 1189000

50229 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.9111 0.24246 1.1645 109.7 109.7 1.00E-11 38 618380

50230 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.96656 0.23868 1.216 110.24 110.24 4.09E-05 43.08 425730

50231 VMDDVLPFFQSLK Oxidation (M) _VM(ox)DDVLPFFQSLK_ B4FX25_MAIZE 2 777.89726 1553.78 0.87331 0.22123 1.1054 109.74 109.74 1.88E-16 47.98 7392300

50232 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.87245 0.3289 1.2088 118.36 118.36 1.00E-11 49.87 2910900

50233 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.85233 0.32648 1.186 118.8 118.8 1.47E-03 35.86 280320

50234 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.89512 0.32396 1.2265 118.9 118.9 4.68E-05 30.96 321530

50235 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.87253 -0.094665 0.78573 118.91 118.91 1.00E-11 42.42 227140

50236 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.9402 0.18123 1.1294 118.55 118.55 6.20E-03 35.62 172600

50237 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.9583 -0.039942 0.9266 119.26 119.26 1.47E-03 36.15 231420

50238 VMDDVLPFFQSLK Unmodified _VMDDVLPFFQSLK_ B4FX25_MAIZE 2 769.8998 1537.7851 0.85045 -0.029035 0.8301 118.65 118.65 2.50E-15 62.23 3484700

50239 VMDENVVIR Unmodified _VMDENVVIR_ B6SXV4_MAIZE 2 537.78424 1073.5539 -0.0013894 0.20907 0.20133 56.107 56.107 3.13E-03 59.46 2525500

50240 VMDENVVIR Oxidation (M) _VM(ox)DENVVIR_ B6SXV4_MAIZE 2 545.7817 1089.5488 -0.046388 -0.68252 -0.72885 46.145 46.145 9.73E-03 51.96 250430

50241 VMDENVVIR Oxidation (M) _VM(ox)DENVVIR_ B6SXV4_MAIZE 2 545.7817 1089.5488 0.049766 -0.061627 -0.014609 48.773 48.773 9.73E-03 22.39 245490

50242 VMDENVVIR Oxidation (M) _VM(ox)DENVVIR_ B6SXV4_MAIZE 2 545.7817 1089.5488 0.10113 0.21106 0.30891 48.026 48.026 3.38E-03 54.07 305680
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50243 VMDGLFTLAHK Unmodified _VMDGLFTLAHK_ B4FW57_MAIZE 3 411.22164 1230.6431 0.30747 -0.11243 0.1958 78.472 78.472 1.00E+00 3.25 847090

50244 VMDGLFTLAHK Unmodified _VMDGLFTLAHK_ B4FW57_MAIZE 3 411.22164 1230.6431 0.29296 -0.33676 -0.042348 79.649 79.649 1.00E+00 0.52 293980

50245 VMDGLFTLAHK Oxidation (M) _VM(ox)DGLFTLAHK_ B4FW57_MAIZE 3 416.55327 1246.638 0.07194 -0.34262 -0.26537 66.18 66.18 7.30E-03 27.85 282470

50246 VMDGLFTLAHK Oxidation (M) _VM(ox)DGLFTLAHK_ B4FW57_MAIZE 3 416.55327 1246.638 0.24046 0.10294 0.34758 67.05 67.05 3.99E-05 47.18 512090

50247 VMDGLFTLAHK Oxidation (M) _VM(ox)DGLFTLAHK_ B4FW57_MAIZE 3 416.55327 1246.638 0.20154 -0.062375 0.14336 66.44 66.44 3.99E-05 36.25 1290100

50248 VMDGLFTLAHK Oxidation (M) _VM(ox)DGLFTLAHK_ B4FW57_MAIZE 2 624.32627 1246.638 -0.27434 66.454 66.454 1.28E-05 59.68

50249 VMDLVNSTGDESLLFQALGLNDELQR Oxidation (M) _VM(ox)DLVNSTGDESLLFQALGLNDELQR_ B6SY37_MAIZE 3 965.14644 2892.4175 1.2099 -0.011874 1.1955 124.94 124.94 6.55E-05 25.59 187960

50250 VMDLVNSTGDESLLFQALGLNDELQR Oxidation (M) _VM(ox)DLVNSTGDESLLFQALGLNDELQR_ B6SY37_MAIZE 3 965.14644 2892.4175 1.23 0.059691 1.2874 124.62 124.62 5.43E-21 88.62 893110

50251 VMDNCLK Unmodified _VMDNCLK_ B4FBC2_MAIZE 2 440.20678 878.399 0.099228 -0.68192 -0.58447 35.549 35.549 7.83E-01 14.14 441830

50252 VMDNCLK Unmodified _VMDNCLK_ B4FBC2_MAIZE 2 440.20678 878.399 0.064259 0.12045 0.18212 37.234 37.234 1.00E+00 15.85 187840

50253 VMDNCLK Unmodified _VMDNCLK_ B4FBC2_MAIZE 2 440.20678 878.399 0.11979 0.064965 0.18099 36.393 36.393 4.46E-01 16.13 139380

50254 VMDNCLK Unmodified _VMDNCLK_ B4FBC2_MAIZE 2 440.20678 878.399 0.1425 0.57672 0.71409 37.104 37.104 1.00E+00 0.34 213580

50255 VMDNCLK Unmodified _VMDNCLK_ B4FBC2_MAIZE 2 440.20678 878.399 0.0089223 -0.0242 -0.019175 37.947 37.947 1.00E+00 14.87 229570

50256 VMGMSLLK 2 Oxidation (M) _VM(ox)GM(ox)SLLK_ B6SGV9_MAIZE 2 455.74046 909.46636 0.012855 -0.19276 -0.18686 41.647 41.647 3.66E-01 12.32 507370

50257 VMGMSLLK 2 Oxidation (M) _VM(ox)GM(ox)SLLK_ B6SGV9_MAIZE 2 455.74046 909.46636 -0.0021643 -0.29392 -0.30348 42.743 42.743 7.62E-02 17.78 589920

50258 VMGMSLLK Unmodified _VMGMSLLK_ B6SGV9_MAIZE 2 439.74554 877.47653 0.052639 -0.17369 -0.13707 72.107 72.107 5.06E-02 22.72 1051600

50259 VMHTVALR Unmodified _VMHTVALR_ B4FYH2_MAIZE 3 309.51286 925.51676 1.4201 0.063274 1.4807 37.788 37.788 1.00E+00 21.79 822870

50260 VMHTVALR Unmodified _VMHTVALR_ B4FYH2_MAIZE 3 309.51286 925.51676 1.2769 -0.21827 1.0556 37.479 37.479 4.46E-01 19.2 129190

50261 VMHTVALR Unmodified _VMHTVALR_ B4FYH2_MAIZE 3 309.51286 925.51676 1.646 -0.55099 1.0925 39.983 39.983 4.46E-01 24.81 192450

50262 VMHTVALR Unmodified _VMHTVALR_ B4FYH2_MAIZE 3 309.51286 925.51676 1.5493 -0.01256 1.5321 39.491 39.491 8.95E-01 9.78 361500

50263 VMHTVALR Oxidation (M) _VM(ox)HTVALR_ B4FYH2_MAIZE 3 314.8445 941.51167 -1.5942 30.795 30.795 6.18E-01 16.66

50264 VMHTVALR Oxidation (M) _VM(ox)HTVALR_ B4FYH2_MAIZE 3 314.8445 941.51167 0.95485 43.05 43.05 4.95E-01 9.22

50265 VMHTVALR Oxidation (M) _VM(ox)HTVALR_ B4FYH2_MAIZE 3 314.8445 941.51167 0.63621 31.872 31.872 4.71E-01 26.25

50266 VMHTVALR Oxidation (M) _VM(ox)HTVALR_ B4FYH2_MAIZE 3 314.8445 941.51167 1.5268 0.84084 2.3651 31.628 31.628 4.46E-01 20.29 69764

50267 VMIHQPSGGAQGQATDIAIQAK Oxidation (M) _VM(ox)IHQPSGGAQGQATDIAIQAK_ B6TRZ5_MAIZE 3 746.38295 2236.127 0.78722 -0.30548 0.48179 57.582 57.582 1.15E-21 55.32 1204500

50268 VMIPDPELVK Oxidation (M) _VM(ox)IPDPELVK_ Q8LGM8_MAIZE 2 578.81775 1155.6209 0.1319 0.74251 0.86842 73.816 73.816 1.45E-01 23.6 29358

50269 VMIPLGK Oxidation (M) _VM(ox)IPLGK_ B6U8P6_MAIZE 2 387.23312 772.4517 0.47584 -0.61041 -0.14015 55.024 55.024 5.90E-01 20.96 1765600

50270 VMPAVIVR Unmodified _VMPAVIVR_ B4FGL4_MAIZE 2 442.77295 883.53134 0.052357 0.41784 0.46526 56.853 56.853 1.00E+00 3.25 2505500

50271 VMPAVIVR Unmodified _VMPAVIVR_ B4FGL4_MAIZE 2 442.77295 883.53134 -0.041084 0.27525 0.23013 59.379 59.379 1.00E+00 1.52 3861400

50272 VMPAVIVR Unmodified _VMPAVIVR_ B4FGL4_MAIZE 2 442.77295 883.53134 -0.17262 -0.13263 -0.30623 60.591 60.591 1.90E-02 43.44 9615000

50273 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 -0.16763 0.22926 0.06265 46.389 46.389 7.88E-01 11.5 175330

50274 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 -0.015186 0.08741 0.073264 47.98 47.98 1.00E+00 0.95 496960

50275 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 0.043044 0.11816 0.16171 47.502 47.502 1.00E+00 10.64 781070

50276 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 -0.066882 0.14295 0.076835 48.52 48.52 1.90E-02 25.26 2903200
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50277 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 -0.046192 0.21724 0.17045 45.935 45.935 5.06E-02 23.11 2997700

50278 VMPAVIVR Oxidation (M) _VM(ox)PAVIVR_ B4FGL4_MAIZE 2 450.77041 899.52626 -0.22978 -0.68616 -0.91395 49.382 49.382 2.15E-02 42.38 19594000

50279 VMPGLWK Oxidation (M) _VM(ox)PGLWK_ B4FET5_MAIZE 2 423.73075 845.44695 -0.071833 0.35613 0.28326 55.428 55.428 3.29E-01 23.41 629720

50280 VMPQGFGATIR Unmodified _VMPQGFGATIR_ B4FTS6_MAIZE 2 588.81333 1175.6121 0.24353 0.18954 0.44029 64.406 64.406 1.00E+00 7.73 1746800

50281 VMPQGFGATIR Unmodified _VMPQGFGATIR_ B4FTS6_MAIZE 2 588.81333 1175.6121 0.12773 0.4089 0.54328 66.128 66.128 1.47E-01 20.54 1855300

50282 VMPQGFGATIR Unmodified _VMPQGFGATIR_ B4FTS6_MAIZE 2 588.81333 1175.6121 0.082682 -2.5341 -2.4394 65.017 65.017 4.43E-05 51.34 8019600

50283 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.2146 0.11899 0.34387 57.014 57.014 1.00E+00 6.78 38858

50284 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.24527 0.52537 0.77871 57.583 57.583 2.94E-01 12.38 732230

50285 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.26118 0.33716 0.60672 57.585 57.585 4.96E-02 18.14 836230

50286 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.16061 0.47843 0.6479 58.057 58.057 1.22E-01 15.57 3139200

50287 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.079225 0.16356 0.25109 56.199 56.199 3.83E-01 12.3 20443000

50288 VMPQGFGATIR Oxidation (M) _VM(ox)PQGFGATIR_ B4FTS6_MAIZE 2 596.81079 1191.607 0.16575 -0.21222 -0.037195 59.075 59.075 1.30E-03 34.98 218310

50289 VMQIAR Oxidation (M) _VM(ox)QIAR_ B4FZU9_MAIZE 2 367.2049 732.39524 0.8573 -0.37977 0.46242 24.017 24.017 1.00E+00 21.91 39731

50290 VMQIAR Oxidation (M) _VM(ox)QIAR_ B4FZU9_MAIZE 2 367.2049 732.39524 0.91659 -0.12035 0.78083 24.92 24.92 9.46E-01 22.02 34049

50291 VMQIAR Oxidation (M) _VM(ox)QIAR_ B4FZU9_MAIZE 2 367.2049 732.39524 0.8244 0.04777 0.85586 23.657 23.657 4.12E-01 25.49 329040

50292 VMQIAR Unmodified _VMQIAR_ B4FZU9_MAIZE 2 359.20744 716.40033 0.99149 -0.94141 0.029095 37.286 37.286 9.46E-01 10.47 229270

50293 VMQNNAAVFR Unmodified _VMQNNAAVFR_ B6U124_MAIZE 2 575.29531 1148.5761 0.1276 0.41436 0.52994 48.52 48.52 2.81E-03 51.49 1823300

50294 VMQNNAAVFR Unmodified _VMQNNAAVFR_ B6U124_MAIZE 2 575.29531 1148.5761 0.099562 -0.29439 -0.2056 50.98 50.98 1.84E-04 53.97 1528800

50295 VMQNNAAVFR Oxidation (M) _VM(ox)QNNAAVFR_ B6U124_MAIZE 2 583.29276 1164.571 0.14123 0.19036 0.32314 40.711 40.711 2.81E-03 55.35 536350

50296 VMQNNAAVFR Oxidation (M) _VM(ox)QNNAAVFR_ B6U124_MAIZE 2 583.29276 1164.571 0.18587 -0.1147 0.064572 43.38 43.38 2.81E-03 36.6 852880

50297 VMQNNAAVFR Oxidation (M) _VM(ox)QNNAAVFR_ B6U124_MAIZE 2 583.29276 1164.571 0.14111 -0.036149 0.097182 43.417 43.417 2.81E-03 39.94 3425300

50298 VMQTWLPASTALLEMMIFHLPSPAK 2 Oxidation (M) _VMQTWLPASTALLEM(ox)M(ox)IFHLPSPAK_ B6U0S1_MAIZE 3 948.82141 2843.4424 1.164 -0.41819 0.739 122.83 122.83 9.57E-01 11.07 1231500

50299 VMQTWLPASTALLEMMIFHLPSPAK 2 Oxidation (M) _VM(ox)QTWLPASTALLEM(ox)MIFHLPSPAK_ B6U0S1_MAIZE 3 948.82141 2843.4424 1.1295 -0.060528 1.0625 126.29 126.29 1.88E-03 21.71 4792800

50300 VMQTWLPASTALLEMMIFHLPSPAK 3 Oxidation (M) _VM(ox)QTWLPASTALLEM(ox)M(ox)IFHLPSPAK_ B6U0S1_MAIZE 3 954.15305 2859.4373 1.2317 0.20893 1.4346 126.31 126.31 5.30E-02 4.68 999820

50301 VMQTWLPASTALLEMMIFHLPSPAK 3 Oxidation (M) _VM(ox)QTWLPASTALLEM(ox)M(ox)IFHLPSPAK_ B6U0S1_MAIZE 3 954.15305 2859.4373 1.1448 -0.37971 0.75984 121.77 121.77 1.78E-06 20.38 1953500

50302 VMQTWLPASTALLEMMIFHLPSPAK 3 Oxidation (M) _VM(ox)QTWLPASTALLEM(ox)M(ox)IFHLPSPAK_ B6U0S1_MAIZE 3 954.15305 2859.4373 1.141 -0.14056 0.99494 122.23 122.23 9.12E-03 9.59 1405900

50303 VMQTWLPASTALLEMMIFHLPSPAK Unmodified _VMQTWLPASTALLEMMIFHLPSPAK_ B6U0S1_MAIZE 3 938.15813 2811.4526 1.2449 -0.4187 0.81703 128.8 128.8 7.59E-08 27.38 1482900

50304 VMSLTDGLSKMSKSAPSDQSR Unmodified _VMSLTDGLSKMSKSAPSDQSR_ B4FMT8_MAIZE 3 742.3682 2224.0828 0.83126 -0.58733 0.23597 90.289 90.289 9.62E-03 10.66 943860

50305 VMSNQEAVDEIK Oxidation (M) _VM(ox)SNQEAVDEIK_ B4F7V3_MAIZE 2 689.82957 1377.6446 0.61146 -0.20952 0.38873 47.773 47.773 2.62E-07 67.35 1132800

50306 VMSNQEAVDEIKDCK Oxidation (M) _VM(ox)SNQEAVDEIKDCK_ B4F7V3_MAIZE 3 594.60632 1780.7971 0.15663 -0.61288 -0.46195 50.89 50.89 5.05E-03 38.43 2110200

50307 VMSNQEAVDEIKDCK Unmodified _VMSNQEAVDEIKDCK_ B4F7V3_MAIZE 3 589.27469 1764.8022 0.16489 -0.089991 0.066818 57.604 57.604 1.00E+00 1.95 1585600

50308 VMSPFLTQR Unmodified _VMSPFLTQR_ B4FBC9_MAIZE 2 539.78933 1077.5641 0.038283 -1.0862 -1.0459 66.585 66.585 1.01E-02 27.39 1945900

50309 VMSPFLTQR Unmodified _VMSPFLTQR_ B4FBC9_MAIZE 2 539.78933 1077.5641 -0.30068 67.445 67.445 9.17E-02 16.44

50310 VMSPFLTQR Unmodified _VMSPFLTQR_ B4FBC9_MAIZE 2 539.78933 1077.5641 0.033992 -0.34032 -0.30425 68.344 68.344 3.39E-01 13.31 681940
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50311 VMSPFLTQR Unmodified _VMSPFLTQR_ B4FBC9_MAIZE 2 539.78933 1077.5641 0.042811 -0.14133 -0.097981 67.753 67.753 9.73E-03 36.2 1385900

50312 VMSPFLTQR Oxidation (M) _VM(ox)SPFLTQR_ B4FBC9_MAIZE 2 547.78678 1093.559 -0.031357 0.28591 0.25881 59.536 59.536 5.10E-01 26.57 54676

50313 VMSPFLTQR Oxidation (M) _VM(ox)SPFLTQR_ B4FBC9_MAIZE 2 547.78678 1093.559 -0.020368 0.44887 0.43305 58.466 58.466 9.18E-02 32.51 497070

50314 VMSPFLTQR Oxidation (M) _VM(ox)SPFLTQR_ B4FBC9_MAIZE 2 547.78678 1093.559 0.084381 0.26797 0.35689 60.107 60.107 3.05E-02 32.49 660310

50315 VMSPFLTQR Oxidation (M) _VM(ox)SPFLTQR_ B4FBC9_MAIZE 2 547.78678 1093.559 0.049499 0.20883 0.26236 59.388 59.388 2.13E-03 50.11 1759900

50316 VMSPFLTQR Oxidation (M) _VM(ox)SPFLTQR_ B4FBC9_MAIZE 2 547.78678 1093.559 -0.021599 0.38026 0.36265 61.425 61.425 5.10E-01 30.45 187600

50317 VMTNLGVAR Oxidation (M) _VM(ox)TNLGVAR_ B6T4W5_MAIZE 2 488.76585 975.51715 -0.15566 -0.19864 -0.35458 44.289 44.289 1.12E-01 16.77 359370

50318 VMTNLGVAR Unmodified _VMTNLGVAR_ B6T4W5_MAIZE 2 480.76839 959.52224 -0.089131 -0.53586 -0.62793 51.598 51.598 9.73E-03 59.21 666290

50319 VMVANHPDAGGSHYLASK Oxidation (M) _VM(ox)VANHPDAGGSHYLASK_ B4FMD9_MAIZE 3 623.96859 1868.8839 0.29525 -0.034759 0.25792 44.705 44.705 9.13E-03 29.44 81712

50320 VMVANHPDAGGSHYLASK Oxidation (M) _VM(ox)VANHPDAGGSHYLASK_ B4FMD9_MAIZE 4 468.22826 1868.8839 -0.23691 -0.29374 -0.53306 44.71 44.71 5.31E-03 44.68 473700

50321 VMVEDDTLVIR Oxidation (M) _VM(ox)VEDDTLVIR_ Q41815_MAIZE 2 653.33958 1304.6646 0.42455 0.49622 0.92647 69.147 69.147 3.57E-04 31.7 787890

50322 VMVGFSGPFGFHR Oxidation (M) _VM(ox)VGFSGPFGFHR_ MCM31_MAIZE 3 485.23969 1452.6972 0.032359 0.031393 0.090707 81.096 81.096 9.59E-12 53.23 182790

50323 VMVGLPTTGGVTPAPAAEAELK Oxidation (M) _VM(ox)VGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1063.0641 2124.1137 1.2023 -0.39021 0.81472 81.076 81.076 4.59E-36 79.08 1046700

50324 VMVGLPTTGGVTPAPAAEAELK Oxidation (M) _VM(ox)VGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1063.0641 2124.1137 1.1871 -0.47695 0.71326 81.554 81.554 3.03E-22 72.08 365750

50325 VMVGLPTTGGVTPAPAAEAELK Oxidation (M) _VM(ox)VGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1063.0641 2124.1137 1.2056 -0.77487 0.43399 81.858 81.858 8.22E-26 73.18 271390

50326 VMVGLPTTGGVTPAPAAEAELK Oxidation (M) _VM(ox)VGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1063.0641 2124.1137 1.2091 -0.74609 0.46665 81.548 81.548 1.43E-30 81.51 244390

50327 VMVGLPTTGGVTPAPAAEAELK Oxidation (M) _VM(ox)VGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1063.0641 2124.1137 1.1967 -0.62493 0.57551 81.574 81.574 2.21E-30 80.38 515860

50328 VMVGLPTTGGVTPAPAAEAELK Unmodified _VMVGLPTTGGVTPAPAAEAELK_ B4FTJ6_MAIZE 2 1055.0666 2108.1187 1.1518 -0.19467 0.95796 85.493 85.493 8.70E-13 89.48 2712900

50329 VMVTGLPSSASWQDLK Oxidation (M) _VM(ox)VTGLPSSASWQDLK_ Q64HB8_MAIZE 2 867.94019 1733.8658 1.0736 -0.29848 0.77903 85.058 85.058 4.21E-20 78.8 1007300

50330 VNAELFTLTYGAIVR Unmodified _VNAELFTLTYGAIVR_ B4FFB0_MAIZE 2 833.96178 1665.909 1.0217 0.24586 1.2614 113.05 113.05 2.37E-16 74.41 114030

50331 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 0.1151 -0.002587 0.093575 81.962 81.962 8.21E-03 35.57 2057900

50332 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 0.11381 -0.023625 0.072038 83.01 83.01 2.89E-01 15.37 818420

50333 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 0.12298 0.087648 0.19138 82.813 82.813 7.98E-01 10.92 901420

50334 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 0.10841 -0.00616 0.084692 82.601 82.601 1.00E+00 1.42 658950

50335 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 0.0073556 0.10339 0.092127 82.521 82.521 1.87E-02 22.04 4805300

50336 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 3 562.67355 1684.9988 -0.061081 0.04641 -0.032591 83.022 83.022 1.90E-03 55.95 20665000

50337 VNAISPHAIATPLLLR Unmodified _VNAISPHAIATPLLLR_ B6U8U1_MAIZE 2 843.50669 1684.9988 1.0028 -0.17614 0.8085 83.026 83.026 4.21E-20 69.33 1250200

50338 VNALENVVKPR Unmodified _VNALENVVKPR_ B4FVD6_MAIZE 3 413.5787 1237.7143 0.28494 0.11462 0.38237 52.933 52.933 5.15E-02 31 2023100

50339 VNALENVVKPR Unmodified _VNALENVVKPR_ B4FVD6_MAIZE 2 619.86441 1237.7143 0.36705 0.058067 0.40761 52.932 52.932 4.43E-05 60.19 1000900

50340 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.2023 -0.11335 1.0731 90.176 90.176 1.32E-42 83.73 864890

50341 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.2118 -0.11792 1.0785 90.582 90.582 3.12E-37 71.92 632860

50342 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 3 745.6877 2234.0413 0.80592 -0.30951 0.48078 90.515 90.515 3.70E-04 40.64 297600

50343 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.1604 0.028345 1.1727 90.822 90.822 1.32E-42 93.48 820910

50344 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 3 745.6877 2234.0413 0.80207 -0.65069 0.13582 90.793 90.793 2.57E-09 44.45 263560
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50345 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.1699 -0.47331 0.68175 90.531 90.531 1.32E-42 76.73 882820

50346 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.206 0.14079 1.3307 90.819 90.819 2.77E-53 110.39 1157400

50347 VNAMIEDQEPFEGEALLDAK Oxidation (M) _VNAM(ox)IEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1118.0279 2234.0413 1.1593 0.8336 1.9766 91.638 91.638 4.84E-09 75.9 152340

50348 VNAMIEDQEPFEGEALLDAK Unmodified _VNAMIEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1110.0305 2218.0464 1.1868 -0.18789 0.98155 96.142 96.142 1.32E-42 87.96 2115600

50349 VNAMIEDQEPFEGEALLDAK Unmodified _VNAMIEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1110.0305 2218.0464 1.2062 -0.081348 1.107 96.595 96.595 6.57E-12 68.79 236630

50350 VNAMIEDQEPFEGEALLDAK Unmodified _VNAMIEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1110.0305 2218.0464 1.1776 0.010623 1.1705 96.712 96.712 4.56E-22 95.35 262190

50351 VNAMIEDQEPFEGEALLDAK Unmodified _VNAMIEDQEPFEGEALLDAK_ B6T7G7_MAIZE 2 1110.0305 2218.0464 1.2321 0.027161 1.2416 96.793 96.793 3.46E-29 90.26 674010

50352 VNAQLISNVCTDALSAEK Unmodified _VNAQLISNVCTDALSAEK_ B6SGB6_MAIZE 2 966.98839 1931.9622 1.1891 -0.083441 1.0965 82.798 82.798 1.18E-19 64.68 1119100

50353 VNAQLISNVCTDALSAEK Unmodified _VNAQLISNVCTDALSAEK_ B6SGB6_MAIZE 2 966.98839 1931.9622 1.1371 -0.17339 0.95435 83.341 83.341 1.56E-52 113.54 490920

50354 VNAQLISNVCTDALSAEK Unmodified _VNAQLISNVCTDALSAEK_ B6SGB6_MAIZE 2 966.98839 1931.9622 1.1426 -0.10096 1.0326 83.727 83.727 5.25E-26 76.77 596460

50355 VNAQLISNVCTDALSAEK Unmodified _VNAQLISNVCTDALSAEK_ B6SGB6_MAIZE 2 966.98839 1931.9622 1.2471 -0.31395 0.92426 83.15 83.15 5.25E-26 80.53 527650

50356 VNCIAPGFVPTR Unmodified _VNCIAPGFVPTR_ B6TC19_MAIZE 2 665.85044 1329.6863 0.47121 -0.10784 0.37853 68.021 68.021 1.98E-03 38.12 759440

50357 VNCPFYFK Unmodified _VNCPFYFK_ B4FAF4_MAIZE 2 537.75749 1073.5004 -0.053653 0.40316 0.357 70.027 70.027 5.06E-02 33.81 1466000

50358 VNCVAPGVIMTDMGK Unmodified _VNCVAPGVIMTDMGK_ B4FFM6_MAIZE 2 796.38568 1590.7568 0.98879 -0.40388 0.59851 77.577 77.577 1.26E-03 18.52 1060700

50359 VNCVAPGVIMTDMGK Unmodified _VNCVAPGVIMTDMGK_ B4FFM6_MAIZE 2 796.38568 1590.7568 0.92853 -1.6979 -0.75489 78.195 78.195 2.05E-04 37.97 548920

50360 VNCVAPGVIMTDMGK 2 Oxidation (M) _VNCVAPGVIM(ox)TDM(ox)GK_ B4FFM6_MAIZE 2 812.38059 1622.7466 0.89492 -0.44726 0.46469 55.506 55.506 3.92E-24 68.32 2553600

50361 VNCVAPGVIMTDMGK Oxidation (M) _VNCVAPGVIMTDM(ox)GK_ B4FFM6_MAIZE 2 804.38313 1606.7517 0.94801 -0.59738 0.36627 64.493 64.493 8.63E-17 65.64 615820

50362 VNCVAPGVIMTDMGK Oxidation (M) _VNCVAPGVIM(ox)TDMGK_ B4FFM6_MAIZE 2 804.38313 1606.7517 0.96831 -0.59364 0.39089 65.734 65.734 4.45E-09 38.06 307430

50363 VNCVHPGYIK Unmodified _VNCVHPGYIK_ B6T3T7_MAIZE 3 396.2061 1185.5965 0.40409 -0.23905 0.17136 40.8 40.8 1.26E-02 31.09 3756600

50364 VNCVHPGYIK Unmodified _VNCVHPGYIK_ B6T3T7_MAIZE 2 593.80551 1185.5965 0.19172 0.083992 0.28054 40.786 40.786 1.25E-02 23.9 623830

50365 VNCVSPYAVPTALSMPHLPQGAR Unmodified _VNCVSPYAVPTALSMPHLPQGAR_ B6TKU7_MAIZE 3 822.41911 2464.2355 1.0087 -0.55547 0.45486 89.849 89.849 1.28E-07 44.82 631800

50366 VNDPTVPLADR Unmodified _VNDPTVPLADR_ B4G0F3_MAIZE 2 598.81713 1195.6197 0.20886 -0.26891 -0.057059 54.029 54.029 4.48E-03 40.44 2122300

50367 VNDPTVPLADR Unmodified _VNDPTVPLADR_ B4G0F3_MAIZE 2 598.81713 1195.6197 0.23164 0.3141 0.54742 53.901 53.901 1.67E-02 29.41 590390

50368 VNDPTVPLADR Unmodified _VNDPTVPLADR_ B4G0F3_MAIZE 2 598.81713 1195.6197 0.28096 -0.078702 0.20528 55.96 55.96 4.43E-05 45.46 415280

50369 VNEFGLK Unmodified _VNEFGLK_ B4FN97_MAIZE 2 403.72398 805.4334 0.33563 0.71961 1.0415 50.531 50.531 4.46E-01 28.03 6541400

50370 VNEFGLK Unmodified _VNEFGLK_ B4FN97_MAIZE 2 403.72398 805.4334 0.18797 1.3646 1.5381 50.679 50.679 1.00E+00 0.01 1355100

50371 VNEFGLK Unmodified _VNEFGLK_ B4FN97_MAIZE 2 403.72398 805.4334 0.31739 1.3276 1.6294 52.811 52.811 1.86E-01 37.32 1979600

50372 VNEFGLK Unmodified _VNEFGLK_ B4FN97_MAIZE 2 403.72398 805.4334 0.31511 1.0426 1.3424 52.576 52.576 1.86E-01 36.32 1971100

50373 VNEILSHYPSNYK Unmodified _VNEILSHYPSNYK_ B4FPX5_MAIZE 2 782.39373 1562.7729 0.87682 0.11999 0.97396 58.725 58.725 4.68E-05 52.7 664760

50374 VNGPDAAPVYK Unmodified _VNGPDAAPVYK_ B6T5N2_MAIZE 2 565.79566 1129.5768 0.044192 -0.011726 0.025732 48.06 48.06 4.96E-02 57.57 470520

50375 VNGSTVNVGIHPSK Unmodified _VNGSTVNVGIHPSK_ B6TPG2_MAIZE 3 470.25629 1407.747 -0.024884 -0.093422 -0.10939 42.868 42.868 1.59E-01 20.36 2993400

50376 VNGSTVNVGIHPSK Unmodified _VNGSTVNVGIHPSK_ B6TPG2_MAIZE 2 704.88079 1407.747 0.70239 -0.013862 0.697 42.874 42.874 2.25E-03 66.93 814020

50377 VNGSTVNVGIHPSK Unmodified _VNGSTVNVGIHPSK_ B6TPG2_MAIZE 3 470.25629 1407.747 -0.18071 -0.50957 -0.68046 46.845 46.845 1.59E-01 26.16 318250

50378 VNGVPIELIRPEMLR Oxidation (M) _VNGVPIELIRPEM(ox)LR_ B6TG61_MAIZE 3 584.66607 1750.9764 0.22847 0.11012 0.32239 83.203 83.203 1.00E+00 7.64 505350
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50379 VNGVPIELIRPEMLR Oxidation (M) _VNGVPIELIRPEM(ox)LR_ B6TG61_MAIZE 3 584.66607 1750.9764 0.17828 -0.22115 -0.056972 87.842 87.842 1.00E+00 0.4 15863

50380 VNGVPIELIRPEMLR Oxidation (M) _VNGVPIELIRPEM(ox)LR_ B6TG61_MAIZE 2 876.49546 1750.9764 1.0847 -0.26691 0.80334 85.791 85.791 6.91E-01 10.34 174340

50381 VNGVPIELIRPEMLR Oxidation (M) _VNGVPIELIRPEM(ox)LR_ B6TG61_MAIZE 3 584.66607 1750.9764 0.089907 -0.26291 -0.18828 85.819 85.819 1.00E+00 4.95 3108800

50382 VNGVPIELIRPEMLR Unmodified _VNGVPIELIRPEMLR_ B6TG61_MAIZE 3 579.33443 1734.9815 0.11116 -0.045135 0.048322 96.202 96.202 8.47E-02 19.95 689750

50383 VNIVINYDMPDSADTYLHR Unmodified _VNIVINYDMPDSADTYLHR_ B6TE13_MAIZE 3 746.02828 2235.063 0.81877 -0.038565 0.77312 90.428 90.428 1.57E-11 45.4 809280

50384 VNIVINYDMPDSADTYLHR Unmodified _VNIVINYDMPDSADTYLHR_ B6TE13_MAIZE 3 746.02828 2235.063 0.86921 0.80431 1.6662 90.996 90.996 4.09E-04 41.65 160780

50385 VNIVINYDMPDSADTYLHR Unmodified _VNIVINYDMPDSADTYLHR_ B6TE13_MAIZE 3 746.02828 2235.063 0.77772 3.7442 4.51 91.193 91.193 7.51E-03 21.39 452490

50386 VNIVINYDMPDSADTYLHR Oxidation (M) _VNIVINYDM(ox)PDSADTYLHR_ B6TE13_MAIZE 3 751.35992 2251.0579 0.75041 -0.86552 -0.11942 82.034 82.034 1.41E-07 26.93 247630

50387 VNIVINYDMPDSADTYLHR Oxidation (M) _VNIVINYDM(ox)PDSADTYLHR_ B6TE13_MAIZE 3 751.35992 2251.0579 0.75696 -1.3047 -0.55123 82.415 82.415 2.45E-02 14.56 353040

50388 VNIVINYDMPDSADTYLHR Oxidation (M) _VNIVINYDM(ox)PDSADTYLHR_ B6TE13_MAIZE 3 751.35992 2251.0579 0.83835 -0.82078 0.013543 82.143 82.143 1.57E-11 50.12 292880

50389 VNLEADILGK Unmodified _VNLEADILGK_ B6TDF2_MAIZE 2 536.30586 1070.5972 -0.053702 0.42627 0.35152 78.511 78.511 4.40E-05 57.29 1851000

50390 VNLEPDGVFTFSGSAGTNLYELK Unmodified _VNLEPDGVFTFSGSAGTNLYELK_ B4G1A6_MAIZE 2 1229.6105 2457.2064 1.226 0.26458 1.4922 109.87 109.87 1.32E-07 73.59 368490

50391 VNLEPDGVFTFSGSAGTNLYELK Unmodified _VNLEPDGVFTFSGSAGTNLYELK_ B4G1A6_MAIZE 2 1229.6105 2457.2064 1.0938 0.22232 1.3178 111.77 111.77 1.16E-15 101.05 771610

50392 VNLEPDGVFTFSGSAGTNLYELK Unmodified _VNLEPDGVFTFSGSAGTNLYELK_ B4G1A6_MAIZE 3 820.07607 2457.2064 1.0308 0.4376 1.469 111.69 111.69 8.99E-06 35.16 351460

50393 VNLGDSNVRPLEVFMCSVVR Unmodified _VNLGDSNVRPLEVFMCSVVR_ B6TG58_MAIZE 3 764.39268 2290.1562 0.82598 0.019295 0.85315 129.66 129.66 1.16E-37 85.72 550370

50394 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.073431 -0.28148 -0.36125 55.428 55.428 9.73E-03 40.36 14743000

50395 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.1731 -0.076286 -0.25479 55.83 55.83 1.01E-02 45.89 4209100

50396 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.058714 -0.14449 -0.20773 57.614 57.614 9.73E-03 55.89 5696800

50397 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.069507 -0.14329 -0.21807 56.897 56.897 1.01E-02 39.46 3662100

50398 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.11859 0.33111 0.20678 57.605 57.605 9.73E-03 31.58 2425300

50399 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.049089 -0.13494 -0.19011 57.419 57.419 3.32E-02 26.94 3144000

50400 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.10213 0.24567 0.13688 58.087 58.087 1.01E-02 33.08 7001800

50401 VNLGVGAYR Unmodified _VNLGVGAYR_ B4FUH2_MAIZE 2 474.76671 947.51886 -0.050641 0.50192 0.44488 56.132 56.132 9.73E-03 45.87 911730

50402 VNLIELGPGR Unmodified _VNLIELGPGR_ B4FX08_MAIZE 2 534.31402 1066.6135 0.0095696 1.6367 1.6291 74.362 74.362 4.40E-02 26.54 1197900

50403 VNLPNGDMVGHTGDIEATVVACK Oxidation (M) _VNLPNGDM(ox)VGHTGDIEATVVACK_ B6TGG2_MAIZE 3 805.05439 2412.1413 0.98201 -0.24634 0.74977 75.99 75.99 3.62E-09 45.76 363880

50404 VNLPNGDMVGHTGDIEATVVACK Oxidation (M) _VNLPNGDM(ox)VGHTGDIEATVVACK_ B6TGG2_MAIZE 3 805.05439 2412.1413 0.94895 -0.50721 0.4557 75.501 75.501 1.27E-06 54.57 3243500

50405 VNLPNGDMVGHTGDIEATVVACK Unmodified _VNLPNGDMVGHTGDIEATVVACK_ B6TGG2_MAIZE 3 799.72275 2396.1464 0.96555 -0.75892 0.21999 81.833 81.833 1.60E-11 64.08 869760

50406 VNMILDNLPLVVPIQR Oxidation (M) _VNM(ox)ILDNLPLVVPIQR_ B4F8Y4_MAIZE 2 925.53205 1849.0495 1.1919 -0.10759 1.0788 111.08 111.08 2.16E-02 13 252700

50407 VNMILDNLPLVVPIQR Oxidation (M) _VNM(ox)ILDNLPLVVPIQR_ B4F8Y4_MAIZE 2 925.53205 1849.0495 1.1773 0.14562 1.3166 112.49 112.49 1.81E-01 28.54 130200

50408 VNMILDNLPLVVPIQR Unmodified _VNMILDNLPLVVPIQR_ B4F8Y4_MAIZE 2 917.53459 1833.0546 1.1755 0.12849 1.2958 119.67 119.67 2.01E-03 33.02 505470

50409 VNMILDNLPLVVPVTR Oxidation (M) _VNM(ox)ILDNLPLVVPVTR_ B6U4M6_MAIZE 2 905.01877 1808.023 1.099 3.7271 4.8237 108.7 108.7 1.02E-04 24.44 407010

50410 VNMILDNLPLVVPVTR Unmodified _VNMILDNLPLVVPVTR_ B6U4M6_MAIZE 2 897.02131 1792.0281 1.1363 0.062038 1.1979 117.92 117.92 7.01E-14 54.55 685390

50411 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.95942 0.13009 1.085 71.168 71.168 3.40E-25 80.76 5026500

50412 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.83272 -0.2 0.62976 72.366 72.366 7.68E-22 71.54 633830
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50413 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.97134 0.21004 1.1772 71.643 71.643 2.09E-30 99.8 424860

50414 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.99403 0.31501 1.305 72.416 72.416 7.68E-22 76.36 764620

50415 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.9276 -0.05352 0.86992 71.986 71.986 3.40E-25 73.12 830070

50416 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.96842 0.008696 0.97296 72.059 72.059 3.40E-25 71.27 1043800

50417 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.93138 -0.32033 0.60779 72.284 72.284 2.09E-30 75.09 4173500

50418 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.88137 -0.13284 0.74472 71.522 71.522 2.09E-30 87.97 2691500

50419 VNNAVLFDQATYDK Unmodified _VNNAVLFDQATYDK_ B4FG22_MAIZE 2 799.39647 1596.7784 0.84761 -0.70237 0.14266 73.23 73.23 2.09E-30 82.08 19384000

50420 VNNIDVVYTPWYNLK Unmodified _VNNIDVVYTPWYNLK_ B4G0U8_MAIZE 2 919.47779 1836.941 1.2466 0.3014 1.5421 100.23 100.23 2.05E-04 25 149530

50421 VNNIDVVYTPWYNLK Unmodified _VNNIDVVYTPWYNLK_ B4G0U8_MAIZE 2 919.47779 1836.941 1.1231 0.24208 1.359 101 101 2.05E-04 61.42 633370

50422 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 -0.0062733 -0.10546 -0.12294 64.426 64.426 1.90E-02 59.84 1760600

50423 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 -0.11188 0.5633 0.43924 65.258 65.258 2.92E-02 44.5 608540

50424 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 0.0032097 0.7808 0.77226 66.428 66.428 5.06E-02 54.63 799080

50425 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 -0.091248 65.715 65.715 5.88E-02 48.56

50426 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 -0.47771 66.042 66.042 8.85E-02 26.68

50427 VNNLIFGR Unmodified _VNNLIFGR_ B6U9K5_MAIZE 2 466.76925 931.52395 -0.048639 0.13726 0.078449 65.988 65.988 2.92E-02 57.89 2663000

50428 VNNYPTLFLYLAEDK Unmodified _VNNYPTLFLYLAEDK_ Q5EUD0_MAIZE 2 900.46435 1798.9142 1.1251 0.7369 1.8451 114.11 114.11 1.26E-03 47.72 159600

50429 VNNYPTLFLYLAEDK Unmodified _VNNYPTLFLYLAEDK_ Q5EUD0_MAIZE 2 900.46435 1798.9142 1.176 0.23416 1.3941 113.88 113.88 2.37E-16 76.01 693620

50430 VNNYPTLFLYLAEDK Unmodified _VNNYPTLFLYLAEDK_ Q5EUD0_MAIZE 2 900.46435 1798.9142 1.1924 0.92309 2.0983 114.48 114.48 2.37E-16 46.86 254900

50431 VNPFGDAKPR Unmodified _VNPFGDAKPR_ B6TZD9_MAIZE 3 367.53309 1099.5774 0.77251 -0.20645 0.56058 44.66 44.66 1.00E+00 11.88 875100

50432 VNPFGDAKPR Unmodified _VNPFGDAKPR_ B6TZD9_MAIZE 3 367.53309 1099.5774 0.65869 -0.000387 0.6544 45.488 45.488 9.79E-02 33.73 2711100

50433 VNPFGDAKPR Unmodified _VNPFGDAKPR_ B6TZD9_MAIZE 2 550.796 1099.5774 0.12277 0.12239 0.24053 45.486 45.486 3.43E-01 29.87 556150

50434 VNPFGEAKPR Unmodified _VNPFGEAKPR_ B6TRD2_MAIZE 3 372.20497 1113.5931 0.60245 0.11964 0.70841 45.267 45.267 1.00E+00 12.04 2395500

50435 VNPFGEAKPR Unmodified _VNPFGEAKPR_ B6TRD2_MAIZE 2 557.80382 1113.5931 0.10615 0.032537 0.12688 45.265 45.265 1.62E-03 43.5 595770

50436 VNPFVDDAAR Unmodified _VNPFVDDAAR_ B6TMI7_MAIZE 2 552.27764 1102.5407 0.059259 0.007625 0.069515 57.043 57.043 3.43E-01 12.62 2190800

50437 VNPFVDDAAR Unmodified _VNPFVDDAAR_ B6TMI7_MAIZE 2 552.27764 1102.5407 -0.046158 0.49189 0.4477 59.516 59.516 1.25E-02 31.81 17843000

50438 VNPMTLGCIAASLLLR Oxidation (M) _VNPM(ox)TLGCIAASLLLR_ B4FJJ9_MAIZE 2 872.97605 1743.9375 1.216 -0.32377 0.8854 122.89 122.89 2.01E-03 20.59 155730

50439 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.52804 -0.21864 0.29803 84.576 84.576 4.93E-21 90.98 1147600

50440 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 3 473.93666 1418.7882 -0.16269 -0.022702 -0.19763 84.541 84.541 1.00E+00 0.21 53567

50441 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.66051 -0.30359 0.34606 82.625 82.625 1.00E-11 64.12 752400

50442 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.66527 -0.53389 0.11939 82.947 82.947 9.54E-02 24.04 1153200

50443 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.67815 -0.51869 0.14852 82.628 82.628 1.00E-11 59.53 1217600

50444 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.66411 -0.4073 0.24523 82.312 82.312 1.56E-17 85.21 972400

50445 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.70968 -0.28685 0.41072 82.712 82.712 1.47E-03 59.39 1518500

50446 VNQAIYLLTTGAR Unmodified _VNQAIYLLTTGAR_ B4FB66_MAIZE 2 710.40136 1418.7882 0.64387 -0.26152 0.37077 82.607 82.607 2.50E-15 66.45 2590400
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50447 VNQGLSVYGNK Unmodified _VNQGLSVYGNK_ B4FQC6_MAIZE 2 589.81184 1177.6091 0.27883 0.39151 0.66403 48.957 48.957 3.57E-04 41.73 463920

50448 VNQGLSVYGNK Unmodified _VNQGLSVYGNK_ B4FQC6_MAIZE 2 589.81184 1177.6091 0.28686 -0.64276 -0.35979 48.197 48.197 4.96E-02 47.7 310440

50449 VNQGLTVYGNK Unmodified _VNQGLTVYGNK_ B6TAY2_MAIZE 2 596.81967 1191.6248 0.26321 0.38884 0.65055 46.996 46.996 3.57E-04 60.83 1115100

50450 VNQGLTVYGNK Unmodified _VNQGLTVYGNK_ B6TAY2_MAIZE 2 596.81967 1191.6248 0.19616 0.3911 0.58533 46.905 46.905 4.96E-02 47.44 349160

50451 VNQGLTVYGNK Unmodified _VNQGLTVYGNK_ B6TAY2_MAIZE 2 596.81967 1191.6248 0.26619 0.22047 0.48496 49.359 49.359 1.67E-02 47.54 508200

50452 VNQGLTVYGNK Unmodified _VNQGLTVYGNK_ B6TAY2_MAIZE 2 596.81967 1191.6248 0.18221 0.070521 0.2526 49.452 49.452 3.60E-06 57.05 1820500

50453 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.90055 -0.26326 0.63178 76.105 76.105 2.37E-16 66.64 3595800

50454 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.91591 -0.37422 0.53565 76.759 76.759 1.60E-05 46.98 1961500

50455 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.88247 -0.23711 0.63936 76.877 76.877 1.60E-05 66.14 2461700

50456 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.9203 -0.32912 0.58603 76.636 76.636 1.12E-07 83.82 1536200

50457 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.9234 -0.16568 0.75098 76.949 76.949 2.05E-04 50.17 1722300

50458 VNQIGSVTESIEAVK Unmodified _VNQIGSVTESIEAVK_ B6T3P9_MAIZE 2 787.42523 1572.8359 0.93528 0.059643 0.98845 76.693 76.693 2.05E-04 43.09 364970

50459 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.93677 -0.38488 0.54648 78.143 78.143 6.53E-30 89.91 6778200

50460 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.87203 0.045173 0.91269 80.083 80.083 1.60E-05 57.79 278040

50461 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.95866 -0.29242 0.66161 78.794 78.794 2.37E-16 74.96 3715200

50462 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.88437 -0.20929 0.66987 78.902 78.902 2.37E-16 81.11 6340400

50463 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.89907 -0.1745 0.71962 78.588 78.588 6.53E-30 93.11 4957100

50464 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.9361 -0.15563 0.77514 78.832 78.832 1.02E-23 81.45 3340600

50465 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.88819 -0.31958 0.56358 78.605 78.605 2.05E-04 47.7 1049400

50466 VNQIGSVTESIEAVR Unmodified _VNQIGSVTESIEAVR_ ENO1_MAIZE 2 801.4283 1600.842 0.93627 -0.16524 0.76586 80.178 80.178 1.02E-23 68.25 257770

50467 VNQIGTVTESIEAALDSK Unmodified _VNQIGTVTESIEAALDSK_ B4G191_MAIZE 2 937.98892 1873.9633 1.1728 -1.088 0.077877 111.62 111.62 1.05E-02 29.86 134730

50468 VNQIGTVTESIEAALDSK Unmodified _VNQIGTVTESIEAALDSK_ B4G191_MAIZE 2 937.98892 1873.9633 1.1386 -1.3307 -0.19917 111.61 111.61 4.65E-12 73.22 171190

50469 VNQIGTVTESIEAALDSK Unmodified _VNQIGTVTESIEAALDSK_ B4G191_MAIZE 2 937.98892 1873.9633 1.1597 0.10597 1.2574 112.07 112.07 4.65E-12 63.73 884060

50470 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.48356 0.15087 0.63311 50.074 50.074 2.05E-12 82.33 10119000

50471 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.43889 0.070912 0.51002 51.215 51.215 1.98E-03 44.69 55007

50472 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.48967 0.15143 0.64015 50.294 50.294 1.68E-09 56 721650

50473 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.52824 0.33618 0.8631 52.509 52.509 7.61E-14 77.06 807950

50474 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.4724 -0.14714 0.32513 51.86 51.86 1.11E-04 61 847980

50475 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.48003 0.16853 0.6478 52.571 52.571 1.68E-09 61.74 634840

50476 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.51936 -0.39255 0.12641 52.285 52.285 1.98E-03 52.19 822500

50477 VNQTYVIATSTK Unmodified _VNQTYVIATSTK_ B4F9G6_MAIZE 2 662.85899 1323.7034 0.45357 0.49092 0.9436 53.936 53.936 2.05E-12 64.6 178380

50478 VNSLEGNFIYATR Unmodified _VNSLEGNFIYATR_ Q9LKL4_MAIZE 2 742.38062 1482.7467 0.8256 0.030323 0.8428 77.157 77.157 1.47E-03 73.2 971140

50479 VNSLEGNFIYATR Unmodified _VNSLEGNFIYATR_ Q9LKL4_MAIZE 2 742.38062 1482.7467 0.80428 -0.25883 0.5328 77.831 77.831 1.00E-11 67.26 717790

50480 VNSLEGNFIYATR Unmodified _VNSLEGNFIYATR_ Q9LKL4_MAIZE 2 742.38062 1482.7467 0.79599 -0.17227 0.61141 78.391 78.391 2.61E-08 64.34 529910
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50481 VNSLEGNFIYATR Unmodified _VNSLEGNFIYATR_ Q9LKL4_MAIZE 2 742.38062 1482.7467 0.81012 -0.068981 0.72785 78.009 78.009 1.00E-11 88.31 566040

50482 VNSVELIHGIK Unmodified _VNSVELIHGIK_ B4FH61_MAIZE 3 403.57143 1207.6925 0.33941 0.37845 0.70619 61.282 61.282 1.15E-01 26.05 1248400

50483 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 -0.064068 54.338 54.338 7.66E-03 38.84

50484 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 -0.6159 55.528 55.528 5.17E-01 27.62

50485 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 -0.12557 54.639 54.639 8.25E-02 33.15

50486 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 0.20571 -0.24029 -0.039067 56.645 56.645 2.62E-07 44.98 1164100

50487 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 0.22877 -0.33284 -0.1077 55.916 55.916 2.00E-01 50.36 1274200

50488 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 0.1812 -0.084524 0.092295 56.558 56.558 2.62E-07 47.07 1197700

50489 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 0.092389 0.3257 0.4132 57.142 57.142 1.11E-04 44.82 14531000

50490 VNTISAGPLGSR Unmodified _VNTISAGPLGSR_ B6TYG2_MAIZE 2 586.32512 1170.6357 0.16564 -0.10855 0.052615 58.04 58.04 1.98E-03 36.91 234400

50491 VNTLIRPDGK Unmodified _VNTLIRPDGK_ B4FZQ0_MAIZE 3 371.55226 1111.635 0.71771 -0.17441 0.53598 43.354 43.354 2.55E-01 20.77 1188500

50492 VNTLIRPDGK Unmodified _VNTLIRPDGK_ B4FZQ0_MAIZE 3 371.55226 1111.635 0.78399 -0.26571 0.51184 40.875 40.875 9.39E-01 5.65 1169100

50493 VNTLIRPDGK Unmodified _VNTLIRPDGK_ B4FZQ0_MAIZE 3 371.55226 1111.635 0.4784 -0.2597 0.21047 44.478 44.478 9.79E-02 21.96 2512200

50494 VNTLLQGYSGIR Unmodified _VNTLLQGYSGIR_ B4FW68_MAIZE 2 660.86715 1319.7197 0.47549 -0.13794 0.33104 73.834 73.834 1.98E-03 35.64 403440

50495 VNTLLQGYSGIR Unmodified _VNTLLQGYSGIR_ B4FW68_MAIZE 2 660.86715 1319.7197 0.53424 -0.056976 0.4704 74.416 74.416 7.72E-03 46.83 421430

50496 VNTLLQGYSGIR Unmodified _VNTLLQGYSGIR_ B4FW68_MAIZE 2 660.86715 1319.7197 0.52201 -0.0797 0.43686 74.051 74.051 1.11E-04 51.21 458360

50497 VNTLLQGYSGIR Unmodified _VNTLLQGYSGIR_ B4FW68_MAIZE 2 660.86715 1319.7197 0.51106 -0.072491 0.4322 73.924 73.924 1.98E-03 75.62 447930

50498 VNVEQCFEELVLK Unmodified _VNVEQCFEELVLK_ B6TCF9_MAIZE 2 803.9109 1605.8072 1.0176 0.044862 1.0602 113.12 113.12 1.56E-17 51.81 110260

50499 VNVGGLENVLK Unmodified _VNVGGLENVLK_ B4FED4_MAIZE 2 571.33241 1140.6503 0.013351 0.16301 0.17346 79.2 79.2 4.48E-03 52.99 97235

50500 VNVGGLENVLK Unmodified _VNVGGLENVLK_ B4FED4_MAIZE 2 571.33241 1140.6503 0.080411 0.10753 0.1839 78.26 78.26 1.00E+00 8.3 337670

50501 VNVGVGAYR Unmodified _VNVGVGAYR_ B4F9G1_MAIZE 2 467.75888 933.50321 -0.031408 0.13178 0.10533 50.383 50.383 9.73E-03 51.46 984180

50502 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.2519 -0.37359 -0.12153 66.914 66.914 2.76E-04 54.12 457550

50503 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.31241 -0.080933 0.23119 67.627 67.627 2.76E-04 44.98 1169500

50504 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.30985 0.1053 0.41346 67.065 67.065 2.76E-04 68.41 1406100

50505 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.33777 -0.11617 0.22067 67.284 67.284 2.76E-04 36.45 877550

50506 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.26036 -0.21899 0.040329 67.454 67.454 2.76E-04 42.17 13871000

50507 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 2 923.00812 1844.0017 1.1503 -0.071483 1.0787 67.452 67.452 4.84E-09 58.3 1587200

50508 VNVNGGAIALGHPLGATGAR Unmodified _VNVNGGAIALGHPLGATGAR_ B4FBK8_MAIZE 3 615.6745 1844.0017 0.27207 -0.38845 -0.11602 69.198 69.198 1.40E-03 42.86 316290

50509 VNVNGGAMALGHPLGATGAR Oxidation (M) _VNVNGGAM(ox)ALGHPLGATGAR_ B6TR05_MAIZE 3 626.99161 1877.953 0.35335 -0.38664 -0.030553 58.896 58.896 2.86E-07 57.34 1110100

50510 VNVNLR Unmodified _VNVNLR_ B4FVJ0_MAIZE 2 357.71649 713.41842 0.88305 0.16446 1.0298 41.654 41.654 2.64E-01 37.3 1486400

50511 VNVPDER Unmodified _VNVPDER_ B4FUE0_MAIZE 2 414.71414 827.41373 0.29266 0.019727 0.30587 36.486 36.486 7.83E-01 20.21 315830

50512 VNVPDER Unmodified _VNVPDER_ B4FUE0_MAIZE 2 414.71414 827.41373 0.1051 -0.075179 0.024549 35.525 35.525 1.00E+00 4.72 128730

50513 VNVPDER Unmodified _VNVPDER_ B4FUE0_MAIZE 2 414.71414 827.41373 0.23448 -0.014565 0.21533 38.352 38.352 7.83E-01 17.15 180300

50514 VNVPDER Unmodified _VNVPDER_ B4FUE0_MAIZE 2 414.71414 827.41373 0.22601 0.23385 0.45396 38.325 38.325 8.04E-02 42.12 1139700
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50515 VNVPDER Unmodified _VNVPDER_ B4FUE0_MAIZE 2 414.71414 827.41373 0.23502 0.34963 0.57702 39.212 39.212 1.00E+00 11.58 441810

50516 VNVSELAVEELR Unmodified _VNVSELAVEELR_ SUS2_MAIZE 2 679.36972 1356.7249 0.54468 -0.23601 0.28922 84.902 84.902 1.68E-09 72.63 895140

50517 VNVSELAVEELRVPEYLQFK Unmodified _VNVSELAVEELRVPEYLQFK_ SUS2_MAIZE 3 788.09328 2361.258 0.9744 -0.17958 0.78118 114.84 114.84 6.15E-07 48.52 409690

50518 VNVSELAVEELRVPEYLQFK Unmodified _VNVSELAVEELRVPEYLQFK_ SUS2_MAIZE 3 788.09328 2361.258 0.91835 0.027256 0.93154 115.5 115.5 5.05E-05 71.4 420030

50519 VNVSELAVEELRVPEYLQFK Unmodified _VNVSELAVEELRVPEYLQFK_ SUS2_MAIZE 3 788.09328 2361.258 0.98446 0.13865 1.1091 115.83 115.83 5.91E-04 44.11 219540

50520 VNVSELAVEELRVPEYLQFK Unmodified _VNVSELAVEELRVPEYLQFK_ SUS2_MAIZE 3 788.09328 2361.258 0.99782 -0.18897 0.79567 117.25 117.25 5.91E-04 47.94 171070

50521 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 2 1113.5806 2225.1467 1.2352 0.89499 2.1148 124.58 124.58 1.78E-03 15.65 876510

50522 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 2 1113.5806 2225.1467 1.2698 0.78893 2.0436 136.97 136.97 4.45E-02 10.2 981870

50523 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 3 742.72285 2225.1467 0.82917 0.68826 1.5019 136.76 136.76 1.97E-01 11.02 371720

50524 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 2 1113.5806 2225.1467 1.288 0.73633 2.0092 137.45 137.45 9.41E-18 55.2 277770

50525 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 3 742.72285 2225.1467 0.74534 0.11885 0.84883 137.39 137.39 5.91E-04 44.43 116370

50526 VNVSELAVEELSVSEYLAFK Unmodified _VNVSELAVEELSVSEYLAFK_ SUS1_MAIZE B6 3 742.72285 2225.1467 0.83135 -0.052722 0.76403 137.47 137.47 6.15E-07 46.88 88203

50527 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.68637 0.032322 0.71074 50.562 50.562 2.05E-12 65.88 3821200

50528 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.70868 0.28004 0.9803 51.261 51.261 1.11E-04 50.45 35001

50529 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.69111 -0.006474 0.67633 50.58 50.58 9.64E-17 71.89 768570

50530 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.6978 0.19927 0.88863 52.87 52.87 7.02E-22 79.55 2114600

50531 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.69 0.28611 0.96794 52.168 52.168 9.64E-17 67.42 1512400

50532 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.67705 0.3176 0.98674 52.925 52.925 7.02E-22 73.64 1808500

50533 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.63844 -0.66127 -0.030746 52.776 52.776 7.02E-22 82.38 25767000

50534 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.71435 0.36906 1.0753 53.386 53.386 1.11E-04 37.31 697760

50535 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.66373 -0.15478 0.50041 51.061 51.061 9.64E-17 80.18 360020

50536 VNVYYNEASCGR Unmodified _VNVYYNEASCGR_ TBB5_MAIZE B4 2 716.31971 1430.6249 0.68065 0.32945 1.0016 54.122 54.122 7.61E-14 71.17 168820

50537 VPAAILSTYAK Unmodified _VPAAILSTYAK_ B4G120_MAIZE 2 567.33188 1132.6492 0.14797 -0.291 -0.16564 66.203 66.203 4.96E-02 9.91 938950

50538 VPADIR Unmodified _VPADIR_ B4FQA2_MAIZE 2 335.69776 669.38097 1.2754 4.602 5.8502 32.342 32.342 5.26E-01 21.74 402390

50539 VPAGSFAFDPATGAGTVIDSGTVITR Unmodified _VPAGSFAFDPATGAGTVIDSGTVITR_ B4FBF5_MAIZE 2 1254.1425 2506.2704 1.204 0.29963 1.5226 101.43 101.43 1.11E-37 89.38 265870

50540 VPAGTSAAAAAAGPR Unmodified _VPAGTSAAAAAAGPR_ B4FRD7_MAIZE 2 634.3413 1266.668 0.41039 -0.050314 0.34575 43.375 43.375 1.12E-07 99.06 429380

50541 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.389 0.09714 1.4605 43.237 43.237 5.26E-01 24.22 5468200

50542 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.2369 -0.05199 1.161 44.349 44.349 1.00E+00 17.08 20042

50543 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.2719 -0.24015 1.0062 43.112 43.112 5.26E-01 32.43 2979300

50544 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.4994 -0.46067 1.014 45.494 45.494 5.26E-01 37.23 3028500

50545 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.3421 -0.54221 0.7755 44.831 44.831 5.26E-01 26.97 1296500

50546 VPAIIK Unmodified _VPAIIK_ B6SV64_MAIZE 2 320.72325 639.43195 1.4192 -0.68648 0.70748 43.545 43.545 1.00E+00 10.68 222500

50547 VPAIVFEQENGQEGGNKR Unmodified _VPAIVFEQENGQEGGNKR_ B4FYM2_MAIZE 3 658.00094 1970.981 0.48189 -0.078187 0.39548 59.313 59.313 2.03E-05 54.52 797350

50548 VPALNER Unmodified _VPALNER_ B4FJX6_MAIZE 2 399.72705 797.43955 0.47539 -0.1534 0.29387 37.989 37.989 7.83E-01 17.48 140860
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50549 VPALNER Unmodified _VPALNER_ B4FJX6_MAIZE 2 399.72705 797.43955 0.32841 -0.73903 -0.43741 39.527 39.527 8.04E-02 33.12 739780

50550 VPASFGPVGAVLLENEHHK Unmodified _VPASFGPVGAVLLENEHHK_ A1XCI6_MAIZE 4 501.01927 2000.048 0.037448 -0.30932 -0.27207 82.313 82.313 6.40E-03 30.55 227880

50551 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0627 -0.034126 1.0332 119.15 119.15 8.08E-01 0.55 655840

50552 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0313 -0.28161 0.75422 119.69 119.69 4.37E-01 7.68 192990

50553 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0552 0.008968 1.0689 119.84 119.84 4.37E-01 19.88 289590

50554 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0775 -0.54819 0.53466 120.49 120.49 4.37E-01 12.44 207940

50555 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.1388 -1.6304 -0.48548 120.04 120.04 2.85E-01 13.74 338460

50556 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0922 0.20812 1.3039 120.5 120.5 2.85E-01 4.39 388030

50557 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Oxidation (M) _VPASLPPAGAAPLLCAGVTVFSPM(ox)VQYGLNAPGK_ B4FVN5_MAIZE 4 842.44517 3365.7516 1.0362 -0.14735 0.89289 119.88 119.88 4.03E-06 53.79 3906500

50558 VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK Unmodified _VPASLPPAGAAPLLCAGVTVFSPMVQYGLNAPGK_ B4FVN5_MAIZE 4 838.44644 3349.7567 1.0655 -0.044882 1.0236 126.64 126.64 9.06E-08 51.72 925880

50559 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 0.14205 -0.84625 -0.71472 38.781 38.781 4.20E-02 23.21 235260

50560 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 -0.017592 -0.33651 -0.36661 38.026 38.026 2.81E-03 52.98 275280

50561 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 0.063522 -0.46822 -0.41718 40.854 40.854 4.53E-03 53.11 397680

50562 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 0.084921 -0.37543 -0.30178 40.042 40.042 4.53E-03 52.73 359170

50563 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 0.05676 -2.5619 -2.5122 40.925 40.925 1.25E-02 36.81 306770

50564 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 0.014665 -0.27208 -0.26973 40.849 40.849 4.31E-05 53.45 2497300

50565 VPATDMEALK Oxidation (M) _VPATDM(ox)EALK_ B4G082_MAIZE 2 545.77608 1089.5376 -0.0031037 -0.24429 -0.25971 42.285 42.285 1.45E-01 25.15 86925

50566 VPATDMEALK Unmodified _VPATDMEALK_ B4G082_MAIZE 2 537.77862 1073.5427 0.038816 0.069349 0.091976 53.873 53.873 1.25E-02 26.92 1172200

50567 VPATDMEALK Unmodified _VPATDMEALK_ B4G082_MAIZE 2 537.77862 1073.5427 -0.044607 0.2798 0.21782 54.098 54.098 3.43E-01 34.58 238030

50568 VPATDMEALK Unmodified _VPATDMEALK_ B4G082_MAIZE 2 537.77862 1073.5427 0.060011 0.065291 0.10844 56.052 56.052 4.40E-02 39.33 411850

50569 VPATDMEALK Unmodified _VPATDMEALK_ B4G082_MAIZE 2 537.77862 1073.5427 0.096093 -0.11523 -0.034947 55.211 55.211 1.62E-03 42.55 336310

50570 VPATDMEALK Unmodified _VPATDMEALK_ B4G082_MAIZE 2 537.77862 1073.5427 -0.0089036 0.68304 0.65608 55.922 55.922 2.81E-03 54.26 8510400

50571 VPATVPPVADDCDQLR Unmodified _VPATVPPVADDCDQLR_ Q43863_MAIZE 2 876.93289 1751.8512 1.1111 0.070812 1.1977 67.01 67.01 1.27E-09 80.51 888470

50572 VPATVPPVADDCDQLRK Unmodified _VPATVPPVADDCDQLRK_ Q43863_MAIZE 3 627.65601 1879.9462 0.32927 -0.089234 0.25028 60.064 60.064 2.02E-06 32.87 2546600

50573 VPAVENVMVYFATSNK Oxidation (M) _VPAVENVM(ox)VYFATSNK_ B4FRR0_MAIZE 2 892.94801 1783.8815 1.1086 -0.10774 1.0001 86.518 86.518 1.27E-09 59.09 125430

50574 VPAVLLTLAGAAPGNGIAHR Unmodified _VPAVLLTLAGAAPGNGIAHR_ B6TN36_MAIZE 3 633.37053 1897.0898 0.37744 0.10986 0.47974 96.024 96.024 7.17E-22 58.11 719660

50575 VPCEFPGLK Unmodified _VPCEFPGLK_ Q94KS6_MAIZE 2 523.7706 1045.5266 -0.042744 0.23256 0.1973 65.483 65.483 3.39E-01 23.06 642770

50576 VPDAIVRPSSR Unmodified _VPDAIVRPSSR_ B6TP06_MAIZE 3 399.56305 1195.6673 0.14033 0.17239 0.30692 45.592 45.592 3.45E-01 24.06 1394100

50577 VPDEVIDK Unmodified _VPDEVIDK_ B6UB12_MAIZE 2 457.74511 913.47566 -0.16076 1.0315 0.86748 45.882 45.882 1.90E-02 38.64 288010

50578 VPDEVIDKVQEETSK Unmodified _VPDEVIDKVQEETSK_ B6UB12_MAIZE 3 572.62811 1714.8625 0.077106 0.17186 0.2443 67.491 67.491 9.33E-20 57.36 823460

50579 VPDGLALDR Unmodified _VPDGLALDR_ B4FU39_MAIZE 2 478.264 954.51345 -0.11657 0.40481 0.28356 60.352 60.352 3.21E-03 54.42 1014900

50580 VPDSTYDMIGGLDQQIK Unmodified _VPDSTYDMIGGLDQQIK_ B4FSF1_MAIZE 2 940.45894 1878.9033 1.212 -0.014879 1.2002 91.163 91.163 8.28E-39 72.8 467390

50581 VPDVYGVFQFK Unmodified _VPDVYGVFQFK_ B4FZ10_MAIZE 2 649.84261 1297.6707 0.52121 0.08234 0.6235 96.483 96.483 1.67E-02 32.02 441730

50582 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.023444 0.47203 0.4479 84.198 84.198 2.92E-02 48.88 3687600
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50583 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.10432 0.57482 0.47035 85.936 85.936 1.65E-01 17.99 47862

50584 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.10193 0.081198 -0.021485 84.724 84.724 1.90E-02 43.56 485170

50585 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 0.004881 -0.056661 -0.053061 85.213 85.213 5.06E-02 47.16 603950

50586 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 0.024905 -0.13257 -0.10807 84.877 84.877 2.92E-02 44.02 652810

50587 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.02988 0.16386 0.13351 84.626 84.626 3.48E-02 42.72 703890

50588 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.020581 0.24774 0.2253 85.042 85.042 5.06E-02 40.51 1817600

50589 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.093258 0.29874 0.20396 84.781 84.781 1.90E-02 40.04 3242300

50590 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.099955 0.008753 -0.091915 84.538 84.538 2.92E-02 38.21 3500900

50591 VPDWFLNR Unmodified _VPDWFLNR_ B4FUS2_MAIZE 2 523.77453 1045.5345 -0.18492 -0.13396 -0.31957 85.846 85.846 1.90E-02 45.58 14939000

50592 VPEGCLFTIVSDSCHSGGLLDSAK Unmodified _VPEGCLFTIVSDSCHSGGLLDSAK_ B4G1Z4_MAIZE 3 850.4052 2548.1938 1.0571 -0.09388 0.97813 101.2 101.2 2.64E-20 61.11 835800

50593 VPEGCLFTIVSDSCHSGGLLDSAK Unmodified _VPEGCLFTIVSDSCHSGGLLDSAK_ B4G1Z4_MAIZE 3 850.4052 2548.1938 1.0461 -0.13025 0.93045 106.72 106.72 2.64E-20 57.47 199870

50594 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.81657 -0.088257 0.71602 78.46 78.46 2.05E-12 60.88 2388700

50595 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.82148 -0.006453 0.80363 79.514 79.514 1.60E-02 33.77 56799

50596 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.82157 0.073595 0.8834 78.866 78.866 7.61E-14 81.01 934670

50597 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.80544 0.008943 0.80237 79.476 79.476 7.61E-14 77.08 1928200

50598 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.79137 -0.072247 0.70794 79.117 79.117 1.68E-09 62.58 2065000

50599 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.82029 0.15503 0.96344 78.912 78.912 7.61E-14 60.57 1061900

50600 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.79965 0.12834 0.91635 79.405 79.405 2.05E-12 61.18 4437600

50601 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 3 501.23678 1500.6885 -0.10477 -0.10521 -0.22082 79.309 79.309 8.04E-02 16.55 1539500

50602 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.83766 -0.035616 0.79003 78.803 78.803 1.98E-03 50.37 271500

50603 VPEGFDYELYNR Unmodified _VPEGFDYELYNR_ B4FQX1_MAIZE 2 751.35153 1500.6885 0.79943 -0.27077 0.51773 80.189 80.189 1.68E-09 51.44 172970

50604 VPEPTPYLAGSTAADFAK Unmodified _VPEPTPYLAGSTAADFAK_ B4FA08_MAIZE 2 917.96472 1833.9149 1.1505 0.098817 1.2444 81.738 81.738 1.18E-19 103.74 1993500

50605 VPERPEAPEK Unmodified _VPERPEAPEK_ B4FJ73_MAIZE 3 384.54002 1150.5982 0.5652 0.039565 0.57666 34.465 34.465 9.79E-02 18 452610

50606 VPEYLQFK Unmodified _VPEYLQFK_ SUS2_MAIZE 2 512.27912 1022.5437 -0.048024 -0.083355 -0.1424 70.459 70.459 5.06E-02 25.34 1620700

50607 VPEYLQFK Unmodified _VPEYLQFK_ SUS2_MAIZE 2 512.27912 1022.5437 -0.044314 -0.026396 -0.081866 71.516 71.516 2.92E-02 26.17 2787100

50608 VPFLDKEFINVAMGMDPEWK 2 Oxidation (M) _VPFLDKEFINVAM(ox)GM(ox)DPEWK_ B6ETR5_MAIZE 3 800.05344 2397.1385 1.0881 0.873 1.9587 104.18 104.18 1.97E-01 21.37 152940

50609 VPFVCGCR Unmodified _VPFVCGCR_ B4FQA2_MAIZE 2 497.73349 993.45243 0.018431 -0.027344 0.02798 55.117 55.117 7.88E-01 24.04 318250

50610 VPFVCGCR Unmodified _VPFVCGCR_ B4FQA2_MAIZE 2 497.73349 993.45243 -0.15728 -0.078721 -0.19861 55.689 55.689 1.90E-02 35.45 7198600

50611 VPFVLAR Unmodified _VPFVLAR_ B4FVG0_MAIZE 2 401.25271 800.49086 0.40257 -0.3044 0.098011 65.983 65.983 4.46E-01 20.32 420190

50612 VPFVLAR Unmodified _VPFVLAR_ B4FVG0_MAIZE 2 401.25271 800.49086 0.29744 -0.11501 0.18355 66.165 66.165 8.04E-02 26.51 1556500

50613 VPFVLAR Unmodified _VPFVLAR_ B4FVG0_MAIZE 2 401.25271 800.49086 0.33414 -0.45134 -0.11511 65.031 65.031 4.49E-02 34.49 6461200

50614 VPFVLAR Unmodified _VPFVLAR_ B4FVG0_MAIZE 2 401.25271 800.49086 0.1749 0.78983 0.96371 67.618 67.618 4.46E-01 22.55 174260

50615 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 0.017126 0.026395 0.044626 39.022 39.022 1.62E-03 39.35 1301700

50616 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 -0.12351 1.155 1.0299 38.171 38.171 2.81E-03 29.88 709170
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50617 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 0.030414 0.097757 0.12885 41.099 41.099 1.45E-01 38.42 1223700

50618 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 0.045847 -0.073324 -0.025969 40.349 40.349 3.43E-01 30.65 834730

50619 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 -0.11386 -0.46813 -0.57936 41.17 41.17 1.62E-03 35.08 11036000

50620 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 0.036085 -0.36734 -0.32973 41.107 41.107 1.00E+00 13.43 262890

50621 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 -0.027256 -0.2051 -0.2307 41.954 41.954 3.43E-01 16.33 391740

50622 VPGGQLEDSR Unmodified _VPGGQLEDSR_ B6UCD0_MAIZE 2 529.26727 1056.52 -0.04178 -0.073296 -0.11423 39.101 39.101 1.25E-02 45.04 902400

50623 VPGIVFAR Unmodified _VPGIVFAR_ B4FYW7_MAIZE 2 429.76344 857.51232 0.11511 0.64725 0.7685 65.835 65.835 5.06E-02 37.63 1182700

50624 VPGQTNVPK Unmodified _VPGQTNVPK_ B4FLA5_MAIZE 2 470.26654 938.51853 0.019617 -0.8168 -0.78741 32.264 32.264 3.32E-02 34.32 209450

50625 VPGVLIVR Unmodified _VPGVLIVR_ A7YF68_MAIZE 2 426.78691 851.55927 -0.059211 0.55064 0.49721 65.497 65.497 1.65E-01 27.24 200900

50626 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.43934 -0.41374 0.040112 38.452 38.452 5.66E-01 4.87 755840

50627 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.37103 -0.59262 -0.20589 37.789 37.789 9.49E-01 0.87 204320

50628 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.39769 -0.62687 -0.2134 40.588 40.588 1.00E+00 4.8 441440

50629 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.39464 -0.44709 -0.036714 40.639 40.639 5.66E-01 7.88 879520

50630 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.38366 -0.037229 0.36148 49.85 49.85 6.20E-03 46.39 712820

50631 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.38024 -0.15755 0.23742 40.461 40.461 9.49E-01 4.3 3391300

50632 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.40116 0.39836 0.81345 49.835 49.835 4.68E-05 61.41 2560300

50633 VPGVNPSYGGDGR Unmodified _VPGVNPSYGGDGR_ B6SJX7_MAIZE 2 637.80983 1273.6051 0.36429 -0.36254 0.016228 50.527 50.527 6.20E-03 34.05 2721600

50634 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 3 436.92599 1307.7561 0.086361 -0.28661 -0.18877 55.753 55.753 4.78E-08 43.26 4050500

50635 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 2 654.88534 1307.7561 0.5084 -0.29961 0.21976 55.752 55.752 1.11E-04 81.33 1012100

50636 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 3 436.92599 1307.7561 -0.11836 0.13331 0.026451 57.503 57.503 1.13E-05 40.62 469170

50637 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 2 654.88534 1307.7561 0.39587 0.37189 0.77776 57.488 57.488 1.60E-02 56.44 52182

50638 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 2 654.88534 1307.7561 0.48001 -0.29862 0.19213 56.219 56.219 7.72E-03 58.14 214360

50639 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 3 436.92599 1307.7561 0.084347 0.14088 0.23538 57.863 57.863 1.13E-05 50.34 867590

50640 VPGVTDVQLKPR Unmodified _VPGVTDVQLKPR_ B6SXV4_MAIZE 3 436.92599 1307.7561 -0.49398 57.736 57.736 1.91E-01 23.87

50641 VPGVTDVQLKPRPIR Unmodified _VPGVTDVQLKPRPIR_ B6SXV4_MAIZE 3 559.0053 1673.9941 0.021608 -0.56854 -0.54266 63.173 63.173 4.82E-01 21.64 44327

50642 VPHLSEFLNSLYNCQYK Unmodified _VPHLSEFLNSLYNCQYK_ B4FVL1_MAIZE 3 704.67881 2111.0146 0.70176 0.27319 0.96474 103.49 103.49 2.99E-01 12.27 934980

50643 VPHLSEFLNSLYNCQYK Unmodified _VPHLSEFLNSLYNCQYK_ B4FVL1_MAIZE 3 704.67881 2111.0146 0.68695 0.29904 0.97606 104.45 104.45 6.45E-02 11.26 382480

50644 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.31905 0.39556 0.72223 66.901 66.901 4.46E-01 22.34 1333200

50645 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.148 0.43043 0.58631 67.561 67.561 1.00E+00 11.27 498230

50646 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.28588 0.52526 0.81878 68.544 68.544 1.86E-01 23.7 654300

50647 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.24718 0.48335 0.73689 67.955 67.955 1.00E+00 28.64 661040

50648 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.27345 0.15875 0.44002 68.37 68.37 7.83E-01 22.99 979200

50649 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.21925 0.48664 0.71367 68.533 68.533 4.49E-02 24.99 3978100

50650 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.34027 -0.011316 0.33837 70.038 70.038 1.00E+00 5.45 737380
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50651 VPIDVFK Unmodified _VPIDVFK_ B4FRH5_MAIZE 2 409.24455 816.47454 0.29465 0.7064 1.0069 72.267 72.267 1.00E+00 5.53 1211400

50652 VPIEVTIGELK Unmodified _VPIEVTIGELK_ B4FT62_MAIZE 2 599.3581 1196.7016 0.18229 0.53192 0.7038 82.193 82.193 4.48E-03 39.77 2600500

50653 VPIEVTIGELKK Unmodified _VPIEVTIGELKK_ B4FT62_MAIZE 3 442.60614 1324.7966 0.0091151 0.15153 0.14516 71.209 71.209 8.76E-11 52.73 2706600

50654 VPIEVTIGELKK Unmodified _VPIEVTIGELKK_ B4FT62_MAIZE 2 663.40558 1324.7966 0.49134 0.074534 0.55217 71.214 71.214 6.74E-02 41.27 867540

50655 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 0.031985 0.25338 0.25861 41.873 41.873 1.86E-01 20.59 2321500

50656 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 -0.090312 -0.008426 -0.12541 41.343 41.343 4.46E-01 24.54 810720

50657 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 0.030256 0.26795 0.27052 44.054 44.054 4.46E-01 21.3 1031900

50658 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 0.028672 0.22959 0.23235 43.31 43.31 1.86E-01 28.06 858170

50659 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 -0.029079 0.19193 0.1362 44.167 44.167 4.46E-01 28.67 927060

50660 VPINYER Unmodified _VPINYER_ B4FU56_MAIZE 2 445.74016 889.46577 -0.042715 0.12109 0.051573 44.795 44.795 1.86E-01 23.74 4254600

50661 VPIPPR Unmodified _VPIPPR_ B6UHU1_MAIZE 2 339.7185 677.42245 1.1841 -0.34765 0.8286 40.336 40.336 9.46E-01 24.74 158440

50662 VPIPPR Unmodified _VPIPPR_ B6UHU1_MAIZE 2 339.7185 677.42245 1.2456 0.16893 1.4065 38.131 38.131 9.46E-01 25.08 376470

50663 VPIPPR Unmodified _VPIPPR_ B6UHU1_MAIZE 2 339.7185 677.42245 1.2604 -0.1145 1.1388 40.297 40.297 5.26E-01 22.9 389710

50664 VPIVPSDGSISR Unmodified _VPIVPSDGSISR_ B6TEJ4_MAIZE 2 613.8406 1225.6667 0.30411 -0.34718 -0.039395 58.862 58.862 1.98E-03 37.78 687680

50665 VPIVPSDGSISR Unmodified _VPIVPSDGSISR_ B6TEJ4_MAIZE 2 613.8406 1225.6667 0.28479 -0.13521 0.15338 59.032 59.032 6.74E-02 28.14 164180

50666 VPIVPSDGSISR Unmodified _VPIVPSDGSISR_ B6TEJ4_MAIZE 2 613.8406 1225.6667 0.2325 0.24743 0.48265 59.331 59.331 6.74E-02 37.33 1775700

50667 VPLAEVVSDCTR Unmodified _VPLAEVVSDCTR_ B6TNI0_MAIZE 2 673.34265 1344.6707 0.61292 -0.52799 0.097611 69.803 69.803 1.11E-04 70.22 70575

50668 VPLDDVVEK Unmodified _VPLDDVVEK_ B4FQ71_MAIZE 2 507.27931 1012.5441 0.0024649 -0.043482 -0.035101 56.977 56.977 1.01E-02 28.08 672760

50669 VPLDDVVEK Unmodified _VPLDDVVEK_ B4FQ71_MAIZE 2 507.27931 1012.5441 -0.075656 1.0499 0.97738 57.696 57.696 3.13E-03 52.78 869580

50670 VPLPWELLQPVMR Oxidation (M) _VPLPWELLQPVM(ox)R_ B4FSL0_MAIZE 2 797.44471 1592.8749 1.0322 0.044576 1.0716 114.77 114.77 1.91E-07 26.65 130370

50671 VPLVIQLTDDEK Unmodified _VPLVIQLTDDEK_ B6T773_MAIZE 2 685.3823 1368.75 0.65118 0.29954 0.9492 85.074 85.074 1.11E-04 55.64 609150

50672 VPLWLAVALK Unmodified _VPLWLAVALK_ B4FLH9_MAIZE 2 555.3577 1108.7009 0.10996 0.023682 0.11852 109.1 109.1 5.76E-06 55.62 91538

50673 VPNDLLEHAK Unmodified _VPNDLLEHAK_ B6TKD6_MAIZE 3 379.20838 1134.6033 0.6814 0.31692 0.97742 48.389 48.389 3.83E-02 17.59 798520

50674 VPNELLEHAK Unmodified _VPNELLEHAK_ B6UFQ0_MAIZE 3 383.88027 1148.619 0.61561 -0.099312 0.488 46.812 46.812 1.26E-02 28.27 585060

50675 VPNELLEHAK Unmodified _VPNELLEHAK_ B6UFQ0_MAIZE 3 383.88027 1148.619 0.58533 0.26761 0.82565 47.293 47.293 2.99E-03 25.25 2031200

50676 VPNELLEQAK Unmodified _VPNELLEQAK_ B4FU37_MAIZE 2 570.8166 1139.6186 0.17468 -0.20829 -0.062002 55.43 55.43 1.62E-03 50.36 3498400

50677 VPNELLEQAK Unmodified _VPNELLEQAK_ B4FU37_MAIZE 2 570.8166 1139.6186 0.027623 0.24878 0.24848 56.739 56.739 1.45E-01 46.91 74893

50678 VPNELLEQAK Unmodified _VPNELLEQAK_ B4FU37_MAIZE 2 570.8166 1139.6186 0.0725 -0.28379 -0.23808 55.704 55.704 1.84E-04 40.72 816690

50679 VPNELLEQAK Unmodified _VPNELLEQAK_ B4FU37_MAIZE 2 570.8166 1139.6186 0.10793 -0.26573 -0.18491 57.508 57.508 1.25E-02 40.94 941910

50680 VPNELLEQAK Unmodified _VPNELLEQAK_ B4FU37_MAIZE 2 570.8166 1139.6186 -0.014236 -0.093695 -0.13563 56.021 56.021 1.62E-03 58.45 7595100

50681 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 0.0070892 0.08021 0.068116 60.457 60.457 1.01E-02 36.5 2580500

50682 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 -0.088807 0.005322 -0.10332 60.926 60.926 3.32E-02 59.57 883220

50683 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 0.0063317 -0.024135 -0.036942 62.394 62.394 3.13E-03 50.07 1117900

50684 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 0.022447 0.016844 0.019221 61.799 61.799 3.32E-02 49.72 939120
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50685 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 0.0069336 -0.14441 -0.15604 62.172 62.172 3.32E-02 37.96 478520

50686 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 -0.010269 -0.29715 -0.32753 62.152 62.152 3.32E-02 49.17 1739200

50687 VPNELLYGR Unmodified _VPNELLYGR_ B6TCV9_MAIZE 2 530.79292 1059.5713 -0.085747 0.11945 0.012886 62.583 62.583 1.01E-02 53.95 4025100

50688 VPNLLSGLQGK Unmodified _VPNLLSGLQGK_ B6UEQ3_MAIZE 2 563.33496 1124.6554 0.16579 -1.2296 -1.0691 80.172 80.172 1.47E-01 33.28 409670

50689 VPNLLSGLQGK Unmodified _VPNLLSGLQGK_ B6UEQ3_MAIZE 2 563.33496 1124.6554 0.049041 -0.094496 -0.053383 80.937 80.937 1.67E-02 38.42 148380

50690 VPNLLSGLQGK Unmodified _VPNLLSGLQGK_ B6UEQ3_MAIZE 2 563.33496 1124.6554 0.13932 -0.22271 -0.090429 81.334 81.334 1.00E+00 15.17 240980

50691 VPNLVAWADR Unmodified _VPNLVAWADR_ B4FS52_MAIZE 2 570.81165 1139.6087 0.15947 -0.051218 0.10008 82.402 82.402 5.76E-06 61.09 840650

50692 VPNLVAWADR Unmodified _VPNLVAWADR_ B4FS52_MAIZE 2 570.81165 1139.6087 0.096837 0.50683 0.59563 83.086 83.086 3.43E-01 28.84 204910

50693 VPNLVAWADR Unmodified _VPNLVAWADR_ B4FS52_MAIZE 2 570.81165 1139.6087 0.03228 -0.0858 -0.061872 82.817 82.817 5.45E-09 64.45 4476600

50694 VPNLVEYLVTPLTTGLK Unmodified _VPNLVEYLVTPLTTGLK_ B6U245_MAIZE 2 929.04023 1856.0659 1.1718 0.58634 1.7579 124.92 124.92 2.72E-05 44.08 518430

50695 VPNLVEYLVTPLTTGLK Unmodified _VPNLVEYLVTPLTTGLK_ B6U245_MAIZE 3 619.69591 1856.0659 0.29112 0.27078 0.5618 125.38 125.38 2.56E-01 14.01 246250

50696 VPNLVEYLVTPLTTGLK Unmodified _VPNLVEYLVTPLTTGLK_ B6U245_MAIZE 3 619.69591 1856.0659 0.39926 0.17959 0.57907 125.67 125.67 6.49E-01 15.4 150910

50697 VPNLVEYLVTPLTTGLK Unmodified _VPNLVEYLVTPLTTGLK_ B6U245_MAIZE 2 929.04023 1856.0659 1.1519 -0.07902 1.0734 125.67 125.67 1.51E-07 54.13 356520

50698 VPNLVEYLVTPLTTGLK Unmodified _VPNLVEYLVTPLTTGLK_ B6U245_MAIZE 2 929.04023 1856.0659 1.2005 -0.37961 0.82234 126.43 126.43 2.47E-02 50.79 288240

50699 VPNQLYLAMDTLADEFGIGTLR Oxidation (M) _VPNQLYLAM(ox)DTLADEFGIGTLR_ O23813_MAIZE 3 818.41755 2452.2308 1.0319 0.29612 1.3243 121.86 121.86 1.93E-06 65.96 450510

50700 VPNQLYLAMDTLADEFGIGTLR Oxidation (M) _VPNQLYLAM(ox)DTLADEFGIGTLR_ O23813_MAIZE 2 1227.1227 2452.2308 1.2717 -0.043571 1.225 121.52 121.52 2.96E-15 99.91 203440

50701 VPNQLYLAMDTLADEFGIGTLR Unmodified _VPNQLYLAMDTLADEFGIGTLR_ O23813_MAIZE 3 813.08591 2436.2359 0.91383 0.037402 0.94685 130.55 130.55 5.95E-05 48.72 475940

50702 VPPALNQFTR Unmodified _VPPALNQFTR_ B4F7Y1_MAIZE 2 571.81947 1141.6244 0.13381 -0.11063 0.019634 64.362 64.362 1.84E-04 39.84 2462000

50703 VPPALNQFTR Unmodified _VPPALNQFTR_ B4F7Y1_MAIZE 2 571.81947 1141.6244 0.090713 0.034892 0.12326 65.083 65.083 2.81E-03 32 170620

50704 VPPAVDQVECHPGWQQTK Unmodified _VPPAVDQVECHPGWQQTK_ A2T1W7_MAIZE 3 692.67043 2074.9895 0.60916 -0.099623 0.52537 62.378 62.378 9.13E-03 15.78 2384000

50705 VPPAVNQVECHPVWQQDK Unmodified _VPPAVNQVECHPVWQQDK_ B4FID4_MAIZE 3 711.01783 2130.0317 0.67139 -0.3746 0.30832 66.796 66.796 1.68E-03 28.28 2582100

50706 VPPNSASLEEAR Unmodified _VPPNSASLEEAR_ B4FHZ4_MAIZE 2 635.32532 1268.6361 0.36717 -0.006941 0.33443 49.219 49.219 2.00E-01 35.35 202240

50707 VPQCNSSWMNDFIR Oxidation (M) _VPQCNSSWM(ox)NDFIR_ B6TUA2_MAIZE 2 885.39034 1768.7661 1.1585 -0.36006 0.80394 77.106 77.106 6.95E-06 45.03 617770

50708 VPQVGLIAANDGIILR Unmodified _VPQVGLIAANDGIILR_ FPPS_MAIZE 2 824.99087 1647.9672 1.0113 0.55339 1.556 95.134 95.134 5.87E-44 96.74 725800

50709 VPSFSSVDDFLQK Unmodified _VPSFSSVDDFLQK_ B6UF30_MAIZE 2 734.86956 1467.7246 0.79029 -2.1156 -1.3105 95.759 95.759 4.68E-05 58.85 156820

50710 VPSFSSVDDFLQK Unmodified _VPSFSSVDDFLQK_ B6UF30_MAIZE 2 734.86956 1467.7246 0.84183 -1.0607 -0.20466 95.551 95.551 1.47E-03 73.1 181440

50711 VPSGCLFTIVSDSCHSGGLLDK Unmodified _VPSGCLFTIVSDSCHSGGLLDK_ B4FNB7_MAIZE 3 783.71196 2348.1141 0.93194 -0.54148 0.41133 100.33 100.33 6.16E-02 13.76 49889

50712 VPTAQQSTRPSGQSSK Unmodified _VPTAQQSTRPSGQSSK_ B6UES0_MAIZE 3 553.62006 1657.8384 0.06583 -0.31617 -0.24946 25.71 25.71 2.30E-01 10.65 70302

50713 VPTFEFLSNAK Unmodified _VPTFEFLSNAK_ B4G120_MAIZE 2 626.83225 1251.6499 0.36198 1.055 1.4101 86.275 86.275 4.48E-03 26.56 126800

50714 VPTFLISPWIEK Unmodified _VPTFLISPWIEK_ B6U8P0_MAIZE 2 715.40812 1428.8017 0.74695 0.25162 0.9941 109.42 109.42 2.00E-01 21.8 152790

50715 VPTFLISPWIEK Unmodified _VPTFLISPWIEK_ B6U8P0_MAIZE 2 715.40812 1428.8017 0.73462 0.19037 0.91935 109.42 109.42 7.72E-03 46.78 280360

50716 VPTFLISPWIEK Unmodified _VPTFLISPWIEK_ B6U8P0_MAIZE 2 715.40812 1428.8017 0.74587 0.31287 1.0535 109.14 109.14 1.98E-03 43.42 427790

50717 VPTFLISPWIEK Unmodified _VPTFLISPWIEK_ B6U8P0_MAIZE 2 715.40812 1428.8017 0.75114 0.33792 1.0834 109.59 109.59 6.74E-02 57.76 573070

50718 VPTFLISPWIEK Unmodified _VPTFLISPWIEK_ B6U8P0_MAIZE 2 715.40812 1428.8017 0.73049 0.53564 1.2613 110.29 110.29 1.98E-03 57.64 255590
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50719 VPTFLVPATQK Unmodified _VPTFLVPATQK_ B4FG11_MAIZE 2 600.85298 1199.6914 0.26752 -0.58924 -0.31033 73.189 73.189 3.83E-01 17.94 402430

50720 VPTFLVPATQK Unmodified _VPTFLVPATQK_ B4FG11_MAIZE 2 600.85298 1199.6914 0.29279 -0.33811 -0.035475 72.691 72.691 1.67E-02 30.52 301670

50721 VPTFLVPATQK Unmodified _VPTFLVPATQK_ B4FG11_MAIZE 2 600.85298 1199.6914 0.2667 -0.015367 0.26129 72.769 72.769 4.48E-03 47.79 501580

50722 VPTFLVPATQK Unmodified _VPTFLVPATQK_ B4FG11_MAIZE 2 600.85298 1199.6914 0.25543 0.082028 0.34758 72.939 72.939 1.47E-01 47.88 3218000

50723 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 0.1013 0.16174 0.25549 107.92 107.92 1.00E+00 17.54 263840

50724 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 -0.026167 0.18124 0.14634 108.66 108.66 1.00E+00 14.27 87796

50725 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 0.091424 0.089885 0.17259 108.62 108.62 3.43E-01 24.77 148460

50726 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 0.12758 0.16803 0.28812 108.6 108.6 1.25E-02 36.04 141640

50727 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 0.11987 0.092229 0.20417 108.31 108.31 7.11E-01 33.85 117630

50728 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 0.061199 0.16127 0.2143 108.71 108.71 4.40E-02 45.94 961810

50729 VPTLLSFLAK Unmodified _VPTLLSFLAK_ B4FCI9_MAIZE 2 544.83934 1087.6641 -0.013818 0.39077 0.36755 108.25 108.25 1.84E-04 37.53 1714900

50730 VPTPNVSVVDLTCR Unmodified _VPTPNVSVVDLTCR_ B6TDF8_MAIZE 2 778.90869 1555.8028 0.92341 -0.087817 0.85727 78.987 78.987 2.96E-06 79.59 1158200

50731 VPTPNVSVVDLTCR Unmodified _VPTPNVSVVDLTCR_ B6TDF8_MAIZE 2 778.90869 1555.8028 0.87865 -0.30898 0.5917 79.546 79.546 3.56E-04 58.23 386030

50732 VPTPNVSVVDLTCR Unmodified _VPTPNVSVVDLTCR_ B6TDF8_MAIZE 2 778.90869 1555.8028 0.92104 0.091299 1.0332 80.01 80.01 2.96E-06 62.83 561590

50733 VPTPNVSVVDLTCR Unmodified _VPTPNVSVVDLTCR_ B6TDF8_MAIZE 2 778.90869 1555.8028 0.93124 -0.026336 0.92593 80.01 80.01 2.25E-03 63.71 756510

50734 VPTPNVSVVDLTCR Unmodified _VPTPNVSVVDLTCR_ B6TDF8_MAIZE 2 778.90869 1555.8028 0.87526 -0.24301 0.65378 79.708 79.708 7.64E-09 84.37 5833000

50735 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.049103 -0.034409 -0.055896 93.485 93.485 4.40E-03 51.72 5094600

50736 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 -0.26438 138.1 138.1 4.97E-01 5.61

50737 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.69787 -0.18884 0.53868 94.823 94.823 2.09E-30 99.55 636840

50738 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.1881 -0.078679 -0.23722 94.76 94.76 6.14E-02 39.43 176120

50739 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.15614 -0.091406 -0.21824 93.56 93.56 6.14E-02 29.11 2913900

50740 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.81033 -0.28168 0.55802 93.477 93.477 2.09E-30 87.8 12091000

50741 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.76854 -0.24616 0.55121 93.714 93.714 7.68E-22 94.46 12944000

50742 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.070149 -0.12399 -0.16576 93.383 93.383 4.40E-03 48.43 5656900

50743 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.74941 -0.21412 0.56483 93.457 93.457 7.68E-22 85.56 13341000

50744 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.10657 -0.066016 -0.14377 92.969 92.969 1.10E-02 39.45 3269000

50745 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.7538 -0.39783 0.38509 92.962 92.962 2.00E-19 80.1 7566600

50746 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.80225 -0.077199 0.75343 93.654 93.654 1.95E-13 82.94 5379400

50747 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.045043 -0.28149 -0.29752 93.623 93.623 1.00E+00 7.57 1728400

50748 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.92396 -0.68441 0.26839 90.083 90.083 2.00E-19 95.41 426320

50749 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.14283 -0.062182 -0.1759 94.296 94.296 1.79E-03 48.99 9623100

50750 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.83422 0.083361 0.94615 104.3 104.3 7.68E-22 80.61 322870

50751 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.84812 -0.042154 0.83411 110.04 110.04 3.56E-04 99.39 170770

50752 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 -0.22966 138.27 138.27 7.13E-04 46.32
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50753 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.76715 -0.24957 0.54678 93.317 93.317 2.96E-06 94.2 2917000

50754 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.058977 0.038847 0.0086591 93.265 93.265 7.27E-01 14.81 1327000

50755 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 3 500.28736 1497.8403 -0.17346 -0.036078 -0.18047 94.348 94.348 7.27E-01 14.07 978170

50756 VPTVDVSVVDLTVR Unmodified _VPTVDVSVVDLTVR_ B6SJZ8_MAIZE 2 749.92741 1497.8403 0.76493 -0.22502 0.56929 94.396 94.396 2.09E-30 102.88 3707100

50757 VPTVDVSVVDLTVRIEK Unmodified _VPTVDVSVVDLTVRIEK_ B6SJZ8_MAIZE 3 623.69457 1868.0619 0.42728 -0.18165 0.25928 100.87 100.87 2.01E-02 17.41 202140

50758 VPTVDVSVVDLTVRIEK Unmodified _VPTVDVSVVDLTVRIEK_ B6SJZ8_MAIZE 3 623.69457 1868.0619 0.42347 -0.016946 0.41996 100.44 100.44 1.35E-01 19.31 143200

50759 VPTVLLVTSGGQQQGK Unmodified _VPTVLLVTSGGQQQGK_ B4FRQ0_MAIZE 2 806.45686 1610.8992 0.96799 -0.15849 0.82768 69.811 69.811 7.01E-14 71.82 443200

50760 VPVAWSPR Unmodified _VPVAWSPR_ B6SIL2_MAIZE 2 456.25852 910.50249 -0.16164 0.52553 0.3627 59.586 59.586 5.06E-02 43.22 172960

50761 VPVDFIELLGIR Unmodified _VPVDFIELLGIR_ B6UE68_MAIZE 2 685.90575 1369.7969 0.49549 0.20125 0.69445 123.53 123.53 7.61E-14 88.05 1943100

50762 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.38508 0.16013 0.565 59.094 59.094 8.04E-02 26.75 2228800

50763 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.23682 0.34107 0.59899 59.577 59.577 1.00E+00 18.46 773220

50764 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.30074 -0.28015 0.041428 60.47 60.47 1.86E-01 26.43 949700

50765 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.30142 0.32178 0.64345 60.985 60.985 1.00E+00 20.22 647330

50766 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.33723 0.10528 0.46434 60.948 60.948 4.49E-02 35.15 3113200

50767 VPVDVFK Unmodified _VPVDVFK_ B6TS21_MAIZE 2 402.23672 802.45889 0.2867 0.049981 0.35658 61.493 61.493 1.86E-01 28.97 11530000

50768 VPVFGICMGHQLIGQALGGK Oxidation (M) _VPVFGICM(ox)GHQLIGQALGGK_ B4FF47_MAIZE 3 700.03605 2097.0863 0.73283 -0.047436 0.7004 90.311 90.311 3.64E-01 14.11 340980

50769 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.52629 -0.011917 0.53463 34.538 34.538 2.61E-08 49.38 235750

50770 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 -0.14108 -0.054739 -0.17435 33.462 33.462 1.60E-02 16.4 153390

50771 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.44572 0.21411 0.6807 33.502 33.502 6.20E-03 31.26 55800

50772 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 0.1415 -0.41961 -0.25729 36.307 36.307 1.60E-02 11.89 136960

50773 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 0.11824 -0.78656 -0.64469 35.51 35.51 4.23E-03 24.78 132150

50774 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.53944 -0.16441 0.39651 35.426 35.426 1.47E-03 36.82 63804

50775 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 0.12264 0.033952 0.17632 36.192 36.192 8.46E-03 20.46 181000

50776 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.52938 0.09826 0.64898 36.175 36.175 3.13E-02 20.86 72599

50777 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 0.059437 -0.28686 -0.20632 37.033 37.033 5.97E-15 35.76 2181300

50778 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.40471 0.10906 0.53501 37.024 37.024 4.93E-21 95.27 867090

50779 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 0.12512 -0.47835 -0.33034 34.124 34.124 2.26E-05 26.97 743800

50780 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 2 646.3413 1290.668 0.44461 -0.039046 0.42652 34.118 34.118 1.15E-02 29.95 221680

50781 VPVGGGDNNVVHK Unmodified _VPVGGGDNNVVHK_ B6TI68_MAIZE 3 431.22996 1290.668 -0.18879 -0.90523 -1.0711 37.665 37.665 3.08E-01 10.25 47676

50782 VPVGQFK Unmodified _VPVGQFK_ B4G1Q6_MAIZE 2 387.72906 773.44357 0.46097 0.4966 0.9733 39.989 39.989 1.00E+00 17.49 94191

50783 VPVGQFK Unmodified _VPVGQFK_ B4G1Q6_MAIZE 2 387.72906 773.44357 0.56198 -0.29632 0.28157 42.514 42.514 1.00E+00 21.98 138390

50784 VPVGQFK Unmodified _VPVGQFK_ B4G1Q6_MAIZE 2 387.72906 773.44357 0.55614 0.52775 1.0988 41.861 41.861 1.86E-01 31.12 154670

50785 VPVGQFK Unmodified _VPVGQFK_ B4G1Q6_MAIZE 2 387.72906 773.44357 0.51037 0.12173 0.64806 42.286 42.286 1.86E-01 24.66 1231700

50786 VPVGQFK Unmodified _VPVGQFK_ B4G1Q6_MAIZE 2 387.72906 773.44357 0.47189 0.36922 0.85688 43.061 43.061 4.46E-01 21.44 2048100
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50787 VPVGVDPKSILCEFFK Unmodified _VPVGVDPKSILCEFFK_ B6TD33_MAIZE 2 917.99222 1833.9699 1.2887 -3.1611 -1.8574 110.02 110.02 4.18E-01 3.1 460330

50788 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0014 0.019995 1.024 101.97 101.97 6.53E-30 81.53 5474800

50789 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 3 563.96132 1688.8621 0.18248 0.46526 0.65033 101.99 101.99 8.47E-02 23.01 458250

50790 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0358 0.080141 1.1193 105.6 105.6 7.01E-11 71.4 84964

50791 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0168 -0.007212 1.0132 102.47 102.47 2.37E-16 104.17 1799600

50792 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 0.99551 0.12457 1.1226 102.53 102.53 1.02E-23 92.7 2400800

50793 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 0.99173 0.44118 1.4358 102.5 102.5 6.53E-30 103.5 3421700

50794 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0265 0.04521 1.0744 102 102 6.53E-30 122.95 2468700

50795 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0457 0.46168 1.5096 102.72 102.72 1.02E-23 129.43 2102700

50796 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.05 -0.058294 0.99509 102.31 102.31 6.53E-30 103.79 2063000

50797 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 0.87205 -0.77763 0.098356 102.5 102.5 1.04E-33 129.68 46165000

50798 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 3 563.96132 1688.8621 -0.0047938 0.28522 0.28206 102.49 102.49 8.03E-01 10.86 7477100

50799 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 1.0467 0.66595 1.715 106.84 106.84 7.01E-11 55.33 183480

50800 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 2 845.43833 1688.8621 0.98531 -0.023525 0.96572 103.49 103.49 1.02E-23 109.12 1162900

50801 VPVLEDGDLTLFESR Unmodified _VPVLEDGDLTLFESR_ GSTF4_MAIZE 3 563.96132 1688.8621 0.05679 0.24826 0.30718 103.47 103.47 1.00E+00 9.75 174840

50802 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 3 671.02135 2010.0422 0.54221 -0.17842 0.36419 89.951 89.951 7.64E-06 39.68 2890500

50803 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.2239 -0.11004 1.1142 92.243 92.243 5.13E-03 42.41 30460

50804 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.1702 -0.25784 0.91226 90.413 90.413 1.84E-40 93.53 3495500

50805 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 3 671.02135 2010.0422 0.53864 -0.11854 0.41952 90.42 90.42 5.95E-01 15.04 1286900

50806 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.1366 -0.16932 0.96728 90.577 90.577 2.86E-31 85.54 4059000

50807 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.105 -0.21174 0.89338 90.316 90.316 2.86E-31 70.82 4019000

50808 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.2326 -0.088915 1.1439 90.032 90.032 5.89E-20 70.16 1594400

50809 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 3 671.02135 2010.0422 0.56229 -0.31727 0.24539 90.03 90.03 1.03E-01 5.33 453130

50810 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.1416 -0.17735 0.96423 90.571 90.571 1.51E-46 83.56 9131400

50811 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 3 671.02135 2010.0422 0.55511 0.12713 0.68096 90.584 90.584 1.03E-01 22.97 2083300

50812 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.2181 0.042591 1.2601 90.274 90.274 5.89E-20 66.79 961820

50813 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.0842 0.030798 1.1147 90.411 90.411 1.51E-46 100.44 3276400

50814 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 3 671.02135 2010.0422 0.49452 -0.23238 0.26238 90.406 90.406 1.00E+00 14.04 999230

50815 VPVLETPDGPVFESNAIAR Unmodified _VPVLETPDGPVFESNAIAR_ B6T7G7_MAIZE 2 1006.0284 2010.0422 1.1557 0.023788 1.1798 91.593 91.593 3.71E-05 61.3 311310

50816 VPVLIHGGK Unmodified _VPVLIHGGK_ B6T033_MAIZE 2 460.28982 918.56509 -0.035612 -0.011039 -0.039449 40.908 40.908 3.13E-03 47.22 923360

50817 VPVLLHDGR Unmodified _VPVLLHDGR_ B6UAW8_MAIZE 3 335.86618 1004.5767 1.2036 -0.46597 0.7453 46.116 46.116 9.39E-03 23.64 5323900

50818 VPVLLHGDGR Unmodified _VPVLLHGDGR_ B4FSR6_MAIZE 3 354.87334 1061.5982 0.96916 -0.49151 0.48876 48.138 48.138 3.11E-02 30.61 5539000

50819 VPVLLHGDGR Unmodified _VPVLLHGDGR_ B4FSR6_MAIZE 2 531.80637 1061.5982 -0.065534 -0.12602 -0.18088 48.136 48.136 1.84E-04 54.82 1602500

50820 VPVLLR Unmodified _VPVLLR_ B6T9Q7_MAIZE 2 348.74197 695.4694 1.1321 -0.12238 1.0041 56.05 56.05 5.26E-01 25.82 446010
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50821 VPVLVHGGR Unmodified _VPVLVHGGR_ B6TLM5_MAIZE 3 311.85914 932.55558 1.3398 -0.2084 1.1522 37.496 37.496 4.68E-01 24.05 464600

50822 VPVLVHGGR Unmodified _VPVLVHGGR_ B6TLM5_MAIZE 2 467.28507 932.55558 -0.031308 -0.45611 -0.46793 37.509 37.509 3.13E-03 42.42 421980

50823 VPVPTHLVFPVWK Unmodified _VPVPTHLVFPVWK_ B6TKG0_MAIZE 3 506.9659 1517.8759 -0.0093191 -0.50533 -0.49583 94.175 94.175 4.96E-17 43.98 321670

50824 VPVPTHLVFPVWK Unmodified _VPVPTHLVFPVWK_ B6TKG0_MAIZE 3 506.9659 1517.8759 -0.093293 -0.24534 -0.32019 93.759 93.759 4.23E-03 40.12 888330

50825 VPVSELVGK Unmodified _VPVSELVGK_ B4FLB0_MAIZE 2 464.27912 926.54368 -0.14052 0.89916 0.75972 53.788 53.788 1.12E-01 26.14 314220

50826 VPVSELVGK Unmodified _VPVSELVGK_ B4FLB0_MAIZE 2 464.27912 926.54368 0.00084033 0.82252 0.82536 55.724 55.724 7.18E-01 13.67 670630

50827 VPVSELVGK Unmodified _VPVSELVGK_ B4FLB0_MAIZE 2 464.27912 926.54368 -0.0025118 0.5397 0.53868 54.984 54.984 1.01E-02 32.47 512770

50828 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.265 -0.24865 1.0388 37.676 37.676 1.00E+00 22.79 2557000

50829 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.165 -0.34022 0.84748 37.028 37.028 5.26E-01 30.78 1272800

50830 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.3358 -0.43785 0.92162 39.592 39.592 5.26E-01 22.12 1387100

50831 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.2141 -0.33981 0.89588 38.788 38.788 2.64E-01 23.03 1042100

50832 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.1754 -0.32272 0.87558 39.37 39.37 2.64E-01 26.11 1352200

50833 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.2887 -0.23128 1.0785 39.272 39.272 2.64E-01 34.42 1699900

50834 VPVVVR Unmodified _VPVVVR_ B4FRH5_MAIZE 2 334.72632 667.4381 1.2421 -0.32915 0.93472 40.252 40.252 2.78E-01 36.41 10777000

50835 VPWSEYR Unmodified _VPWSEYR_ B6T9J4_MAIZE 2 468.73233 935.45012 -0.036288 1.4337 1.3792 58.458 58.458 4.46E-01 24.94 1966200

50836 VPWSEYR Unmodified _VPWSEYR_ B6T9J4_MAIZE 2 468.73233 935.45012 -0.15977 -0.14781 -0.32102 58.958 58.958 1.86E-01 29.28 723060

50837 VPYDFLVSLVR Unmodified _VPYDFLVSLVR_ B4G1C1_MAIZE 2 654.37154 1306.7285 0.52046 -0.29069 0.2352 114.05 114.05 3.83E-01 22.35 249800

50838 VPYDFLVSLVR Unmodified _VPYDFLVSLVR_ B4G1C1_MAIZE 2 654.37154 1306.7285 0.44535 -1.2586 -0.80585 114.62 114.62 4.96E-02 39.81 40572

50839 VPYDFLVSLVR Unmodified _VPYDFLVSLVR_ B4G1C1_MAIZE 2 654.37154 1306.7285 6.0586 114.37 114.37 8.15E-03 32.14

50840 VPYDFLVSLVR Unmodified _VPYDFLVSLVR_ B4G1C1_MAIZE 2 654.37154 1306.7285 0.45928 0.4061 0.87098 115.48 115.48 5.66E-08 61.98 418650

50841 VPYDFLVSLVR Unmodified _VPYDFLVSLVR_ B4G1C1_MAIZE 2 654.37154 1306.7285 0.40653 0.13976 0.55182 118.14 118.14 5.66E-08 73.73 1711100

50842 VPYFNAPIYLQNK Unmodified _VPYFNAPIYLQNK_ B6SJR1_MAIZE 2 783.91938 1565.8242 0.92714 -2.1281 -1.2159 87.927 87.927 2.50E-15 78.59 518290

50843 VPYFNAPIYLQNK Unmodified _VPYFNAPIYLQNK_ B6SJR1_MAIZE 2 783.91938 1565.8242 0.81356 -0.76323 0.03359 88.163 88.163 4.68E-05 44.43 2224700

50844 VPYFNAPIYLQNK Unmodified _VPYFNAPIYLQNK_ B6SJR1_MAIZE 3 522.94868 1565.8242 -0.026149 0.52107 0.47668 88.172 88.172 5.88E-01 16.44 527740

50845 VPYGTSFLDEQAK Unmodified _VPYGTSFLDEQAK_ Q41761_MAIZE 2 727.86173 1453.7089 0.82972 0.93967 1.7668 72.533 72.533 3.13E-02 47.83 397920

50846 VPYGTSFLDEQAK Unmodified _VPYGTSFLDEQAK_ Q41761_MAIZE 2 727.86173 1453.7089 0.78671 0.59338 1.3777 72.986 72.986 9.54E-02 27.07 170280

50847 VPYGTSFLDEQAK Unmodified _VPYGTSFLDEQAK_ Q41761_MAIZE 2 727.86173 1453.7089 0.80169 0.46171 1.2604 73.765 73.765 1.15E-02 46.39 242410

50848 VPYGTSFLDEQAK Unmodified _VPYGTSFLDEQAK_ Q41761_MAIZE 2 727.86173 1453.7089 0.79518 0.078247 0.87161 73.309 73.309 6.20E-03 63.56 310090

50849 VPYGTSFLDEQAK Unmodified _VPYGTSFLDEQAK_ Q41761_MAIZE 2 727.86173 1453.7089 0.78571 -0.075104 0.70941 73.76 73.76 4.68E-05 53.51 1237100

50850 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.054431 -0.10469 -0.043802 68.771 68.771 1.84E-04 52.71 21202000

50851 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.051847 0.30008 0.35818 70.227 70.227 7.11E-01 13.29 16618

50852 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.029636 -0.025908 0.0093307 69.306 69.306 1.62E-03 48.39 10796000

50853 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.055984 0.023604 0.08549 70.215 70.215 2.81E-03 43.28 16840000

50854 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.038161 0.012163 0.056285 69.717 69.717 4.40E-05 44.13 15459000
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50855 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 -0.069402 -0.013767 -0.076302 69.779 69.779 1.62E-03 52.69 38651000

50856 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 -0.023658 -0.33632 -0.35298 70.043 70.043 1.62E-03 50.68 89273000

50857 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.030135 0.29437 0.33002 70.136 70.136 1.25E-02 29.43 2859200

50858 VPYGTSFLDK Unmodified _VPYGTSFLDK_ BGLC_MAIZE 2 563.79259 1125.5706 0.223 69.155 69.155 2.42E-01 6.23

50859 VPYMVASGNHER Oxidation (M) _VPYM(ox)VASGNHER_ B4FFA5_MAIZE 3 459.21895 1374.635 0.0077345 0.16478 0.16505 35.846 35.846 3.25E-03 36.21 418670

50860 VPYMVASGNHER Oxidation (M) _VPYM(ox)VASGNHER_ B4FFA5_MAIZE 3 459.21895 1374.635 0.088242 0.21806 0.29912 36.544 36.544 3.25E-03 31.75 192720

50861 VPYNAPLIQFSSWMGGDR Oxidation (M) _VPYNAPLIQFSSWM(ox)GGDR_ CAPP2_MAIZE 2 1027.4936 2052.9727 1.1857 -0.40151 0.78504 101.92 101.92 1.27E-12 29.43 149560

50862 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.41648 0.084316 0.50583 92.754 92.754 8.21E-03 28.21 1103500

50863 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.44312 0.099441 0.54643 93.542 93.542 4.32E-02 27.7 566220

50864 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.40682 0.11089 0.52165 93.457 93.457 8.21E-03 30.54 513650

50865 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.39386 0.087235 0.48562 93.593 93.593 1.13E-04 26.12 1729400

50866 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.34883 -0.070748 0.28289 93.153 93.153 1.90E-03 27.35 2249200

50867 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.28441 0.14787 0.43723 94.208 94.208 8.21E-03 22.67 3559200

50868 VPYTVLRPDVYAPFVR Unmodified _VPYTVLRPDVYAPFVR_ B4FZF3_MAIZE 3 631.35248 1891.0356 0.33817 0.21012 0.55224 96.352 96.352 4.32E-02 20.82 319590

50869 VQAAPGGDSSLGYLFSGSK Unmodified _VQAAPGGDSSLGYLFSGSK_ B6SPJ4_MAIZE 2 920.95742 1839.9003 1.1347 0.10119 1.2397 88.028 88.028 1.30E-03 45.62 65307

50870 VQAFLEAAR Unmodified _VQAFLEAAR_ B6TBS1_MAIZE 2 502.77982 1003.5451 0.034165 0.3504 0.36359 59.006 59.006 1.01E-02 36.58 696170

50871 VQAIVADKELQDR Unmodified _VQAIVADKELQDR_ B4FQW1_MAIZE 3 495.6071 1483.7995 -0.024711 -0.58415 -0.62111 53.156 53.156 1.60E-02 38.59 633920

50881 VQASIGANTWVVSGTPQTK Unmodified _VQASIGANTWVVSGTPQTK_ B4FL49_MAIZE 2 972.5129 1943.0112 1.1249 0.79484 1.9295 75.269 75.269 5.13E-03 69.22 204560

50882 VQASIGANTWVVSGTPQTK Unmodified _VQASIGANTWVVSGTPQTK_ B4FL49_MAIZE 2 972.5129 1943.0112 1.1503 0.36248 1.5225 74.571 74.571 5.89E-20 86.28 1004400

50883 VQASIGANTWVVSGTPQTK Unmodified _VQASIGANTWVVSGTPQTK_ B4FL49_MAIZE 2 972.5129 1943.0112 1.1159 0.1401 1.2668 76.433 76.433 1.06E-14 106.78 4215500

50884 VQASIPANTWVVSGVPQTK Unmodified _VQASIPANTWVVSGVPQTK_ B6SJS7_MAIZE 2 991.53891 1981.0633 1.2032 0.26448 1.4765 84.107 84.107 5.92E-02 28.8 61148

50885 VQASIPANTWVVSGVPQTK Unmodified _VQASIPANTWVVSGVPQTK_ B6SJS7_MAIZE 2 991.53891 1981.0633 1.2355 -0.15644 1.0879 82.789 82.789 4.44E-10 72.74 851450

50886 VQASIPANTWVVSGVPQTK Unmodified _VQASIPANTWVVSGVPQTK_ B6SJS7_MAIZE 2 991.53891 1981.0633 1.0865 0.005648 1.1006 82.561 82.561 1.06E-14 93.77 2868100

50887 VQASIPANTWVVSGVPQTK Unmodified _VQASIPANTWVVSGVPQTK_ B6SJS7_MAIZE 2 991.53891 1981.0633 1.0863 -0.14859 0.94692 83.986 83.986 3.71E-05 58.44 3812000

50888 VQASIPANTWVVSGVPQTK Unmodified _VQASIPANTWVVSGVPQTK_ B6SJS7_MAIZE 3 661.3617 1981.0633 0.44306 0.040199 0.49122 83.953 83.953 3.70E-01 15.89 509430

50889 VQAVAVAPDR Unmodified _VQAVAVAPDR_ B4FTN5_MAIZE 2 513.29055 1024.5665 -0.10186 0.1225 0.019737 44.003 44.003 1.62E-03 53.25 2349800

50890 VQAYIQLADLELAEADIKK Unmodified _VQAYIQLADLELAEADIKK_ B6TI78_MAIZE 3 711.05969 2130.1572 0.71818 0.036645 0.72925 102.34 102.34 7.51E-03 21.13 651210

50891 VQAYIQLADLELAEADIKK Unmodified _VQAYIQLADLELAEADIKK_ B6TI78_MAIZE 3 711.05969 2130.1572 0.82776 -0.064756 0.73771 136.69 136.69 4.09E-04 29.69 48068

50892 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.2117 0.2742 1.4999 122.58 122.58 2.21E-30 88.5 538330

50893 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.2198 0.16302 1.3968 122.99 122.99 2.03E-55 116.06 986670

50894 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.1629 0.14433 1.3216 123.2 123.2 2.03E-55 101.67 1279200

50895 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.2261 0.30027 1.5404 123.21 123.21 2.03E-55 108.62 666450

50896 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 3 748.72503 2243.1533 0.90837 -0.021152 0.9019 123.19 123.19 2.04E-03 39 193220

50897 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.2659 0.054608 1.3353 122.62 122.62 6.50E-45 130.93 965980
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50898 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 3 748.72503 2243.1533 0.94429 -0.18791 0.77077 122.6 122.6 5.39E-04 32.17 244530

50899 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.2526 0.38573 1.6522 123.68 123.68 2.03E-55 124.34 1184300

50900 VQDDEVGDGTTSVVVLAGELLK Unmodified _VQDDEVGDGTTSVVVLAGELLK_ B6T8X5_MAIZE 2 1122.5839 2243.1533 1.166 -0.25642 0.92443 123.94 123.94 2.03E-55 88.85 231260

50901 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 -0.010821 -0.49076 -0.51874 34.787 34.787 3.08E-01 10.51 270310

50902 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 -0.14171 -0.082393 -0.24098 33.732 33.732 1.00E+00 4.78 67978

50903 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 0.01141 -0.12609 -0.13145 36.64 36.64 9.36E-01 6.54 159310

50904 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 0.017478 -0.37481 -0.37334 35.746 35.746 9.36E-01 8.24 163100

50905 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 0.018122 -0.20024 -0.19951 36.533 36.533 4.29E-02 24.14 271780

50906 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 3 486.57546 1456.7046 -0.05662 -0.062427 -0.13683 36.511 36.511 8.46E-03 30.75 1476700

50907 VQEGGLPEDEKEK Unmodified _VQEGGLPEDEKEK_ B6TIQ8_MAIZE 2 729.35955 1456.7046 0.79514 0.25953 1.0379 36.519 36.519 1.00E-11 56.04 355910

50908 VQEIDKDASGER Unmodified _VQEIDKDASGER_ B4FG12_MAIZE 3 449.5564 1345.6474 0.082466 -0.028208 0.040705 32.626 32.626 1.79E-02 34.67 75218

50909 VQEIDKDASGER Unmodified _VQEIDKDASGER_ B4FG12_MAIZE 3 449.5564 1345.6474 0.037444 -0.094746 -0.071809 31.745 31.745 1.79E-02 36.93 236950

50910 VQELYVYEINER Unmodified _VQELYVYEINER_ B6T737_MAIZE 2 777.89356 1553.7726 0.78506 0.56238 1.324 78.519 78.519 2.62E-07 30.73 295030

50911 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.34439 0.14569 0.49269 81.741 81.741 4.48E-03 42.68 1149900

50912 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.30357 0.19314 0.49966 82.289 82.289 3.57E-04 52.63 821540

50913 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.35657 0.12298 0.48163 82.731 82.731 7.60E-01 17.31 1714300

50914 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.29326 0.000726 0.29602 82.4 82.4 6.35E-09 79.46 4603400

50915 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.19309 -0.17589 0.020869 82.075 82.075 6.35E-09 74.87 8905600

50916 VQEVVSEIFGK Unmodified _VQEVVSEIFGK_ B4F8Q2_MAIZE 2 617.83753 1233.6605 0.37074 -0.019342 0.35437 82.491 82.491 7.60E-01 12.07 616040

50917 VQEVVSQIFNKPPSK Unmodified _VQEVVSQIFNKPPSK_ B6UGG5_MAIZE 2 850.47251 1698.9305 1.0557 -0.19609 0.85623 67.886 67.886 7.01E-11 68.89 391740

50918 VQEVVSQIFNKPPSK Unmodified _VQEVVSQIFNKPPSK_ B6UGG5_MAIZE 3 567.31743 1698.9305 0.11759 -0.65622 -0.54118 67.343 67.343 1.34E-04 34.19 1945900

50919 VQEVVSQIFNKPPSK Unmodified _VQEVVSQIFNKPPSK_ B6UGG5_MAIZE 2 850.47251 1698.9305 1.046 -0.048188 0.9948 67.34 67.34 2.37E-16 89.19 617740

50920 VQEVVSQIFNKPPSK Unmodified _VQEVVSQIFNKPPSK_ B6UGG5_MAIZE 2 850.47251 1698.9305 1.0339 0.077851 1.1088 67.513 67.513 7.01E-11 77.75 2268900

50921 VQEVVSQIFNKPPSK Unmodified _VQEVVSQIFNKPPSK_ B6UGG5_MAIZE 3 567.31743 1698.9305 0.0083712 -0.038693 -0.032673 67.522 67.522 1.26E-05 46.14 8791800

50922 VQFTEFIQK Unmodified _VQFTEFIQK_ B6SIM7_MAIZE 2 570.30841 1138.6023 0.0038072 0.26532 0.27169 76.465 76.465 3.32E-02 35.78 6532200

50923 VQFTEFIQK Unmodified _VQFTEFIQK_ B6SIM7_MAIZE 2 570.30841 1138.6023 0.037438 0.61302 0.65285 77.898 77.898 3.39E-01 20.23 658290

50924 VQGDDDVTIK Unmodified _VQGDDDVTIK_ B4FR97_MAIZE 2 545.27476 1088.535 -0.0033325 0.27845 0.29198 43.23 43.23 1.45E-01 18.87 285610

50925 VQGIIGPCTSLEK Unmodified _VQGIIGPCTSLEK_ B4F918_MAIZE 2 701.37395 1400.7333 0.55361 -1.9666 -1.4062 64.695 64.695 4.68E-05 31.93 1492100

50926 VQGIIGPCTSLEK Unmodified _VQGIIGPCTSLEK_ B4F918_MAIZE 2 701.37395 1400.7333 0.63491 -0.48473 0.15505 65.268 65.268 4.68E-05 38.36 401640

50927 VQGIIGPCTSLEK Unmodified _VQGIIGPCTSLEK_ B4F918_MAIZE 2 701.37395 1400.7333 0.64622 -0.63951 0.01224 65.706 65.706 9.54E-02 23.19 385180

50928 VQIANFLCPGNYAVSGGVK Unmodified _VQIANFLCPGNYAVSGGVK_ B6TNM0_MAIZE 2 997.51184 1993.0091 1.2361 -0.25082 0.99199 99.858 99.858 5.89E-20 69.3 406020

50929 VQILLANEIR Unmodified _VQILLANEIR_ B4G1K3_MAIZE 2 584.85606 1167.6976 0.090831 0.36895 0.43151 77.026 77.026 1.84E-04 50.14 2876200

50930 VQILTLYVLETLSK Unmodified _VQILTLYVLETLSK_ B6SY37_MAIZE 2 810.48456 1618.9546 1.068 0.21439 1.2714 123.84 123.84 2.00E-19 73.22 226810

50931 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.97225 -0.39166 0.59167 83.922 83.922 6.53E-30 98.64 11129000
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50932 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 1.0082 0.54359 1.5633 85.572 85.572 6.37E-03 54.24 22521

50933 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.98637 -0.31142 0.68624 84.366 84.366 6.53E-30 86.78 5547900

50934 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.9384 -0.51016 0.44051 84.434 84.434 1.02E-23 85.55 9818000

50935 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.94384 -0.38997 0.56515 84.15 84.15 6.53E-30 85.4 7502300

50936 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.90287 -0.93862 -0.023855 84.746 84.746 6.53E-30 91.02 66537000

50937 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 3 547.3053 1638.8941 0.047673 -0.14235 -0.083078 84.717 84.717 1.00E+00 2.56 1609300

50938 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.97943 -0.39223 0.59911 84.442 84.442 1.02E-23 85.66 5563200

50939 VQIVGDDLLVTNPTR Unmodified _VQIVGDDLLVTNPTR_ ENO1_MAIZE 2 820.45432 1638.8941 0.93205 -0.19264 0.75088 84.165 84.165 1.02E-23 58.73 1708300

50940 VQLGNITVDMVLGGMR 2 Oxidation (M) _VQLGNITVDM(ox)VLGGM(ox)R_ B4FIC0_MAIZE 2 867.94749 1733.8804 1.116 -0.48196 0.64614 92.83 92.83 2.47E-08 34.53 825290

50941 VQLGNITVDMVLGGMR Oxidation (M) _VQLGNITVDMVLGGM(ox)R_ B4FIC0_MAIZE 2 859.95003 1717.8855 1.1073 0.27071 1.3874 104.74 104.74 1.09E-40 81.89 606670

50942 VQLHVGDAVEFLR Unmodified _VQLHVGDAVEFLR_ B6TA19_MAIZE 3 494.9403 1481.7991 -0.15214 -0.21994 -0.36491 85.272 85.272 3.08E-01 29.13 124960

50943 VQLHVGDAVEFLR Unmodified _VQLHVGDAVEFLR_ B6TA19_MAIZE 3 494.9403 1481.7991 -0.058805 -0.018843 -0.071658 85.461 85.461 4.23E-03 44.24 986560

50944 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.62725 -0.21471 0.40532 90.775 90.775 3.47E-07 46.34 9112600

50945 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 2 1054.5548 2107.095 1.1547 -0.13736 1.0102 90.781 90.781 8.00E-45 91.09 1046000

50946 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.63655 -0.028105 0.60058 91.465 91.465 1.87E-13 47.87 3961600

50947 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 2 1054.5548 2107.095 1.0639 -1.599 -0.5412 91.556 91.556 8.00E-45 74.76 340740

50948 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.61466 -0.23289 0.37426 91.541 91.541 2.73E-05 31.31 5362600

50949 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 2 1054.5548 2107.095 1.1793 -0.096208 1.0763 91.539 91.539 8.00E-45 84.02 364200

50950 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.62652 -0.17539 0.44375 91.378 91.378 1.22E-09 39.66 5049400

50951 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 2 1054.5548 2107.095 1.154 -0.45302 0.69416 91.372 91.372 8.00E-45 89.51 405150

50952 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.57924 -0.19443 0.378 91.489 91.489 1.51E-39 51.2 24774000

50953 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 2 1054.5548 2107.095 1.1451 -0.26846 0.86947 91.486 91.486 5.25E-26 65.3 2358800

50954 VQLLEIAQVPDEHVNEFK Unmodified _VQLLEIAQVPDEHVNEFK_ B4FAD9_MAIZE 3 703.37227 2107.095 0.65773 -0.4679 0.18324 91.121 91.121 1.02E-03 36.09 928560

50955 VQLQMLGTAK Oxidation (M) _VQLQM(ox)LGTAK_ B4FMM3_MAIZE 2 552.80772 1103.6009 0.055221 0.61194 0.66203 51.655 51.655 4.40E-02 20.61 942360

50956 VQLQMLGTAK Oxidation (M) _VQLQM(ox)LGTAK_ B4FMM3_MAIZE 2 552.80772 1103.6009 0.076699 0.073702 0.1459 52.149 52.149 1.22E-01 25.87 759760

50957 VQLQMLGTAK Unmodified _VQLQMLGTAK_ B4FMM3_MAIZE 2 544.81026 1087.606 -0.022532 0.25497 0.22319 64.05 64.05 1.62E-03 55.17 730210

50958 VQLQMLGTAK Unmodified _VQLQMLGTAK_ B4FMM3_MAIZE 2 544.81026 1087.606 0.054646 0.86465 0.91028 64.029 64.029 4.40E-02 31.24 1145500

50959 VQLTETEIR Unmodified _VQLTETEIR_ B4FLQ3_MAIZE 2 544.80095 1087.5873 0.034148 -0.094006 -0.071008 51.098 51.098 3.32E-02 40.32 551630

50960 VQMQNFVR Unmodified _VQMQNFVR_ B4G0V8_MAIZE 2 511.26602 1020.5175 -0.11147 0.25452 0.14518 59.491 59.491 3.77E-01 17.42 274940

50961 VQNAQDLTR Unmodified _VQNAQDLTR_ B4FUA0_MAIZE 2 522.77526 1043.536 -0.023035 -0.39966 -0.42795 35.614 35.614 1.12E-01 37.21 405350

50962 VQPDLLVVGSR Unmodified _VQPDLLVVGSR_ B6TGD5_MAIZE 2 591.84569 1181.6768 0.19439 0.22905 0.433 72.933 72.933 3.83E-01 8.91 217640

50963 VQPSIVHR Unmodified _VQPSIVHR_ B6TCJ3_MAIZE 3 312.51889 934.53485 1.461 -0.32674 1.1348 34.569 34.569 2.47E-01 30.5 130920

50964 VQQDIPGPGVK Unmodified _VQQDIPGPGVK_ B4F8X3_MAIZE 2 569.31676 1136.619 0.17625 0.54859 0.73705 45.953 45.953 4.96E-02 18.76 2367200

50965 VQQDIPGPGVK Unmodified _VQQDIPGPGVK_ B4F8X3_MAIZE 2 569.31676 1136.619 0.086287 0.40753 0.5067 45.557 45.557 4.48E-03 40.16 798510
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50966 VQQDIPGPGVK Unmodified _VQQDIPGPGVK_ B4F8X3_MAIZE 2 569.31676 1136.619 0.14544 0.50861 0.66638 48.144 48.144 1.67E-02 24.72 920400

50967 VQQDIPGPGVK Unmodified _VQQDIPGPGVK_ B4F8X3_MAIZE 2 569.31676 1136.619 0.095191 0.11226 0.22042 48.246 48.246 4.96E-02 33.44 1084200

50968 VQQLDVR Unmodified _VQQLDVR_ Q9M584_MAIZE 2 429.24561 856.47667 0.0828 0.23098 0.316 41.311 41.311 8.04E-02 26.1 600480

50969 VQQLDVR Unmodified _VQQLDVR_ Q9M584_MAIZE 2 429.24561 856.47667 0.12073 -0.052665 0.070628 38.45 38.45 8.04E-02 36.62 1872700

50970 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.68526 -0.18847 0.50211 98.311 98.311 7.61E-14 66.61 12507000

50971 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.78 0.67821 1.4631 102.39 102.39 1.60E-02 18.84 11734

50972 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.70634 -0.18919 0.52179 99.033 99.033 9.64E-17 69.39 7929700

50973 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.67104 -0.25608 0.4208 99.076 99.076 7.61E-14 76.7 15006000

50974 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.62919 -0.11782 0.51646 98.96 98.96 2.05E-12 70.61 15990000

50975 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.58698 -0.41766 0.17501 98.555 98.555 2.05E-12 76.7 30640000

50976 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.72016 0.25449 0.97952 99.045 99.045 7.61E-14 58.26 2590500

50977 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.6948 0.54009 1.2396 98.693 98.693 2.62E-07 73.66 2213300

50978 VQQLLQDFFNGK Unmodified _VQQLLQDFFNGK_ B4FRL9_MAIZE 2 718.88026 1435.746 0.71569 -1.0548 -0.33195 100.18 100.18 2.00E-01 38.5 79758

50979 VQQLLR Unmodified _VQQLLR_ B4FW90_MAIZE 2 378.73996 755.46537 0.50832 0.22087 0.71571 38.653 38.653 2.64E-01 39.99 779150

50980 VQQLLR Unmodified _VQQLLR_ B4FW90_MAIZE 2 378.73996 755.46537 0.56916 -0.19151 0.36337 40.499 40.499 2.64E-01 42.99 3142600

50981 VQQLLR Unmodified _VQQLLR_ B4FW90_MAIZE 2 378.73996 755.46537 0.43804 -0.60056 -0.17448 40.958 40.958 5.26E-01 38 10647000

50982 VQQLLR Unmodified _VQQLLR_ B4FW90_MAIZE 2 378.73996 755.46537 0.66386 -0.0851 0.56505 40.848 40.848 9.46E-01 29.34 402450

50983 VQQQGVVGDR Unmodified _VQQQGVVGDR_ Q5GAV6_MAIZE 2 543.28854 1084.5625 0.04958 1.8734 1.9422 42.515 42.515 4.40E-02 9.62 2483500

50984 VQQQGVVGDR Unmodified _VQQQGVVGDR_ Q5GAV6_MAIZE 2 543.28854 1084.5625 -0.031241 -0.35522 -0.36229 41.897 41.897 3.43E-01 9.9 850200

50985 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 2 1023.5344 2045.0542 1.2454 0.22617 1.4865 102.65 102.65 1.22E-73 129.21 716430

50986 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 2 1023.5344 2045.0542 1.2087 0.093432 1.3169 103.19 103.19 6.57E-12 100.52 270910

50987 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 2 1023.5344 2045.0542 1.2235 0.71408 1.9521 103.35 103.35 2.77E-53 84.88 351210

50988 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 2 1023.5344 2045.0542 1.1743 0.010276 1.1997 103.23 103.23 2.30E-93 133.95 402470

50989 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 2 1023.5344 2045.0542 1.185 -0.079377 1.1203 102.94 102.94 5.05E-106 136.24 4930400

50990 VQQVDTTGAGDAFVGALLQR Unmodified _VQQVDTTGAGDAFVGALLQR_ B4FBJ5_MAIZE 3 682.692 2045.0542 0.59004 0.24433 0.8489 103.07 103.07 1.00E+00 3.78 2124100

50991 VQQVDTTGAGDAFVGALLR Unmodified _VQQVDTTGAGDAFVGALLR_ B6U666_MAIZE 2 959.50507 1916.9956 1.1562 -0.18024 0.99173 102.45 102.45 3.49E-83 115.5 460870

50992 VQSEEAWDLFTDQASNEGR Unmodified _VQSEEAWDLFTDQASNEGR_ B6STD1_MAIZE 2 1091.4878 2180.9611 1.1933 0.25867 1.4467 97.385 97.385 5.48E-24 81.22 145840

50993 VQSLLQDIKK Unmodified _VQSLLQDIKK_ B2Y0K4_MAIZE 3 391.23968 1170.6972 0.53162 0.1471 0.66333 57.555 57.555 1.25E-01 24.02 1078100

50994 VQTLLANEIR Unmodified _VQTLLANEIR_ B4FGY0_MAIZE 2 578.83786 1155.6612 0.12191 0.13409 0.23467 65.903 65.903 1.25E-02 24.63 819510

50995 VQTLLANEIR Unmodified _VQTLLANEIR_ B4FGY0_MAIZE 2 578.83786 1155.6612 0.045763 -0.10705 -0.082397 64.739 64.739 4.40E-02 51.94 5243800

50996 VQTQCYEDAK Unmodified _VQTQCYEDAK_ B4FI21_MAIZE 2 621.27697 1240.5394 0.41797 0.77631 1.1937 34.943 34.943 3.43E-01 18.58 45789

50997 VQTQPGFAR Unmodified _VQTQPGFAR_ B4FTJ6_MAIZE 2 502.26962 1002.5247 -0.013886 0.075913 0.07075 39.241 39.241 1.12E-01 14.84 2722500

50998 VQTQPGFAR Unmodified _VQTQPGFAR_ B4FTJ6_MAIZE 2 502.26962 1002.5247 -0.26647 -0.92013 -1.1756 38.591 38.591 1.12E-01 17.47 350730

50999 VQTQPGFAR Unmodified _VQTQPGFAR_ B4FTJ6_MAIZE 2 502.26962 1002.5247 -0.083082 -2.9294 -2.9974 41.422 41.422 1.12E-01 15.31 143660



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

51000 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 0.0099921 0.24737 0.26231 30.463 30.463 1.00E+00 25.87 25713

51001 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 0.12071 0.036728 0.1613 33.83 33.83 3.43E-01 23.51 129220

51002 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 0.1952 0.60705 0.80547 32.941 32.941 1.45E-01 52.13 124970

51003 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 0.14959 0.074929 0.22962 33.918 33.918 1.00E+00 12.79 91818

51004 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 -0.005381 -0.16321 -0.16293 31.881 31.881 1.62E-03 62.75 1552400

51005 VQTSADEVTR Unmodified _VQTSADEVTR_ Q5K097_MAIZE 2 553.27783 1104.5411 0.025527 -0.047482 -0.016844 35.083 35.083 1.45E-01 32.12 85416

51006 VQVLTGDEGEIR Unmodified _VQVLTGDEGEIR_ B4FSW5_MAIZE 2 658.34625 1314.6779 0.52546 -0.45665 0.072388 60.452 60.452 1.60E-02 46.86 637940

51007 VQVLTGDEGEIR Unmodified _VQVLTGDEGEIR_ B4FSW5_MAIZE 2 658.34625 1314.6779 0.43341 -0.022166 0.41366 60.858 60.858 2.62E-07 82.85 4226000

51008 VQVMADAR Oxidation (M) _VQVM(ox)ADAR_ B6SHH4_MAIZE 2 453.2291 904.44365 0.057752 -0.29627 -0.24081 28.497 28.497 3.77E-01 15.3 26299

51009 VQVMADAR Oxidation (M) _VQVM(ox)ADAR_ B6SHH4_MAIZE 2 453.2291 904.44365 0.12188 -0.24019 -0.12029 27.823 27.823 5.51E-01 15.04 23071

51010 VQVMADAR Oxidation (M) _VQVM(ox)ADAR_ B6SHH4_MAIZE 2 453.2291 904.44365 0.03272 -0.11658 -0.086885 28.221 28.221 1.33E-01 24.85 151880

51011 VQVPDESAK Unmodified _VQVPDESAK_ B6SLS0_MAIZE 2 486.75346 971.49238 0.043516 0.28109 0.31788 37.588 37.588 1.00E+00 12.51 480200

51012 VQVPDESAK Unmodified _VQVPDESAK_ B6SLS0_MAIZE 2 486.75346 971.49238 -0.013476 -2.1006 -2.1141 39.668 39.668 1.00E+00 19.89 365600

51013 VQVPDESAK Unmodified _VQVPDESAK_ B6SLS0_MAIZE 2 486.75346 971.49238 -0.055086 0.10837 0.048237 39.546 39.546 3.39E-01 17.74 697380

51014 VQVVGPDGR Unmodified _VQVVGPDGR_ B6TFX9_MAIZE 2 463.75634 925.49813 -0.10762 0.27321 0.19123 40.825 40.825 3.32E-02 32.81 791640

51015 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.052673 -0.49794 -0.5207 48.457 48.457 1.25E-02 37.24 5517400

51016 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.11016 0.04042 -0.039716 48.846 48.846 1.45E-01 30.65 36654

51017 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.12021 -0.47309 -0.56371 48.272 48.272 4.40E-02 29.25 1330600

51018 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.030573 -0.65124 -0.65073 50.65 50.65 4.40E-02 45.98 1302000

51019 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.0048279 -0.42924 -0.40483 49.887 49.887 1.25E-02 34.67 1213700

51020 VQVVGPDGVR Unmodified _VQVVGPDGVR_ B6THG1_MAIZE 2 513.29055 1024.5665 -0.12232 -0.38503 -0.47812 51.366 51.366 1.25E-02 39.73 5167400

51021 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.1732 -0.28417 -0.13141 42.31 42.31 4.49E-02 32.07 9545400

51022 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.062343 -0.003836 0.038206 41.903 41.903 1.00E+00 9.23 1171300

51023 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.18265 -0.066118 0.094553 44.541 44.541 1.86E-01 38.17 1103400

51024 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.17 -0.20634 -0.05769 43.852 43.852 8.04E-02 48.21 1107200

51025 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.086787 0.1454 0.21066 44.626 44.626 8.04E-02 39.38 1482500

51026 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.21599 -0.23444 -0.039683 44.315 44.315 1.00E+00 17.89 933400

51027 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.1774 0.25135 0.40671 45.092 45.092 7.83E-01 17.85 439980

51028 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 0.15436 -0.12185 0.01166 42.584 42.584 4.49E-02 39.23 4144000

51029 VQYALSR Unmodified _VQYALSR_ B6SZS2_MAIZE 2 418.73488 835.4552 -0.056182 0.85452 0.77677 45.854 45.854 1.86E-01 32.87 257000

51030 VRDEEGYPAFALVNK Unmodified _VRDEEGYPAFALVNK_ B4FUK7_MAIZE 3 569.96154 1706.8628 0.046117 0.11022 0.14227 73.59 73.59 1.14E-02 23.02 7545500

51031 VRDEEGYPAFALVNK Unmodified _VRDEEGYPAFALVNK_ B4FUK7_MAIZE 2 854.43867 1706.8628 1.0741 0.24555 1.3052 73.608 73.608 2.37E-16 53.53 1518100

51032 VRDWLR Unmodified _VRDWLR_ B6THM9_MAIZE 2 422.74304 843.47152 -0.020877 -0.081927 -0.11349 49.016 49.016 5.26E-01 27.34 228850

51033 VREPETEISQDGR Unmodified _VREPETEISQDGR_ B6U8G5_MAIZE 3 505.91811 1514.7325 -0.027696 -0.43834 -0.4754 41.958 41.958 2.66E-01 22.99 1021000
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51034 VREPETEISQDGR Unmodified _VREPETEISQDGR_ B6U8G5_MAIZE 2 758.37353 1514.7325 0.90072 0.15319 1.0422 41.962 41.962 2.61E-08 39.24 294780

51035 VREPSPAYAWVK Unmodified _VREPSPAYAWVK_ B6THV4_MAIZE 3 468.2541 1401.7405 -0.16624 -0.13425 -0.31638 62.811 62.811 2.46E-02 21.16 63396

51036 VRGDSIGGVVTCIAR Unmodified _VRGDSIGGVVTCIAR_ B4FLA2_MAIZE 3 520.61559 1558.825 0.0056029 -0.051148 -0.028377 67.094 67.094 4.82E-01 15.05 1173500

51037 VRPAVPSETAAA Unmodified _VRPAVPSETAAA_ Q9FYS5_MAIZE 2 584.81967 1167.6248 0.15894 -0.12075 0.024827 47.311 47.311 7.72E-03 40.2 657100

51038 VRPAVPSETAAA Unmodified _VRPAVPSETAAA_ Q9FYS5_MAIZE 2 584.81967 1167.6248 0.092178 0.15315 0.23211 44.588 44.588 7.72E-03 45.35 3473800

51039 VRPSAAEVAR Unmodified _VRPSAAEVAR_ B6U821_MAIZE 3 352.53672 1054.5883 1.1519 -0.25099 0.87769 29.102 29.102 9.79E-02 25.45 137300

51040 VRPSAAEVAR Unmodified _VRPSAAEVAR_ B6U821_MAIZE 2 528.30145 1054.5883 0.064235 0.097965 0.1395 29.11 29.11 3.43E-01 18.33 65732

51041 VRVELPDAYPYK Unmodified _VRVELPDAYPYK_ B4FFL4_MAIZE 3 483.9294 1448.7664 -0.050833 -0.16573 -0.23259 69.793 69.793 9.42E-03 24.44 681580

51042 VRVELPDAYPYK Unmodified _VRVELPDAYPYK_ B4FFL4_MAIZE 3 483.9294 1448.7664 -0.20656 -0.002894 -0.22589 71.652 71.652 2.46E-02 32.12 1504800

51043 VRVELPDAYPYK Unmodified _VRVELPDAYPYK_ B4FFL4_MAIZE 2 725.39046 1448.7664 0.70662 -0.32248 0.36832 71.655 71.655 1.68E-09 49.51 342680

51044 VRYDTLR Unmodified _VRYDTLR_ B6TRG3_MAIZE 3 308.17501 921.50321 1.2098 -0.5323 0.66529 36.607 36.607 2.58E-01 21.5 196390

51045 VSAANSRPPNPQ Unmodified _VSAANSRPPNPQ_ Q8S4W9_MAIZE 2 619.31783 1236.6211 0.37236 -0.29529 0.06072 32.516 32.516 1.98E-03 45.9 432920

51046 VSAANSRPPNPQ Unmodified _VSAANSRPPNPQ_ Q8S4W9_MAIZE 2 619.31783 1236.6211 0.30983 -0.074691 0.21895 31.038 31.038 1.60E-02 32.95 97169

51047 VSAANSRPPNPQ Unmodified _VSAANSRPPNPQ_ Q8S4W9_MAIZE 2 619.31783 1236.6211 0.38177 -0.29689 0.069273 34.073 34.073 2.62E-07 50.25 128500

51048 VSAANSRPPNPQ Unmodified _VSAANSRPPNPQ_ Q8S4W9_MAIZE 2 619.31783 1236.6211 0.40472 -0.009244 0.3792 33.982 33.982 1.11E-04 56.95 137820

51049 VSAATGYIDYEK Unmodified _VSAATGYIDYEK_ B4FBF4_MAIZE 2 658.82207 1315.6296 0.48672 0.006508 0.47915 59.061 59.061 1.60E-02 20.12 23245

51050 VSAATGYIDYEK Unmodified _VSAATGYIDYEK_ B4FBF4_MAIZE 2 658.82207 1315.6296 0.5767 0.90257 1.4623 58.419 58.419 2.05E-12 82.76 544240

51051 VSAATGYIDYEK Unmodified _VSAATGYIDYEK_ B4FBF4_MAIZE 2 658.82207 1315.6296 0.48439 0.004352 0.47428 60.022 60.022 1.68E-09 86.02 5037000

51052 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.27442 0.1019 0.35251 70.603 70.603 1.21E-01 23 1947800

51053 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.22173 -0.035 0.16294 71.249 71.249 4.32E-02 20.28 898370

51054 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.27223 0.075142 0.32346 71.928 71.928 1.21E-01 16.39 1758200

51055 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.28791 0.061796 0.32555 71.509 71.509 1.21E-01 26.29 1373000

51056 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.28833 -0.024101 0.23994 71.502 71.502 2.89E-01 17.9 616980

51057 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.23145 -0.050776 0.15776 71.897 71.897 2.89E-01 14.91 10448000

51058 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 2 908.45418 1814.8938 1.1416 -0.048572 1.0695 71.899 71.899 1.42E-33 89.6 1422900

51059 VSAATGYIDYEKLEEK Unmodified _VSAATGYIDYEKLEEK_ B4FBF4_MAIZE 3 605.97188 1814.8938 0.20895 -0.22763 -0.042194 71.279 71.279 1.00E+00 0.59 583320

51060 VSADSTTVLADAVIVATGAVAR Unmodified _VSADSTTVLADAVIVATGAVAR_ B6TLA2_MAIZE 3 696.38294 2086.127 0.70699 0.32447 1.0377 122.7 122.7 6.16E-02 45.23 496770

51061 VSADSTTVLADAVIVATGAVAR Unmodified _VSADSTTVLADAVIVATGAVAR_ B6TLA2_MAIZE 3 696.38294 2086.127 0.61722 8.44E-05 0.62384 123.12 123.12 1.00E+00 0.49 353710

51062 VSADSTTVLADAVIVATGAVAR Unmodified _VSADSTTVLADAVIVATGAVAR_ B6TLA2_MAIZE 3 696.38294 2086.127 0.68613 -0.11683 0.57655 123.4 123.4 1.96E-02 49.56 384690

51063 VSADSTTVLADAVIVATGAVAR Unmodified _VSADSTTVLADAVIVATGAVAR_ B6TLA2_MAIZE 3 696.38294 2086.127 0.62509 -0.074177 0.55879 123.24 123.24 1.68E-01 21.93 2333200

51064 VSAEAVER Unmodified _VSAEAVER_ B4FQ58_MAIZE 2 430.72725 859.43995 0.156 -0.91561 -0.78128 32.911 32.911 3.77E-01 24.43 64643

51065 VSAILSWENTK Unmodified _VSAILSWENTK_ B4G1B0_MAIZE 2 624.33515 1246.6558 0.22285 -0.20939 -0.0043283 74.398 74.398 3.57E-04 43.17 2535700

51066 VSAILSWENTK Unmodified _VSAILSWENTK_ B4G1B0_MAIZE 2 624.33515 1246.6558 0.32343 0.5613 0.86663 76.019 76.019 3.83E-01 22.88 296840

51067 VSALQQR Unmodified _VSALQQR_ B4FLP7_MAIZE 2 401.2325 800.45045 0.45966 -0.33066 0.11326 27.888 27.888 4.46E-01 31.1 24879



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

51068 VSAPEALVDAGHPR Unmodified _VSAPEALVDAGHPR_ B4FN73_MAIZE 2 709.87296 1417.7314 0.67007 -0.19125 0.47304 59.938 59.938 3.56E-04 82.09 1051600

51069 VSAPEALVDAGHPR Unmodified _VSAPEALVDAGHPR_ B4FN73_MAIZE 3 473.5844 1417.7314 -0.14493 -0.10731 -0.25907 59.946 59.946 1.77E-06 52 7348400

51070 VSAQYHPIN Unmodified _VSAQYHPIN_ B6TDW9_MAIZE 2 514.76162 1027.5087 0.067785 -0.21807 -0.1632 41.295 41.295 9.73E-03 40.31 700780

51071 VSAYCATWDADKPLSWR Unmodified _VSAYCATWDADKPLSWR_ B6SH12_MAIZE 3 675.98776 2024.9414 0.47534 -0.12696 0.34673 86.502 86.502 5.28E-02 28.49 258730

51072 VSAYCATWDADKPLSWR Unmodified _VSAYCATWDADKPLSWR_ B6SH12_MAIZE 3 675.98776 2024.9414 0.54327 -0.31235 0.22958 84.934 84.934 5.98E-03 55.31 655800

51073 VSCADITTLATR Unmodified _VSCADITTLATR_ B4FH68_MAIZE 2 654.33482 1306.6551 0.45613 -0.068758 0.39494 68.73 68.73 6.74E-02 17.32 1184300

51074 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.32681 0.063406 0.39405 75.273 75.273 5.66E-08 70.82 3059300

51075 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.32381 0.14983 0.47824 75.643 75.643 5.66E-08 75.88 1331700

51076 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.34953 0.10676 0.46006 76.407 76.407 3.60E-06 62.05 1898400

51077 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.36609 0.001322 0.372 76.022 76.022 5.66E-08 75 2044700

51078 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.3366 0.11772 0.45863 75.917 75.917 3.57E-04 54.82 1408200

51079 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.46189 0.10115 0.56703 76.377 76.377 3.57E-04 51.95 1000800

51080 VSDDEVAFLTR Unmodified _VSDDEVAFLTR_ SCRK2_MAIZE 2 626.31442 1250.6143 0.26419 0.082569 0.35153 76.273 76.273 5.66E-08 79.74 27327000

51081 VSDDFINPTAPANISTSSHSK Unmodified _VSDDFINPTAPANISTSSHSK_ B6SY37_MAIZE 3 730.02207 2187.0444 0.87867 0.063892 0.94143 67.899 67.899 2.06E-04 38.71 260820

51082 VSDDFINPTAPANISTSSHSK Unmodified _VSDDFINPTAPANISTSSHSK_ B6SY37_MAIZE 3 730.02207 2187.0444 0.83312 -0.007841 0.82354 67.964 67.964 3.35E-08 50.49 455300

51083 VSDDFINPTAPSFSAPSRPTNEEPARPSVK Unmodified _VSDDFINPTAPSFSAPSRPTNEEPARPSVK_ B6SY37_MAIZE 4 804.15073 3212.5738 0.99225 -0.81107 0.17815 73.506 73.506 5.53E-02 27.62 518790

51084 VSDDMVLAAAEALAEQVTPEHIEK Oxidation (M) _VSDDM(ox)VLAAAEALAEQVTPEHIEK_ O50015_MAIZE 3 861.42666 2581.2581 1.0894 0.16879 1.2456 120.32 120.32 4.64E-07 36.73 127710

51085 VSDDMVLAAAEALAEQVTPEHIEK Oxidation (M) _VSDDM(ox)VLAAAEALAEQVTPEHIEK_ O50015_MAIZE 3 861.42666 2581.2581 1.1682 -0.004018 1.1525 121.41 121.41 1.16E-07 30.06 241380

51086 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.1794 -0.11093 1.0677 84.536 84.536 1.12E-07 43.04 350560

51087 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.0965 0.12316 1.2185 84.983 84.983 1.60E-05 41.74 210580

51088 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.1488 0.23592 1.3831 85.396 85.396 1.02E-23 56.61 367440

51089 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.0972 0.1816 1.2778 85.085 85.085 1.12E-07 50.6 245780

51090 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.2617 0.74601 2.0057 84.818 84.818 6.53E-30 56.93 314800

51091 VSDELFQEQNYTTFK Unmodified _VSDELFQEQNYTTFK_ AMYB_MAIZE 2 924.93616 1847.8578 1.1442 0.15179 1.2953 85.347 85.347 6.53E-30 91.93 1757700

51092 VSDGRPSYLVVNADESEPGTCK Unmodified _VSDGRPSYLVVNADESEPGTCK_ B4FQ98_MAIZE 3 794.04103 2379.1012 0.98033 1.0194 2.0019 63.853 63.853 5.95E-05 51.58 880290

51093 VSDKDLECVLSVICSLVTK Unmodified _VSDKDLECVLSVICSLVTK_ B6T6B3_MAIZE 3 722.37792 2164.1119 0.82904 -0.062885 0.77599 131.75 131.75 5.40E-02 35.87 2554100

51094 VSDLLSSLR Unmodified _VSDLLSSLR_ B6TQD0_MAIZE 2 495.28493 988.55531 -0.071866 -0.1347 -0.21812 75.509 75.509 3.21E-03 64.73 456340

51095 VSDLLSSLR Unmodified _VSDLLSSLR_ B6TQD0_MAIZE 2 495.28493 988.55531 -0.15175 -0.003208 -0.16739 77.091 77.091 1.01E-02 54.57 209260

51096 VSDNLQR Unmodified _VSDNLQR_ B4FMX0_MAIZE 2 416.21959 830.42463 0.058166 0.49091 0.53744 29.66 29.66 4.46E-01 46.87 73327

51097 VSDPLEEGCR Unmodified _VSDPLEEGCR_ Q53CF4_MAIZE 2 581.26387 1160.5132 0.18208 0.43021 0.61243 51.629 51.629 1.62E-03 61.32 1442700

51098 VSDQVPFLADLKPSGK Unmodified _VSDQVPFLADLKPSGK_ B4FWX5_MAIZE 3 567.64544 1699.9145 0.11394 0.19969 0.31453 85.995 85.995 7.42E-06 43.18 1336800

51099 VSDQVPFLADLKPSGK Unmodified _VSDQVPFLADLKPSGK_ B4FWX5_MAIZE 3 567.64544 1699.9145 0.10668 0.91629 1.0223 86.569 86.569 6.54E-03 31.41 2067100

51100 VSDVVLGK Unmodified _VSDVVLGK_ B4FI08_MAIZE 2 408.74491 815.47527 0.27962 0.12819 0.42105 44.898 44.898 3.77E-01 19.28 1357500

51101 VSEDDKLVEYDALLVDR Unmodified _VSEDDKLVEYDALLVDR_ Q9SAZ6_MAIZE 3 660.33711 1977.9895 0.5087 0.1227 0.62449 92.248 92.248 9.23E-01 4.99 26586
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51102 VSEDDKLVEYDALLVDR Unmodified _VSEDDKLVEYDALLVDR_ Q9SAZ6_MAIZE 3 660.33711 1977.9895 0.46047 -0.001648 0.4515 89.69 89.69 4.33E-01 21.24 949570

51103 VSEDDKLVEYDALLVDR Unmodified _VSEDDKLVEYDALLVDR_ Q9SAZ6_MAIZE 3 660.33711 1977.9895 0.52964 0.040009 0.56172 89.971 89.971 4.34E-02 25.71 595410

51104 VSEDDKLVEYDALLVDR Unmodified _VSEDDKLVEYDALLVDR_ Q9SAZ6_MAIZE 3 660.33711 1977.9895 0.44517 -0.22251 0.21608 91.002 91.002 4.34E-02 20.77 282830

51105 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 0.070082 -0.22072 -0.16501 28.43 28.43 1.00E+00 19.61 78866

51106 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 2 716.29388 1430.5732 0.86663 -0.28154 0.57086 28.434 28.434 2.00E-01 29.54 16223

51107 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 -0.14802 -0.26791 -0.43092 26.676 26.676 1.00E+00 0.81 10692

51108 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 0.031402 -0.16631 -0.1505 29.631 29.631 2.46E-02 19.03 66917

51109 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 2 716.29388 1430.5732 0.83436 0.19578 1.0149 29.633 29.633 6.74E-02 37.32 12958

51110 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 0.040635 -0.2759 -0.25057 28.798 28.798 1.00E+00 9.11 66298

51111 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 2 716.29388 1430.5732 0.85671 0.12045 0.96213 28.792 28.792 1.60E-02 21.58 12293

51112 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 0.071749 -0.21714 -0.16039 29.504 29.504 4.50E-01 21.69 45497

51113 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 0.11186 -0.58231 -0.48426 29.727 29.727 1.00E+00 7.63 22082

51114 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 -0.078055 -0.40544 -0.49828 30.288 30.288 1.13E-05 33.28 261040

51115 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 2 716.29388 1430.5732 0.74225 -0.17547 0.55164 30.287 30.287 1.98E-03 49.05 60879

51116 VSEEEAHACEDR Unmodified _VSEEEAHACEDR_ B4FGK8_MAIZE 3 477.86502 1430.5732 -0.11979 0.1533 0.01797 30.781 30.781 2.11E-01 26.39 26859

51117 VSELTNTAVGAELTHSFSTNENTLTFGGQHALDPLTVLK Unmodified _VSELTNTAVGAELTHSFSTNENTLTFGGQHALDPLTVLK_ B4FT85_MAIZE 4 1029.0248 4112.0702 1.2184 -0.61094 0.61215 115.98 115.98 7.01E-01 3.08 655130

51118 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.39088 -0.8048 -0.40888 64.045 64.045 9.71E-04 75.94 1158100

51119 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.22167 0.11031 0.33421 65.277 65.277 1.25E-02 81.11 94155

51120 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.2826 -0.55919 -0.27215 64.602 64.602 1.75E-03 58.22 1096100

51121 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.31165 -0.38148 -0.066993 65.864 65.864 1.62E-03 75.9 2246900

51122 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.3356 -0.4668 -0.12842 65.264 65.264 1.03E-05 81.53 2245100

51123 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.28742 -0.080921 0.21071 65.565 65.565 4.31E-05 58.74 2089500

51124 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.26355 -0.32839 -0.06127 65.796 65.796 4.31E-05 81.4 15088000

51125 VSEQFTAMFR Oxidation (M) _VSEQFTAM(ox)FR_ TBB5_MAIZE B4 2 616.29243 1230.5703 0.28515 -0.66157 -0.37329 64.599 64.599 1.22E-01 41.71 442910

51126 VSEQFTAMFR Unmodified _VSEQFTAMFR_ TBB5_MAIZE B4 2 608.29497 1214.5754 0.31167 1.1122 1.4218 79.734 79.734 1.62E-03 47.54 392220

51127 VSEQFTAMFR Unmodified _VSEQFTAMFR_ TBB5_MAIZE B4 2 608.29497 1214.5754 0.34082 1.4012 1.7401 80.255 80.255 1.62E-03 81.17 525060

51128 VSEQFTAMFR Unmodified _VSEQFTAMFR_ TBB5_MAIZE B4 2 608.29497 1214.5754 0.34474 0.33421 0.67892 79.865 79.865 1.25E-02 77.77 445720

51129 VSEQFTAMFR Unmodified _VSEQFTAMFR_ TBB5_MAIZE B4 2 608.29497 1214.5754 0.42379 0.79566 1.2188 79.657 79.657 1.25E-02 57.92 395080

51130 VSEQFTAMFR Unmodified _VSEQFTAMFR_ TBB5_MAIZE B4 2 608.29497 1214.5754 0.24762 -0.067839 0.17946 80.047 80.047 1.84E-04 66.17 10705000

51131 VSEVELEFLTGIDSVEDDVVMK Oxidation (M) _VSEVELEFLTGIDSVEDDVVM(ox)K_ B4FBJ5_MAIZE 2 1235.1013 2468.188 1.1968 0.30818 1.5107 125.42 125.42 6.50E-45 89.68 940040

51132 VSEVELEFLTGIDSVEDDVVMK Oxidation (M) _VSEVELEFLTGIDSVEDDVVM(ox)K_ B4FBJ5_MAIZE 3 823.73661 2468.188 1.0324 0.13639 1.1749 125.21 125.21 1.56E-03 29.41 570570

51133 VSFDMPSGR Oxidation (M) _VSFDM(ox)PSGR_ B6TJQ7_MAIZE 2 506.23184 1010.4491 -0.052554 0.35655 0.31401 47.797 47.797 1.06E-02 41.34 339110

51134 VSFDMPSGR Unmodified _VSFDMPSGR_ B6TJQ7_MAIZE 2 498.23438 994.45422 -0.10845 0.10144 0.00052237 62.736 62.736 3.32E-02 34.76 593430

51135 VSFFVDKK Unmodified _VSFFVDKK_ B4FNZ1_MAIZE 3 323.85165 968.53312 1.451 -0.19118 1.2693 52.828 52.828 1.00E+00 15.07 540810
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51136 VSFFVDKK Unmodified _VSFFVDKK_ B4FNZ1_MAIZE 2 485.27384 968.53312 -0.03779 -0.12717 -0.15501 52.776 52.776 5.06E-02 36 528860

51137 VSFVSTPGNVAR Unmodified _VSFVSTPGNVAR_ B4FQW1_MAIZE 2 617.33294 1232.6513 0.32604 0.033308 0.37212 60.302 60.302 1.60E-02 33.67 1455600

51138 VSGDVWFGSGITLK Unmodified _VSGDVWFGSGITLK_ B4FAD9_MAIZE 2 733.38792 1464.7613 0.81451 -0.048221 0.78372 96.264 96.264 7.64E-09 48.92 436490

51139 VSGDVWFGSGITLK Unmodified _VSGDVWFGSGITLK_ B4FAD9_MAIZE 2 733.38792 1464.7613 0.78535 -0.48542 0.31837 97.485 97.485 2.96E-06 45.68 200120

51140 VSGDVWFGSGITLK Unmodified _VSGDVWFGSGITLK_ B4FAD9_MAIZE 2 733.38792 1464.7613 0.7956 -0.16473 0.64926 97.813 97.813 7.68E-22 71.04 293470

51141 VSGDVWFGSGITLK Unmodified _VSGDVWFGSGITLK_ B4FAD9_MAIZE 2 733.38792 1464.7613 0.81083 0.008677 0.83694 97.974 97.974 7.68E-22 92.28 733510

51142 VSGFEEIMGLVDSIVK Oxidation (M) _VSGFEEIM(ox)GLVDSIVK_ B6SHI1_MAIZE 2 869.95022 1737.8859 1.1299 0.22118 1.3539 126.85 126.85 2.50E-11 58.31 424270

51143 VSGFEEIMGLVDSIVK Oxidation (M) _VSGFEEIM(ox)GLVDSIVK_ B6SHI1_MAIZE 2 869.95022 1737.8859 1.0726 0.41942 1.4947 127.28 127.28 1.66E-08 65.15 192740

51144 VSGFEEIMGLVDSIVK Oxidation (M) _VSGFEEIM(ox)GLVDSIVK_ B6SHI1_MAIZE 2 869.95022 1737.8859 1.0937 0.082692 1.1794 127.6 127.6 1.27E-09 62.12 215390

51145 VSGFEEIMGLVDSIVK Unmodified _VSGFEEIMGLVDSIVK_ B6SHI1_MAIZE 2 861.95276 1721.891 1.2189 0.4895 1.7083 130.07 130.07 7.42E-06 35.18 726360

51146 VSGHGLEGASSAEQTLVNALTQAR Unmodified _VSGHGLEGASSAEQTLVNALTQAR_ B6T9P5_MAIZE 3 799.41033 2395.2092 0.93967 0.34828 1.2818 109.03 109.03 6.07E-03 37.95 257740

51147 VSGHGSEGASSAEQTLVNALTQAR Unmodified _VSGHGSEGASSAEQTLVNALTQAR_ B6T570_MAIZE 3 790.72632 2369.1571 0.88617 -0.42979 0.45322 92.882 92.882 1.06E-03 27.78 250970

51148 VSGIPHLVILDAK Unmodified _VSGIPHLVILDAK_ B4FLB0_MAIZE 3 454.60989 1360.8078 -0.12185 0.17641 0.050175 83.025 83.025 1.00E+00 3.72 210170

51149 VSGIPHLVILDAK Unmodified _VSGIPHLVILDAK_ B4FLB0_MAIZE 3 454.60989 1360.8078 0.020023 0.066698 0.081474 83.227 83.227 2.66E-01 7.43 376590

51150 VSGIPHLVILDAK Unmodified _VSGIPHLVILDAK_ B4FLB0_MAIZE 3 454.60989 1360.8078 -0.078673 0.001562 -0.082393 82.699 82.699 2.26E-06 32.93 2007900

51151 VSGIPHLVILDAK Unmodified _VSGIPHLVILDAK_ B4FLB0_MAIZE 2 681.41119 1360.8078 0.61988 0.25803 0.87332 82.7 82.7 9.49E-01 8.71 232550

51152 VSGPVVVADGMGGAAMYELVR Unmodified _VSGPVVVADGMGGAAMYELVR_ B6UH55_MAIZE 2 1039.5241 2077.0336 1.2486 0.45767 1.7118 104.36 104.36 4.46E-39 71.25 187000

51153 VSGPVVVADGMGGAAMYELVR 2 Oxidation (M) _VSGPVVVADGM(ox)GGAAM(ox)YELVR_ B6UH55_MAIZE 2 1055.519 2109.0235 1.1899 -0.25461 0.94543 79.318 79.318 5.54E-84 77.36 284040

51154 VSGPVVVADGMGGAAMYELVR 2 Oxidation (M) _VSGPVVVADGM(ox)GGAAM(ox)YELVR_ B6UH55_MAIZE 2 1055.519 2109.0235 1.1904 -0.069524 1.1306 79.752 79.752 1.63E-94 78.03 583740

51155 VSGPVVVADGMGGAAMYELVR 2 Oxidation (M) _VSGPVVVADGM(ox)GGAAM(ox)YELVR_ B6UH55_MAIZE 2 1055.519 2109.0235 1.1957 0.000781 1.2059 79.42 79.42 6.37E-76 68.26 357260

51156 VSGPVVVADGMGGAAMYELVR 2 Oxidation (M) _VSGPVVVADGM(ox)GGAAM(ox)YELVR_ B6UH55_MAIZE 2 1055.519 2109.0235 1.2485 -0.19675 1.0615 79.229 79.229 6.37E-76 84.34 2708700

51157 VSGPVVVADGMGGAAMYELVR Oxidation (M) _VSGPVVVADGM(ox)GGAAMYELVR_ B6UH55_MAIZE 2 1047.5215 2093.0285 1.1635 -0.43381 0.73847 91.258 91.258 7.66E-67 83.23 210120

51158 VSGPVVVADGMGGAAMYELVR Oxidation (M) _VSGPVVVADGM(ox)GGAAMYELVR_ B6UH55_MAIZE 2 1047.5215 2093.0285 1.1789 -0.082363 1.1045 91.432 91.432 6.01E-71 76.3 211330

51159 VSGPVVVADGMGGAAMYELVR Oxidation (M) _VSGPVVVADGMGGAAM(ox)YELVR_ B6UH55_MAIZE 2 1047.5215 2093.0285 1.2831 -0.45627 0.83587 91.276 91.276 4.54E-85 83.56 968270

51160 VSGQTSAAAPTVVCSALR Unmodified _VSGQTSAAAPTVVCSALR_ B6SGY5_MAIZE 2 887.95944 1773.9043 1.0797 -0.45418 0.63456 66.933 66.933 3.54E-16 79.24 357070

51161 VSGRPDLDSLYT Unmodified _VSGRPDLDSLYT_ B6TWU1_MAIZE 2 661.83297 1321.6514 0.47354 0.16917 0.64489 69.958 69.958 1.60E-02 36.49 896230

51162 VSGSELVQK Unmodified _VSGSELVQK_ B4FSF1_MAIZE 2 473.76383 945.51311 -0.071802 -0.039955 -0.11556 37.076 37.076 1.01E-02 37 1536000

51163 VSGSELVQK Unmodified _VSGSELVQK_ B4FSF1_MAIZE 2 473.76383 945.51311 -0.078596 -0.41778 -0.50094 38.896 38.896 9.73E-03 46.88 2395500

51164 VSGSELVQK Unmodified _VSGSELVQK_ B4FSF1_MAIZE 2 473.76383 945.51311 -0.06883 -0.13504 -0.20802 36.877 36.877 9.73E-03 46.71 366160

51165 VSGVQILPDPVEPGK Unmodified _VSGVQILPDPVEPGK_ B4FVA1_MAIZE 2 767.92741 1533.8403 0.80905 0.21573 1.0334 79.407 79.407 4.63E-02 26.09 106300

51166 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.616 -0.2658 0.35631 78.917 78.917 3.41E-33 59.89 4773400

51167 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.40929 -0.1421 0.27334 83.436 83.436 2.57E-09 39.2 4679400

51168 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 2 1040.0779 2078.1412 1.1798 0.15192 1.3384 83.417 83.417 4.45E-02 17.42 131660

51169 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.61675 -0.26409 0.35873 79.681 79.681 2.57E-09 48.09 964710
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51170 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.63384 -0.1574 0.48215 79.959 79.959 2.57E-09 53.95 649960

51171 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.6787 -0.14896 0.53646 79.686 79.686 2.08E-03 33.35 656270

51172 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.67458 -0.11491 0.56593 79.449 79.449 6.04E-03 30.76 566300

51173 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.66582 -0.19104 0.4811 79.896 79.896 3.64E-02 18.33 696790

51174 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 3 693.72101 2078.1412 0.54819 -0.02662 0.52802 81.74 81.74 7.17E-22 59.84 5341200

51175 VSGVQILPDPVEPGKPATFK Unmodified _VSGVQILPDPVEPGKPATFK_ B4FVA1_MAIZE 2 1040.0779 2078.1412 1.1735 0.000808 1.1805 81.739 81.739 4.45E-02 22.94 199280

51176 VSGVQIVPDPVEPGKPATFK Unmodified _VSGVQIVPDPVEPGKPATFK_ B6TM82_MAIZE 3 689.04912 2064.1255 0.47028 0.092515 0.57453 77.898 77.898 2.57E-09 48.5 897180

51177 VSGVQIVPDPVEPGKPATFK Unmodified _VSGVQIVPDPVEPGKPATFK_ B6TM82_MAIZE 3 689.04912 2064.1255 0.58441 -0.077898 0.51838 76.652 76.652 4.53E-07 57.26 277680

51178 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.089097 0.19988 0.28585 109.26 109.26 3.60E-06 52.1 8232600

51179 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.097299 0.053565 0.14896 124.92 124.92 1.47E-01 33.96 22265

51180 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.059277 0.224 0.27929 110.03 110.03 5.66E-08 74.01 1881300

51181 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.12521 0.16148 0.28397 109.99 109.99 3.83E-01 21.37 1742500

51182 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.12244 0.18578 0.30555 110 110 3.60E-06 78.85 1831600

51183 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.094085 0.22412 0.31462 109.77 109.77 4.43E-05 61.4 1286900

51184 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.064642 0.16947 0.23086 109.51 109.51 3.60E-06 68.62 953080

51185 VSGVSLLALFK Unmodified _VSGVSLLALFK_ B6TI93_MAIZE 2 567.35007 1132.6856 0.10659 0.26339 0.36579 110.86 110.86 3.60E-06 71.03 439270

51186 VSHILFVDSPVGAGFSFSR Unmodified _VSHILFVDSPVGAGFSFSR_ B4FRC3_MAIZE 3 674.6863 2021.0371 0.48169 -0.088906 0.40953 102.75 102.75 1.72E-05 66.18 2977300

51187 VSHSLSDLADSSSDLQAFSQGLSTLLDK Unmodified _VSHSLSDLADSSSDLQAFSQGLSTLLDK_ Q41743_MAIZE 3 974.484 2920.4302 1.2868 0.36859 1.6542 123.96 123.96 3.13E-08 51.66 727920

51188 VSIGYQTR Unmodified _VSIGYQTR_ B4G1Q6_MAIZE 2 462.25089 922.48723 -0.10299 0.043504 -0.061771 46.571 46.571 1.65E-01 24.09 2354500

51189 VSIPTDHESGAIK Unmodified _VSIPTDHESGAIK_ B4FI73_MAIZE 3 451.90514 1352.6936 -0.0095095 -0.004896 -0.020551 49.972 49.972 3.64E-02 11.14 1985500

51190 VSIPTDHESGAIK Unmodified _VSIPTDHESGAIK_ B4FI73_MAIZE 2 677.35407 1352.6936 0.58294 0.24572 0.82358 49.969 49.969 1.47E-03 49.69 394640

51191 VSIPTDHESGAIK Unmodified _VSIPTDHESGAIK_ B4FI73_MAIZE 2 677.35407 1352.6936 0.57168 0.099236 0.6652 49.207 49.207 4.68E-05 64.16 818480

51192 VSITGAGGFIASHIAR Unmodified _VSITGAGGFIASHIAR_ B6TIL4_MAIZE 3 519.62297 1555.8471 -0.097685 0.025899 -0.071659 83.588 83.588 1.00E+00 6.8 451040

51193 VSITGAGGFIASHIAR Unmodified _VSITGAGGFIASHIAR_ B6TIL4_MAIZE 3 519.62297 1555.8471 0.032601 -0.23376 -0.20073 83.564 83.564 1.05E-01 31.23 406980

51194 VSITGAGGFIASHIAR Unmodified _VSITGAGGFIASHIAR_ B6TIL4_MAIZE 3 519.62297 1555.8471 -0.094867 0.2262 0.13109 83.217 83.217 2.60E-01 18.82 812930

51195 VSLAGHDEYIVR Unmodified _VSLAGHDEYIVR_ B6U4F8_MAIZE 3 453.57361 1357.699 -0.060808 0.81965 0.74883 58.181 58.181 2.46E-02 23.92 1219200

51196 VSLAGHDEYIVR Unmodified _VSLAGHDEYIVR_ B6U4F8_MAIZE 3 453.57361 1357.699 -0.099874 1.8073 1.6952 59.549 59.549 4.52E-03 25.39 528120

51197 VSLAGHDEYIVR Unmodified _VSLAGHDEYIVR_ B6U4F8_MAIZE 3 453.57361 1357.699 -0.072653 0.13665 0.056503 59.974 59.974 1.13E-05 52.62 1804400

51198 VSLAGHDEYIVR Unmodified _VSLAGHDEYIVR_ B6U4F8_MAIZE 3 453.57361 1357.699 -0.023672 0.08699 0.054914 59.961 59.961 8.48E-14 40.88 4344800

51199 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 -0.10094 -0.030239 -0.14472 60.186 60.186 1.00E+00 5.25 32328

51200 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 -0.17011 0.14611 -0.037969 58.385 58.385 8.04E-02 20.58 739570

51201 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 0.025852 0.40408 0.41512 59.835 59.835 2.46E-02 21.67 791450

51202 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 0.056652 0.51702 0.5584 59.205 59.205 2.11E-01 21.77 450920

51203 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 -0.02269 0.030059 -0.0069276 59.65 59.65 7.68E-01 10.14 2282600
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51204 VSLAGHEEYIVR Unmodified _VSLAGHEEYIVR_ B4FFZ2_MAIZE 3 458.2455 1371.7147 -0.1595 0.44231 0.2684 61.444 61.444 1.00E+00 2.05 96325

51205 VSLAYGIR Unmodified _VSLAYGIR_ B6TE52_MAIZE 2 439.75835 877.50215 -0.14674 0.59866 0.43085 62.964 62.964 2.92E-02 56.57 579690

51206 VSLDFYSR Unmodified _VSLDFYSR_ B6SGV9_MAIZE 2 493.75072 985.4869 -0.17535 0.15977 -0.018569 71.171 71.171 2.92E-02 47.17 6555400

51207 VSLDGQANPK Unmodified _VSLDGQANPK_ B6TR05_MAIZE 2 514.77219 1027.5298 0.075094 1.9074 1.9714 36.985 36.985 1.25E-02 45.66 455690

51208 VSLDGQANPK Unmodified _VSLDGQANPK_ B6TR05_MAIZE 2 514.77219 1027.5298 -0.053408 -0.2408 -0.30151 38.862 38.862 1.25E-02 71.46 3086200

51209 VSLDGQANPK Unmodified _VSLDGQANPK_ B6TR05_MAIZE 2 514.77219 1027.5298 -0.054576 0.21194 0.14856 39.722 39.722 1.25E-02 58.37 303410

51210 VSLDLEHNLLHQVSLPFLIVHGGADK Unmodified _VSLDLEHNLLHQVSLPFLIVHGGADK_ B4FK75_MAIZE 5 571.11512 2850.5392 0.1799 -0.098533 0.082245 116.9 116.9 2.03E-02 19.95 865550

51211 VSLDLEHNLLHQVSLPFLIVHGGADK Unmodified _VSLDLEHNLLHQVSLPFLIVHGGADK_ B4FK75_MAIZE 5 571.11512 2850.5392 0.18927 -0.18394 0.0059201 120.2 120.2 2.08E-01 15.23 197080

51212 VSLDPR Unmodified _VSLDPR_ B6SM05_MAIZE 2 343.69522 685.37589 0.97038 -0.13607 0.82816 43.74 43.74 5.26E-01 27.9 131960

51213 VSLDPYTENR Unmodified _VSLDPYTENR_ B6TBL7_MAIZE 2 597.29348 1192.5724 0.23399 0.82876 1.0506 60.593 60.593 4.40E-02 46.15 258320

51214 VSLEDLYNGTSK Unmodified _VSLEDLYNGTSK_ O65160_MAIZE 2 663.33281 1324.6511 0.52285 0.055541 0.56808 80.136 80.136 1.00E+00 6.12 213520

51215 VSLEDLYNGTSK Unmodified _VSLEDLYNGTSK_ O65160_MAIZE 2 663.33281 1324.6511 0.49345 0.3544 0.83601 80.888 80.888 2.62E-07 78.99 3448000

51216 VSLEEIASK Unmodified _VSLEEIASK_ B4FPS0_MAIZE 2 488.27149 974.52843 -0.10803 -0.22172 -0.36003 62.366 62.366 3.39E-01 13.35 18813

51217 VSLEEIASK Unmodified _VSLEEIASK_ B4FPS0_MAIZE 2 488.27149 974.52843 -0.12868 0.030826 -0.12849 61.597 61.597 1.01E-02 57.41 4095900

51218 VSLEHIALK Unmodified _VSLEHIALK_ B4F8E9_MAIZE 3 337.2062 1008.5968 1.2879 -0.26035 1.0044 58.415 58.415 2.35E-01 22.66 947950

51219 VSLEHIALK Unmodified _VSLEHIALK_ B4F8E9_MAIZE 2 505.30567 1008.5968 -0.13187 0.16995 0.012439 58.398 58.398 3.21E-03 49.48 3332000

51220 VSLGPSGDLSLTSR Unmodified _VSLGPSGDLSLTSR_ B4FQ84_MAIZE 2 694.87263 1387.7307 -0.83229 74.711 74.711 8.59E-01 12.93

51221 VSLGPSGDLSLTSR Unmodified _VSLGPSGDLSLTSR_ B4FQ84_MAIZE 2 694.87263 1387.7307 0.62187 -0.39472 0.23042 74.972 74.972 3.56E-04 94.84 1085500

51222 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 0.066864 -0.00241 0.070066 85.864 85.864 3.64E-02 35.7 1483300

51223 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 -0.10507 0.029018 -0.070752 86.57 86.57 7.68E-03 36.55 574210

51224 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 0.031951 -0.029912 0.0086718 86.701 86.701 3.98E-04 43.29 639920

51225 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 0.031739 -0.029193 0.0079882 86.399 86.399 3.64E-02 33.58 540640

51226 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 0.017091 0.034677 0.05852 86.298 86.298 2.66E-01 22.96 395440

51227 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 3 452.59424 1354.7609 -0.063325 -0.012282 -0.070393 86.241 86.241 2.26E-06 39.17 6018200

51228 VSLHIGDGVAFLK Unmodified _VSLHIGDGVAFLK_ B6TCM9_MAIZE 2 678.38772 1354.7609 0.60598 0.67566 1.2873 86.202 86.202 1.00E-11 70.05 709450

51229 VSLIVHPFPLPYHTYAFYACR Unmodified _VSLIVHPFPLPYHTYAFYACR_ B4FKW0_MAIZE 4 638.57933 2550.2882 0.33003 0.15669 0.48812 129.73 129.73 3.52E-04 25.77 1861100

51230 VSLSHSLGSGGCR Unmodified _VSLSHSLGSGGCR_ B6T2E1_MAIZE 3 439.5507 1315.6303 0.14168 0.008214 0.16143 41.073 41.073 2.26E-06 64.01 931910

51231 VSLVQIPGK Unmodified _VSLVQIPGK_ B4FIS8_MAIZE 2 470.79493 939.57532 -0.14024 0.19555 0.054725 64.125 64.125 3.21E-03 59.54 195520

51232 VSLVQIPGK Unmodified _VSLVQIPGK_ B4FIS8_MAIZE 2 470.79493 939.57532 0.023948 -0.39975 -0.37638 64.593 64.593 9.73E-03 45.56 232510

51233 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 3 489.95584 1466.8457 -0.040798 0.079379 0.022472 68.172 68.172 6.66E-04 28.96 1690000

51234 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 2 734.43012 1466.8457 0.82112 0.078697 0.88481 68.163 68.163 9.54E-02 19.47 510990

51235 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 3 489.95584 1466.8457 -0.18187 0.029477 -0.16822 68.963 68.963 8.46E-03 31.34 1051800

51236 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 2 734.43012 1466.8457 0.78452 -0.1505 0.61959 68.956 68.956 9.54E-02 20.43 251240

51237 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 3 489.95584 1466.8457 -0.039888 -0.25083 -0.30433 69.169 69.169 4.29E-02 20.03 986850
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51238 VSLVQIPGKEELR Unmodified _VSLVQIPGKEELR_ B4FIS8_MAIZE 2 734.43012 1466.8457 0.84447 0.10026 0.9291 69.16 69.16 6.20E-03 26.91 179290

51239 VSNFLEK Unmodified _VSNFLEK_ P93852_MAIZE 2 418.72926 835.44397 0.15221 0.003579 0.13739 51.269 51.269 8.04E-02 44.03 2916800

51240 VSNGDSIFTER Unmodified _VSNGDSIFTER_ B4FI28_MAIZE 2 612.79639 1223.5782 0.31812 -1.2382 -0.91755 57.307 57.307 1.47E-01 21.58 950060

51241 VSNIIFLDSPVGAGFSYSVK Unmodified _VSNIIFLDSPVGAGFSYSVK_ B6TXF8_MAIZE 2 1050.5542 2099.0939 1.1947 0.046369 1.2459 112.82 112.82 1.32E-42 74.6 215660

51242 VSNIIFLDSPVGAGFSYSVK Unmodified _VSNIIFLDSPVGAGFSYSVK_ B6TXF8_MAIZE 2 1050.5542 2099.0939 1.1806 0.043766 1.2299 116.22 116.22 4.56E-22 75.71 108130

51243 VSNPAGGPSNISFSEEPVVK Unmodified _VSNPAGGPSNISFSEEPVVK_ B4G1F8_MAIZE 2 1008.0076 2014.0007 1.2091 0.034735 1.2416 73.769 73.769 3.12E-37 85.33 2259100

51244 VSNPIVEMDGDEMTR Unmodified _VSNPIVEMDGDEMTR_ B4G249_MAIZE 2 846.88201 1691.7495 1.0884 -0.039094 1.0455 75.373 75.373 1.02E-23 61.48 636830

51245 VSNSALVSAFMK Oxidation (M) _VSNSALVSAFM(ox)K_ B6SHE0_MAIZE 2 635.32901 1268.6435 0.36192 -0.59289 -0.23809 68.695 68.695 7.72E-03 44.19 1020700

51246 VSNSALVSAFMK Oxidation (M) _VSNSALVSAFM(ox)K_ B6SHE0_MAIZE 2 635.32901 1268.6435 0.34035 -0.14832 0.18418 69.097 69.097 2.62E-07 59.23 1342600

51247 VSNSALVSAFMK Unmodified _VSNSALVSAFMK_ B6SHE0_MAIZE 2 627.33156 1252.6486 0.30969 -1.6242 -1.3242 82.102 82.102 2.05E-12 87.96 1188200

51248 VSNVIFLDAPVGTGFSYSR Unmodified _VSNVIFLDAPVGTGFSYSR_ B4F912_MAIZE 2 1015.0231 2028.0316 1.2004 -0.46931 0.74145 104.3 104.3 5.89E-20 75.89 244920

51249 VSPAVLQSAGLNLK Unmodified _VSPAVLQSAGLNLK_ B4FTU3_MAIZE 2 698.91156 1395.8086 0.66167 -0.13749 0.51256 77.385 77.385 7.64E-09 48.2 1111500

51250 VSPSDGPFCASAFAVSFYVPAK Unmodified _VSPSDGPFCASAFAVSFYVPAK_ B6T0C0_MAIZE 2 1152.5539 2303.0933 1.1594 0.10616 1.277 114.26 114.26 5.68E-10 80.23 257180

51251 VSPSDGPFCASAFAVSFYVPAK Unmodified _VSPSDGPFCASAFAVSFYVPAK_ B6T0C0_MAIZE 3 768.70503 2303.0933 0.9253 0.33672 1.2729 114.25 114.25 8.28E-01 7.58 189230

51252 VSPTDIEEGMR Unmodified _VSPTDIEEGMR_ B4FQJ6_MAIZE 2 617.29263 1232.5707 0.34679 -0.069204 0.27005 64.644 64.644 1.47E-01 40.08 616390

51253 VSPTDIEEGMR Unmodified _VSPTDIEEGMR_ B4FQJ6_MAIZE 2 617.29263 1232.5707 0.34444 0.6856 1.0226 66.147 66.147 1.67E-02 35.69 1641300

51254 VSPTDIEEGMR Oxidation (M) _VSPTDIEEGM(ox)R_ B4FQJ6_MAIZE 2 625.29008 1248.5656 0.39734 0.76194 1.1541 52.534 52.534 1.47E-01 30.43 1128000

51255 VSQIVTSLAD Unmodified _VSQIVTSLAD_ B4FT34_MAIZE 2 516.78222 1031.5499 0.042985 -0.12053 -0.072471 32.415 32.415 1.00E+00 9.91 82783

51256 VSQIVTSLAD Unmodified _VSQIVTSLAD_ B4FT34_MAIZE 3 344.85724 1031.5499 1.1659 -0.003228 1.1691 32.413 32.413 9.39E-01 15.12 87295

51257 VSQIVTSLAD Unmodified _VSQIVTSLAD_ B4FT34_MAIZE 3 344.85724 1031.5499 1.2007 -0.29868 0.90858 32.515 32.515 5.31E-01 17.6 363860

51258 VSQIVTSLAD Unmodified _VSQIVTSLAD_ B4FT34_MAIZE 2 516.78222 1031.5499 -0.04396 -0.15693 -0.19631 33.155 33.155 1.00E+00 2.98 254830

51259 VSQIVTSLAD Unmodified _VSQIVTSLAD_ B4FT34_MAIZE 2 516.78222 1031.5499 0.094353 -0.24976 -0.15005 30.685 30.685 1.00E+00 5.53 28777

51260 VSQLEHVFIR Unmodified _VSQLEHVFIR_ B4FKA5_MAIZE 3 409.89966 1226.6772 0.35166 0.56861 0.916 63.933 63.933 2.99E-03 30.5 1104900

51261 VSQLEHVFIR Unmodified _VSQLEHVFIR_ B4FKA5_MAIZE 3 409.89966 1226.6772 0.083413 0.10854 0.18992 67.768 67.768 1.26E-02 31.59 232730

51262 VSQLEHVFIR Unmodified _VSQLEHVFIR_ B4FKA5_MAIZE 2 614.34585 1226.6772 0.26697 -0.066192 0.20015 67.673 67.673 1.62E-03 55.12 285200

51263 VSQQTTVEALK Unmodified _VSQQTTVEALK_ B6TFP6_MAIZE 2 602.33261 1202.6507 0.22564 -0.038822 0.18447 45.445 45.445 1.67E-02 45.35 405220

51264 VSQQTTVEALKDK Unmodified _VSQQTTVEALKDK_ B6TFP6_MAIZE 3 482.93147 1445.7726 -0.06752 -0.66296 -0.73394 43.523 43.523 3.08E-01 18.82 570570

51265 VSQVLR Unmodified _VSQVLR_ B6SWZ4_MAIZE 2 351.21886 700.42317 1.1135 -0.38711 0.72575 29.836 29.836 5.26E-01 17.42 11870

51266 VSQVLR Unmodified _VSQVLR_ B6SWZ4_MAIZE 2 351.21886 700.42317 1.167 -0.36794 0.79839 30.26 30.26 5.26E-01 34.2 29595

51267 VSRPLPWR Unmodified _VSRPLPWR_ MTHR1_MAIZE 3 337.53465 1009.5821 1.3362 48.628 48.628 2.02E-01 13.36

51268 VSRPLPWR Unmodified _VSRPLPWR_ MTHR1_MAIZE 3 337.53465 1009.5821 1.117 -0.087657 1.0189 50.716 50.716 1.05E-01 24.11 2575500

51269 VSSAENDGQPESPK Unmodified _VSSAENDGQPESPK_ B4FQJ5_MAIZE 2 722.83116 1443.6478 0.8645 0.070816 0.92425 28.404 28.404 3.49E-01 44.24 19765

51270 VSSAFAGTR Unmodified _VSSAFAGTR_ B6T925_MAIZE 2 448.23524 894.45593 -0.018636 -0.28647 -0.30177 35.188 35.188 1.01E-02 42.91 532290

51271 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 0.10488 -0.49314 -0.40246 26.428 26.428 1.00E+00 7.77 7194
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51272 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 -0.050209 -0.16445 -0.22924 25.966 25.966 1.00E+00 7.04 4344.3

51273 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 0.09016 -0.12849 -0.053114 27.361 27.361 1.00E+00 14.22 6648

51274 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 0.12409 0.01874 0.12727 26.707 26.707 1.45E-01 40.85 11636

51275 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 0.092244 -0.37376 -0.29482 27.047 27.047 1.00E+00 7.65 12696

51276 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 -0.079159 0.083223 -0.011593 27.803 27.803 1.45E-01 28.8 122250

51277 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 0.024544 -0.035339 -0.0247 26.126 26.126 1.25E-02 30.36 58925

51278 VSSAGSAIMK Oxidation (M) _VSSAGSAIM(ox)K_ B6TI68_MAIZE 2 483.74987 965.48518 -0.094913 -0.10449 -0.21432 28.818 28.818 1.00E+00 7.23 5202.7

51279 VSSAGSAIMK Unmodified _VSSAGSAIMK_ B6TI68_MAIZE 2 475.75241 949.49027 -0.10519 0.10422 -0.019196 38.714 38.714 1.25E-02 38.89 395950

51280 VSSEQEAAAAVR Unmodified _VSSEQEAAAAVR_ B6TPK4_MAIZE 2 609.30967 1216.6048 0.34231 -0.36152 -0.041399 41.662 41.662 2.05E-12 85.08 434130

51281 VSSEQEAAAAVR Unmodified _VSSEQEAAAAVR_ B6TPK4_MAIZE 2 609.30967 1216.6048 0.32705 0.054058 0.35756 43.765 43.765 9.64E-17 95.96 981180

51282 VSSEQEAAAAVR Unmodified _VSSEQEAAAAVR_ B6TPK4_MAIZE 2 609.30967 1216.6048 0.2413 -0.18388 0.034206 44.679 44.679 2.05E-12 84.44 1114400

51283 VSSFFLGLLSQK Unmodified _VSSFFLGLLSQK_ B6TC70_MAIZE 2 663.37682 1324.7391 0.54539 -0.36137 0.18651 109.05 109.05 4.56E-01 14.12 116970

51284 VSSLTQVSGVLGSQWGDEGK Unmodified _VSSLTQVSGVLGSQWGDEGK_ PURA_MAIZE 2 1017.5106 2033.0065 1.2824 0.36024 1.6557 92.591 92.591 3.46E-29 89.86 526230

51285 VSSPIALTALASSYPSSAGAFR Unmodified _VSSPIALTALASSYPSSAGAFR_ B4FA75_MAIZE 2 1077.0655 2152.1164 1.269 0.002763 1.2602 103.98 103.98 6.41E-05 28.71 223470

51286 VSSPSVIGTAMPSLDFETSVFK Unmodified _VSSPSVIGTAMPSLDFETSVFK_ B4FFZ2_MAIZE 2 1150.08 2298.1454 1.2181 0.35241 1.5781 114.02 114.02 2.92E-04 54.2 435630

51287 VSSPSVIGTAMPSLDFETSVFK Unmodified _VSSPSVIGTAMPSLDFETSVFK_ B4FFZ2_MAIZE 2 1150.08 2298.1454 1.2214 0.96281 2.1919 115.04 115.04 1.39E-03 26.11 356200

51288 VSSPSVIGTAMPSLDFETSVFK Oxidation (M) _VSSPSVIGTAM(ox)PSLDFETSVFK_ B4FFZ2_MAIZE 2 1158.0774 2314.1403 1.2296 0.13677 1.3761 102.95 102.95 6.41E-05 31.77 139790

51289 VSSPSVIGTAMPSLDFETSVFK Oxidation (M) _VSSPSVIGTAM(ox)PSLDFETSVFK_ B4FFZ2_MAIZE 2 1158.0774 2314.1403 1.1817 -0.65288 0.53973 103.01 103.01 6.60E-05 61.9 218130

51290 VSSPSVIGTAMPSLDFETSVFK Oxidation (M) _VSSPSVIGTAM(ox)PSLDFETSVFK_ B4FFZ2_MAIZE 2 1158.0774 2314.1403 1.1848 -0.63483 0.56094 103.03 103.03 6.41E-05 42.94 107020

51291 VSSPSVIGTAMPSLDFETSVFK Oxidation (M) _VSSPSVIGTAM(ox)PSLDFETSVFK_ B4FFZ2_MAIZE 2 1158.0774 2314.1403 1.3086 -0.35523 0.96399 102.65 102.65 2.09E-06 29.89 184590

51292 VSSPSVIGTAMPSLDFETSVFK Oxidation (M) _VSSPSVIGTAM(ox)PSLDFETSVFK_ B4FFZ2_MAIZE 2 1158.0774 2314.1403 1.2414 -0.67456 0.57754 103.27 103.27 6.58E-08 45.27 454040

51293 VSSSSPVVNVYPLANYTFGTK Unmodified _VSSSSPVVNVYPLANYTFGTK_ B4FXL2_MAIZE 2 1115.5732 2229.1317 1.1436 0.31406 1.4623 100.83 100.83 2.85E-03 37.58 222970

51294 VSSVEVVPDPVVR Unmodified _VSSVEVVPDPVVR_ B6U9L4_MAIZE 2 691.38792 1380.7613 0.4805 -0.5126 -0.011221 69.77 69.77 3.13E-02 31.7 115590

51295 VSSVEVVPDPVVR Unmodified _VSSVEVVPDPVVR_ B6U9L4_MAIZE 2 691.38792 1380.7613 0.56604 -0.51641 0.069466 70.761 70.761 4.68E-05 35.37 300180

51296 VSTADTAPPAVGK Unmodified _VSTADTAPPAVGK_ B4F7Z6_MAIZE 2 607.32478 1212.635 0.33141 0.13231 0.46985 43.583 43.583 1.15E-02 27.77 593230

51297 VSTGSSIMPQK Oxidation (M) _VSTGSSIM(ox)PQK_ B4FAV4_MAIZE 2 575.79226 1149.57 0.23184 -0.32936 -0.095471 34.467 34.467 1.67E-02 24.43 48511

51298 VSTLQNENNTLR Unmodified _VSTLQNENNTLR_ B4FDA0_MAIZE 2 694.86005 1387.7056 0.65768 0.47853 1.1212 44.369 44.369 1.11E-04 76.49 927840

51299 VSTNCLVMQNHR Unmodified _VSTNCLVMQNHR_ B6UBJ6_MAIZE 3 486.90286 1457.6867 -0.093461 -0.38393 -0.47405 47.477 47.477 4.50E-01 9 774360

51300 VSVAAFHSAR Unmodified _VSVAAFHSAR_ B6TY79_MAIZE 3 348.85769 1043.5512 1.0827 -0.082247 0.99736 44.82 44.82 9.79E-02 29.5 738100

51301 VSVAPLHLESAK Unmodified _VSVAPLHLESAK_ B4G043_MAIZE 3 417.57496 1249.703 0.21101 0.75812 0.95227 58.233 58.233 4.08E-01 7.29 1120000

51302 VSVAPLHLESAK Unmodified _VSVAPLHLESAK_ B4G043_MAIZE 3 417.57496 1249.703 0.15055 -0.060669 0.073953 58.716 58.716 1.79E-02 24.46 9093500

51303 VSVAPLHLESAK Unmodified _VSVAPLHLESAK_ B4G043_MAIZE 2 625.85879 1249.703 0.32739 -0.2055 0.1067 58.726 58.726 2.05E-12 68.03 1608900

51304 VSVDFIQVFPAPTSGK Unmodified _VSVDFIQVFPAPTSGK_ B4G1P9_MAIZE 2 846.45379 1690.893 1.0827 0.04544 1.1443 100.15 100.15 1.48E-07 73.15 668150

51305 VSVDFIQVFPAPTSGK Unmodified _VSVDFIQVFPAPTSGK_ B4G1P9_MAIZE 2 846.45379 1690.893 1.0405 0.14139 1.198 100.72 100.72 1.48E-07 56.76 392840



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

51306 VSVDFIQVFPAPTSGK Unmodified _VSVDFIQVFPAPTSGK_ B4G1P9_MAIZE 2 846.45379 1690.893 1.0487 -0.07128 0.99396 100.7 100.7 1.27E-09 62.33 519860

51307 VSVDFIQVFPAPTSGK Unmodified _VSVDFIQVFPAPTSGK_ B4G1P9_MAIZE 2 846.45379 1690.893 1.0553 -0.13939 0.93306 100.58 100.58 7.42E-06 65.55 359190

51308 VSVDFIQVFPAPTSGK Unmodified _VSVDFIQVFPAPTSGK_ B4G1P9_MAIZE 2 846.45379 1690.893 1.0817 -0.066899 1.0311 100.73 100.73 1.27E-09 49.26 806320

51309 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.2509 -0.20816 1.0448 114.05 114.05 4.56E-22 53.29 136960

51310 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.1854 0.023034 1.2104 114.61 114.61 4.84E-09 56.4 117650

51311 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.188 -0.29529 0.89546 114.7 114.7 4.84E-09 66.18 180070

51312 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 3 663.03834 1986.0932 0.5386 0.064208 0.60482 114.71 114.71 1.00E+00 8.36 335610

51313 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.1975 -0.055938 1.1434 114.85 114.85 3.79E-06 46.71 175750

51314 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 3 663.03834 1986.0932 0.57301 0.044762 0.61971 114.88 114.88 1.00E+00 2.64 301180

51315 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.3537 0.051223 1.4069 114.81 114.81 1.14E-03 37.33 100220

51316 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 3 663.03834 1986.0932 0.58506 -0.058037 0.52947 114.82 114.82 1.00E+00 7.42 186960

51317 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 2 994.05387 1986.0932 1.2182 -0.021893 1.1986 114.51 114.51 4.56E-22 76.75 790520

51318 VSVIGAGNVGMAIAQTILTR Oxidation (M) _VSVIGAGNVGM(ox)AIAQTILTR_ B6T5Z1_MAIZE 3 663.03834 1986.0932 0.48556 0.12966 0.6175 114.54 114.54 9.26E-02 26.79 1533500

51319 VSVIGAGNVGMAIAQTILTR Unmodified _VSVIGAGNVGMAIAQTILTR_ B6T5Z1_MAIZE 3 657.7067 1970.0983 0.54903 0.18479 0.73316 123.21 123.21 7.26E-03 27.99 830620

51320 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.10213 0.087326 -0.029476 60.421 60.421 3.13E-03 54.72 9260400

51321 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.30119 -0.089834 -0.40438 62.004 62.004 3.89E-04 55.17 916410

51322 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.094231 0.88724 0.77707 62.43 62.43 1.01E-02 33.7 1598200

51323 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.073456 0.75325 0.66477 61.802 61.802 1.12E-01 24.48 1588600

51324 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.08404 1.3753 1.2743 62.167 62.167 1.12E-01 25.12 1891100

51325 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.12952 0.13541 -0.0082882 62.559 62.559 7.18E-01 21.9 2087600

51326 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.11067 -0.38133 -0.50499 61.014 61.014 3.21E-03 49.58 1412200

51327 VSVLNDALK Unmodified _VSVLNDALK_ B4FM69_MAIZE 2 479.78202 957.5495 -0.25875 -0.13456 -0.407 63.647 63.647 9.73E-03 44.04 15496000

51328 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.33363 0.14717 0.47456 83.408 83.408 2.61E-08 59.35 6578200

51329 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.16366 -0.22204 -0.063247 86.305 86.305 4.68E-05 57.28 1239000

51330 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.33969 0.16495 0.49815 84.11 84.11 5.66E-01 15.94 1433400

51331 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.36927 0.19367 0.55727 84.331 84.331 2.65E-01 7.1 1670800

51332 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.35642 0.072541 0.42402 84.018 84.018 1.00E+00 2.13 2593000

51333 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.32009 0.25434 0.56821 83.717 83.717 1.00E+00 8.02 2077200

51334 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.34572 0.22644 0.56632 84.211 84.211 1.15E-02 39.86 3454700

51335 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.30994 0.16799 0.47267 83.866 83.866 1.47E-03 46.13 3847800

51336 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.23766 0.17381 0.40607 83.802 83.802 5.66E-01 30.45 6258100

51337 VSVVPSAAALVIK Unmodified _VSVVPSAAALVIK_ B4FN19_MAIZE 2 627.39501 1252.7755 0.21428 -0.18577 0.023569 85.418 85.418 1.09E-26 89.11 36998000

51338 VTAGDLASIR Unmodified _VTAGDLASIR_ B4FQP4_MAIZE 2 501.78256 1001.5506 -0.051993 0.046999 -0.012337 61.186 61.186 5.45E-09 73.96 9958500

51339 VTAGDLASIR Unmodified _VTAGDLASIR_ B4FQP4_MAIZE 2 501.78256 1001.5506 -0.16172 -0.1733 -0.34185 61.459 61.459 4.40E-05 75.8 3526200
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51340 VTAGDLASIR Unmodified _VTAGDLASIR_ B4FQP4_MAIZE 2 501.78256 1001.5506 -0.063661 -0.3438 -0.41432 62.993 62.993 1.62E-03 61.38 4696200

51341 VTAGDLASIR Unmodified _VTAGDLASIR_ B4FQP4_MAIZE 2 501.78256 1001.5506 -0.089294 -0.39091 -0.48715 62.942 62.942 4.40E-05 66.84 2352700

51342 VTAGDLASIR Unmodified _VTAGDLASIR_ B4FQP4_MAIZE 2 501.78256 1001.5506 -0.16269 -0.7074 -0.87607 63.315 63.315 1.84E-04 50.44 700460

51343 VTALAPTSLGEEPHATVVDRPR Unmodified _VTALAPTSLGEEPHATVVDRPR_ B6TZD9_MAIZE 4 579.81312 2315.2234 0.23237 -0.40168 -0.16989 64.135 64.135 7.44E-02 16.18 372880

51344 VTALDLAASGAHPAR Unmodified _VTALDLAASGAHPAR_ B6U2I9_MAIZE 3 483.9318 1448.7736 -0.034565 -0.39355 -0.43927 60.53 60.53 4.00E-01 1.61 551220

51345 VTALDLAASGAHPAR Unmodified _VTALDLAASGAHPAR_ B6U2I9_MAIZE 3 483.9318 1448.7736 -0.080728 0.60297 0.50851 62.574 62.574 5.62E-02 27.02 1022400

51346 VTALDLAASGAHPAR Unmodified _VTALDLAASGAHPAR_ B6U2I9_MAIZE 3 483.9318 1448.7736 -0.14075 -0.39972 -0.55145 61.012 61.012 2.14E-16 63.61 5883700

51347 VTALVNDTVGTLAGGR Unmodified _VTALVNDTVGTLAGGR_ B6U4K6_MAIZE 2 772.42556 1542.8366 0.88998 -2.4114 -1.5026 78.877 78.877 7.01E-14 72.27 131070

51348 VTAMAAAVR Oxidation (M) _VTAM(ox)AAAVR_ B4FTP9_MAIZE 2 453.24729 904.48004 -0.02166 -0.4787 -0.51178 30.528 30.528 1.01E-02 51.31 43574

51349 VTANLASVIAEAGIK Unmodified _VTANLASVIAEAGIK_ B6UC34_MAIZE 2 728.92212 1455.8297 0.82363 -1.4652 -0.65941 99.011 99.011 3.88E-01 9.56 252300

51350 VTATTTGSVTLK Unmodified _VTATTTGSVTLK_ B4FZ29_MAIZE 2 589.83499 1177.6554 0.24646 0.11539 0.38039 45.847 45.847 7.72E-03 46.61 995120

51351 VTATTTGSVTLK Unmodified _VTATTTGSVTLK_ B4FZ29_MAIZE 2 589.83499 1177.6554 0.15737 -0.095691 0.080715 45.503 45.503 1.98E-03 58.34 430260

51352 VTATTTGSVTLK Unmodified _VTATTTGSVTLK_ B4FZ29_MAIZE 2 589.83499 1177.6554 0.24565 0.077312 0.34201 48.137 48.137 7.72E-03 52.95 450230

51353 VTATTTGSVTLK Unmodified _VTATTTGSVTLK_ B4FZ29_MAIZE 2 589.83499 1177.6554 0.25535 -0.065308 0.20931 47.394 47.394 1.60E-02 55.22 374350

51354 VTATTTGSVTLK Unmodified _VTATTTGSVTLK_ B4FZ29_MAIZE 2 589.83499 1177.6554 0.24475 0.02177 0.28604 48.074 48.074 1.11E-04 67.29 1767700

51355 VTAVLEGYPCLR Unmodified _VTAVLEGYPCLR_ B4FVF6_MAIZE 2 689.36338 1376.7122 0.57584 0.27259 0.84871 77.206 77.206 2.00E-01 24.85 1236800

51356 VTAWQTAEVAK Unmodified _VTAWQTAEVAK_ B4FU81_MAIZE 2 602.32205 1202.6295 0.18479 0.040169 0.22037 55.377 55.377 3.60E-06 66.58 1180800

51357 VTAWQTAEVAK Unmodified _VTAWQTAEVAK_ B4FU81_MAIZE 2 602.32205 1202.6295 0.17865 0.048101 0.2213 58.415 58.415 3.57E-04 59.13 238560

51358 VTCTVVEAQPNTK Unmodified _VTCTVVEAQPNTK_ B6TAH3_MAIZE 2 723.86649 1445.7184 0.73379 -0.012106 0.7356 41.914 41.914 1.56E-17 90.75 373800

51359 VTDALNAAR Unmodified _VTDALNAAR_ B4FMM3_MAIZE 2 465.7538 929.49304 -0.11208 -0.43754 -0.56667 39.537 39.537 1.63E-07 72.61 2594000

51360 VTDALNAAR Unmodified _VTDALNAAR_ B4FMM3_MAIZE 2 465.7538 929.49304 -0.12274 -0.30157 -0.44334 39.577 39.577 1.63E-07 62.3 1298700

51361 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 0.017058 -0.21389 -0.20746 34.099 34.099 1.01E-02 30.05 349930

51362 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 -0.15445 0.072708 -0.091157 32.744 32.744 9.73E-03 58.24 189540

51363 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 -0.020008 -0.044732 -0.075066 35.577 35.577 1.01E-02 37.71 720590

51364 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 -0.00044459 -0.11533 -0.12531 34.714 34.714 3.32E-02 41.97 675090

51365 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 -0.12331 -0.3342 -0.46599 35.424 35.424 3.89E-04 55.11 3570400

51366 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 0.023592 -0.22685 -0.2118 36.909 36.909 3.39E-01 5.16 122800

51367 VTDALNATK Unmodified _VTDALNATK_ CH61_MAIZE C 2 466.75601 931.49746 0.060862 -0.091406 -0.041209 35.535 35.535 3.32E-02 23.72 130000

51368 VTDEDIEALLSDEIFQPK Unmodified _VTDEDIEALLSDEIFQPK_ B6SWM0_MAIZE 3 688.0124 2061.0154 0.70051 0.36781 1.0602 122.92 122.92 2.39E-01 14.55 681380

51369 VTDEDIEALLSDEIFQPK Unmodified _VTDEDIEALLSDEIFQPK_ B6SWM0_MAIZE 3 688.0124 2061.0154 0.71112 0.45079 1.1533 123.54 123.54 9.13E-03 29.33 1208500

51370 VTDEDIEALLSDEIFQPK Unmodified _VTDEDIEALLSDEIFQPK_ B6SWM0_MAIZE 2 1031.515 2061.0154 1.2449 0.42993 1.6659 123.56 123.56 2.85E-09 55.62 503950

51371 VTDEDIEALLSDEIFQPK Unmodified _VTDEDIEALLSDEIFQPK_ B6SWM0_MAIZE 3 688.0124 2061.0154 0.66583 0.16772 0.8256 123.55 123.55 6.30E-02 24.39 424690

51372 VTDEDIEALLSDEIFQPK Unmodified _VTDEDIEALLSDEIFQPK_ B6SWM0_MAIZE 3 688.0124 2061.0154 0.56627 0.13001 0.6875 122.94 122.94 1.00E+00 3.73 3600300

51373 VTDGCVGR Unmodified _VTDGCVGR_ CYSK_MAIZE 2 432.20562 862.3967 0.25316 0.16977 0.45999 22.559 22.559 1.00E+00 1.17 10841



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

51374 VTDGCVGR Unmodified _VTDGCVGR_ CYSK_MAIZE 2 432.20562 862.3967 -4.0364 23.487 23.487 1.48E-01 28.92

51375 VTDGGGKPSWTK Unmodified _VTDGGGKPSWTK_ B6TR63_MAIZE 3 411.54718 1231.6197 0.34782 0.61141 0.97241 33.663 33.663 4.50E-01 12.21 316380

51376 VTDPSVSELLYQSAASQDK Unmodified _VTDPSVSELLYQSAASQDK_ B4FK75_MAIZE 2 1019.5024 2036.9902 1.2413 0.18015 1.4154 87.699 87.699 2.46E-02 13.31 453150

51377 VTDWNSFQTENK Unmodified _VTDWNSFQTENK_ B6T6D7_MAIZE 2 734.83879 1467.663 0.70431 -0.10732 0.59888 64.923 64.923 1.68E-09 68.85 2373200

51378 VTDYTLYTGSLGTALLLFK Unmodified _VTDYTLYTGSLGTALLLFK_ B6TCV9_MAIZE 2 1038.5668 2075.1191 1.2253 0.81852 2.0455 124.43 124.43 2.65E-01 6.03 1337500

51379 VTDYTLYTGSLGTALLLFK Unmodified _VTDYTLYTGSLGTALLLFK_ B6TCV9_MAIZE 2 1038.5668 2075.1191 1.1816 0.68324 1.8664 124.85 124.85 4.53E-07 50.3 404940

51380 VTDYTLYTGSLGTALLLFK Unmodified _VTDYTLYTGSLGTALLLFK_ B6TCV9_MAIZE 2 1038.5668 2075.1191 1.2128 0.45239 1.667 125.19 125.19 7.11E-03 16.87 287560

51381 VTEAELVR Unmodified _VTEAELVR_ B6TM05_MAIZE 2 458.75855 915.50255 -0.052066 0.3943 0.32606 48.799 48.799 1.90E-02 46.04 1134700

51382 VTEAELVR Unmodified _VTEAELVR_ B6TM05_MAIZE 2 458.75855 915.50255 -0.019456 0.25392 0.22015 46.121 46.121 2.34E-03 61.42 1427600

51383 VTEEDLQR Unmodified _VTEEDLQR_ B4FBP0_MAIZE 2 495.24855 988.48254 -0.15046 -0.24704 -0.40705 37.071 37.071 2.92E-02 53.93 2190600

51384 VTEEDLQR Unmodified _VTEEDLQR_ B4FBP0_MAIZE 2 495.24855 988.48254 -0.071666 -0.35808 -0.44048 40.019 40.019 2.92E-02 43.84 4533700

51385 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.085284 -0.12435 -0.21536 46.621 46.621 1.90E-02 48.06 5332100

51386 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.2408 -0.064852 -0.30961 46.647 46.647 1.90E-02 44.15 99369

51387 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.088341 0.99241 0.89666 46.145 46.145 1.90E-02 42.05 1694800

51388 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.063569 0.3342 0.26473 48.774 48.774 2.92E-02 36.33 3620100

51389 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.067939 0.6154 0.54205 48.007 48.007 2.92E-02 45.3 2568800

51390 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.16324 -0.017716 -0.18683 48.871 48.871 1.90E-02 53.59 5489700

51391 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.14561 -0.17498 -0.32536 48.727 48.727 2.92E-02 42.09 23110000

51392 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.1348 -0.088769 -0.22942 49.512 49.512 1.65E-01 24.99 971880

51393 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.050731 -0.373 -0.4276 46.819 46.819 1.65E-01 27.65 415370

51394 VTEEDVIR Unmodified _VTEEDVIR_ B4F932_MAIZE 2 480.75346 959.49238 -0.13593 -0.13275 -0.27394 49.953 49.953 2.92E-02 50.54 141570

51395 VTEEGAQGMQGLAIH Oxidation (M) _VTEEGAQGM(ox)QGLAIH_ B6T6B3_MAIZE 2 778.8723 1555.7301 0.91924 0.024439 0.94293 52.62 52.62 1.02E-23 86.3 937980

51396 VTEEGAQGMQGLAIH Unmodified _VTEEGAQGMQGLAIH_ B6T6B3_MAIZE 2 770.87485 1539.7351 0.91992 -0.31191 0.60549 65.945 65.945 1.02E-23 92.46 524030

51397 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 2 761.90426 1521.794 0.8818 -0.097089 0.80362 71.839 71.839 2.96E-06 71.85 894940

51398 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 -0.15201 1.0921 0.95759 74.827 74.827 1.83E-01 25.32 47912

51399 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 -0.1611 0.042098 -0.10009 72.724 72.724 3.01E-06 51.41 3312800

51400 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 2 761.90426 1521.794 0.85708 -0.058441 0.81685 72.721 72.721 2.25E-03 55.11 515190

51401 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 -0.069077 -0.24548 -0.29646 73.201 73.201 3.01E-06 60.83 3158200

51402 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 2 761.90426 1521.794 0.84655 -0.29148 0.57394 73.211 73.211 3.56E-04 59.66 433810

51403 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 -0.044168 -0.13223 -0.15794 72.805 72.805 1.10E-02 33.29 1691600

51404 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 2 761.90426 1521.794 0.88663 -0.47196 0.43356 72.808 72.808 1.49E-02 57.83 188930

51405 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 0.0020475 -0.20222 -0.1812 72.784 72.784 4.14E-01 16.29 303210

51406 VTEGPDGFPLVHVR Unmodified _VTEGPDGFPLVHVR_ B6SV64_MAIZE 3 508.27194 1521.794 -0.13168 -0.22283 -0.33454 74.459 74.459 7.27E-01 8.07 179430

51407 VTEKPVAVGFGVSTPEHVR Unmodified _VTEKPVAVGFGVSTPEHVR_ B2Y0K4_MAIZE 4 503.02582 2008.0742 -0.067534 -0.28552 -0.33924 60.003 60.003 5.40E-02 24.57 870520
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51408 VTEKPVAVGFGVSTPEHVR Unmodified _VTEKPVAVGFGVSTPEHVR_ B2Y0K4_MAIZE 3 670.36533 2008.0742 0.52998 -0.040012 0.5039 60 60 1.72E-05 47.37 569830

51409 VTELINR Unmodified _VTELINR_ B4FAJ4_MAIZE 2 422.74798 843.48142 0.035965 -0.93897 -0.92107 45.03 45.03 8.04E-02 26.9 2407600

51410 VTENADEERDTGPENK Unmodified _VTENADEERDTGPENK_ B6TB50_MAIZE 3 601.9379 1802.7919 0.41477 -0.047169 0.35315 31.754 31.754 7.63E-01 2.57 25456

51411 VTENADEERDTGPENK Unmodified _VTENADEERDTGPENK_ B6TB50_MAIZE 3 601.9379 1802.7919 0.38866 0.18964 0.56384 31.835 31.835 2.60E-01 35.63 96395

51412 VTEQAYAAAAPGSFQYAVAR Unmodified _VTEQAYAAAAPGSFQYAVAR_ Q0VH26_MAIZE 2 1036.0158 2070.0171 1.1681 0.18148 1.3379 77.72 77.72 9.41E-18 67.31 417160

51413 VTFDEPNPFATEGEEAASVAYR Unmodified _VTFDEPNPFATEGEEAASVAYR_ B4FWK0_MAIZE 2 1200.5531 2399.0917 1.2801 0.22845 1.5024 97.847 97.847 3.03E-22 109.3 499080

51414 VTFDEPNPFATEGEEAASVAYR Unmodified _VTFDEPNPFATEGEEAASVAYR_ B4FWK0_MAIZE 3 800.70452 2399.0917 1.0395 0.13425 1.168 97.843 97.843 1.91E-01 15.66 264000

51415 VTFDWEVEK Unmodified _VTFDWEVEK_ Q9LKL4_MAIZE 2 576.78222 1151.5499 0.1722 0.54885 0.72488 77.697 77.697 1.01E-02 23.22 1358800

51416 VTFDWEVEK Unmodified _VTFDWEVEK_ Q9LKL4_MAIZE 2 576.78222 1151.5499 0.11761 0.42991 0.55058 78.236 78.236 3.21E-03 55.52 670200

51417 VTFDWEVEK Unmodified _VTFDWEVEK_ Q9LKL4_MAIZE 2 576.78222 1151.5499 0.16445 0.55003 0.71793 78.489 78.489 3.39E-01 19.39 585750

51418 VTFPILADPAR Unmodified _VTFPILADPAR_ B4FYU6_MAIZE 2 600.34278 1198.671 0.20031 0.35016 0.54595 86.136 86.136 4.43E-05 71.9 2139300

51419 VTFPILADPAR Unmodified _VTFPILADPAR_ B4FYU6_MAIZE 2 600.34278 1198.671 0.21067 0.10834 0.31517 87.525 87.525 1.67E-02 59.37 206310

51420 VTFPLVWTNTCCSHPLYR Unmodified _VTFPLVWTNTCCSHPLYR_ Q71RX2_MAIZE 3 751.03108 2250.0714 0.75111 -0.20368 0.56326 95.793 95.793 2.47E-02 18.26 5128300

51421 VTFPLVWTNTCCSHPLYR Unmodified _VTFPLVWTNTCCSHPLYR_ Q71RX2_MAIZE 2 1126.043 2250.0714 1.1579 -0.67967 0.49519 95.779 95.779 1.05E-02 36.31 263040

51422 VTGDGEDKYLIATSEQPLCAYHLGDR Unmodified _VTGDGEDKYLIATSEQPLCAYHLGDR_ B4FQC4_MAIZE 4 727.85 2907.3709 0.76689 -0.21957 0.54606 86.536 86.536 1.12E-08 34.19 1725300

51423 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 1.0195 0.2807 1.2856 22.624 22.624 1.00E+00 2.67 22401

51424 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 0.98963 0.29158 1.2659 21.985 21.985 1.00E+00 21.28 19713

51425 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 1.0175 0.12966 1.1328 24.041 24.041 7.83E-01 24.3 8754.4

51426 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 0.98817 0.017547 0.99236 23.236 23.236 1.00E+00 10.27 237860

51427 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 1.0232 0.17388 1.1831 25.087 25.087 1.86E-01 23.44 63251

51428 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 0.92125 0.013386 0.91922 22.703 22.703 1.86E-01 33.8 943560

51429 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 0.94381 0.099929 1.0285 24.844 24.844 4.46E-01 27.23 536200

51430 VTGEAIK Unmodified _VTGEAIK_ B4G0K5_MAIZE 2 359.2107 716.40685 1.1341 0.082246 1.2006 22.06 22.06 1.00E+00 0.94 14887

51431 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.52312 -0.087631 0.4342 54.346 54.346 1.02E-23 76.43 4907900

51432 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.38675 0.17103 0.55705 55.261 55.261 1.12E-07 73.36 766350

51433 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.52747 -0.15281 0.37401 54.538 54.538 1.12E-07 60.75 928510

51434 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.53526 -0.14009 0.39417 56.431 56.431 7.01E-11 67.22 1442300

51435 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.53773 -0.22402 0.31353 55.704 55.704 1.12E-07 61.05 1687900

51436 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.49785 0.14053 0.63784 56.348 56.348 2.37E-16 61.75 1725700

51437 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.54147 -0.27117 0.26966 56.344 56.344 2.37E-16 81.89 2112600

51438 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.5072 0.21844 0.72391 56.959 56.959 2.37E-16 85.3 3028000

51439 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.44932 0.38302 0.83117 54.831 54.831 1.04E-33 85.84 4884600

51440 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.53447 0.00934 0.54328 56.37 56.37 1.60E-05 71.78 190050

51441 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 2 672.3619 1342.7092 0.4095 -0.47476 -0.065302 57.689 57.689 1.04E-33 74.31 41981000
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51442 VTGGEVGAASSLAPK Unmodified _VTGGEVGAASSLAPK_ B4FN19_MAIZE 3 448.57702 1342.7092 -0.15209 0.16723 0.015193 57.649 57.649 1.00E+00 1.13 563680

51443 VTGHGAPAGLLADMK Unmodified _VTGHGAPAGLLADMK_ B4FN73_MAIZE 3 479.92214 1436.7446 -0.12365 0.38178 0.25634 63.224 63.224 1.98E-01 17.29 1060000

51444 VTGILPLK Unmodified _VTGILPLK_ B4G0V4_MAIZE 2 420.7813 839.54804 0.20014 0.22717 0.41956 64.295 64.295 1.65E-01 26.06 1700300

51445 VTGILPLK Unmodified _VTGILPLK_ B4G0V4_MAIZE 2 420.7813 839.54804 0.16868 0.17208 0.33361 65.809 65.809 5.06E-02 36.44 1937800

51446 VTGILPLK Unmodified _VTGILPLK_ B4G0V4_MAIZE 2 420.7813 839.54804 0.18924 0.11044 0.29413 64.944 64.944 1.00E+00 0.14 1183000

51447 VTGLVLR Unmodified _VTGLVLR_ B4F869_MAIZE 2 379.25016 756.48577 0.60498 0.19708 0.807 54.672 54.672 4.46E-01 24.18 1489600

51448 VTGMLLEMDQTEVLHLLESPDALK Unmodified _VTGMLLEMDQTEVLHLLESPDALK_ B6U4M0_MAIZE 3 894.79581 2681.3656 1.1561 0.30341 1.4516 123.03 123.03 8.51E-10 52.55 1131700

51449 VTGMLLEMDQTEVLHLLESPDALK 2 Oxidation (M) _VTGM(ox)LLEM(ox)DQTEVLHLLESPDALK_ B6U4M0_MAIZE 3 905.45908 2713.3554 1.1243 -0.17569 0.9445 119.88 119.88 1.84E-07 33.29 697280

51450 VTGMLLEMDQTEVLHLLESPDALK 2 Oxidation (M) _VTGM(ox)LLEM(ox)DQTEVLHLLESPDALK_ B6U4M0_MAIZE 3 905.45908 2713.3554 1.1345 -0.055398 1.0746 120.69 120.69 1.33E-26 63.49 3205800

51451 VTGMLLEMDQTEVLHLLESPDALK Oxidation (M) _VTGM(ox)LLEMDQTEVLHLLESPDALK_ B6U4M0_MAIZE 3 900.12744 2697.3605 1.2189 -0.10282 1.1097 123.78 123.78 8.51E-10 46.89 376580

51452 VTGMLLEMDQTEVLHLLESPDALK Oxidation (M) _VTGM(ox)LLEMDQTEVLHLLESPDALK_ B6U4M0_MAIZE 3 900.12744 2697.3605 1.2582 -0.86802 0.38537 125.84 125.84 2.48E-05 24.23 115930

51453 VTGTGPYGR Unmodified _VTGTGPYGR_ B6TEB5_MAIZE 2 454.23524 906.45593 0.10164 0.65844 0.77768 32.47 32.47 3.39E-01 45.4 32729

51454 VTIDVASPEAGVIEK Unmodified _VTIDVASPEAGVIEK_ B6SJN5_MAIZE 2 764.41687 1526.8192 0.88337 -0.16918 0.71002 75.028 75.028 7.01E-11 52.76 540270

51455 VTIFGDVYPLPAEQQEWAHK Unmodified _VTIFGDVYPLPAEQQEWAHK_ B6TNA5_MAIZE 3 776.72682 2327.1586 0.91935 0.41695 1.3343 98.87 98.87 2.38E-03 36.13 318080

51456 VTIGNFIR Unmodified _VTIGNFIR_ B4FHF0_MAIZE 2 460.27163 918.5287 0.021903 0.28342 0.30497 72.622 72.622 1.65E-01 27.74 402600

51457 VTIGNFIR Unmodified _VTIGNFIR_ B4FHF0_MAIZE 2 460.27163 918.5287 0.0041342 0.067189 0.070592 74.036 74.036 1.65E-01 31.75 208210

51458 VTIGNFIR Unmodified _VTIGNFIR_ B4FHF0_MAIZE 2 460.27163 918.5287 -0.013836 0.27569 0.26151 73.613 73.613 2.92E-02 36.38 219600

51459 VTIGNFIR Unmodified _VTIGNFIR_ B4FHF0_MAIZE 2 460.27163 918.5287 0.069621 -0.30894 -0.23739 73.608 73.608 1.65E-01 30.19 166040

51460 VTIGNFIR Unmodified _VTIGNFIR_ B4FHF0_MAIZE 2 460.27163 918.5287 -0.08622 0.17228 0.085775 73.585 73.585 1.65E-01 25.46 1914900

51461 VTIGSEDLK Unmodified _VTIGSEDLK_ B4FWP6_MAIZE 2 481.26366 960.51278 -0.059077 0.017894 -0.046178 54.098 54.098 3.32E-02 31.88 559180

51462 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.157 -0.32027 0.82886 41.848 41.848 9.79E-02 38.01 2569600

51463 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 0.98231 -0.26599 0.70979 43.363 43.363 2.55E-01 38.45 84635

51464 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.0658 0.32138 1.377 41.641 41.641 9.79E-02 26.87 1391100

51465 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.193 -0.34961 0.83613 44.151 44.151 9.29E-03 30.72 1717800

51466 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.1303 0.49697 1.6169 43.362 43.362 3.11E-02 38.38 813650

51467 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.07 0.061839 1.1236 44.122 44.122 9.29E-03 38.22 1187500

51468 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 2 513.33951 1024.6645 -0.032257 0.30192 0.26208 44.123 44.123 7.11E-01 23.17 722590

51469 VTIIAKPGVK Unmodified _VTIIAKPGVK_ B4FAD9_MAIZE 3 342.5621 1024.6645 1.1456 0.36533 1.502 43.685 43.685 3.11E-02 30.84 7389600

51470 VTILTDK Unmodified _VTILTDK_ B4FHB3_MAIZE 2 395.23946 788.46437 0.42292 0.007822 0.43215 44.227 44.227 4.46E-01 35.29 3221000

51471 VTIQDGR Unmodified _VTIQDGR_ B4FP70_MAIZE 2 394.71668 787.41882 0.41613 -2.0525 -1.6235 32.856 32.856 4.46E-01 23.13 61223

51472 VTKDGVTVAK Unmodified _VTKDGVTVAK_ CH61_MAIZE C 2 509.30058 1016.5866 -0.064631 -0.52098 -0.57179 49.011 49.011 3.43E-01 5.69 645790

51473 VTLAAVER Unmodified _VTLAAVER_ Q6RW10_MAIZE 2 429.75581 857.49707 0.14831 -0.10575 0.027729 48.446 48.446 2.92E-02 50.81 3663400

51474 VTLAAVER Unmodified _VTLAAVER_ Q6RW10_MAIZE 2 429.75581 857.49707 0.11966 0.053423 0.15925 50.809 50.809 1.65E-01 28.63 1256200

51475 VTLAAVER Unmodified _VTLAAVER_ Q6RW10_MAIZE 2 429.75581 857.49707 0.10291 0.086179 0.1748 50.08 50.08 1.65E-01 26.89 932490
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51476 VTLAAVER Unmodified _VTLAAVER_ Q6RW10_MAIZE 2 429.75581 857.49707 0.11236 -0.039756 0.058262 50.638 50.638 1.90E-02 36.25 2164000

51477 VTLDLLEMVFAK Oxidation (M) _VTLDLLEM(ox)VFAK_ Q9SAZ6_MAIZE 2 697.88362 1393.7527 0.67008 0.31284 0.97988 118.29 118.29 2.62E-07 68.22 1039400

51478 VTLDLLEMVFAK Oxidation (M) _VTLDLLEM(ox)VFAK_ Q9SAZ6_MAIZE 2 697.88362 1393.7527 0.63549 0.0324 0.66467 118.57 118.57 7.61E-14 87.39 1486800

51479 VTLDLLEMVFAK Oxidation (M) _VTLDLLEM(ox)VFAK_ Q9SAZ6_MAIZE 2 697.88362 1393.7527 0.64488 0.082032 0.72323 118.67 118.67 9.64E-17 101.47 1539400

51480 VTLDLLEMVFAK Oxidation (M) _VTLDLLEM(ox)VFAK_ Q9SAZ6_MAIZE 2 697.88362 1393.7527 0.72603 0.12807 0.85125 118.63 118.63 3.52E-11 50.03 190980

51481 VTLDLLEMVFAK Oxidation (M) _VTLDLLEM(ox)VFAK_ Q9SAZ6_MAIZE 2 697.88362 1393.7527 0.63267 0.40264 1.0325 121.58 121.58 2.00E-01 9.2 64061

51482 VTLDLLEMVFAK Unmodified _VTLDLLEMVFAK_ Q9SAZ6_MAIZE 2 689.88616 1377.7578 0.6043 0.24423 0.84282 124.47 124.47 9.64E-17 92.07 4663800

51483 VTLDLLEMVFAK Unmodified _VTLDLLEMVFAK_ Q9SAZ6_MAIZE 2 689.88616 1377.7578 0.64075 0.39642 1.0302 124.84 124.84 9.64E-17 101.39 781740

51484 VTLDLLEMVFAK Unmodified _VTLDLLEMVFAK_ Q9SAZ6_MAIZE 2 689.88616 1377.7578 0.63073 0.25735 0.88141 125.09 125.09 1.98E-03 37.44 515590

51485 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0516 0.018443 1.0605 100.57 100.57 1.02E-23 62.79 4400700

51486 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0514 -0.036119 1.0052 101.12 101.12 7.01E-11 48.63 2663900

51487 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0353 -0.1151 0.91088 101.12 101.12 2.37E-16 66.88 4741600

51488 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0159 -0.054353 0.95155 101.04 101.04 1.12E-07 66.48 2813100

51489 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0549 0.00717 1.0529 100.69 100.69 1.02E-23 83.47 3873900

51490 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0176 -0.36339 0.64501 101.28 101.28 1.04E-33 86.96 23588000

51491 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0817 0.18825 1.2605 100.86 100.86 7.01E-11 64.3 490880

51492 VTLFLNLANDPTIER Unmodified _VTLFLNLANDPTIER_ B6T9C0_MAIZE 2 858.46997 1714.9254 1.0496 0.13589 1.176 101.24 101.24 1.60E-05 71.01 401010

51493 VTLFSTPR Unmodified _VTLFSTPR_ B6TRK5_MAIZE 2 460.76363 919.51272 -0.031906 0.63283 0.60899 62.948 62.948 1.65E-01 25.85 1006800

51494 VTLHGIDAEIYR Unmodified _VTLHGIDAEIYR_ B6TIS1_MAIZE 3 462.91738 1385.7303 -0.18801 0.1387 -0.058555 71.547 71.547 4.78E-08 37.54 2413200

51495 VTLHGIDAEIYR Unmodified _VTLHGIDAEIYR_ B6TIS1_MAIZE 2 693.87243 1385.7303 0.60269 -0.76624 -0.1726 71.559 71.559 2.62E-07 38 295920

51496 VTLLCNLPVPDILK Unmodified _VTLLCNLPVPDILK_ B6TLJ7_MAIZE 2 797.96547 1593.9164 0.97522 0.28468 1.2597 120.58 120.58 3.51E-02 8.77 58621

51497 VTLLSNLPLPEEHKR Unmodified _VTLLSNLPLPEEHKR_ B6SH94_MAIZE 3 582.66847 1744.9836 0.10191 0.029897 0.11213 79.404 79.404 2.04E-04 35.41 1135600

51498 VTLYQDAHVPDNFVPR Unmodified _VTLYQDAHVPDNFVPR_ PLDA1_MAIZE 3 624.31973 1869.9373 0.36688 0.20347 0.57892 83.282 83.282 1.00E+00 10.46 25403

51499 VTLYQDAHVPDNFVPR Unmodified _VTLYQDAHVPDNFVPR_ PLDA1_MAIZE 3 624.31973 1869.9373 0.32607 -0.29182 0.043026 80.446 80.446 9.16E-07 52.63 1500700

51500 VTLYQDAHVPDNFVPR Unmodified _VTLYQDAHVPDNFVPR_ PLDA1_MAIZE 3 624.31973 1869.9373 0.3811 0.14813 0.53719 80.81 80.81 1.90E-03 30.61 850380

51501 VTLYQDAHVPDNFVPR Unmodified _VTLYQDAHVPDNFVPR_ PLDA1_MAIZE 3 624.31973 1869.9373 0.35429 -0.89155 -0.5275 80.523 80.523 1.90E-03 32.44 1335600

51502 VTMDDFVNALHEITPAFGASTDDLER Oxidation (M) _VTM(ox)DDFVNALHEITPAFGASTDDLER_ B4FFH4_MAIZE 3 960.78339 2879.3284 1.1708 -0.036216 1.1402 118.64 118.64 9.49E-10 39.38 125100

51503 VTMDDFVNALHEITPAFGASTDDLER Oxidation (M) _VTM(ox)DDFVNALHEITPAFGASTDDLER_ B4FFH4_MAIZE 3 960.78339 2879.3284 1.1827 -0.15662 1.0317 117.91 117.91 4.46E-06 46.58 126460

51504 VTMDDFVNALHEITPAFGASTDDLER Oxidation (M) _VTM(ox)DDFVNALHEITPAFGASTDDLER_ B4FFH4_MAIZE 3 960.78339 2879.3284 1.2112 0.25579 1.4719 118.25 118.25 2.42E-01 21.31 172340

51505 VTMQFLLPSK Oxidation (M) _VTM(ox)QFLLPSK_ B4FVG0_MAIZE 2 590.32574 1178.6369 0.16041 0.52007 0.67954 67.649 67.649 4.40E-02 16.31 819160

51506 VTMQFLLPSK Oxidation (M) _VTM(ox)QFLLPSK_ B4FVG0_MAIZE 2 590.32574 1178.6369 0.1303 -0.082104 0.0489 66.627 66.627 1.03E-05 81.36 2075300

51507 VTMQFLLPSK Unmodified _VTMQFLLPSK_ B4FVG0_MAIZE 2 582.32828 1162.642 0.11688 0.65642 0.76922 85.243 85.243 1.45E-01 32.6 1405900

51530 VTNAIALLDPLTLR Unmodified _VTNAIALLDPLTLR_ B4FIF8_MAIZE 2 755.45359 1508.8926 0.84186 0.45518 1.2833 112.23 112.23 2.96E-06 41.46 383700

51531 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 -0.13919 -0.052393 -0.20202 15.944 15.944 1.00E+00 10.79 5918.4
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51532 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 -0.13758 -0.16874 -0.31753 17.814 17.814 3.77E-01 25.48 7444.3

51533 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 -1.7631 7.3381 7.3381 8.04E-01 4.79

51534 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 0.028094 -0.11635 -0.099692 18.611 18.611 7.88E-01 14.45 51951

51535 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 0.026797 -0.24642 -0.23007 18.611 18.611 7.88E-01 17.16 143430

51536 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 0.15273 -0.42693 -0.28454 17.494 17.494 1.00E+00 5.29 3284.5

51537 VTNEEVQK Unmodified _VTNEEVQK_ Q8W529_MAIZE 2 473.74564 945.47673 0.17947 -0.21896 -0.04952 19.335 19.335 7.88E-01 13.48 2835.2

51538 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.37058 -0.10005 0.26174 76.437 76.437 3.60E-06 54.89 2870600

51539 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.38113 -0.016152 0.35682 77 77 5.66E-08 76.2 3800800

51540 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.36387 -0.18829 0.16782 76.616 76.616 6.35E-09 88.09 4131200

51541 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.31634 -0.095981 0.21214 76.44 76.44 3.60E-06 67.93 4665900

51542 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.36714 -0.32178 0.036795 76.942 76.942 6.35E-09 68.58 4697100

51543 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.33329 0.088153 0.41214 76.876 76.876 3.60E-06 47.04 5179800

51544 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.20303 -0.22346 -0.029056 76.368 76.368 1.62E-12 74.51 44938000

51545 VTNLDELQIVK Unmodified _VTNLDELQIVK_ B6U6C5_MAIZE 2 636.36391 1270.7133 0.26991 -0.46926 -0.20678 77.826 77.826 1.62E-12 82.26 28019000

51546 VTNLSEDTR Unmodified _VTNLSEDTR_ B4FBV8_MAIZE 2 517.75928 1033.504 0.082066 0.08436 0.16024 39.448 39.448 3.39E-01 9.02 278850

51547 VTNLSEDTREPDLLELFR Unmodified _VTNLSEDTREPDLLELFR_ B4FBV8_MAIZE 2 1074.0526 2146.0906 1.26 0.14654 1.3961 106.56 106.56 3.69E-03 31.68 317980

51548 VTNLSEDTREPDLLELFR Unmodified _VTNLSEDTREPDLLELFR_ B4FBV8_MAIZE 3 716.37081 2146.0906 0.72154 0.2257 0.937 108.17 108.17 1.31E-01 22.5 708510

51549 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 3 333.51991 997.53789 1.4058 0.038033 1.4434 30.4 30.4 1.96E-01 35.98 157310

51550 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 2 499.77622 997.53789 0.037735 -0.71482 -0.67366 30.41 30.41 9.73E-03 32.49 87052

51551 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 3 333.51991 997.53789 1.1955 0.29766 1.4943 29.001 29.001 8.82E-01 15.21 21570

51552 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 2 499.77622 997.53789 0.032545 -0.12082 -0.085671 31.429 31.429 3.32E-02 21.84 18038

51553 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 3 333.51991 997.53789 1.274 -0.087998 1.1888 31.071 31.071 8.75E-03 34.06 292590

51554 VTNMHAVVK Unmodified _VTNMHAVVK_ CH61_MAIZE C 2 499.77622 997.53789 0.045331 0.1937 0.24135 31.072 31.072 3.21E-03 40.46 134730

51555 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 2 507.77368 1013.5328 0.073955 -0.42995 -0.35149 17.543 17.543 7.18E-01 13.42 6163.2

51556 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 3 338.85154 1013.5328 1.3655 0.072258 1.441 17.547 17.547 1.00E+00 6.07 20967

51557 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 2 507.77368 1013.5328 0.12262 -0.35216 -0.22331 17.6 17.6 8.86E-01 9.98 7844.4

51558 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 3 338.85154 1013.5328 1.3077 0.17866 1.4897 17.608 17.608 2.35E-01 19.18 23306

51559 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 3 338.85154 1013.5328 1.2124 0.14923 1.3662 16.79 16.79 9.63E-01 13.69 161650

51560 VTNMHAVVK Oxidation (M) _VTNM(ox)HAVVK_ CH61_MAIZE C 3 338.85154 1013.5328 1.2966 0.24395 1.5441 31.056 31.056 5.45E-01 14.27 54732

51561 VTNPALAGLTGLPAGVTAR Unmodified _VTNPALAGLTGLPAGVTAR_ B6SZV0_MAIZE 2 890.00979 1778.005 1.1283 -0.033556 1.0961 89.363 89.363 1.06E-14 67.23 687030

51562 VTNPALAGLTGLPAGVTAR Unmodified _VTNPALAGLTGLPAGVTAR_ B6SZV0_MAIZE 3 593.67562 1778.005 0.19647 0.12449 0.32163 89.365 89.365 1.00E+00 5.93 539110

51563 VTNPLFEK Unmodified _VTNPLFEK_ B6T769_MAIZE 2 474.26347 946.51238 -0.13551 0.044861 -0.098665 59.601 59.601 7.88E-01 8.56 28069

51564 VTNPLFEK Unmodified _VTNPLFEK_ B6T769_MAIZE 2 474.26347 946.51238 -0.15472 0.42323 0.25898 58.394 58.394 5.06E-02 33.19 570720

51565 VTNPLFEK Unmodified _VTNPLFEK_ B6T769_MAIZE 2 474.26347 946.51238 -0.045911 0.43744 0.38092 60.054 60.054 1.65E-01 25.13 752310
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51566 VTNPLFEK Unmodified _VTNPLFEK_ B6T769_MAIZE 2 474.26347 946.51238 -0.042504 0.17172 0.12023 59.912 59.912 7.88E-01 19.54 460360

51567 VTNPLFEK Unmodified _VTNPLFEK_ B6T769_MAIZE 2 474.26347 946.51238 -0.079295 0.30263 0.2144 58.52 58.52 2.92E-02 26.77 1151800

51568 VTNTPDVLTDDVADLAVGLAIAALR Unmodified _VTNTPDVLTDDVADLAVGLAIAALR_ B6SRY1_MAIZE 3 841.79367 2522.3592 1.0963 0.30938 1.4087 131.56 131.56 9.91E-12 68.24 1021500

51569 VTNTPDVLTDDVADLAVGLAIAALR Unmodified _VTNTPDVLTDDVADLAVGLAIAALR_ B6SRY1_MAIZE 2 1262.1869 2522.3592 1.2708 -0.026813 1.2478 131.56 131.56 8.12E-10 96.33 200710

51570 VTNTPDVLTDDVADLAVGLAIAVLR Unmodified _VTNTPDVLTDDVADLAVGLAIAVLR_ B6TL24_MAIZE 3 851.13744 2550.3905 1.2147 -0.15362 1.0688 131.31 131.31 9.12E-03 41.58 490360

51571 VTNVSLSATVQDIK Unmodified _VTNVSLSATVQDIK_ B6TI68_MAIZE 2 737.90921 1473.8039 0.80303 -0.38556 0.42119 72.224 72.224 2.09E-30 104.82 765770

51572 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.57987 -0.009138 0.56736 77.154 77.154 7.61E-14 78.77 7437700

51573 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.59253 -0.21885 0.37001 77.779 77.779 2.05E-12 53.86 4167100

51574 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.57584 -0.10651 0.46546 78.268 78.268 2.62E-07 69.19 5467200

51575 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.56494 -0.088226 0.47305 77.856 77.856 7.61E-14 76.01 5610900

51576 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.57222 -0.057455 0.51179 77.673 77.673 1.68E-09 64.94 2843300

51577 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.58308 -0.083915 0.49511 78.136 78.136 7.61E-14 75.97 5530500

51578 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.53764 -0.10162 0.43186 78.004 78.004 7.61E-14 75.77 30206000

51579 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.55122 0.1632 0.70975 77.776 77.776 2.05E-12 84.39 1443100

51580 VTPEVIAEYTVR Unmodified _VTPEVIAEYTVR_ B4FAL9_MAIZE 2 688.87464 1375.7347 0.58579 0.31599 0.89786 79.308 79.308 2.00E-01 15.35 159320

51581 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.58961 -0.30522 0.28538 74.306 74.306 7.61E-14 68.91 3928400

51582 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.59483 -0.040883 0.55491 74.94 74.94 1.68E-09 62.69 1405300

51583 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.58321 -0.10153 0.48204 75.485 75.485 7.72E-03 35.61 1918400

51584 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.59024 0.12768 0.71877 75.096 75.096 2.62E-07 67.98 1896700

51585 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.60275 0.29807 0.90183 74.971 74.971 7.72E-03 57.1 966790

51586 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.61708 -0.0062 0.61099 75.415 75.415 2.05E-12 60.74 1930000

51587 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 3 459.25751 1374.7507 -0.072778 0.32523 0.25142 75.27 75.27 9.42E-03 32.33 797210

51588 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.53066 0.33687 0.86796 75.278 75.278 2.05E-12 70.21 15145000

51589 VTPEVIAQYTVR Unmodified _VTPEVIAQYTVR_ B4FWP0_MAIZE 2 688.38263 1374.7507 0.57221 0.22651 0.79934 74.884 74.884 1.00E+00 0.43 444070

51590 VTQTAPAAPR Unmodified _VTQTAPAAPR_ B4FCI3_MAIZE 2 506.28272 1010.5509 -0.069994 0.12695 0.049913 33.548 33.548 4.40E-02 51.98 94591

51591 VTRPHGNSGVVR Unmodified _VTRPHGNSGVVR_ B6T8S6_MAIZE 4 320.43109 1277.6953 1.5022 0.20677 1.7205 23.762 23.762 1.00E+00 11.21 130520

51592 VTRPHGNSGVVR Unmodified _VTRPHGNSGVVR_ B6T8S6_MAIZE 3 426.9057 1277.6953 0.22858 -0.29648 -0.056715 23.767 23.767 3.65E-01 23.22 329670

51593 VTRPHGNSGVVR Unmodified _VTRPHGNSGVVR_ B6T8S6_MAIZE 4 320.43109 1277.6953 1.3852 0.41515 1.8097 26.67 26.67 1.00E+00 3.05 21129

51594 VTRPHGNSGVVR Unmodified _VTRPHGNSGVVR_ B6T8S6_MAIZE 3 426.9057 1277.6953 0.0080974 0.38541 0.40495 26.682 26.682 7.34E-03 40.46 44373

51595 VTSAANDVGAK Unmodified _VTSAANDVGAK_ Q7FS90_MAIZE 2 516.76965 1031.5247 0.19197 -0.024294 0.16381 25.588 25.588 1.00E+00 3.23 7679.9

51596 VTSAANDVGAK Unmodified _VTSAANDVGAK_ Q7FS90_MAIZE 2 516.76965 1031.5247 0.0059059 -0.23255 -0.23072 26.507 26.507 4.96E-02 46.99 28432

51597 VTSFEEEALR Unmodified _VTSFEEEALR_ B4FMP2_MAIZE 2 590.79586 1179.5772 0.17623 0.25861 0.41682 62.948 62.948 5.76E-06 60.95 759970

51598 VTSINAQQGAR Unmodified _VTSINAQQGAR_ B6TUE7_MAIZE 2 572.80709 1143.5996 0.056839 0.11118 0.15943 31.167 31.167 4.48E-03 51.5 51134

51599 VTSINAQQGAR Unmodified _VTSINAQQGAR_ B6TUE7_MAIZE 2 572.80709 1143.5996 0.13341 0.24286 0.36663 31.356 31.356 4.48E-03 46.39 289400
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51600 VTSPLLEPSSVEK Unmodified _VTSPLLEPSSVEK_ B6TJB6_MAIZE 2 693.37976 1384.745 0.48936 -0.30571 0.17544 64.456 64.456 2.61E-08 62.78 11341000

51601 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.17321 -0.057842 0.13394 87.707 87.707 4.96E-02 22.54 32929

51602 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.17081 0.094204 0.28151 85.957 85.957 3.57E-04 59.51 582550

51603 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.276 0.3763 0.66912 86.323 86.323 1.67E-02 39.49 907550

51604 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.2758 0.46575 0.75771 86.013 86.013 1.67E-02 32.76 802620

51605 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.26537 0.33151 0.61415 85.685 85.685 4.43E-05 42.82 447510

51606 VTSVASFFVSR Unmodified _VTSVASFFVSR_ B4FRC9_MAIZE 2 600.32459 1198.6346 0.26191 0.80452 1.0814 86.081 86.081 3.57E-04 66.13 721130

51607 VTTFEDSEK Unmodified _VTTFEDSEK_ B6UH55_MAIZE 2 528.24821 1054.4819 0.011984 0.25148 0.26485 38.943 38.943 7.18E-01 21.8 243720

51608 VTTFEDSEK Unmodified _VTTFEDSEK_ B6UH55_MAIZE 2 528.24821 1054.4819 0.036902 -0.36575 -0.32626 38.134 38.134 3.39E-01 24.57 152600

51609 VTTFEDSEK Unmodified _VTTFEDSEK_ B6UH55_MAIZE 2 528.24821 1054.4819 -0.054913 -0.031276 -0.083189 38.837 38.837 1.12E-01 32.37 2488200

51610 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 3 680.31285 2037.9167 0.59858 0.26757 0.85865 61.749 61.749 5.98E-03 23.75 1424300

51611 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 3 680.31285 2037.9167 0.5874 -0.009232 0.57137 62.149 62.149 1.11E-04 30.4 1010100

51612 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 3 680.31285 2037.9167 0.57669 -0.079989 0.49054 63.495 63.495 1.11E-04 32.43 1931400

51613 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 3 680.31285 2037.9167 0.63347 -0.17406 0.45318 62.865 62.865 7.64E-09 37 948900

51614 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 3 680.31285 2037.9167 0.49589 -0.076272 0.41294 63.209 63.209 7.64E-09 51.61 7593600

51615 VTTFEDSEKESEYGYVR Unmodified _VTTFEDSEKESEYGYVR_ B6UH55_MAIZE 2 1019.9656 2037.9167 1.253 -0.022296 1.2247 63.205 63.205 1.43E-21 89.78 783770

51616 VTTIGNIVHESVPVSDDEANNK Unmodified _VTTIGNIVHESVPVSDDEANNK_ B4FRC4_MAIZE 3 780.05555 2337.1448 0.9308 -0.31842 0.61362 75.094 75.094 5.39E-04 33.65 868210

51617 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.0258 -0.096935 -0.12276 52.24 52.24 3.32E-02 28.76 1617600

51618 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.17257 0.023161 -0.14988 52.621 52.621 1.00E+00 16.23 524590

51619 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.059817 0.11979 0.059713 54.621 54.621 7.18E-01 16.48 1212600

51620 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.033109 0.21919 0.18505 53.935 53.935 3.32E-02 28.84 720370

51621 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.11512 0.098923 -0.016017 54.576 54.576 3.39E-01 29.43 1508400

51622 VTTLPNGLR Unmodified _VTTLPNGLR_ B4F932_MAIZE 2 485.78764 969.56073 -0.11858 -0.002151 -0.12202 54.35 54.35 3.39E-01 24.03 10255000

51623 VTTSNGYQGHDLR Unmodified _VTTSNGYQGHDLR_ Q41759_MAIZE 3 483.23566 1446.6852 -0.043532 0.28646 0.24946 38.654 38.654 3.08E-01 8.72 335050

51624 VTTSVSQAILGVYSPPSAAEFTGEAR Unmodified _VTTSVSQAILGVYSPPSAAEFTGEAR_ B6T391_MAIZE 3 880.11681 2637.3286 1.1418 -0.046481 1.096 104.74 104.74 1.00E+00 4.23 306260

51625 VTTSVSQAILGVYSPPSAAEFTGEAR Unmodified _VTTSVSQAILGVYSPPSAAEFTGEAR_ B6T391_MAIZE 3 880.11681 2637.3286 1.1088 0.62464 1.7326 105.8 105.8 5.76E-05 17.62 439400

51626 VTTSVSQAILGVYSPPSAAEFTGEAR Unmodified _VTTSVSQAILGVYSPPSAAEFTGEAR_ B6T391_MAIZE 2 1319.6716 2637.3286 1.1039 0.35922 1.4631 105.81 105.81 2.59E-04 28.18 214570

51627 VTTTDDPVIR Unmodified _VTTTDDPVIR_ B4FWK0_MAIZE 2 558.7984 1115.5823 0.12289 0.5341 0.67531 45.102 45.102 1.25E-02 36.48 1202100

51628 VTTTDDPVIR Unmodified _VTTTDDPVIR_ B4FWK0_MAIZE 2 558.7984 1115.5823 0.033694 0.14306 0.1964 44.674 44.674 1.25E-02 69.19 785430

51629 VTTTDDPVIR Unmodified _VTTTDDPVIR_ B4FWK0_MAIZE 2 558.7984 1115.5823 0.091649 0.04311 0.15289 47.276 47.276 4.40E-02 42.34 1477200

51630 VTTTDDPVIR Unmodified _VTTTDDPVIR_ B4FWK0_MAIZE 2 558.7984 1115.5823 0.10727 -0.15718 -0.02966 46.517 46.517 4.40E-02 35.49 1491500

51631 VTTTDDPVIR Unmodified _VTTTDDPVIR_ B4FWK0_MAIZE 2 558.7984 1115.5823 -0.010602 -0.065786 -0.057084 47.398 47.398 1.84E-04 54.1 6398100

51632 VTTTIGFGSPNK Unmodified _VTTTIGFGSPNK_ TKTC_MAIZE B4 2 611.32733 1220.6401 0.29128 0.063333 0.36961 55.961 55.961 6.74E-02 64.37 4664300

51633 VTTTIGFGSPNK Unmodified _VTTTIGFGSPNK_ TKTC_MAIZE B4 2 611.32733 1220.6401 0.31829 -0.17442 0.1593 58.077 58.077 7.72E-03 71.66 3160300
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51634 VTTTIGFGSPNK Unmodified _VTTTIGFGSPNK_ TKTC_MAIZE B4 2 611.32733 1220.6401 0.22441 -0.056906 0.18353 57.997 57.997 1.98E-03 62.82 5291200

51635 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 4 494.73935 1974.9283 0.033831 -0.32274 -0.30484 32.693 32.693 8.87E-01 2.27 144210

51636 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 3 659.31671 1974.9283 0.54245 -0.084708 0.4421 32.709 32.709 2.20E-01 16.76 625580

51637 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 4 494.73935 1974.9283 -0.055343 -0.18294 -0.25444 32.708 32.708 3.64E-01 8.9 1870700

51638 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 5 395.99294 1974.9283 0.46461 -0.52118 -0.072007 32.712 32.712 2.20E-01 6.85 1593200

51639 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 4 494.73935 1974.9283 -0.075569 0.016478 -0.075371 33.497 33.497 3.64E-01 3.12 196410

51640 VTVAEPDHKEEGHEAAEK Unmodified _VTVAEPDHKEEGHEAAEK_ Q41824_MAIZE 3 659.31671 1974.9283 0.55437 0.22459 0.76332 33.526 33.526 1.19E-01 17.42 41192

51641 VTVAEPDHKEEGHEAAEKK Unmodified _VTVAEPDHKEEGHEAAEKK_ Q41824_MAIZE 3 702.01503 2103.0233 0.79048 -0.088444 0.68352 29.637 29.637 4.99E-02 13.81 66375

51642 VTVDGKPHSHGFK Unmodified _VTVDGKPHSHGFK_ B4FTA4_MAIZE 4 352.93875 1407.7259 1.1313 -0.33495 0.81439 29.364 29.364 1.00E+00 2.69 304530

51643 VTVDGKPHSHGFK Unmodified _VTVDGKPHSHGFK_ B4FTA4_MAIZE 3 470.24924 1407.7259 0.27428 -0.024519 0.26547 29.333 29.333 1.00E+00 4.1 116870

51644 VTVDGKPHSHGFK Unmodified _VTVDGKPHSHGFK_ B4FTA4_MAIZE 4 352.93875 1407.7259 1.0277 -0.18683 0.85918 30.474 30.474 5.88E-01 9.65 291740

51645 VTVDGKPHSHGFK Unmodified _VTVDGKPHSHGFK_ B4FTA4_MAIZE 3 470.24924 1407.7259 -0.087699 -0.5136 -0.58395 30.488 30.488 5.88E-01 17.69 79607

51646 VTVFQQPHYLQNFVQSTFNALPVDQVR Unmodified _VTVFQQPHYLQNFVQSTFNALPVDQVR_ B4FAE5_MAIZE 3 1059.2156 3174.6251 1.1303 -0.24953 0.893 121.5 121.5 8.07E-01 14.17 2929300

51647 VTVFQQPHYLQNFVQSTFNALPVDQVR Unmodified _VTVFQQPHYLQNFVQSTFNALPVDQVR_ B4FAE5_MAIZE 4 794.66354 3174.6251 0.85141 -0.042263 0.82133 121.49 121.49 5.31E-01 11.39 1512300

51648 VTVFQQPHYLQNFVQSTFNALPVDQVR Unmodified _VTVFQQPHYLQNFVQSTFNALPVDQVR_ B4FAE5_MAIZE 3 1059.2156 3174.6251 1.188 -0.16374 1.0367 128.33 128.33 5.31E-01 8.91 4183300

51649 VTVFQQPHYLQNFVQSTFNALPVDQVR Unmodified _VTVFQQPHYLQNFVQSTFNALPVDQVR_ B4FAE5_MAIZE 4 794.66354 3174.6251 0.91047 0.12448 1.0465 128.33 128.33 1.30E-01 18.82 3233500

51650 VTVFSTSESK Unmodified _VTVFSTSESK_ B4FBW5_MAIZE 2 542.77968 1083.5448 0.070393 0.23698 0.31579 46.904 46.904 1.25E-02 38.6 1593600

51651 VTVFSTSESK Unmodified _VTVFSTSESK_ B4FBW5_MAIZE 2 542.77968 1083.5448 -0.026723 0.043946 0.026874 46.732 46.732 4.40E-02 38.39 506840

51652 VTVFSTSESK Unmodified _VTVFSTSESK_ B4FBW5_MAIZE 2 542.77968 1083.5448 0.06902 -0.058541 0.020148 49.221 49.221 7.11E-01 27.59 482770

51653 VTVFSTSESK Unmodified _VTVFSTSESK_ B4FBW5_MAIZE 2 542.77968 1083.5448 -0.041782 -0.13321 -0.16639 49.826 49.826 1.00E+00 20.85 2354000

51654 VTVFSTSESKR Unmodified _VTVFSTSESKR_ B4FBW5_MAIZE 2 620.83023 1239.6459 0.35184 -0.60638 -0.25061 42.61 42.61 1.47E-01 29.11 341000

51655 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 3 374.51845 1120.5335 0.37599 -0.492 -0.086621 30.465 30.465 9.79E-02 14.73 3415800

51656 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 2 561.27404 1120.5335 -0.11288 -0.4099 -0.49431 30.46 30.46 1.45E-01 26.92 1350400

51657 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 3 374.51845 1120.5335 0.4389 -2.0288 -1.5573 32.795 32.795 5.31E-01 5.15 29139

51658 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 2 561.27404 1120.5335 0.072532 -0.37598 -0.27552 32.932 32.932 1.00E+00 21.23 7750.8

51659 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 3 374.51845 1120.5335 0.82505 0.66734 1.5178 30.302 30.302 2.55E-01 15.19 87432

51660 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 2 561.27404 1120.5335 0.2546 3.5624 3.8373 30.279 30.279 7.11E-01 16.64 24460

51661 VTVHCTGYGK Unmodified _VTVHCTGYGK_ Q5XLE1_MAIZE 3 374.51845 1120.5335 0.48332 0.45739 0.96621 33.582 33.582 9.39E-01 10.54 182340

51662 VTVISTSASK Unmodified _VTVISTSASK_ B4FU39_MAIZE 2 496.78476 991.55498 -0.03687 -0.003842 -0.040981 39.697 39.697 1.25E-02 44.75 391760

51663 VTVISTSASK Unmodified _VTVISTSASK_ B4FU39_MAIZE 2 496.78476 991.55498 -0.0020392 -0.1414 -0.14181 38.873 38.873 7.11E-01 20.81 183960

51664 VTVISTSASK Unmodified _VTVISTSASK_ B4FU39_MAIZE 2 496.78476 991.55498 -0.035102 -0.49711 -0.53022 39.448 39.448 3.43E-01 27.49 270690

51665 VTVISTSASK Unmodified _VTVISTSASK_ B4FU39_MAIZE 2 496.78476 991.55498 -0.15709 0.42522 0.26717 40.384 40.384 1.25E-02 30.46 2286700

51666 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.072047 -0.05865 -0.12238 56.307 56.307 1.25E-02 34.1 8693700

51667 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.1818 0.18217 0.0095444 57.632 57.632 1.45E-01 23.15 87359



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

51668 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.14974 -0.11092 -0.25153 56.652 56.652 2.81E-03 35.55 2992600

51669 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.078995 -0.4065 -0.47578 57.7 57.7 1.25E-02 26.52 4371700

51670 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.14691 -0.093298 -0.23125 58.307 58.307 4.40E-02 24 2943400

51671 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.094041 -0.59123 -0.67643 58.315 58.315 7.11E-01 7.8 5285400

51672 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.098797 -0.17261 -0.26253 56.96 56.96 2.81E-03 34.07 1210700

51673 VTVISTSLGK Unmodified _VTVISTSLGK_ B4FVN5_MAIZE 2 502.80296 1003.5914 -0.18217 0.026458 -0.14742 59.824 59.824 2.81E-03 34.91 961240

51674 VTVNNTMYHK Oxidation (M) _VTVNNTM(ox)YHK_ B6T925_MAIZE 3 408.20101 1221.5812 0.4363 0.60065 1.034 29.294 29.294 2.15E-01 19.5 82319

51675 VTVNNTMYHK Unmodified _VTVNNTMYHK_ B6T925_MAIZE 3 402.86937 1205.5863 0.34988 0.69069 1.0349 36.864 36.864 1.25E-01 18.51 808750

51676 VTVQGEVIEHSFGEELLCFR Unmodified _VTVQGEVIEHSFGEELLCFR_ Q9SAZ6_MAIZE 3 783.72297 2348.1471 0.90995 0.48154 1.3977 137.38 137.38 8.07E-04 42.57 187580

51677 VTVQGEVIEHSFGEELLCFR Unmodified _VTVQGEVIEHSFGEELLCFR_ Q9SAZ6_MAIZE 3 783.72297 2348.1471 0.96822 0.46111 1.4354 137.56 137.56 2.05E-02 21.11 133000

51678 VTVQGEVIEHSFGEELLCFR Unmodified _VTVQGEVIEHSFGEELLCFR_ Q9SAZ6_MAIZE 3 783.72297 2348.1471 0.94366 0.68328 1.6331 137.34 137.34 1.06E-01 15.37 45482

51679 VTVSKDDTVILDGAGDKK Unmodified _VTVSKDDTVILDGAGDKK_ CH61_MAIZE C 3 621.00195 1859.984 0.36577 -0.34542 0.028541 56.153 56.153 8.89E-03 25.77 506600

51680 VTVSKDDTVILDGAGDKK Unmodified _VTVSKDDTVILDGAGDKK_ CH61_MAIZE C 3 621.00195 1859.984 0.27153 -0.025908 0.25424 56.069 56.069 1.31E-05 35.09 2942300

51681 VTVSVCDVAVR Unmodified _VTVSVCDVAVR_ B4FFM6_MAIZE 2 602.82135 1203.6282 0.23222 1.2657 1.5252 63.447 63.447 3.60E-06 53.9 4988700

51682 VTVTCDGPFSK Unmodified _VTVTCDGPFSK_ B6THM9_MAIZE 2 605.79226 1209.57 0.19936 0.063301 0.2939 59.552 59.552 3.60E-06 56.19 1028000

51683 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.12454 0.012785 0.16 54.389 54.389 4.43E-05 52.53 2292700

51684 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 -0.25779 54.644 54.644 6.43E-01 16.34

51685 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 -0.25779 54.92 54.92 2.33E-05 50.28

51686 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 -0.25779 55.722 55.722 2.33E-05 61.39

51687 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.038841 -0.52948 -0.46616 54.561 54.561 3.57E-04 36.53 293000

51688 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.12517 -0.19656 -0.047013 56.46 56.46 3.83E-01 31.87 446870

51689 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.16858 -0.020821 0.17153 56.321 56.321 3.83E-01 45.63 742690

51690 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.072254 0.24662 0.34168 57.13 57.13 1.47E-01 30.68 1072300

51691 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 0.073494 0.36147 0.45816 54.923 54.923 4.43E-05 52.57 1293600

51692 VTVTSDGPFSK Unmodified _VTVTSDGPFSK_ B6TXN7_MAIZE 2 569.29295 1136.5714 -0.017363 -0.082276 -0.075836 57.852 57.852 5.66E-08 65.9 11609000

51693 VTWTETSVTVTGPPR Unmodified _VTWTETSVTVTGPPR_ O24566_MAIZE 2 815.92539 1629.8362 1.0315 -0.06628 0.98755 73.181 73.181 1.12E-07 61.26 781170

51694 VTYTSDYFQALYEHAVELIQK Unmodified _VTYTSDYFQALYEHAVELIQK_ B6UC34_MAIZE 3 840.0882 2517.2428 1.1789 0.84065 2.0103 124.26 124.26 2.01E-01 2.5 608070

51695 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.42077 -0.026451 0.39338 53.971 53.971 2.50E-15 71.69 4393200

51696 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.51293 0.41322 0.92434 55.004 55.004 9.49E-01 10.64 8785

51697 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.4233 0.032327 0.45473 54.163 54.163 1.56E-17 76.41 2091400

51698 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.42763 -0.11229 0.31394 56.051 56.051 2.50E-15 79.74 4160100

51699 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.43251 0.15696 0.58861 55.315 55.315 1.56E-17 76.45 2406900

51700 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.29537 -0.10149 0.19286 55.954 55.954 1.09E-26 82.86 25666000

51701 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.44361 0.13211 0.57404 55.882 55.882 1.56E-17 76.26 1708800
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51702 VVAAGANPVQITR Unmodified _VVAAGANPVQITR_ B6SH83_MAIZE 2 648.37514 1294.7357 0.40031 0.18778 0.58649 54.515 54.515 4.68E-05 49.71 705320

51703 VVAANKDR Unmodified _VVAANKDR_ B4FCK9_MAIZE 2 436.75106 871.48756 -0.03857 0.74911 0.69139 10.284 10.284 3.77E-01 35.21 13580

51704 VVADEMNNYLLFER Oxidation (M) _VVADEM(ox)NNYLLFER_ B4FL92_MAIZE 2 864.91671 1727.8189 1.0663 0.23249 1.284 83.062 83.062 3.56E-04 56.8 207550

51705 VVADLGR Unmodified _VVADLGR_ B4FAQ2_MAIZE 2 365.21632 728.41809 0.73688 -0.5787 0.16258 36.772 36.772 1.86E-01 33.58 30263000

51706 VVAEGYADLVAYGR Unmodified _VVAEGYADLVAYGR_ B4F872_MAIZE 2 741.883 1481.7514 0.84654 -0.64581 0.19447 82.311 82.311 7.68E-22 84 588440

51707 VVAFVK Unmodified _VVAFVK_ B6T563_MAIZE 2 331.71543 661.4163 1.3573 -0.13631 1.2343 43.976 43.976 1.00E+00 12.06 404860

51708 VVAFVK Unmodified _VVAFVK_ B6T563_MAIZE 2 331.71543 661.4163 1.1218 43.898 43.898 2.50E-01 17.29

51709 VVAFVK Unmodified _VVAFVK_ B6T563_MAIZE 2 331.71543 661.4163 1.3065 -0.1999 1.118 46.676 46.676 2.78E-01 25.82 1089500

51710 VVAIIAEGVPESDAK Unmodified _VVAIIAEGVPESDAK_ B6U233_MAIZE 2 749.41159 1496.8086 0.70081 5.0871 5.7708 69.917 69.917 1.56E-01 8.25 1408500

51711 VVAIIAEGVPESDAK Unmodified _VVAIIAEGVPESDAK_ B6U233_MAIZE 2 749.41159 1496.8086 0.8464 -0.29548 0.54143 71.228 71.228 1.00E+00 4.65 19056

51712 VVAIIAEGVPESDAK Unmodified _VVAIIAEGVPESDAK_ B6U233_MAIZE 2 749.41159 1496.8086 0.86782 0.072272 0.92995 70.735 70.735 7.01E-11 50.88 266180

51713 VVAIIAEGVPESDAK Unmodified _VVAIIAEGVPESDAK_ B6U233_MAIZE 2 749.41159 1496.8086 0.81884 -0.10093 0.70818 70.784 70.784 2.37E-16 53.35 1359000

51714 VVAIIAEGVPESDAK Unmodified _VVAIIAEGVPESDAK_ B6U233_MAIZE 2 749.41159 1496.8086 0.80049 -0.34804 0.44299 70.365 70.365 1.02E-23 74.94 531450

51715 VVAISGSLR Unmodified _VVAISGSLR_ B4FWN1_MAIZE 2 451.27691 900.53927 0.016235 0.022817 0.033456 51.072 51.072 9.73E-03 27.56 659400

51716 VVALNESVPGSVK Unmodified _VVALNESVPGSVK_ B4FPP1_MAIZE 2 649.86936 1297.7242 0.38124 0.022739 0.40354 60.188 60.188 1.00E-11 68.06 2497900

51717 VVALNESVPGSVK Unmodified _VVALNESVPGSVK_ B4FPP1_MAIZE 2 649.86936 1297.7242 0.41429 0.089695 0.50366 62.807 62.807 1.47E-03 50.16 328290

51718 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.61138 -0.54759 0.055799 31.203 31.203 4.46E-01 34.4 1383600

51719 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.38445 -0.059047 0.31655 30.421 30.421 7.83E-01 18.66 180120

51720 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.45135 0.18556 0.6264 29.421 29.421 1.86E-01 29.37 402200

51721 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.59774 -0.48344 0.10406 32.403 32.403 7.83E-01 31.35 1370300

51722 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.53041 -0.51347 0.0084883 31.543 31.543 4.46E-01 38.51 2498800

51723 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.51659 -0.36222 0.14477 32.231 32.231 4.46E-01 38.28 644560

51724 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.55977 -0.64899 -0.098189 32.444 32.444 4.46E-01 38.69 2876600

51725 VVAPPER Unmodified _VVAPPER_ B4F989_MAIZE 2 384.22415 766.43374 0.67103 0.13744 0.79928 30.655 30.655 4.46E-01 43.33 199500

51726 VVAPTPEQITAIK Unmodified _VVAPTPEQITAIK_ B6TS72_MAIZE 2 683.90066 1365.7868 0.5406 -0.003424 0.53036 70.684 70.684 2.65E-01 17.69 3426300

51727 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.36007 -0.189 0.17903 52.193 52.193 1.11E-04 57.92 679080

51728 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.32512 0.58778 0.92084 51.662 51.662 1.00E+00 13.08 32548

51729 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.29371 0.50866 0.80927 53.21 53.21 6.74E-02 47.29 26654

51730 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.29611 0.3947 0.69844 50.736 50.736 1.68E-09 75.19 634570

51731 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.29426 -0.24956 0.052955 52.284 52.284 2.62E-07 80.52 527660

51732 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.3377 0.19049 0.53608 52.935 52.935 2.07E-09 68 713520

51733 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.40971 0.34227 0.75936 54.362 54.362 2.05E-12 64.22 792500

51734 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.36581 0.18521 0.55787 52.208 52.208 1.63E-05 71.82 479710

51735 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.34756 0.1582 0.51306 52.947 52.947 9.49E-04 55.06 300840
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51736 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.29691 0.15221 0.45725 54.215 54.215 1.68E-09 63.55 5044800

51737 VVASMFNTVAGK Oxidation (M) _VVASM(ox)FNTVAGK_ B6TBY8_MAIZE 2 620.32373 1238.6329 0.29852 0.30189 0.6084 51.107 51.107 1.98E-03 37.64 260960

51738 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.27519 0.049379 0.32887 67.119 67.119 1.68E-09 50.02 4665700

51739 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.26571 -8.34E-05 0.27044 67.902 67.902 2.05E-12 70.82 976010

51740 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.30255 0.011604 0.31855 68.823 68.823 2.62E-07 55.55 877960

51741 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.31406 -0.002656 0.31604 68.279 68.279 1.60E-02 20.14 658940

51742 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.35848 -0.00334 0.36036 68.489 68.489 4.56E-01 26.22 373760

51743 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.24122 -0.18628 0.060251 68.669 68.669 1.68E-09 56.85 9516300

51744 VVASMFNTVAGK Unmodified _VVASMFNTVAGK_ B6TBY8_MAIZE 2 612.32627 1222.638 0.29546 -0.46549 -0.16533 67.799 67.799 8.05E-01 3.79 336410

51745 VVASQVYGYSR Unmodified _VVASQVYGYSR_ B4F8P3_MAIZE 2 614.81967 1227.6248 0.30969 -0.28783 0.021555 53.949 53.949 1.62E-12 72.6 768270

51746 VVAVGPGDR Unmodified _VVAVGPGDR_ B6TAA7_MAIZE 2 435.24561 868.47667 -0.05514 0.30227 0.26944 35.031 35.031 3.39E-01 34.17 27420

51747 VVAVGPGER Unmodified _VVAVGPGER_ B4FE30_MAIZE 2 442.25343 882.49232 -0.16835 0.42182 0.26262 35.362 35.362 1.12E-01 22.15 416310

51748 VVAVGPGERDK Unmodified _VVAVGPGERDK_ B4FE30_MAIZE 3 376.21202 1125.6142 0.54494 0.15794 0.70792 29.705 29.705 3.45E-01 21.98 52097

51749 VVAVGPGERDK Unmodified _VVAVGPGERDK_ B4FE30_MAIZE 2 563.81439 1125.6142 0.065813 -0.074823 -0.0039191 29.704 29.704 1.47E-01 24.4 18930

51750 VVAVLDAK Unmodified _VVAVLDAK_ B6SUP5_MAIZE 2 407.75528 813.496 0.31584 0.5321 0.84425 46.307 46.307 5.06E-02 26.7 2760400

51751 VVAVLDAK Unmodified _VVAVLDAK_ B6SUP5_MAIZE 2 407.75528 813.496 0.17294 0.27421 0.44359 46.211 46.211 1.65E-01 23.96 812890

51752 VVAVLDAK Unmodified _VVAVLDAK_ B6SUP5_MAIZE 2 407.75528 813.496 0.30467 0.30082 0.60218 48.597 48.597 7.88E-01 4.29 818060

51753 VVAVLDAK Unmodified _VVAVLDAK_ B6SUP5_MAIZE 2 407.75528 813.496 0.29559 0.32002 0.61039 47.906 47.906 1.00E+00 5.33 482120

51754 VVAVLDAK Unmodified _VVAVLDAK_ B6SUP5_MAIZE 2 407.75528 813.496 0.28311 0.068068 0.34828 48.269 48.269 7.88E-01 11.68 1362300

51755 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.21805 0.12753 0.36602 55.687 55.687 6.35E-09 70.37 3806800

51756 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.16541 0.51651 0.70135 55.871 55.871 3.57E-04 47.97 1103800

51757 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.20658 0.14378 0.37017 57.759 57.759 3.57E-04 48.96 1775900

51758 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.21988 -0.29362 -0.053354 57.069 57.069 3.60E-06 59.92 1110600

51759 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.14616 1.0805 1.245 57.594 57.594 4.43E-05 54.2 1406900

51760 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.21101 -0.56785 -0.33567 57.806 57.806 3.60E-06 51.25 1101800

51761 VVCDSLGYGVK Unmodified _VVCDSLGYGVK_ B4FX25_MAIZE 2 598.80263 1195.5907 0.1705 -0.25138 -0.060242 58.225 58.225 5.66E-08 57.85 16892000

51762 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.15339 0.22766 0.39244 71.362 71.362 1.68E-09 51.17 23302000

51763 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.17001 0.12762 0.30929 71.714 71.714 2.05E-12 69.23 9470300

51764 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.17239 0.16945 0.35352 72.54 72.54 2.05E-12 46.71 11836000

51765 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.18913 0.28646 0.48741 72.066 72.066 7.61E-14 73.74 4656900

51766 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.15744 0.2083 0.37742 72.16 72.16 7.61E-14 58.96 3105700

51767 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.13197 0.253 0.39744 72.529 72.529 7.61E-14 54.93 20463000

51768 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.18392 0.59037 0.78526 71.674 71.674 1.11E-04 44.17 1625000

51769 VVDALGVPIDGK Unmodified _VVDALGVPIDGK_ ATPAM_MAIZE 2 591.84007 1181.6656 0.084713 -0.48351 -0.38477 73.446 73.446 4.56E-01 13.91 357310
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51770 VVDAPEILAVIGK Unmodified _VVDAPEILAVIGK_ B4FVL1_MAIZE 2 662.39775 1322.781 0.49483 0.29686 0.785 101.97 101.97 2.50E-15 77.63 3733100

51771 VVDAPEILAVIGK Unmodified _VVDAPEILAVIGK_ B4FVL1_MAIZE 2 662.39775 1322.781 0.48566 0.45611 0.93559 102.61 102.61 6.20E-03 25.13 997960

51772 VVDAPEILAVIGK Unmodified _VVDAPEILAVIGK_ B4FVL1_MAIZE 2 662.39775 1322.781 0.51484 0.43995 0.94801 102.57 102.57 1.00E+00 7.02 643650

51773 VVDAPEILAVIGK Unmodified _VVDAPEILAVIGK_ B4FVL1_MAIZE 2 662.39775 1322.781 0.54194 0.39473 0.93047 102.53 102.53 1.00E+00 7.96 483590

51774 VVDDSTLEINGK Unmodified _VVDDSTLEINGK_ B6TDF8_MAIZE 2 645.33281 1288.6511 0.39244 0.34417 0.73635 55.876 55.876 1.11E-04 70.51 20992

51775 VVDDSTLEINGK Unmodified _VVDDSTLEINGK_ B6TDF8_MAIZE 2 645.33281 1288.6511 0.40782 -0.37706 0.031478 55.269 55.269 1.98E-03 40.04 256120

51776 VVDDSTLEINGK Unmodified _VVDDSTLEINGK_ B6TDF8_MAIZE 2 645.33281 1288.6511 0.43798 -0.37921 0.060248 57.29 57.29 1.98E-03 55.7 442200

51777 VVDDSTLEINGK Unmodified _VVDDSTLEINGK_ B6TDF8_MAIZE 2 645.33281 1288.6511 0.3867 -0.79494 -0.4065 56.545 56.545 1.60E-02 43.64 404760

51778 VVDDSTLEINGK Unmodified _VVDDSTLEINGK_ B6TDF8_MAIZE 2 645.33281 1288.6511 0.35698 -0.10353 0.25425 57.983 57.983 1.68E-09 75.09 4844400

51779 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.056928 -0.21156 -0.284 35.043 35.043 2.92E-02 27.65 5051300

51780 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.24958 -0.023685 -0.28878 34.565 34.565 5.06E-02 29.99 311660

51781 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.17742 -0.40621 -0.60009 33.797 33.797 2.92E-02 24.41 988970

51782 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.07746 -0.12499 -0.2194 36.745 36.745 1.90E-02 42.07 2703100

51783 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.058306 -0.079497 -0.15503 35.901 35.901 3.77E-01 19.22 2565300

51784 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.12319 -0.12477 -0.26353 36.614 36.614 2.92E-02 36.59 2679600

51785 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.097489 -0.5299 -0.64252 37.528 37.528 5.06E-02 21.51 1335200

51786 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.19278 -0.48261 -0.69063 34.618 34.618 1.90E-02 47.17 21658000

51787 VVDENLEK Unmodified _VVDENLEK_ B6SKA0_MAIZE 2 473.24801 944.48148 -0.081463 0.65529 0.55707 37.95 37.95 5.06E-02 24.21 445530

51788 VVDFISGK Unmodified _VVDFISGK_ B4FNZ5_MAIZE 2 432.74491 863.47527 0.074397 -0.57698 -0.48724 58.776 58.776 2.92E-02 43.02 3952200

51789 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.30605 0.21495 0.51767 53.867 53.867 7.88E-01 18.62 4284100

51790 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.17181 0.045565 0.21382 54.069 54.069 2.92E-02 31.77 1586600

51791 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.29518 -0.28185 0.011597 56.029 56.029 7.88E-01 16.11 2192000

51792 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.24845 0.18726 0.43153 55.313 55.313 7.88E-01 9.41 1830600

51793 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.17187 -0.17909 -0.010856 55.935 55.935 3.77E-01 13.1 1191200

51794 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.21369 -1.6677 -1.4536 55.731 55.731 3.77E-01 13.43 4039700

51795 VVDGLALK Unmodified _VVDGLALK_ B4FRH5_MAIZE 2 407.75528 813.496 0.22246 -0.082272 0.13822 56.398 56.398 1.90E-02 41.16 17939000

51796 VVDGYAVVDK Unmodified _VVDGYAVVDK_ B6SRE7_MAIZE 2 532.78476 1063.555 -0.039964 0.28721 0.26211 51.394 51.394 1.45E-01 17.29 1745800

51797 VVDGYAVVDK Unmodified _VVDGYAVVDK_ B6SRE7_MAIZE 2 532.78476 1063.555 -0.13303 0.14518 0.027961 54.445 54.445 4.40E-05 43.3 6129500

51798 VVDGYAVVDKMEAVGSQSGATAESVR Oxidation (M) _VVDGYAVVDKM(ox)EAVGSQSGATAESVR_ B6SRE7_MAIZE 3 881.09731 2640.2701 1.097 -0.045488 1.0573 66.605 66.605 7.02E-03 51.92 285570

51799 VVDIMR Unmodified _VVDIMR_ B4FF84_MAIZE 2 366.70727 731.4 0.82097 -0.1666 0.65172 46.793 46.793 5.26E-01 29.4 3719200

51800 VVDIMR Unmodified _VVDIMR_ B4FF84_MAIZE 2 366.70727 731.4 0.7046 -0.10546 0.59572 46.657 46.657 5.26E-01 10.83 869530

51801 VVDIMR Oxidation (M) _VVDIM(ox)R_ B4FF84_MAIZE 2 374.70473 747.39491 0.62714 -0.11258 0.51842 33.685 33.685 1.00E+00 6.87 167210

51802 VVDIVDTFR Unmodified _VVDIVDTFR_ B4FL17_MAIZE 2 532.29276 1062.571 0.050958 -0.21167 -0.13796 80.817 80.817 3.13E-03 39.79 1108300

51803 VVDIVDTFR Unmodified _VVDIVDTFR_ B4FL17_MAIZE 2 532.29276 1062.571 -0.26846 -0.1779 -0.42278 81.988 81.988 1.01E-02 41.98 4011600
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51804 VVDIVDTFR Unmodified _VVDIVDTFR_ B4FL17_MAIZE 2 532.29276 1062.571 0.040626 -0.33185 -0.26886 81.83 81.83 1.00E+00 2.37 555870

51805 VVDIVDTFR Unmodified _VVDIVDTFR_ B4FL17_MAIZE 2 532.29276 1062.571 -0.062668 0.22477 0.18324 81.721 81.721 1.00E+00 1.62 1326400

51806 VVDIVDTFR Unmodified _VVDIVDTFR_ B4FL17_MAIZE 2 532.29276 1062.571 -0.122 0.021022 -0.079301 81.316 81.316 9.73E-03 46.31 7625000

51807 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.86425 -0.29356 0.56875 51.233 51.233 2.78E-01 35.45 79331000

51808 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.64291 0.071558 0.71195 52.387 52.387 5.26E-01 23.28 1526600

51809 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.81903 -0.45184 0.36488 51.461 51.461 2.78E-01 32.95 29244000

51810 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.87809 -0.2033 0.67067 53.519 53.519 2.78E-01 35.88 36334000

51811 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.77057 -0.33505 0.4344 52.837 52.837 2.64E-01 32.18 34029000

51812 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.70552 0.095775 0.79879 53.588 53.588 2.78E-01 28.59 23291000

51813 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.86895 -0.52095 0.34511 53.278 53.278 2.64E-01 33.89 28303000

51814 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.84517 -0.46629 0.37604 53.763 53.763 2.78E-01 32.89 129130000

51815 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.92223 -0.10857 0.81106 51.635 51.635 2.64E-01 17.38 7950200

51816 VVDLIR Unmodified _VVDLIR_ B6SJZ8_MAIZE 2 357.72906 713.44357 0.6518 0.013588 0.66202 55.065 55.065 2.64E-01 26.85 6700600

51817 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.14843 0.14559 0.2854 78.085 78.085 5.76E-06 52.8 12287000

51818 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.16106 0.10718 0.2603 78.764 78.764 1.84E-04 42.7 5799000

51819 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.16284 0.028831 0.18385 79.284 79.284 4.40E-05 52.88 13945000

51820 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.14952 0.15825 0.30041 78.879 78.879 1.25E-02 29.83 9752000

51821 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.066431 0.31248 0.37093 78.775 78.775 1.62E-03 46.1 13233000

51822 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.063153 -0.11919 -0.063934 79.103 79.103 5.76E-06 56.17 79129000

51823 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.12667 0.53933 0.65795 79.073 79.073 1.84E-04 40.62 3653500

51824 VVDLLAPYQR Unmodified _VVDLLAPYQR_ ATPBM_MAIZE 2 587.33496 1172.6554 0.1523 0.5973 0.74182 80.233 80.233 4.40E-02 12.47 326240

51825 VVDQDKYPHMLSVR Oxidation (M) _VVDQDKYPHM(ox)LSVR_ B6UER1_MAIZE 3 568.29089 1701.8508 0.040913 -0.038391 0.005764 50.257 50.257 2.26E-02 16.04 82624

51826 VVDQDKYPHMLSVR Oxidation (M) _VVDQDKYPHM(ox)LSVR_ B6UER1_MAIZE 4 426.46999 1701.8508 -0.040012 0.15728 0.12032 50.32 50.32 1.10E-02 26.55 384140

51827 VVDSFGGLK Unmodified _VVDSFGGLK_ B4FPA0_MAIZE 2 461.25564 920.49673 -0.084031 0.17611 0.11006 57.486 57.486 9.73E-03 43.36 3883800

51828 VVDSLYMR Oxidation (M) _VVDSLYM(ox)R_ B4FF65_MAIZE 2 499.75241 997.49027 -0.010229 0.79441 0.77963 49.232 49.232 3.48E-02 33.23 359060

51829 VVDSLYMR Oxidation (M) _VVDSLYM(ox)R_ B4FF65_MAIZE 2 499.75241 997.49027 -0.060114 -2.6776 -2.7357 49.969 49.969 2.92E-02 36.7 1215000

51830 VVDSLYMR Unmodified _VVDSLYMR_ B4FF65_MAIZE 2 491.75495 981.49535 -0.038989 -0.20696 -0.2523 58.17 58.17 2.92E-02 39.66 966590

51831 VVDSMTDNLRPTR Oxidation (M) _VVDSM(ox)TDNLRPTR_ B4F9G8_MAIZE 3 507.25596 1518.746 -0.061862 -0.7604 -0.81776 39.912 39.912 1.00E+00 5.21 1239200

51832 VVDSMTDNLRPTR Oxidation (M) _VVDSM(ox)TDNLRPTR_ B4F9G8_MAIZE 3 507.25596 1518.746 -0.14552 -0.35115 -0.49106 39.226 39.226 5.88E-01 23.91 410090

51833 VVDSMTDNLRPTR Oxidation (M) _VVDSM(ox)TDNLRPTR_ B4F9G8_MAIZE 3 507.25596 1518.746 -0.051697 0.044029 -0.003404 46.971 46.971 1.00E+00 0.02 311550

51834 VVDSMTDNLRPTR Unmodified _VVDSMTDNLRPTR_ B4F9G8_MAIZE 3 501.92432 1502.7511 -0.043114 -0.026869 -0.068229 51.688 51.688 3.08E-01 31.58 3806900

51835 VVDSMTDNLRPTR Unmodified _VVDSMTDNLRPTR_ B4F9G8_MAIZE 2 752.38284 1502.7511 0.83698 0.0989 0.93726 51.689 51.689 1.00E+00 7.6 903040

51836 VVDSMTDNLRPTR Unmodified _VVDSMTDNLRPTR_ B4F9G8_MAIZE 3 501.92432 1502.7511 -0.13425 -0.10135 -0.23432 51.793 51.793 5.88E-01 18.61 607460

51837 VVDSMTDNLRPTR Unmodified _VVDSMTDNLRPTR_ B4F9G8_MAIZE 3 501.92432 1502.7511 -0.034801 0.035614 0.0014064 53.888 53.888 5.88E-01 1.98 279170
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51838 VVDTVLTGELAK Unmodified _VVDTVLTGELAK_ B6SI08_MAIZE 2 622.85846 1243.7024 0.3281 1.6002 1.9334 71.262 71.262 1.60E-02 25.22 28191

51839 VVDVFAMPQSGTGVSVEAVDHVFQTNMLDMLK 3 Oxidation (M) _VVDVFAM(ox)PQSGTGVSVEAVDHVFQTNM(ox)LDM(ox)LK_ B4FLQ8_MAIZE 4 878.92411 3511.6673 1.1426 -0.50979 0.65006 111.53 111.53 6.25E-02 17.16 1537800

51840 VVDVFAMPQSGTGVSVEAVDHVFQTNMLDMLK 3 Oxidation (M) _VVDVFAM(ox)PQSGTGVSVEAVDHVFQTNM(ox)LDM(ox)LK_ B4FLQ8_MAIZE 3 1171.5631 3511.6673 1.212 -0.11624 1.1128 111.49 111.49 1.21E-01 19.03 1276600

51841 VVDWEESR Unmodified _VVDWEESR_ Q41743_MAIZE 2 510.24326 1018.472 -0.011718 0.4729 0.45624 49.554 49.554 5.06E-02 25.53 811480

51842 VVDWEESR Unmodified _VVDWEESR_ Q41743_MAIZE 2 510.24326 1018.472 -0.14231 0.22832 0.080125 49.301 49.301 5.06E-02 20.26 269090

51843 VVEAKDELHR Unmodified _VVEAKDELHR_ B4FIX8_MAIZE 3 399.21917 1194.6357 0.40177 -0.4709 -0.085674 31.872 31.872 2.94E-01 9.32 122550

51844 VVEAKDELHR Unmodified _VVEAKDELHR_ B4FIX8_MAIZE 3 399.21917 1194.6357 0.15735 0.39164 0.53084 34.507 34.507 2.99E-03 34.76 138020

51845 VVEAPAEEEAPKPK Unmodified _VVEAPAEEEAPKPK_ B6TGB2_MAIZE 3 498.59972 1492.7773 -0.055932 -0.26374 -0.34767 40.676 40.676 1.32E-03 31.86 3642600

51846 VVEAPAEEEAPKPK Unmodified _VVEAPAEEEAPKPK_ B6TGB2_MAIZE 3 498.59972 1492.7773 -0.16686 -0.092137 -0.2875 40.072 40.072 9.21E-03 28.17 850910

51847 VVEAPAEEEAPKPK Unmodified _VVEAPAEEEAPKPK_ B6TGB2_MAIZE 3 498.59972 1492.7773 -0.031856 -0.5245 -0.58424 42.84 42.84 3.82E-03 26.3 1221800

51848 VVEAPAEEEAPKPK Unmodified _VVEAPAEEEAPKPK_ B6TGB2_MAIZE 3 498.59972 1492.7773 -0.034056 -0.47244 -0.53256 42.004 42.004 9.21E-03 25.65 1193100

51849 VVEAPAEEEAPKPK Unmodified _VVEAPAEEEAPKPK_ B6TGB2_MAIZE 3 498.59972 1492.7773 -0.067348 -0.19028 -0.28431 42.758 42.758 1.32E-03 23.44 3938100

51850 VVEAPAEEEAPKPKPK Unmodified _VVEAPAEEEAPKPKPK_ B6TGB2_MAIZE 4 430.48854 1717.9251 0.17801 -0.1061 0.04298 36.731 36.731 1.03E-03 27 1810200

51851 VVEAPAEEEAPKPKPK Unmodified _VVEAPAEEEAPKPKPK_ B6TGB2_MAIZE 4 430.48854 1717.9251 -0.0016965 0.23891 0.20899 36.142 36.142 1.05E-01 16.65 356580

51852 VVEAPAEEEAPKPKPK Unmodified _VVEAPAEEEAPKPKPK_ B6TGB2_MAIZE 4 430.48854 1717.9251 0.15317 0.029547 0.15365 38.891 38.891 1.00E+00 9.79 451090

51853 VVEAPAEEEAPKPKPK Unmodified _VVEAPAEEEAPKPKPK_ B6TGB2_MAIZE 4 430.48854 1717.9251 0.20587 0.21369 0.38992 38.002 38.002 1.05E-01 11.79 304410

51854 VVEAPAEEEAPKPKPK Unmodified _VVEAPAEEEAPKPKPK_ B6TGB2_MAIZE 4 430.48854 1717.9251 0.13889 0.60716 0.71502 38.708 38.708 2.60E-01 18.22 844630

51855 VVEATGVPLDQQR Unmodified _VVEATGVPLDQQR_ B6U0P5_MAIZE 2 706.38062 1410.7467 0.66569 -0.22319 0.45109 56.17 56.17 6.20E-03 30.34 1504400

51856 VVEAYEASPPEVK Unmodified _VVEAYEASPPEVK_ B4FAQ9_MAIZE 2 709.36411 1416.7137 0.66078 -0.001453 0.64291 56.33 56.33 1.15E-02 36.36 39132

51857 VVEAYEASPPEVK Unmodified _VVEAYEASPPEVK_ B4FAQ9_MAIZE 2 709.36411 1416.7137 0.6341 -0.17662 0.4417 58.044 58.044 1.56E-17 81 15790000

51858 VVEAYEASPPEVK Unmodified _VVEAYEASPPEVK_ B4FAQ9_MAIZE 2 709.36411 1416.7137 0.60013 -0.45473 0.12943 55.957 55.957 2.50E-15 69.31 2034200

51859 VVEAYEASPPEVK Unmodified _VVEAYEASPPEVK_ B4FAQ9_MAIZE 2 709.36411 1416.7137 0.61553 -0.19562 0.40374 58.754 58.754 1.00E-11 83.89 3094500

51860 VVECACVIELPELK Unmodified _VVECACVIELPELK_ B4FS03_MAIZE 2 829.92823 1657.8419 1.0269 0.12107 1.1471 91.45 91.45 3.56E-04 58.87 268730

51861 VVECACVIELPELK Unmodified _VVECACVIELPELK_ B4FS03_MAIZE 2 829.92823 1657.8419 0.95463 -0.28435 0.66949 92.744 92.744 7.68E-22 84.13 1793300

51862 VVEEIAEGVK Unmodified _VVEEIAEGVK_ B4FAF8_MAIZE 2 536.79787 1071.5812 -0.11386 -0.2292 -0.35559 56.033 56.033 4.40E-05 41.61 6791300

51863 VVEETTTK Unmodified _VVEETTTK_ B6TS22_MAIZE 2 453.74257 905.47058 0.020152 -0.24064 -0.21709 16.991 16.991 3.77E-01 11.73 21057

51864 VVEETWVK Unmodified _VVEETWVK_ B6TCV9_MAIZE 2 495.26875 988.52295 -0.13181 0.9705 0.83881 56.238 56.238 2.92E-02 19.23 3857800

51865 VVEGSVPETTALLEQR Unmodified _VVEGSVPETTALLEQR_ B4FUA7_MAIZE 2 864.46234 1726.9101 1.1179 0.37351 1.489 75.759 75.759 2.01E-03 49.17 517650

51866 VVEGSVPETTALLEQR Unmodified _VVEGSVPETTALLEQR_ B4FUA7_MAIZE 2 864.46234 1726.9101 1.0836 -0.26361 0.8176 76.778 76.778 9.46E-03 41.41 1715700

51867 VVEGVPFPAVLVPSAPAGGGLDEFLAAVR Unmodified _VVEGVPFPAVLVPSAPAGGGLDEFLAAVR_ B6SI84_MAIZE 3 945.51988 2833.5378 1.1831 0.043958 1.2361 129.03 129.03 2.06E-03 22.78 284280

51868 VVEIGGAQELLNVLEGAK Unmodified _VVEIGGAQELLNVLEGAK_ B6SIX2_MAIZE 2 920.01474 1838.0149 1.1404 0.062681 1.1921 126.22 126.22 3.54E-16 82.3 117720

51869 VVEIQGEPHDSHK Unmodified _VVEIQGEPHDSHK_ B6T5L0_MAIZE 3 492.24768 1473.7212 -0.021478 -0.18759 -0.20894 34.53 34.53 4.23E-03 28.56 257520

51870 VVEIYESAPAPLK Unmodified _VVEIYESAPAPLK_ B6TK17_MAIZE 2 708.39267 1414.7708 0.63467 0.65251 1.2658 71.78 71.78 2.61E-08 79.96 98092

51871 VVEIYESAPAPLK Unmodified _VVEIYESAPAPLK_ B6TK17_MAIZE 2 708.39267 1414.7708 0.7204 -0.23206 0.46667 71.71 71.71 5.66E-01 2.58 605110
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51872 VVEIYESAPAPLK Unmodified _VVEIYESAPAPLK_ B6TK17_MAIZE 2 708.39267 1414.7708 0.66462 0.26745 0.91072 72.721 72.721 2.61E-08 54.02 181000

51873 VVELADR Unmodified _VVELADR_ B4FBL2_MAIZE 2 401.22689 800.43922 0.15264 0.2689 0.40984 41.632 41.632 1.86E-01 20.21 168780

51874 VVELALGPR Unmodified _VVELALGPR_ B4FU22_MAIZE 2 477.29256 952.57057 0.022046 -0.004457 0.0076664 65.103 65.103 1.12E-01 10.21 161050

51875 VVELALGPR Unmodified _VVELALGPR_ B4FU22_MAIZE 2 477.29256 952.57057 -0.057935 -0.12469 -0.19201 64.547 64.547 3.21E-03 50.84 651750

51876 VVEMSMNDSWFR 2 Oxidation (M) _VVEM(ox)SM(ox)NDSWFR_ B6TJ57_MAIZE 2 766.82905 1531.6436 0.90108 -0.68287 0.22221 67.768 67.768 3.46E-06 63.57 320320

51877 VVESEDIAENTGLGFPHTSHCLASGDIMISCLGDK Oxidation (M) _VVESEDIAENTGLGFPHTSHCLASGDIM(ox)ISCLGDK_ B4FAL8_MAIZE 4 944.68666 3774.7175 1.2082 -0.12124 1.0943 92.079 92.079 2.59E-03 22.54 778300

51878 VVESLPAAR Unmodified _VVESLPAAR_ MI25_MAIZE 2 471.27437 940.53418 -0.0074904 0.001124 -0.025659 45.024 45.024 1.01E-02 25.84 579870

51879 VVESLPAAR Unmodified _VVESLPAAR_ MI25_MAIZE 2 471.27437 940.53418 -0.20668 0.14355 -0.080777 45.366 45.366 3.32E-02 20.62 91487

51880 VVEVAQVTSNALALVNK Unmodified _VVEVAQVTSNALALVNK_ B6T292_MAIZE 2 878.00418 1753.9938 1.084 0.024174 1.1026 102.1 102.1 1.02E-03 38.35 94458

51881 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.11195 -0.082624 -0.20305 54.072 54.072 3.13E-03 47.39 40692000

51882 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.16616 0.51361 0.33628 47.113 47.113 1.01E-02 39.42 362560

51883 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.18469 -0.17177 -0.3651 54.144 54.144 3.89E-04 57 17276000

51884 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.011953 0.080482 0.058573 49.641 49.641 1.01E-02 22.74 355520

51885 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.037588 0.3148 0.2678 48.886 48.886 1.12E-01 41.53 527810

51886 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.14251 -0.33026 -0.48245 55.382 55.382 3.13E-03 56.81 27733000

51887 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.049663 0.38172 0.32298 56.079 56.079 7.18E-01 11.33 1436500

51888 VVEVDALAK Unmodified _VVEVDALAK_ Q8W529_MAIZE 2 472.27658 942.5386 -0.068529 0.058081 -0.019208 56.077 56.077 1.12E-01 19.24 1140800

51889 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.084492 -0.40986 -0.51167 48.826 48.826 3.13E-03 51.73 18573000

51890 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.17671 0.16614 -0.02746 49.722 49.722 7.18E-01 27.5 72093

51891 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.17756 -0.24005 -0.43539 48.888 48.888 1.63E-07 66.73 13838000

51892 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.085821 -0.25935 -0.36319 51.151 51.151 3.89E-04 57.39 13424000

51893 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.12989 -0.17141 -0.31866 50.426 50.426 3.21E-03 44.24 20024000

51894 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.099437 -0.13 -0.24709 51.248 51.248 9.73E-03 31.64 962700

51895 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.034809 -0.16923 -0.22129 50.982 50.982 3.32E-02 24.02 1158300

51896 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.11281 0.20526 0.073367 51.739 51.739 9.73E-03 18.69 540170

51897 VVEVNALAK Unmodified _VVEVNALAK_ B6UF55_MAIZE 2 471.78457 941.55458 -0.092716 0.37152 0.25908 55.843 55.843 1.00E+00 3.3 1486100

51898 VVEVNPLSK Unmodified _VVEVNPLSK_ B4F8B3_MAIZE 2 492.78985 983.56515 -0.14786 0.34792 0.19183 53.928 53.928 3.21E-03 38.8 5554200

51899 VVEVNPLSK Unmodified _VVEVNPLSK_ B4F8B3_MAIZE 2 492.78985 983.56515 -0.20704 -0.23222 -0.44641 59.231 59.231 7.18E-01 11.41 187330

51900 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.29275 0.067241 0.36573 26.272 26.272 1.00E+00 5.48 26934

51901 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.23066 0.44997 0.68419 27.3 27.3 1.65E-01 21.21 28409

51902 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.22847 0.25589 0.4895 26.745 26.745 7.88E-01 21.26 67592

51903 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.21374 0.4245 0.64387 26.994 26.994 1.00E+00 5.65 53210

51904 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.24387 0.31046 0.55888 27.598 27.598 7.88E-01 16.3 79291

51905 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.12913 0.12867 0.26157 27.81 27.81 3.77E-01 18.59 274950
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51906 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 0.24705 0.01149 0.26476 26.234 26.234 1.00E+00 25.21 229720

51907 VVEVSTSK Unmodified _VVEVSTSK_ B6SIL7_MAIZE 2 424.73983 847.4651 -0.070382 -0.20191 -0.26553 28.685 28.685 3.77E-01 19.47 1552000

51908 VVEWAPQEK Unmodified _VVEWAPQEK_ B6TY52_MAIZE 2 543.28493 1084.5553 0.039551 0.015818 0.044234 54.51 54.51 1.01E-02 22.4 1324500

51909 VVFLDAER Unmodified _VVFLDAER_ B4FUC2_MAIZE 2 474.76109 947.50763 -0.21039 0.8493 0.63408 95.957 95.957 3.77E-01 15.3 57963

51910 VVFLDAERPSPQMDK Unmodified _VVFLDAERPSPQMDK_ B4FUC2_MAIZE 3 577.96266 1730.8662 0.13097 -0.22238 -0.094633 67.237 67.237 4.82E-01 10.53 426140

51911 VVGCHVVLEPHTR Unmodified _VVGCHVVLEPHTR_ B4FSY2_MAIZE 4 376.45287 1501.7824 0.68798 -0.11373 0.59447 45.22 45.22 8.46E-03 13.94 1456300

51912 VVGCSCVVVK Unmodified _VVGCSCVVVK_ B4FGC8_MAIZE 2 553.78846 1105.5624 -0.14016 -3.2775 -3.3694 44.719 44.719 1.45E-01 18.83 37939

51913 VVGCSCVVVK Unmodified _VVGCSCVVVK_ B4FGC8_MAIZE 2 553.78846 1105.5624 -0.04454 0.014298 0.012614 47.771 47.771 4.40E-05 50.57 2725500

51914 VVGDPFR Unmodified _VVGDPFR_ Q43274_MAIZE 2 395.21632 788.41809 0.31325 0.35508 0.68917 54.133 54.133 1.00E+00 0.83 893870

51915 VVGDPFR Unmodified _VVGDPFR_ Q43274_MAIZE 2 395.21632 788.41809 0.425 0.08057 0.5272 56.197 56.197 1.00E+00 19.29 1891000

51916 VVGDPFR Unmodified _VVGDPFR_ Q43274_MAIZE 2 395.21632 788.41809 0.32749 0.24296 0.59232 56.136 56.136 1.00E+00 10.08 1535700

51917 VVGDPFR Unmodified _VVGDPFR_ Q43274_MAIZE 2 395.21632 788.41809 0.36934 -0.65022 -0.25752 55.969 55.969 1.86E-01 28.09 17112000

51918 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.4018 0.38981 1.801 42.88 42.88 1.00E+00 11.19 1753100

51919 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.2124 -0.16381 1.0585 42.834 42.834 9.92E-01 15.4 810560

51920 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 2 459.2638 916.51305 -0.12222 -0.71154 -0.82169 42.839 42.839 1.00E+00 9.53 149380

51921 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.6223 0.008313 1.6405 45.329 45.329 1.00E+00 17.45 1331600

51922 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.4201 0.048026 1.478 44.608 44.608 9.92E-01 14.56 741200

51923 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.4208 0.32716 1.7582 45.378 45.378 9.92E-01 19.16 1406000

51924 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 3 306.51163 916.51305 1.4005 0.27676 1.6863 44.851 44.851 2.47E-01 28.37 13762000

51925 VVGDPFRK Unmodified _VVGDPFRK_ Q43274_MAIZE 2 459.2638 916.51305 -0.057955 0.29203 0.24394 44.858 44.858 5.06E-02 26.59 2816400

51926 VVGNFSALDYMR Oxidation (M) _VVGNFSALDYM(ox)R_ B6SRG1_MAIZE 2 694.33737 1386.6602 0.49302 0.000461 0.49425 73.459 73.459 6.98E-15 63.26 900050

51927 VVGNFSALDYMR Unmodified _VVGNFSALDYMR_ B6SRG1_MAIZE 2 686.33991 1370.6653 0.5273 0.10585 0.63083 88.193 88.193 1.98E-03 68.44 93961

51928 VVGQDPAVK Unmodified _VVGQDPAVK_ B4FEB1_MAIZE 2 456.76109 911.50763 0.095495 1.4783 1.5856 30.727 30.727 3.32E-02 24.28 42710

51929 VVGSAVPVLEDEATLSLR Unmodified _VVGSAVPVLEDEATLSLR_ B6T0A9_MAIZE 2 928.0122 1854.0098 1.1815 -0.075932 1.1044 95.706 95.706 5.25E-26 53.91 659260

51930 VVGSAVPVLEDEATLSLR Unmodified _VVGSAVPVLEDEATLSLR_ B6T0A9_MAIZE 2 928.0122 1854.0098 1.1464 -0.071084 1.0747 96.297 96.297 1.05E-02 23.62 336130

51931 VVGSAVPVLEDEATLSLR Unmodified _VVGSAVPVLEDEATLSLR_ B6T0A9_MAIZE 2 928.0122 1854.0098 1.2355 0.057 1.2913 95.954 95.954 1.05E-02 23.78 309650

51932 VVGSAVPVLEDEATLSLR Unmodified _VVGSAVPVLEDEATLSLR_ B6T0A9_MAIZE 2 928.0122 1854.0098 1.0889 0.11429 1.2026 96.539 96.539 8.00E-45 87.49 1570500

51933 VVGSAVPVLEDEATLSLR Unmodified _VVGSAVPVLEDEATLSLR_ B6T0A9_MAIZE 2 928.0122 1854.0098 1.096 -0.44705 0.64835 97.692 97.692 2.85E-09 51.91 1810100

51934 VVGSEFVQK Unmodified _VVGSEFVQK_ B6TDT1_MAIZE 2 496.7742 991.53385 -0.030675 -0.39157 -0.41013 48.629 48.629 1.12E-01 31.5 1081300

51935 VVGSEFVQK Unmodified _VVGSEFVQK_ B6TDT1_MAIZE 2 496.7742 991.53385 -0.057187 -0.15916 -0.20417 50.886 50.886 9.73E-03 55.4 1148500

51936 VVGSEFVQK Unmodified _VVGSEFVQK_ B6TDT1_MAIZE 2 496.7742 991.53385 -0.058758 -0.29067 -0.3359 50.129 50.129 1.01E-02 38.87 1150000

51937 VVGSEFVQK Unmodified _VVGSEFVQK_ B6TDT1_MAIZE 2 496.7742 991.53385 -0.11489 -0.13607 -0.23801 50.926 50.926 1.01E-02 55.03 1185500

51938 VVGSEFVQK Unmodified _VVGSEFVQK_ B6TDT1_MAIZE 2 496.7742 991.53385 -0.040425 -0.56859 -0.59523 48.98 48.98 3.32E-02 21.62 451310

51939 VVGSELIQK Unmodified _VVGSELIQK_ B6T2S0_MAIZE 2 486.78985 971.56515 -0.18059 0.16953 -0.019247 51.417 51.417 1.01E-02 39.15 1004400
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51940 VVGSELIQK Unmodified _VVGSELIQK_ B6T2S0_MAIZE 2 486.78985 971.56515 -0.061725 0.037299 -0.031339 53.564 53.564 3.32E-02 22.56 1631500

51941 VVGSELIQK Unmodified _VVGSELIQK_ B6T2S0_MAIZE 2 486.78985 971.56515 -0.058727 -0.13306 -0.19962 52.889 52.889 1.00E+00 10.89 1244500

51942 VVGSELIQK Unmodified _VVGSELIQK_ B6T2S0_MAIZE 2 486.78985 971.56515 -0.04046 0.4268 0.37862 51.814 51.814 1.12E-01 17.54 383700

51943 VVGVGGGGNNAVNR Unmodified _VVGVGGGGNNAVNR_ B4FT34_MAIZE 2 635.33655 1268.6585 0.36432 -0.16408 0.21771 40.827 40.827 7.64E-09 85.22 537710

51944 VVGVLLGTSSR Unmodified _VVGVLLGTSSR_ B4FS63_MAIZE 2 544.32713 1086.6397 -0.043717 -0.2135 -0.24186 61.724 61.724 4.48E-03 29.72 260280

51945 VVGVLLGTSSR Unmodified _VVGVLLGTSSR_ B4FS63_MAIZE 2 544.32713 1086.6397 0.073779 0.022745 0.11082 63.088 63.088 1.67E-02 26.11 392970

51946 VVGVLLGTSSR Unmodified _VVGVLLGTSSR_ B4FS63_MAIZE 2 544.32713 1086.6397 0.063439 -0.015534 0.06309 62.897 62.897 1.00E+00 2.35 279700

51947 VVGVLLGTSSR Unmodified _VVGVLLGTSSR_ B4FS63_MAIZE 2 544.32713 1086.6397 0.070805 -0.20584 -0.11979 62.797 62.797 4.96E-02 28.96 462890

51948 VVGVLLGTSSR Unmodified _VVGVLLGTSSR_ B4FS63_MAIZE 2 544.32713 1086.6397 -0.039041 0.15455 0.12954 63.247 63.247 3.60E-06 60.92 4951100

51949 VVGVLWANK Unmodified _VVGVLWANK_ B4FJE0_MAIZE 2 493.2951 984.57565 -0.19583 -0.025065 -0.21958 68.666 68.666 3.21E-03 46.65 309060

51950 VVGVLWANK Unmodified _VVGVLWANK_ B4FJE0_MAIZE 2 493.2951 984.57565 -0.0212 0.28221 0.26103 69.59 69.59 3.32E-02 41.8 240620

51951 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.61318 -0.26008 0.35393 44.815 44.815 9.32E-03 31.72 9103000

51952 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.51102 0.058166 0.56831 45.801 45.801 1.86E-01 16.78 35289

51953 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.51021 0.052944 0.56354 44.723 44.723 4.46E-01 30.77 2014600

51954 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.61898 -0.31416 0.30595 47.145 47.145 7.83E-01 15.37 2429900

51955 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.57205 -0.041557 0.53059 46.539 46.539 7.83E-01 21.04 1926000

51956 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.62831 0.038112 0.66566 46.796 46.796 4.46E-01 19.05 1660300

51957 VVGWAAR Unmodified _VVGWAAR_ B6U7D8_MAIZE 2 379.71903 757.42351 0.57079 -0.40905 0.16141 47.637 47.637 4.49E-02 43.08 15398000

51958 VVGYLEEEAIHSYTEYLK Unmodified _VVGYLEEEAIHSYTEYLK_ B6TMK6_MAIZE 3 715.02464 2142.0521 0.7141 -0.50507 0.19125 102.35 102.35 9.13E-03 24.38 334070

51959 VVGYLEEEAIHSYTEYLK Unmodified _VVGYLEEEAIHSYTEYLK_ B6TMK6_MAIZE 3 715.02464 2142.0521 0.73053 -0.88417 -0.17119 102.85 102.85 1.00E+00 20.52 254040

51960 VVGYLEEEAIHSYTEYLK Unmodified _VVGYLEEEAIHSYTEYLK_ B6TMK6_MAIZE 3 715.02464 2142.0521 0.73539 0.011598 0.72887 105.88 105.88 1.06E-02 28.02 250290

51961 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 1.1632 -0.2938 0.85852 30.217 30.217 2.35E-01 15 52073

51962 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 0.9267 0.27625 1.1896 28.716 28.716 2.35E-01 18 34867

51963 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 2 527.28801 1052.5615 -1.1866 28.797 28.797 7.65E-01 8.45

51964 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 1.1313 -0.039814 1.0793 31.336 31.336 2.35E-02 18.25 50822

51965 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 1.117 -0.12054 0.98618 30.444 30.444 9.39E-03 35.24 66243

51966 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 1.1366 -0.13815 0.98759 31.2 31.2 9.39E-03 43.57 281000

51967 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 2 527.28801 1052.5615 0.066143 -0.059298 -0.0033813 31.228 31.228 3.39E-01 18.62 54174

51968 VVHEETIAR Unmodified _VVHEETIAR_ B4FZK6_MAIZE 3 351.8611 1052.5615 1.0566 0.068365 1.1133 31.825 31.825 9.39E-03 23.6 62437

51969 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 3 409.22403 1224.6503 0.2646 -0.17602 0.10985 65.144 65.144 1.40E-01 18.52 12655000

51970 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 2 613.33241 1224.6503 0.29059 0.22328 0.53384 65.141 65.141 4.43E-05 24.02 3252500

51971 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 3 409.22403 1224.6503 0.14647 -0.30037 -0.13174 66.147 66.147 1.40E-01 17.26 6816800

51972 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 2 613.33241 1224.6503 0.26877 0.05483 0.34506 66.141 66.141 4.43E-05 38.55 1703900

51973 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 3 409.22403 1224.6503 0.24124 -0.19574 0.065439 67.045 67.045 1.40E-01 20.83 7353200
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51974 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 2 613.33241 1224.6503 0.34691 0.41749 0.78419 66.993 66.993 4.43E-05 33.03 1648800

51975 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 3 409.22403 1224.6503 0.17769 0.014667 0.2129 66.441 66.441 5.15E-02 22.3 12247000

51976 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 2 613.33241 1224.6503 0.31474 0.42785 0.763 66.403 66.403 4.48E-03 15.43 3107000

51977 VVHGIDVFDPK Unmodified _VVHGIDVFDPK_ SUS1_MAIZE B6 3 409.22403 1224.6503 0.21565 0.083533 0.32088 66.758 66.758 6.79E-01 9.53 1050900

51978 VVHYSELVNIIR Unmodified _VVHYSELVNIIR_ B4G1Y5_MAIZE 3 481.27691 1440.8089 -0.0087891 -0.48336 -0.502 81.222 81.222 2.11E-01 19.55 355620

51979 VVHYSELVNIIR Unmodified _VVHYSELVNIIR_ B4G1Y5_MAIZE 3 481.27691 1440.8089 -0.10327 0.24145 0.12729 80.533 80.533 2.11E-01 31.85 988270

51980 VVIADSGELPM Unmodified _VVIADSGELPM_ B6TIP7_MAIZE 2 565.79173 1129.5689 0.18175 0.33314 0.51179 85.02 85.02 1.00E+00 2.97 384010

51981 VVIADSGELPM Unmodified _VVIADSGELPM_ B6TIP7_MAIZE 2 565.79173 1129.5689 0.017224 0.25209 0.26665 86.227 86.227 7.60E-01 15.71 934600

51982 VVIADSGELPM Oxidation (M) _VVIADSGELPM(ox)_ B6TIP7_MAIZE 2 573.78919 1145.5638 0.054114 0.3919 0.44633 70.657 70.657 2.55E-01 11.41 59319

51983 VVIADSGELPM Oxidation (M) _VVIADSGELPM(ox)_ B6TIP7_MAIZE 2 573.78919 1145.5638 0.076086 0.56827 0.64456 70.082 70.082 2.55E-01 5.48 1216800

51984 VVIADSGELPM Oxidation (M) _VVIADSGELPM(ox)_ B6TIP7_MAIZE 2 573.78919 1145.5638 0.080319 0.30115 0.38284 70.646 70.646 8.62E-09 46.55 1219500

51985 VVIADSGELPM Oxidation (M) _VVIADSGELPM(ox)_ B6TIP7_MAIZE 2 573.78919 1145.5638 0.037442 -0.13293 -0.093312 71.788 71.788 8.62E-09 47.34 6019700

51986 VVIADSGELPM Oxidation (M) _VVIADSGELPM(ox)_ B6TIP7_MAIZE 2 573.78919 1145.5638 0.027454 -0.17658 -0.14802 72.324 72.324 6.88E-15 61.2 6076100

51987 VVIDAFR Unmodified _VVIDAFR_ B4FLQ8_MAIZE 2 410.2398 818.46504 0.32214 0.067231 0.39367 62.806 62.806 7.83E-01 16.93 1034800

51988 VVIDAFR Unmodified _VVIDAFR_ B4FLQ8_MAIZE 2 410.2398 818.46504 0.31165 -0.023272 0.29116 64.66 64.66 1.00E+00 7.61 386220

51989 VVIDAFR Unmodified _VVIDAFR_ B4FLQ8_MAIZE 2 410.2398 818.46504 0.31309 -0.042944 0.27447 63.986 63.986 1.00E+00 2.35 416320

51990 VVIDAFR Unmodified _VVIDAFR_ B4FLQ8_MAIZE 2 410.2398 818.46504 0.19198 -0.20098 -0.0052636 64.773 64.773 8.04E-02 29.7 13467000

51991 VVIDAFR Unmodified _VVIDAFR_ B4FLQ8_MAIZE 2 410.2398 818.46504 0.35317 0.089211 0.44554 63.216 63.216 1.00E+00 8.11 347870

51992 VVIDANTGR Unmodified _VVIDANTGR_ B6U4F3_MAIZE 2 472.76162 943.50869 -0.012717 0.031607 0.022512 41.966 41.966 1.01E-02 32.36 305370

51993 VVIDEAIAYAEGLK Unmodified _VVIDEAIAYAEGLK_ B6TV55_MAIZE 2 745.90868 1489.8028 0.92987 3.1173 4.0218 104.38 104.38 6.31E-03 23.49 149210

51994 VVIDEAIAYAEGLK Unmodified _VVIDEAIAYAEGLK_ B6TV55_MAIZE 2 745.90868 1489.8028 0.74151 0.15784 0.87803 105.07 105.07 2.00E-19 88.77 2498700

51995 VVIDEAIAYAEGLK Unmodified _VVIDEAIAYAEGLK_ B6TV55_MAIZE 3 497.60821 1489.8028 -0.044207 -0.080444 -0.14482 105.07 105.07 8.17E-05 56.79 528080

51996 VVIDEAIAYAEGLK Unmodified _VVIDEAIAYAEGLK_ B6TV55_MAIZE 2 745.90868 1489.8028 0.76886 0.3564 1.1048 106.37 106.37 1.95E-13 66.35 686800

51997 VVIDEAIAYAEGLK Unmodified _VVIDEAIAYAEGLK_ B6TV55_MAIZE 3 497.60821 1489.8028 -0.12531 -0.17655 -0.32205 106.33 106.33 1.00E+00 8.35 80414

51998 VVIDHGAVPIFVK Unmodified _VVIDHGAVPIFVK_ B6T451_MAIZE 3 465.27825 1392.8129 -0.011965 0.09067 0.093143 74.781 74.781 4.29E-02 28.8 473770

51999 VVIDHGAVPIFVK Unmodified _VVIDHGAVPIFVK_ B6T451_MAIZE 3 465.27825 1392.8129 -0.0032608 0.1489 0.15995 74.407 74.407 1.60E-02 27.53 661020

52000 VVIDHGAVPIFVK Unmodified _VVIDHGAVPIFVK_ B6T451_MAIZE 3 465.27825 1392.8129 -0.096261 0.28446 0.20165 74.29 74.29 1.60E-02 29.12 1404200

52001 VVIDHGAVPIFVK Unmodified _VVIDHGAVPIFVK_ B6T451_MAIZE 3 465.27825 1392.8129 -0.055552 0.22898 0.1868 74.639 74.639 1.60E-02 30.73 5746700

52002 VVIFGDMGK Unmodified _VVIFGDMGK_ B4FFA5_MAIZE 2 483.25987 964.50519 -0.18493 0.034036 -0.13616 71.488 71.488 3.39E-01 16.82 710480

52003 VVIFGDMGK Unmodified _VVIFGDMGK_ B4FFA5_MAIZE 2 483.25987 964.50519 -0.087624 -0.079842 -0.15348 71.839 71.839 7.18E-01 1.74 3929400

52004 VVIFGDMGK Oxidation (M) _VVIFGDM(ox)GK_ B4FFA5_MAIZE 2 491.25733 980.5001 -0.046883 0.10775 0.078052 58.643 58.643 9.18E-02 22.04 730460

52005 VVIFGLPGAYTGVCSQAHVPSYK Unmodified _VVIFGLPGAYTGVCSQAHVPSYK_ B4FSM5_MAIZE 3 817.42274 2449.2464 0.98856 -0.96958 0.032744 94.164 94.164 1.96E-03 15.59 451850

52006 VVIFGLPGAYTGVCSQAHVPSYK Unmodified _VVIFGLPGAYTGVCSQAHVPSYK_ B4FSM5_MAIZE 3 817.42274 2449.2464 0.93133 -0.48154 0.46289 96.678 96.678 4.65E-06 32.53 1010500

52007 VVIFPIIFEALER Unmodified _VVIFPIIFEALER_ B6SGQ1_MAIZE 2 773.4556 1544.8967 0.86964 0.0738 0.93379 126.77 126.77 6.20E-03 36.01 372090
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52008 VVIFPIIFEALER Unmodified _VVIFPIIFEALER_ B6SGQ1_MAIZE 2 773.4556 1544.8967 0.92177 -0.048854 0.86389 127.58 127.58 1.47E-03 31.33 94807

52009 VVIGMDVAASEFFGEK Oxidation (M) _VVIGM(ox)DVAASEFFGEK_ ENO1_MAIZE 2 857.92146 1713.8284 1.0692 -0.26903 0.80618 92.004 92.004 7.73E-25 79 162600

52010 VVIGMDVAASEFFGEK Oxidation (M) _VVIGM(ox)DVAASEFFGEK_ ENO1_MAIZE 2 857.92146 1713.8284 1.0976 0.14095 1.2445 92.235 92.235 3.09E-14 86.29 348350

52011 VVIGMDVAASEFFGEK Oxidation (M) _VVIGM(ox)DVAASEFFGEK_ ENO1_MAIZE 2 857.92146 1713.8284 1.0663 0.17252 1.2448 92.182 92.182 7.01E-14 72.85 373050

52012 VVIGMDVAASEFFGEK Oxidation (M) _VVIGM(ox)DVAASEFFGEK_ ENO1_MAIZE 2 857.92146 1713.8284 1.1524 -0.16974 0.9882 91.898 91.898 2.50E-11 78.42 272180

52013 VVIGMDVAASEFFGEK Oxidation (M) _VVIGM(ox)DVAASEFFGEK_ ENO1_MAIZE 2 857.92146 1713.8284 1.0799 0.080361 1.1662 92.505 92.505 1.82E-38 100.51 2679700

52014 VVIGMDVAASEFFGEK Unmodified _VVIGMDVAASEFFGEK_ ENO1_MAIZE 2 849.92401 1697.8335 1.0919 0.45613 1.5509 109.96 109.96 1.82E-38 70.7 557360

52015 VVIGMDVAASEFFGEK Unmodified _VVIGMDVAASEFFGEK_ ENO1_MAIZE 2 849.92401 1697.8335 1.0987 0.50207 1.6038 114.37 114.37 7.73E-25 70.83 452690

52016 VVIGMDVAASEFFGEK Unmodified _VVIGMDVAASEFFGEK_ ENO1_MAIZE 2 849.92401 1697.8335 1.1166 0.26059 1.3809 120.8 120.8 4.21E-20 50.78 202820

52017 VVIGMDVAASEFFGEK Unmodified _VVIGMDVAASEFFGEK_ ENO1_MAIZE 2 849.92401 1697.8335 1.1521 -0.13756 1.0189 127.92 127.92 1.27E-09 40.11 106990

52018 VVIGMDVAASEFFGEKDK Oxidation (M) _VVIGM(ox)DVAASEFFGEKDK_ ENO1_MAIZE 3 653.32404 1956.9503 0.53022 0.34384 0.87724 83.731 83.731 1.31E-01 7.47 620130

52019 VVIGMDVAASEFFGEKDK Oxidation (M) _VVIGM(ox)DVAASEFFGEKDK_ ENO1_MAIZE 3 653.32404 1956.9503 0.47044 1.107 1.5794 84.313 84.313 1.02E-03 30.35 6380000

52020 VVIGMDVAASEFFGEKDK Oxidation (M) _VVIGM(ox)DVAASEFFGEKDK_ ENO1_MAIZE 2 979.48242 1956.9503 1.2126 1.5158 2.7307 83.832 83.832 1.31E-09 64.16 585950

52021 VVIGMDVAASEFFGEKDK Unmodified _VVIGMDVAASEFFGEKDK_ ENO1_MAIZE 2 971.48496 1940.9554 1.2358 -0.44721 0.79 100.59 100.59 9.02E-03 62.48 394480

52022 VVIGMDVAASEFFGEKDK Unmodified _VVIGMDVAASEFFGEKDK_ ENO1_MAIZE 3 647.9924 1940.9554 0.36064 1.5106 1.8703 102.22 102.22 9.13E-03 21.37 6107300

52023 VVIGMDVAASEFFGEKDK Unmodified _VVIGMDVAASEFFGEKDK_ ENO1_MAIZE 3 647.9924 1940.9554 0.54215 0.13497 0.67837 116.09 116.09 1.00E+00 2 220860

52024 VVIGMDVAASEFFGEKDK Unmodified _VVIGMDVAASEFFGEKDK_ ENO1_MAIZE 3 647.9924 1940.9554 0.5292 0.042235 0.57333 137.96 137.96 1.00E+00 1.83 392150

52025 VVIGTLR Unmodified _VVIGTLR_ B4FGA5_MAIZE 2 379.25016 756.48577 0.64953 0.087219 0.74302 49.929 49.929 7.83E-01 23.83 1157400

52026 VVIGTLR Unmodified _VVIGTLR_ B4FGA5_MAIZE 2 379.25016 756.48577 0.29796 0.52172 0.82585 50.929 50.929 1.86E-01 43.85 8957400

52027 VVIIGDSAVGK Unmodified _VVIIGDSAVGK_ B4FM31_MAIZE 2 529.31623 1056.6179 0.031939 0.36616 0.40545 63.051 63.051 1.00E+00 3.52 1443000

52028 VVIIGDSAVGK Unmodified _VVIIGDSAVGK_ B4FM31_MAIZE 2 529.31623 1056.6179 -0.039389 0.11506 0.084296 59.043 59.043 3.83E-01 29.25 714650

52029 VVIIGDSAVGK Unmodified _VVIIGDSAVGK_ B4FM31_MAIZE 2 529.31623 1056.6179 -0.043522 -0.076117 -0.10995 60.749 60.749 4.96E-02 21.58 1036900

52030 VVIMLVK Unmodified _VVIMLVK_ B4FSV6_MAIZE 2 401.26697 800.51938 0.36943 -0.79769 -0.43178 65.724 65.724 4.46E-01 28.8 1899300

52031 VVIMLVK Unmodified _VVIMLVK_ B4FSV6_MAIZE 2 401.26697 800.51938 0.29023 -0.79311 -0.50612 67.665 67.665 4.46E-01 13.97 638900

52032 VVIMLVK Unmodified _VVIMLVK_ B4FSV6_MAIZE 2 401.26697 800.51938 0.29453 -0.61961 -0.32695 67.025 67.025 1.00E+00 3.12 458820

52033 VVIMLVK Oxidation (M) _VVIM(ox)LVK_ B4FSV6_MAIZE 2 409.26442 816.5143 0.13637 0.092155 0.22937 60.9 60.9 8.04E-02 30.42 62209

52034 VVIMLVK Oxidation (M) _VVIM(ox)LVK_ B4FSV6_MAIZE 2 409.26442 816.5143 0.26981 -0.098149 0.17207 60.987 60.987 4.46E-01 22.95 1194000

52035 VVIMLVK Oxidation (M) _VVIM(ox)LVK_ B4FSV6_MAIZE 2 409.26442 816.5143 0.25954 -0.16454 0.094476 60.289 60.289 7.83E-01 17.48 882540

52036 VVIMLVK Oxidation (M) _VVIM(ox)LVK_ B4FSV6_MAIZE 2 409.26442 816.5143 0.23637 0.13547 0.37172 60.598 60.598 4.49E-02 35.74 7458400

52037 VVIPLAQLR Unmodified _VVIPLAQLR_ B4FJD7_MAIZE 2 504.83185 1007.6492 -0.093273 -0.006463 -0.11046 80.814 80.814 1.00E+00 6.05 21049

52038 VVIPLAQLR Unmodified _VVIPLAQLR_ B4FJD7_MAIZE 2 504.83185 1007.6492 -0.08725 -0.16371 -0.26202 79.493 79.493 3.39E-01 7.46 492350

52039 VVIPLAQLR Unmodified _VVIPLAQLR_ B4FJD7_MAIZE 2 504.83185 1007.6492 -0.10244 0.24442 0.13014 79.427 79.427 3.32E-02 25.07 1607700

52040 VVIPLHQLR Unmodified _VVIPLHQLR_ B4FF76_MAIZE 3 358.89759 1073.6709 0.82494 0.038551 0.85834 59.961 59.961 2.35E-02 36.19 339950

52041 VVIPLHQLR Unmodified _VVIPLHQLR_ B4FF76_MAIZE 3 358.89759 1073.6709 0.97785 -0.24766 0.72479 61.147 61.147 8.40E-02 24.09 415150
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52042 VVIPLHQLR Unmodified _VVIPLHQLR_ B4FF76_MAIZE 3 358.89759 1073.6709 0.94888 -0.063046 0.88038 60.508 60.508 9.39E-03 32.48 281690

52043 VVIPLHQLR Unmodified _VVIPLHQLR_ B4FF76_MAIZE 3 358.89759 1073.6709 0.93601 0.3761 1.3043 61.005 61.005 2.35E-02 32.55 1313100

52044 VVIPLHQLR Unmodified _VVIPLHQLR_ B4FF76_MAIZE 3 358.89759 1073.6709 0.71615 0.28771 0.9969 63.052 63.052 2.35E-01 21.63 144380

52045 VVIQEPSDEVDKLAEK Unmodified _VVIQEPSDEVDKLAEK_ B4FGR6_MAIZE 3 600.31928 1797.936 0.18536 0.16523 0.33782 69.118 69.118 1.87E-02 22.96 3233200

52046 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.33315 -0.12333 0.19961 39.201 39.201 5.06E-02 37.38 24546000

52047 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.23699 -0.33981 -0.11065 38.675 38.675 3.77E-01 27.83 7265400

52048 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.33691 -0.40895 -0.081709 41.351 41.351 5.06E-02 42.24 7484800

52049 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.29017 -0.28283 -0.0017015 40.619 40.619 5.06E-02 43.01 8206700

52050 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.19232 -0.20682 -0.022145 41.4 41.4 1.65E-01 34.39 8141500

52051 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.33488 0.19919 0.52469 41.155 41.155 1.65E-01 33.15 4700800

52052 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.26472 -0.35167 -0.095287 41.934 41.934 5.06E-02 33.45 48567000

52053 VVISAPSK Unmodified _VVISAPSK_ B6SJZ8_MAIZE 2 400.74745 799.48035 0.15266 0.63416 0.77531 42.869 42.869 1.65E-01 32.88 634400

52054 VVISECGELPVV Unmodified _VVISECGELPVV_ B6TCE9_MAIZE 2 650.84449 1299.6744 0.38627 0.44993 0.85011 90.728 90.728 4.56E-01 22.11 2217100

52055 VVISECGELPVV Unmodified _VVISECGELPVV_ B6TCE9_MAIZE 2 650.84449 1299.6744 0.38317 0.033764 0.43234 91.844 91.844 2.05E-12 60.05 6043300

52056 VVITGMGLVSVFGNDVDAYYDR Oxidation (M) _VVITGM(ox)GLVSVFGNDVDAYYDR_ B6TGG7_MAIZE 2 1203.5859 2405.1573 1.2386 0.12152 1.3753 117.76 117.76 8.70E-13 92.86 586050

52057 VVITSALIEGK Unmodified _VVITSALIEGK_ B6TJH7_MAIZE 2 565.34499 1128.6754 0.084913 0.38949 0.46505 72.419 72.419 1.67E-02 12.44 426400

52058 VVIYSPAR Unmodified _VVIYSPAR_ B4FGH7_MAIZE 2 452.76618 903.5178 -0.18712 0.44024 0.24003 52.525 52.525 2.92E-02 35.87 1059500

52059 VVKPLLQER Unmodified _VVKPLLQER_ B6TAH4_MAIZE 3 361.22912 1080.6655 0.95833 0.23197 1.1719 41.057 41.057 9.53E-03 49.6 373910

52060 VVKPLLQER Unmodified _VVKPLLQER_ B6TAH4_MAIZE 3 361.22912 1080.6655 0.80421 0.3565 1.1433 41.268 41.268 9.53E-03 41.04 169140

52061 VVKPLLQER Unmodified _VVKPLLQER_ B6TAH4_MAIZE 3 361.22912 1080.6655 0.91461 0.01613 0.91429 43.701 43.701 9.39E-03 28.9 232990

52062 VVKPLLQER Unmodified _VVKPLLQER_ B6TAH4_MAIZE 3 361.22912 1080.6655 0.92027 -0.099906 0.80396 42.993 42.993 8.40E-02 13.14 229630

52063 VVKPLLQER Unmodified _VVKPLLQER_ B6TAH4_MAIZE 3 361.22912 1080.6655 0.896 0.38903 1.2682 44.061 44.061 3.30E-03 45.54 2343500

52064 VVKVADCGQLS Unmodified _VVKVADCGQLS_ B4FZZ2_MAIZE 2 588.30808 1174.6016 0.17272 0.35493 0.54381 50.254 50.254 1.67E-02 25.37 434980

52065 VVLAASIVSK Unmodified _VVLAASIVSK_ B4G0V4_MAIZE 2 493.81587 985.61718 -0.20892 0.038016 -0.18114 62.318 62.318 1.25E-02 37.57 104070

52066 VVLAASIVSK Unmodified _VVLAASIVSK_ B4G0V4_MAIZE 2 493.81587 985.61718 -0.16875 0.13844 -0.041603 61.361 61.361 1.25E-02 37.43 410110

52067 VVLAASIVSK Unmodified _VVLAASIVSK_ B4G0V4_MAIZE 2 493.81587 985.61718 -0.023135 -0.09648 -0.1295 62.698 62.698 1.25E-02 17.95 376470

52068 VVLAASIVSK Unmodified _VVLAASIVSK_ B4G0V4_MAIZE 2 493.81587 985.61718 -0.16285 0.63118 0.45685 64.076 64.076 1.45E-01 22.25 296920

52069 VVLAPANPK Unmodified _VVLAPANPK_ B6STP1_MAIZE 2 454.78183 907.5491 -0.046043 0.013715 -0.048213 41.052 41.052 1.12E-01 24.35 2405600

52070 VVLAPLTR Unmodified _VVLAPLTR_ B4F872_MAIZE 2 434.78437 867.55419 -0.10886 -3.8739 -3.9774 60.032 60.032 3.77E-01 14.29 228180

52071 VVLAPLTR Unmodified _VVLAPLTR_ B4F872_MAIZE 2 434.78437 867.55419 0.06026 0.29245 0.34619 60.248 60.248 3.77E-01 23.84 2403700

52072 VVLAPMTR Unmodified _VVLAPMTR_ Q49HE2_MAIZE 2 443.76258 885.51061 0.017913 0.23507 0.24808 54.155 54.155 1.65E-01 20.86 1788300

52073 VVLAPMTR Unmodified _VVLAPMTR_ Q49HE2_MAIZE 2 443.76258 885.51061 0.007053 -0.15769 -0.15375 54.94 54.94 7.88E-01 25.26 1332900

52074 VVLDCATADPDGR Unmodified _VVLDCATADPDGR_ B4FXW5_MAIZE 2 694.82736 1387.6402 0.61774 0.14666 0.78102 55.261 55.261 4.93E-21 78.39 1381300

52075 VVLDMTTLTIMR 2 Oxidation (M) _VVLDM(ox)TTLTIM(ox)R_ B4FTV9_MAIZE 2 712.87801 1423.7415 0.7376 -0.71051 0.036837 74.342 74.342 2.49E-02 72.31 1102500
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52076 VVLDMTTLTIMR 2 Oxidation (M) _VVLDM(ox)TTLTIM(ox)R_ B4FTV9_MAIZE 2 712.87801 1423.7415 0.63456 -0.44347 0.20014 75.032 75.032 1.11E-06 81.42 292060

52077 VVLESVKPYLQR Unmodified _VVLESVKPYLQR_ B4F9H7_MAIZE 3 477.61704 1429.8293 -0.1218 -0.050412 -0.18281 69.106 69.106 9.42E-03 26.29 1282700

52078 VVLFAVPGAFTPTCTQK Unmodified _VVLFAVPGAFTPTCTQK_ B6T2Y1_MAIZE 2 918.48984 1834.9651 1.1043 0.04657 1.1739 100.75 100.75 1.51E-07 42.97 526860

52079 VVLGVLGCPNLPLK Unmodified _VVLGVLGCPNLPLK_ B6T613_MAIZE 2 739.9418 1477.8691 0.82399 0.20354 1.0346 94.612 94.612 2.25E-03 31.62 450890

52080 VVLGVLGCPNLPLK Unmodified _VVLGVLGCPNLPLK_ B6T613_MAIZE 2 739.9418 1477.8691 0.81795 0.13074 0.95664 95.166 95.166 3.56E-04 52.61 173770

52081 VVLGVLGCPNLPLK Unmodified _VVLGVLGCPNLPLK_ B6T613_MAIZE 2 739.9418 1477.8691 0.842 0.259 1.1083 95.233 95.233 3.56E-04 28.06 406060

52082 VVLGVLGCPNLPLK Unmodified _VVLGVLGCPNLPLK_ B6T613_MAIZE 2 739.9418 1477.8691 0.76204 0.28901 1.0581 94.958 94.958 7.64E-09 58.34 3576000

52083 VVLIGDSGVGK Unmodified _VVLIGDSGVGK_ B4FIB2_MAIZE 2 522.30841 1042.6023 -0.16097 0.056394 -0.085282 59.983 59.983 4.48E-03 24.56 86624

52084 VVLIGDSGVGK Unmodified _VVLIGDSGVGK_ B4FIB2_MAIZE 2 522.30841 1042.6023 -0.099221 -0.14624 -0.22745 59.183 59.183 3.57E-04 33.22 968780

52085 VVLIGDSGVGK Unmodified _VVLIGDSGVGK_ B4FIB2_MAIZE 2 522.30841 1042.6023 0.018537 -0.36247 -0.32391 60.182 60.182 4.43E-05 34.67 920030

52086 VVLIGDSGVGK Unmodified _VVLIGDSGVGK_ B4FIB2_MAIZE 2 522.30841 1042.6023 -0.11143 -0.078865 -0.17101 59.518 59.518 4.96E-02 25.03 4627100

52087 VVLLVDVPIIGR Unmodified _VVLLVDVPIIGR_ B4F9K0_MAIZE 2 646.91866 1291.8228 0.44789 0.48419 0.93985 109.1 109.1 2.62E-07 55.25 953120

52088 VVLLVDVPIIGR Unmodified _VVLLVDVPIIGR_ B4F9K0_MAIZE 2 646.91866 1291.8228 0.4612 0.41709 0.88569 109.22 109.22 1.00E+00 10.35 2284600

52089 VVLLVDVPIIGR Unmodified _VVLLVDVPIIGR_ B4F9K0_MAIZE 2 646.91866 1291.8228 0.36399 0.41326 0.78464 108.7 108.7 2.05E-12 62.44 24397000

52090 VVLLVDVPIIGR Unmodified _VVLLVDVPIIGR_ B4F9K0_MAIZE 2 646.91866 1291.8228 0.45311 0.4186 0.87979 109.61 109.61 2.62E-07 56.45 524010

52091 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.11054 -0.13842 -0.026239 48.369 48.369 1.67E-02 33.15 3949800

52092 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.051131 -0.03306 0.020611 48.24 48.24 4.96E-02 33.64 1185100

52093 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.10344 -0.24049 -0.13517 50.608 50.608 4.96E-02 16.93 2003000

52094 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.11756 -0.087206 0.033157 49.857 49.857 3.83E-01 17.61 1423800

52095 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.09733 -0.16202 -0.061885 50.691 50.691 4.48E-03 35.28 627980

52096 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.075214 -0.35088 -0.2736 50.524 50.524 4.96E-02 17.12 6903300

52097 VVLSVSNADTK Unmodified _VVLSVSNADTK_ B6TBW4_MAIZE 2 566.81405 1131.6136 0.064883 -0.32974 -0.26304 51.273 51.273 1.67E-02 20.8 755410

52098 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.28136 0.23023 0.52335 85.358 85.358 4.48E-03 27.49 154080

52099 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.34618 0.35409 0.71087 84.399 84.399 1.47E-01 32.04 1256600

52100 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.3644 0.18075 0.55531 84.801 84.801 1.67E-02 43.51 2003100

52101 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.36699 0.22256 0.59968 84.478 84.478 4.96E-02 23.12 2302800

52102 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.354 0.39893 0.7632 84.171 84.171 1.47E-01 39.49 1473200

52103 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.35634 0.19608 0.56369 84.777 84.777 1.00E+00 4.16 2654700

52104 VVLVDNTDFLK Unmodified _VVLVDNTDFLK_ B6TPH0_MAIZE 2 631.85318 1261.6918 0.25738 0.058833 0.32765 84.466 84.466 3.57E-04 40.52 58653000

52105 VVLYFQPCGWFGAGR Unmodified _VVLYFQPCGWFGAGR_ B6U9K5_MAIZE 2 878.93504 1755.8555 1.0436 1.4615 2.5222 112.25 112.25 1.12E-07 35.93 217600

52106 VVLYFQPCGWFGAGR Unmodified _VVLYFQPCGWFGAGR_ B6U9K5_MAIZE 2 878.93504 1755.8555 1.1778 0.63394 1.8292 112.36 112.36 1.02E-23 76.31 438780

52107 VVMELFADK Oxidation (M) _VVM(ox)ELFADK_ B6SRE7_MAIZE 2 534.27572 1066.5369 -0.09035 -0.26427 -0.35798 63.861 63.861 3.89E-04 58.21 2012800

52108 VVMELFADK Unmodified _VVMELFADK_ B6SRE7_MAIZE 2 526.27826 1050.542 -0.11351 -0.34251 -0.46048 80.673 80.673 3.21E-03 49.78 2862300

52109 VVMELFADKVPK Oxidation (M) _VVM(ox)ELFADKVPK_ B6SRE7_MAIZE 3 464.59162 1390.753 -0.19608 0.60071 0.40169 67.648 67.648 2.42E-04 29.13 343570
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52110 VVMELFADKVPK Unmodified _VVMELFADKVPK_ B6SRE7_MAIZE 3 459.25998 1374.7581 -0.16147 0.29858 0.13044 81.367 81.367 1.00E+00 7.61 352360

52111 VVMELFADKVPK Unmodified _VVMELFADKVPK_ B6SRE7_MAIZE 2 688.38633 1374.7581 0.5961 0.22148 0.81213 81.356 81.356 2.62E-07 58.76 194740

52112 VVMLFCALNNIR Unmodified _VVMLFCALNNIR_ B6TIG4_MAIZE 2 725.38888 1448.7632 0.83099 0.71015 1.5348 105.01 105.01 4.56E-01 2.73 396250

52113 VVMLGLDAAGK Oxidation (M) _VVM(ox)LGLDAAGK_ B6TGE5_MAIZE 2 545.30227 1088.59 -0.038846 -0.13173 -0.17087 63.678 63.678 4.43E-05 42.14 377470

52114 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.016892 0.006165 -0.0027001 45.477 45.477 1.62E-03 71.51 2459300

52115 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.11581 0.049423 -0.058148 45.067 45.067 5.70E-16 89.25 1394400

52116 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.026086 -0.12506 -0.14239 47.643 47.643 5.45E-09 93.23 2270200

52117 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.0036506 -0.24546 -0.23934 46.889 46.889 1.25E-02 39.99 1312800

52118 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.13344 -0.41842 -0.5411 47.736 47.736 5.70E-16 79.2 8073200

52119 VVNDGVTIAR Unmodified _VVNDGVTIAR_ B6SXW8_MAIZE 2 522.29583 1042.5771 -0.060882 -0.18053 -0.23259 47.504 47.504 4.40E-05 71.84 7026600

52120 VVNETWADGR Unmodified _VVNETWADGR_ Q38JE3_MAIZE 2 573.78054 1145.5465 0.085216 0.22409 0.31153 51.932 51.932 1.84E-04 48.38 495930

52121 VVNIPNSMTILDELLPISIEMAK 2 Oxidation (M) _VVNIPNSM(ox)TILDELLPISIEM(ox)AK_ B6U0P4_MAIZE 3 858.12526 2571.354 1.1571 -0.48817 0.65512 126.03 126.03 2.00E-02 20.82 273930

52122 VVNIPNSMTVLDELLPISIEMAK Unmodified _VVNIPNSMTVLDELLPISIEMAK_ B6UIE1_MAIZE 2 1263.6815 2525.3485 1.0868 0.12489 1.1978 128.22 128.22 1.06E-12 54.01 454320

52123 VVNIPNSMTVLDELLPISIEMAK 2 Oxidation (M) _VVNIPNSM(ox)TVLDELLPISIEM(ox)AK_ B6UIE1_MAIZE 3 853.45338 2557.3383 1.1555 -0.02108 1.1243 123.65 123.65 2.20E-01 7.64 225270

52124 VVNIPNSMTVLDELLPISIEMAK 2 Oxidation (M) _VVNIPNSM(ox)TVLDELLPISIEM(ox)AK_ B6UIE1_MAIZE 3 853.45338 2557.3383 1.0401 -0.2935 0.73618 123.63 123.63 1.60E-11 49.77 4352700

52125 VVNIPNSMTVLDELLPISIEMAK 2 Oxidation (M) _VVNIPNSM(ox)TVLDELLPISIEM(ox)AK_ B6UIE1_MAIZE 2 1279.6764 2557.3383 1.1517 -0.043629 1.0978 123.62 123.62 5.28E-13 55.22 2793800

52126 VVNIPNSMTVLDELLPISIEMAK 2 Oxidation (M) _VVNIPNSM(ox)TVLDELLPISIEM(ox)AK_ B6UIE1_MAIZE 3 853.45338 2557.3383 1.1426 0.4208 1.5518 126.77 126.77 5.14E-05 24.74 117040

52127 VVNIPNSMTVLDELLPISIEMAK Oxidation (M) _VVNIPNSMTVLDELLPISIEM(ox)AK_ B6UIE1_MAIZE 2 1271.679 2541.3434 1.1959 0.086973 1.2708 128.01 128.01 5.18E-06 27.05 497620

52128 VVNIPNSMTVLDELLPISIEMAK Oxidation (M) _VVNIPNSM(ox)TVLDELLPISIEMAK_ B6UIE1_MAIZE 3 848.12174 2541.3434 1.083 -0.035797 1.0349 128.1 128.1 1.68E-03 30.03 523020

52129 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 3 401.23991 1200.6979 0.37904 0.39947 0.76404 44.305 44.305 5.86E-01 3.47 4280900

52130 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 2 601.35622 1200.6979 0.28054 0.087989 0.35526 44.302 44.302 1.25E-02 36.63 664680

52131 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 2 601.35622 1200.6979 0.22915 -0.012349 0.20289 44.368 44.368 1.45E-01 23.81 180290

52132 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 3 401.23991 1200.6979 0.3673 -0.2031 0.1515 46.783 46.783 5.86E-01 0.06 1992300

52133 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 2 601.35622 1200.6979 0.28869 0.21416 0.48817 46.773 46.773 1.25E-02 25.5 227020

52134 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 3 401.23991 1200.6979 0.31094 -0.087051 0.21082 46.022 46.022 5.86E-01 3.52 2614600

52135 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 3 401.23991 1200.6979 0.38468 0.3044 0.67459 46.368 46.368 1.00E+00 4.08 1805500

52136 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 3 401.23991 1200.6979 0.31025 -0.098359 0.19842 47.174 47.174 2.94E-01 13.58 8861900

52137 VVNRPNVYIK Unmodified _VVNRPNVYIK_ B4FRC9_MAIZE 2 601.35622 1200.6979 0.216 0.34388 0.5453 47.177 47.177 3.43E-01 10.24 911880

52138 VVPDAEDVDAAVK Unmodified _VVPDAEDVDAAVK_ B6SGN7_MAIZE 2 664.34063 1326.6667 0.54076 -0.15934 0.38713 63.169 63.169 1.00E+00 11.72 691120

52139 VVPDAEDVDAAVK Unmodified _VVPDAEDVDAAVK_ B6SGN7_MAIZE 2 664.34063 1326.6667 0.48402 0.12656 0.61556 63.46 63.46 2.65E-01 12.97 1884900

52140 VVPDAEDVDAAVK Unmodified _VVPDAEDVDAAVK_ B6SGN7_MAIZE 2 664.34063 1326.6667 0.4484 0.18107 0.63391 61.877 61.877 1.47E-03 43.81 2654100

52141 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 2 569.33001 1136.6455 0.14516 -0.04352 0.12789 58.166 58.166 4.96E-02 38.94 1677000

52142 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 3 379.8891 1136.6455 0.62121 0.36695 1.0123 60.573 60.573 1.00E+00 3.98 1357300

52143 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 3 379.8891 1136.6455 0.52276 0.46682 1.0156 60.49 60.49 1.00E+00 0.49 988380
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52144 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 3 379.8891 1136.6455 0.54391 -0.51613 0.054588 60.066 60.066 1.00E+00 3.34 32681000

52145 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 2 569.33001 1136.6455 0.10164 -0.18973 -0.060522 60.064 60.064 4.48E-03 36.72 9163000

52146 VVPGFGHGVLR Unmodified _VVPGFGHGVLR_ B4FIC0_MAIZE 3 379.8891 1136.6455 0.66844 0.04385 0.73935 59.434 59.434 1.00E+00 3.09 541560

52147 VVPILVGALSSQNEALYGQLLSK Unmodified _VVPILVGALSSQNEALYGQLLSK_ B4FT61_MAIZE 3 800.45633 2398.3472 0.98746 -0.17045 0.80621 120.66 120.66 8.11E-01 8.35 288840

52148 VVPILVGALSSQNEALYGQLLSK Unmodified _VVPILVGALSSQNEALYGQLLSK_ B4FT61_MAIZE 3 800.45633 2398.3472 0.93518 0.15658 1.0805 121.23 121.23 4.10E-06 27.89 1323200

52149 VVPVFADDTPELLAAR Unmodified _VVPVFADDTPELLAAR_ B4FNP2_MAIZE 2 856.96452 1711.9145 1.0323 0.081578 1.1161 98.17 98.17 1.42E-33 63.44 1002300

52150 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.32711 0.79038 1.1188 45.675 45.675 4.48E-03 38.43 2202500

52151 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.25058 0.26038 0.51434 45.1 45.1 3.57E-04 38.5 548350

52152 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.31553 0.25874 0.57622 47.814 47.814 4.43E-05 50.48 838450

52153 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.32703 0.63277 0.96194 47.041 47.041 3.57E-04 55.18 1001200

52154 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.29218 0.15626 0.45128 47.929 47.929 4.48E-03 40.4 919590

52155 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.28565 0.12683 0.41581 47.867 47.867 4.96E-02 41.75 1734800

52156 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.2237 0.027853 0.25411 48.636 48.636 5.66E-08 57.27 13152000

52157 VVQDTIDPNAR Unmodified _VVQDTIDPNAR_ B4FP94_MAIZE 2 614.32003 1226.6255 0.22209 0.16173 0.38689 45.822 45.822 3.57E-04 45.02 898590

52158 VVQGQMDPELNEAGR Oxidation (M) _VVQGQM(ox)DPELNEAGR_ B6STY4_MAIZE 2 829.89377 1657.773 0.99833 0.063161 1.0585 45.654 45.654 1.02E-23 78.5 434310

52159 VVQLSWRPR Unmodified _VVQLSWRPR_ B4FGT5_MAIZE 3 380.89273 1139.6564 0.56579 0.20758 0.76861 61.275 61.275 2.88E-01 12.54 1253400

52160 VVQLSWRPR Unmodified _VVQLSWRPR_ B4FGT5_MAIZE 3 380.89273 1139.6564 0.68903 0.05899 0.7443 60.08 60.08 1.00E+00 3.47 533770

52161 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 3 748.06064 2241.1601 0.79622 -1.205 -0.40468 108.54 108.54 5.18E-03 14.77 175650

52162 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 2 1121.5873 2241.1601 1.2177 0.025628 1.2458 108.56 108.56 1.54E-06 64.05 311780

52163 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 3 748.06064 2241.1601 0.84485 -1.1264 -0.27794 108.6 108.6 4.17E-01 2.81 285850

52164 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 2 1121.5873 2241.1601 1.1631 0.031083 1.1968 108.64 108.64 5.36E-22 75.51 468280

52165 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 3 748.06064 2241.1601 0.83171 -0.17743 0.65613 108.61 108.61 6.78E-19 51.69 744930

52166 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 2 1121.5873 2241.1601 1.1454 0.04522 1.1928 108.63 108.63 2.53E-26 81.2 1210000

52167 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 2 1121.5873 2241.1601 1.2627 0.053595 1.3185 108.23 108.23 9.84E-01 8.51 920540

52168 VVQSLTSLISGLQGDAPADSAGR Unmodified _VVQSLTSLISGLQGDAPADSAGR_ B4F8M8_MAIZE 3 748.06064 2241.1601 0.8407 -0.57197 0.27131 108.21 108.21 7.29E-08 34.15 671740

52169 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 4 733.38591 2929.5145 0.80077 2.344 3.145 102.48 102.48 2.65E-01 9.53 774500

52170 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 3 977.51211 2929.5145 1.1574 0.082251 1.2438 103.1 103.1 3.90E-24 67.07 1000400

52171 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 4 733.38591 2929.5145 0.86308 0.33793 1.204 103.1 103.1 3.00E-03 34.17 678290

52172 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 3 977.51211 2929.5145 1.154 0.002534 1.1597 103.14 103.14 7.33E-58 102.53 1391100

52173 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 4 733.38591 2929.5145 0.8027 0.36642 1.1727 103.16 103.16 7.25E-01 12.45 1116600

52174 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 3 977.51211 2929.5145 1.108 0.060661 1.1721 103.27 103.27 4.92E-70 128.08 3325500

52175 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 4 733.38591 2929.5145 0.7225 0.19993 0.92565 103.27 103.27 8.20E-04 27.67 2583500

52176 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 3 977.51211 2929.5145 1.1891 -0.15235 1.0406 103.03 103.03 9.93E-34 99.76 3271100

52177 VVQSLTSLISGLQGDAPADSAGRPYVGGSK Unmodified _VVQSLTSLISGLQGDAPADSAGRPYVGGSK_ B4F8M8_MAIZE 4 733.38591 2929.5145 0.76749 0.12892 0.9005 103.03 103.03 2.65E-01 10.57 3178600
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52178 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.82465 -0.19108 0.64021 67.693 67.693 7.68E-22 75.88 3579100

52179 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.84542 -0.18415 0.66767 68.333 68.333 3.40E-25 83.47 1105900

52180 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.82847 -0.20594 0.62903 69.165 69.165 3.51E-02 11.65 1441400

52181 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.82638 -0.18599 0.64678 68.623 68.623 7.68E-22 75.72 1023200

52182 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.85939 -0.203 0.66373 68.714 68.714 3.40E-25 73.69 633860

52183 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.83384 -0.14776 0.69322 69.033 69.033 3.40E-25 71.52 1258200

52184 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.80365 -0.24511 0.5659 68.99 68.99 3.40E-25 82.4 3167400

52185 VVQTQAPVQLGSLR Unmodified _VVQTQAPVQLGSLR_ B6TIL4_MAIZE 2 748.43319 1494.8518 0.83707 -0.077063 0.76661 68.245 68.245 7.64E-09 46.79 321690

52186 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.037808 -0.10248 -0.12514 39.508 39.508 4.40E-02 43.64 1141000

52187 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.18497 -0.001214 -0.17141 39.519 39.519 1.00E+00 20.93 70538

52188 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.016821 -0.12148 -0.12225 40.733 40.733 1.45E-01 30.35 256740

52189 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.10771 -0.30646 -0.39929 41.541 41.541 4.40E-02 28.16 310040

52190 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.022951 -0.32613 -0.33259 41.486 41.486 4.40E-02 29.35 270910

52191 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.1038 0.18434 0.095127 39.523 39.523 1.25E-02 54.99 1038100

52192 VVSATPVPGR Unmodified _VVSATPVPGR_ B4FR03_MAIZE 2 491.78764 981.56073 -0.24231 -0.20977 -0.43668 42.986 42.986 1.62E-03 57.73 8478600

52193 VVSCADIVALAAR Unmodified _VVSCADIVALAAR_ B4FCI9_MAIZE 2 672.86883 1343.7231 0.51022 -0.85777 -0.34727 83.433 83.433 4.93E-21 86.71 1109700

52194 VVSEPIEMTQEFR Unmodified _VVSEPIEMTQEFR_ Q5K097_MAIZE 2 782.88742 1563.7603 0.93773 -0.083365 0.84723 78.743 78.743 1.56E-17 93.2 944710

52195 VVSEPIEMTQEFR Unmodified _VVSEPIEMTQEFR_ Q5K097_MAIZE 2 782.88742 1563.7603 0.87704 -0.040515 0.82981 79.169 79.169 1.56E-17 77.28 884750

52196 VVSEPIEMTQEFR Oxidation (M) _VVSEPIEM(ox)TQEFR_ Q5K097_MAIZE 2 790.88488 1579.7552 0.9458 0.00613 0.94838 63.639 63.639 1.54E-02 25.17 22364

52197 VVSEPIEMTQEFR Oxidation (M) _VVSEPIEM(ox)TQEFR_ Q5K097_MAIZE 2 790.88488 1579.7552 0.86863 -0.19769 0.66737 63.049 63.049 1.62E-14 64 1968600

52198 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1474 0.53838 1.6875 78.596 78.596 7.01E-14 75.37 813420

52199 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.0897 0.81722 1.9085 78.826 78.826 7.42E-06 50.31 407540

52200 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1299 0.51163 1.644 79.477 79.477 7.42E-06 55.24 400080

52201 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1146 0.19581 1.3129 79.114 79.114 1.48E-07 70.81 303510

52202 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1979 0.030541 1.2317 78.879 78.879 1.02E-04 49.66 403900

52203 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1197 -0.070966 1.0515 79.507 79.507 1.42E-33 93.51 1708500

52204 VVSIDGFEDVPENDEK Unmodified _VVSIDGFEDVPENDEK_ B4FS90_MAIZE 2 896.4178 1790.821 1.1144 -0.13767 0.98022 79.296 79.296 4.21E-20 86.69 3600400

52205 VVSIDSFER Unmodified _VVSIDSFER_ B4FU56_MAIZE 2 526.27456 1050.5346 -0.085905 0.31392 0.22883 68.718 68.718 9.73E-03 46.66 6667000

52206 VVSLAMAR Unmodified _VVSLAMAR_ B4FNK1_MAIZE 2 423.74693 845.47931 0.15581 -1.3981 -1.2578 51.957 51.957 7.88E-01 14.79 1183200

52207 VVSLAMAR Unmodified _VVSLAMAR_ B4FNK1_MAIZE 2 423.74693 845.47931 0.14622 -0.015988 0.11226 52.733 52.733 3.77E-01 17.45 3580100

52208 VVSLAMAR Unmodified _VVSLAMAR_ B4FNK1_MAIZE 2 423.74693 845.47931 -0.093925 0.97151 0.85859 55.717 55.717 7.88E-01 6.88 1996200

52209 VVSLAMAR Oxidation (M) _VVSLAM(ox)AR_ B4FNK1_MAIZE 2 431.74439 861.47422 0.051245 0.36873 0.40735 41.213 41.213 7.88E-01 5.8 12648

52210 VVSLAMAR Oxidation (M) _VVSLAM(ox)AR_ B4FNK1_MAIZE 2 431.74439 861.47422 1.8979 40.734 40.734 4.41E-01 1

52211 VVSLAMAR Oxidation (M) _VVSLAM(ox)AR_ B4FNK1_MAIZE 2 431.74439 861.47422 -0.099648 0.13739 0.024588 43.708 43.708 2.92E-02 32.57 1603000
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52212 VVSLAMAR Oxidation (M) _VVSLAM(ox)AR_ B4FNK1_MAIZE 2 431.74439 861.47422 -0.097638 -0.26425 -0.37308 44.343 44.343 3.48E-02 52.85 1234900

52213 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.22016 0.027201 0.24493 71.419 71.419 1.62E-12 95.93 9049400

52214 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.1439 -0.50278 -0.35881 73.833 73.833 4.48E-03 42.07 91444

52215 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.22929 -0.069646 0.1587 72.852 72.852 5.66E-08 58.21 6162200

52216 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.17349 0.034199 0.20628 72.457 72.457 1.62E-12 77.01 5287000

52217 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.19743 0.084518 0.28059 72.621 72.621 1.62E-12 84.78 12617000

52218 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.15018 0.09485 0.24336 72.441 72.441 1.62E-12 84.59 55651000

52219 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.13261 0.33368 0.46466 72.113 72.113 1.62E-12 88.32 5573300

52220 VVSNFIAQAVR Unmodified _VVSNFIAQAVR_ B4FAG0_MAIZE 2 602.34585 1202.6772 0.20317 0.12211 0.32303 74.083 74.083 3.83E-01 12.85 374290

52221 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.23819 -0.27712 -0.04051 75.301 75.301 3.60E-06 43.85 1855300

52222 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.18687 -1.6543 -1.4664 76.213 76.213 3.60E-06 50.95 493000

52223 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.24064 -0.48372 -0.24433 76.62 76.62 5.66E-08 70.82 1093500

52224 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.24933 -0.2098 0.038688 76.254 76.254 5.66E-08 69.78 1342500

52225 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.22808 -0.24684 -0.019854 76.11 76.11 5.66E-08 66.27 927330

52226 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.22505 -0.27801 -0.054577 76.351 76.351 5.66E-08 66.69 3445600

52227 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.15622 0.32267 0.47746 76.211 76.211 6.35E-09 84.1 14744000

52228 VVSNFVAQALR Unmodified _VVSNFVAQALR_ B6TY47_MAIZE 2 602.34585 1202.6772 0.18909 -0.13028 0.057324 76.062 76.062 3.60E-06 50.41 1188900

52229 VVSQYSTLLSPLAVDAALSVVDPAHPDLLDLR Unmodified _VVSQYSTLLSPLAVDAALSVVDPAHPDLLDLR_ B4F8V9_MAIZE 4 844.46061 3373.8133 1.1336 -0.60602 0.528 127.33 127.33 6.01E-01 18.04 657390

52230 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.36124 0.004327 0.37688 48.843 48.843 2.05E-12 82.54 1628900

52231 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.38371 0.66907 1.0623 49.626 49.626 2.62E-07 65.61 1788900

52232 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.44812 0.57183 1.0296 64.962 64.962 1.60E-02 31.91 742000

52233 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.34329 -0.041773 0.31392 49.527 49.527 1.60E-02 27.64 41768

52234 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.36324 0.18481 0.55873 49.612 49.612 1.11E-04 81.21 1462000

52235 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.34152 -0.1708 0.18202 51.071 51.071 2.62E-07 51.88 1852900

52236 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.38295 0.27395 0.66752 51.875 51.875 1.68E-09 65.18 1703400

52237 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.38207 0.038314 0.43175 50.364 50.364 2.62E-07 82.04 1439700

52238 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.38472 0.96608 1.3598 51.173 51.173 2.05E-12 82.23 1303600

52239 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.37458 -0.031894 0.35396 51.133 51.133 6.74E-02 26.48 740420

52240 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.31953 -0.37555 -0.044574 50.971 50.971 9.64E-17 82.36 11639000

52241 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.38 -0.27831 0.11315 51.718 51.718 2.05E-12 92.94 11058000

52242 VVSSMFNTVAGK Oxidation (M) _VVSSM(ox)FNTVAGK_ B6T9P0_MAIZE 2 628.32119 1254.6278 0.21628 0.042732 0.2705 51.744 51.744 2.62E-07 57.08 1008300

52243 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.30101 -0.32625 -0.016984 64.907 64.907 1.98E-03 45.46 12423000

52244 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.29469 0.021706 0.32527 65.737 65.737 1.98E-03 62.48 1731200

52245 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.32601 0.022565 0.35595 66.765 66.765 1.11E-04 50.45 1799500
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52246 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.3198 -0.094127 0.23408 66.192 66.192 2.62E-07 72.29 1283300

52247 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.31412 0.12268 0.44467 66.49 66.49 2.62E-07 54.83 797490

52248 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.28168 -0.21916 0.07058 66.499 66.499 9.64E-17 90.37 15727000

52249 VVSSMFNTVAGK Unmodified _VVSSMFNTVAGK_ B6T9P0_MAIZE 2 620.32373 1238.6329 0.29239 -0.17018 0.13033 66.624 66.624 1.11E-04 63.78 1195400

52250 VVSTQAPVQLGSLR Unmodified _VVSTQAPVQLGSLR_ B4FBC2_MAIZE 2 727.91992 1453.8253 0.7063 -0.40189 0.31153 69.506 69.506 7.68E-22 75.88 4648700

52251 VVSTQAPVQLGSLR Unmodified _VVSTQAPVQLGSLR_ B4FBC2_MAIZE 2 727.91992 1453.8253 0.71832 -0.30212 0.42299 69.544 69.544 3.40E-25 83.05 1986500

52252 VVSTQAPVQLGSLR Unmodified _VVSTQAPVQLGSLR_ B4FBC2_MAIZE 2 727.91992 1453.8253 0.70539 -0.48436 0.22769 69.952 69.952 2.00E-19 81.76 11012000

52253 VVSTQAPVQLGSLR Unmodified _VVSTQAPVQLGSLR_ B4FBC2_MAIZE 2 727.91992 1453.8253 0.70852 -0.55164 0.16444 69.946 69.946 3.51E-02 51.4 1039800

52254 VVSTQAPVQLGSLR Unmodified _VVSTQAPVQLGSLR_ B4FBC2_MAIZE 2 727.91992 1453.8253 0.71599 -0.20254 0.52013 69.163 69.163 1.95E-13 69.48 1162900

52255 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.11542 -0.18416 -0.28475 48.396 48.396 4.40E-05 55.5 31045000

52256 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.13211 -0.96063 -1.0764 78.159 78.159 7.11E-01 16.19 8091.9

52257 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.1596 -0.06824 -0.21285 48.149 48.149 1.84E-04 53.98 10580000

52258 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.17748 0.082037 -0.080083 77.472 77.472 3.43E-01 22.4 578270

52259 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.085444 -0.25605 -0.32558 50.559 50.559 5.76E-06 55.46 16161000

52260 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.056097 0.028036 -0.012962 78.219 78.219 1.45E-01 17.48 1272400

52261 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 2.3211 49.873 49.873 2.42E-01 2.82

52262 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.082042 0.14587 0.077263 49.812 49.812 1.84E-04 55.32 7939800

52263 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.040301 0.032651 0.0062571 77.824 77.824 3.43E-01 17.92 779470

52264 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.14206 0.11455 -0.012144 50.674 50.674 1.62E-03 44.73 5466100

52265 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.147 -0.28916 -0.42123 50.525 50.525 1.84E-04 57.06 27669000

52266 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.12213 -0.017422 -0.12481 78.205 78.205 1.45E-01 14.79 10554000

52267 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 2.9222 51.243 51.243 2.51E-02 29.68

52268 VVSVGDGIAR Unmodified _VVSVGDGIAR_ ATPAM_MAIZE 2 486.77727 971.53999 -0.11013 1.0125 0.91551 48.704 48.704 4.40E-02 37.44 1520100

52269 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.049417 0.27136 0.21645 78.193 78.193 1.01E-02 27.49 3779200

52270 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.17006 0.38139 0.20489 79.202 79.202 9.73E-03 39.5 1034000

52271 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.05326 0.20648 0.14712 79.496 79.496 1.12E-01 21.69 1010200

52272 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.054071 0.25838 0.19834 79.107 79.107 9.73E-03 38.25 1096400

52273 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.09381 0.12278 0.023895 78.934 78.934 3.32E-02 29.4 1017900

52274 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.065657 0.35424 0.28265 79.102 79.102 9.73E-03 27.55 1480400

52275 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.11833 0.71248 0.58786 79.076 79.076 1.12E-01 18.04 969370

52276 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.18373 0.099039 -0.090492 79.115 79.115 1.01E-02 26.76 10098000

52277 VVTALTLLK Unmodified _VVTALTLLK_ B4FJY5_MAIZE 2 479.32079 956.62702 -0.17684 0.13059 -0.050585 80.79 80.79 3.39E-01 10.84 520280

52278 VVTDKGEELIADVVLFATGR Unmodified _VVTDKGEELIADVVLFATGR_ B4FWU6_MAIZE 2 1066.5835 2131.1525 1.19 0.026452 1.2212 126.85 126.85 8.25E-66 93.02 1948200

52279 VVTDKGEELIADVVLFATGR Unmodified _VVTDKGEELIADVVLFATGR_ B4FWU6_MAIZE 3 711.39144 2131.1525 0.72532 0.097572 0.82812 131.34 131.34 6.91E-01 10.42 505970
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52280 VVTDKGEELIADVVLFATGR Unmodified _VVTDKGEELIADVVLFATGR_ B4FWU6_MAIZE 4 533.7954 2131.1525 0.086163 -0.15534 -0.064126 131.31 131.31 1.00E+00 2.63 263570

52281 VVTDKGEELIADVVLFATGR Unmodified _VVTDKGEELIADVVLFATGR_ B4FWU6_MAIZE 3 711.39144 2131.1525 0.74764 0.32576 1.0783 130.49 130.49 1.00E+00 15 1113100

52282 VVTDKGEELIADVVLFATGR Unmodified _VVTDKGEELIADVVLFATGR_ B4FWU6_MAIZE 3 711.39144 2131.1525 0.63645 -0.067916 0.57289 131.71 131.71 1.62E-02 38.46 6117200

52283 VVTFDKNPDNHPYLMK Oxidation (M) _VVTFDKNPDNHPYLM(ox)K_ Q5EUE1_MAIZE 3 645.32074 1932.9404 0.46381 0.095188 0.55821 55.44 55.44 8.72E-04 19.01 402580

52284 VVTFDKNPDNHPYLMK Oxidation (M) _VVTFDKNPDNHPYLM(ox)K_ Q5EUE1_MAIZE 3 645.32074 1932.9404 0.39696 -0.05295 0.34411 55.411 55.411 8.55E-05 25.06 2585000

52285 VVTFDKNPDNHPYLMK Unmodified _VVTFDKNPDNHPYLMK_ Q5EUE1_MAIZE 4 480.24364 1916.9455 -0.12958 -0.061234 -0.19244 61.401 61.401 7.98E-01 8.68 2977600

52286 VVTFDKNPDNHPYLMK Unmodified _VVTFDKNPDNHPYLMK_ Q5EUE1_MAIZE 3 639.9891 1916.9455 0.42429 -0.028891 0.39392 61.387 61.387 1.90E-03 25.23 882820

52287 VVTFDNNPDNHPYLMK Oxidation (M) _VVTFDNNPDNHPYLM(ox)K_ Q5EUE0_MAIZE 3 640.63673 1918.8883 0.46368 -0.32522 0.1397 61.509 61.509 1.00E+00 6.03 461000

52288 VVTFDNNPDNHPYLMK Oxidation (M) _VVTFDNNPDNHPYLM(ox)K_ Q5EUE0_MAIZE 3 640.63673 1918.8883 0.36854 0.079726 0.44898 61.85 61.85 1.87E-02 27.66 4289400

52289 VVTFDNNPDNHPYLMK Unmodified _VVTFDNNPDNHPYLMK_ Q5EUE0_MAIZE 3 635.30509 1902.8934 0.35777 -0.27067 0.087843 68.775 68.775 1.87E-02 25.49 1863400

52290 VVTFDNNPDNHPYLMK Unmodified _VVTFDNNPDNHPYLMK_ Q5EUE0_MAIZE 3 635.30509 1902.8934 0.48826 -0.023691 0.46395 69.027 69.027 1.00E+00 0.28 689940

52291 VVTHLPGFQGPLPFQLR Unmodified _VVTHLPGFQGPLPFQLR_ B6TXF8_MAIZE 3 636.02811 1905.0625 0.39291 0.36367 0.76977 108.3 108.3 2.01E-02 18.22 139770

52292 VVTIDSYEDVPANDEK Unmodified _VVTIDSYEDVPANDEK_ Q9SLY9_MAIZE 2 897.42562 1792.8367 1.125 0.066301 1.1888 67.418 67.418 4.21E-20 74.61 279610

52293 VVTIDSYEDVPANDEK Unmodified _VVTIDSYEDVPANDEK_ Q9SLY9_MAIZE 2 897.42562 1792.8367 1.185 0.13893 1.3214 67.574 67.574 4.21E-20 68.57 360370

52294 VVTIDSYEDVPANDEK Unmodified _VVTIDSYEDVPANDEK_ Q9SLY9_MAIZE 2 897.42562 1792.8367 1.1266 -0.002748 1.1208 68.028 68.028 7.73E-25 80.82 1825600

52295 VVTIDSYEDVPANDEK Unmodified _VVTIDSYEDVPANDEK_ Q9SLY9_MAIZE 2 897.42562 1792.8367 1.1072 -0.045942 1.0587 68.067 68.067 1.42E-33 79.94 6438500

52296 VVTIDSYEDVPANDEK Unmodified _VVTIDSYEDVPANDEK_ Q9SLY9_MAIZE 2 897.42562 1792.8367 1.0827 0.13333 1.2136 66.88 66.88 4.21E-20 65.26 670460

52297 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.1129 0.25514 1.3624 65.812 65.812 1.48E-07 68.64 847980

52298 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0854 0.1231 1.2031 66.109 66.109 1.02E-04 55.35 301400

52299 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0888 0.21418 1.297 67.242 67.242 7.73E-25 79.8 465870

52300 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0933 0.14107 1.2285 66.682 66.682 7.73E-25 80.6 551390

52301 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.1477 0.028765 1.1713 66.898 66.898 4.21E-20 87.82 688080

52302 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0952 0.065629 1.1559 67.275 67.275 1.82E-38 91.02 2560800

52303 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0757 -0.27301 0.79769 67.36 67.36 1.82E-38 96.08 13559000

52304 VVTIDSYEDVPANSEK Unmodified _VVTIDSYEDVPANSEK_ B6TGM9_MAIZE 2 883.42816 1764.8418 1.0279 -0.12101 0.90151 66.15 66.15 4.21E-20 78.25 879300

52305 VVTIFSAPNYCYR Unmodified _VVTIFSAPNYCYR_ B4F7Y0_MAIZE 2 795.39267 1588.7708 0.97494 -0.25651 0.72098 83.437 83.437 1.47E-03 42.36 645320

52306 VVTIFSAPNYCYR Unmodified _VVTIFSAPNYCYR_ B4F7Y0_MAIZE 2 795.39267 1588.7708 0.92075 -0.087103 0.83551 84.42 84.42 3.13E-02 41.78 218300

52307 VVTIFSAPNYCYR Unmodified _VVTIFSAPNYCYR_ B4F7Y0_MAIZE 2 795.39267 1588.7708 0.92855 -0.010823 0.92043 83.909 83.909 4.68E-05 52.61 2053900

52308 VVTIFSTSR Unmodified _VVTIFSTSR_ B6SJQ4_MAIZE 2 505.28747 1008.5604 -0.06064 0.15597 0.10834 64.895 64.895 1.01E-02 33.8 310000

52309 VVTMNADPR Oxidation (M) _VVTM(ox)NADPR_ Q9LKL4_MAIZE 2 509.75294 1017.4913 0.13432 -0.43578 -0.2979 26.976 26.976 7.18E-01 7.7 10415

52310 VVTMNADPR Oxidation (M) _VVTM(ox)NADPR_ Q9LKL4_MAIZE 2 509.75294 1017.4913 -0.12549 -0.57061 -0.69217 25.61 25.61 8.86E-01 5.69 11552

52311 VVTMNADPR Oxidation (M) _VVTM(ox)NADPR_ Q9LKL4_MAIZE 2 509.75294 1017.4913 0.066017 -0.015248 0.053165 27.704 27.704 7.18E-01 12.34 58593

52312 VVTMNADPR Unmodified _VVTMNADPR_ Q9LKL4_MAIZE 2 501.75548 1001.4964 -0.04562 -0.60203 -0.64791 40.348 40.348 3.89E-04 51.95 1671300

52313 VVTMNADPR Unmodified _VVTMNADPR_ Q9LKL4_MAIZE 2 501.75548 1001.4964 -0.1318 0.53962 0.4056 39.609 39.609 3.32E-02 24.93 243660
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52314 VVTMNADPR Unmodified _VVTMNADPR_ Q9LKL4_MAIZE 2 501.75548 1001.4964 -0.0018628 0.23547 0.23211 41.671 41.671 1.01E-02 22.85 311150

52315 VVVADNIHDVVFK Unmodified _VVVADNIHDVVFK_ Q5EUE0_MAIZE 3 485.60491 1453.7929 -0.18688 -0.022862 -0.19442 74.382 74.382 8.46E-03 24.73 7738500

52316 VVVADNIHDVVFK Unmodified _VVVADNIHDVVFK_ Q5EUE0_MAIZE 2 727.90373 1453.7929 0.70464 -0.10747 0.61396 74.376 74.376 2.61E-08 90.28 3013200

52317 VVVADNIHDVVFK Unmodified _VVVADNIHDVVFK_ Q5EUE0_MAIZE 3 485.60491 1453.7929 -0.026891 -0.25394 -0.26439 74.786 74.786 5.88E-01 9.38 1165500

52318 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.023923 -0.20895 -0.21162 78.069 78.069 1.00E+00 8.91 1448800

52319 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 2 744.89591 1487.7773 0.81035 -0.48856 0.34443 78.074 78.074 2.50E-15 81.09 571630

52320 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.16586 -0.17419 -0.31674 78.762 78.762 3.08E-01 10.84 1015800

52321 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 2 744.89591 1487.7773 0.81042 -0.14059 0.69206 78.754 78.754 2.50E-15 84.59 385650

52322 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.060497 -0.089525 -0.12774 79.171 79.171 1.60E-02 22.96 2689400

52323 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 2 744.89591 1487.7773 0.78762 -0.20245 0.6076 79.169 79.169 1.00E-11 63.39 956780

52324 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.071168 -0.28953 -0.33912 78.847 78.847 4.29E-02 18.1 3183400

52325 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 2 744.89591 1487.7773 0.78804 -0.088561 0.72149 78.84 78.84 2.61E-08 74.82 1144300

52326 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.23266 0.27236 0.061089 78.554 78.554 4.23E-03 23.8 20414000

52327 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 2 744.89591 1487.7773 0.71494 -0.099336 0.63845 78.546 78.546 2.50E-15 72.87 7383700

52328 VVVADNVHDFVFK Unmodified _VVVADNVHDFVFK_ Q5EUE1_MAIZE 3 496.93303 1487.7773 -0.016893 0.11666 0.1208 79.045 79.045 3.08E-01 11.71 610010

52329 VVVALPNEQVAAAASR Unmodified _VVVALPNEQVAAAASR_ B4FA75_MAIZE 2 797.9492 1593.8839 0.9902 -0.10096 0.8769 72.738 72.738 1.82E-38 95.84 451240

52330 VVVAYGGAPITNQLR Unmodified _VVVAYGGAPITNQLR_ B6SKY4_MAIZE 2 779.44101 1556.8675 0.94091 -0.15775 0.78291 72.749 72.749 1.12E-07 70.37 399850

52331 VVVAYGGAPITNQLR Unmodified _VVVAYGGAPITNQLR_ B6SKY4_MAIZE 2 779.44101 1556.8675 0.89094 -0.58302 0.30835 73.374 73.374 2.37E-16 59.09 351630

52332 VVVDSSNLGDFVGKPVFQAER Unmodified _VVVDSSNLGDFVGKPVFQAER_ LONH2_MAIZE 3 755.06209 2262.1644 0.85524 -0.077951 0.78885 91.471 91.471 2.43E-04 43.12 600450

52333 VVVDVAGSR Unmodified _VVVDVAGSR_ B4FBF5_MAIZE 2 451.25872 900.50288 -0.0092103 -4.2583 -4.2383 44.927 44.927 9.73E-03 47.21 1872500

52334 VVVDVAGSR Unmodified _VVVDVAGSR_ B4FBF5_MAIZE 2 451.25872 900.50288 -0.066341 0.13956 0.093776 45.846 45.846 3.89E-04 40.79 3266000

52335 VVVEYCPLDPR Unmodified _VVVEYCPLDPR_ B6TH45_MAIZE 2 673.84229 1345.67 0.4975 -0.054788 0.45178 71.593 71.593 5.66E-08 55.67 764750

52336 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.58633 0.11221 0.72141 105.07 105.07 6.76E-01 6.93 2392500

52337 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.56363 0.13703 0.72393 105.93 105.93 1.00E+00 3.35 1366100

52338 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.5839 0.055954 0.66323 105.97 105.97 4.56E-01 7.7 2410300

52339 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.58164 0.42339 1.0281 106.31 106.31 1.00E+00 1.96 2105100

52340 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.55549 0.68648 1.2642 106.43 106.43 4.56E-01 4.48 1184000

52341 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 3 678.68546 2033.0346 0.54092 -0.026376 0.53819 106.53 106.53 4.35E-03 19.6 12045000

52342 VVVFPFPFQGHFNPVMR Oxidation (M) _VVVFPFPFQGHFNPVM(ox)R_ B4G072_MAIZE 2 1017.5246 2033.0346 1.2401 -0.053921 1.21 106.48 106.48 6.68E-59 57.35 517040

52343 VVVFPFPFQGHFNPVMR Unmodified _VVVFPFPFQGHFNPVMR_ B4G072_MAIZE 3 673.35382 2017.0396 0.56438 0.087061 0.67285 109.94 109.94 5.28E-02 13.99 2566800

52344 VVVFPFPFQGHFNPVMR Unmodified _VVVFPFPFQGHFNPVMR_ B4G072_MAIZE 3 673.35382 2017.0396 0.55094 -0.024744 0.5477 112.65 112.65 1.40E-03 28.28 2648300

52345 VVVGPDENGLK Unmodified _VVVGPDENGLK_ B4FBV8_MAIZE 2 563.80877 1125.603 0.018383 -0.001978 0.024598 50.157 50.157 1.00E+00 7.74 43875

52346 VVVGPDENGLK Unmodified _VVVGPDENGLK_ B4FBV8_MAIZE 2 563.80877 1125.603 0.064239 -0.53008 -0.45778 52.485 52.485 1.47E-01 14.36 812300

52347 VVVGPDENGLKK Unmodified _VVVGPDENGLKK_ B4FBV8_MAIZE 3 418.90659 1253.698 0.057982 0.049621 0.1076 42.085 42.085 1.00E+00 3.27 77369



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

52348 VVVGPDENGLKK Unmodified _VVVGPDENGLKK_ B4FBV8_MAIZE 3 418.90659 1253.698 0.16398 0.19904 0.36276 44.554 44.554 1.79E-02 18.33 2333300

52349 VVVGPDENGLKK Unmodified _VVVGPDENGLKK_ B4FBV8_MAIZE 2 627.85625 1253.698 0.35377 -0.15831 0.19583 44.548 44.548 2.00E-01 27.32 597790

52350 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 3 658.38255 1972.1258 0.55759 0.19934 0.75947 103.53 103.53 1.64E-04 61.86 375130

52351 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 4 494.03873 1972.1258 -0.16116 -0.19623 -0.35369 105.42 105.42 3.47E-21 48.54 443690

52352 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 3 658.38255 1972.1258 0.48259 -0.14907 0.33683 105.42 105.42 1.30E-02 30.38 88037

52353 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 4 494.03873 1972.1258 -0.010387 -0.38717 -0.39366 107.93 107.93 1.64E-04 34.95 513770

52354 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 4 494.03873 1972.1258 0.013012 -0.45713 -0.44082 109.01 109.01 6.96E-03 48.17 273330

52355 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 4 494.03873 1972.1258 -0.13658 -0.23513 -0.36785 105.66 105.66 1.12E-12 47.44 5910300

52356 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 3 658.38255 1972.1258 0.47822 0.33735 0.81798 105.65 105.65 1.12E-12 71.55 1018200

52357 VVVHPLVLLSIVDHYNR Unmodified _VVVHPLVLLSIVDHYNR_ B4FS63_MAIZE 4 494.03873 1972.1258 -0.17048 -0.42572 -0.59224 130.75 130.75 6.96E-03 36.07 211090

52358 VVVLGTGWGGTTFLR Unmodified _VVVLGTGWGGTTFLR_ B6SVE6_MAIZE 2 781.93811 1561.8617 0.95812 0.087288 1.0746 100.96 100.96 2.05E-04 59.68 151890

52359 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.59093 -0.19035 0.397 87.064 87.064 2.61E-08 58.38 5784700

52360 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.60945 -0.067225 0.5388 87.733 87.733 9.54E-02 25.65 2024000

52361 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.60863 -0.08005 0.5256 87.825 87.825 9.54E-02 24.7 2138900

52362 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.60733 -0.15161 0.4524 87.489 87.489 5.66E-01 4.96 1892900

52363 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.6267 -0.048193 0.57577 87.204 87.204 9.49E-01 5.09 883440

52364 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.63458 0.032495 0.66366 87.726 87.726 1.00E+00 1.45 1067700

52365 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.56512 0.069961 0.63132 87.402 87.402 9.49E-01 0.24 6407700

52366 VVVLNTANLPLVK Unmodified _VVVLNTANLPLVK_ B6THG1_MAIZE 2 690.43467 1378.8548 0.60856 0.006884 0.61285 89.002 89.002 9.54E-02 15.82 125260

52367 VVVLNTANLPLVR Unmodified _VVVLNTANLPLVR_ B6TFX9_MAIZE 2 704.43774 1406.8609 0.72244 0.061735 0.78087 89.113 89.113 2.65E-01 19.53 250650

52368 VVVLNTANLPLVR Unmodified _VVVLNTANLPLVR_ B6TFX9_MAIZE 2 704.43774 1406.8609 0.64202 0.18332 0.82225 88.966 88.966 2.65E-01 12.44 1676600

52369 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.12976 0.20742 0.32424 41.712 41.712 4.48E-03 51.48 27306

52370 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.15523 0.081815 0.22294 40.926 40.926 5.66E-08 70.84 432750

52371 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.19628 -0.062708 0.11981 43.628 43.628 3.60E-06 74.49 589890

52372 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.22141 -0.026991 0.18035 42.884 42.884 4.48E-03 48.65 887910

52373 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.18119 0.41368 0.58014 43.753 43.753 1.62E-12 88.43 991170

52374 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.21512 0.5572 0.75852 43.467 43.467 3.57E-04 57.24 784300

52375 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.15027 0.40299 0.53877 44.246 44.246 6.35E-09 83.98 1037700

52376 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.046213 -0.23653 -0.20266 41.61 41.61 5.66E-08 76.23 15351000

52377 VVVNYASNSAR Unmodified _VVVNYASNSAR_ B6U3Y1_MAIZE 2 590.30947 1178.6044 0.11402 -0.58043 -0.47785 45.234 45.234 3.57E-04 62.89 299730

52378 VVVNYATNPAK Unmodified _VVVNYATNPAK_ B6U543_MAIZE 2 588.32459 1174.6346 0.16298 0.16332 0.31823 46.911 46.911 1.67E-02 56.38 23628

52379 VVVNYATNPAK Unmodified _VVVNYATNPAK_ B6U543_MAIZE 2 588.32459 1174.6346 0.044356 -0.20967 -0.17332 46.839 46.839 3.60E-06 70.17 11596000

52380 VVVSESGWPSAGGFGASVDNAR Unmodified _VVVSESGWPSAGGFGASVDNAR_ B4FNA7_MAIZE 2 1075.0191 2148.0236 1.231 -0.18777 1.055 84.958 84.958 2.03E-55 100.52 1389500

52381 VVVTGATGYLGGR Unmodified _VVVTGATGYLGGR_ B4FED4_MAIZE 2 625.34859 1248.6826 0.31664 -0.027103 0.31207 63.099 63.099 3.13E-02 31.45 61387
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52382 VVVTGDVANNSK Unmodified _VVVTGDVANNSK_ B6SWN1_MAIZE 2 601.82241 1201.6303 0.28801 -0.25533 0.045054 40.241 40.241 2.62E-07 33.19 184310

52383 VVVTGDVANNSK Unmodified _VVVTGDVANNSK_ B6SWN1_MAIZE 2 601.82241 1201.6303 0.23136 -0.19979 0.04263 40.262 40.262 9.64E-17 93.18 1041200

52384 VVVTGDVTNNSK Unmodified _VVVTGDVTNNSK_ B6SWM0_MAIZE 2 616.82769 1231.6408 0.3491 0.9865 1.352 38.188 38.188 1.11E-04 55.13 190150

52385 VVVTGDVTNNSK Unmodified _VVVTGDVTNNSK_ B6SWM0_MAIZE 2 616.82769 1231.6408 0.4184 0.60133 1.0367 41.045 41.045 1.68E-09 64.54 638480

52386 VVVTGDVTNNSK Unmodified _VVVTGDVTNNSK_ B6SWM0_MAIZE 2 616.82769 1231.6408 0.38298 0.017608 0.41968 40.178 40.178 2.05E-12 71.2 219960

52387 VVVTGDVTNNSK Unmodified _VVVTGDVTNNSK_ B6SWM0_MAIZE 2 616.82769 1231.6408 0.24155 -0.0068 0.25398 41.012 41.012 7.02E-22 84.2 3510200

52388 VVVTLFK Unmodified _VVVTLFK_ B4G1K3_MAIZE 2 403.26274 804.51093 0.34155 -0.75049 -0.38941 69.219 69.219 1.86E-01 16.01 3689100

52389 VVVVDSRPK Unmodified _VVVVDSRPK_ B6U6N6_MAIZE 3 333.53795 997.59203 1.404 -0.35892 1.0552 32.773 32.773 2.35E-02 20.52 58273

52390 VVVVDSRPK Unmodified _VVVVDSRPK_ B6U6N6_MAIZE 3 333.53795 997.59203 1.1585 0.37885 1.5464 31.65 31.65 9.39E-03 27.5 30165

52391 VVVVDSRPK Unmodified _VVVVDSRPK_ B6U6N6_MAIZE 3 333.53795 997.59203 1.368 -0.42855 0.94938 34.32 34.32 8.40E-02 29.55 41260

52392 VVVVDSRPK Unmodified _VVVVDSRPK_ B6U6N6_MAIZE 3 333.53795 997.59203 1.3381 -0.10903 1.2385 34.152 34.152 9.63E-01 19.63 45250

52393 VVVVDVDDHR Unmodified _VVVVDVDDHR_ B6TEC1_MAIZE 3 384.87177 1151.5935 0.57847 0.56149 1.1675 49.367 49.367 1.26E-02 34.68 1295900

52394 VVWEDGVLNIAPGSGR Unmodified _VVWEDGVLNIAPGSGR_ B4FQJ2_MAIZE 2 834.93884 1667.8631 1.0376 -0.7782 0.26587 92.137 92.137 5.51E-02 14.28 409720

52395 VVWEDGVLNIAPGSGR Unmodified _VVWEDGVLNIAPGSGR_ B4FQJ2_MAIZE 2 834.93884 1667.8631 1.0464 -0.12269 0.92969 92.349 92.349 7.42E-06 43.8 358970

52396 VVYADYYTPYIQFAR Unmodified _VVYADYYTPYIQFAR_ B4G0J2_MAIZE 2 934.96452 1867.9145 1.116 -1.0506 0.059497 100.8 100.8 7.01E-11 44.09 166930

52397 VVYADYYTPYIQFAR Unmodified _VVYADYYTPYIQFAR_ B4G0J2_MAIZE 2 934.96452 1867.9145 1.2944 0.015159 1.3026 100.38 100.38 7.01E-11 64.77 191710

52398 VVYDEYNHER Unmodified _VVYDEYNHER_ B4FC14_MAIZE 3 441.87032 1322.5891 0.1141 0.17592 0.27486 40.658 40.658 1.00E+00 1.55 890940

52399 VVYDEYNHER Unmodified _VVYDEYNHER_ B4FC14_MAIZE 3 441.87032 1322.5891 0.03298 -0.15976 -0.14062 40.803 40.803 1.50E-01 12.82 2025400

52400 VVYDEYNHER Unmodified _VVYDEYNHER_ B4FC14_MAIZE 3 441.87032 1322.5891 -0.13954 0.11157 -0.041274 44.277 44.277 5.36E-02 22.6 480680

52401 VVYDEYNHER Unmodified _VVYDEYNHER_ B4FC14_MAIZE 2 662.30184 1322.5891 0.49182 0.030665 0.50796 44.271 44.271 4.40E-02 54.71 95405

52402 VVYLLAQFLEK Unmodified _VVYLLAQFLEK_ B6TN48_MAIZE 2 661.88956 1321.7646 0.56664 0.31976 0.87284 113.97 113.97 1.00E+00 7.78 375840

52403 VVYLLAQFLEK Unmodified _VVYLLAQFLEK_ B6TN48_MAIZE 2 661.88956 1321.7646 0.47938 0.25361 0.71913 114.57 114.57 4.43E-05 43.34 226670

52404 VVYLLAQFLEK Unmodified _VVYLLAQFLEK_ B6TN48_MAIZE 2 661.88956 1321.7646 0.51051 0.54206 1.038 114.19 114.19 3.57E-04 30.01 529210

52405 VWAEQNSLVIK Unmodified _VWAEQNSLVIK_ B4FQS7_MAIZE 2 643.85879 1285.703 0.36246 -0.12412 0.22325 71.808 71.808 9.05E-18 89.49 4205500

52406 VWDTLTEPAVANK Unmodified _VWDTLTEPAVANK_ B6UFL7_MAIZE 2 722.37755 1442.7405 0.69703 -1.3588 -0.66382 71.905 71.905 1.47E-03 24.23 340790

52407 VWEKPWENFK Unmodified _VWEKPWENFK_ P93627_MAIZE 3 454.89955 1361.6768 -0.2051 0.072272 -0.14635 77.57 77.57 4.86E-03 28.77 524170

52408 VWEKPWENFK Unmodified _VWEKPWENFK_ P93627_MAIZE 2 681.84569 1361.6768 0.58697 -0.09884 0.47562 77.483 77.483 1.25E-02 23.43 38200

52409 VWEYLDLVR Unmodified _VWEYLDLVR_ B6TI04_MAIZE 2 596.82168 1191.6288 0.31441 0.30408 0.60889 99.44 99.44 1.12E-01 14.24 258550

52410 VWFLMFPAR Oxidation (M) _VWFLM(ox)FPAR_ B4FA33_MAIZE 2 591.81006 1181.6056 0.18081 0.52694 0.70985 109.44 109.44 3.21E-03 33.24 141170

52411 VWGVDAQK Unmodified _VWGVDAQK_ B4FTG1_MAIZE 2 451.74016 901.46577 -0.055351 0.37246 0.32583 52.075 52.075 1.65E-01 23.85 812970

52412 VWLDPNEVSEISMANSR Unmodified _VWLDPNEVSEISMANSR_ B4FL64_MAIZE 2 973.96746 1945.9204 1.217 0.95238 2.1543 96.565 96.565 3.33E-51 91.52 739130

52413 VWLDPNEVSEISMANSR Oxidation (M) _VWLDPNEVSEISM(ox)ANSR_ B4FL64_MAIZE 2 981.96492 1961.9153 1.1502 -0.002176 1.1355 91.331 91.331 2.30E-64 88.04 534410

52414 VWLKPDTER Unmodified _VWLKPDTER_ B4FKM9_MAIZE 3 381.87675 1142.6084 0.36992 0.15052 0.50983 50.318 50.318 5.45E-01 21.78 317570

52415 VWLTGYDESR Unmodified _VWLTGYDESR_ B6U6K9_MAIZE 2 613.29603 1224.5775 0.25371 -0.016343 0.23399 70.304 70.304 1.84E-04 44.23 2150000
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52416 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 -0.049479 0.18106 0.13023 56.251 56.251 5.06E-02 25.84 10797000

52417 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 -0.037192 0.37367 0.33484 58.601 58.601 3.77E-01 13.04 1385700

52418 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 -0.0050945 0.28461 0.27705 57.939 57.939 5.06E-02 27.49 1659100

52419 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 -0.011692 0.57769 0.56343 58.528 58.528 1.65E-01 38.18 910150

52420 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 0.00096227 0.12971 0.12983 58.295 58.295 5.06E-02 21.65 682220

52421 VWNLTNCK Unmodified _VWNLTNCK_ B4FKM1_MAIZE 2 517.75802 1033.5015 -0.11445 -0.24839 -0.36337 58.825 58.825 1.65E-01 18.56 9528900

52422 VWPGYVYFPDFLNPR Unmodified _VWPGYVYFPDFLNPR_ B6ST72_MAIZE 2 935.46977 1868.925 1.1541 1.1465 2.3048 122.77 122.77 1.02E-23 51.38 1248400

52423 VWPGYVYFPDFLNPR Unmodified _VWPGYVYFPDFLNPR_ B6ST72_MAIZE 2 935.46977 1868.925 1.1596 1.3019 2.4661 123.18 123.18 7.01E-11 44.3 275460

52424 VWPGYVYFPDFLNPR Unmodified _VWPGYVYFPDFLNPR_ B6ST72_MAIZE 2 935.46977 1868.925 1.1557 0.54146 1.7022 123.43 123.43 1.12E-07 34.3 274330

52425 VWPWEDGTNSLAMAK Oxidation (M) _VWPWEDGTNSLAM(ox)AK_ B4FIH9_MAIZE 2 860.9036 1719.7927 1.0999 0.054776 1.1489 92.892 92.892 4.45E-09 46.69 832830

52426 VWPWEDGTNSLAMAK Unmodified _VWPWEDGTNSLAMAK_ B4FIH9_MAIZE 2 852.90615 1703.7977 1.1762 0.82517 1.9928 99.848 99.848 1.60E-05 40.3 241640

52427 VWQVPEILSEEVLGK Unmodified _VWQVPEILSEEVLGK_ B6U724_MAIZE 2 863.47472 1724.9349 1.1252 0.54166 1.6584 120.62 120.62 6.37E-03 17.45 215770

52428 VWQVPEILSEEVLGK Unmodified _VWQVPEILSEEVLGK_ B6U724_MAIZE 2 863.47472 1724.9349 1.0889 0.66565 1.747 123.13 123.13 1.00E+00 2.22 23442

52429 VWSMTGGPYCR Oxidation (M) _VWSM(ox)TGGPYCR_ B6SL85_MAIZE 2 665.28936 1328.5642 0.47807 0.12484 0.61937 52.73 52.73 1.67E-02 44.2 123920

52430 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 2 1016.0382 2030.0619 1.2209 -0.051213 1.1741 87.097 87.097 5.48E-24 100.91 746980

52431 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 2 1016.0382 2030.0619 1.1781 -0.14817 1.0342 87.698 87.698 2.86E-31 60.76 592200

52432 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 2 1016.0382 2030.0619 1.1524 -0.060286 1.0965 87.856 87.856 1.59E-11 41.49 1020000

52433 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 2 1016.0382 2030.0619 1.1695 -0.058392 1.115 87.553 87.553 2.86E-31 77.32 494180

52434 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 2 1016.0382 2030.0619 1.1933 -0.23444 0.96328 87.339 87.339 2.86E-31 91.02 4034300

52435 VWVGQNSLMSTPAVSAVIR Oxidation (M) _VWVGQNSLM(ox)STPAVSAVIR_ B4FAE5_MAIZE 3 677.69458 2030.0619 0.5472 -0.14232 0.40893 87.314 87.314 1.00E+00 3.67 2368400

52436 VWVGQNSLMSTPAVSAVIR Unmodified _VWVGQNSLMSTPAVSAVIR_ B4FAE5_MAIZE 2 1008.0408 2014.067 1.1826 -0.12884 1.0561 97.644 97.644 2.86E-31 87.09 1809600

52437 VWVGQNSLMSTPAVSAVIR Unmodified _VWVGQNSLMSTPAVSAVIR_ B4FAE5_MAIZE 2 1008.0408 2014.067 1.1668 -0.012798 1.156 98.296 98.296 1.06E-14 90.55 283180

52438 VWVGQNSLMSTPAVSAVIR Unmodified _VWVGQNSLMSTPAVSAVIR_ B4FAE5_MAIZE 2 1008.0408 2014.067 1.1903 -0.030856 1.1619 98.263 98.263 5.89E-20 85.9 335310

52439 VWVGQNSLMSTPAVSAVIR Unmodified _VWVGQNSLMSTPAVSAVIR_ B4FAE5_MAIZE 2 1008.0408 2014.067 1.2357 -0.13205 1.1058 97.829 97.829 1.51E-46 78.67 1073300

52440 VWVNAPAASTVILVSNAIMR Oxidation (M) _VWVNAPAASTVILVSNAIM(ox)R_ B6TDY7_MAIZE 3 710.05762 2127.151 0.77008 0.068134 0.83117 117.1 117.1 2.11E-01 0.07 128450

52441 VWWMFR Oxidation (M) _VWWM(ox)FR_ B6SU81_MAIZE 2 470.72854 939.44253 -0.065307 0.55466 0.49391 88.306 88.306 4.12E-01 14.47 789580

52442 VWWMFR Unmodified _VWWMFR_ B6SU81_MAIZE 2 462.73108 923.44761 -0.07583 0.24872 0.17409 99.985 99.985 9.46E-01 9.25 499660

52443 VYAYAAAQVK Unmodified _VYAYAAAQVK_ B4FHJ2_MAIZE 2 542.2953 1082.576 0.048334 -0.12009 -0.096537 50.208 50.208 3.43E-01 5.01 1421600

52444 VYCGHEYTVK Unmodified _VYCGHEYTVK_ B4FGF5_MAIZE 3 419.19738 1254.5703 0.18111 0.27149 0.4579 38.33 38.33 1.25E-01 12.63 555330

52445 VYCGHEYTVK Unmodified _VYCGHEYTVK_ B4FGF5_MAIZE 3 419.19738 1254.5703 0.19873 -0.34596 -0.13849 35.56 35.56 2.99E-03 33.36 1882200

52446 VYCGHEYTVK Unmodified _VYCGHEYTVK_ B4FGF5_MAIZE 2 628.29243 1254.5703 0.35624 0.031862 0.39592 35.559 35.559 4.40E-05 50.88 373450

52447 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.034554 0.055406 0.012961 54.328 54.328 1.00E+00 11.01 3912800

52448 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.11788 0.14273 0.018885 54.411 54.411 5.06E-02 29.87 1525600

52449 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.033123 0.064137 0.024076 56.49 56.49 1.65E-01 26.69 3620000
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52450 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.050195 0.10659 0.050069 55.768 55.768 1.90E-02 32.16 2134900

52451 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.12753 0.27047 0.13689 56.422 56.422 5.06E-02 26.32 2763500

52452 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.12096 0.16698 0.039223 56.335 56.335 1.90E-02 39.36 24253000

52453 VYDEFVEK Unmodified _VYDEFVEK_ Q43274_MAIZE 2 514.75039 1027.4862 -0.099462 0.39783 0.29006 57.085 57.085 2.92E-02 21.29 1530500

52454 VYDFVCGMK Unmodified _VYDFVCGMK_ O24595_MAIZE 2 559.75409 1117.4936 0.11075 -0.038568 0.088034 70.599 70.599 3.32E-02 16.78 891230

52455 VYDFVCGMK Unmodified _VYDFVCGMK_ O24595_MAIZE 2 559.75409 1117.4936 0.039088 0.43278 0.48774 71.71 71.71 9.73E-03 39.67 1296100

52456 VYDFVCGMK Unmodified _VYDFVCGMK_ O24595_MAIZE 2 559.75409 1117.4936 -0.071455 -0.66096 -0.71394 71.105 71.105 3.21E-03 37.3 15979000

52457 VYDFVCGMK Unmodified _VYDFVCGMK_ O24595_MAIZE 2 559.75409 1117.4936 0.062372 0.17965 0.25906 73.012 73.012 1.00E+00 7.98 106830

52458 VYDFVCGMK Oxidation (M) _VYDFVCGM(ox)K_ O24595_MAIZE 2 567.75155 1133.4885 0.071957 0.1438 0.23614 59.542 59.542 3.32E-02 24.14 24861

52459 VYDFVCGMK Oxidation (M) _VYDFVCGM(ox)K_ O24595_MAIZE 2 567.75155 1133.4885 0.14646 0.21711 0.38319 60.369 60.369 1.12E-01 18.19 427740

52460 VYDFVCGMK Oxidation (M) _VYDFVCGM(ox)K_ O24595_MAIZE 2 567.75155 1133.4885 -0.024776 -0.36309 -0.36792 59 59 1.20E-17 41.52 15936000

52461 VYDMNRPDAAPR Unmodified _VYDMNRPDAAPR_ B4G1G6_MAIZE 3 468.89447 1403.6616 0.017323 0.23464 0.23508 44.09 44.09 1.84E-01 20.52 734810

52462 VYDMNRPDAAPR Unmodified _VYDMNRPDAAPR_ B4G1G6_MAIZE 3 468.89447 1403.6616 -0.12272 -0.11282 -0.25224 47.094 47.094 4.08E-01 8.74 1285100

52463 VYDMNRPDAAPR Oxidation (M) _VYDM(ox)NRPDAAPR_ B4G1G6_MAIZE 3 474.22611 1419.6565 -0.096872 0.006361 -0.10406 37.319 37.319 1.79E-02 25.94 700470

52464 VYDQMPEPR Unmodified _VYDQMPEPR_ B4FBW1_MAIZE 2 567.76605 1133.5175 0.083655 0.016525 0.088747 53.063 53.063 9.73E-03 36.79 189110

52465 VYDSIMER Oxidation (M) _VYDSIM(ox)ER_ B6SRL2_MAIZE 2 514.7395 1027.4644 -0.11293 0.2313 0.10289 40.266 40.266 5.06E-02 22.65 160290

52466 VYDSIMER Oxidation (M) _VYDSIM(ox)ER_ B6SRL2_MAIZE 2 514.7395 1027.4644 -0.025767 -0.36155 -0.40172 42.358 42.358 2.15E-02 35.33 471470

52467 VYDVTSGR Unmodified _VYDVTSGR_ B4FPD1_MAIZE 2 448.72725 895.43995 -0.20582 0.073209 -0.11943 38.028 38.028 1.90E-02 39.53 560500

52468 VYEDNVLVR Unmodified _VYEDNVLVR_ B6TN41_MAIZE 2 553.79566 1105.5768 -0.015401 1.3774 1.3531 59.199 59.199 1.63E-07 59.21 5229600

52469 VYEFYK Unmodified _VYEFYK_ B6U6K9_MAIZE 2 424.71308 847.41161 0.042518 0.4365 0.46065 56.422 56.422 1.00E+00 0.01 14088

52470 VYEFYK Unmodified _VYEFYK_ B6U6K9_MAIZE 2 424.71308 847.41161 0.1677 0.14998 0.29989 57.148 57.148 1.00E+00 4.92 339480

52471 VYEFYK Unmodified _VYEFYK_ B6U6K9_MAIZE 2 424.71308 847.41161 0.091556 0.58889 0.66013 57.956 57.956 2.64E-01 20.91 2111100

52472 VYEGLYCMATR Unmodified _VYEGLYCMATR_ B4FVL1_MAIZE 2 681.81267 1361.6108 0.60289 -0.07347 0.52256 71.386 71.386 4.48E-03 26.28 1206000

52473 VYFDIEIDGKPAGR Unmodified _VYFDIEIDGKPAGR_ B6TIP7_MAIZE 3 527.27535 1578.8042 -0.097249 0.1427 0.039578 81.195 81.195 1.00E+00 2.51 58620

52474 VYFDIEIDGKPAGR Unmodified _VYFDIEIDGKPAGR_ B6TIP7_MAIZE 3 527.27535 1578.8042 -0.078513 -0.47658 -0.55914 79.321 79.321 3.76E-01 12.75 1482400

52475 VYFDIEIDGKPAGR Unmodified _VYFDIEIDGKPAGR_ B6TIP7_MAIZE 3 527.27535 1578.8042 -0.15177 -0.064598 -0.22205 81.047 81.047 1.77E-06 33.29 6756500

52476 VYFDIEIDGKPAGR Unmodified _VYFDIEIDGKPAGR_ B6TIP7_MAIZE 2 790.40938 1578.8042 0.82155 2.9161 3.729 80.919 80.919 7.64E-09 73.23 722690

52477 VYFDISIGNPVGK Unmodified _VYFDISIGNPVGK_ B6TCE9_MAIZE 2 704.87718 1407.7398 0.59056 0.24623 0.83961 93.111 93.111 1.56E-17 65.07 2973100

52478 VYFDISIGNPVGK Unmodified _VYFDISIGNPVGK_ B6TCE9_MAIZE 2 704.87718 1407.7398 0.57069 0.18941 0.76408 94.211 94.211 4.93E-21 53.51 7821400

52479 VYFDVEIDGKPAGR Unmodified _VYFDVEIDGKPAGR_ PPIM_MAIZE 3 522.60346 1564.7886 -0.053947 -0.023788 -0.077338 73.331 73.331 1.00E+00 6.46 762520

52480 VYFDVEIDGKPAGR Unmodified _VYFDVEIDGKPAGR_ PPIM_MAIZE 3 522.60346 1564.7886 -0.15069 -0.11149 -0.2614 74.994 74.994 8.17E-05 53.51 4488500

52481 VYFDVEIDGKPAGR Unmodified _VYFDVEIDGKPAGR_ PPIM_MAIZE 2 783.40156 1564.7886 0.9067 -0.037998 0.8698 74.911 74.911 2.00E-19 79.63 326030

52482 VYFHDVVAGTNPTAVR Unmodified _VYFHDVVAGTNPTAVR_ B6T8I3_MAIZE 3 582.63717 1744.8897 0.10483 0.18233 0.30171 69.909 69.909 2.60E-01 16.02 597240

52483 VYGEPIPVK Unmodified _VYGEPIPVK_ B6UCR8_MAIZE 2 501.28694 1000.5593 -0.025812 0.70664 0.67282 54.58 54.58 1.01E-02 15.2 1509800
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52484 VYGEPIPVK Unmodified _VYGEPIPVK_ B6UCR8_MAIZE 2 501.28694 1000.5593 -0.013415 0.38019 0.35883 56.407 56.407 3.32E-02 24.34 382510

52485 VYGEPIPVK Unmodified _VYGEPIPVK_ B6UCR8_MAIZE 2 501.28694 1000.5593 -0.20459 -1.2269 -1.4353 55.268 55.268 1.01E-02 33.01 3068000

52486 VYGEPISVK Unmodified _VYGEPISVK_ B4FU37_MAIZE 2 496.27658 990.5386 -0.030259 -0.030581 -0.069743 51.961 51.961 3.39E-01 21.61 1911700

52487 VYGEPISVK Unmodified _VYGEPISVK_ B4FU37_MAIZE 2 496.27658 990.5386 -0.19793 -0.45381 -0.65842 53.085 53.085 1.00E+00 7.39 15546

52488 VYGEPISVK Unmodified _VYGEPISVK_ B4FU37_MAIZE 2 496.27658 990.5386 -0.14257 -0.05442 -0.20516 52.576 52.576 1.01E-02 40.51 3885300

52489 VYGLDINPR Unmodified _VYGLDINPR_ MMT1_MAIZE 2 523.7851 1045.5556 0.049836 -0.032016 0.0071165 68.565 68.565 3.32E-02 21.24 570450

52490 VYGLDINPR Unmodified _VYGLDINPR_ MMT1_MAIZE 2 523.7851 1045.5556 0.02244 -0.019358 -0.0081267 69.945 69.945 3.39E-01 19.98 442080

52491 VYGLNEIQAGEMVEFASGVK Unmodified _VYGLNEIQAGEMVEFASGVK_ ATPAM_MAIZE 2 1071.0328 2140.0511 1.2385 0.020405 1.2518 108.73 108.73 1.32E-42 112.83 1202700

52492 VYGLNEIQAGEMVEFASGVK Unmodified _VYGLNEIQAGEMVEFASGVK_ ATPAM_MAIZE 2 1071.0328 2140.0511 1.2461 0.030315 1.2694 109.15 109.15 4.56E-22 103.99 183620

52493 VYGLNEIQAGEMVEFASGVK Oxidation (M) _VYGLNEIQAGEM(ox)VEFASGVK_ ATPAM_MAIZE 2 1079.0303 2156.046 1.2249 0.049564 1.2685 93.68 93.68 1.02E-25 86.21 279200

52494 VYGLNEIQAGEMVEFASGVK Oxidation (M) _VYGLNEIQAGEM(ox)VEFASGVK_ ATPAM_MAIZE 2 1079.0303 2156.046 1.1921 0.005385 1.1918 93.451 93.451 8.71E-43 80.49 375560

52495 VYGLNEIQAGEMVEFASGVK Oxidation (M) _VYGLNEIQAGEM(ox)VEFASGVK_ ATPAM_MAIZE 2 1079.0303 2156.046 1.2157 0.13567 1.3459 93.509 93.509 3.46E-29 106.13 252470

52496 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.1326 0.11452 1.2493 99.171 99.171 1.54E-12 51.59 1727300

52497 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.1124 0.047144 1.1612 99.753 99.753 2.72E-05 48 991930

52498 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.0987 0.069619 1.1705 99.747 99.747 1.02E-03 34.65 1297800

52499 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.0964 0.15984 1.258 99.641 99.641 1.43E-21 61.82 1085700

52500 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.1018 -0.16164 0.94285 99.26 99.26 8.28E-39 102.4 3869600

52501 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.0997 0.052317 1.1544 99.871 99.871 1.37E-17 58.21 856320

52502 VYGSLVPVLDGENLSVR Unmodified _VYGSLVPVLDGENLSVR_ INV1_MAIZE 2 908.99381 1815.9731 1.068 -0.041988 1.0289 101.08 101.08 1.43E-21 78.41 1357600

52503 VYGSWNFTEQALPDDLIK Unmodified _VYGSWNFTEQALPDDLIK_ A1XCH8_MAIZE 2 1048.5204 2095.0262 1.2022 0.15569 1.3541 108.11 108.11 3.54E-16 60.32 456860

52504 VYGSWNFTEQALPDDLIK Unmodified _VYGSWNFTEQALPDDLIK_ A1XCH8_MAIZE 2 1048.5204 2095.0262 1.1945 0.1419 1.3326 108.66 108.66 1.05E-02 38.67 216420

52505 VYGSWNFTEQALPDDLIK Unmodified _VYGSWNFTEQALPDDLIK_ A1XCH8_MAIZE 2 1048.5204 2095.0262 1.2217 0.49102 1.7085 108.74 108.74 9.02E-03 25.44 168420

52506 VYGSWNFTEQALPDDLIK Unmodified _VYGSWNFTEQALPDDLIK_ A1XCH8_MAIZE 2 1048.5204 2095.0262 1.219 0.22825 1.444 108.75 108.75 3.54E-16 54.76 195000

52507 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.64149 0.085612 0.72964 102.44 102.44 2.00E-01 18.64 23033

52508 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.60017 0.29154 0.89404 99.032 99.032 2.62E-07 44.98 1724100

52509 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.59292 0.24097 0.83556 99.045 99.045 6.74E-02 21.69 2366700

52510 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.59644 0.53461 1.1333 98.93 98.93 1.68E-09 36.39 1728500

52511 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.63982 0.22159 0.86402 98.984 98.984 1.00E+00 3.59 2056400

52512 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.58549 0.48499 1.0717 98.666 98.666 1.98E-03 17.84 2017300

52513 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.45178 -0.076657 0.37761 98.95 98.95 9.64E-17 51.87 34453000

52514 VYGWAISPFVSR Unmodified _VYGWAISPFVSR_ GSTF4_MAIZE 2 691.36679 1380.719 0.56231 -0.050007 0.51497 100.16 100.16 1.68E-09 41.22 519460

52515 VYGWAISPFVSR Acetyl (Protein N-term) _(ac)VYGWAISPFVSR_ GSTF4_MAIZE 2 712.37207 1422.7296 0.66841 0.45023 1.116 119.34 119.34 1.11E-04 48.65 1009900

52516 VYGWAISPFVSR Acetyl (Protein N-term) _(ac)VYGWAISPFVSR_ GSTF4_MAIZE 2 712.37207 1422.7296 0.69679 0.47834 1.1733 123.65 123.65 1.60E-02 37.08 600380

52517 VYGWAVSPWMAR Oxidation (M) _VYGWAVSPWM(ox)AR_ B6SZY7_MAIZE 2 719.85045 1437.6863 0.71322 0.44131 1.1528 88.948 88.948 7.72E-03 16.28 826150
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52518 VYGYLTNTK Unmodified _VYGYLTNTK_ B6T271_MAIZE 2 529.77948 1057.5444 -0.16413 0.22592 0.053429 53.833 53.833 3.21E-03 49.43 1136500

52519 VYHPNINSNGSICLDILK Unmodified _VYHPNINSNGSICLDILK_ B4FCQ9_MAIZE 3 686.35433 2056.0412 0.57306 0.35126 0.91512 87.39 87.39 1.06E-02 26.91 850690

52520 VYIEQYEK Unmodified _VYIEQYEK_ PGMC2_MAIZE 2 536.27149 1070.5284 -0.010113 -0.151 -0.18808 52.523 52.523 1.65E-01 27.19 3211300

52521 VYIEQYEK Unmodified _VYIEQYEK_ PGMC2_MAIZE 2 536.27149 1070.5284 -0.055513 0.072861 -0.010116 52.407 52.407 5.06E-02 21.55 1266700

52522 VYIEQYEK Unmodified _VYIEQYEK_ PGMC2_MAIZE 2 536.27149 1070.5284 0.041812 0.1382 0.15199 54.596 54.596 1.00E+00 9.3 1726200

52523 VYIEQYEK Unmodified _VYIEQYEK_ PGMC2_MAIZE 2 536.27149 1070.5284 0.044643 0.40726 0.42298 53.88 53.88 2.92E-02 28.58 995140

52524 VYIEQYEK Unmodified _VYIEQYEK_ PGMC2_MAIZE 2 536.27149 1070.5284 -0.039466 0.51196 0.44394 54.557 54.557 2.92E-02 44.13 10124000

52525 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 0.046119 -0.012494 0.0064852 54.486 54.486 3.48E-02 43.52 4933300

52526 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 -0.054236 0.44759 0.36696 55.136 55.136 5.06E-02 19.96 124060

52527 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 -0.016986 -0.072388 -0.11601 54.486 54.486 2.34E-03 54.03 2280100

52528 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 0.044936 -0.35476 -0.33591 56.546 56.546 3.48E-02 48.47 3538600

52529 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 -0.10582 0.074987 -0.056536 56.48 56.48 2.34E-03 58.48 18769000

52530 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 0.025284 -0.52772 -0.52762 56.413 56.413 7.88E-01 6.91 1010100

52531 VYIEQYER Unmodified _VYIEQYER_ B4FAE5_MAIZE 2 550.27456 1098.5346 0.11139 1.3145 1.3964 57.147 57.147 2.92E-02 49.4 869580

52532 VYIMTLGVLAPYR Unmodified _VYIMTLGVLAPYR_ B6T7X0_MAIZE 2 748.4207 1494.8269 0.89622 -0.41185 0.47482 104.76 104.76 1.15E-02 21.85 313420

52533 VYITVQLPDAK Unmodified _VYITVQLPDAK_ B4G1A6_MAIZE 2 623.85572 1245.6969 0.34488 -0.26882 0.071517 78.442 78.442 1.62E-12 74.32 1143900

52534 VYITVQLPDAK Unmodified _VYITVQLPDAK_ B4G1A6_MAIZE 2 623.85572 1245.6969 0.23664 -0.41267 -0.17843 79.754 79.754 3.60E-06 49.46 169310

52535 VYITVQLPDAK Unmodified _VYITVQLPDAK_ B4G1A6_MAIZE 2 623.85572 1245.6969 0.20009 -0.16871 0.027852 78.936 78.936 1.62E-12 61.88 7311500

52536 VYITVQLPDAK Unmodified _VYITVQLPDAK_ B4G1A6_MAIZE 2 623.85572 1245.6969 0.29975 0.17381 0.46998 80.339 80.339 3.57E-04 42.8 456060

52537 VYLDLYTDSSPK Unmodified _VYLDLYTDSSPK_ B4FRR0_MAIZE 2 700.85083 1399.6871 0.63924 -0.28964 0.34355 75.483 75.483 7.02E-22 79.86 878460

52538 VYLDLYTDSSPK Unmodified _VYLDLYTDSSPK_ B4FRR0_MAIZE 2 700.85083 1399.6871 0.60512 -0.26316 0.3364 76.925 76.925 9.64E-17 59.84 1242300

52539 VYLFLTSLGIDK Unmodified _VYLFLTSLGIDK_ B6U749_MAIZE 2 684.8923 1367.7701 0.57734 0.71352 1.287 111.18 111.18 1.60E-02 23.2 338520

52540 VYLFLTSLGIDK Unmodified _VYLFLTSLGIDK_ B6U749_MAIZE 2 684.8923 1367.7701 0.64617 0.32447 0.96704 111.18 111.18 1.68E-09 37.15 671130

52541 VYLFLTSLGIDK Unmodified _VYLFLTSLGIDK_ B6U749_MAIZE 2 684.8923 1367.7701 0.65218 0.64444 1.2924 110.91 110.91 1.68E-09 36.85 317100

52542 VYLGECNVDEDLQAA Unmodified _VYLGECNVDEDLQAA_ B4FQC6_MAIZE 2 848.38016 1694.7458 1.0953 0.1708 1.2638 85.523 85.523 1.26E-03 30.58 319340

52543 VYNQYLINHVGR Unmodified _VYNQYLINHVGR_ B6T391_MAIZE 3 492.59664 1474.7681 -0.13907 0.15111 0.0006309 60.965 60.965 4.69E-06 39.79 4630500

52544 VYNQYLINHVGR Unmodified _VYNQYLINHVGR_ B6T391_MAIZE 3 492.59664 1474.7681 -0.16352 -0.29616 -0.46994 59.646 59.646 2.42E-04 35.41 4904400

52545 VYNQYLINHVGR Unmodified _VYNQYLINHVGR_ B6T391_MAIZE 2 738.39132 1474.7681 0.77683 -0.16055 0.60574 59.652 59.652 7.61E-14 60.46 646590

52546 VYNYNTMDK Oxidation (M) _VYNYNTM(ox)DK_ B4FIP7_MAIZE 2 582.25551 1162.4965 0.19894 -0.90634 -0.71874 35.73 35.73 3.32E-02 24.78 94554

52547 VYNYNTMDK Oxidation (M) _VYNYNTM(ox)DK_ B4FIP7_MAIZE 2 582.25551 1162.4965 0.15456 -0.2577 -0.11617 34.575 34.575 3.32E-02 25.84 43466

52548 VYNYNTMDK Unmodified _VYNYNTMDK_ B4FIP7_MAIZE 2 574.25806 1146.5016 0.14504 0.34789 0.47593 45.132 45.132 3.32E-02 19.21 2501100

52549 VYNYNTMDK Unmodified _VYNYNTMDK_ B4FIP7_MAIZE 2 574.25806 1146.5016 0.086637 0.39026 0.45857 44.818 44.818 3.21E-03 36.49 335280

52550 VYPLDAVYDSPDDVPEDVK Unmodified _VYPLDAVYDSPDDVPEDVK_ B6TFF6_MAIZE 2 1068.5046 2134.9946 1.2498 1.018 2.2726 93.242 93.242 5.48E-24 51.96 501920

52551 VYPLDAVYDTPEDVPEDVK Unmodified _VYPLDAVYDTPEDVPEDVK_ B6TYG2_MAIZE 2 1082.5202 2163.0259 1.24 0.18029 1.4242 95.393 95.393 1.51E-46 75.57 583630
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52552 VYPTYDFACPFVDALEGVTHALR Unmodified _VYPTYDFACPFVDALEGVTHALR_ B6SRU1_MAIZE 3 881.09669 2640.2683 1.1206 0.34587 1.4756 126.73 126.73 3.27E-04 22.58 1327400

52553 VYQGQLVGPTTFEAK Unmodified _VYQGQLVGPTTFEAK_ B6SU81_MAIZE 2 819.43031 1636.8461 0.98816 0.087977 1.0833 73.254 73.254 1.60E-05 52.41 1629200

52554 VYQQYGALCLETQGFPDAVNHPNFPSQIVR Unmodified _VYQQYGALCLETQGFPDAVNHPNFPSQIVR_ B4FMF7_MAIZE 3 1150.2296 3447.667 1.2303 0.19962 1.4351 101.75 101.75 3.34E-18 75.96 446100

52555 VYQQYGALCLETQGFPDAVNHPNFPSQIVRPGQVYK Unmodified _VYQQYGALCLETQGFPDAVNHPNFPSQIVRPGQVYK_ B4FMF7_MAIZE 4 1031.0139 4120.0265 1.2336 0.00994 1.2481 99.222 99.222 1.26E-01 16.12 1209200

52556 VYQVANVK Unmodified _VYQVANVK_ B4FAF0_MAIZE 2 460.76363 919.51272 0.0031352 0.19724 0.19259 40.373 40.373 1.90E-02 43.42 949750

52557 VYRPTADAGDSK Unmodified _VYRPTADAGDSK_ B4FJV4_MAIZE 3 427.21409 1278.6204 0.09762 0.046697 0.13698 31.705 31.705 1.95E-03 31.07 144140

52558 VYSSAAADGDGAGSGK Unmodified _VYSSAAADGDGAGSGK_ B4FTN5_MAIZE 2 706.81805 1411.6216 0.75981 0.30911 1.0682 31.746 31.746 7.42E-06 75.31 17990

52559 VYSSAAADGDGAGSGK Unmodified _VYSSAAADGDGAGSGK_ B4FTN5_MAIZE 2 706.81805 1411.6216 0.68515 0.036361 0.72162 33.346 33.346 1.82E-38 93.52 442910

52560 VYSSAAADGDGAGSGKR Unmodified _VYSSAAADGDGAGSGKR_ B4FTN5_MAIZE 3 523.5815 1567.7227 -0.044702 -0.23731 -0.28709 29.972 29.972 3.92E-02 38.73 228810

52561 VYSSAAADGDGAGSGKR Unmodified _VYSSAAADGDGAGSGKR_ B4FTN5_MAIZE 2 784.86861 1567.7227 0.97083 0.23025 1.1965 29.993 29.993 5.62E-03 53.36 35059

52562 VYSSPIK Unmodified _VYSSPIK_ Q5EUD0_MAIZE 2 397.22635 792.43815 0.43712 0.30181 0.71858 45.837 45.837 4.46E-01 20.88 3339900

52563 VYSSPIK Unmodified _VYSSPIK_ Q5EUD0_MAIZE 2 397.22635 792.43815 0.42183 -0.00864 0.39534 47.351 47.351 1.00E+00 6.64 296310

52564 VYSSPIK Unmodified _VYSSPIK_ Q5EUD0_MAIZE 2 397.22635 792.43815 0.39761 0.55186 0.92951 48.164 48.164 1.00E+00 5.8 462770

52565 VYTDDEIAAR Unmodified _VYTDDEIAAR_ B6T844_MAIZE 2 576.78021 1151.5459 0.16587 0.004364 0.1578 54.397 54.397 1.45E-01 16.16 1446500

52566 VYTDDEIAAR Unmodified _VYTDDEIAAR_ B6T844_MAIZE 2 576.78021 1151.5459 0.10169 0.13553 0.22376 54.327 54.327 4.40E-02 18.53 676860

52567 VYTDDEIAAR Unmodified _VYTDDEIAAR_ B6T844_MAIZE 2 576.78021 1151.5459 0.24854 0.2539 0.48981 55.731 55.731 3.43E-01 17.56 327120

52568 VYTLEEVAK Unmodified _VYTLEEVAK_ B4FKH7_MAIZE 2 526.28714 1050.5597 -0.13421 0.005888 -0.14609 62.925 62.925 7.18E-01 13.92 1846600

52569 VYTPASSGVEAWVWQLAK Unmodified _VYTPASSGVEAWVWQLAK_ Q8W0V2_MAIZE 2 996.51491 1991.0153 1.1578 -0.75569 0.40103 117.32 117.32 9.02E-03 34.74 132830

52570 VYVAVDQK Unmodified _VYVAVDQK_ B4FBV8_MAIZE 2 461.25564 920.49673 0.050613 0.39913 0.45117 39.225 39.225 5.06E-02 17.3 579810

52571 VYVAVDQK Unmodified _VYVAVDQK_ B4FBV8_MAIZE 2 461.25564 920.49673 -0.021151 0.031297 0.011128 41.37 41.37 1.90E-02 33.93 171900

52572 VYVAVDQK Unmodified _VYVAVDQK_ B4FBV8_MAIZE 2 461.25564 920.49673 0.048908 0.40894 0.4597 40.638 40.638 2.92E-02 26.95 235760

52573 VYVAVDQK Unmodified _VYVAVDQK_ B4FBV8_MAIZE 2 461.25564 920.49673 -0.015899 0.12124 0.10675 41.387 41.387 2.34E-03 44.24 370780

52574 VYVAVDQK Unmodified _VYVAVDQK_ B4FBV8_MAIZE 2 461.25564 920.49673 -0.076691 -0.87224 -0.94548 39.255 39.255 1.90E-02 29.86 1128200

52575 VYVDSWDEFVER Unmodified _VYVDSWDEFVER_ B4FJ28_MAIZE 2 772.35681 1542.6991 0.84352 0.76523 1.6123 95.298 95.298 2.05E-12 77.61 363050

52576 VYVGNLDAR Unmodified _VYVGNLDAR_ B6SJI7_MAIZE 2 503.76945 1005.5243 -0.14955 -0.721 -0.87627 51.855 51.855 1.01E-02 24.24 1328000

52577 VYVGNLDAR Unmodified _VYVGNLDAR_ B6SJI7_MAIZE 2 503.76945 1005.5243 -0.18869 -0.076545 -0.27146 54.932 54.932 3.89E-04 52.46 2639300

52578 VYVGNLDPR Unmodified _VYVGNLDPR_ B6U4H0_MAIZE 2 516.77727 1031.54 -0.091514 -0.24321 -0.33699 58.888 58.888 1.12E-01 15.48 1053000

52579 VYVGNLDSR Unmodified _VYVGNLDSR_ B4FI47_MAIZE 2 511.76691 1021.5193 -0.050041 -0.1037 -0.15575 49.562 49.562 1.01E-02 29.89 992470

52580 VYVGNLPYDVDSER Unmodified _VYVGNLPYDVDSER_ Q41834_MAIZE 2 813.39393 1624.7733 0.95196 -0.30161 0.64911 76.97 76.97 2.25E-03 35.43 996070

52581 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.85938 -0.049216 0.80056 47.789 47.789 2.64E-01 25.65 26736000

52582 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.67483 0.5808 1.2436 48.837 48.837 5.26E-01 18.47 378350

52583 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.8008 -0.41797 0.37306 47.961 47.961 2.64E-01 26.96 8665600

52584 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.88304 -0.17682 0.69539 50.221 50.221 5.26E-01 15.47 9055700

52585 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.81738 -0.13746 0.66882 49.558 49.558 2.64E-01 21.4 5174300
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52586 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.76763 0.19944 0.95728 50.326 50.326 5.26E-01 18.59 3248900

52587 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.85873 -0.038116 0.81095 49.724 49.724 2.64E-01 27.26 13358000

52588 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.9494 -0.096099 0.84398 48.284 48.284 1.00E+00 13.12 986840

52589 VYVLPK Unmodified _VYVLPK_ B6T440_MAIZE 2 359.72853 717.44251 0.65993 -0.043649 0.60595 51.541 51.541 5.26E-01 16.42 608780

52590 VYVPPAATASSER Unmodified _VYVPPAATASSER_ B4FMH4_MAIZE 2 674.34879 1346.683 0.53903 0.264 0.79093 51.747 51.747 1.15E-02 38.13 374280

52591 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.25652 -0.21527 0.03319 46.759 46.759 4.46E-01 27.19 72378

52592 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.27544 0.32488 0.58826 45.962 45.962 1.00E+00 1.98 482970

52593 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.3959 -0.047048 0.33916 48.35 48.35 4.46E-01 12.78 1272800

52594 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.35887 -0.094442 0.25547 47.68 47.68 8.04E-02 38.06 1974100

52595 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.28894 0.19347 0.47209 48.425 48.425 7.83E-01 23.54 1634300

52596 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.3891 -0.38779 -0.0084924 47.935 47.935 7.83E-01 12 7608000

52597 VYVTIAK Unmodified _VYVTIAK_ B6TMB2_MAIZE 2 397.24455 792.47454 0.22362 -0.62681 -0.41021 49.699 49.699 7.83E-01 14.09 95829

52598 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.32655 0.074329 0.41489 53.789 53.789 9.05E-18 81.44 1975300

52599 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.28325 0.014892 0.31204 53.522 53.522 3.60E-06 55.64 901370

52600 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.32553 0.14884 0.48836 55.679 55.679 6.35E-09 49.9 2018600

52601 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.33009 0.16928 0.51385 54.925 54.925 4.00E-28 56.51 1760900

52602 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.25659 0.09654 0.3676 55.659 55.659 9.05E-18 100.33 3310000

52603 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.25507 -0.043564 0.22664 55.73 55.73 1.62E-12 93.15 14321000

52604 VYVVDTATDPR Unmodified _VYVVDTATDPR_ B4FAL8_MAIZE 2 618.31696 1234.6194 0.35668 0.9974 1.3671 54.117 54.117 3.60E-06 56.09 310940

52605 VYVVYYSMYGHVGK Unmodified _VYVVYYSMYGHVGK_ B4FWD0_MAIZE 3 555.60956 1663.8068 0.10531 -0.008125 0.099497 75.631 75.631 1.98E-02 22.69 478620

52606 VYVVYYSMYGHVGK Unmodified _VYVVYYSMYGHVGK_ B4FWD0_MAIZE 3 555.60956 1663.8068 0.023522 0.25187 0.2775 77.833 77.833 6.81E-01 4.65 293870

52607 VYVVYYSMYGHVGK Oxidation (M) _VYVVYYSM(ox)YGHVGK_ B4FWD0_MAIZE 3 560.9412 1679.8018 0.03757 -0.50123 -0.45832 69.243 69.243 1.98E-02 20.6 691860

52608 VYWGDAR Unmodified _VYWGDAR_ B4FFW5_MAIZE 2 433.7114 865.40825 -0.036957 0.21407 0.17304 50.23 50.23 1.00E+00 12.16 52056

52609 VYWGDAR Unmodified _VYWGDAR_ B4FFW5_MAIZE 2 433.7114 865.40825 0.11885 -0.03462 0.079673 49.957 49.957 1.00E+00 8.38 797500

52610 VYWGDAR Unmodified _VYWGDAR_ B4FFW5_MAIZE 2 433.7114 865.40825 -0.16113 0.21878 0.05409 53.047 53.047 8.04E-02 31.27 10524000

52613 VYYASEALVR Unmodified _VYYASEALVR_ B4FKM9_MAIZE 2 585.81131 1169.6081 0.19791 0.46227 0.63676 64.489 64.489 1.84E-04 41.8 224300

52614 WAAANLLR Unmodified _WAAANLLR_ B6TC12_MAIZE 2 457.76397 913.51339 -0.0046906 1.2722 1.2258 71.85 71.85 1.90E-02 27.03 531730

52615 WAAANLLR Unmodified _WAAANLLR_ B6TC12_MAIZE 2 457.76397 913.51339 -0.23599 0.14805 -0.12546 73.813 73.813 1.65E-01 39.23 8492400

52616 WAAAVNDAR Unmodified _WAAAVNDAR_ B6T0C0_MAIZE 2 487.24614 972.47773 -0.12807 0.33294 0.18205 44.197 44.197 9.73E-03 34.45 2486200

52617 WAAAWQPSAR Unmodified _WAAAWQPSAR_ B6TKK2_MAIZE 2 572.28834 1142.5621 0.071245 0.24928 0.29933 65.967 65.967 1.84E-04 32.5 1415300

52618 WAAAYPASR Unmodified _WAAAYPASR_ B4FR99_MAIZE 2 496.75106 991.48756 -0.17959 0.72807 0.51643 51.164 51.164 1.12E-01 29.99 91214

52619 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 0.071125 0.78552 0.85572 53.568 53.568 3.77E-01 26.32 2486000

52620 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 -0.088321 0.39632 0.30909 53.705 53.705 1.65E-01 20.12 1170300

52621 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 0.047583 0.30829 0.35719 55.784 55.784 1.65E-01 18.81 1236700
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52622 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 0.036416 0.16401 0.20111 55.086 55.086 3.77E-01 18.63 559760

52623 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 0.038691 0.3274 0.36705 55.634 55.634 5.06E-02 20.61 3050100

52624 WAAGGFDR Unmodified _WAAGGFDR_ B4G029_MAIZE 2 440.20903 878.4035 0.13731 -0.2599 -0.12113 54.066 54.066 1.65E-01 21.06 110470

52625 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.72408 0.27752 0.96439 48.86 48.86 9.46E-01 12.41 4685200

52626 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.61564 0.21827 0.79454 48.886 48.886 9.46E-01 21.3 2372900

52627 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.70818 -0.051818 0.61838 51.256 51.256 9.46E-01 20.36 3818500

52628 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.64708 0.42071 1.0305 50.55 50.55 5.26E-01 21.09 2199400

52629 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.4928 -0.18109 0.27559 51.346 51.346 9.46E-01 12.55 15581000

52630 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.72911 0.54517 1.2359 51.072 51.072 9.46E-01 16.5 1657000

52631 WAEALR Unmodified _WAEALR_ VATA_MAIZE B6 2 373.20321 744.39187 0.75713 0.86653 1.5828 51.863 51.863 5.26E-01 14.82 1153300

52632 WAEEESAILVPGDIISVK Unmodified _WAEEESAILVPGDIISVK_ Q43243_MAIZE 2 978.51986 1955.0252 1.1124 -0.82272 0.27585 108.82 108.82 3.87E-04 24.52 907600

52633 WAEGYPWK Unmodified _WAEGYPWK_ B6T337_MAIZE 2 518.74798 1035.4814 -0.14286 0.081557 -0.077575 73.379 73.379 2.92E-02 26.9 653690

52634 WAEGYPWKEK Unmodified _WAEGYPWKEK_ B6T337_MAIZE 2 647.31676 1292.619 0.49628 2.211 2.6803 68.687 68.687 3.43E-01 6.86 933870

52635 WAELESGATTIAFTPLHQR Unmodified _WAELESGATTIAFTPLHQR_ B6SGF3_MAIZE 3 710.03224 2127.0749 0.62449 -0.047578 0.57073 93.245 93.245 4.20E-41 51.01 3462800

52636 WAELESGATTIAFTPLHQR Unmodified _WAELESGATTIAFTPLHQR_ B6SGF3_MAIZE 2 1064.5447 2127.0749 1.139 -0.19238 0.94069 93.222 93.222 1.30E-03 69.85 211280

52637 WALSDIPIMPK Unmodified _WALSDIPIMPK_ Q8W4W3_MAIZE 2 635.84684 1269.6791 0.43007 0.36224 0.7743 105.43 105.43 7.60E-01 16.86 598200

52638 WALSDIPIMPK Unmodified _WALSDIPIMPK_ Q8W4W3_MAIZE 2 635.84684 1269.6791 0.43948 -0.29738 0.12464 106.07 106.07 7.60E-01 4.38 94619

52639 WALSDIPIMPK Oxidation (M) _WALSDIPIM(ox)PK_ Q8W4W3_MAIZE 2 643.8443 1285.674 0.41642 0.69981 1.0991 91.987 91.987 4.96E-02 12.34 150780

52640 WALSDIPIMPK Oxidation (M) _WALSDIPIM(ox)PK_ Q8W4W3_MAIZE 2 643.8443 1285.674 0.38904 0.7025 1.0749 92.104 92.104 7.60E-01 26.38 402560

52641 WALSDIPIMPK Oxidation (M) _WALSDIPIM(ox)PK_ Q8W4W3_MAIZE 2 643.8443 1285.674 0.44735 0.030558 0.46219 91.92 91.92 1.00E+00 9.61 437460

52642 WAVANYLR Unmodified _WAVANYLR_ B6TWE1_MAIZE 2 496.76925 991.52395 -0.15982 -1.1168 -1.2985 77.39 77.39 1.65E-01 46.11 485620

52643 WAVDNLIK Unmodified _WAVDNLIK_ B4FFW5_MAIZE 2 479.77146 957.52837 0.0077505 0.30142 0.29127 80.393 80.393 1.65E-01 33.61 825410

52644 WAVDNLIK Unmodified _WAVDNLIK_ B4FFW5_MAIZE 2 479.77146 957.52837 -0.12081 0.29102 0.15283 81.178 81.178 3.77E-01 18.14 693550

52645 WAVDNLIK Unmodified _WAVDNLIK_ B4FFW5_MAIZE 2 479.77146 957.52837 -0.086525 0.38 0.27501 80.916 80.916 1.65E-01 36.73 1471700

52646 WAVDNLIK Unmodified _WAVDNLIK_ B4FFW5_MAIZE 2 479.77146 957.52837 -0.11994 0.59961 0.46157 82.237 82.237 5.06E-02 47.35 15543000

52647 WAVDPTAEIPDMK Oxidation (M) _WAVDPTAEIPDM(ox)K_ B4FB72_MAIZE 2 744.85559 1487.6966 0.78104 -0.21107 0.56683 78.656 78.656 1.88E-16 34 95609

52648 WAVDSWK Unmodified _WAVDSWK_ B6TUB8_MAIZE 2 446.2216 890.42865 -0.010238 0.082607 0.068804 70.457 70.457 1.86E-01 24.73 2777700

52649 WAVQNYLR Unmodified _WAVQNYLR_ B4FCK0_MAIZE 2 525.27998 1048.5454 -0.13535 0.046357 -0.10811 76.421 76.421 1.90E-02 34.74 2065000

52650 WAVQNYLRPGDAVVLLHVR Unmodified _WAVQNYLRPGDAVVLLHVR_ B4FCK0_MAIZE 4 552.31155 2205.2171 0.0020667 -0.024641 -0.024502 100.34 100.34 3.96E-01 10.41 4537700

52651 WAVQNYLRPGDAVVLLHVR Unmodified _WAVQNYLRPGDAVVLLHVR_ B4FCK0_MAIZE 3 736.07964 2205.2171 0.79268 0.34267 1.1329 100.32 100.32 4.09E-04 50.13 432300

52652 WAVTLGGEDPWLLEHADLSR Unmodified _WAVTLGGEDPWLLEHADLSR_ B6TMI7_MAIZE 3 755.7148 2264.1226 0.78384 -1.7566 -0.97459 107.51 107.51 2.03E-12 38.18 689200

52653 WAWEGALK Unmodified _WAWEGALK_ B4FRD1_MAIZE 2 480.75053 959.4865 -0.109 -2.6068 -2.7323 64.65 64.65 1.00E+00 13.45 2829200

52654 WAWEGALK Unmodified _WAWEGALK_ B4FRD1_MAIZE 2 480.75053 959.4865 -0.10933 0.14469 0.012085 80.112 80.112 1.65E-01 26.71 1102100

52655 WCDDYFYIK Unmodified _WCDDYFYIK_ B4F938_MAIZE 2 655.28153 1308.5485 0.45016 0.38693 0.83847 88.046 88.046 3.32E-02 28.96 1432500
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52656 WCEFAEPVDGESTQFLQELAQK Unmodified _WCEFAEPVDGESTQFLQELAQK_ B4FSZ8_MAIZE 2 1306.6023 2611.1901 1.2158 0.14891 1.3642 115 115 6.35E-05 25.22 214670

52657 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.12457 -0.066192 0.059665 31.958 31.958 7.88E-01 7.88 19259

52658 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.12086 0.093328 0.21493 31.192 31.192 1.00E+00 22.37 46500

52659 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.11877 0.027002 0.14713 31.849 31.849 1.00E+00 8.37 29340

52660 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.061889 -0.20269 -0.13967 32.112 32.112 3.77E-01 15.45 102110

52661 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 -0.045442 -0.24646 -0.2906 32.593 32.593 1.65E-01 33.41 1548500

52662 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.10052 0.010763 0.11218 30.226 30.226 5.06E-02 19.85 40788

52663 WCEGDNQR Unmodified _WCEGDNQR_ B4FUK7_MAIZE 2 532.71434 1063.4141 0.056734 0.41223 0.46919 33.144 33.144 1.00E+00 10.44 15721

52664 WCSCNIFSTQDHAAAAIAR Unmodified _WCSCNIFSTQDHAAAAIAR_ B6T440_MAIZE 3 726.99844 2177.9735 0.75535 -0.32924 0.42574 76.302 76.302 1.24E-17 44.59 4823000

52665 WCSCNIFSTQDHAAAAIAR Unmodified _WCSCNIFSTQDHAAAAIAR_ B6T440_MAIZE 3 726.99844 2177.9735 0.75142 -0.581 0.16977 77.092 77.092 4.19E-09 48.09 1593500

52666 WCSCNIFSTQDHAAAAIAR Unmodified _WCSCNIFSTQDHAAAAIAR_ B6T440_MAIZE 3 726.99844 2177.9735 0.73827 -0.52404 0.2137 77.531 77.531 6.29E-25 52.31 1723900

52667 WCSCNIFSTQDHAAAAIAR Unmodified _WCSCNIFSTQDHAAAAIAR_ B6T440_MAIZE 3 726.99844 2177.9735 0.76774 -0.34537 0.42187 77.238 77.238 2.16E-31 61.86 1128500

52668 WDEQFFGDDLVK Unmodified _WDEQFFGDDLVK_ B4FAL8_MAIZE 2 749.84608 1497.6776 0.83026 0.11448 0.95669 98.603 98.603 9.64E-17 51.78 1340300

52669 WDEQFFGDDLVK Unmodified _WDEQFFGDDLVK_ B4FAL8_MAIZE 2 749.84608 1497.6776 0.8107 0.187 1.0086 99.077 99.077 2.05E-12 53.94 686490

52670 WDEQFFGDDLVK Unmodified _WDEQFFGDDLVK_ B4FAL8_MAIZE 2 749.84608 1497.6776 0.80203 0.1197 0.93325 99.255 99.255 9.64E-17 68.91 1788600

52671 WDEQFFGDDLVK Unmodified _WDEQFFGDDLVK_ B4FAL8_MAIZE 2 749.84608 1497.6776 0.79844 0.018206 0.82814 99.116 99.116 7.61E-14 69.26 1598200

52672 WDEQFFGDDLVK Unmodified _WDEQFFGDDLVK_ B4FAL8_MAIZE 2 749.84608 1497.6776 0.8458 -0.1134 0.74422 98.962 98.962 1.11E-04 30.73 277090

52673 WDEQFFGDDLVKK Unmodified _WDEQFFGDDLVKK_ B4FAL8_MAIZE 3 542.93147 1625.7726 0.06688 -0.24871 -0.17582 87.392 87.392 5.88E-01 32.62 566220

52674 WDPDSPSTKPHLK Unmodified _WDPDSPSTKPHLK_ B6TF74_MAIZE 3 503.25617 1506.7467 -0.10845 -0.010859 -0.12146 47.464 47.464 3.08E-01 15.17 1097800

52675 WDPDSPSTKPHLK Unmodified _WDPDSPSTKPHLK_ B6TF74_MAIZE 4 377.69395 1506.7467 0.73958 -0.16437 0.57159 44.967 44.967 1.00E+00 6.15 1193000

52676 WDPDSPSTKPHLR Unmodified _WDPDSPSTKPHLR_ B4FJ16_MAIZE 3 512.59156 1534.7528 -0.13476 -0.25742 -0.39309 46.762 46.762 4.29E-02 26.6 4453000

52677 WDPDSPSTKPHLR Unmodified _WDPDSPSTKPHLR_ B4FJ16_MAIZE 4 384.69549 1534.7528 0.57871 -0.27697 0.29946 46.759 46.759 5.88E-01 12.32 2671800

52678 WDTLEDIWNGLCAK Unmodified _WDTLEDIWNGLCAK_ B4FX25_MAIZE 2 860.9036 1719.7927 1.1034 0.39818 1.499 122.32 122.32 3.40E-25 77.37 993330

52679 WDTLEDIWNGLCAK Unmodified _WDTLEDIWNGLCAK_ B4FX25_MAIZE 2 860.9036 1719.7927 1.0334 0.15331 1.1835 122.75 122.75 2.00E-19 61.2 268370

52680 WDTLEDIWNGLCAK Unmodified _WDTLEDIWNGLCAK_ B4FX25_MAIZE 2 860.9036 1719.7927 1.1081 0.49765 1.6021 123 123 1.95E-13 58.69 419670

52681 WDTLEDIWNGLCAK Unmodified _WDTLEDIWNGLCAK_ B4FX25_MAIZE 2 860.9036 1719.7927 1.0614 0.43511 1.4932 122.96 122.96 1.95E-13 46.22 298570

52682 WDYIFSYVK Unmodified _WDYIFSYVK_ MASY_MAIZE 2 610.80296 1219.5914 0.32642 0.38647 0.70619 98.023 98.023 3.32E-02 31.56 332510

52683 WEDGAAAAR Unmodified _WEDGAAAAR_ B6TP19_MAIZE 2 473.7225 945.43044 -0.10905 0.35978 0.22558 39.362 39.362 3.39E-01 28.28 100120

52684 WEDPECANGGK Unmodified _WEDPECANGGK_ B4FDT6_MAIZE 2 631.75895 1261.5033 0.34561 0.41844 0.75965 44.339 44.339 3.60E-06 40.86 850500

52685 WEDPICANGGK Unmodified _WEDPICANGGK_ B4G0T4_MAIZE 2 623.77968 1245.5448 0.34442 0.38282 0.72483 61.976 61.976 4.48E-03 27.16 355370

52686 WEELIGEMPLK Oxidation (M) _WEELIGEM(ox)PLK_ B4F9D4_MAIZE 2 680.8445 1359.6744 0.5691 0.65525 1.2 80.445 80.445 4.96E-02 27.08 173820

52687 WEELIGEMPLK Oxidation (M) _WEELIGEM(ox)PLK_ B4F9D4_MAIZE 2 680.8445 1359.6744 0.57816 -0.12304 0.43169 80.933 80.933 1.22E-01 26.73 297140

52688 WEELIGEMPLK Oxidation (M) _WEELIGEM(ox)PLK_ B4F9D4_MAIZE 2 680.8445 1359.6744 0.68833 0.42434 1.0895 80.601 80.601 1.96E-02 12.2 146550

52689 WEELIGEMPLK Oxidation (M) _WEELIGEM(ox)PLK_ B4F9D4_MAIZE 2 680.8445 1359.6744 -0.34567 80.802 80.802 8.15E-03 17.09
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52690 WEELIGEMPLK Unmodified _WEELIGEMPLK_ B4F9D4_MAIZE 2 672.84704 1343.6795 0.54994 0.85432 1.3763 94.399 94.399 4.43E-05 32.18 163000

52691 WEELIGEMPLK Unmodified _WEELIGEMPLK_ B4F9D4_MAIZE 2 672.84704 1343.6795 0.49091 1.4192 1.8811 94.461 94.461 3.83E-01 10.15 531210

52692 WEEPDTMAK Oxidation (M) _WEEPDTM(ox)AK_ B4F871_MAIZE 2 561.74224 1121.4699 0.029808 0.25322 0.2682 46.924 46.924 9.82E-03 33.85 2500100

52693 WEEPDTMAK Unmodified _WEEPDTMAK_ B4F871_MAIZE 2 553.74478 1105.475 0.0028701 0.46639 0.44962 55.761 55.761 3.39E-01 17.9 1548300

52694 WEFSQANMK Oxidation (M) _WEFSQANM(ox)K_ B4FPX5_MAIZE 2 578.75822 1155.5019 0.10996 0.33688 0.43008 55.418 55.418 6.60E-03 51.52 1140300

52695 WEGNLSQLLQNVR Unmodified _WEGNLSQLLQNVR_ B4F9L9_MAIZE 2 778.91262 1555.8107 0.86967 -0.033022 0.82292 101.98 101.98 1.00E-11 62.64 425250

52696 WEGTCWYVHNLR Unmodified _WEGTCWYVHNLR_ B6T7R3_MAIZE 3 540.91739 1619.7303 -0.018297 0.033231 0.016664 75.315 75.315 7.68E-01 11.68 1842200

52697 WEGTCWYVHNLR Unmodified _WEGTCWYVHNLR_ B6T7R3_MAIZE 3 540.91739 1619.7303 -0.050181 0.15444 0.10712 77.286 77.286 4.50E-01 7.79 442500

52698 WEGVPFILK Unmodified _WEGVPFILK_ B6TSB3_MAIZE 2 544.81059 1087.6066 -0.023413 0.38076 0.35254 98.089 98.089 1.00E+00 12.5 257370

52699 WEGVPFILK Unmodified _WEGVPFILK_ B6TSB3_MAIZE 2 544.81059 1087.6066 0.069896 0.041156 0.10671 98.052 98.052 3.39E-01 7.22 361910

52700 WEKPGHSPLFGYDFWYQPR Unmodified _WEKPGHSPLFGYDFWYQPR_ B4FAL8_MAIZE 3 804.05164 2409.1331 1.0774 0.73246 1.8092 99.937 99.937 5.38E-04 52.87 360090

52702 WENPKDPDEVLVK Unmodified _WENPKDPDEVLVK_ B6TI78_MAIZE 3 523.60335 1567.7882 -0.073296 -0.13625 -0.21892 63.3 63.3 8.46E-03 26.46 2745300

52703 WENPKDPDEVLVK Unmodified _WENPKDPDEVLVK_ B6TI78_MAIZE 2 784.90139 1567.7882 0.9706 -0.33462 0.62733 63.258 63.258 1.00E-11 50.83 420630

52704 WENSSWGK Unmodified _WENSSWGK_ B4FUA9_MAIZE 2 497.22487 992.43519 -0.055151 -0.22191 -0.29087 49.189 49.189 7.88E-01 12.15 1626900

52705 WENSSWGK Unmodified _WENSSWGK_ B4FUA9_MAIZE 2 497.22487 992.43519 -0.17794 -0.053142 -0.24518 49.925 49.925 3.77E-01 15.82 57348

52706 WENSSWGK Unmodified _WENSSWGK_ B4FUA9_MAIZE 2 497.22487 992.43519 -0.13671 -0.54986 -0.69899 49.18 49.18 1.00E+00 3.68 161700

52707 WENSSWGK Unmodified _WENSSWGK_ B4FUA9_MAIZE 2 497.22487 992.43519 -0.18892 0.051177 -0.1523 52.75 52.75 3.77E-01 22.06 865040

52708 WFDPLR Unmodified _WFDPLR_ B4FZ29_MAIZE 2 417.21886 832.42317 0.25598 0.13633 0.39023 79.539 79.539 1.00E+00 14.03 1319400

52709 WFDPLR Unmodified _WFDPLR_ B4FZ29_MAIZE 2 417.21886 832.42317 0.19567 0.28867 0.48222 80.439 80.439 1.00E+00 7.06 698220

52710 WFDPLR Unmodified _WFDPLR_ B4FZ29_MAIZE 2 417.21886 832.42317 0.18626 0.08397 0.26844 80.23 80.23 1.00E+00 9.27 261040

52711 WFDPLR Unmodified _WFDPLR_ B4FZ29_MAIZE 2 417.21886 832.42317 0.17113 -0.28964 -0.12047 80.528 80.528 5.26E-01 18.35 5663600

52712 WFDPLR Unmodified _WFDPLR_ B4FZ29_MAIZE 2 417.21886 832.42317 0.19327 0.1186 0.30862 80.453 80.453 9.46E-01 16.94 480170

52713 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 3 726.69334 2177.0582 0.69784 0.063796 0.76392 104.44 104.44 2.03E-05 38.89 15726000

52714 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 2 1089.5364 2177.0582 1.2108 0.22181 1.435 104.42 104.42 3.54E-16 52.03 1708600

52715 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 3 726.69334 2177.0582 0.7396 -0.08476 0.65795 105.16 105.16 2.73E-10 40.73 9028700

52716 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 2 1089.5364 2177.0582 1.2008 0.39203 1.5952 105.12 105.12 2.85E-09 36.73 730600

52717 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 3 726.69334 2177.0582 0.70109 -0.015337 0.68866 105.23 105.23 2.12E-07 59.08 8917900

52718 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 2 1089.5364 2177.0582 1.1835 0.47156 1.6575 105.18 105.18 4.65E-12 59.32 531610

52719 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 3 726.69334 2177.0582 0.68881 0.044877 0.7359 105.43 105.43 2.12E-07 39.89 10552000

52720 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 2 1089.5364 2177.0582 1.1657 0.27041 1.4389 105.4 105.4 4.65E-12 50.07 782030

52721 WFDTNYHFIVPELGPNTK Unmodified _WFDTNYHFIVPELGPNTK_ Q8W529_MAIZE 3 726.69334 2177.0582 0.79714 0.14054 0.94023 105.23 105.23 9.01E-03 31.35 511560

52722 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 3 717.68971 2150.0473 0.679 0.070695 0.75429 105.19 105.19 2.12E-07 51.74 12147000

52723 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 2 1076.0309 2150.0473 1.2118 0.099996 1.3167 105.18 105.18 3.54E-16 52.8 1360000

52724 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 3 717.68971 2150.0473 0.70462 0.061449 0.77079 105.89 105.89 6.75E-14 49.91 5870600
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52725 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 2 1076.0309 2150.0473 1.194 0.00052 1.1992 105.87 105.87 8.94E-06 65.84 420850

52726 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 3 717.68971 2150.0473 0.68027 -0.047289 0.63808 105.94 105.94 2.12E-07 51.26 5947600

52727 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 2 1076.0309 2150.0473 1.1855 0.12573 1.3162 105.93 105.93 8.00E-45 74.95 393810

52728 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 3 717.68971 2150.0473 0.65971 0.064603 0.72893 106.14 106.14 6.75E-14 61.79 8047400

52729 WFDTNYHFIVPELGPSTK Unmodified _WFDTNYHFIVPELGPSTK_ B6UF55_MAIZE 2 1076.0309 2150.0473 1.1634 0.0953 1.2631 106.12 106.12 4.65E-12 59.89 630060

52730 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.15405 0.004104 0.15801 45.746 45.746 1.00E+00 6.08 81370

52731 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.22453 -0.35914 -0.13247 47.39 47.39 1.00E+00 13.01 12873

52732 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.30454 1.3956 1.6956 48.976 48.976 1.00E+00 15.94 286890

52733 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.32819 0.070477 0.39738 48.608 48.608 5.26E-01 18.9 805080

52734 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.27663 -0.004063 0.27274 49.491 49.491 5.26E-01 17.99 2338700

52735 WFNDTK Unmodified _WFNDTK_ B4FNK1_MAIZE 2 405.69268 809.3708 0.28609 -0.33378 -0.046813 46.994 46.994 2.64E-01 26.46 3919900

52736 WFNHIDALLR Unmodified _WFNHIDALLR_ B6THU5_MAIZE 3 428.89977 1283.6775 0.22064 0.2231 0.43044 88.349 88.349 5.86E-01 22.82 451960

52737 WFNHIDALLR Unmodified _WFNHIDALLR_ B6THU5_MAIZE 3 428.89977 1283.6775 0.18923 0.62094 0.79605 89.472 89.472 1.00E+00 3.98 235880

52738 WFNHIDALLR Unmodified _WFNHIDALLR_ B6THU5_MAIZE 3 428.89977 1283.6775 0.052058 -0.095268 -0.055225 90.199 90.199 1.26E-02 34.93 8871700

52739 WFNHIDALLR Unmodified _WFNHIDALLR_ B6THU5_MAIZE 2 642.84602 1283.6775 0.38605 0.39707 0.7698 90.164 90.164 1.84E-04 42.65 1523300

52740 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.181 -0.18357 -0.006956 78.902 78.902 3.11E-02 40.72 2953300

52741 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 2 635.8382 1269.6618 0.48462 0.20236 0.6809 78.903 78.903 7.11E-01 30.23 460320

52742 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.047311 -0.10259 -0.059606 86.582 86.582 9.79E-02 32.12 41166

52743 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.026251 0.082495 0.10381 79.986 79.986 3.11E-02 27.45 637700

52744 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.17466 -0.22571 -0.055459 80.245 80.245 1.00E+00 9.94 944290

52745 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 2 635.8382 1269.6618 0.44305 0.14762 0.58502 80.229 80.229 1.00E+00 13.3 181870

52746 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 2 635.8382 1269.6618 0.52226 0.30766 0.82377 80.061 80.061 1.45E-01 25.45 171430

52747 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.096553 -0.07889 0.013509 80.018 80.018 1.00E+00 9.14 857750

52748 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.072983 -0.34661 -0.27802 79.682 79.682 9.29E-03 41.54 6200000

52749 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 2 635.8382 1269.6618 0.37493 0.26773 0.63705 79.694 79.694 2.81E-03 31.48 905840

52750 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 3 424.22789 1269.6618 0.038016 -0.27731 -0.24328 80.158 80.158 2.47E-03 45.01 36813000

52751 WFNHIDALVR Unmodified _WFNHIDALVR_ B4FNT1_MAIZE 2 635.8382 1269.6618 0.29442 -0.26786 0.021717 80.127 80.127 1.84E-04 33.83 6731100

52752 WFSDHPEYLANPFYIGGDSYVGK Unmodified _WFSDHPEYLANPFYIGGDSYVGK_ B4FRC3_MAIZE 3 888.07981 2661.2176 1.1322 -0.58714 0.54656 110.47 110.47 6.43E-02 14.5 253750

52753 WFSDHPEYLANPFYIGGDSYVGK Unmodified _WFSDHPEYLANPFYIGGDSYVGK_ B4FRC3_MAIZE 3 888.07981 2661.2176 1.129 -0.10767 1.0216 114.14 114.14 1.68E-03 15.4 244750

52754 WFVLNEK Unmodified _WFVLNEK_ B6UEQ3_MAIZE 2 468.2529 934.49125 0.038574 0.46427 0.4871 75.199 75.199 7.83E-01 12.73 683170

52755 WFVLNEK Unmodified _WFVLNEK_ B6UEQ3_MAIZE 2 468.2529 934.49125 -0.1487 0.96213 0.7987 75.946 75.946 1.86E-01 17.01 293780

52756 WGAAPPQAMLER Oxidation (M) _WGAAPPQAM(ox)LER_ B4FRH7_MAIZE 2 671.83225 1341.65 0.63958 1.1291 1.7498 62.209 62.209 3.91E-01 10.8 342710

52757 WGEAGYIR Unmodified _WGEAGYIR_ B4FS90_MAIZE 2 476.23778 950.46102 -0.1438 0.54504 0.38212 60.24 60.24 1.90E-02 43.8 8283000

52758 WGEDGYIR Unmodified _WGEDGYIR_ B6TMV9_MAIZE 2 498.2327 994.45084 -0.026932 -0.19919 -0.23485 61.78 61.78 1.65E-01 53.5 894260
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52759 WGELEEDDGGDLDFLLPPR Unmodified _WGELEEDDGGDLDFLLPPR_ B4FBV8_MAIZE 2 1087.0078 2172.0011 1.2238 0.2904 1.5133 120.32 120.32 1.06E-14 84.78 664300

52760 WGFQGSR Unmodified _WGFQGSR_ B6TZD9_MAIZE 2 419.20374 836.39294 0.20455 0.668 0.87971 54.104 54.104 1.00E+00 17.11 339740

52761 WGFQGSR Unmodified _WGFQGSR_ B6TZD9_MAIZE 2 419.20374 836.39294 0.11107 0.73488 0.85269 54.821 54.821 4.46E-01 42.63 1147400

52762 WGGGIMGSK Unmodified _WGGGIMGSK_ B4F7Y1_MAIZE 2 446.72091 891.42727 0.03356 0.15081 0.18821 55.619 55.619 1.12E-01 14.46 3342700

52763 WGGGIMGSK Unmodified _WGGGIMGSK_ B4F7Y1_MAIZE 2 446.72091 891.42727 0.077002 -0.061275 0.019729 56.477 56.477 1.00E+00 3.91 242290

52764 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.64284 0.42729 1.0758 117.57 117.57 1.60E-02 20.48 580660

52765 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.58572 -0.19728 0.39533 118.02 118.02 6.74E-02 27.32 159030

52766 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.62822 0.069415 0.70418 118.1 118.1 1.60E-02 22.22 247290

52767 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.6746 0.33936 1.0195 118.12 118.12 6.74E-02 15.23 146130

52768 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.63576 0.26804 0.90985 118.44 118.44 1.11E-04 35.21 869950

52769 WGGIEFPLPFGR Unmodified _WGGIEFPLPFGR_ B4FXW5_MAIZE 2 688.3615 1374.7085 0.63656 0.49618 1.1379 117.84 117.84 8.05E-01 5.72 145870

52770 WGGLGGNLR Unmodified _WGGLGGNLR_ B4F7S2_MAIZE 2 465.25123 928.4879 0.044113 0.32382 0.36657 61.301 61.301 1.12E-01 31.46 448540

52771 WGGLVTLQGLK Unmodified _WGGLVTLQGLK_ B4FJE0_MAIZE 2 586.34532 1170.6761 0.19286 0.44646 0.64496 89.049 89.049 3.60E-06 67.08 1541900

52772 WGGLVTLQGLK Unmodified _WGGLVTLQGLK_ B4FJE0_MAIZE 2 586.34532 1170.6761 0.14885 0.26433 0.41872 89.774 89.774 5.66E-08 70.72 755160

52773 WGGLVTLQGLK Unmodified _WGGLVTLQGLK_ B4FJE0_MAIZE 2 586.34532 1170.6761 0.24142 0.25602 0.50372 89.901 89.901 3.57E-04 40.48 270000

52774 WGGLVTLQGLK Unmodified _WGGLVTLQGLK_ B4FJE0_MAIZE 2 586.34532 1170.6761 0.18736 -0.18446 0.0092751 89.36 89.36 1.47E-01 12.22 317570

52775 WGIQMGHSVLPK Oxidation (M) _WGIQM(ox)GHSVLPK_ B4FID4_MAIZE 3 456.90794 1367.702 -0.056602 0.3652 0.30962 63.007 63.007 6.01E-02 10.78 946740

52776 WGIQMGHSVLPK Unmodified _WGIQMGHSVLPK_ B4FID4_MAIZE 3 451.5763 1351.7071 -0.055342 0.22793 0.17256 73.184 73.184 1.79E-02 14.36 1330100

52777 WGLLGWLSSK Unmodified _WGLLGWLSSK_ B4FRJ2_MAIZE 2 573.81894 1145.6233 0.33693 117.06 117.06 8.62E-01 3.96

52778 WGLLGWLSSK Unmodified _WGLLGWLSSK_ B4FRJ2_MAIZE 2 573.81894 1145.6233 0.24009 -0.11342 0.119 117.36 117.36 4.40E-02 34.5 60595

52779 WGLVNHVVDDNEVLSK Unmodified _WGLVNHVVDDNEVLSK_ B6TF44_MAIZE 3 608.64773 1822.9214 0.2211 0.13325 0.3592 80.053 80.053 6.54E-03 29.97 1010900

52780 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.69018 0.27914 0.97753 118.06 118.06 1.98E-03 46.56 849470

52781 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.66135 0.17632 0.84581 118.52 118.52 7.72E-03 30.93 192780

52782 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.67004 0.073988 0.75187 118.6 118.6 1.98E-03 30.27 342980

52783 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.71466 0.22852 0.95119 118.63 118.63 1.60E-02 27.26 221560

52784 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.73536 -0.030752 0.7129 118.34 118.34 4.56E-01 10.16 190490

52785 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.6696 0.15384 0.83065 118.99 118.99 1.11E-04 36.72 1970900

52786 WGNIVFPLPFGR Unmodified _WGNIVFPLPFGR_ B6TD54_MAIZE 2 701.88515 1401.7557 0.65838 0.22648 0.89278 118.35 118.35 1.00E+00 3.29 248290

52787 WGPQFEK Unmodified _WGPQFEK_ Q94F77_MAIZE 2 446.2216 890.42865 0.023366 0.16796 0.18806 59.917 59.917 4.46E-01 24.3 1005700

52788 WGSSAFR Unmodified _WGSSAFR_ B6SZD6_MAIZE 2 405.69829 809.38204 0.33266 0.45062 0.77714 49.675 49.675 4.46E-01 28.34 2128000

52789 WGSSAFR Unmodified _WGSSAFR_ B6SZD6_MAIZE 2 405.69829 809.38204 0.19174 0.22555 0.41319 49.865 49.865 4.46E-01 26.74 1277700

52790 WGSSAFR Unmodified _WGSSAFR_ B6SZD6_MAIZE 2 405.69829 809.38204 0.2358 0.004831 0.23727 51.389 51.389 4.46E-01 28.5 10380000

52791 WGTIDVLVNNAGITR Unmodified _WGTIDVLVNNAGITR_ B4FTC8_MAIZE 2 814.94138 1627.8682 1.0049 -0.27904 0.72846 96.979 96.979 1.02E-23 90.42 572230

52792 WGTIDVLVNNAGITR Unmodified _WGTIDVLVNNAGITR_ B4FTC8_MAIZE 2 814.94138 1627.8682 0.94896 -0.54166 0.41121 97.427 97.427 6.53E-30 96.59 189750
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52793 WGTIDVLVNNAGITR Unmodified _WGTIDVLVNNAGITR_ B4FTC8_MAIZE 2 814.94138 1627.8682 0.94323 -0.017895 0.92876 97.599 97.599 7.01E-11 89.63 1542200

52794 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.72036 0.042159 0.75783 83.165 83.165 1.60E-02 19.61 512470

52795 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.67313 0.023724 0.69257 83.675 83.675 1.11E-04 39.24 346460

52796 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.72623 -0.42546 0.29716 84.169 84.169 9.49E-04 25.71 387740

52797 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.70039 -0.89655 -0.19937 83.897 83.897 2.98E-17 49.98 562160

52798 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.68513 -0.81897 -0.1362 83.603 83.603 2.07E-09 52.11 669830

52799 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.72328 0.024832 0.74366 84.015 84.015 1.60E-02 23.39 502360

52800 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.69502 0.67428 1.3641 83.641 83.641 4.08E-13 54.39 730460

52801 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.57753 -0.47267 0.10094 83.396 83.396 2.98E-17 47.06 13210000

52802 WGYEMPVDVLAK Oxidation (M) _WGYEM(ox)PVDVLAK_ B4F7U0_MAIZE 2 712.34995 1422.6853 0.73806 1.7568 2.488 84.801 84.801 9.50E-03 21.42 111880

52803 WHLAWDEWTAAYPATR Unmodified _WHLAWDEWTAAYPATR_ B4G1C2_MAIZE 2 987.46829 1972.922 1.2222 0.23334 1.4456 102.74 102.74 1.34E-51 93.7 927690

52804 WHMYDTVK Unmodified _WHMYDTVK_ B6U124_MAIZE 3 360.50414 1078.4906 0.9724 0.26946 1.2409 52.891 52.891 1.05E-01 14.2 869660

52805 WHMYDTVK Unmodified _WHMYDTVK_ B6U124_MAIZE 2 540.25258 1078.4906 0.076749 0.063619 0.1392 52.889 52.889 1.65E-01 21.9 802450

52806 WHMYDTVK Unmodified _WHMYDTVK_ B6U124_MAIZE 3 360.50414 1078.4906 0.82552 0.54296 1.3673 55.432 55.432 9.92E-01 2.71 472540

52807 WHMYDTVK Unmodified _WHMYDTVK_ B6U124_MAIZE 2 540.25258 1078.4906 0.065876 -0.054174 0.012175 55.426 55.426 3.77E-01 22.7 452860

52808 WHMYDTVK Oxidation (M) _WHM(ox)YDTVK_ B6U124_MAIZE 3 365.83578 1094.4855 0.75933 0.33405 1.0938 41.347 41.347 2.47E-01 7.62 529480

52809 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 3 327.84701 980.5192 1.3005 0.074096 1.3534 54.033 54.033 2.09E-01 31.14 798660

52810 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 2 491.26688 980.5192 -0.049551 0.21586 0.14508 54.019 54.019 7.88E-01 11.81 525460

52811 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 3 327.84701 980.5192 1.26 0.12951 1.368 54.646 54.646 4.46E-01 30 894250

52812 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 2 491.26688 980.5192 -0.053749 0.038745 -0.035321 54.62 54.62 3.77E-01 23 423270

52813 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 2 491.26688 980.5192 -0.07774 0.10076 0.0032605 54.226 54.226 2.92E-02 31.11 3449400

52814 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 3 327.84701 980.5192 1.3274 -0.27353 1.0339 54.227 54.227 2.09E-01 28.64 5967000

52815 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 3 327.84701 980.5192 1.2718 -0.3216 0.92946 54.87 54.87 4.46E-01 27.36 39376000

52816 WHVAEALR Unmodified _WHVAEALR_ B4FHG3_MAIZE 2 491.26688 980.5192 -0.17664 -0.27775 -0.47484 54.867 54.867 5.06E-02 21.51 30103000

52817 WICPTAPSR Unmodified _WICPTAPSR_ B4FKD4_MAIZE 2 544.2713 1086.528 -0.031095 1.461 1.4274 56.431 56.431 1.12E-01 23.2 1680700

52818 WIEEWNAGR Unmodified _WIEEWNAGR_ B6TW91_MAIZE 2 580.7778 1159.5411 -0.01581 0.31708 0.27785 72.895 72.895 1.01E-02 31.39 637300

52819 WIEFDDDNPNIR Unmodified _WIEFDDDNPNIR_ B6T6V5_MAIZE 2 767.35206 1532.6896 0.87792 -0.35466 0.51573 82.7 82.7 2.62E-07 48.37 108410

52820 WIEFDDDNPNIR Unmodified _WIEFDDDNPNIR_ B6T6V5_MAIZE 2 767.35206 1532.6896 0.8967 0.22375 1.1121 83.245 83.245 7.72E-03 31.66 197620

52821 WIEFDDDNPNIR Unmodified _WIEFDDDNPNIR_ B6T6V5_MAIZE 2 767.35206 1532.6896 0.91694 -0.4184 0.49139 82.675 82.675 2.05E-12 60.89 250470

52822 WIEFDDDNPNIR Unmodified _WIEFDDDNPNIR_ B6T6V5_MAIZE 2 767.35206 1532.6896 0.87675 0.18997 1.0585 83.291 83.291 7.02E-22 61.49 1128400

52823 WIGHPR Unmodified _WIGHPR_ B4FAG0_MAIZE 2 383.21137 764.40819 0.6923 -0.035005 0.6511 29.511 29.511 9.46E-01 29.94 87176

52824 WIGHPR Unmodified _WIGHPR_ B4FAG0_MAIZE 2 383.21137 764.40819 0.49978 0.36756 0.8603 28.188 28.188 9.46E-01 13.39 20640

52825 WIGHPR Unmodified _WIGHPR_ B4FAG0_MAIZE 2 383.21137 764.40819 0.67061 0.27397 0.93796 30.182 30.182 2.64E-01 37.19 70411

52826 WIGHPR Unmodified _WIGHPR_ B4FAG0_MAIZE 2 383.21137 764.40819 0.60782 -0.62168 -0.017573 30.608 30.608 5.26E-01 26.15 671910
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52827 WIHEQGVTCIVK Unmodified _WIHEQGVTCIVK_ B4FQR3_MAIZE 3 490.5905 1468.7497 -0.14807 -0.24693 -0.3843 62.034 62.034 4.50E-01 13.02 1765200

52828 WIHIETAK Unmodified _WIHIETAK_ B4F980_MAIZE 3 333.18703 996.53927 1.1042 -0.25708 0.82833 55.31 55.31 4.46E-01 18.36 995900

52829 WIHIETAK Unmodified _WIHIETAK_ B4F980_MAIZE 2 499.27691 996.53927 -0.15981 -0.14971 -0.33021 55.307 55.307 1.65E-01 21.78 337850

52830 WIHSASGR Unmodified _WIHSASGR_ B4FI76_MAIZE 3 305.15948 912.4566 1.4178 0.23093 1.6346 29.925 29.925 4.46E-01 21.78 178960

52831 WIHSASGR Unmodified _WIHSASGR_ B4FI76_MAIZE 3 305.15948 912.4566 1.2665 0.45928 1.714 28.188 28.188 1.00E+00 10.09 327470

52832 WIIDSVVGK Unmodified _WIIDSVVGK_ Q41743_MAIZE 2 508.79239 1015.5702 0.014101 0.12361 0.14121 85.798 85.798 1.01E-02 28.04 465540

52833 WIIDSVVGK Unmodified _WIIDSVVGK_ Q41743_MAIZE 2 508.79239 1015.5702 -0.1498 0.24043 0.093966 86.188 86.188 3.32E-02 27.57 218890

52834 WILDRPL Unmodified _WILDRPL_ B4FRC3_MAIZE 2 456.76872 911.52289 0.036824 0.06703 0.087256 85.186 85.186 7.83E-01 15.43 508660

52835 WILDRPL Unmodified _WILDRPL_ B4FRC3_MAIZE 2 456.76872 911.52289 -0.12718 0.30525 0.1613 85.853 85.853 1.00E+00 0.47 101950

52836 WILDRPL Unmodified _WILDRPL_ B4FRC3_MAIZE 2 456.76872 911.52289 0.010258 0.178 0.17019 85.978 85.978 1.00E+00 12.69 479010

52837 WILDRPL Unmodified _WILDRPL_ B4FRC3_MAIZE 2 456.76872 911.52289 -0.041324 0.19304 0.13388 85.561 85.561 1.00E+00 5.78 1641200

52838 WILDRPL Unmodified _WILDRPL_ B4FRC3_MAIZE 2 456.76872 911.52289 -0.2121 0.37163 0.14333 87.218 87.218 8.04E-02 35.33 1813600

52839 WILHDWDEDK Unmodified _WILHDWDEDK_ B1P123_MAIZE 3 452.87882 1355.6146 0.094475 -0.22885 -0.13997 76.895 76.895 2.94E-01 15.13 321980

52840 WILHDWDEDK Unmodified _WILHDWDEDK_ B1P123_MAIZE 2 678.81458 1355.6146 0.56394 0.29023 0.84764 77.919 77.919 7.11E-01 9.14 395460

52841 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 -0.022079 -0.20515 -0.2283 86.23 86.23 2.89E-01 2.5 957330

52842 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 -0.14363 -0.056937 -0.20166 87.34 87.34 1.21E-01 10.63 185150

52843 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 -0.05153 -0.47761 -0.52984 87.47 87.47 1.00E+00 10.49 401760

52844 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 0.016376 -0.45614 -0.43925 87.462 87.462 5.29E-01 12.39 322500

52845 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 -0.0092749 -0.50448 -0.51284 87.831 87.831 1.21E-01 19.13 252840

52846 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 4 492.24645 1964.9567 -0.13695 -0.17116 -0.30948 86.985 86.985 4.32E-02 17.23 6311200

52847 WILHDWSDAHCATLLK Unmodified _WILHDWSDAHCATLLK_ B6TKG5_MAIZE 3 655.99284 1964.9567 0.42561 0.10823 0.53229 86.971 86.971 1.08E-05 21.66 2869100

52848 WIQGVGFGGR Unmodified _WIQGVGFGGR_ B6UDC2_MAIZE 2 538.78543 1075.5563 -0.18589 -1.9742 -2.137 72.031 72.031 1.45E-01 34.53 258980

52849 WIQLGAFYPFAR Unmodified _WIQLGAFYPFAR_ B6ST72_MAIZE 2 734.89043 1467.7663 0.77641 0.48541 1.2536 116.97 116.97 2.05E-12 37.73 639060

52850 WISAQMNR Unmodified _WISAQMNR_ SUS1_MAIZE B6 2 503.25037 1004.4862 -0.049921 0.33566 0.25963 51.774 51.774 1.65E-01 23.78 4561700

52851 WISAQMNR Unmodified _WISAQMNR_ SUS1_MAIZE B6 2 503.25037 1004.4862 -0.16455 0.10234 -0.086771 52.038 52.038 2.92E-02 26.96 1303500

52852 WISAQMNR Unmodified _WISAQMNR_ SUS1_MAIZE B6 2 503.25037 1004.4862 -0.046043 0.17502 0.104 54.173 54.173 1.65E-01 27.25 977850

52853 WISAQMNR Unmodified _WISAQMNR_ SUS1_MAIZE B6 2 503.25037 1004.4862 -0.050627 0.018056 -0.057499 53.515 53.515 3.77E-01 29.51 1606900

52854 WISAQMNR Oxidation (M) _WISAQM(ox)NR_ SUS1_MAIZE B6 2 511.24783 1020.4811 -0.12169 0.068382 -0.073828 39.078 39.078 1.65E-01 17.44 561260

52855 WISAQMNR Oxidation (M) _WISAQM(ox)NR_ SUS1_MAIZE B6 2 511.24783 1020.4811 0.042678 1.2754 1.2943 41.775 41.775 1.65E-01 29.59 380520

52856 WISAQMNR Oxidation (M) _WISAQM(ox)NR_ SUS1_MAIZE B6 2 511.24783 1020.4811 -0.036638 -0.10113 -0.15764 41.096 41.096 5.51E-01 27.53 955390

52857 WITANLGLGTK Unmodified _WITANLGLGTK_ B4FKD4_MAIZE 2 587.33496 1172.6554 0.11327 -1.156 -1.0487 81.595 81.595 1.67E-02 28.12 3275100

52858 WKDVIDYNDK Unmodified _WKDVIDYNDK_ B4FDT6_MAIZE 3 432.54707 1294.6194 0.048878 0.18006 0.21839 59.875 59.875 1.25E-01 22.96 4278800

52859 WKDVIDYNDK Unmodified _WKDVIDYNDK_ B4FDT6_MAIZE 2 648.31696 1294.6194 0.40209 -0.16676 0.22517 59.88 59.88 1.25E-02 29.96 1033200

52860 WLCPLNEELYK Unmodified _WLCPLNEELYK_ B4FDS5_MAIZE 2 732.86322 1463.7119 0.80177 0.26052 1.0417 88.571 88.571 4.43E-05 56.43 642030
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52861 WLDAAEAER Unmodified _WLDAAEAER_ B6SJA3_MAIZE 2 530.75654 1059.4985 -0.17145 0.36877 0.16479 57.776 57.776 1.01E-02 42.87 225060

52862 WLDGNQLAEAEEFEDK Unmodified _WLDGNQLAEAEEFEDK_ B4FRL9_MAIZE 2 947.4287 1892.8428 1.147 0.055068 1.184 92.865 92.865 4.21E-20 97.78 334460

52863 WLDGNQLAEAEEFEDK Unmodified _WLDGNQLAEAEEFEDK_ B4FRL9_MAIZE 2 947.4287 1892.8428 1.2161 -0.038543 1.1595 92.457 92.457 1.42E-33 87.82 651630

52864 WLHSNVSPAVAELTR Unmodified _WLHSNVSPAVAELTR_ B6SMQ5_MAIZE 2 840.44683 1678.8791 0.98789 -0.11173 0.86734 73.111 73.111 1.12E-07 50.08 1023900

52865 WLHSNVSPAVAELTR Unmodified _WLHSNVSPAVAELTR_ B6SMQ5_MAIZE 3 560.63364 1678.8791 -0.027532 0.05862 0.022246 73.114 73.114 4.00E-03 40.93 8295400

52866 WLLNVHAIDTR Unmodified _WLLNVHAIDTR_ B6SZN0_MAIZE 3 446.58233 1336.7252 -0.038556 0.18387 0.13557 81.642 81.642 5.15E-02 15.03 2766100

52867 WLLQFGGFK Unmodified _WLLQFGGFK_ B6TD97_MAIZE 2 548.30293 1094.5913 0.091461 0.22579 0.3236 104.91 104.91 3.32E-02 26.96 678740

52868 WLPGFEASQINFK Unmodified _WLPGFEASQINFK_ B6TDW6_MAIZE 2 768.89591 1535.7773 0.82985 -0.73307 0.089669 98.136 98.136 2.61E-08 45.22 1057500

52869 WLPSSSISPSGR Unmodified _WLPSSSISPSGR_ B4FZN1_MAIZE 2 637.3304 1272.6463 0.37705 -0.14679 0.22232 66.681 66.681 4.56E-01 9.66 657510

52870 WLQSQGFK Unmodified _WLQSQGFK_ B4FDW3_MAIZE 2 497.26126 992.50797 -0.089704 -0.068163 -0.15974 57.146 57.146 5.06E-02 19.35 825230

52871 WLQTITSLPILVK Unmodified _WLQTITSLPILVK_ B4FCA3_MAIZE 2 756.46343 1510.9123 0.88391 0.37057 1.2474 109.94 109.94 2.61E-08 39.03 470150

52872 WLQTITSLPILVK Unmodified _WLQTITSLPILVK_ B4FCA3_MAIZE 2 756.46343 1510.9123 0.84148 0.068642 0.90418 110.6 110.6 3.13E-02 28.38 133180

52873 WLQTITSLPILVK Unmodified _WLQTITSLPILVK_ B4FCA3_MAIZE 2 756.46343 1510.9123 0.8732 0.24218 1.1081 110.54 110.54 1.47E-03 28.7 120010

52874 WLQTITSLPILVK Unmodified _WLQTITSLPILVK_ B4FCA3_MAIZE 2 756.46343 1510.9123 0.92629 0.43063 1.3497 110.62 110.62 6.20E-03 56.07 125300

52875 WLQTITSLPILVK Unmodified _WLQTITSLPILVK_ B4FCA3_MAIZE 2 756.46343 1510.9123 0.88274 0.24753 1.1237 110.22 110.22 2.61E-08 67.17 199010

52876 WLSYVPANIGGPLPITK Unmodified _WLSYVPANIGGPLPITK_ Q41743_MAIZE 2 913.51418 1825.0138 1.1837 0.15686 1.3327 103 103 1.43E-21 54.36 496840

52877 WLTPNEDGVSMAALALMNQDK Unmodified _WLTPNEDGVSMAALALMNQDK_ B6TKG5_MAIZE 2 1152.5536 2303.0926 1.2116 -0.2427 0.95661 115.77 115.77 7.74E-05 68.81 284230

52878 WLTPNEDGVSMAALALMNQDK 2 Oxidation (M) _WLTPNEDGVSM(ox)AALALM(ox)NQDK_ B6TKG5_MAIZE 2 1168.5485 2335.0824 1.2328 -0.19057 1.0336 95.026 95.026 4.13E-26 66.68 331490

52879 WLTPNEDGVSMAALALMNQDK 2 Oxidation (M) _WLTPNEDGVSM(ox)AALALM(ox)NQDK_ B6TKG5_MAIZE 3 779.36809 2335.0824 0.92723 -0.2047 0.71406 95.392 95.392 9.19E-08 42.34 525190

52880 WLTPNEDGVSMAALALMNQDK 2 Oxidation (M) _WLTPNEDGVSM(ox)AALALM(ox)NQDK_ B6TKG5_MAIZE 2 1168.5485 2335.0824 1.2131 -0.17943 1.0248 95.598 95.598 4.29E-34 58.8 501560

52881 WLTPNEDGVSMAALALMNQDK Oxidation (M) _WLTPNEDGVSM(ox)AALALMNQDK_ B6TKG5_MAIZE 3 774.03645 2319.0875 0.90859 -0.042857 0.8549 111.11 111.11 3.48E-04 49.28 765930

52882 WLTPNEDGVSMAALALMNQDK Oxidation (M) _WLTPNEDGVSM(ox)AALALMNQDK_ B6TKG5_MAIZE 2 1160.551 2319.0875 1.197 -0.21275 0.97399 111.1 111.1 1.08E-14 91.82 950390

52883 WMPPATGELRPEVW Oxidation (M) _WM(ox)PPATGELRPEVW_ B4FQI3_MAIZE 2 842.91123 1683.8079 0.98313 0.30883 1.288 93.122 93.122 3.36E-04 47.77 640250

52884 WMSQEVR Unmodified _WMSQEVR_ B6UEQ3_MAIZE 2 468.22382 934.43309 0.025239 0.39367 0.40606 44.588 44.588 1.86E-01 25.11 948660

52885 WMSQEVR Unmodified _WMSQEVR_ B6UEQ3_MAIZE 2 468.22382 934.43309 -0.13182 0.43352 0.28739 44.262 44.262 7.83E-01 21.23 115120

52886 WNDVAGLESAK Unmodified _WNDVAGLESAK_ B6T3Y2_MAIZE 2 595.29603 1188.5775 0.21612 0.26041 0.45974 63.282 63.282 3.57E-04 46.49 1821800

52887 WNEDNLYEIESNKPVR Unmodified _WNEDNLYEIESNKPVR_ B6SQN8_MAIZE 3 669.32532 2004.9541 0.49456 0.46248 0.93209 74.964 74.964 1.87E-02 25.45 2916500

52888 WNIIYPVYLNSK Unmodified _WNIIYPVYLNSK_ B4FK58_MAIZE 2 755.40865 1508.8028 0.85777 0.41131 1.2467 101.51 101.51 7.72E-03 38.93 311660

52889 WNIIYPVYLNSK Unmodified _WNIIYPVYLNSK_ B4FK58_MAIZE 2 755.40865 1508.8028 0.78993 0.069377 0.83857 102.76 102.76 1.68E-09 42.1 842710

52890 WNIQMGHSVLPK Oxidation (M) _WNIQM(ox)GHSVLPK_ A2T1W7_MAIZE 3 475.91509 1424.7235 -0.10485 0.29021 0.1812 62.829 62.829 6.54E-02 11.33 2089500

52891 WNIQMGHSVLPK Unmodified _WNIQMGHSVLPK_ A2T1W7_MAIZE 3 470.58346 1408.7285 -0.14699 0.29394 0.14023 71.992 71.992 1.84E-01 17.79 6639900

52892 WNIQMGHSVLPK Unmodified _WNIQMGHSVLPK_ A2T1W7_MAIZE 2 705.37155 1408.7285 0.62962 0.17752 0.80065 72.007 72.007 7.72E-03 37.89 1499500

52893 WNQLPVPK Unmodified _WNQLPVPK_ B6SRL2_MAIZE 2 491.27945 980.54435 -0.012007 -0.2186 -0.24008 63.362 63.362 1.65E-01 20.53 363260

52894 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.1852 -0.001643 1.1801 111.39 111.39 1.30E-01 26.57 1851000



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

52895 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.1609 -0.17328 0.98396 111.39 111.39 5.05E-12 57.85 684330

52896 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.1323 -0.32135 0.80743 112.05 112.05 5.31E-01 20.32 727580

52897 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.1365 -0.32732 0.80615 112.15 112.15 5.80E-04 25.99 1071600

52898 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.124 0.069467 1.1897 112.03 112.03 5.05E-12 43 203660

52899 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.1542 0.099297 1.2496 112.01 112.01 1.46E-02 22.05 909720

52900 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.2468 -0.097917 1.1458 111.99 111.99 1.55E-12 47.35 213280

52901 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.2721 0.23579 1.5048 111.61 111.61 5.31E-01 16.26 930250

52902 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.2505 0.23108 1.4781 111.63 111.63 5.05E-12 48.1 155360

52903 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.1941 0.018437 1.2089 112.41 112.41 1.46E-02 39.85 2572100

52904 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.1785 -0.029689 1.1455 112.4 112.4 5.63E-05 73.84 747890

52905 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 3 991.4698 2971.3876 1.148 -0.17749 0.9674 111.83 111.83 5.80E-04 47.87 12452000

52906 WNYDGSSTGQAPGEDSEVILYPQAIFK Unmodified _WNYDGSSTGQAPGEDSEVILYPQAIFK_ B4G1P1_MAIZE 2 1486.7011 2971.3876 1.1323 -0.044895 1.0839 111.78 111.78 1.55E-12 79.56 4012100

52907 WPADVTAR Unmodified _WPADVTAR_ B6UG11_MAIZE 2 458.23778 914.46102 -0.12963 -0.38784 -0.51848 54.101 54.101 5.06E-02 24.61 8691400

52908 WPGWPGDSVFR Unmodified _WPGWPGDSVFR_ B6T6U2_MAIZE 2 652.31455 1302.6146 0.54693 0.34322 0.90591 100.44 100.44 7.60E-01 13.85 106370

52909 WPGWPGDSVFR Unmodified _WPGWPGDSVFR_ B6T6U2_MAIZE 2 652.31455 1302.6146 0.50808 0.040441 0.56436 100.8 100.8 1.67E-02 35.49 519760

52910 WPLYLSTK Unmodified _WPLYLSTK_ B4G249_MAIZE 2 504.28166 1006.5488 -0.02831 0.26749 0.22287 78.905 78.905 1.65E-01 35.63 1641600

52911 WPLYLSTK Unmodified _WPLYLSTK_ B4G249_MAIZE 2 504.28166 1006.5488 -0.14918 0.30505 0.13878 79.719 79.719 1.65E-01 18.42 290670

52912 WPLYLSTK Unmodified _WPLYLSTK_ B4G249_MAIZE 2 504.28166 1006.5488 -0.026189 0.19264 0.15006 80.153 80.153 7.88E-01 15.74 399340

52913 WPLYLSTK Unmodified _WPLYLSTK_ B4G249_MAIZE 2 504.28166 1006.5488 -0.0056087 0.1295 0.10753 79.797 79.797 1.00E+00 18.24 300150

52914 WPLYLSTK Unmodified _WPLYLSTK_ B4G249_MAIZE 2 504.28166 1006.5488 -0.023117 -0.032897 -0.073317 79.898 79.898 3.77E-01 14.25 900960

52915 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 4 449.2206 1792.8533 0.087098 -0.252 -0.17234 80.582 80.582 1.00E+00 0.72 1003700

52916 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 3 598.62504 1792.8533 0.16734 0.17014 0.33042 81.389 81.389 1.26E-05 43.07 3880200

52917 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 4 449.2206 1792.8533 -0.042827 -0.054082 -0.10395 81.338 81.338 4.00E-03 34.41 7600000

52918 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 4 449.2206 1792.8533 -0.19495 0.065273 -0.13686 83.549 83.549 4.00E-03 27.38 6220600

52919 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 3 598.62504 1792.8533 0.14396 0.11715 0.2549 83.606 83.606 1.34E-04 30.46 3210600

52920 WPSEVELEHAFHQGK Unmodified _WPSEVELEHAFHQGK_ B6TFN1_MAIZE 2 897.43392 1792.8533 1.093 -0.063014 1.0228 83.77 83.77 1.65E-02 17.37 171110

52921 WPSTAVILITPPPIYEPAR Unmodified _WPSTAVILITPPPIYEPAR_ B6THH7_MAIZE 2 1061.0908 2120.167 1.229 0.096236 1.3151 115.45 115.45 2.46E-02 13.29 117980

52922 WPVVIPEEELGMSFPGIKPK Oxidation (M) _WPVVIPEEELGM(ox)SFPGIKPK_ B6TH45_MAIZE 3 757.06942 2268.1864 0.84298 0.33893 1.1766 113.86 113.86 2.26E-05 26.81 134450

52923 WPYEAAALAFEAIPR Unmodified _WPYEAAALAFEAIPR_ B6UCD0_MAIZE 3 568.96299 1703.8671 0.21663 -0.21641 -0.027847 117.83 117.83 1.00E+00 6.65 87344

52924 WPYEAAALAFEAIPR Unmodified _WPYEAAALAFEAIPR_ B6UCD0_MAIZE 2 852.94085 1703.8671 1.0897 0.37508 1.4371 118.56 118.56 2.37E-16 91.55 100820

52925 WPYEAAALAFEAIPR Unmodified _WPYEAAALAFEAIPR_ B6UCD0_MAIZE 3 568.96299 1703.8671 0.13733 0.2695 0.37991 118.65 118.65 2.65E-02 39.2 724900

52926 WQDNFVSSQGR Unmodified _WQDNFVSSQGR_ B6U5R6_MAIZE 2 662.30746 1322.6004 0.54737 0.33394 0.88763 60.059 60.059 4.48E-03 63 609560

52927 WQDNFVSSQGR Unmodified _WQDNFVSSQGR_ B6U5R6_MAIZE 2 662.30746 1322.6004 0.52205 0.23009 0.75859 60.343 60.343 3.60E-06 57.33 305370

52928 WSAFVDDGK Unmodified _WSAFVDDGK_ B4FSM5_MAIZE 2 512.74036 1023.4662 -0.071991 0.11365 0.050299 63.085 63.085 7.18E-01 26.94 832370
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52929 WSAFVDDGK Unmodified _WSAFVDDGK_ B4FSM5_MAIZE 2 512.74036 1023.4662 -0.16398 -0.14219 -0.29678 65.448 65.448 3.32E-02 49.79 3232000

52930 WSDADVDEFIASDPVYGPQLK Unmodified _WSDADVDEFIASDPVYGPQLK_ B4FL77_MAIZE 2 1176.5552 2351.0958 1.1557 0.15664 1.3145 111.8 111.8 7.74E-05 81.84 79343

52931 WSEDNWIQR Unmodified _WSEDNWIQR_ B4FVB4_MAIZE 2 617.28599 1232.5574 0.27819 1.1575 1.4209 72.697 72.697 1.12E-01 24.08 663750

52932 WSEDNWIQR Unmodified _WSEDNWIQR_ B4FVB4_MAIZE 2 617.28599 1232.5574 0.26941 1.0865 1.3399 71.638 71.638 3.32E-02 36.58 1133900

52933 WSEFPTK Unmodified _WSEFPTK_ B5AMJ8_MAIZE 2 447.72144 893.42832 0.067202 0.01959 0.08044 54.658 54.658 7.83E-01 22.01 581230

52934 WSEFPTK Unmodified _WSEFPTK_ B5AMJ8_MAIZE 2 447.72144 893.42832 0.024645 -2.2603 -2.2351 56.201 56.201 4.46E-01 26.31 523050

52935 WSFTGAFEAR Unmodified _WSFTGAFEAR_ B4F9G8_MAIZE 2 586.28018 1170.5458 0.25132 0.28504 0.53403 87.828 87.828 7.11E-01 18.81 335320

52936 WSFTGAFEAR Unmodified _WSFTGAFEAR_ B4F9G8_MAIZE 2 586.28018 1170.5458 0.13677 0.085576 0.22228 89.994 89.994 1.25E-02 31.32 38640

52937 WSFTGAFEAR Unmodified _WSFTGAFEAR_ B4F9G8_MAIZE 2 586.28018 1170.5458 0.12727 0.56591 0.69031 88.194 88.194 1.62E-03 77.39 185820

52938 WSLAGATALVTGGSK Unmodified _WSLAGATALVTGGSK_ B4FFM6_MAIZE 2 709.88554 1417.7565 0.75425 -0.30476 0.45156 96.959 96.959 1.60E-05 43.59 296200

52939 WSLAGATALVTGGSK Unmodified _WSLAGATALVTGGSK_ B4FFM6_MAIZE 3 473.59279 1417.7565 0.01651 -0.19403 -0.17728 97.307 97.307 1.00E+00 16.98 205080

52940 WSLAGATALVTGGSK Unmodified _WSLAGATALVTGGSK_ B4FFM6_MAIZE 2 709.88554 1417.7565 0.69371 0.33724 1.0324 98.562 98.562 2.05E-04 67.17 63872

52941 WSLPLEPASVSPGLEAEFSHLNIR Unmodified _WSLPLEPASVSPGLEAEFSHLNIR_ B4FX39_MAIZE 3 883.79389 2648.3599 1.1942 -2.2008 -1.0177 117.97 117.97 1.13E-01 5.5 90026

52942 WSNEVQEAVQSR Unmodified _WSNEVQEAVQSR_ B6SV32_MAIZE 2 716.8444 1431.6743 0.72699 0.35712 1.0721 61.193 61.193 2.05E-12 79.58 1212500

52943 WSNEVQEAVQSR Unmodified _WSNEVQEAVQSR_ B6SV32_MAIZE 2 716.8444 1431.6743 0.68959 -0.37168 0.30734 61.584 61.584 9.64E-17 90 650220

52944 WSNEVQEAVQSR Unmodified _WSNEVQEAVQSR_ B6SV32_MAIZE 2 716.8444 1431.6743 0.726 0.137 0.85178 63.023 63.023 2.05E-12 72.73 594630

52945 WSPALQIR Unmodified _WSPALQIR_ B4FPA1_MAIZE 2 485.77708 969.5396 -0.23394 0.034952 -0.21792 70.619 70.619 2.92E-02 35.34 152330

52946 WSPALQIR Unmodified _WSPALQIR_ B4FPA1_MAIZE 2 485.77708 969.5396 0.014357 0.30262 0.29606 69.322 69.322 1.65E-01 26.25 675090

52947 WSPALQIR Unmodified _WSPALQIR_ B4FPA1_MAIZE 2 485.77708 969.5396 -0.24285 -0.24226 -0.50437 71.403 71.403 2.92E-02 47.88 4379100

52948 WSSPLHFADTPGDCEFDYAR Unmodified _WSSPLHFADTPGDCEFDYAR_ B6T329_MAIZE 3 791.00766 2370.0011 0.97249 -0.098203 0.88144 93.502 93.502 9.97E-16 43.85 644630

52949 WSSPLHFADTPGDCEFDYAR Unmodified _WSSPLHFADTPGDCEFDYAR_ B6T329_MAIZE 3 791.00766 2370.0011 0.97231 -0.090843 0.88872 94.238 94.238 6.66E-26 59.02 340780

52950 WSSPLHFADTPGDCEFDYAR Unmodified _WSSPLHFADTPGDCEFDYAR_ B6T329_MAIZE 3 791.00766 2370.0011 1.0176 -0.011158 1.0146 94.06 94.06 6.66E-26 48.16 371140

52951 WSSPLHFADTPGDCEFDYAR Unmodified _WSSPLHFADTPGDCEFDYAR_ B6T329_MAIZE 3 791.00766 2370.0011 0.93621 -2.0118 -1.065 94.604 94.604 6.66E-26 54.76 617110

52952 WSTSIKDEEGYPAFALVNK Unmodified _WSTSIKDEEGYPAFALVNK_ B6STP1_MAIZE 3 719.02839 2154.0633 0.69386 0.030819 0.7127 89.548 89.548 1.03E-01 13.63 1044600

52953 WSYPGGGLNQIPGECTISGDVR Unmodified _WSYPGGGLNQIPGECTISGDVR_ B6TIJ2_MAIZE 2 1182.0579 2362.1012 1.1969 0.008391 1.2149 92.673 92.673 5.41E-06 52.83 520110

52954 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.3861 -0.18269 0.19583 35.059 35.059 1.00E+00 21.37 454750

52955 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.32552 -0.29162 0.025035 36.907 36.907 2.92E-01 22.09 140480

52956 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.38602 -0.1812 0.19687 36.055 36.055 2.92E-01 15.36 119060

52957 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.34133 0.085123 0.41712 36.782 36.782 1.00E+00 12.06 91374

52958 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.3574 -0.011852 0.33762 36.766 36.766 6.17E-01 12.37 404790

52959 WTAEDRPAGGR Unmodified _WTAEDRPAGGR_ B4FTL0_MAIZE 3 405.86702 1214.5792 0.41062 0.041036 0.44222 34.729 34.729 1.00E+00 35.04 127980

52960 WTALIK Unmodified _WTALIK_ B4FA99_MAIZE 2 366.22616 730.43776 0.59216 0.33254 0.89978 62.329 62.329 5.26E-01 39.82 847270

52961 WTAPVYAALR Unmodified _WTAPVYAALR_ B4FBF5_MAIZE 2 574.31657 1146.6186 0.15283 0.26787 0.40337 78.516 78.516 3.43E-01 9.51 1287100

52962 WTAPVYAALR Unmodified _WTAPVYAALR_ B4FBF5_MAIZE 2 574.31657 1146.6186 0.096782 -0.16293 -0.081611 78.457 78.457 2.81E-03 50.75 3425300
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52963 WTAQALLAGADMMK 2 Oxidation (M) _WTAQALLAGADM(ox)M(ox)K_ B4FWK0_MAIZE 2 769.87072 1537.7269 0.95068 0.088237 1.0271 83.207 83.207 1.21E-21 61.44 396300

52964 WTDGKQEKPTVR Unmodified _WTDGKQEKPTVR_ ATP5E_MAIZE 4 361.94403 1443.747 0.71591 0.17594 0.88882 31.783 31.783 2.11E-01 19.06 253850

52965 WTDGKQEKPTVR Unmodified _WTDGKQEKPTVR_ ATP5E_MAIZE 3 482.25629 1443.747 -0.21072 -0.2438 -0.45501 31.776 31.776 4.50E-01 12.57 145050

52966 WTDGLILK Unmodified _WTDGLILK_ B4FLQ8_MAIZE 2 473.27384 944.53312 2.6849 75.978 75.978 1.48E-01 14.51

52967 WTDGLILK Unmodified _WTDGLILK_ B4FLQ8_MAIZE 2 473.27384 944.53312 -0.13049 0.43039 0.29142 75.373 75.373 1.65E-01 40.92 8116000

52968 WTGIPVSNLQQSER Unmodified _WTGIPVSNLQQSER_ B4FL89_MAIZE 2 807.91536 1613.8162 1.0005 0.037989 1.0342 74.366 74.366 2.96E-06 51.36 236240

52970 WTVQQAAELSVAAPTIEASLDSR Unmodified _WTVQQAAELSVAAPTIEASLDSR_ B4FSV6_MAIZE 3 815.08697 2442.2391 1.0536 0.36182 1.4049 111.81 111.81 3.27E-04 15.71 260710

52971 WTVQQAAELSVAAPTIEASLDSR Unmodified _WTVQQAAELSVAAPTIEASLDSR_ B4FSV6_MAIZE 2 1222.1268 2442.2391 1.225 -0.005626 1.2095 114.08 114.08 4.97E-06 54.73 211490

52972 WVAGFLEK Unmodified _WVAGFLEK_ B4F7T8_MAIZE 2 475.26073 948.5069 -0.12079 0.36675 0.23822 76.902 76.902 5.06E-02 23.2 1437000

52973 WVDALTDPR Unmodified _WVDALTDPR_ B6UHU1_MAIZE 2 536.77473 1071.5349 0.17545 67.208 67.208 4.98E-02 24.15

52974 WVDALTDPR Unmodified _WVDALTDPR_ B6UHU1_MAIZE 2 536.77473 1071.5349 -0.025884 -0.22293 -0.24541 67.628 67.628 1.12E-01 10.69 438620

52975 WVDALTDPR Unmodified _WVDALTDPR_ B6UHU1_MAIZE 2 536.77473 1071.5349 0.017848 -0.25478 -0.23452 68.802 68.802 9.73E-03 33.94 1157900

52976 WVDALTDPR Unmodified _WVDALTDPR_ B6UHU1_MAIZE 2 536.77473 1071.5349 -0.44236 68.128 68.128 2.19E-04 40.58

52977 WVDALTDPR Unmodified _WVDALTDPR_ B6UHU1_MAIZE 2 536.77473 1071.5349 -0.048277 -0.17348 -0.21922 68.828 68.828 3.89E-04 53.62 10517000

52978 WVEYAEK Unmodified _WVEYAEK_ B4FCV1_MAIZE 2 462.72672 923.43888 -0.061908 0.34056 0.25031 48.491 48.491 7.83E-01 15.3 1191600

52979 WVEYAEK Unmodified _WVEYAEK_ B4FCV1_MAIZE 2 462.72672 923.43888 -0.24331 0.21734 -0.054282 51.69 51.69 1.86E-01 16.38 6105400

52980 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1408 -0.21948 0.92241 112.63 112.63 4.07E-45 93.6 17080000

52981 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1453 -0.30711 0.83977 112.97 112.97 3.42E-29 87.52 8469500

52982 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 3 634.67551 1901.0047 0.35849 0.23891 0.5978 112.93 112.93 2.56E-01 34.14 2286700

52983 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1244 -0.24383 0.88125 113.06 113.06 3.42E-29 110.56 7837000

52984 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1145 0.065797 1.1809 113.11 113.11 3.42E-29 87.79 3489000

52985 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 3 634.67551 1901.0047 0.4598 0.44244 0.9025 113.06 113.06 4.33E-01 21.82 483290

52986 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1955 0.21914 1.4155 112.81 112.81 3.42E-29 97.34 2027800

52987 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 3 634.67551 1901.0047 0.44358 0.35644 0.79962 112.73 112.73 2.56E-01 37.38 443910

52988 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1733 0.36653 1.5397 113.63 113.63 8.28E-39 105.92 5713400

52989 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 3 634.67551 1901.0047 0.45306 1.0567 1.509 113.5 113.5 9.23E-01 8.47 1516500

52990 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.2092 0.49978 1.7088 112.76 112.76 1.37E-17 80.01 295510

52991 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.1544 0.044143 1.1993 114.4 114.4 1.54E-12 71.03 457690

52992 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 3 634.67551 1901.0047 0.44692 0.086752 0.53487 114.39 114.39 1.00E+00 4.24 100590

52993 WVFPETNTGIIVLAEGR Unmodified _WVFPETNTGIIVLAEGR_ B6T440_MAIZE 2 951.50963 1901.0047 1.164 -0.48353 0.68197 117.89 117.89 3.42E-29 64.48 113510

52994 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.3965 0.21009 1.6011 55.096 55.096 5.31E-01 14.73 5640500

52995 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 2 469.76397 937.51339 -0.027584 0.43408 0.40033 55.094 55.094 9.32E-03 29.55 1474400

52996 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.2042 0.14803 1.3476 58.538 58.538 1.00E+00 14.84 46592

52997 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.2516 0.2277 1.4736 56.078 56.078 1.00E+00 24.51 761520
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52998 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.5808 -0.17854 1.3979 57.63 57.63 1.00E+00 11.36 918140

52999 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.4288 -0.00086 1.4245 56.93 56.93 1.00E+00 13.99 646780

53000 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.401 -0.052444 1.3429 57.641 57.641 1.00E+00 20.25 624390

53001 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.3395 -0.046622 1.2875 56.221 56.221 1.00E+00 9.13 471790

53002 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 3 313.51174 937.51339 1.3865 0.25833 1.6383 59.585 59.585 5.31E-01 17.56 1867600

53003 WVIHVER Unmodified _WVIHVER_ B6TPG2_MAIZE 2 469.76397 937.51339 -0.16845 -0.008333 -0.18034 59.593 59.593 1.86E-01 29.48 312460

53004 WVLFQLSPLLSLGLPK Unmodified _WVLFQLSPLLSLGLPK_ B6TT18_MAIZE 2 906.04512 1810.0757 1.0826 0.39102 1.4675 128.25 128.25 1.82E-38 59.77 431100

53005 WVLPDSYLDVK Unmodified _WVLPDSYLDVK_ B6TDH1_MAIZE 2 667.85318 1333.6918 0.57717 0.71994 1.2949 98.755 98.755 4.43E-05 45.79 3971100

53006 WVNSMEWSGK Unmodified _WVNSMEWSGK_ B4FBF2_MAIZE 2 612.27932 1222.5441 0.30131 -0.12822 0.16488 69.802 69.802 2.81E-03 30.05 1335000

53007 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 0.070466 0.9375 1.0025 40.557 40.557 7.83E-01 19.98 1030900

53008 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 -0.066242 0.9762 0.90657 41.083 41.083 7.83E-01 14.37 48522

53009 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 -0.11699 -0.41577 -0.53387 40.192 40.192 7.83E-01 8.14 182740

53010 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 0.064928 0.10238 0.16424 42.774 42.774 1.00E+00 9.24 241440

53011 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 0.079308 -0.031609 0.046124 42.22 42.22 4.46E-01 24.1 354900

53012 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 -0.042618 -0.05069 -0.09541 42.882 42.882 1.00E+00 8.77 289780

53013 WVQGSYR Unmodified _WVQGSYR_ B6TWP1_MAIZE 2 448.22468 894.4348 -0.071805 -0.01661 -0.090178 43.48 43.48 7.83E-01 14.23 6315000

53014 WVSQYIK Unmodified _WVSQYIK_ B6TG58_MAIZE 2 462.2529 922.49125 -0.054513 0.042671 -0.025781 59.633 59.633 1.00E+00 9.98 964870

53015 WVSQYIK Unmodified _WVSQYIK_ B6TG58_MAIZE 2 462.2529 922.49125 -0.22345 0.35932 0.12142 62.344 62.344 4.46E-01 18.04 2974900

53016 WVTQGPVDVDIGANPSAEGGEDESVDDTAVK Unmodified _WVTQGPVDVDIGANPSAEGGEDESVDDTAVK_ B4FL17_MAIZE 2 1579.2258 3156.4371 1.0056 -0.30961 0.708 89.546 89.546 4.76E-19 69.2 378240

53017 WWFHDDTV Unmodified _WWFHDDTV_ B4FMX0_MAIZE 2 553.24052 1104.4665 -0.041427 0.17523 0.15841 92.845 92.845 3.77E-01 7.91 2057200

53018 WWSITGIR Unmodified _WWSITGIR_ B4FUP2_MAIZE 2 509.77708 1017.5396 -0.11862 0.010818 -0.11191 91.551 91.551 2.92E-02 33.97 131790

53019 WWWEDAK Unmodified _WWWEDAK_ Q5EUC9_MAIZE 2 510.73233 1019.4501 0.032306 0.55316 0.57093 91.394 91.394 8.04E-02 28.03 300720

53020 WWWEDAK Unmodified _WWWEDAK_ Q5EUC9_MAIZE 2 510.73233 1019.4501 -0.086097 0.097176 -0.0016739 91.073 91.073 1.86E-01 16.34 357650

53021 WYAPVSQQPSH Unmodified _WYAPVSQQPSH_ B6T3J9_MAIZE 2 650.30947 1298.6044 0.40218 -0.13043 0.27132 60.52 60.52 4.43E-05 34.08 380370

53022 WYETVSAAVASR Unmodified _WYETVSAAVASR_ B6SLK4_MAIZE 2 670.33568 1338.6568 0.49704 0.41309 0.89777 71.395 71.395 1.60E-02 36.21 54451

53023 WYETVSAAVASR Unmodified _WYETVSAAVASR_ B6SLK4_MAIZE 2 670.33568 1338.6568 0.41271 0.33075 0.73093 71.037 71.037 9.64E-17 93.31 9323200

53024 WYNIYK Unmodified _WYNIYK_ B4FFL1_MAIZE 2 443.72652 885.43849 -0.17557 0.56634 0.35762 64.115 64.115 5.26E-01 14.56 664070

53025 WYNKEEVILGK Unmodified _WYNKEEVILGK_ B4FHJ2_MAIZE 3 460.25036 1377.7293 0.23313 -2.1531 -1.9406 62.85 62.85 4.45E-03 34.21 392190

53026 WYNKEEVILGK Unmodified _WYNKEEVILGK_ B4FHJ2_MAIZE 3 460.25036 1377.7293 -0.10361 -0.91576 -1.0415 62.699 62.699 1.52E-02 30.24 483590

53027 WYQVGAFYPFFR Unmodified _WYQVGAFYPFFR_ B6SIH5_MAIZE 2 790.88789 1579.7612 0.97814 0.45334 1.4359 117.06 117.06 9.64E-17 60 276380

53028 WYQVGAFYPFFR Unmodified _WYQVGAFYPFFR_ B6SIH5_MAIZE 2 790.88789 1579.7612 0.93493 0.461 1.4009 117.58 117.58 2.05E-12 55.63 125890

53029 WYQVGAFYPFFR Unmodified _WYQVGAFYPFFR_ B6SIH5_MAIZE 2 790.88789 1579.7612 0.93703 0.25902 1.2015 117.75 117.75 7.61E-14 58.88 208260

53030 WYVENVISNKK Unmodified _WYVENVISNKK_ B6TMJ8_MAIZE 3 460.58211 1378.7245 -0.066584 0.054727 -0.032533 67.731 67.731 1.15E-01 13.6 854050

53031 YAADEDAFFADYAEAHLK Unmodified _YAADEDAFFADYAEAHLK_ B4G031_MAIZE 3 682.97417 2045.9007 0.54032 0.058902 0.58123 96.2 96.2 1.93E-34 67.05 5129800
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53032 YAADEDAFFADYAEAHLK Unmodified _YAADEDAFFADYAEAHLK_ B4G031_MAIZE 2 1023.9576 2045.9007 1.185 0.060857 1.2275 95.617 95.617 1.18E-19 78.61 453800

53033 YAAEEFK Unmodified _YAAEEFK_ B6SXA8_MAIZE 2 429.20562 856.39668 -0.1457 0.19684 0.012907 41.939 41.939 1.86E-01 19.66 1295100

53034 YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK Unmodified _YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK_ B6UE86_MAIZE 3 1220.2999 3657.8778 1.1877 -0.60259 0.57351 123.64 123.64 5.14E-04 33.25 629980

53035 YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK Unmodified _YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK_ B6UE86_MAIZE 3 1220.2999 3657.8778 1.1998 -0.54415 0.64465 128.38 128.38 2.56E-05 67.23 579540

53036 YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK Unmodified _YAAIAQDNGLVPIVEPEILLDGDHGIEGALEVAEK_ B6UE86_MAIZE 4 915.47672 3657.8778 1.177 -0.96652 0.1993 128.57 128.57 8.26E-01 5.92 290550

53037 YAALAPLYYR Unmodified _YAALAPLYYR_ B6TCI5_MAIZE 2 600.82422 1199.6339 0.18926 0.41605 0.56816 79.34 79.34 1.45E-01 21.09 278120

53038 YAAMLAEK Unmodified _YAAMLAEK_ PEPCK_MAIZE 2 448.73095 895.44734 0.054208 0.76115 0.76391 45.825 45.825 1.90E-02 30.92 1601100

53039 YAAMLAEK Unmodified _YAAMLAEK_ PEPCK_MAIZE 2 448.73095 895.44734 -0.10549 0.4079 0.25308 45.644 45.644 1.00E+00 16.81 215820

53040 YAAMLAEK Unmodified _YAAMLAEK_ PEPCK_MAIZE 2 448.73095 895.44734 0.0033476 -0.039515 -0.086128 48.134 48.134 1.65E-01 18.73 351320

53041 YAAMLAEK Unmodified _YAAMLAEK_ PEPCK_MAIZE 2 448.73095 895.44734 0.060179 -0.059375 -0.047288 47.431 47.431 7.88E-01 19.01 307480

53042 YAAMLAEK Unmodified _YAAMLAEK_ PEPCK_MAIZE 2 448.73095 895.44734 -0.037691 0.17405 0.087467 48.224 48.224 2.92E-02 39.46 1031400

53043 YAAMLAEK Oxidation (M) _YAAM(ox)LAEK_ PEPCK_MAIZE 2 456.7284 911.44225 -0.12873 0.30746 0.13368 35.809 35.809 2.15E-02 23.82 253370

53044 YAAMLAEK Oxidation (M) _YAAM(ox)LAEK_ PEPCK_MAIZE 2 456.7284 911.44225 -0.044522 0.11837 0.029579 38.453 38.453 2.15E-02 32.28 898180

53045 YAANEQWPLK Unmodified _YAANEQWPLK_ B6SSJ4_MAIZE 2 610.30894 1218.6033 0.4276 0.85938 1.2552 64.907 64.907 1.62E-03 52.97 1048300

53046 YADDAATLK Unmodified _YADDAATLK_ TKTC_MAIZE 2 484.24019 966.46583 -0.060768 0.069235 -0.015306 39.537 39.537 3.32E-02 20.58 2910100

53047 YADDAATLK Unmodified _YADDAATLK_ TKTC_MAIZE 2 484.24019 966.46583 -0.1598 0.29496 0.11149 38.665 38.665 1.12E-01 12.11 877520

53048 YADDAATLK Unmodified _YADDAATLK_ TKTC_MAIZE 2 484.24019 966.46583 -0.055911 0.067251 -0.011725 41.549 41.549 3.32E-02 37.8 1402800

53049 YADDAATLK Unmodified _YADDAATLK_ TKTC_MAIZE 2 484.24019 966.46583 -0.051101 0.16472 0.090504 40.799 40.799 1.01E-02 42.19 1340400

53050 YADDAATLK Unmodified _YADDAATLK_ TKTC_MAIZE 2 484.24019 966.46583 -0.17265 1.0702 0.87265 41.619 41.619 3.32E-02 35.6 5585800

53051 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.13117 -0.17393 -0.077814 50.798 50.798 9.32E-03 43.05 8724700

53052 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.034626 -0.3573 -0.35661 51.324 51.324 1.86E-01 24.59 31966

53053 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.010752 0.063093 0.037317 50.524 50.524 8.04E-02 41.86 3240700

53054 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.11503 -0.31692 -0.23627 52.755 52.755 8.04E-02 24.48 5328300

53055 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.074351 -0.35021 -0.31198 52.064 52.064 4.49E-02 40.41 5057800

53056 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.013777 0.097969 0.075385 52.888 52.888 4.49E-02 31.73 2899700

53057 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.11421 -0.56166 -0.48253 52.798 52.798 8.04E-02 34.3 4801500

53058 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.035505 -0.29596 -0.29703 53.376 53.376 9.32E-03 42.91 32289000

53059 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 0.1952 -0.66187 -0.50147 51.036 51.036 4.49E-02 31.86 275530

53060 YADELIK Unmodified _YADELIK_ B4FWP0_MAIZE 2 426.22909 850.44363 -0.037391 -0.39435 -0.46554 54.246 54.246 8.04E-02 43.45 146980

53061 YADGELER Unmodified _YADGELER_ B6UFA0_MAIZE 2 476.72216 951.42977 0.011409 -0.012174 -0.027888 38.835 38.835 3.48E-02 44.97 519970

53062 YADGELER Unmodified _YADGELER_ B6UFA0_MAIZE 2 476.72216 951.42977 0.014224 0.12852 0.11536 40.913 40.913 1.90E-02 38.79 183890

53063 YADGELER Unmodified _YADGELER_ B6UFA0_MAIZE 2 476.72216 951.42977 0.021039 -0.025607 -0.033263 40.16 40.16 1.90E-02 38.48 172600

53064 YADGELER Unmodified _YADGELER_ B6UFA0_MAIZE 2 476.72216 951.42977 -0.035354 0.54177 0.47778 40.902 40.902 1.90E-02 45.82 950130

53065 YADLLNSPK Unmodified _YADLLNSPK_ B6SS78_MAIZE 2 510.77166 1019.5288 0.0086456 -0.18977 -0.20945 58.542 58.542 1.01E-02 15.32 228470
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53066 YADLLNSPK Unmodified _YADLLNSPK_ B6SS78_MAIZE 2 510.77166 1019.5288 0.033162 -0.22982 -0.22564 57.919 57.919 9.73E-03 33.42 279440

53067 YADLLNSPK Unmodified _YADLLNSPK_ B6SS78_MAIZE 2 510.77166 1019.5288 -0.038438 -0.43949 -0.50508 58.785 58.785 3.39E-01 6.63 782540

53068 YADLLNSPK Unmodified _YADLLNSPK_ B6SS78_MAIZE 2 510.77166 1019.5288 0.013118 0.73164 0.71391 64.014 64.014 3.39E-01 8.13 1839000

53069 YADTHEWVK Unmodified _YADTHEWVK_ B4FUR6_MAIZE 2 574.77219 1147.5298 0.054599 -0.14971 -0.10171 48.944 48.944 3.21E-03 44.85 1921500

53070 YADVIIPR Unmodified _YADVIIPR_ B6T3X8_MAIZE 2 473.77146 945.52837 -0.15763 0.58218 0.40547 62.739 62.739 3.48E-02 37.04 249380

53071 YADVIIPR Unmodified _YADVIIPR_ B6T3X8_MAIZE 2 473.77146 945.52837 -0.0037679 0.11211 0.090911 64.053 64.053 1.90E-02 54.88 398260

53072 YADVLR Unmodified _YADVLR_ B6TKK2_MAIZE 2 368.70305 735.39154 0.76998 0.17575 0.92603 46.777 46.777 5.26E-01 28.37 1527100

53073 YAEAESEFR Unmodified _YAEAESEFR_ B4FI08_MAIZE 2 551.246 1100.4775 0.04932 0.30481 0.31923 48.99 48.99 3.13E-03 41.99 2327100

53074 YAEDCDDHDRVEEIPENFPFK Unmodified _YAEDCDDHDRVEEIPENFPFK_ B4FZA1_MAIZE 4 657.03541 2624.1125 0.42657 0.13822 0.56113 83.719 83.719 5.77E-05 23.79 3350900

53075 YAEDCDDHDRVEEIPENFPFK Unmodified _YAEDCDDHDRVEEIPENFPFK_ B4FZA1_MAIZE 3 875.71146 2624.1125 1.0765 -0.34042 0.73346 83.717 83.717 1.81E-14 34.54 683540

53076 YAEDQDAFFR Unmodified _YAEDQDAFFR_ B4FHN3_MAIZE 2 631.27783 1260.5411 0.36146 0.010415 0.36334 69.628 69.628 1.62E-03 35.88 671340

53077 YAELVYAGR Unmodified _YAELVYAGR_ B4FZ29_MAIZE 2 521.27182 1040.5291 -0.00458 -0.15727 -0.18819 58.113 58.113 3.13E-03 64.82 1044600

53078 YAELVYAGR Unmodified _YAELVYAGR_ B4FZ29_MAIZE 2 521.27182 1040.5291 -0.16254 -0.11795 -0.30594 58.364 58.364 1.00E+00 5.52 466740

53079 YAELVYAGR Unmodified _YAELVYAGR_ B4FZ29_MAIZE 2 521.27182 1040.5291 0.018216 -1.1999 -1.2069 60.083 60.083 7.18E-01 8.45 873970

53080 YAELVYAGR Unmodified _YAELVYAGR_ B4FZ29_MAIZE 2 521.27182 1040.5291 -0.0034162 -0.20194 -0.23126 59.424 59.424 1.01E-02 32.76 548240

53081 YAELVYAGR Unmodified _YAELVYAGR_ B4FZ29_MAIZE 2 521.27182 1040.5291 -0.051746 -0.36172 -0.44005 60.025 60.025 3.13E-03 63.94 6804800

53082 YAESCMYSPIYR Unmodified _YAESCMYSPIYR_ B6UDG4_MAIZE 2 770.33397 1538.6534 0.90829 0.6173 1.5054 68.151 68.151 9.64E-17 67.95 538860

53083 YAESCMYSPIYR Unmodified _YAESCMYSPIYR_ B6UDG4_MAIZE 2 770.33397 1538.6534 0.91408 -0.028037 0.8658 69.184 69.184 7.61E-14 53.98 579150

53084 YAESCMYSPIYR Oxidation (M) _YAESCM(ox)YSPIYR_ B6UDG4_MAIZE 2 778.33142 1554.6483 0.92835 -0.05217 0.8596 61.004 61.004 2.05E-12 67.23 742480

53085 YAFEYAFLNNR Unmodified _YAFEYAFLNNR_ B4FRW8_MAIZE 2 704.33823 1406.6619 0.69846 -0.11884 0.55423 91.922 91.922 1.00E+00 5.47 348380

53086 YAFEYAFLNNR Unmodified _YAFEYAFLNNR_ B4FRW8_MAIZE 2 704.33823 1406.6619 0.64244 0.27149 0.88821 91.681 91.681 1.62E-12 66.75 1747000

53087 YAFEYAYLNNR Unmodified _YAFEYAYLNNR_ B4FID6_MAIZE 2 712.33568 1422.6568 0.74046 -1.0611 -0.35154 79.632 79.632 1.62E-12 65.24 453430

53088 YAFEYAYLNNR Unmodified _YAFEYAYLNNR_ B4FID6_MAIZE 2 712.33568 1422.6568 0.72959 -1.0763 -0.37732 79.374 79.374 6.35E-09 39.32 349970

53089 YAFEYAYLNNR Unmodified _YAFEYAYLNNR_ B4FID6_MAIZE 2 712.33568 1422.6568 0.68626 -0.084847 0.56953 79.641 79.641 6.35E-09 75.4 5096800

53090 YAFPIK Unmodified _YAFPIK_ B6UC34_MAIZE 2 369.71288 737.41121 0.75873 0.000609 0.73338 62.113 62.113 2.64E-01 17.61 469710

53091 YAGAAAMYMVSK 2 Oxidation (M) _YAGAAAM(ox)YM(ox)VSK_ B4F8B3_MAIZE 2 647.79395 1293.5733 0.4291 -0.1067 0.30044 45.101 45.101 4.33E-31 42.62 335140

53092 YAGAIDAVK Unmodified _YAGAIDAVK_ B4FEA2_MAIZE 2 454.24782 906.48108 -0.0061585 -0.028341 -0.05527 44.655 44.655 1.01E-02 20.8 1260800

53093 YAGASNWTVK Unmodified _YAGASNWTVK_ B6TYG2_MAIZE 2 548.77473 1095.5349 0.052484 0.037585 0.078908 51.814 51.814 2.81E-03 27.33 1213100

53094 YAGASNWTVK Unmodified _YAGASNWTVK_ B6TYG2_MAIZE 2 548.77473 1095.5349 0.035863 0.86272 0.88568 54.366 54.366 4.40E-02 23.83 1037900

53095 YAGASNWTVK Unmodified _YAGASNWTVK_ B6TYG2_MAIZE 2 548.77473 1095.5349 0.070432 -0.5942 -0.53424 53.951 53.951 1.45E-01 19 834900

53096 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.36609 -0.60542 -0.25398 56.105 56.105 6.35E-09 89.8 3865400

53097 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.35448 -0.084361 0.2548 56.033 56.033 1.62E-12 63.09 1162200

53098 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.37736 -0.39647 -0.033723 58.034 58.034 1.62E-12 61.42 2566900

53099 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.40284 -0.20607 0.18244 57.355 57.355 6.35E-09 55.29 2505000
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53100 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.31475 -0.14376 0.15679 57.947 57.947 6.35E-09 68.22 2306500

53101 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.35352 -0.099108 0.23954 58.582 58.582 3.60E-06 95.62 972030

53102 YAGDSDLQLER Unmodified _YAGDSDLQLER_ TBB7_MAIZE 2 633.80167 1265.5888 0.3581 -0.91942 -0.5757 56.431 56.431 5.66E-08 64.6 541220

53103 YAGEAFR Unmodified _YAGEAFR_ B4G191_MAIZE 2 407.19813 812.3817 0.27801 0.31647 0.56793 41.662 41.662 1.00E+00 12.65 385360

53104 YAGEAFR Unmodified _YAGEAFR_ B4G191_MAIZE 2 407.19813 812.3817 0.30253 0.18253 0.45867 41.476 41.476 1.86E-01 28.37 2211800

53105 YAGFTGVR Unmodified _YAGFTGVR_ B6TIG6_MAIZE 2 435.72705 869.43955 0.22119 0.30676 0.53476 50.107 50.107 3.77E-01 8.58 961360

53106 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.91243 0.19142 1.0967 53.061 53.061 4.21E-20 112.47 1927500

53107 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.8821 0.092303 0.96753 52.901 52.901 7.73E-25 112.43 1031800

53108 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.91423 -0.008613 0.89996 55.091 55.091 4.21E-20 102.58 923950

53109 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.9474 0.10112 1.0425 54.37 54.37 1.42E-33 117.05 670020

53110 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.94632 0.009574 0.94921 55.098 55.098 7.73E-25 102.37 647700

53111 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.98062 0.19149 1.1653 55.103 55.103 4.21E-20 109.26 452870

53112 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.91786 0.51018 1.4217 55.744 55.744 7.73E-25 102.51 2526600

53113 YAGGAGGGDELSVEER Unmodified _YAGGAGGGDELSVEER_ B6T7L9_MAIZE 2 783.85517 1565.6958 0.81706 -0.34305 0.46884 53.511 53.511 1.42E-33 105.86 8900900

53114 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.66303 -0.17302 0.47432 62.255 62.255 1.87E-21 73.57 1110000

53115 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.63876 -0.25576 0.36779 62.562 62.562 2.98E-17 55.8 1194800

53116 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.62619 -0.2383 0.37253 63.998 63.998 1.22E-27 61.98 2784300

53117 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.65184 -0.14087 0.49437 63.379 63.379 1.22E-27 73.94 1693200

53118 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.54128 -0.38708 0.13878 63.793 63.793 1.22E-27 69.48 23131000

53119 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.69521 0.059218 0.73783 74.194 74.194 1.11E-04 52.49 775590

53120 YAGMLQYDGELK Oxidation (M) _YAGM(ox)LQYDGELK_ B6TGG2_MAIZE 2 702.32921 1402.6439 0.64771 0.24024 0.87148 62.709 62.709 1.63E-05 45.63 489810

53121 YAGMLQYDGELK Unmodified _YAGMLQYDGELK_ B6TGG2_MAIZE 2 694.33175 1386.649 0.60223 -0.26554 0.3171 73.572 73.572 9.64E-17 56.74 3596700

53122 YAGMLQYDGELK Unmodified _YAGMLQYDGELK_ B6TGG2_MAIZE 2 694.33175 1386.649 0.61013 -0.1325 0.45818 74.098 74.098 9.64E-17 59.43 714160

53123 YAGMLQYDGELK Unmodified _YAGMLQYDGELK_ B6TGG2_MAIZE 2 694.33175 1386.649 0.63236 -0.066352 0.54733 74.79 74.79 2.05E-12 49.07 858410

53124 YAGMLQYDGELK Unmodified _YAGMLQYDGELK_ B6TGG2_MAIZE 2 694.33175 1386.649 0.56153 -0.12763 0.41522 74.33 74.33 7.61E-14 44.15 4758600

53125 YAGMLQYDGELKLPSR Oxidation (M) _YAGM(ox)LQYDGELKLPSR_ B6TGG2_MAIZE 3 619.64522 1855.9138 0.33914 -0.084034 0.23793 74.698 74.698 1.80E-11 45.04 1279000

53126 YAGSEFKGEDGEYIVLR Unmodified _YAGSEFKGEDGEYIVLR_ B6T8U7_MAIZE 3 644.98278 1931.9265 0.44045 -0.08495 0.34275 74.272 74.272 1.40E-03 25.1 588920

53127 YAGTEVEFNDSK Unmodified _YAGTEVEFNDSK_ B4F848_MAIZE 2 680.30679 1358.599 0.57765 0.83078 1.3987 55.839 55.839 7.72E-03 33.29 706430

53128 YAGTEVEFNDSK Unmodified _YAGTEVEFNDSK_ B4F848_MAIZE 2 680.30679 1358.599 0.45184 -0.096923 0.3464 53.515 53.515 2.05E-12 68.45 9265500

53129 YAGYSTCFR Unmodified _YAGYSTCFR_ B4FQC4_MAIZE 2 562.74511 1123.4757 0.12373 -0.008484 0.11588 56.605 56.605 9.73E-03 36.06 393940

53130 YAGYSTCFR Unmodified _YAGYSTCFR_ B4FQC4_MAIZE 2 562.74511 1123.4757 0.16594 -0.21231 -0.044965 55.905 55.905 9.73E-03 45.13 362680

53131 YAGYSTCFR Unmodified _YAGYSTCFR_ B4FQC4_MAIZE 2 562.74511 1123.4757 0.10849 -0.11028 0.00077506 56.533 56.533 1.01E-02 37.55 458670

53132 YAGYSTCFR Unmodified _YAGYSTCFR_ B4FQC4_MAIZE 2 562.74511 1123.4757 0.07238 -0.58988 -0.51494 56.249 56.249 3.13E-03 42.08 5379100

53133 YAHKDEEYDSMLGVVR Oxidation (M) _YAHKDEEYDSM(ox)LGVVR_ B6T3C8_MAIZE 3 643.3 1926.8782 0.40491 0.16931 0.56393 51.356 51.356 2.08E-11 59.11 719620
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53134 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1452 -0.17715 0.96601 115.34 115.34 2.43E-21 71.94 11788000

53135 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 4 794.40895 3173.6067 0.96429 -0.1866 0.77505 115.31 115.31 1.79E-01 17.38 1569100

53136 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1824 -0.12847 1.0519 115.93 115.93 1.05E-15 38.2 6203700

53137 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 4 794.40895 3173.6067 0.92318 -0.21134 0.71023 115.91 115.91 1.00E+00 3.39 999540

53138 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1233 -0.058596 1.0622 116.14 116.14 2.43E-21 67.68 7305600

53139 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 4 794.40895 3173.6067 0.9248 -0.040951 0.88172 116.15 116.15 8.53E-01 10.29 1220900

53140 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1298 -0.085703 1.0423 117.16 117.16 3.45E-31 74.77 3029200

53141 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.2331 -0.16417 1.067 117.49 117.49 9.59E-50 76.73 2018700

53142 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1855 -0.077819 1.1056 117.6 117.6 4.99E-19 75.91 3851000

53143 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.2387 0.048294 1.2848 114.24 114.24 4.30E-14 32.98 383810

53144 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 3 1058.8762 3173.6067 1.1673 -0.33833 0.82685 116.21 116.21 3.45E-31 65.59 36067000

53145 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 4 794.40895 3173.6067 0.9458 0.33283 1.2752 116.2 116.2 1.00E+00 1.01 3894600

53146 YAIICQENGLVPIVEPEILVDGPHDIDR Unmodified _YAIICQENGLVPIVEPEILVDGPHDIDR_ B4FAL9_MAIZE 2 1587.8106 3173.6067 1.2111 -0.42278 0.78633 116.18 116.18 8.65E-01 4.54 312650

53147 YAIIVGGANFGCGSSR Unmodified _YAIIVGGANFGCGSSR_ B6SZA5_MAIZE 2 814.89611 1627.7777 0.98091 0.077319 1.0629 78.178 78.178 1.34E-51 96.44 590380

53148 YAIIVGGANFGCGSSR Unmodified _YAIIVGGANFGCGSSR_ B6SZA5_MAIZE 2 814.89611 1627.7777 0.94743 -0.066261 0.88683 79.656 79.656 5.87E-44 93.44 403290

53149 YAIQSFSK Unmodified _YAIQSFSK_ B4FPZ7_MAIZE 2 472.24782 942.48108 -0.11194 0.023705 -0.10809 56.379 56.379 1.65E-01 17.35 2496800

53150 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.2058 0.22856 1.4353 106.37 106.37 2.32E-76 105.5 1715000

53151 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1709 0.097327 1.2699 110.81 110.81 4.21E-20 74.68 85208

53152 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 3 641.97188 1922.8938 0.45296 0.21174 0.66664 110.73 110.73 4.93E-01 14.98 19247

53153 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.2625 0.36338 1.6272 106.4 106.4 1.67E-64 75.29 549820

53154 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1926 0.17057 1.365 106.51 106.51 1.82E-38 71.53 540720

53155 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1703 -0.14004 1.0321 106.96 106.96 1.34E-51 105.59 592330

53156 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1437 -0.027963 1.1178 104 104 7.73E-25 74.6 161640

53157 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1305 -0.2131 0.9195 105.79 105.79 1.27E-09 66.91 114800

53158 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.0674 -0.31295 0.75718 108.2 108.2 2.32E-76 111.09 15299000

53159 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1606 0.13117 1.2936 115.57 115.57 1.48E-07 37.52 49159

53160 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1901 0.028203 1.2202 117.39 117.39 7.42E-06 55.67 26601

53161 YAIYDFDFVTAEDVQK Unmodified _YAIYDFDFVTAEDVQK_ ADF3_MAIZE 2 962.45418 1922.8938 1.1935 0.15093 1.3458 120.41 120.41 7.42E-06 58.53 36922

53162 YAIYDLDFTTIENCQK Unmodified _YAIYDLDFTTIENCQK_ ADF1_MAIZE 2 997.46422 1992.9139 1.1522 0.058493 1.2053 103.71 103.71 4.21E-20 75.33 211160

53163 YAIYDLDFTTVENCQK Unmodified _YAIYDLDFTTVENCQK_ ADF2_MAIZE 2 990.4564 1978.8982 1.1396 0.072314 1.2118 98.821 98.821 4.21E-20 87.5 386170

53164 YALLAEDGVVK Unmodified _YALLAEDGVVK_ B6T2Y1_MAIZE 2 589.3268 1176.639 0.074003 -0.19321 -0.1332 71.913 71.913 1.67E-02 25.84 46695

53165 YALLAEDGVVK Unmodified _YALLAEDGVVK_ B6T2Y1_MAIZE 2 589.3268 1176.639 -0.59576 70.814 70.814 3.33E-02 29.91

53166 YALLAEDGVVK Unmodified _YALLAEDGVVK_ B6T2Y1_MAIZE 2 589.3268 1176.639 0.088004 0.18052 0.25456 72.715 72.715 5.66E-08 45.6 4189800

53167 YALNYR Unmodified _YALNYR_ O22453_MAIZE 2 400.2085 798.40244 0.38849 0.18207 0.5284 47.693 47.693 2.64E-01 29.1 4365800
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53168 YALNYR Unmodified _YALNYR_ O22453_MAIZE 2 400.2085 798.40244 0.25779 0.25325 0.46885 47.665 47.665 2.78E-01 30.22 690090

53169 YALNYR Unmodified _YALNYR_ O22453_MAIZE 2 400.2085 798.40244 0.36478 0.36043 0.68166 49.381 49.381 2.64E-01 28.46 931780

53170 YALNYR Unmodified _YALNYR_ O22453_MAIZE 2 400.2085 798.40244 0.36268 -0.13934 0.18256 50.589 50.589 5.26E-01 19.36 1442600

53171 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 2 1291.1464 2580.2782 1.1477 -1.8532 -0.70926 122.5 122.5 6.35E-05 45.46 862430

53172 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 3 861.09999 2580.2782 1.108 0.33778 1.4398 122.92 122.92 2.93E-05 42.93 445520

53173 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 2 1291.1464 2580.2782 1.3117 -0.90705 0.40023 122.92 122.92 6.35E-05 56.85 200740

53174 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 3 861.09999 2580.2782 1.1647 0.091634 1.2504 122.9 122.9 6.53E-05 36.05 307530

53175 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 2 1291.1464 2580.2782 1.0622 0.23024 1.287 125.91 125.91 4.20E-18 53.26 505980

53176 YALSYQEPIPVEQLVQSLCDTK Unmodified _YALSYQEPIPVEQLVQSLCDTK_ B4FAR8_MAIZE 3 861.09999 2580.2782 1.0164 -0.004623 1.0065 125.91 125.91 3.07E-12 49.45 1656700

53177 YAMHGLR Oxidation (M) _YAM(ox)HGLR_ B6T144_MAIZE 2 432.21326 862.41196 -0.017826 0.51372 0.47647 24.624 24.624 4.70E-02 24.06 52208

53178 YAMHGLR Unmodified _YAMHGLR_ B6T144_MAIZE 2 424.2158 846.41704 0.0023367 0.39636 0.37414 37.939 37.939 4.46E-01 26.82 119480

53179 YAPFEDILR Unmodified _YAPFEDILR_ SUS1_MAIZE 2 562.29276 1122.571 0.054068 0.06509 0.098421 90.085 90.085 3.13E-03 45.37 14479000

53180 YAPFEDILR Unmodified _YAPFEDILR_ SUS1_MAIZE 2 562.29276 1122.571 0.014617 0.23292 0.22766 90.691 90.691 3.13E-03 42.35 5953100

53181 YAPFEDILR Unmodified _YAPFEDILR_ SUS1_MAIZE 2 562.29276 1122.571 0.091124 0.13489 0.20618 90.913 90.913 3.21E-03 37.77 5207100

53182 YAPFEDILR Unmodified _YAPFEDILR_ SUS1_MAIZE 2 562.29276 1122.571 0.056479 -0.015697 0.021083 90.607 90.607 1.00E+00 12.21 7889800

53183 YAPFEDILR Unmodified _YAPFEDILR_ SUS1_MAIZE 2 562.29276 1122.571 0.090441 -0.24859 -0.17823 90.25 90.25 1.00E+00 5.8 688090

53184 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.48148 0.13871 0.60159 62.085 62.085 2.00E-01 24.33 1457500

53185 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.32747 0.075431 0.38542 63.284 63.284 1.11E-04 49.84 455280

53186 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.52288 0.40608 0.91085 62.552 62.552 7.72E-03 37.27 240450

53187 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.51089 0.94214 1.4334 63.832 63.832 1.60E-02 27.08 504730

53188 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.50951 0.46211 0.95348 63.192 63.192 1.60E-02 40.7 494650

53189 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.51869 1.5024 2.0018 63.522 63.522 6.74E-02 33.25 673750

53190 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.50476 -0.020736 0.46604 63.534 63.534 2.00E-01 22.33 1051800

53191 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.38007 -0.31089 0.051428 63.851 63.851 1.11E-04 33.5 2101100

53192 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.33976 0.040998 0.36307 62.534 62.534 2.62E-07 51.01 8027700

53193 YAPTTSPLSIEK Unmodified _YAPTTSPLSIEK_ B6SU31_MAIZE 2 653.84809 1305.6816 0.32894 -0.35126 -0.038988 64.95 64.95 2.05E-12 57.32 46768000

53194 YAQDKDNVLR Unmodified _YAQDKDNVLR_ B4F9N6_MAIZE 3 407.87893 1220.6149 0.029797 0.14935 0.16127 39.152 39.152 1.26E-02 25.72 112180

53195 YAQVMK Oxidation (M) _YAQVM(ox)K_ B6TCR9_MAIZE 2 378.19146 754.36836 0.79775 0.13759 0.91455 19.43 19.43 6.90E-01 18.74 75191

53196 YAQVMK Unmodified _YAQVMK_ B6TCR9_MAIZE 2 370.194 738.37345 0.8552 0.27999 1.1091 30.172 30.172 2.64E-01 33.08 418490

53197 YASAGGGPVAASK Unmodified _YASAGGGPVAASK_ Q84UE5_MAIZE 2 568.29075 1134.5669 0.16885 -2.7938 -2.6306 33.828 33.828 9.54E-02 21.62 42325

53198 YASEGTDLLPATASAAK Unmodified _YASEGTDLLPATASAAK_ B4FK84_MAIZE 2 833.42014 1664.8257 0.98734 -0.068171 0.90066 67.371 67.371 2.47E-02 38.54 75649

53199 YASEGTDLLPATASAAK Unmodified _YASEGTDLLPATASAAK_ B4FK84_MAIZE 2 833.42014 1664.8257 0.90883 0.14813 1.037 66.719 66.719 1.43E-21 78.4 6339100

53200 YASIYGPTTGDK Unmodified _YASIYGPTTGDK_ B6U262_MAIZE 2 636.80897 1271.6034 0.42822 0.34485 0.76782 53.824 53.824 1.98E-03 43.36 642820

53201 YASLRDEWAIK Unmodified _YASLRDEWAIK_ B4FQM2_MAIZE 3 451.23834 1350.6932 -0.070377 0.12824 0.027575 68.893 68.893 1.91E-02 30.02 2176200
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53202 YASLRDEWAIK Unmodified _YASLRDEWAIK_ B4FQM2_MAIZE 2 676.35388 1350.6932 0.58938 0.16081 0.7208 68.896 68.896 3.57E-04 14.12 664180

53203 YASPVPSHADHTAILAAPETR Unmodified _YASPVPSHADHTAILAAPETR_ B6TG70_MAIZE 4 551.78282 2203.1022 0.025744 -0.099906 -0.0844 61.275 61.275 7.83E-01 10.57 1309100

53204 YASPVPSHADHTAILAAPETR Unmodified _YASPVPSHADHTAILAAPETR_ B6TG70_MAIZE 3 735.37467 2203.1022 0.78667 0.009552 0.78589 61.355 61.355 2.06E-04 43.15 1885600

53205 YASSFYGPFR Unmodified _YASSFYGPFR_ B6TPK4_MAIZE 2 597.78256 1193.5506 0.32404 0.1707 0.48833 74.954 74.954 4.40E-02 12.98 162170

53206 YASSFYGPFR Unmodified _YASSFYGPFR_ B6TPK4_MAIZE 2 597.78256 1193.5506 0.25579 0.25631 0.50539 75.067 75.067 4.40E-05 69.82 1227500

53207 YASSFYGPFR Unmodified _YASSFYGPFR_ B6TPK4_MAIZE 2 597.78256 1193.5506 0.19974 -0.096958 0.096153 74.924 74.924 1.84E-04 35.34 1042500

53208 YATGDDVQLADVFLEPQIHAGINR Unmodified _YATGDDVQLADVFLEPQIHAGINR_ Q9FQC1_MAIZE 3 881.44515 2641.3136 1.0956 0.43346 1.5285 107.26 107.26 1.47E-16 62.03 360370

53209 YATNAVTAFIFR Unmodified _YATNAVTAFIFR_ B6SP25_MAIZE 2 687.36424 1372.7139 0.68612 0.47011 1.1495 99.385 99.385 4.56E-01 19.66 417920

53210 YATNAVTAFIFR Unmodified _YATNAVTAFIFR_ B6SP25_MAIZE 2 687.36424 1372.7139 0.52225 0.14026 0.65642 100.18 100.18 1.98E-03 65.88 295900

53211 YATNAVTAFIFR Unmodified _YATNAVTAFIFR_ B6SP25_MAIZE 2 687.36424 1372.7139 0.69055 0.44826 1.1323 100.14 100.14 2.00E-01 20.26 221870

53212 YATNAVTAFIFR Unmodified _YATNAVTAFIFR_ B6SP25_MAIZE 2 687.36424 1372.7139 0.71218 0.194 0.89952 100.06 100.06 4.56E-01 13.04 137780

53213 YATNAVTAFIFR Unmodified _YATNAVTAFIFR_ B6SP25_MAIZE 2 687.36424 1372.7139 0.62745 0.2303 0.85166 100.36 100.36 2.00E-01 13.48 170450

53214 YAVFDFDFTTDENCQK Unmodified _YAVFDFDFTTDENCQK_ B6U422_MAIZE 2 1000.4226 1998.8306 1.1435 -0.21561 0.94279 105.65 105.65 7.73E-25 77.08 530030

53215 YAVFDFDFVTDENCQK Unmodified _YAVFDFDFVTDENCQK_ B6T304_MAIZE 2 999.43292 1996.8513 1.2252 0.087106 1.3264 109.69 109.69 1.34E-51 75.48 1167400

53216 YAVFDFDFVTDENCQK Unmodified _YAVFDFDFVTDENCQK_ B6T304_MAIZE 2 999.43292 1996.8513 1.1974 0.04311 1.2549 109.98 109.98 1.42E-33 79.87 292150

53217 YAVFDFDFVTDENCQK Unmodified _YAVFDFDFVTDENCQK_ B6T304_MAIZE 2 999.43292 1996.8513 1.1995 -0.025523 1.1881 110.11 110.11 5.87E-44 108.19 221920

53218 YAVFDFDFVTDENCQK Unmodified _YAVFDFDFVTDENCQK_ B6T304_MAIZE 2 999.43292 1996.8513 1.2113 -0.012913 1.2128 110.26 110.26 1.82E-38 79.63 177300

53219 YAVFDFDFVTDENCQK Unmodified _YAVFDFDFVTDENCQK_ B6T304_MAIZE 2 999.43292 1996.8513 1.1224 -0.14495 0.99238 111.43 111.43 1.34E-51 87.98 2084800

53220 YAVGEGQCSSLLAQR Unmodified _YAVGEGQCSSLLAQR_ B6TSB9_MAIZE 2 819.89885 1637.7831 0.88922 -0.29055 0.59379 64.006 64.006 1.02E-23 89.76 4565000

53221 YAVGEGQCSSLLAQR Unmodified _YAVGEGQCSSLLAQR_ B6TSB9_MAIZE 3 546.93499 1637.7831 0.019981 -0.46701 -0.45157 64.015 64.015 1.00E+00 0.87 630840

53222 YAVQNFSK Unmodified _YAVQNFSK_ B4FN51_MAIZE 2 478.74544 955.47633 -0.10921 0.18993 0.064875 49.327 49.327 5.06E-02 24.17 1771200

53223 YAVQNFSK Unmodified _YAVQNFSK_ B4FN51_MAIZE 2 478.74544 955.47633 -0.024713 0.1304 0.091849 46.762 46.762 1.65E-01 26.47 318660

53224 YAYQIVLK Unmodified _YAYQIVLK_ B6TKH0_MAIZE 2 499.28949 996.56442 -0.02351 0.075689 0.024857 70.334 70.334 1.90E-02 36.13 249460

53225 YAYQIVLK Unmodified _YAYQIVLK_ B6TKH0_MAIZE 2 499.28949 996.56442 -0.039528 0.47171 0.405 69.984 69.984 1.90E-02 31.3 865780

53226 YCAENQITSMIPK Oxidation (M) _YCAENQITSM(ox)IPK_ B4FUE0_MAIZE 2 785.86563 1569.7167 0.97726 -0.19867 0.76528 67.336 67.336 2.03E-21 89.42 574230

53227 YCDGASFSGDSQR Unmodified _YCDGASFSGDSQR_ B6U063_MAIZE 2 725.2886 1448.5627 0.77489 -0.081179 0.70525 46.663 46.663 1.09E-26 71.45 775820

53228 YCIVSGK Unmodified _YCIVSGK_ B6TGG7_MAIZE 2 413.71001 825.40547 0.23425 0.046438 0.2812 42.529 42.529 4.49E-02 37.34 1686000

53229 YCLEGSGYFDVR Unmodified _YCLEGSGYFDVR_ B6SKN3_MAIZE 2 733.32446 1464.6344 0.77267 0.088026 0.86567 82.183 82.183 1.68E-09 41.48 484490

53230 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 0.011314 0.19945 0.19313 76.799 76.799 3.13E-03 48.11 7117500

53231 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 -0.037459 0.38313 0.32825 77.558 77.558 1.01E-02 34.39 711150

53232 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 0.046482 0.32497 0.35364 78.079 78.079 3.21E-03 40.47 966290

53233 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 0.034972 0.35331 0.37097 77.711 77.711 3.13E-03 50.41 1203500

53234 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 0.018024 0.30619 0.30713 77.516 77.516 9.73E-03 24.46 736780

53235 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 -0.0052048 0.53857 0.51624 77.757 77.757 7.18E-01 20.38 533060
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53236 YCLLGELSK Unmodified _YCLLGELSK_ B4FAM6_MAIZE 2 541.78116 1081.5478 -0.087212 -0.26557 -0.36759 77.445 77.445 3.21E-03 33.63 11324000

53237 YCLTEDK Unmodified _YCLTEDK_ B4FLI5_MAIZE 2 464.70767 927.40078 -0.026904 -0.048529 -0.083696 39.438 39.438 8.04E-02 31.72 536950

53238 YCMVER Oxidation (M) _YCM(ox)VER_ B4G1Y5_MAIZE 2 437.1833 872.35205 0.10524 0.53787 0.63635 27.707 27.707 2.76E-01 23.2 20067

53239 YCMVER Unmodified _YCMVER_ B4G1Y5_MAIZE 2 429.18585 856.35714 0.12195 0.31157 0.42336 41.207 41.207 5.26E-01 14.01 246020

53240 YCPNALVNMISNPVNSTVPIAAEVFK Oxidation (M) _YCPNALVNM(ox)ISNPVNSTVPIAAEVFK_ B4FRJ1_MAIZE 3 955.48222 2863.4248 1.1972 -0.21332 0.98016 117.67 117.67 4.23E-18 54.32 1035900

53241 YCSPDDLTNR Unmodified _YCSPDDLTNR_ B6T3D4_MAIZE 2 620.76677 1239.519 0.28761 0.084946 0.37227 51.821 51.821 2.81E-03 37.63 1740600

53242 YCWAGTGAAEAVGAQGN Unmodified _YCWAGTGAAEAVGAQGN_ B6SP23_MAIZE 2 841.86501 1681.7155 0.9682 0.18875 1.1597 74.909 74.909 1.37E-17 58.87 184220

53243 YDAAANAWTPIDAGR Unmodified _YDAAANAWTPIDAGR_ B6T0A9_MAIZE 2 796.37861 1590.7427 1.0159 -0.10137 0.89892 75.564 75.564 6.53E-30 76.64 279950

53244 YDAAANAWTPIDAGR Unmodified _YDAAANAWTPIDAGR_ B6T0A9_MAIZE 2 796.37861 1590.7427 0.9178 0.022069 0.92375 75.305 75.305 7.01E-11 61.98 924440

53245 YDAAANAWTPIDAGR Unmodified _YDAAANAWTPIDAGR_ B6T0A9_MAIZE 2 796.37861 1590.7427 0.8896 0.084847 0.95915 76.731 76.731 1.02E-23 84.16 1885900

53246 YDAAANAWTPIDAGRDVGIGLR Unmodified _YDAAANAWTPIDAGRDVGIGLR_ B6T0A9_MAIZE 3 768.05734 2301.1502 0.88347 -0.34937 0.52778 98.04 98.04 3.84E-01 1.36 1189500

53247 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.49152 -0.3063 0.16472 72.341 72.341 4.48E-03 54.96 882010

53248 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.49044 0.34815 0.81683 72.668 72.668 3.60E-06 51.61 436100

53249 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.49477 0.38692 0.85988 73.536 73.536 3.60E-06 67.23 674280

53250 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.53586 0.443 0.95779 73.117 73.117 4.48E-03 33.84 399230

53251 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.48007 -0.14194 0.31758 73.052 73.052 4.43E-05 37.47 506500

53252 YDATAYNTILR Unmodified _YDATAYNTILR_ AMYB_MAIZE 2 650.83023 1299.6459 0.42538 -0.086608 0.31798 73.54 73.54 4.43E-05 58.7 4135900

53253 YDDFILR Unmodified _YDDFILR_ B6T4U8_MAIZE 2 471.23999 940.46543 -0.12348 -0.16057 -0.29224 74.128 74.128 8.04E-02 34.89 29552

53254 YDDFILR Unmodified _YDDFILR_ B6T4U8_MAIZE 2 471.23999 940.46543 -0.21108 0.52412 0.30372 75.045 75.045 9.32E-03 44.01 1856100

53255 YDDFIR Unmodified _YDDFIR_ B4FNQ8_MAIZE 2 414.69796 827.38137 0.014107 0.58487 0.59103 58.681 58.681 2.64E-01 24.42 712030

53256 YDDLLDTFWAR Unmodified _YDDLLDTFWAR_ B6U8S9_MAIZE 2 707.83552 1413.6565 0.68578 0.1559 0.83961 115.59 115.59 9.05E-18 65.18 396270

53257 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.2078 0.075483 1.2758 122.81 122.81 1.29E-11 50.64 589770

53258 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.2798 0.082608 1.3547 123.21 123.21 5.37E-06 40.28 292050

53259 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.1602 0.16749 1.3199 123.5 123.5 1.23E-19 56.89 558420

53260 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.1989 -0.12279 1.0688 123.89 123.89 8.95E-08 60.46 207920

53261 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.2905 -0.20746 1.0757 123.29 123.29 7.17E-26 75.22 480030

53262 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 2 1202.0749 2402.1352 1.1819 0.20109 1.3751 124.22 124.22 3.89E-34 91.21 2209600

53263 YDDLPEQSFYMVGGIEEVIAK Unmodified _YDDLPEQSFYMVGGIEEVIAK_ ATPBM_MAIZE 3 801.719 2402.1352 1.0131 0.20317 1.2082 124.18 124.18 3.35E-04 36.41 853130

53264 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 2 1210.0723 2418.1301 1.2818 0.023747 1.2994 110.51 110.51 4.67E-05 32.47 172520

53265 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 2 1210.0723 2418.1301 1.1643 -0.00989 1.1485 110.66 110.66 3.89E-34 77.89 362440

53266 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 807.05064 2418.1301 0.99175 0.032291 1.0177 110.65 110.65 1.38E-25 44.23 246540

53267 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 2 1210.0723 2418.1301 1.1848 0.16446 1.3431 110.61 110.61 7.17E-26 67.49 286990

53268 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 807.05064 2418.1301 1.0081 0.11566 1.1176 110.58 110.58 1.19E-11 45.23 318690

53269 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 2 1210.0723 2418.1301 1.288 0.050322 1.3328 110.27 110.27 4.46E-39 59.72 336030
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53270 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 807.05064 2418.1301 1.0567 0.23269 1.2838 110.24 110.24 2.92E-02 13.02 430970

53271 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 2 1210.0723 2418.1301 1.1995 0.10641 1.3003 111.22 111.22 2.55E-34 70.39 1310600

53272 YDDLPEQSFYMVGGIEEVIAK Oxidation (M) _YDDLPEQSFYM(ox)VGGIEEVIAK_ ATPBM_MAIZE 3 807.05064 2418.1301 1.0212 0.15438 1.1692 111.24 111.24 1.38E-25 55.13 702660

53273 YDDLYDPYFDLDIK Unmodified _YDDLYDPYFDLDIK_ B6TEX6_MAIZE 2 897.90908 1793.8036 1.1663 0.093269 1.2548 113.55 113.55 6.77E-01 12.44 25741

53274 YDDLYDPYFDLDIK Unmodified _YDDLYDPYFDLDIK_ B6TEX6_MAIZE 2 897.90908 1793.8036 1.1264 0.073119 1.194 110.15 110.15 2.09E-30 59.46 465950

53275 YDDLYDPYFDLDIK Unmodified _YDDLYDPYFDLDIK_ B6TEX6_MAIZE 2 897.90908 1793.8036 1.0464 -0.1933 0.84861 111.15 111.15 2.09E-30 72.16 5257400

53276 YDDLYDPYFDLDIK Unmodified _YDDLYDPYFDLDIK_ B6TEX6_MAIZE 3 598.94181 1793.8036 0.21584 0.034151 0.24385 111.15 111.15 4.14E-01 12.88 260500

53277 YDDLYDPYHDLDIK Unmodified _YDDLYDPYHDLDIK_ B6TMP9_MAIZE 3 595.60531 1783.7941 0.16332 0.17759 0.33362 87.685 87.685 1.83E-01 11.24 666460

53278 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.78474 -0.11294 0.6819 82.313 82.313 1.36E-04 28.94 369910

53279 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.71853 -0.29566 0.43226 82.697 82.697 2.73E-06 36.87 379130

53280 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.75734 -0.076234 0.69102 83.274 83.274 6.12E-08 61.96 627000

53281 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.75891 -0.29409 0.47457 82.959 82.959 1.74E-08 45.04 932210

53282 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.76725 -0.15827 0.61868 82.645 82.645 2.73E-06 37.59 415390

53283 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.73744 -0.22748 0.51974 83.196 83.196 4.38E-13 48.62 2103600

53284 YDDMWAGWCVK Oxidation (M) _YDDM(ox)WAGWCVK_ B4FQX1_MAIZE 2 723.79448 1445.5744 0.68932 -0.65213 0.047117 82.9 82.9 4.38E-13 57.4 15604000

53285 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.69915 0.065198 0.77122 93.043 93.043 3.60E-06 69.41 2326800

53286 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.673 -0.01986 0.65951 93.58 93.58 4.48E-03 29.11 214310

53287 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.72618 -0.22382 0.50878 93.843 93.843 4.96E-02 10.36 231510

53288 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.73387 -0.2181 0.52341 93.634 93.634 3.83E-01 0.61 450330

53289 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.76501 -0.3937 0.37851 93.272 93.272 3.57E-04 34.15 300590

53290 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.73588 -0.009176 0.73321 93.767 93.767 6.35E-09 49.24 1632500

53291 YDDMWAGWCVK Unmodified _YDDMWAGWCVK_ B4FQX1_MAIZE 2 715.79702 1429.5795 0.67174 -0.29037 0.38801 93.408 93.408 1.62E-12 50.44 12965000

53292 YDDVNLVTIR Unmodified _YDDVNLVTIR_ B4FAD4_MAIZE 2 604.3195 1206.6245 0.35001 0.8769 1.2245 73.175 73.175 4.40E-02 21.14 503030

53293 YDECIKDCDK Unmodified _YDECIKDCDK_ B4FA63_MAIZE 3 449.18481 1344.5326 0.15273 0.50159 0.65313 35.669 35.669 1.26E-02 21.32 227720

53294 YDECIKDCDK Unmodified _YDECIKDCDK_ B4FA63_MAIZE 2 673.27357 1344.5326 0.62491 -0.1916 0.43426 36.773 36.773 4.40E-02 35.51 171750

53295 YDECIKDCDK Unmodified _YDECIKDCDK_ B4FA63_MAIZE 2 673.27357 1344.5326 0.59518 -0.38672 0.20899 37.559 37.559 2.81E-03 34.97 777760

53296 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 3 752.73012 2255.1685 0.81048 -0.028615 0.76941 130.2 130.2 8.21E-12 57.98 7306900

53297 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 2 1128.5915 2255.1685 1.2256 0.014712 1.2284 131 131 9.41E-18 57.59 301000

53298 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 2 1128.5915 2255.1685 1.1322 0.25556 1.376 131.45 131.45 9.41E-18 70.28 829660

53299 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 3 752.73012 2255.1685 0.81332 0.1988 1.0006 131.46 131.46 1.31E-21 72.77 2076200

53300 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 2 1128.5915 2255.1685 1.1753 0.41097 1.5744 131.46 131.46 3.12E-37 92.9 368310

53301 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 3 752.73012 2255.1685 0.75998 -0.06218 0.68597 130.7 130.7 9.97E-16 57.95 3876600

53302 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 2 1128.5915 2255.1685 1.2157 0.32936 1.5332 130.71 130.71 2.77E-53 83.33 1951100

53303 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 3 752.73012 2255.1685 0.78434 -0.5094 0.26344 131.93 131.93 4.23E-09 56.92 28520000
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53304 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 2 1128.5915 2255.1685 1.108 -0.056658 1.0399 131.93 131.93 8.25E-66 104.96 21557000

53305 YDEGLPPILTALEVLDNDIR Unmodified _YDEGLPPILTALEVLDNDIR_ B6SVV9_MAIZE 3 752.73012 2255.1685 0.89855 0.60573 1.4912 131.18 131.18 5.91E-04 30.52 1350100

53306 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.57587 -0.053209 0.50174 38.807 38.807 2.78E-01 30.12 5569100

53307 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.45494 0.38845 0.82137 38.843 38.843 2.64E-01 21.51 40467

53308 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.46748 -0.11878 0.32606 38.029 38.029 2.64E-01 30.28 1436800

53309 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.57165 0.044979 0.59433 40.788 40.788 2.78E-01 29.52 1612400

53310 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.53297 0.14025 0.64959 40.062 40.062 2.78E-01 29.85 1300300

53311 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.58484 0.22669 0.78797 40.674 40.674 2.64E-01 28.65 1495300

53312 YDEIVK Unmodified _YDEIVK_ B6TWN7_MAIZE 2 383.70271 765.39087 0.56255 0.63349 1.1733 41.546 41.546 5.26E-01 18.67 514600

53313 YDELPQAAR Unmodified _YDELPQAAR_ PURA_MAIZE 2 531.76436 1061.5142 0.028227 0.045505 0.045776 49.792 49.792 3.32E-02 17.27 577520

53314 YDGFAYGGGAATAWK Unmodified _YDGFAYGGGAATAWK_ B4FKW0_MAIZE 2 767.8517 1533.6888 0.83025 0.018117 0.84763 77.976 77.976 7.01E-11 92.4 1579800

53315 YDGFAYGGGAATAWK Unmodified _YDGFAYGGGAATAWK_ B4FKW0_MAIZE 2 767.8517 1533.6888 0.80386 0.025324 0.82918 79.447 79.447 1.02E-23 68.11 2242600

53316 YDGPEVNTR Unmodified _YDGPEVNTR_ Q43863_MAIZE 2 525.74617 1049.4778 0.0016836 0.3446 0.34057 40.112 40.112 9.73E-03 55.3 1992600

53317 YDGPEVNTR Unmodified _YDGPEVNTR_ Q43863_MAIZE 2 525.74617 1049.4778 -0.085862 0.028 -0.063345 39.313 39.313 1.01E-02 33.61 301290

53318 YDGPEVNTR Unmodified _YDGPEVNTR_ Q43863_MAIZE 2 525.74617 1049.4778 0.0058167 -0.16489 -0.16359 42.228 42.228 3.39E-01 20.04 414560

53319 YDGPEVNTR Unmodified _YDGPEVNTR_ Q43863_MAIZE 2 525.74617 1049.4778 0.033315 -0.16217 -0.13395 41.427 41.427 1.01E-02 52.53 516290

53320 YDGPEVNTR Unmodified _YDGPEVNTR_ Q43863_MAIZE 2 525.74617 1049.4778 -0.10686 -0.012683 -0.12534 42.993 42.993 9.73E-03 67.21 5083600

53321 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.15941 -0.019402 0.12616 52.669 52.669 1.67E-02 22.21 2268000

53322 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.087432 -0.46262 -0.38756 53.833 53.833 1.00E+00 1.41 26486

53323 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.067848 0.099774 0.1538 52.88 52.88 8.78E-05 45 986110

53324 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.15074 0.075551 0.21342 54.895 54.895 1.00E+00 0.44 1566300

53325 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.15187 0.066976 0.20574 54.171 54.171 8.78E-05 38.48 1590400

53326 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.11793 0.030668 0.13575 54.841 54.841 1.00E+00 7.14 1499800

53327 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.14807 -0.17477 -0.039192 54.739 54.739 7.42E-06 34.72 1669800

53328 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.036958 0.03669 0.060096 55.324 55.324 6.54E-03 28.17 33519000

53329 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 2 859.40502 1716.7955 1.0399 -0.027382 0.99969 55.33 55.33 1.48E-07 58.48 10562000

53330 YDGPEVNTSLAHSEAK Unmodified _YDGPEVNTSLAHSEAK_ B4FHT1_MAIZE 3 573.27244 1716.7955 0.085472 -0.15128 -0.079113 53.282 53.282 4.93E-01 11 1481300

53331 YDIDMTK Unmodified _YDIDMTK_ B4FUH1_MAIZE 2 443.20476 884.39497 0.0072442 0.37707 0.37048 51.961 51.961 1.86E-01 19.79 1978700

53332 YDIGTGFGHFAIANDDVYK Unmodified _YDIGTGFGHFAIANDDVYK_ B6TPH0_MAIZE 3 701.66545 2101.9745 0.70311 0.73985 1.4474 94.208 94.208 2.45E-02 18.16 295680

53333 YDIGTGFGHFAIANDDVYK Unmodified _YDIGTGFGHFAIANDDVYK_ B6TPH0_MAIZE 3 701.66545 2101.9745 0.66914 0.34921 1.0228 94.243 94.243 3.96E-01 8.6 202220

53334 YDIGTGFGHFAIANDDVYK Unmodified _YDIGTGFGHFAIANDDVYK_ B6TPH0_MAIZE 3 701.66545 2101.9745 0.77977 0.7307 1.5152 94.208 94.208 7.51E-03 14.83 493330

53335 YDIGTGFGHFAIANDDVYK Unmodified _YDIGTGFGHFAIANDDVYK_ B6TPH0_MAIZE 3 701.66545 2101.9745 0.66684 0.48461 1.1565 93.855 93.855 1.03E-23 54.59 7225900

53336 YDIGTGFGHFAIANDDVYK Unmodified _YDIGTGFGHFAIANDDVYK_ B6TPH0_MAIZE 2 1051.9945 2101.9745 1.2321 0.2182 1.4555 93.838 93.838 5.57E-58 102.65 655360

53337 YDINEEELRPYFALPK Unmodified _YDINEEELRPYFALPK_ B4FW57_MAIZE 3 666.33867 1995.9942 0.53124 -0.15987 0.3443 96.432 96.432 8.21E-03 43.25 1645500
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53338 YDINEEELRPYFALPK Unmodified _YDINEEELRPYFALPK_ B4FW57_MAIZE 3 666.33867 1995.9942 0.50327 0.15681 0.63383 97.07 97.07 1.08E-05 35.65 2366300

53339 YDINEEELRPYFALPK Unmodified _YDINEEELRPYFALPK_ B4FW57_MAIZE 3 666.33867 1995.9942 0.4819 -0.14633 0.30913 96.95 96.95 9.16E-07 45.86 5734900

53340 YDINEEELRPYFALPK Unmodified _YDINEEELRPYFALPK_ B4FW57_MAIZE 2 999.00437 1995.9942 1.1679 -0.16737 0.97455 96.95 96.95 2.16E-02 12.81 402290

53341 YDINITPLFVTIDPQR Unmodified _YDINITPLFVTIDPQR_ B4FLA5_MAIZE 2 953.00946 1904.0044 1.1937 0.060032 1.2538 120.01 120.01 9.46E-03 37.17 110230

53342 YDLGLLR Unmodified _YDLGLLR_ B6THD2_MAIZE 2 425.24508 848.4756 0.11299 -0.35246 -0.25841 76.915 76.915 1.86E-01 20.34 421610

53343 YDLGLLR Unmodified _YDLGLLR_ B6THD2_MAIZE 2 425.24508 848.4756 0.17886 0.12515 0.28369 77.351 77.351 4.49E-02 40.13 263900

53344 YDLSSLR Unmodified _YDLSSLR_ B6SVJ9_MAIZE 2 427.22434 852.43413 0.25924 0.70521 0.93915 63.708 63.708 4.46E-01 21.95 748900

53345 YDLSSLR Unmodified _YDLSSLR_ B6SVJ9_MAIZE 2 427.22434 852.43413 0.072729 1.2 1.2466 63.996 63.996 1.00E+00 2.2 196960

53346 YDLYSK Unmodified _YDLYSK_ B4FA10_MAIZE 2 394.69489 787.37522 0.40863 0.62332 1.0023 47.355 47.355 2.64E-01 27.38 1522600

53347 YDMGVER Unmodified _YDMGVER_ B6TLX0_MAIZE 2 435.19473 868.3749 -0.18029 0.007457 -0.1843 43.603 43.603 1.86E-01 47.26 1120300

53348 YDNCNNGDLKPLER Unmodified _YDNCNNGDLKPLER_ B4F9X0_MAIZE 3 569.93002 1706.7682 0.084906 -0.16164 -0.090549 51.681 51.681 5.56E-17 57.36 1409900

53349 YDNLFER Unmodified _YDNLFER_ B6UGA4_MAIZE 2 478.72725 955.43995 -0.28764 0.066059 -0.24195 62.776 62.776 4.49E-02 46.42 378360

53350 YDPIGPPDVPGFEPSSFVR Unmodified _YDPIGPPDVPGFEPSSFVR_ B6TE60_MAIZE 2 1038.5073 2075 1.2112 -0.2254 0.99714 104.8 104.8 1.06E-14 53.12 956900

53351 YDPSTGIYGMDFYVVLER Oxidation (M) _YDPSTGIYGM(ox)DFYVVLER_ B4FCG9_MAIZE 2 1070.9984 2139.9823 1.2457 -0.23474 1.0145 109.39 109.39 5.25E-26 79.69 581880

53352 YDPSTGIYGMDFYVVLER Oxidation (M) _YDPSTGIYGM(ox)DFYVVLER_ B4FCG9_MAIZE 2 1070.9984 2139.9823 1.174 0.064017 1.2413 111.4 111.4 1.77E-34 73.98 137660

53353 YDPSTGIYGMDFYVVLER Unmodified _YDPSTGIYGMDFYVVLER_ B4FCG9_MAIZE 2 1063.001 2123.9874 1.2235 0.16673 1.3907 122.12 122.12 1.77E-34 61.39 1186400

53354 YDSTHGPFK Unmodified _YDSTHGPFK_ B6TDF8_MAIZE 2 526.24581 1050.4771 -0.088483 -0.1861 -0.26919 37.828 37.828 1.01E-02 29.66 102500

53355 YDSTHGPFK Unmodified _YDSTHGPFK_ B6TDF8_MAIZE 3 351.1663 1050.4771 1.1447 -0.009525 1.1395 40.505 40.505 8.82E-01 16.55 88055

53356 YDSTHGPFK Unmodified _YDSTHGPFK_ B6TDF8_MAIZE 2 526.24581 1050.4771 -0.074996 -0.12968 -0.1991 41.122 41.122 9.73E-03 46.95 2185500

53357 YDTFTADIGK Unmodified _YDTFTADIGK_ B6SUP5_MAIZE 2 565.77185 1129.5292 0.080629 0.16142 0.2468 57.467 57.467 3.43E-01 13.84 751570

53358 YDTFTADIGK Unmodified _YDTFTADIGK_ B6SUP5_MAIZE 2 565.77185 1129.5292 0.137 0.57879 0.71849 59.334 59.334 1.00E+00 1.48 667540

53359 YDTFTAEVGK Unmodified _YDTFTAEVGK_ Q6RW10_MAIZE 2 565.77185 1129.5292 0.12782 0.3057 0.43615 57.414 57.414 2.81E-03 22.78 1456900

53360 YDTFTAEVGK Unmodified _YDTFTAEVGK_ Q6RW10_MAIZE 2 565.77185 1129.5292 0.16685 0.37252 0.54354 59.339 59.339 1.25E-02 22.64 1296400

53361 YDTMFER Oxidation (M) _YDTM(ox)FER_ B6TGT3_MAIZE 2 489.20529 976.39603 -0.22867 0.023243 -0.21018 45.393 45.393 4.46E-01 30.04 138260

53362 YDTMFER Oxidation (M) _YDTM(ox)FER_ B6TGT3_MAIZE 2 489.20529 976.39603 -0.19812 0.053968 -0.15018 45.888 45.888 4.46E-01 21.18 100130

53363 YDTMFER Unmodified _YDTMFER_ B6TGT3_MAIZE 2 481.20784 960.40112 -0.14327 -0.35907 -0.5109 56.567 56.567 7.83E-01 19.87 36417

53364 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 3 443.87893 1328.6149 0.03731 0.22947 0.26176 61.596 61.596 3.83E-02 27.1 4724600

53365 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 2 665.31475 1328.6149 0.56075 0.30699 0.8621 61.588 61.588 1.25E-02 38.39 2433300

53366 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 3 443.87893 1328.6149 -0.07861 0.31165 0.22628 62.343 62.343 3.83E-02 29.89 1952000

53367 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 2 665.31475 1328.6149 0.49544 -0.080487 0.41045 62.342 62.342 1.62E-03 41.44 715510

53368 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 3 443.87893 1328.6149 0.047293 0.45177 0.49252 63.621 63.621 1.26E-02 22.12 917310

53369 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 3 443.87893 1328.6149 0.023843 0.15109 0.17041 63.031 63.031 1.25E-01 18.68 1578000

53370 YDTQYHSLFR Unmodified _YDTQYHSLFR_ PLDA1_MAIZE 2 665.31475 1328.6149 0.53712 0.13528 0.66761 63.028 63.028 2.81E-03 33.67 532810

53371 YDTTDDISEEVLR Unmodified _YDTTDDISEEVLR_ B6U9F3_MAIZE 2 778.35975 1554.7049 0.80538 -2.2983 -1.4938 77.931 77.931 1.47E-03 44.19 299980
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53372 YDTTDDISEEVLR Unmodified _YDTTDDISEEVLR_ B6U9F3_MAIZE 2 778.35975 1554.7049 0.8661 -0.094885 0.76778 77.255 77.255 4.77E-34 89.14 725440

53373 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 2 571.77252 1141.5305 0.1069 0.025661 0.14086 35.631 35.631 1.12E-01 26.29 16545

53374 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 3 381.51744 1141.5305 0.52635 0.7948 1.3273 35.629 35.629 9.63E-01 6.86 21647

53375 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 2 571.77252 1141.5305 0.10383 0.003791 0.11579 36.141 36.141 3.32E-02 24.06 78127

53376 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 2 571.77252 1141.5305 0.28579 0.15798 0.45086 35.415 35.415 3.21E-03 30.1 160380

53377 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 3 381.51744 1141.5305 0.58219 -0.35765 0.23434 36.642 36.642 8.40E-02 24.31 2395700

53378 YDTVHGHWK Unmodified _YDTVHGHWK_ B6SJZ8_MAIZE 2 571.77252 1141.5305 0.083548 -0.096597 -0.0056015 36.643 36.643 3.13E-03 38.73 3143700

53379 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.58613 -0.52502 0.068619 40.915 40.915 2.35E-01 18.65 36643000

53380 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.047209 -0.29103 -0.23614 40.902 40.902 3.21E-03 40.69 29531000

53381 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.38639 -0.40563 -0.010742 41.629 41.629 8.40E-02 26.22 1313400

53382 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 -0.084797 0.014665 -0.061167 41.626 41.626 3.13E-03 48.92 802580

53383 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.04795 -0.19099 -0.13465 40.564 40.564 3.21E-03 41.95 6715800

53384 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.50349 -0.4338 0.078265 40.565 40.565 2.35E-01 16.38 9124300

53385 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.090859 -0.32767 -0.22927 43.258 43.258 3.13E-03 38.36 7529500

53386 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.072203 -0.2663 -0.18666 42.539 42.539 3.13E-03 45.74 10847000

53387 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.437 -0.15909 0.2852 43.404 43.404 2.35E-01 17.34 13992000

53388 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.011611 -0.090219 -0.070124 43.392 43.392 3.13E-03 42.19 8179600

53389 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.091832 -0.28784 -0.18832 42.994 42.994 3.13E-03 41.67 5920100

53390 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.61387 -0.36113 0.26092 43.003 43.003 5.45E-01 13.11 7281400

53391 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.65105 -0.34618 0.31195 42.689 42.689 9.63E-01 14.12 777530

53392 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.55155 -0.6508 -0.089663 43.713 43.713 9.39E-03 23.89 69284000

53393 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 3 378.51733 1132.5302 0.66108 -0.17808 0.49056 41.217 41.217 8.40E-02 17.22 1967900

53394 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.062411 0.065617 0.1348 41.216 41.216 9.73E-03 35.11 1628300

53395 YDTVHGQWK Unmodified _YDTVHGQWK_ G3PE_MAIZE 2 567.27236 1132.5302 0.043286 0.10021 0.15147 44.683 44.683 3.21E-03 44.95 600680

53396 YDVAAIVGHSK Unmodified _YDVAAIVGHSK_ B6T4P9_MAIZE 2 580.30894 1158.6033 0.11641 0.54174 0.65266 60.092 60.092 3.60E-06 48.45 344400

53397 YDVLALELAK Unmodified _YDVLALELAK_ B4G1C2_MAIZE 2 567.82389 1133.6332 0.1472 0.49496 0.61276 89.428 89.428 1.45E-01 18.57 1144700

53398 YDVLALELAK Unmodified _YDVLALELAK_ B4G1C2_MAIZE 2 567.82389 1133.6332 -0.098879 0.89399 0.76458 89.003 89.003 7.11E-01 12.38 2656300

53399 YDVQGFPTIILFIDGVPK Unmodified _YDVQGFPTIILFIDGVPK_ Q5EUD8_MAIZE 2 1011.551 2021.0874 1.2993 0.84824 2.1579 127.47 127.47 3.54E-16 59.84 340370

53400 YDVQGFPTILFFIDGVPR Unmodified _YDVQGFPTILFFIDGVPR_ Q5EUD9_MAIZE 2 1042.5462 2083.0779 1.5153 1.1333 2.663 127.57 127.57 3.69E-03 60.12 706970

53401 YDVQGFPTILFFIDGVPR Unmodified _YDVQGFPTILFFIDGVPR_ Q5EUD9_MAIZE 2 1042.5462 2083.0779 1.3124 0.35387 1.6821 128.84 128.84 4.65E-12 56.4 386810

53402 YDVYNDLGLPDSGNPRPVLGGTK Unmodified _YDVYNDLGLPDSGNPRPVLGGTK_ Q9LKL4_MAIZE 3 816.41156 2446.2129 1.0263 0.52766 1.5556 86.696 86.696 8.12E-10 45.36 633600

53403 YDVYNDLGLPDSGNPRPVLGGTK Unmodified _YDVYNDLGLPDSGNPRPVLGGTK_ Q9LKL4_MAIZE 3 816.41156 2446.2129 0.95406 -1.1937 -0.23572 87.251 87.251 5.19E-06 40.2 239750

53404 YDVYNDLGLPDSGNPRPVLGGTK Unmodified _YDVYNDLGLPDSGNPRPVLGGTK_ Q9LKL4_MAIZE 3 816.41156 2446.2129 1.0518 0.83133 1.8851 87.203 87.203 5.18E-03 30.79 264770

53405 YDVYNDLGNPDAK Unmodified _YDVYNDLGNPDAK_ A1XCH8_MAIZE 2 742.33862 1482.6627 0.79374 -0.028191 0.75539 65.346 65.346 4.77E-34 85.09 204590
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53406 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.47481 0.37534 0.82934 51.604 51.604 2.97E-31 88.24 6526500

53407 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.48524 0.28551 0.74961 51.224 51.224 7.02E-22 72.17 2367200

53408 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.47284 0.25602 0.70736 53.627 53.627 7.02E-22 74.19 3826800

53409 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.48542 0.24364 0.70809 52.914 52.914 9.64E-17 86.78 1917500

53410 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.37283 0.23533 0.58671 53.643 53.643 7.02E-22 88.08 20666000

53411 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.50399 -0.11742 0.36634 53.736 53.736 1.68E-09 61.94 1047000

53412 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.47502 0.31101 0.76446 54.387 54.387 2.97E-31 86.74 1007300

53413 YDYENVDAGAAK Unmodified _YDYENVDAGAAK_ B4FAE5_MAIZE 2 658.29368 1314.5728 0.48703 0.97337 1.4384 54.787 54.787 1.68E-09 57.79 153420

53414 YEAAGVAPSTSLLEFLR Unmodified _YEAAGVAPSTSLLEFLR_ O23887_MAIZE 2 912.48053 1822.9465 1.1131 -0.15843 0.93953 112.01 112.01 3.42E-29 73.68 766130

53415 YEAAGVAPSTSLLEFLR Unmodified _YEAAGVAPSTSLLEFLR_ O23887_MAIZE 2 912.48053 1822.9465 1.1138 0.29923 1.3974 112.58 112.58 1.43E-21 66.92 404220

53416 YEAAGVAPSTSLLEFLR Unmodified _YEAAGVAPSTSLLEFLR_ O23887_MAIZE 2 912.48053 1822.9465 1.1425 0.3301 1.4568 112.61 112.61 1.37E-17 43.65 314590

53417 YEAAGVAPSTSLLEFLR Unmodified _YEAAGVAPSTSLLEFLR_ O23887_MAIZE 2 912.48053 1822.9465 1.1761 0.18481 1.3456 113.73 113.73 2.72E-05 35.18 143460

53418 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.1078 0.074614 1.1674 124.41 124.41 2.29E-75 152.14 1796400

53419 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.1948 -0.074392 1.1059 124.9 124.9 2.58E-105 151.91 700880

53420 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.1331 -0.023711 1.0949 125.22 125.22 8.13E-94 166.1 601700

53421 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.1623 0.091788 1.2396 125.69 125.69 9.69E-63 121.87 385210

53422 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.209 0.011604 1.2057 125.95 125.95 6.50E-45 76.7 338750

53423 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 2 1179.079 2356.1434 1.2029 0.094157 1.282 125.36 125.36 2.29E-75 124.21 1295600

53424 YEAVIDAYLDGLEASGLSDLSR Unmodified _YEAVIDAYLDGLEASGLSDLSR_ B4FRC9_MAIZE 3 786.38842 2356.1434 0.95588 0.056808 0.99824 125.18 125.18 2.15E-02 19.78 417360

53425 YEDAADLFDK Unmodified _YEDAADLFDK_ B6TBM1_MAIZE 2 593.76677 1185.519 0.14561 0.13713 0.2683 74.447 74.447 5.45E-09 64.28 6684500

53426 YEDAADLFDK Unmodified _YEDAADLFDK_ B6TBM1_MAIZE 2 593.76677 1185.519 0.1992 0.19832 0.38202 73.451 73.451 1.45E-01 9.54 509490

53432 YEDGNFVGPTILADVK Unmodified _YEDGNFVGPTILADVK_ B4G066_MAIZE 2 869.43833 1736.8621 1.0917 0.2871 1.3812 95.043 95.043 2.01E-03 30.55 231570

53433 YEDGNFVGPTILADVK Unmodified _YEDGNFVGPTILADVK_ B4G066_MAIZE 2 869.43833 1736.8621 1.1032 0.034582 1.1411 94.874 94.874 2.16E-02 35.44 222760

53434 YEDGNFVGPTILADVK Unmodified _YEDGNFVGPTILADVK_ B4G066_MAIZE 2 869.43833 1736.8621 1.0911 0.065391 1.1594 94.987 94.987 7.01E-14 68.09 1393700

53435 YEDIPVLGQRPAEE Unmodified _YEDIPVLGQRPAEE_ B6SPG4_MAIZE 2 808.40175 1614.789 0.93136 0.058227 0.97357 76.63 76.63 2.96E-06 45.58 147250

53436 YEDISVLGQR Unmodified _YEDISVLGQR_ B6SPL8_MAIZE 2 590.30385 1178.5932 0.15103 0.53154 0.67116 67.179 67.179 1.62E-03 37.18 80773

53437 YEDISVLGQRPAEE Unmodified _YEDISVLGQRPAEE_ B6SPL8_MAIZE 2 803.39138 1604.7682 0.85448 -0.27735 0.56026 72.335 72.335 1.95E-13 54.05 399730

53438 YEDKVDAFGEK Unmodified _YEDKVDAFGEK_ B6TGL5_MAIZE 3 434.20671 1299.5983 0.12901 -0.37864 -0.26142 47.765 47.765 5.04E-04 37.02 1221500

53439 YEDQIDSYGEK Unmodified _YEDQIDSYGEK_ B4FJP3_MAIZE 2 673.79097 1345.5674 0.56751 0.13409 0.68448 50.6 50.6 5.66E-08 79.73 1062300

53440 YEELLGR Unmodified _YEELLGR_ B6T3J2_MAIZE 2 440.23217 878.44978 0.030728 -0.025332 -0.028179 56.833 56.833 8.04E-02 22.36 984460

53454 YEEMVEFMEK Unmodified _YEEMVEFMEK_ 14331_MAIZE 2 667.78579 1333.557 0.53458 0.019523 0.52777 79.451 79.451 1.62E-03 46.77 1836000

53455 YEEMVEFMEK Unmodified _YEEMVEFMEK_ 14331_MAIZE 2 667.78579 1333.557 0.56996 0.41819 0.96245 79.95 79.95 1.25E-02 25.46 216070

53456 YEEMVEFMEK Unmodified _YEEMVEFMEK_ 14331_MAIZE 2 667.78579 1333.557 0.56957 0.39703 0.94064 80.524 80.524 7.11E-01 16.59 126150

53457 YEEMVEFMEK Unmodified _YEEMVEFMEK_ 14331_MAIZE 2 667.78579 1333.557 0.51881 -0.1301 0.36285 80.259 80.259 4.40E-02 18.79 553820
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53458 YEEMVEFMEK Unmodified _YEEMVEFMEK_ 14331_MAIZE 2 667.78579 1333.557 0.45572 0.006829 0.43714 79.859 79.859 1.62E-03 30.86 1649500

53459 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.56566 -0.1904 0.35674 55.015 55.015 1.84E-04 33.53 52376

53460 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.58004 0.10837 0.66762 56.457 56.457 2.04E-15 37.3 1261700

53461 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.59762 -0.09039 0.48807 55.767 55.767 3.02E-22 43.63 1128600

53462 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.59495 0.12012 0.69518 56.429 56.429 7.47E-31 38.04 897100

53463 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.559 0.02512 0.56368 57.049 57.049 3.02E-22 52.67 2915700

53464 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.46071 -0.4114 0.029687 54.906 54.906 3.02E-22 43.5 12714000

53465 YEEMVEFMEK 2 Oxidation (M) _YEEM(ox)VEFM(ox)EK_ 14331_MAIZE 2 683.7807 1365.5469 0.58686 -0.11776 0.45018 57.63 57.63 7.11E-01 15.95 124340

53466 YEEMVEFMEK Oxidation (M) _YEEMVEFM(ox)EK_ 14331_MAIZE 2 675.78325 1349.5519 0.57107 0.16779 0.71608 70.139 70.139 1.25E-02 19.78 18411

53467 YEEMVEFMEK Oxidation (M) _YEEM(ox)VEFMEK_ 14331_MAIZE 2 675.78325 1349.5519 0.52961 -0.080097 0.42584 66.254 66.254 1.76E-07 42.8 1599100

53468 YEEMVEFMEK Oxidation (M) _YEEM(ox)VEFMEK_ 14331_MAIZE 2 675.78325 1349.5519 0.46008 -0.3474 0.089474 64.984 64.984 1.76E-07 53.06 3886400

53469 YEEMVEFMEK Oxidation (M) _YEEMVEFM(ox)EK_ 14331_MAIZE 2 675.78325 1349.5519 0.49671 0.32393 0.79762 65.844 65.844 4.31E-05 54.32 1821100

53470 YEEMVEFMER Unmodified _YEEMVEFMER_ B4FRG1_MAIZE 2 681.78886 1361.5632 0.63758 0.29816 0.91143 82.196 82.196 1.25E-02 36.97 465650

53471 YEEMVEFMER 2 Oxidation (M) _YEEM(ox)VEFM(ox)ER_ B4FRG1_MAIZE 2 697.78378 1393.553 0.65506 -0.1602 0.47676 58.724 58.724 2.04E-15 39.03 595550

53472 YEEMVEFMER 2 Oxidation (M) _YEEM(ox)VEFM(ox)ER_ B4FRG1_MAIZE 2 697.78378 1393.553 0.58743 0.004166 0.57296 56.718 56.718 5.13E-42 46.33 2361000

53473 YEEMVEFMER Oxidation (M) _YEEM(ox)VEFMER_ B4FRG1_MAIZE 2 689.78632 1377.5581 0.5781 -0.42049 0.13759 67.443 67.443 1.76E-07 61.62 1560500

53474 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.63735 0.017821 0.62727 45.397 45.397 1.89E-05 31.97 642130

53475 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.66746 -0.2804 0.35921 69.057 69.057 1.25E-02 21.7 961500

53476 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.55692 -0.17043 0.35983 45.348 45.348 9.77E-04 33.98 82805

53477 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.6086 -0.067577 0.51387 44.877 44.877 5.13E-42 49.36 1385400

53478 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.61419 0.01502 0.6018 47.596 47.596 8.57E-55 45.73 1551300

53479 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.61024 0.004507 0.58735 46.871 46.871 2.04E-15 45.57 1786500

53480 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.59432 -0.14979 0.41794 47.756 47.756 2.04E-15 56.42 1721300

53481 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.63528 -0.10566 0.50179 47.624 47.624 5.13E-42 48.66 807410

53482 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.59213 0.44566 1.009 48.39 48.39 9.35E-77 49.38 2460100

53483 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.48447 -0.63823 -0.18034 45.622 45.622 8.57E-55 54.48 15626000

53484 YEEMVEYMEK 2 Oxidation (M) _YEEM(ox)VEYM(ox)EK_ B4FT23_MAIZE 2 691.77816 1381.5418 0.60552 0.32367 0.90174 48.856 48.856 2.04E-15 45.09 273690

53485 YEEMVEYMEK Oxidation (M) _YEEM(ox)VEYMEK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.60235 -0.23354 0.33877 54.115 54.115 1.03E-05 31.61 927460

53486 YEEMVEYMEK Oxidation (M) _YEEMVEYM(ox)EK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.57467 0.009998 0.55382 54.385 54.385 5.45E-09 39.2 856050

53487 YEEMVEYMEK Oxidation (M) _YEEM(ox)VEYMEK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.58004 0.11936 0.6679 56.457 56.457 9.99E-05 20.29 1261700

53488 YEEMVEYMEK Oxidation (M) _YEEMVEYM(ox)EK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.59762 -0.079405 0.48835 55.767 55.767 4.40E-05 41.83 1128600

53489 YEEMVEYMEK Oxidation (M) _YEEM(ox)VEYMEK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.59495 0.1311 0.69545 56.429 56.429 9.71E-04 28.05 897100

53490 YEEMVEYMEK Oxidation (M) _YEEMVEYM(ox)EK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.559 0.036105 0.56396 57.049 57.049 9.71E-04 26.48 2915700

53491 YEEMVEYMEK Oxidation (M) _YEEMVEYM(ox)EK_ B4FT23_MAIZE 2 683.7807 1365.5469 0.46071 -0.40042 0.029964 54.906 54.906 2.50E-36 46.21 12714000
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53492 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.54421 -0.08776 0.42215 69.064 69.064 5.76E-06 54.53 4838500

53493 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.56276 -0.009881 0.5185 69.409 69.409 4.40E-05 47.43 1009200

53494 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.5492 0.17875 0.69362 70.438 70.438 2.81E-03 31.78 1281800

53495 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.57117 0.16221 0.69934 69.95 69.95 5.76E-06 46.22 895040

53496 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.55146 -0.22304 0.29421 70.077 70.077 4.40E-05 48.96 865520

53497 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.57467 0.041089 0.58139 70.458 70.458 4.40E-05 48.23 1539500

53498 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.5298 -0.009703 0.48606 70.403 70.403 1.84E-04 37.3 1745900

53499 YEEMVEYMEK Unmodified _YEEMVEYMEK_ B4FT23_MAIZE 2 675.78325 1349.5519 0.4376 -0.45781 -0.053459 69.384 69.384 5.76E-06 55.75 12034000

53500 YEGAESEDDSVR Unmodified _YEGAESEDDSVR_ B4FQS7_MAIZE 2 678.78114 1355.5477 0.59636 -0.24734 0.33577 39.451 39.451 1.11E-04 35.01 80004

53501 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.0901 0.051582 1.144 104.91 104.91 1.51E-07 40.72 3168600

53502 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.0929 0.23054 1.3258 105.54 105.54 2.72E-05 49.54 596180

53503 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.0663 -0.12395 0.94428 105.5 105.5 1.24E-09 44.54 800610

53504 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.0525 0.20097 1.2556 105.53 105.53 1.54E-12 53.14 1000200

53505 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.1557 -0.059476 1.0985 105.15 105.15 1.43E-21 53.08 792310

53506 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.1556 -0.020316 1.1381 105.78 105.78 2.72E-05 32.4 953230

53507 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.1257 -0.008811 1.1188 105.25 105.25 1.37E-17 54.63 687940

53508 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 0.99282 -0.13548 0.85979 106.28 106.28 1.37E-17 56.39 9642000

53509 YEGGQIFSVPLGGTILK Unmodified _YEGGQIFSVPLGGTILK_ B4FNK1_MAIZE 2 889.98799 1777.9614 1.0294 0.081743 1.114 108.27 108.27 3.42E-29 75.59 3603200

53510 YEGNPVLYPPPGIGPK Unmodified _YEGNPVLYPPPGIGPK_ B6T0A9_MAIZE 2 849.44851 1696.8825 1.0575 -0.16597 0.88455 79.029 79.029 7.01E-14 70.92 1750500

53511 YEGNPVLYPPPGIGPK Unmodified _YEGNPVLYPPPGIGPK_ B6T0A9_MAIZE 2 849.44851 1696.8825 0.99358 0.077628 1.0634 78.541 78.541 1.48E-07 35.8 1640400

53512 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.069802 -0.093248 -0.18836 50.327 50.327 5.06E-02 30.53 13683000

53513 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.15488 -0.064096 -0.24335 50.294 50.294 5.06E-02 33.28 2351200

53514 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.059421 0.045452 -0.039732 52.436 52.436 1.90E-02 32.08 1758800

53515 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.048087 0.054448 -0.018911 51.759 51.759 1.90E-02 34.09 1810000

53516 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.10643 0.13618 0.0055564 52.562 52.562 5.06E-02 27.52 1516500

53517 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.090123 -0.045323 -0.15998 52.877 52.877 1.65E-01 15.96 842510

53518 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.065471 0.23104 0.14064 50.693 50.693 5.06E-02 21.89 987110

53519 YEGVILNK Unmodified _YEGVILNK_ B4FCG9_MAIZE 2 468.26347 934.51238 -0.2262 0.31829 0.067391 53.945 53.945 1.90E-02 37.22 2677100

53520 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 0.26523 -0.20613 0.046765 34.688 34.688 1.40E-01 13.06 738140

53521 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 2 630.32258 1258.6306 0.44477 0.1657 0.59746 34.686 34.686 3.60E-06 57.36 191150

53522 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 0.032147 0.078156 0.096571 33.795 33.795 1.40E-01 21.11 260090

53523 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 2 630.32258 1258.6306 0.3624 -0.052939 0.29765 33.804 33.804 1.67E-02 35.09 75152

53524 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 2 630.32258 1258.6306 0.46103 -0.19315 0.25578 36.524 36.524 4.48E-03 33.71 87096

53525 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 -0.36309 36.553 36.553 1.61E-01 27.17
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53526 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 0.1936 -0.042519 0.13779 35.694 35.694 3.45E-01 18.79 1100500

53527 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 2 630.32258 1258.6306 0.41881 0.11241 0.51867 35.694 35.694 4.43E-05 45.89 271460

53528 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 0.17195 0.045879 0.20484 36.361 36.361 1.40E-01 27.3 378600

53529 YEHGATVLQNK Unmodified _YEHGATVLQNK_ B6U8G5_MAIZE 3 420.55081 1258.6306 0.19638 -0.068358 0.11428 37.127 37.127 3.45E-01 15.38 134490

53530 YEIQGFPTIK Unmodified _YEIQGFPTIK_ Q5EUE1_MAIZE 2 598.32151 1194.6285 0.25496 1.1631 1.4068 81.808 81.808 1.25E-02 16.86 415850

53531 YEIQGFPTIK Unmodified _YEIQGFPTIK_ Q5EUE1_MAIZE 2 598.32151 1194.6285 0.17368 2.2035 2.3637 82.428 82.428 1.25E-02 17.6 260480

53532 YEIQGFPTIK Unmodified _YEIQGFPTIK_ Q5EUE1_MAIZE 2 598.32151 1194.6285 0.30766 0.56909 0.86616 82.464 82.464 1.62E-03 57.81 404930

53533 YEIQGFPTIK Unmodified _YEIQGFPTIK_ Q5EUE1_MAIZE 2 598.32151 1194.6285 0.17395 0.51615 0.68028 82.079 82.079 1.84E-04 44.62 2982400

53534 YELDKK Unmodified _YELDKK_ B4FXF9_MAIZE 2 398.21599 794.41742 0.45154 0.28751 0.69891 25.01 25.01 5.26E-01 12.04 32671

53535 YELDKK Unmodified _YELDKK_ B4FXF9_MAIZE 2 398.21599 794.41742 0.48936 -0.51241 -0.059812 24.157 24.157 5.26E-01 16.08 437920

53536 YELECETAEPDR Unmodified _YELECETAEPDR_ B4FLG7_MAIZE 2 756.31957 1510.6246 0.79698 0.45864 1.2371 54.006 54.006 7.02E-22 84.27 1203900

53537 YELLLQQR Unmodified _YELLLQQR_ Q71RX2_MAIZE 2 531.80075 1061.5869 -0.080555 2.5062 2.3932 69.65 69.65 1.65E-01 36.27 78833

53538 YELLLQQR Unmodified _YELLLQQR_ Q71RX2_MAIZE 2 531.80075 1061.5869 0.02095 0.037084 0.029334 69.259 69.259 3.77E-01 22.31 231960

53539 YELLLQQR Unmodified _YELLLQQR_ Q71RX2_MAIZE 2 531.80075 1061.5869 -0.05386 0.28518 0.20227 69.432 69.432 3.48E-02 49.65 1379200

53540 YELLLQQR Unmodified _YELLLQQR_ Q71RX2_MAIZE 2 531.80075 1061.5869 -0.1515 0.10947 -0.071293 68.482 68.482 3.48E-02 49.94 13421000

53541 YENDWDVVK Unmodified _YENDWDVVK_ B6TGG2_MAIZE 2 584.26948 1166.5244 0.18374 0.31848 0.49752 64.808 64.808 3.13E-03 43.91 1933100

53542 YENDWDVVK Unmodified _YENDWDVVK_ B6TGG2_MAIZE 2 584.26948 1166.5244 0.14929 0.15253 0.29695 65.114 65.114 3.13E-03 51.88 677300

53543 YENDWDVVK Unmodified _YENDWDVVK_ B6TGG2_MAIZE 2 584.26948 1166.5244 0.18833 -0.076709 0.1079 66.457 66.457 3.13E-03 44.73 1570600

53544 YENDWDVVK Unmodified _YENDWDVVK_ B6TGG2_MAIZE 2 584.26948 1166.5244 0.23092 -0.14579 0.080492 65.867 65.867 9.73E-03 34.26 810980

53545 YENDWDVVK Unmodified _YENDWDVVK_ B6TGG2_MAIZE 2 584.26948 1166.5244 0.061977 -0.1815 -0.12404 66.168 66.168 3.89E-04 51.81 11817000

53546 YENDWDVVKR Unmodified _YENDWDVVKR_ B6TGG2_MAIZE 3 441.88245 1322.6255 -0.11133 0.68902 0.56781 57.402 57.402 2.99E-03 23.17 325150

53547 YENDWDVVKR Unmodified _YENDWDVVKR_ B6TGG2_MAIZE 3 441.88245 1322.6255 -0.077392 0.20556 0.11855 59.012 59.012 5.02E-04 41.82 5972200

53548 YENDWDVVKR Unmodified _YENDWDVVKR_ B6TGG2_MAIZE 2 662.32003 1322.6255 0.50552 0.35149 0.84777 59.01 59.01 1.62E-03 54.23 1370700

53549 YENEEAAGVAHFVEHMLFK Unmodified _YENEEAAGVAHFVEHMLFK_ B6TG70_MAIZE 4 556.01502 2220.031 0.10934 -0.12373 -0.028101 118.61 118.61 5.27E-03 38.91 933830

53550 YENEEAAGVAHFVEHMLFK Unmodified _YENEEAAGVAHFVEHMLFK_ B6TG70_MAIZE 4 556.01502 2220.031 0.12167 -0.30015 -0.19145 120.53 120.53 6.40E-03 26.34 266990

53551 YENEEAAGVAHFVEHMLFK Unmodified _YENEEAAGVAHFVEHMLFK_ B6TG70_MAIZE 4 556.01502 2220.031 0.12456 -0.12324 -0.011589 123.5 123.5 7.51E-03 20.3 1277200

53552 YENEEAAGVAHFVEHMLFK Unmodified _YENEEAAGVAHFVEHMLFK_ B6TG70_MAIZE 3 741.01761 2220.031 0.8563 0.28171 1.1247 123.49 123.49 2.84E-03 21.81 390140

53553 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.045176 -0.032737 0.00044316 98.666 98.666 2.45E-02 32.55 217420

53554 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.032047 -0.37978 -0.35831 99.9 99.9 3.96E-01 15.21 251150

53555 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.12611 -0.17557 -0.061302 98.816 98.816 1.23E-01 2.72 453520

53556 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.12947 -0.1863 -0.06925 100.05 100.05 1.10E-01 12.14 472930

53557 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.18117 -0.22504 -0.054717 100.31 100.31 2.45E-02 24.51 329950

53558 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.12573 -0.19269 -0.077401 99.505 99.505 1.10E-01 21.87 621800

53559 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.10715 -0.21416 -0.11893 100.79 100.79 2.45E-02 21.9 620350
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53560 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 3 746.34924 2236.0259 0.85395 0.27535 1.1175 99.287 99.287 1.72E-05 24.38 487840

53561 YENEEAAGVAHFVEHMLFK Oxidation (M) _YENEEAAGVAHFVEHM(ox)LFK_ B6TG70_MAIZE 4 560.01375 2236.0259 0.11513 -0.16785 -0.064175 100.53 100.53 1.10E-01 14.07 1857700

53562 YENEEAVGVAHFVEHMLFK Unmodified _YENEEAVGVAHFVEHMLFK_ B4F932_MAIZE 4 563.02285 2248.0623 0.13835 -0.030589 0.099012 120.32 120.32 1.72E-05 41.49 1056100

53563 YENEEAVGVAHFVEHMLFK Unmodified _YENEEAVGVAHFVEHMLFK_ B4F932_MAIZE 4 563.02285 2248.0623 0.054176 -0.35395 -0.30782 121.28 121.28 3.96E-01 18.13 188140

53564 YENEEAVGVAHFVEHMLFK Unmodified _YENEEAVGVAHFVEHMLFK_ B4F932_MAIZE 4 563.02285 2248.0623 0.1648 -0.22346 -0.066617 126.95 126.95 2.20E-01 12.68 515520

53565 YENEEAVGVAHFVEHMLFK Oxidation (M) _YENEEAVGVAHFVEHM(ox)LFK_ B4F932_MAIZE 4 567.02158 2264.0572 0.18697 -0.17868 0.0017275 102.6 102.6 1.10E-01 16.56 202480

53566 YENEEAVGVAHFVEHMLFK Oxidation (M) _YENEEAVGVAHFVEHM(ox)LFK_ B4F932_MAIZE 4 567.02158 2264.0572 0.14717 0.038842 0.17987 102.24 102.24 5.40E-02 19.46 886650

53567 YENEEAVGVAHFVEHMLFK Oxidation (M) _YENEEAVGVAHFVEHM(ox)LFK_ B4F932_MAIZE 4 567.02158 2264.0572 0.15572 -0.20143 -0.051609 103.42 103.42 1.00E+00 1.09 958440

53568 YENEERLEDHK Unmodified _YENEERLEDHK_ B4FHD0_MAIZE 3 487.89167 1460.6532 -0.133 -0.29876 -0.46532 34.155 34.155 5.15E-02 6.25 315230

53577 YENLSQTR Unmodified _YENLSQTR_ B6T8S7_MAIZE 2 505.74871 1009.4829 -0.035378 0.022314 -0.037788 34.468 34.468 2.92E-02 29.4 298130

53578 YENTVYGR Unmodified _YENTVYGR_ B6TN48_MAIZE 2 501.23798 1000.4614 -0.10018 -0.24348 -0.35911 40.891 40.891 1.65E-01 17.86 523860

53579 YEPGYAFEELNPVQWR Unmodified _YEPGYAFEELNPVQWR_ B4FAA0_MAIZE 2 999.47324 1996.9319 1.2471 0.57411 1.8069 108.21 108.21 7.73E-25 98.61 269370

53580 YEPHYDYFHDK Unmodified _YEPHYDYFHDK_ Q5GAV6_MAIZE 3 505.21761 1512.631 -0.0092195 -0.43891 -0.45706 54.221 54.221 1.71E-01 24.04 200120

53581 YEPTIGVEVHPLDFSTNCGK Unmodified _YEPTIGVEVHPLDFSTNCGK_ B6TBX3_MAIZE 3 755.02817 2262.0627 0.83206 -0.67317 0.16802 87.457 87.457 2.26E-05 28.31 766950

53582 YEPTIGVEVHPLDFTTNCGK Unmodified _YEPTIGVEVHPLDFTTNCGK_ B4G1P4_MAIZE 3 759.70005 2276.0783 0.90786 0.13231 1.0502 88.375 88.375 6.04E-03 17.12 905900

53583 YEPTIGVEVHPLDFTTNCGK Unmodified _YEPTIGVEVHPLDFTTNCGK_ B4G1P4_MAIZE 3 759.70005 2276.0783 0.83952 -0.3551 0.49573 88.973 88.973 1.85E-01 9.54 153410

53584 YEPTIGVEVHPLDFTTNCGK Unmodified _YEPTIGVEVHPLDFTTNCGK_ B4G1P4_MAIZE 3 759.70005 2276.0783 0.78081 -0.071596 0.71986 89.12 89.12 2.57E-09 42.22 2619400

53585 YESFWK Unmodified _YESFWK_ B4FJB5_MAIZE 2 430.20288 858.3912 -0.14618 0.65866 0.49419 65.677 65.677 2.64E-01 21.02 1616200

53586 YESLGGEVK Unmodified _YESLGGEVK_ B6TMM7_MAIZE 2 491.24801 980.48148 -0.099311 -0.21555 -0.33065 46.704 46.704 1.12E-01 23.52 1023700

53587 YETQDFLKPSLR Unmodified _YETQDFLKPSLR_ B6TSD4_MAIZE 3 499.59631 1495.7671 -0.13773 -0.27566 -0.42584 70.982 70.982 9.42E-03 27.82 1220900

53588 YEVAQAAYIK Unmodified _YEVAQAAYIK_ B6T5Q6_MAIZE 2 578.30586 1154.5972 0.12429 0.43231 0.52231 58.926 58.926 4.40E-05 40.85 6568600

53589 YEVEVTVGSAR Unmodified _YEVEVTVGSAR_ B4F9K2_MAIZE 2 605.30913 1208.6037 0.21766 0.19824 0.41208 60.85 60.85 3.60E-06 47.1 2644700

53590 YEVEVTVGSAR Unmodified _YEVEVTVGSAR_ B4F9K2_MAIZE 2 605.30913 1208.6037 0.21809 0.23773 0.4534 61.61 61.61 6.35E-09 59.75 417740

53591 YEVLGR Unmodified _YEVLGR_ B4FU71_MAIZE 2 368.70305 735.39154 0.6752 -0.83426 -0.17742 47.605 47.605 5.26E-01 20.99 562800

53592 YEVLGR Unmodified _YEVLGR_ B4FU71_MAIZE 2 368.70305 735.39154 0.5313 0.47747 0.98702 48.897 48.897 1.00E+00 2.78 304060

53593 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.55131 0.28939 0.81616 49.359 49.359 8.04E-02 29.34 4485800

53594 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.37109 -0.044824 0.30161 50.45 50.45 7.83E-01 10.3 89585

53595 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.43295 0.3676 0.77552 49.534 49.534 7.83E-01 17.1 1317200

53596 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.50813 0.40429 0.88724 51.085 51.085 7.83E-01 13.8 1953900

53597 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.41636 0.38359 0.77396 51.838 51.838 1.86E-01 30.1 2438200

53598 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.51527 0.19278 0.68194 52.2 52.2 4.46E-01 17.94 3343500

53599 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.4505 -0.50806 -0.07972 49.834 49.834 1.86E-01 32.67 33047000

53600 YFAGIAK Unmodified _YFAGIAK_ B6TFN1_MAIZE 2 385.21579 768.41703 0.22966 -0.44337 -0.23633 53.033 53.033 8.04E-02 28.75 25070000

53601 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.044288 0.36292 0.42171 58.579 58.579 1.90E-02 37.03 8269900
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53602 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 -0.14945 -0.56231 -0.6948 59.888 59.888 1.90E-02 30.57 2314000

53603 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.0156 0.24502 0.27672 59.068 59.068 1.90E-02 31.46 763130

53604 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.088292 0.29965 0.40331 60.623 60.623 1.65E-01 25.64 473740

53605 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.098893 0.085769 0.20096 60.548 60.548 1.65E-01 18.71 559880

53606 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.023016 0.20635 0.24446 61.058 61.058 2.92E-02 39.1 843660

53607 YFCEFCGK Unmodified _YFCEFCGK_ B4FMW5_MAIZE 2 555.72279 1109.431 0.013295 0.45858 0.48765 61.873 61.873 7.88E-01 21.46 254610

53608 YFDDTYEYR Unmodified _YFDDTYEYR_ B4FSK8_MAIZE 2 636.26439 1270.5142 0.27795 0.035492 0.30349 64.71 64.71 1.01E-02 29.18 191660

53609 YFDEMVQK Unmodified _YFDEMVQK_ B4FS49_MAIZE 2 530.24442 1058.4743 0.038445 -0.057676 -0.027875 58.421 58.421 3.77E-01 17.46 890680

53610 YFDEMVQK Unmodified _YFDEMVQK_ B4FS49_MAIZE 2 530.24442 1058.4743 0.020787 0.15378 0.16662 60.275 60.275 3.77E-01 26.17 301230

53611 YFDFASPWEQR Unmodified _YFDFASPWEQR_ Q5K097_MAIZE 2 723.32786 1444.6412 0.7568 0.21923 0.9713 98.432 98.432 5.66E-08 46.35 1143400

53612 YFDFASPWEQR Unmodified _YFDFASPWEQR_ Q5K097_MAIZE 2 723.32786 1444.6412 0.79598 0.1902 0.98124 98.991 98.991 3.57E-04 21.21 212800

53613 YFDFASPWEQR Unmodified _YFDFASPWEQR_ Q5K097_MAIZE 2 723.32786 1444.6412 0.69134 -0.026055 0.661 98.799 98.799 5.66E-08 38.56 1900500

53614 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.71256 -0.26969 0.44014 73.607 73.607 8.63E-03 37.9 6175200

53615 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 2 559.29309 1116.5716 0.09355 0.2399 0.32957 73.62 73.62 1.01E-02 47.07 1711000

53616 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.60845 -0.37461 0.2318 74.428 74.428 8.63E-03 31.44 1638500

53617 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 2 559.29309 1116.5716 0.01996 0.44576 0.46197 74.506 74.506 3.21E-03 48.19 493360

53618 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.71609 -0.50499 0.2078 74.975 74.975 8.63E-03 33.81 1961000

53619 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 2 559.29309 1116.5716 0.17535 0.035949 0.20682 74.99 74.99 3.13E-03 48.36 527390

53620 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.67025 -0.4516 0.2165 74.625 74.625 2.17E-03 38.4 1937500

53621 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 2 559.29309 1116.5716 0.14519 0.29802 0.4388 74.779 74.779 3.21E-03 52.73 422010

53622 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.63724 -0.19632 0.43636 74.477 74.477 6.12E-02 18.72 581440

53623 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 3 373.19782 1116.5716 0.70691 -0.23041 0.47355 74.755 74.755 3.39E-03 59.45 3518400

53624 YFDLGLPHR Unmodified _YFDLGLPHR_ B4FN97_MAIZE 2 559.29309 1116.5716 -0.056107 -2.8724 -2.9265 74.663 74.663 3.13E-03 48.26 742100

53625 YFEDTEFFIR Unmodified _YFEDTEFFIR_ B6TXN0_MAIZE 2 683.81934 1365.6241 0.57389 0.15254 0.72384 96.486 96.486 5.76E-06 57.91 878950

53626 YFEEISQDTGK Unmodified _YFEEISQDTGK_ B4FQK5_MAIZE 2 658.80388 1315.5932 0.5317 -0.27939 0.2442 60.103 60.103 1.62E-12 64.84 640280

53627 YFEEISQDTGK Unmodified _YFEEISQDTGK_ B4FQK5_MAIZE 2 658.80388 1315.5932 0.42281 -0.051348 0.36355 59.95 59.95 6.35E-09 49.54 239510

53628 YFEEISQDTGK Unmodified _YFEEISQDTGK_ B4FQK5_MAIZE 2 658.80388 1315.5932 0.48303 -0.091509 0.38377 61.759 61.759 4.43E-05 29.07 382380

53629 YFEIILVDVAHK Unmodified _YFEIILVDVAHK_ B4FMB3_MAIZE 3 482.93789 1445.7919 0.021882 -0.02162 -0.0079582 95.776 95.776 4.69E-06 37.75 675150

53630 YFEIILVDVAHK Unmodified _YFEIILVDVAHK_ B4FMB3_MAIZE 2 723.9032 1445.7919 0.79572 0.023338 0.81026 95.652 95.652 2.05E-12 69.05 386710

53631 YFEIILVDVAHK Unmodified _YFEIILVDVAHK_ B4FMB3_MAIZE 2 723.9032 1445.7919 0.52705 95.907 95.907 7.66E-03 33.99

53632 YFELSSLPTLVLIGPDGK Unmodified _YFELSSLPTLVLIGPDGK_ B4FLB0_MAIZE 2 975.03514 1948.0557 1.1201 0.1073 1.2241 123.57 123.57 1.77E-34 75.84 871730

53633 YFELSSLPTLVLIGPDGK Unmodified _YFELSSLPTLVLIGPDGK_ B4FLB0_MAIZE 2 975.03514 1948.0557 1.1721 0.17028 1.3386 123.8 123.8 1.18E-19 58.05 1660300

53634 YFELSSLPTLVLIGPDGK Unmodified _YFELSSLPTLVLIGPDGK_ B4FLB0_MAIZE 2 975.03514 1948.0557 1.145 0.16784 1.31 123.94 123.94 1.77E-34 65.48 729400

53635 YFELSSLPTLVLIGPDGK Unmodified _YFELSSLPTLVLIGPDGK_ B4FLB0_MAIZE 2 975.03514 1948.0557 1.1662 0.008479 1.172 123.39 123.39 1.77E-34 78.28 6783400
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53636 YFELSSLPTLVLIGPDGK Unmodified _YFELSSLPTLVLIGPDGK_ B4FLB0_MAIZE 3 650.35919 1948.0557 0.49712 0.32931 0.82281 123.35 123.35 8.89E-03 29.18 890880

53637 YFETALR Unmodified _YFETALR_ B6TWL4_MAIZE 2 450.23471 898.45487 0.013291 0.4415 0.43135 57.344 57.344 1.86E-01 30.7 2637600

53638 YFETALR Unmodified _YFETALR_ B6TWL4_MAIZE 2 450.23471 898.45487 -0.0020979 0.22171 0.19879 59.333 59.333 4.49E-02 42.68 5318800

53639 YFETDAPK Unmodified _YFETDAPK_ B4F938_MAIZE 2 485.72946 969.44436 -0.13602 0.059515 -0.089599 47.81 47.81 1.65E-01 27.28 2641600

53640 YFEVGDNR Unmodified _YFEVGDNR_ B6U114_MAIZE 2 500.23016 998.44576 -0.011834 -0.65851 -0.67492 51.88 51.88 2.92E-02 26.19 248330

53641 YFFFYVHSETR Unmodified _YFFFYVHSETR_ B4FVA1_MAIZE 3 499.23834 1494.6932 0.019211 -0.20984 -0.18596 83.698 83.698 3.45E-01 11.22 385370

53642 YFFFYVHSETR Unmodified _YFFFYVHSETR_ B4FVA1_MAIZE 3 499.23834 1494.6932 -0.12415 -0.07034 -0.19012 89.435 89.435 3.45E-01 21.5 42286

53643 YFFFYVHSETR Unmodified _YFFFYVHSETR_ B4FVA1_MAIZE 3 499.23834 1494.6932 -0.15405 0.012833 -0.13785 86.696 86.696 6.15E-03 14.1 683600

53644 YFFHEQISR Unmodified _YFFHEQISR_ B6TDS2_MAIZE 3 409.53661 1225.588 0.26094 -0.11239 0.1393 58.797 58.797 9.39E-03 20.01 5421900

53645 YFFHEQISR Unmodified _YFFHEQISR_ B6TDS2_MAIZE 2 613.80128 1225.588 0.23688 -0.16951 0.058819 58.793 58.793 9.73E-03 24.15 895230

53646 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.25904 0.24988 0.49175 55.017 55.017 5.06E-02 30.88 2667100

53647 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.12686 0.032587 0.14481 56.391 56.391 1.65E-01 14 29838

53648 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.10958 0.31686 0.40967 55.435 55.435 5.06E-02 26.18 788690

53649 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.24362 0.10695 0.33553 57.274 57.274 1.65E-01 22.3 1066600

53650 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.21873 0.10004 0.30262 56.555 56.555 5.06E-02 40.94 941060

53651 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.16032 0.3702 0.51422 57.203 57.203 5.06E-02 25.82 832270

53652 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.24237 0.18818 0.41408 56.946 56.946 7.88E-01 9.63 930940

53653 YFGAALGK Unmodified _YFGAALGK_ B4FU37_MAIZE 2 413.72652 825.43849 0.19226 -0.22181 -0.044566 55.756 55.756 1.90E-02 43.79 9165900

53654 YFGCELGAQSK Unmodified _YFGCELGAQSK_ B6T7C2_MAIZE 2 630.28989 1258.5652 0.37261 0.31873 0.68832 59.57 59.57 5.66E-08 59.03 1849300

53655 YFGFGCEIDEETSNK Unmodified _YFGFGCEIDEETSNK_ B6TMC1_MAIZE 2 898.37761 1794.7407 1.1086 0.098896 1.2086 85.206 85.206 1.02E-23 67.81 242410

53656 YFGTEFVAASTDAATGVASR Unmodified _YFGTEFVAASTDAATGVASR_ B6TRC0_MAIZE 2 1010.9842 2019.9538 1.2133 -0.18591 1.0325 93.887 93.887 1.22E-73 105.93 1030400

53657 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.058016 -0.36259 -0.427 71.026 71.026 5.06E-02 33.03 3846300

53658 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.15265 0.15712 -0.0016057 71.71 71.71 2.34E-03 44.37 1647300

53659 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.062423 0.000757 -0.068394 72.487 72.487 3.48E-02 29.21 2037300

53660 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.059358 -0.076695 -0.14139 72.076 72.076 3.48E-02 43.03 1453900

53661 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.095853 -0.24977 -0.35148 72.201 72.201 2.34E-03 37.03 1185100

53662 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.059256 0.021567 -0.044793 72.372 72.372 2.34E-03 46.31 1337600

53663 YFGYLVSR Unmodified _YFGYLVSR_ B4FX25_MAIZE 2 502.76363 1003.5127 -0.14781 0.090356 -0.063673 72.103 72.103 2.34E-03 48.67 18361000

53664 YFICSVPGHCAAGMK Unmodified _YFICSVPGHCAAGMK_ B6SQI9_MAIZE 3 566.5914 1696.7524 0.14808 -0.44436 -0.2858 61.362 61.362 1.00E+00 5.47 854360

53665 YFICSVPGHCAAGMK Unmodified _YFICSVPGHCAAGMK_ B6SQI9_MAIZE 3 566.5914 1696.7524 0.13321 0.79657 0.93871 64.751 64.751 1.00E+00 6.82 25539

53666 YFICSVPGHCAAGMK Unmodified _YFICSVPGHCAAGMK_ B6SQI9_MAIZE 3 566.5914 1696.7524 0.054895 -0.43801 -0.3719 62.288 62.288 6.35E-02 19.08 756070

53667 YFICSVPGHCAAGMK Unmodified _YFICSVPGHCAAGMK_ B6SQI9_MAIZE 2 849.38347 1696.7524 1.084 -0.32839 0.76571 62.293 62.293 1.26E-03 28.68 179530

53668 YFICSVPGHCAAGMK Unmodified _YFICSVPGHCAAGMK_ B6SQI9_MAIZE 3 566.5914 1696.7524 0.11399 -0.38912 -0.26471 63.351 63.351 1.14E-02 24.55 1327600

53669 YFICSVPGHCAAGMK Oxidation (M) _YFICSVPGHCAAGM(ox)K_ B6SQI9_MAIZE 3 571.92304 1712.7473 0.014466 -0.68771 -0.66052 58.076 58.076 4.35E-01 15.67 132030
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53670 YFICSVPGHCAAGMK Oxidation (M) _YFICSVPGHCAAGM(ox)K_ B6SQI9_MAIZE 3 571.92304 1712.7473 0.09949 -0.45612 -0.34415 55.913 55.913 7.48E-04 27.88 672530

53671 YFICSVPGHCAAGMK Oxidation (M) _YFICSVPGHCAAGM(ox)K_ B6SQI9_MAIZE 3 571.92304 1712.7473 0.14799 -0.524 -0.36462 57.536 57.536 2.19E-02 16.33 1563700

53672 YFKGEDFPVQNYIVK Unmodified _YFKGEDFPVQNYIVK_ B6TRR5_MAIZE 3 616.31732 1845.9301 0.30395 0.27047 0.57053 81.608 81.608 2.34E-01 7.6 533150

53673 YFLDAVEK Unmodified _YFLDAVEK_ B6TD33_MAIZE 2 492.75548 983.4964 -0.041447 -0.46512 -0.52065 71.483 71.483 3.77E-01 13.18 199770

53674 YFLDDQK Unmodified _YFLDDQK_ B6U0P4_MAIZE 2 464.72418 927.4338 -0.00065354 0.21149 0.20257 56.925 56.925 9.32E-03 35.77 322660

53675 YFLDDQK Unmodified _YFLDDQK_ B6U0P4_MAIZE 2 464.72418 927.4338 -0.04576 0.72449 0.67127 56.888 56.888 8.04E-02 23.13 658920

53676 YFLHQHTIQLGQPATVK Unmodified _YFLHQHTIQLGQPATVK_ B4FNK1_MAIZE 4 496.02181 1980.0581 -0.13698 -0.3987 -0.53163 77.935 77.935 1.00E+00 12.43 54407

53677 YFLHQHTIQLGQPATVK Unmodified _YFLHQHTIQLGQPATVK_ B4FNK1_MAIZE 4 496.02181 1980.0581 -0.10405 -0.18885 -0.29051 66.24 66.24 1.00E+00 12.88 2122500

53678 YFLHQHTIQLGQPATVK Unmodified _YFLHQHTIQLGQPATVK_ B4FNK1_MAIZE 3 661.02665 1980.0581 0.4668 0.13184 0.60036 66.234 66.234 1.00E+00 3.1 893110

53679 YFLHQHTIQLGQPATVK Unmodified _YFLHQHTIQLGQPATVK_ B4FNK1_MAIZE 3 661.02665 1980.0581 0.443 -0.3609 0.084524 69.894 69.894 1.09E-02 26.97 687640

53680 YFLHQHTIQLGQPATVK Unmodified _YFLHQHTIQLGQPATVK_ B4FNK1_MAIZE 4 496.02181 1980.0581 -0.19041 -0.1402 -0.32689 69.893 69.893 1.00E+00 6.18 1636700

53681 YFLQATQQLSDR Unmodified _YFLQATQQLSDR_ B6U0I0_MAIZE 2 735.3728 1468.731 0.76255 -2.4024 -1.6441 72.107 72.107 1.68E-09 63.75 498450

53682 YFLQATQQLSDR Unmodified _YFLQATQQLSDR_ B6U0I0_MAIZE 2 735.3728 1468.731 0.72326 -0.46198 0.2558 72.818 72.818 7.61E-14 55.05 282600

53683 YFNIAENEGEEED Unmodified _YFNIAENEGEEED_ B6THM9_MAIZE 2 779.81263 1557.6107 0.83248 0.14999 0.95709 74.366 74.366 1.47E-03 39.67 182660

53684 YFNIAENEGEEED Unmodified _YFNIAENEGEEED_ B6THM9_MAIZE 2 779.81263 1557.6107 0.81682 -0.5266 0.26521 75.891 75.891 1.09E-26 82.52 5448700

53685 YFNVMILGPAQSPYEGGVFK Oxidation (M) _YFNVM(ox)ILGPAQSPYEGGVFK_ B4FPA1_MAIZE 2 1117.0535 2232.0925 1.1902 0.13951 1.3302 105.76 105.76 3.94E-09 83.26 286540

53686 YFNVMILGPAQSPYEGGVFK Oxidation (M) _YFNVM(ox)ILGPAQSPYEGGVFK_ B4FPA1_MAIZE 2 1117.0535 2232.0925 1.1171 0.00081 1.1183 108.33 108.33 2.77E-53 74.76 1727600

53687 YFNVMILGPAQSPYEGGVFK Oxidation (M) _YFNVM(ox)ILGPAQSPYEGGVFK_ B4FPA1_MAIZE 3 745.03812 2232.0925 0.76712 0.021867 0.79013 108.33 108.33 4.53E-07 41.63 779630

53688 YFNVMILGPAQSPYEGGVFK Unmodified _YFNVMILGPAQSPYEGGVFK_ B4FPA1_MAIZE 2 1109.0561 2216.0976 1.1889 -0.2126 0.97591 118.33 118.33 4.45E-02 15.36 68545

53689 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.68621 -0.15581 0.52402 102.22 102.22 2.05E-12 86.02 13077000

53690 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.72977 0.073745 0.79826 102.92 102.92 1.68E-09 79.58 1722800

53691 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.72691 0.12714 0.8476 102.91 102.91 7.72E-03 35.32 1542300

53692 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.73931 0.1182 0.85217 102.89 102.89 7.72E-03 36.09 1293200

53693 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.72773 0.057573 0.77891 102.47 102.47 1.11E-04 35.82 827290

53694 YFPTQALNFAFK Unmodified _YFPTQALNFAFK_ ADT1_MAIZE 2 723.87444 1445.7343 0.69218 0.15113 0.83729 103.27 103.27 2.05E-12 62.59 2004200

53695 YFPVPAPAR Unmodified _YFPVPAPAR_ B4FQQ1_MAIZE 2 509.27945 1016.5444 -0.19563 -0.24187 -0.44512 63.855 63.855 1.00E+00 2.33 99941

53696 YFPVPAPAR Unmodified _YFPVPAPAR_ B4FQQ1_MAIZE 2 509.27945 1016.5444 -0.15387 0.11978 -0.043025 65.482 65.482 3.39E-01 7.03 359590

53697 YFSDDWPTNASK Unmodified _YFSDDWPTNASK_ B6T365_MAIZE 2 715.81478 1429.615 0.66373 -0.27346 0.38666 72.281 72.281 7.61E-14 56 978220

53698 YFSDLSSESAR Unmodified _YFSDLSSESAR_ B6T1Y2_MAIZE 2 631.2884 1260.5622 0.36799 -0.026024 0.32603 59.735 59.735 4.48E-03 44.25 168050

53699 YFSPSEAVDYGIIDK Unmodified _YFSPSEAVDYGIIDK_ B4FNF5_MAIZE 2 852.41179 1702.809 1.1183 1.3275 2.4371 89.231 89.231 6.53E-30 91.16 407030

53700 YFSQVIEGALR Unmodified _YFSQVIEGALR_ B4FSS8_MAIZE 2 641.84314 1281.6717 0.47491 0.25357 0.7165 86.153 86.153 4.48E-03 31.65 223480

53701 YFSQVIEGALR Unmodified _YFSQVIEGALR_ B4FSS8_MAIZE 2 641.84314 1281.6717 0.45986 0.21446 0.66243 85.847 85.847 4.96E-02 44.45 290760

53702 YFSQVIEGALR Unmodified _YFSQVIEGALR_ B4FSS8_MAIZE 2 641.84314 1281.6717 0.44721 -0.23476 0.20085 85.624 85.624 7.60E-01 3.91 236730

53703 YFSQVIEGALR Unmodified _YFSQVIEGALR_ B4FSS8_MAIZE 2 641.84314 1281.6717 0.35815 0.36357 0.70848 85.564 85.564 7.60E-01 10.22 4187000
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53704 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.084932 -0.12491 -0.21079 69.646 69.646 2.26E-06 44.97 13053000

53705 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.75032 -0.18985 0.56034 69.654 69.654 1.00E-11 53.87 5350900

53706 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.17769 0.12219 -0.055999 70.121 70.121 7.68E-03 42.68 3639900

53707 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.75224 -0.12188 0.62982 70.122 70.122 1.00E-11 60.24 1121400

53708 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.083126 -0.20878 -0.2932 70.909 70.909 3.27E-03 48.7 4382100

53709 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.75883 -0.22997 0.52784 70.895 70.895 1.00E-11 53.78 1417500

53710 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.085359 -0.35165 -0.43778 70.458 70.458 2.26E-06 42.01 2959800

53711 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.76337 -0.3831 0.38049 70.483 70.483 2.61E-08 46.71 930000

53712 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.10518 -0.25743 -0.36357 70.55 70.55 1.02E-01 24.47 816970

53713 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.80663 -0.78385 0.023042 70.56 70.56 1.00E-11 54.16 316450

53714 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.11931 -0.2601 -0.38004 70.766 70.766 3.27E-03 33.71 8334700

53715 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 2 732.3619 1462.7092 0.7551 -0.097392 0.65693 70.769 70.769 2.50E-15 65.34 2210000

53716 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.11265 -0.13619 -0.24864 70.832 70.832 3.64E-02 21.13 921550

53717 YFTADLSPDHIGK Unmodified _YFTADLSPDHIGK_ B4G029_MAIZE 3 488.57702 1462.7092 -0.063028 -0.2101 -0.27267 70.192 70.192 1.41E-02 29.41 731450

53718 YFTGLLSPWK Unmodified _YFTGLLSPWK_ B4FSH3_MAIZE 2 606.3266 1210.6386 0.3065 0.30147 0.60256 97.198 97.198 3.43E-01 14.94 671080

53719 YFVEAGAIAVR Unmodified _YFVEAGAIAVR_ B6TKY3_MAIZE 2 598.32713 1194.6397 0.22713 0.42893 0.64378 72.936 72.936 1.47E-01 7.47 343770

53720 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.016905 0.045514 0.036945 70.667 70.667 7.18E-01 4.25 1785000

53721 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.11287 0.12328 0.02046 71.372 71.372 1.01E-02 28.78 684420

53722 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.015994 0.023567 0.016445 72.147 72.147 9.73E-03 30.22 888990

53723 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.010481 -0.10487 -0.10524 71.69 71.69 9.73E-03 36.37 832860

53724 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.011788 0.086857 0.08401 71.842 71.842 3.32E-02 23.64 447130

53725 YFVLGTVSR Unmodified _YFVLGTVSR_ B6TS22_MAIZE 2 521.29002 1040.5655 -0.12385 -0.055825 -0.16951 71.812 71.812 1.01E-02 46.5 10182000

53726 YFVQNGVVTDECDPYFDPVGCK Unmodified _YFVQNGVVTDECDPYFDPVGCK_ B6TLR9_MAIZE 2 1305.0698 2608.125 1.045 -0.12935 0.93883 93.093 93.093 6.76E-08 73.03 581980

53727 YFVQNGVVTDECDPYFDPVGCK Unmodified _YFVQNGVVTDECDPYFDPVGCK_ B6TLR9_MAIZE 3 870.38228 2608.125 1.1129 -0.50701 0.62943 93.1 93.1 4.48E-26 56.49 441360

53728 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.95597 0.015408 0.97314 86.704 86.704 7.02E-22 57.48 1000200

53729 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.97713 0.2796 1.2579 95.279 95.279 2.62E-07 34.99 371550

53730 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.94688 -0.084602 0.86433 87.3 87.3 2.97E-31 60.67 642630

53731 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.93152 0.10672 1.0398 87.523 87.523 2.97E-31 74.4 1078700

53732 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.93834 -0.059878 0.88045 87.227 87.227 2.97E-31 68.84 823520

53733 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.92986 -0.20145 0.72957 87.375 87.375 2.97E-31 66.87 2310900

53734 YFWTMVNQPNFK Oxidation (M) _YFWTM(ox)VNQPNFK_ B6T7G7_MAIZE 2 795.87412 1589.7337 0.89354 -0.31076 0.58469 87.003 87.003 7.61E-14 53.74 1230100

53735 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.91418 -0.32155 0.59281 95.222 95.222 2.97E-31 83.19 4926900

53736 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.9615 0.15855 1.1191 96.076 96.076 7.61E-14 68.53 567780

53737 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.90947 0.20518 1.1133 96.145 96.145 9.64E-17 57.17 559620
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53738 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.95622 0.56245 1.5168 96.01 96.01 7.02E-22 67.68 347520

53739 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.93746 0.23032 1.1669 96.026 96.026 7.02E-22 66 2182400

53740 YFWTMVNQPNFK Unmodified _YFWTMVNQPNFK_ B6T7G7_MAIZE 2 787.87666 1573.7388 0.95346 -0.27964 0.67308 96.036 96.036 9.64E-17 68.31 260230

53741 YFYDIK Unmodified _YFYDIK_ B4FG11_MAIZE 2 424.71308 847.41161 0.22738 -0.9944 -0.78382 66.56 66.56 1.00E+00 7.27 227120

53742 YFYDIK Unmodified _YFYDIK_ B4FG11_MAIZE 2 424.71308 847.41161 0.14794 0.42216 0.55091 66.333 66.333 5.26E-01 9.54 240170

53743 YFYDIK Unmodified _YFYDIK_ B4FG11_MAIZE 2 424.71308 847.41161 0.13901 0.20899 0.33047 66.403 66.403 2.78E-01 29.94 3170800

53744 YGAFETENEKER Unmodified _YGAFETENEKER_ EIF3A_MAIZE 3 491.55992 1471.6579 -0.023744 0.13766 0.085595 40.4 40.4 6.16E-04 28.97 1177900

53745 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 2 829.9179 1657.8213 0.99413 -0.30779 0.68942 66.204 66.204 7.01E-14 77.65 5580900

53746 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 3 553.61436 1657.8213 -0.0011827 -0.029109 -0.028439 66.196 66.196 1.27E-15 61.05 41208000

53747 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 3 553.61436 1657.8213 -0.062279 -0.21013 -0.26945 68.367 68.367 1.87E-02 40.39 295350

53748 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 3 553.61436 1657.8213 -0.025084 0.036774 0.013813 66.976 66.976 2.13E-20 69.55 18124000

53749 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 2 829.9179 1657.8213 0.99555 -0.26483 0.73405 66.973 66.973 7.01E-14 73.18 2236500

53750 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 3 553.61436 1657.8213 0.018487 0.083181 0.10274 67.795 67.795 3.39E-38 69.32 20341000

53751 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 2 829.9179 1657.8213 0.97978 -0.097779 0.88405 67.789 67.789 7.01E-14 76.58 2110500

53752 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 3 553.61436 1657.8213 -0.023566 0.21164 0.19072 67.269 67.269 1.27E-15 61.54 28378000

53753 YGAGIGPGVYDIHSPR Unmodified _YGAGIGPGVYDIHSPR_ B4G1T4_MAIZE 2 829.9179 1657.8213 0.96853 -0.087543 0.88401 67.264 67.264 7.01E-14 86.92 3189300

53754 YGAILASCSYDGR Unmodified _YGAILASCSYDGR_ B4FQL2_MAIZE 2 716.82991 1431.6453 0.74276 -0.16256 0.57231 63.485 63.485 1.47E-03 25.07 750780

53755 YGAILASCSYDGR Unmodified _YGAILASCSYDGR_ B4FQL2_MAIZE 2 716.82991 1431.6453 0.67047 -0.18601 0.47666 63.931 63.931 1.00E-11 56.12 676730

53756 YGAITDSVIMK Oxidation (M) _YGAITDSVIM(ox)K_ B4FHJ8_MAIZE 2 607.31029 1212.606 0.28932 0.35085 0.63335 61.756 61.756 1.74E-08 36.94 1641300

53757 YGAITDSVIMK Oxidation (M) _YGAITDSVIM(ox)K_ B4FHJ8_MAIZE 2 607.31029 1212.606 0.24555 -0.016542 0.22237 62.148 62.148 6.12E-08 51.84 661490

53758 YGAITDSVIMK Unmodified _YGAITDSVIMK_ B4FHJ8_MAIZE 2 599.31283 1196.6111 0.26901 -0.065886 0.19401 70.255 70.255 3.60E-06 58.44 1106600

53759 YGAITDSVIMK Unmodified _YGAITDSVIMK_ B4FHJ8_MAIZE 2 599.31283 1196.6111 0.19169 0.23027 0.41204 70.253 70.253 5.66E-08 52.07 1066300

53760 YGAKPDIETLDILNTTATQK Unmodified _YGAKPDIETLDILNTTATQK_ B6TC12_MAIZE 3 731.38635 2191.1372 0.69869 -0.15213 0.53743 88.057 88.057 3.70E-04 50.84 2335200

53761 YGAKPDIETLDILNTTATQK Unmodified _YGAKPDIETLDILNTTATQK_ B6TC12_MAIZE 2 1096.5759 2191.1372 1.1555 0.00076 1.1462 88.055 88.055 3.46E-29 80.28 140930

53762 YGAMAAQMK Oxidation (M) _YGAM(ox)AAQMK_ B6SPB2_MAIZE 2 493.72534 985.43612 0.044079 0.31909 0.33546 32.206 32.206 9.73E-03 29.9 119500

53763 YGAMAAQMK Unmodified _YGAMAAQMK_ B6SPB2_MAIZE 2 485.72788 969.44121 -0.040265 0.06126 -0.011732 41.944 41.944 1.12E-01 26.96 318310

53764 YGAPPNYDVVNK Unmodified _YGAPPNYDVVNK_ B6TQA1_MAIZE 2 668.83023 1335.6459 0.50246 0.040711 0.53476 55.754 55.754 7.61E-14 63.37 1084700

53765 YGATGWLVNTGWSGGR Unmodified _YGATGWLVNTGWSGGR_ PEPCK_MAIZE 2 841.4077 1680.8009 1.0665 0.053844 1.1313 91.661 91.661 7.42E-06 69.37 971100

53766 YGATGWLVNTGWSGGR Unmodified _YGATGWLVNTGWSGGR_ PEPCK_MAIZE 2 841.4077 1680.8009 1.03 0.086756 1.1284 92.386 92.386 7.42E-06 73.64 321570

53767 YGATGWLVNTGWSGGR Unmodified _YGATGWLVNTGWSGGR_ PEPCK_MAIZE 2 841.4077 1680.8009 1.002 -0.14101 0.87194 92.485 92.485 1.02E-04 64.19 328360

53768 YGATGWLVNTGWSGGR Unmodified _YGATGWLVNTGWSGGR_ PEPCK_MAIZE 2 841.4077 1680.8009 1.0711 -0.13134 0.9508 92.328 92.328 1.42E-33 68.84 740200

53769 YGATGWLVNTGWSGGR Unmodified _YGATGWLVNTGWSGGR_ PEPCK_MAIZE 2 841.4077 1680.8009 1.0341 -0.000105 1.0451 91.985 91.985 1.27E-09 86.72 1352000

53770 YGAVWTGDNSADWDHLK Unmodified _YGAVWTGDNSADWDHLK_ B6SIH5_MAIZE 3 645.62711 1933.8595 0.46188 0.20376 0.66762 81.39 81.39 4.56E-01 10.13 641700

53771 YGCNVPLLLMNSFNTHDDTQK Unmodified _YGCNVPLLLMNSFNTHDDTQK_ B4FAD9_MAIZE 3 823.05087 2466.1308 1.013 -0.17784 0.8382 102.17 102.17 9.19E-08 41.39 1797300
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53772 YGCNVPLLLMNSFNTHDDTQK Unmodified _YGCNVPLLLMNSFNTHDDTQK_ B4FAD9_MAIZE 3 823.05087 2466.1308 0.99441 -0.082969 0.9149 102.93 102.93 4.33E-06 45.68 274960

53773 YGCNVPLLLMNSFNTHDDTQK Unmodified _YGCNVPLLLMNSFNTHDDTQK_ B4FAD9_MAIZE 3 823.05087 2466.1308 1.0035 0.047187 1.0538 102.99 102.99 4.33E-06 30.37 425210

53774 YGCNVPLLLMNSFNTHDDTQK Unmodified _YGCNVPLLLMNSFNTHDDTQK_ B4FAD9_MAIZE 3 823.05087 2466.1308 1.0193 -0.11833 0.90368 103.24 103.24 1.81E-14 55.16 2015300

53775 YGCNVPLLLMNSFNTHDDTQK Oxidation (M) _YGCNVPLLLM(ox)NSFNTHDDTQK_ B4FAD9_MAIZE 3 828.38251 2482.1257 1.0152 -0.29033 0.7298 88.702 88.702 2.85E-04 26.12 152410

53776 YGCNVPLLLMNSFNTHDDTQK Oxidation (M) _YGCNVPLLLM(ox)NSFNTHDDTQK_ B4FAD9_MAIZE 3 828.38251 2482.1257 1.0303 -0.31379 0.72115 88.855 88.855 2.43E-04 34.11 301400

53777 YGCNVPLLLMNSFNTHDDTQK Oxidation (M) _YGCNVPLLLM(ox)NSFNTHDDTQK_ B4FAD9_MAIZE 3 828.38251 2482.1257 1.04 -0.3898 0.6557 88.689 88.689 4.33E-06 39.29 1393500

53778 YGCNVPLLLMNSFNTHDDTQK Oxidation (M) _YGCNVPLLLM(ox)NSFNTHDDTQK_ B4FAD9_MAIZE 3 828.38251 2482.1257 1.0343 -0.12994 0.90922 89.349 89.349 3.77E-10 53.31 1363500

53779 YGDAFIR Unmodified _YGDAFIR_ B4FCE3_MAIZE 2 421.21378 840.413 -0.090957 0.17376 0.072977 55.591 55.591 8.04E-02 33.12 1197000

53780 YGDFSVAEIAPR Unmodified _YGDFSVAEIAPR_ B4FVJ9_MAIZE 2 662.83023 1323.6459 0.45438 0.35269 0.79857 80.322 80.322 2.62E-07 65.34 3220300

53781 YGDHTSTITAEHIEK Unmodified _YGDHTSTITAEHIEK_ Q8W0V2_MAIZE 4 426.20742 1700.8006 0.17703 0.18128 0.35182 44.194 44.194 8.47E-02 12.75 464760

53782 YGDLASVK Unmodified _YGDLASVK_ B4F9C9_MAIZE 2 426.72672 851.43888 0.18758 0.73455 0.90671 46.993 46.993 1.65E-01 27.73 479100

53783 YGDNFDGR Unmodified _YGDNFDGR_ B4G043_MAIZE 2 472.19886 942.38316 -0.1218 -0.14927 -0.267 43.909 43.909 2.92E-02 54.86 3712700

53784 YGDQLANTWK Unmodified _YGDQLANTWK_ B4FT62_MAIZE 2 598.29075 1194.5669 0.18665 0.33934 0.51449 63.614 63.614 1.25E-02 62.91 2409100

53785 YGDTFFEVVFVGGR Unmodified _YGDTFFEVVFVGGR_ B4FI21_MAIZE 2 796.89082 1591.7671 1.0321 -0.33512 0.72348 116.82 116.82 2.00E-19 63.25 203400

53786 YGDTFFEVVFVGGR Unmodified _YGDTFFEVVFVGGR_ B4FI21_MAIZE 2 796.89082 1591.7671 1.0185 0.40076 1.4449 118.04 118.04 2.96E-06 59.12 209750

53787 YGEELLFSHHPSKPVISYTQK Unmodified _YGEELLFSHHPSKPVISYTQK_ B6T7L5_MAIZE 4 615.8194 2459.2485 0.28366 0.027678 0.30273 76.881 76.881 1.07E-02 13.92 308080

53788 YGEIVDIYIPR Unmodified _YGEIVDIYIPR_ B4FPN9_MAIZE 2 669.35863 1336.7027 0.52938 0.2325 0.7464 92.774 92.774 6.35E-09 67.09 1138700

53789 YGGESAQAAAATR Unmodified _YGGESAQAAAATR_ B6UCY8_MAIZE 2 626.79947 1251.5844 0.54232 0.5583 1.0773 38.459 38.459 1.56E-17 67.11 154640

53790 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.35602 -0.32395 0.032871 54.838 54.838 9.32E-03 37.03 18369000

53791 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.23435 -0.13754 0.09806 54.993 54.993 8.04E-02 37.9 7853300

53792 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.32193 -0.34445 -0.022575 57.028 57.028 9.32E-03 36.8 16826000

53793 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.26979 -0.32093 -0.049739 56.369 56.369 9.32E-03 40.66 10073000

53794 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.13697 -0.15225 -0.014299 56.965 56.965 4.49E-02 40.57 30770000

53795 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.33943 0.23642 0.57549 57.554 57.554 1.00E+00 8.44 2031700

53796 YGGFLDK Unmodified _YGGFLDK_ BGLC_MAIZE 2 400.20288 798.3912 0.48083 0.48277 0.96088 55.443 55.443 9.32E-03 35.98 1232400

53797 YGGFLTFGSLK Unmodified _YGGFLTFGSLK_ B4FAK2_MAIZE 2 595.31623 1188.6179 1.893 93.89 93.89 2.33E-05 41.68

53798 YGGILPR Unmodified _YGGILPR_ B4FAY8_MAIZE 2 388.22669 774.43882 0.54055 0.22386 0.74799 51.922 51.922 1.86E-01 28.63 1137800

53799 YGGMYALALAYR Unmodified _YGGMYALALAYR_ B4G120_MAIZE 2 674.83955 1347.6645 0.62287 0.49827 1.0924 90.271 90.271 2.62E-07 48.6 413190

53800 YGGMYALALAYR Oxidation (M) _YGGM(ox)YALALAYR_ B4G120_MAIZE 2 682.83701 1363.6595 0.60136 -0.45069 0.12584 78.2 78.2 3.52E-11 45.32 246990

53801 YGIDEYLELK Unmodified _YGIDEYLELK_ B4FYG3_MAIZE 2 621.81626 1241.618 0.44707 -0.80218 -0.38206 91.164 91.164 3.43E-01 8.95 223990

53802 YGIDEYLELK Unmodified _YGIDEYLELK_ B4FYG3_MAIZE 2 621.81626 1241.618 0.29869 -1.191 -0.91759 92.781 92.781 1.00E+00 1.09 10018

53803 YGIDEYLELK Unmodified _YGIDEYLELK_ B4FYG3_MAIZE 2 621.81626 1241.618 0.36048 -0.22328 0.10957 91.891 91.891 5.76E-06 62.42 791980

53804 YGIDSSAGGLK Unmodified _YGIDSSAGGLK_ B6UI56_MAIZE 2 534.27202 1066.5295 0.066542 -0.31263 -0.25492 54.32 54.32 1.00E+00 4.27 329450

53805 YGIDSSAGGLK Unmodified _YGIDSSAGGLK_ B6UI56_MAIZE 2 534.27202 1066.5295 -0.091653 -0.16048 -0.25994 53.328 53.328 4.96E-02 32.45 3363700
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53806 YGINVPR Unmodified _YGINVPR_ B4FRH5_MAIZE 2 409.7296 817.44464 0.28088 0.3413 0.60614 52.798 52.798 4.49E-02 44.36 5065500

53807 YGINVPR Unmodified _YGINVPR_ B4FRH5_MAIZE 2 409.7296 817.44464 0.15927 0.12179 0.26542 53.105 53.105 4.46E-01 34.09 1439000

53808 YGINVPR Unmodified _YGINVPR_ B4FRH5_MAIZE 2 409.7296 817.44464 0.23953 -0.10069 0.12414 54.797 54.797 4.49E-02 50.23 5389000

53809 YGINVPR Unmodified _YGINVPR_ B4FRH5_MAIZE 2 409.7296 817.44464 0.19972 -0.27229 -0.085657 55.444 55.444 4.49E-02 56.33 20097000

53810 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.10587 -0.063572 -0.17259 60.532 60.532 2.34E-03 42.33 26677000

53811 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.26868 -0.17325 -0.44419 61.625 61.625 3.48E-02 49.62 564400

53812 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.18787 -0.14521 -0.33659 60.835 60.835 2.34E-03 49.67 12908000

53813 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.11617 -0.16491 -0.28402 62.357 62.357 2.34E-03 48.32 25155000

53814 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.13923 -0.22271 -0.36398 61.733 61.733 2.34E-03 38.17 15864000

53815 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.25785 -0.1672 -0.42826 62.148 62.148 2.34E-03 51.62 42215000

53816 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.13528 -0.092602 -0.23129 62.602 62.602 1.90E-02 39.25 1980700

53817 YGIVYVDR Unmodified _YGIVYVDR_ BGLC_MAIZE 2 492.76109 983.50763 -0.21194 -0.34918 -0.56325 63.518 63.518 2.34E-03 52.65 2376000

53818 YGLAAGIVTK Unmodified _YGLAAGIVTK_ Q8S531_MAIZE 2 496.79239 991.57023 0.019593 -0.26045 -0.25226 60.924 60.924 1.62E-03 55.65 262180

53819 YGLAAGIVTK Unmodified _YGLAAGIVTK_ Q8S531_MAIZE 2 496.79239 991.57023 -0.20162 -0.033375 -0.24629 62.313 62.313 1.25E-02 29.76 133840

53820 YGLAAGIVTK Unmodified _YGLAAGIVTK_ Q8S531_MAIZE 2 496.79239 991.57023 -0.17247 -0.26 -0.44389 61.443 61.443 1.84E-04 46.05 170750

53821 YGLAAGIVTK Unmodified _YGLAAGIVTK_ Q8S531_MAIZE 2 496.79239 991.57023 0.020662 -0.90544 -0.89466 62.824 62.824 4.40E-05 47.31 246820

53822 YGLAAGIVTK Unmodified _YGLAAGIVTK_ Q8S531_MAIZE 2 496.79239 991.57023 -0.015657 -0.75972 -0.78434 62.639 62.639 4.40E-02 27.56 718520

53823 YGLAVGLPAATAVLLK Unmodified _YGLAVGLPAATAVLLK_ B6TEK2_MAIZE 2 778.97416 1555.9338 0.97342 0.3081 1.2684 108.17 108.17 5.51E-02 23.22 183430

53824 YGLDTSQFTYNPSDPSR Unmodified _YGLDTSQFTYNPSDPSR_ B6TTZ1_MAIZE 2 974.43959 1946.8646 1.1473 -0.069256 1.0797 82.467 82.467 1.43E-21 66.81 318310

53825 YGLEVGLTNYAAAYCTGLLLAR Unmodified _YGLEVGLTNYAAAYCTGLLLAR_ B6THG9_MAIZE 2 1195.1147 2388.2148 1.2318 0.17916 1.4001 120.48 120.48 4.20E-18 89.57 287920

53826 YGLEVGLTNYAAAYCTGLLLAR Unmodified _YGLEVGLTNYAAAYCTGLLLAR_ B6THG9_MAIZE 2 1195.1147 2388.2148 1.2543 -0.25129 0.9923 136.79 136.79 5.41E-06 58.92 623140

53827 YGLEVGLTNYAAAYCTGLLLAR Unmodified _YGLEVGLTNYAAAYCTGLLLAR_ B6THG9_MAIZE 3 797.07886 2388.2148 1.0468 0.14608 1.181 136.73 136.73 7.91E-01 8.05 515660

53828 YGLGEENAANR Unmodified _YGLGEENAANR_ B6TVD6_MAIZE 2 597.28091 1192.5473 0.21802 -0.083993 0.10195 45.943 45.943 6.35E-09 84.78 2566100

53829 YGLGEENAAR Unmodified _YGLGEENAAR_ B6THR9_MAIZE 2 540.25944 1078.5043 0.0089801 -0.51584 -0.5383 45.356 45.356 1.84E-04 68.57 2712800

53830 YGLIFHSSFIGR Unmodified _YGLIFHSSFIGR_ B6TNS0_MAIZE 3 466.25058 1395.7299 -0.1515 -0.097868 -0.25162 84.133 84.133 2.42E-04 35.46 122460

53831 YGLIFHSSFIGR Unmodified _YGLIFHSSFIGR_ B6TNS0_MAIZE 3 466.25058 1395.7299 -0.012572 -0.009009 -0.023479 84.346 84.346 3.25E-03 32.26 187510

53832 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 0.028381 0.13929 0.14165 51.223 51.223 1.84E-04 55.05 5010200

53833 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 -0.019428 0.098587 0.053832 51.11 51.11 1.84E-04 37.89 400800

53834 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 0.098159 0.28395 0.35549 53.378 53.378 4.40E-05 54.22 422450

53835 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 0.10225 0.1165 0.19273 52.682 52.682 1.25E-02 37.58 454530

53836 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 0.061871 0.088913 0.12596 53.466 53.466 1.45E-01 43.8 470840

53837 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 -0.028273 0.12281 0.067847 51.511 51.511 1.62E-03 49.78 1798300

53838 YGLLAEGQNK Unmodified _YGLLAEGQNK_ B6T7B2_MAIZE 2 546.78784 1091.5611 0.0081049 -0.16642 -0.1827 54.716 54.716 1.25E-02 28.32 164210

53839 YGLLGEGQNK Unmodified _YGLLGEGQNK_ B6SZS2_MAIZE 2 539.78001 1077.5455 0.0014543 -2.7993 -2.8091 52.127 52.127 1.45E-01 20.23 4466100
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53840 YGLLGEGQNK Unmodified _YGLLGEGQNK_ B6SZS2_MAIZE 2 539.78001 1077.5455 0.032027 0.63095 0.64482 52.399 52.399 1.45E-01 9.81 311030

53841 YGLLGEGQNK Unmodified _YGLLGEGQNK_ B6SZS2_MAIZE 2 539.78001 1077.5455 -0.045679 -0.16866 -0.23152 52.69 52.69 4.40E-05 53.63 1486100

53842 YGLMCCR Oxidation (M) _YGLM(ox)CCR_ B6T147_MAIZE 2 488.19589 974.37722 -0.32313 -1.0685 -1.379 40.461 40.461 4.70E-02 37.37 1747700

53843 YGLMCCR Oxidation (M) _YGLM(ox)CCR_ B6T147_MAIZE 2 488.19589 974.37722 -0.024283 -0.90415 -0.91657 40.362 40.362 8.87E-01 13.95 153770

53844 YGLMCCR Unmodified _YGLMCCR_ B6T147_MAIZE 2 480.19843 958.3823 -0.28797 -0.24904 -0.53133 50.52 50.52 1.86E-01 20.61 1205900

53845 YGLMCCR Unmodified _YGLMCCR_ B6T147_MAIZE 2 480.19843 958.3823 -0.12486 0.49535 0.37416 52.448 52.448 7.83E-01 16.13 873200

53846 YGLMCCR Unmodified _YGLMCCR_ B6T147_MAIZE 2 480.19843 958.3823 -0.16413 -0.053886 -0.21189 53.39 53.39 4.46E-01 26.11 133400

53847 YGLNHVTYLIEQNK Unmodified _YGLNHVTYLIEQNK_ B6T769_MAIZE 3 564.6299 1690.8679 0.12345 0.21636 0.32386 72.57 72.57 7.27E-01 4.37 1914100

53848 YGLNHVTYLIEQNK Unmodified _YGLNHVTYLIEQNK_ B6T769_MAIZE 2 846.44121 1690.8679 1.0839 0.21991 1.2877 72.573 72.573 2.00E-19 68.19 629610

53849 YGLNHVTYLIEQNK Unmodified _YGLNHVTYLIEQNK_ B6T769_MAIZE 3 564.6299 1690.8679 0.19428 0.1983 0.37657 73.681 73.681 1.00E+00 0.05 301280

53850 YGLNHVTYLIEQNK Unmodified _YGLNHVTYLIEQNK_ B6T769_MAIZE 3 564.6299 1690.8679 0.10429 0.18745 0.27597 73.835 73.835 1.83E-01 24.36 764240

53851 YGLNPDKETLEILR Unmodified _YGLNPDKETLEILR_ B4FFW5_MAIZE 3 554.30167 1659.8832 0.11053 -0.12181 -0.035014 79.858 79.858 1.00E+00 6.33 669680

53852 YGLNPDKETLEILR Unmodified _YGLNPDKETLEILR_ B4FFW5_MAIZE 2 830.94887 1659.8832 1.0838 0.17764 1.2377 107.2 107.2 1.00E+00 2.67 361910

53853 YGLNPDKETLEILR Unmodified _YGLNPDKETLEILR_ B4FFW5_MAIZE 2 830.94887 1659.8832 0.96143 -0.2343 0.7046 82.428 82.428 2.00E-19 84.44 1206200

53854 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.1094 0.19444 1.2976 115.05 115.05 1.43E-21 61.92 1047500

53855 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.0702 0.20209 1.2656 115.59 115.59 1.54E-12 74.65 404890

53856 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.0858 0.19642 1.2751 115.61 115.61 1.54E-12 69.43 547890

53857 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.1069 0.21701 1.3178 115.62 115.62 1.24E-09 57.32 385710

53858 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.1817 0.063752 1.2394 115.27 115.27 2.72E-05 49.82 256790

53859 YGLPPSFLSAVLAPSTK Unmodified _YGLPPSFLSAVLAPSTK_ B4FMY6_MAIZE 2 874.48509 1746.9556 1.1438 0.10898 1.2465 115.95 115.95 1.24E-09 58.61 496230

53860 YGLSTEELR Unmodified _YGLSTEELR_ B4FFK9_MAIZE 2 534.27202 1066.5295 -0.07252 0.63212 0.53515 61.214 61.214 3.21E-03 54.5 2118700

53861 YGLSTEELR Unmodified _YGLSTEELR_ B4FFK9_MAIZE 2 534.27202 1066.5295 -0.07585 0.41803 0.31781 59.574 59.574 3.21E-03 57.09 3641600

53862 YGLTGEFK Unmodified _YGLTGEFK_ B4FHJ2_MAIZE 2 457.73454 913.45453 0.024849 0.33551 0.35379 61.313 61.313 1.65E-01 38.65 666410

53863 YGLTGEFK Unmodified _YGLTGEFK_ B4FHJ2_MAIZE 2 457.73454 913.45453 -0.082106 60.697 60.697 1.48E-01 38.36

53864 YGLTGEFK Unmodified _YGLTGEFK_ B4FHJ2_MAIZE 2 457.73454 913.45453 -0.023766 0.60036 0.57096 61.023 61.023 2.92E-02 39.29 7170500

53865 YGNANAWR Unmodified _YGNANAWR_ B4FVS0_MAIZE 2 476.22521 950.43586 -0.076581 -6.6011 -6.6929 44.104 44.104 5.06E-02 53 457560

53866 YGNANVWK Unmodified _YGNANVWK_ B4F7Y0_MAIZE 2 476.23778 950.46102 -0.02151 0.17506 0.13566 46.48 46.48 1.90E-02 45.42 875110

53867 YGNANVWK Unmodified _YGNANVWK_ B4F7Y0_MAIZE 2 476.23778 950.46102 -0.14061 1.0112 0.84975 46.361 46.361 3.77E-01 39.94 210020

53868 YGNANVWK Unmodified _YGNANVWK_ B4F7Y0_MAIZE 2 476.23778 950.46102 -0.0085541 -0.14284 -0.16938 48.823 48.823 2.92E-02 48.53 269270

53869 YGNANVWK Unmodified _YGNANVWK_ B4F7Y0_MAIZE 2 476.23778 950.46102 0.017169 0.14681 0.1452 48.115 48.115 1.90E-02 40.43 274820

53870 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.1938 0.19912 1.3907 85.197 85.197 1.08E-64 103.56 3253900

53871 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.2028 -0.019588 1.1811 85.473 85.473 1.08E-64 107.09 2197000

53872 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.1525 0.071321 1.2219 85.915 85.915 5.57E-58 101.66 3751000

53873 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.1431 0.078975 1.2204 85.521 85.521 5.57E-58 103.48 2416800
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53874 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.1784 -0.16818 1.0088 85.331 85.331 5.57E-58 101.34 8499500

53875 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.138 -0.18937 0.94727 85.935 85.935 5.57E-58 99.76 14221000

53876 YGNPPIYITENGIGDVDTK Unmodified _YGNPPIYITENGIGDVDTK_ BGLC_MAIZE 2 1033.5075 2065.0004 1.1488 0.059286 1.2066 86.613 86.613 5.48E-24 86.52 368200

53877 YGPVISTIPQQLSR Unmodified _YGPVISTIPQQLSR_ B4FXL2_MAIZE 2 779.93302 1557.8515 0.85315 -0.32107 0.52895 80.77 80.77 2.96E-06 42.1 1058100

53878 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.1626 0.32832 1.4884 69.439 69.439 4.59E-36 111.22 2394000

53879 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 3 775.35237 2323.0353 0.8834 -0.2408 0.64091 69.477 69.477 9.51E-08 52.05 602010

53880 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.2264 -0.05656 1.1679 69.481 69.481 6.50E-45 137.5 933450

53881 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.119 0.24991 1.3666 70.502 70.502 6.50E-45 114.45 2337600

53882 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.1306 0.19321 1.3218 70.032 70.032 2.21E-30 115.87 1538200

53883 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.243 0.055379 1.2963 70.109 70.109 4.20E-18 111.42 1013000

53884 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.1092 0.15871 1.2657 70.665 70.665 2.21E-30 125.93 14782000

53885 YGQDATNVGDEGGFAPNIQENK Unmodified _YGQDATNVGDEGGFAPNIQENK_ B6T3P9_MAIZE 2 1162.5249 2323.0353 1.1978 0.263 1.4582 70.645 70.645 6.50E-45 116.9 1367700

53886 YGQDATNVGDEGGFAPNIQENKEGLELLK Unmodified _YGQDATNVGDEGGFAPNIQENKEGLELLK_ B6T3P9_MAIZE 3 1036.1703 3105.4891 1.1842 -0.031937 1.1427 90.619 90.619 3.76E-18 66.15 235870

53887 YGQDATNVGDEGGFAPNIQENKEGLELLK Unmodified _YGQDATNVGDEGGFAPNIQENKEGLELLK_ B6T3P9_MAIZE 3 1036.1703 3105.4891 1.2019 0.17342 1.3655 90.828 90.828 4.00E-20 93.31 1660100

53888 YGQVIEAK Unmodified _YGQVIEAK_ B6TR84_MAIZE 2 454.24782 906.48108 -0.066602 0.61468 0.52548 41.116 41.116 3.48E-02 62.05 1985900

53889 YGQVIEAK Unmodified _YGQVIEAK_ B6TR84_MAIZE 2 454.24782 906.48108 -0.0858 0.09742 -0.0089308 38.31 38.31 1.90E-02 54.44 9291800

53890 YGQVIEAR Unmodified _YGQVIEAR_ B6TI13_MAIZE 2 468.25089 934.48723 0.011705 -0.94399 -0.95046 41.192 41.192 5.06E-02 40.16 604790

53891 YGQVIEAR Unmodified _YGQVIEAR_ B6TI13_MAIZE 2 468.25089 934.48723 -0.089018 -0.8982 -1.0044 44.004 44.004 1.65E-01 46.11 529480

53892 YGQVIEAR Unmodified _YGQVIEAR_ B6TI13_MAIZE 2 468.25089 934.48723 -0.11444 3.3012 3.1612 41.524 41.524 2.92E-02 42.3 9096300

53893 YGQVIEAR Unmodified _YGQVIEAR_ B6TI13_MAIZE 2 468.25089 934.48723 -0.16973 -0.84705 -1.0329 44.897 44.897 2.92E-02 46.34 152280

53894 YGQVIEATVVR Unmodified _YGQVIEATVVR_ B4FNR4_MAIZE 2 617.84314 1233.6717 0.26302 -0.12725 0.13781 63.005 63.005 4.48E-03 50.16 27392

53895 YGQYLYDGLVLFAPSTPR Unmodified _YGQYLYDGLVLFAPSTPR_ B4FZ10_MAIZE 2 1030.528 2059.0415 1.2796 0.20446 1.4813 113.75 113.75 3.69E-03 33.42 334960

53896 YGQYLYDGLVLFAPSTPR Unmodified _YGQYLYDGLVLFAPSTPR_ B4FZ10_MAIZE 2 1030.528 2059.0415 1.2843 -0.073241 1.2091 116.27 116.27 9.02E-03 23.7 51575

53897 YGSHVYIIHR Unmodified _YGSHVYIIHR_ B6TLA2_MAIZE 4 311.91882 1243.6462 1.4387 0.21072 1.6374 42.683 42.683 5.36E-02 11.66 701370

53898 YGSHVYIIHR Unmodified _YGSHVYIIHR_ B6TLA2_MAIZE 4 311.91882 1243.6462 1.408 -0.072647 1.3265 45.577 45.577 1.57E-02 18.47 3802200

53899 YGSIFSR Unmodified _YGSIFSR_ B6UDG4_MAIZE 2 415.21378 828.413 0.12289 0.13899 0.24934 57.855 57.855 4.46E-01 27.54 1937600

53900 YGTGSIAGFFSEDSVTLGDLVVK Unmodified _YGTGSIAGFFSEDSVTLGDLVVK_ B6T706_MAIZE 2 1181.5943 2361.174 1.2126 0.33978 1.5661 124.04 124.04 2.10E-05 66.14 313040

53901 YGTGSIAGFFSEDSVTLGDLVVK Unmodified _YGTGSIAGFFSEDSVTLGDLVVK_ B6T706_MAIZE 3 788.06528 2361.174 0.96253 0.11786 1.0944 137.1 137.1 6.27E-03 24.22 101120

53902 YGTIPTSSSAGGGPVPLGGASPLDFISR Unmodified _YGTIPTSSSAGGGPVPLGGASPLDFISR_ B6T3J9_MAIZE 3 887.78881 2660.3446 1.1078 1.0348 2.1502 113.3 113.3 3.27E-01 12.56 97020

53903 YGTIPTSSSAGGGPVPLGGASPLDFISR Unmodified _YGTIPTSSSAGGGPVPLGGASPLDFISR_ B6T3J9_MAIZE 2 1331.1796 2660.3446 1.1158 0.5777 1.7022 113.28 113.28 1.36E-04 39.98 53532

53904 YGTSTAPMAIEK Oxidation (M) _YGTSTAPM(ox)AIEK_ B6T5N2_MAIZE 2 642.81065 1283.6068 0.38271 -0.025785 0.34175 46.844 46.844 1.60E-02 34.96 701000

53905 YGTSTAPMAIEK Unmodified _YGTSTAPMAIEK_ B6T5N2_MAIZE 2 634.8132 1267.6118 0.36237 -0.67533 -0.32893 55.959 55.959 1.60E-02 42.56 333300

53906 YGVDEYLELK Unmodified _YGVDEYLELK_ B6SLU3_MAIZE 2 614.80844 1227.6023 0.3539 0.061625 0.39441 84.315 84.315 1.25E-02 20.47 615240

53907 YGVDGGATLVTGGDR Unmodified _YGVDGGATLVTGGDR_ Q43274_MAIZE 2 719.35206 1436.6896 0.71464 -0.21477 0.5234 63.118 63.118 2.05E-04 62.79 2395500
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53908 YGVDGGATLVTGGDR Unmodified _YGVDGGATLVTGGDR_ Q43274_MAIZE 2 719.35206 1436.6896 0.71507 -0.17228 0.56608 63.176 63.176 1.60E-05 73.44 990430

53909 YGVDGGATLVTGGDR Unmodified _YGVDGGATLVTGGDR_ Q43274_MAIZE 2 719.35206 1436.6896 0.70788 -0.31574 0.41544 64.689 64.689 1.12E-07 70.92 1611800

53910 YGVDGGATLVTGGDR Unmodified _YGVDGGATLVTGGDR_ Q43274_MAIZE 2 719.35206 1436.6896 0.73363 -0.37103 0.38604 64.066 64.066 2.37E-16 79.58 936590

53911 YGVDGGATLVTGGDR Unmodified _YGVDGGATLVTGGDR_ Q43274_MAIZE 2 719.35206 1436.6896 0.71139 -0.43258 0.30288 64.413 64.413 1.12E-07 66.6 1308300

53912 YGVEVADIK Unmodified _YGVEVADIK_ B6TKT2_MAIZE 2 497.26621 992.51786 -0.059035 -0.00125 -0.068789 63.902 63.902 1.01E-02 31.11 1534700

53913 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.0817 -0.39535 0.72801 97.159 97.159 8.28E-39 76.23 532510

53914 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.1021 -0.43573 0.70741 97.43 97.43 1.43E-21 66.14 655110

53915 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.1024 -0.41478 0.72893 97.295 97.295 1.54E-12 63.41 529880

53916 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.1922 -0.57355 0.66071 96.883 96.883 3.42E-29 81.03 309840

53917 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.1398 -0.72367 0.45811 97.053 97.053 1.51E-07 50.96 314130

53918 YGVGDVVGVGVIVGCCR Unmodified _YGVGDVVGVGVIVGCCR_ B6U7D8_MAIZE 2 883.43983 1764.8651 1.1163 -0.21691 0.94011 97.279 97.279 4.07E-45 73.22 2793000

53919 YGVQAWQAYK Unmodified _YGVQAWQAYK_ B6T195_MAIZE 2 607.30366 1212.5928 0.14476 0.20896 0.34074 67.387 67.387 1.84E-04 40.92 360730

53920 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 0.025079 -0.087815 -0.05427 73.761 73.761 5.76E-06 55.43 2117900

53921 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 -0.12349 -0.49082 -0.60504 75.325 75.325 1.25E-02 31.8 248260

53922 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 -0.078923 0.11206 0.040962 74.471 74.471 1.25E-02 44.08 797680

53923 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 0.023979 -0.14818 -0.11628 75.03 75.03 2.81E-03 47.91 1559000

53924 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 0.0074543 -0.078987 -0.064313 74.669 74.669 1.62E-03 44.49 2299900

53925 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 -0.025177 0.091331 0.072868 74.484 74.484 4.40E-05 55.01 1500000

53926 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 -0.031414 -0.16037 -0.18436 74.857 74.857 1.84E-04 50.99 8787900

53927 YGVSGFPTLK Unmodified _YGVSGFPTLK_ Q5EUD6_MAIZE 2 534.78985 1067.5651 -0.040377 0.29785 0.26439 74.346 74.346 1.84E-04 60.17 1454200

53928 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 1.007 0.2462 1.2579 99.083 99.083 7.64E-09 54.55 2135000

53929 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.98434 0.33863 1.3275 99.834 99.834 2.96E-06 48.39 1232900

53930 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.97241 0.39599 1.3735 99.858 99.858 2.96E-06 51.5 2109000

53931 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.96868 0.27665 1.2499 99.745 99.745 7.64E-09 46.04 2379500

53932 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.96431 -0.078 0.8917 99.757 99.757 1.95E-13 50.97 5959200

53933 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.9501 -0.36579 0.58933 99.329 99.329 2.00E-19 55.9 28437000

53934 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.98059 -0.012998 0.9728 99.918 99.918 7.64E-09 50.75 788640

53935 YGVSGYPTIQWFPK Unmodified _YGVSGYPTIQWFPK_ Q5EUD6_MAIZE 2 821.91684 1641.8191 0.95949 0.21112 1.1759 101.31 101.31 1.95E-13 61.21 704010

53936 YGWSANMEK Unmodified _YGWSANMEK_ B6U0V6_MAIZE 2 543.23967 1084.4648 0.073657 0.17872 0.22521 55.55 55.55 3.39E-01 25.88 939360

53937 YGWSANMEK Unmodified _YGWSANMEK_ B6U0V6_MAIZE 2 543.23967 1084.4648 -0.028288 0.45989 0.40362 55.926 55.926 3.39E-01 17.63 269250

53938 YGWSANMEK Unmodified _YGWSANMEK_ B6U0V6_MAIZE 2 543.23967 1084.4648 0.053757 0.007772 0.035214 57.095 57.095 3.32E-02 39.74 925690

53939 YGWSANMEK Oxidation (M) _YGWSANM(ox)EK_ B6U0V6_MAIZE 2 551.23712 1100.4597 0.074513 0.28269 0.33459 46.768 46.768 3.05E-02 20.13 958890

53940 YGWSANMEK Oxidation (M) _YGWSANM(ox)EK_ B6U0V6_MAIZE 2 551.23712 1100.4597 0.076881 0.14275 0.19703 47.272 47.272 9.18E-02 23.44 1456800

53941 YGYNAATGEYEDLMAAGIIDPTK Oxidation (M) _YGYNAATGEYEDLM(ox)AAGIIDPTK_ B6SH83_MAIZE 2 1240.0703 2478.1261 1.2643 0.008904 1.2593 94.281 94.281 3.10E-22 99.34 389810
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53942 YGYNAATGEYEDLMAAGIIDPTK Oxidation (M) _YGYNAATGEYEDLM(ox)AAGIIDPTK_ B6SH83_MAIZE 2 1240.0703 2478.1261 1.2724 -0.057275 1.2018 95.665 95.665 6.48E-47 111.22 516420

53943 YGYNAATGEYEDLMAAGIIDPTK Unmodified _YGYNAATGEYEDLMAAGIIDPTK_ B6SH83_MAIZE 2 1232.0729 2462.1312 1.2851 -0.2518 1.0184 106.18 106.18 2.53E-26 114.91 256450

53944 YHAFLASEAIIK Unmodified _YHAFLASEAIIK_ B6SIS5_MAIZE 2 681.87444 1361.7343 0.5944 0.33907 0.90541 71.981 71.981 7.61E-14 49.85 416380

53945 YHEEWVR Unmodified _YHEEWVR_ B6TDH1_MAIZE 3 340.16289 1017.4668 1.0997 -0.013761 1.067 45.526 45.526 6.12E-01 26.42 2257500

53946 YHEEWVR Unmodified _YHEEWVR_ B6TDH1_MAIZE 3 340.16289 1017.4668 1.2152 0.015494 1.2128 45.199 45.199 3.22E-01 25.75 3182300

53947 YHEEWVR Unmodified _YHEEWVR_ B6TDH1_MAIZE 3 340.16289 1017.4668 1.1709 0.82154 1.9724 46.235 46.235 6.12E-01 28.75 2138700

53948 YHEEWVR Unmodified _YHEEWVR_ B6TDH1_MAIZE 2 509.74069 1017.4668 -0.15489 0.62006 0.44577 46.224 46.224 8.04E-02 22.01 1855000

53949 YHEEWVR Unmodified _YHEEWVR_ B6TDH1_MAIZE 2 509.74069 1017.4668 -0.03388 0.8733 0.81932 43.508 43.508 4.46E-01 7.83 404770

53950 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.3931 0.065397 1.4313 38.462 38.462 8.66E-01 22.94 6044700

53951 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.15609 0.27463 0.091918 40.176 40.176 1.86E-01 17.68 26888

53952 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.3006 -0.012576 1.2592 38.191 38.191 1.00E+00 22.85 1324000

53953 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.5269 -0.13309 1.366 40.757 40.757 1.00E+00 15.42 1543300

53954 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.073262 -0.16442 -0.26472 40.74 40.74 4.49E-02 17.7 1209200

53955 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.3578 -0.18353 1.1467 40.036 40.036 1.00E+00 20.51 2816900

53956 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.021233 0.25511 0.2065 40.023 40.023 8.04E-02 19.56 1172800

53957 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.2861 -0.072454 1.1862 40.715 40.715 1.00E+00 20.69 4396600

53958 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.4796 -0.16298 1.289 40.256 40.256 8.66E-01 16.84 1204500

53959 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.084696 -1.1426 -1.2515 40.272 40.272 4.49E-02 26.99 688640

53960 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.3803 -0.27503 1.0772 41.098 41.098 8.66E-01 15.02 4801400

53961 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.11929 -0.64683 -0.79145 41.11 41.11 9.32E-03 28.25 1921700

53962 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.191 -0.32495 0.83785 38.414 38.414 8.66E-01 20.55 36373000

53963 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -0.21924 -0.31973 -0.56479 38.399 38.399 9.32E-03 32.45 28379000

53964 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 2 479.75888 957.50321 -3.6021 39.133 39.133 1.09E-01 22.01

53965 YHEQLLR Unmodified _YHEQLLR_ B4G080_MAIZE 3 320.17501 957.50321 1.3178 -0.00821 1.2825 42.418 42.418 1.00E+00 22.88 709610

53966 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 0.064289 -0.12762 -0.06243 34.341 34.341 9.21E-03 29.7 579210

53967 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 -0.052366 -0.072165 -0.12521 33.695 33.695 6.81E-01 13.62 60876

53968 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 0.069169 -0.11869 -0.049425 36.41 36.41 5.17E-02 20.13 99180

53969 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 0.10448 -0.24521 -0.14116 35.564 35.564 6.81E-01 17.26 104470

53970 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 0.084406 -0.21393 -0.13008 35.907 35.907 1.59E-01 33.06 165620

53971 YHGHSMSDPGSTYR Unmodified _YHGHSMSDPGSTYR_ Q9ZQY0_MAIZE 3 532.22829 1593.663 -0.056787 -0.44223 -0.49882 36.79 36.79 1.98E-02 35.34 3612900

53972 YHGHSMSDPGSTYR Oxidation (M) _YHGHSM(ox)SDPGSTYR_ Q9ZQY0_MAIZE 3 537.55993 1609.658 -0.024741 -0.26861 -0.28981 27.824 27.824 2.31E-02 33.61 745870

53973 YHGHSMSDPGSTYR Oxidation (M) _YHGHSM(ox)SDPGSTYR_ Q9ZQY0_MAIZE 2 805.83625 1609.658 1.0524 0.30791 1.362 27.796 27.796 1.50E-01 15.42 26591

53974 YHGYYGGK Unmodified _YHGYYGGK_ P93852_MAIZE 2 472.71668 943.41882 -0.052103 -0.13523 -0.19651 30.468 30.468 3.77E-01 11.02 74031

53975 YHGYYGGK Unmodified _YHGYYGGK_ P93852_MAIZE 3 315.48022 943.41882 1.4751 -0.33238 1.135 30.459 30.459 1.00E+00 6.87 28404
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53976 YHHEVDPDEVNALAQLMTWK Unmodified _YHHEVDPDEVNALAQLMTWK_ B4F9J5_MAIZE 3 799.38284 2395.1267 1.1125 0.85977 1.9637 105.23 105.23 1.97E-01 41.08 185570

53977 YHIVGPDPNSPDAQLPESHR Unmodified _YHIVGPDPNSPDAQLPESHR_ B4FSU1_MAIZE 4 558.02254 2228.061 0.032471 0.030883 0.059844 63.182 63.182 9.26E-02 34.06 308070

53978 YHLDLCR Unmodified _YHLDLCR_ B6THH6_MAIZE 3 326.16049 975.45963 1.3215 0.037962 1.3522 54.013 54.013 1.00E+00 9.49 595690

53979 YHLDLCR Unmodified _YHLDLCR_ B6THH6_MAIZE 2 488.73709 975.45963 -0.047156 0.010283 -0.043647 53.988 53.988 1.86E-01 20.27 507530

53980 YHLGLSNFTTGK Unmodified _YHLGLSNFTTGK_ B6TG58_MAIZE 2 669.34605 1336.6776 0.50283 -0.056478 0.44648 68.741 68.741 7.72E-03 32.06 379070

53981 YHLGLSNFTTGK Unmodified _YHLGLSNFTTGK_ B6TG58_MAIZE 3 446.56646 1336.6776 0.035562 0.31983 0.35411 68.76 68.76 1.84E-01 27.67 950620

53982 YHLGLSNFTTGK Unmodified _YHLGLSNFTTGK_ B6TG58_MAIZE 3 446.56646 1336.6776 -0.16976 0.46612 0.29529 70.936 70.936 3.25E-03 54.59 2922500

53983 YHLGLSNFTTGK Unmodified _YHLGLSNFTTGK_ B6TG58_MAIZE 2 669.34605 1336.6776 0.48424 -0.23039 0.25482 70.946 70.946 1.68E-09 40.77 875720

53984 YHLYTPAEVEAVIAR Unmodified _YHLYTPAEVEAVIAR_ B6TJB6_MAIZE 2 866.45686 1730.8992 1.0812 0.6061 1.6684 95.338 95.338 1.12E-07 38 672890

53985 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.99812 -0.22702 0.76277 96.111 96.111 4.70E-03 28.14 377880

53986 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.94691 -0.33303 0.6054 96.756 96.756 5.00E-10 47.3 539320

53987 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.93775 -0.39962 0.52946 96.776 96.776 8.05E-06 61.55 977790

53988 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.93278 -0.41138 0.51312 96.712 96.712 1.32E-04 50.01 905880

53989 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 1.0129 -0.3216 0.683 96.408 96.408 7.26E-03 36.67 492710

53990 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.974 -0.061593 0.9041 96.855 96.855 1.69E-03 40.74 2003600

53991 YHNEVDPDEVNALAQLMTWK Oxidation (M) _YHNEVDPDEVNALAQLM(ox)TWK_ B4FFP2_MAIZE 3 797.04248 2388.1056 0.95089 -0.18398 0.75819 96.365 96.365 6.53E-26 62.58 2411600

53992 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.94447 -0.18999 0.74351 114.05 114.05 1.69E-03 51.47 1742300

53993 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.90194 -0.25686 0.635 114.64 114.64 2.38E-03 40.39 330700

53994 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.93683 -0.041358 0.88435 114.79 114.79 1.87E-03 52.42 469250

53995 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.97412 -0.17878 0.78471 114.99 114.99 1.69E-03 50.37 249040

53996 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 1.0591 -0.08644 0.96249 114.93 114.93 7.26E-03 33.34 165780

53997 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.94791 0.041998 0.97971 115.57 115.57 1.87E-03 34.2 1518700

53998 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 3 791.71084 2372.1107 0.94114 -0.039525 0.89168 114.55 114.55 5.91E-04 51.15 2135100

53999 YHNEVDPDEVNALAQLMTWK Unmodified _YHNEVDPDEVNALAQLMTWK_ B4FFP2_MAIZE 2 1187.0626 2372.1107 1.2631 0.41534 1.6674 114.55 114.55 3.79E-06 35.17 123960

54000 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.022265 0.43201 0.40605 40.746 40.746 1.00E+00 2.08 4845600

54001 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.16041 0.45087 0.287 40.596 40.596 1.00E+00 6.48 334790

54002 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 3 323.49234 967.4552 1.2698 0.08496 1.3527 40.605 40.605 1.00E+00 9.62 253210

54003 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.023592 0.38663 0.35904 43.17 43.17 7.88E-01 9.9 390080

54004 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 3 323.49234 967.4552 1.4746 -0.084714 1.3855 43.16 43.16 1.00E+00 9.25 399460

54005 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.028766 0.52746 0.49548 42.506 42.506 3.77E-01 7.88 714940

54006 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 3 323.49234 967.4552 1.3254 -0.088363 1.2343 43.129 43.129 2.98E-02 28.68 1140500

54007 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.038103 -0.26654 -0.30746 41.112 41.112 1.00E+00 4.29 296400

54008 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 2 484.73488 967.4552 -0.23028 -0.027284 -0.2603 44.642 44.642 1.00E+00 7.26 5739600

54009 YHPGYFGK Unmodified _YHPGYFGK_ B4FQD7_MAIZE 3 323.49234 967.4552 1.2363 -0.78701 0.44821 44.626 44.626 7.37E-02 29.89 2998500
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54010 YHQPQTQNSIR Unmodified _YHQPQTQNSIR_ B6SVB8_MAIZE 3 457.89698 1370.6691 0.076286 -0.016783 0.049619 34.175 34.175 5.15E-02 30.2 84147

54011 YHSILDVLHR Unmodified _YHSILDVLHR_ B4FKX6_MAIZE 3 418.23141 1251.6724 0.15735 -0.064431 0.084327 76.503 76.503 5.02E-04 55.9 1889700

54012 YHSLVIEK Unmodified _YHSLVIEK_ B6UGS8_MAIZE 2 494.77674 987.53893 -0.079101 -0.12485 -0.22517 42.093 42.093 5.06E-02 26.59 824440

54013 YHSLVIEK Unmodified _YHSLVIEK_ B6UGS8_MAIZE 3 330.18692 987.53893 1.3423 -0.23218 1.089 42.091 42.091 1.00E+00 4.95 553940

54014 YHVMQAAK Oxidation (M) _YHVM(ox)QAAK_ B6TQ36_MAIZE 2 482.23947 962.46439 -0.047549 -0.33966 -0.40253 19.7 19.7 9.57E-01 12.08 54756

54015 YHVMQAAK Oxidation (M) _YHVM(ox)QAAK_ B6TQ36_MAIZE 3 321.82874 962.46439 1.4747 0.18088 1.6387 19.683 19.683 4.46E-01 17.93 14135

54016 YHVMQAAK Unmodified _YHVMQAAK_ B6TQ36_MAIZE 2 474.24201 946.46947 -0.06471 -0.1007 -0.18605 30.579 30.579 5.06E-02 19.1 196460

54017 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.0074115 0.17984 0.14738 42.835 42.835 2.92E-02 30.25 3068600

54018 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.1474 0.044848 -0.12714 42.493 42.493 5.06E-02 16.15 670010

54019 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.031355 0.035629 -0.02102 45.078 45.078 5.06E-02 26.95 996210

54020 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.028156 0.20046 0.14854 44.374 44.374 1.65E-01 16.94 1045900

54021 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.088275 0.2408 0.12801 45.153 45.153 3.48E-02 38.78 1276900

54022 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.095614 0.16676 0.04708 45.624 45.624 2.34E-03 39.02 3777300

54023 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.15352 -0.34912 -0.52542 43.096 43.096 1.90E-02 38.8 23012000

54024 YIAGLQQK Unmodified _YIAGLQQK_ A3FMB9_MAIZE 2 460.76363 919.51272 -0.16288 -0.057933 -0.24367 46.495 46.495 1.65E-01 23.85 229700

54025 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.1046 -0.049012 1.0587 105.08 105.08 7.42E-06 49.33 2917900

54026 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.0965 0.11252 1.2125 105.72 105.72 7.42E-06 43.01 1291600

54027 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 3 598.32593 1791.956 0.20589 0.13372 0.3415 105.72 105.72 7.63E-01 13.6 270550

54028 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.0637 0.20329 1.2698 105.69 105.69 7.01E-14 46.1 1953300

54029 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 3 598.32593 1791.956 0.23877 0.016899 0.25763 105.71 105.71 1.00E+00 0.7 373420

54030 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.0287 -0.11787 0.91438 105.72 105.72 4.21E-20 49.89 6979000

54031 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 3 598.32593 1791.956 0.21345 0.069631 0.28585 105.72 105.72 1.05E-01 32.01 1736200

54032 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.2234 0.12105 1.3478 105.32 105.32 7.42E-06 41.44 281300

54033 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.146 -0.19811 0.9508 105.91 105.91 1.48E-07 38.22 468990

54034 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.144 0.020958 1.1679 105.37 105.37 1.02E-04 35.13 656150

54035 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.1363 0.16123 1.2999 106.44 106.44 2.01E-03 47.8 195710

54036 YIAPEQVPVQFGGLFK Unmodified _YIAPEQVPVQFGGLFK_ B6TVE3_MAIZE 2 896.98525 1791.956 1.0763 -0.041964 1.0378 108.65 108.65 1.48E-07 38.9 350650

54037 YIAPEQVPVQFGGLFKEDD Unmodified _YIAPEQVPVQFGGLFKEDD_ B6TVE3_MAIZE 2 1076.5335 2151.0524 1.2831 0.5137 1.7999 108.18 108.18 3.71E-05 44.99 190970

54038 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.1437 0.11433 1.2544 91.544 91.544 1.27E-09 52.33 1322200

54039 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.1077 -0.000212 1.1045 92.159 92.159 1.02E-04 34.35 569260

54040 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.0991 -0.053627 1.0426 92.194 92.194 1.27E-09 48.82 688730

54041 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.0495 -0.041797 1.0049 91.999 91.999 7.73E-25 47.48 4078000

54042 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.132 -0.24616 0.88307 91.746 91.746 7.01E-14 47.46 343550

54043 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.1503 0.30254 1.4496 92.097 92.097 7.42E-06 32.15 278370
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54044 YIAPEQVPVQFGGLYK Unmodified _YIAPEQVPVQFGGLYK_ B4FBC9_MAIZE 2 904.98271 1807.9509 1.0748 0.18295 1.2552 93.322 93.322 1.42E-33 62.49 586130

54045 YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK Unmodified _YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK_ B4FBC9_MAIZE 4 1044.7691 4175.0474 1.2149 0.057931 1.274 103.1 103.1 3.24E-01 3.94 1192900

54046 YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK Unmodified _YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK_ B4FBC9_MAIZE 4 1044.7691 4175.0474 1.1747 0.066754 1.2425 103.8 103.8 7.50E-02 12.31 935760

54047 YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK Unmodified _YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK_ B4FBC9_MAIZE 4 1044.7691 4175.0474 1.168 -0.007976 1.1614 103.96 103.96 1.38E-01 7.09 1014000

54048 YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK Unmodified _YIAPEQVPVQFGGLYKEDDTEFSTSDAVTELTVKPSSK_ B4FBC9_MAIZE 4 1044.7691 4175.0474 1.1505 0.057684 1.2098 104.34 104.34 4.30E-01 4.02 2422900

54049 YICATAER Unmodified _YICATAER_ B4FEN5_MAIZE 2 492.23438 982.45421 0.0084104 0.42247 0.41142 34.949 34.949 5.06E-02 18.9 80141

54050 YICDQYADSGNQALFGK Unmodified _YICDQYADSGNQALFGK_ B4FTF8_MAIZE 2 975.43854 1948.8625 1.1392 -0.089254 1.0479 75.797 75.797 3.33E-51 72.63 467150

54051 YICGDQLTEADIR Unmodified _YICGDQLTEADIR_ B6T7B6_MAIZE 2 777.36685 1552.7192 0.90572 -0.10649 0.79523 69.23 69.23 4.77E-34 73.25 1128300

54052 YIDCTGMSFR Oxidation (M) _YIDCTGM(ox)SFR_ Q8W4W3_MAIZE 2 633.2681 1264.5216 0.37803 0.11199 0.49987 54.403 54.403 4.31E-05 34.62 1503200

54053 YIDCTGMSFR Unmodified _YIDCTGMSFR_ Q8W4W3_MAIZE 2 625.27064 1248.5267 0.34969 0.12762 0.48399 67.004 67.004 1.84E-04 40.84 2492600

54054 YIDEFIR Unmodified _YIDEFIR_ B6TRF2_MAIZE 2 478.24782 954.48108 -0.030642 -0.041171 -0.092311 70.447 70.447 4.49E-02 31.06 443140

54055 YIDPTYMIR Unmodified _YIDPTYMIR_ B6SVM3_MAIZE 2 586.29444 1170.5743 0.19014 0.49092 0.66181 78.707 78.707 3.32E-02 23.6 709440

54056 YIDPTYMIR Unmodified _YIDPTYMIR_ B6SVM3_MAIZE 2 586.29444 1170.5743 0.24749 0.72961 0.95781 79.631 79.631 1.12E-01 17.6 521810

54057 YIDPTYMIR Oxidation (M) _YIDPTYM(ox)IR_ B6SVM3_MAIZE 2 594.2919 1186.5692 0.19899 0.38128 0.56582 64.16 64.16 1.12E-01 14.96 257500

54058 YIDPTYMIR Oxidation (M) _YIDPTYM(ox)IR_ B6SVM3_MAIZE 2 594.2919 1186.5692 0.27638 0.41588 0.67631 65.436 65.436 2.35E-01 6.5 355010

54059 YIDPTYMIR Oxidation (M) _YIDPTYM(ox)IR_ B6SVM3_MAIZE 2 594.2919 1186.5692 0.26273 -0.072415 0.17564 65.176 65.176 2.35E-01 9.75 226240

54060 YIDPTYMIR Oxidation (M) _YIDPTYM(ox)IR_ B6SVM3_MAIZE 2 594.2919 1186.5692 0.25975 0.079518 0.325 65.379 65.379 7.18E-01 8.08 499600

54061 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.042487 -0.02963 -0.10519 82.372 82.372 5.06E-02 24.44 3198800

54062 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.15002 0.13518 -0.048175 82.84 82.84 1.65E-01 15.59 1542400

54063 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.047607 0.032675 -0.049235 83.319 83.319 2.92E-02 21.73 2399300

54064 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.058581 0.017154 -0.074999 82.971 82.971 2.92E-02 19.84 2311200

54065 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.07713 0.12107 0.01089 82.659 82.659 1.90E-02 24.34 1117800

54066 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.13326 0.11119 -0.056214 83.233 83.233 3.48E-02 49.48 16978000

54067 YIEDILLK Unmodified _YIEDILLK_ O81237_MAIZE 2 503.7946 1005.5746 -0.10223 0.17786 0.041025 83.068 83.068 1.90E-02 36.07 1359700

54068 YIEMFYALK Unmodified _YIEMFYALK_ SUS1_MAIZE B6 2 589.30174 1176.5889 0.21351 0.66026 0.84149 92.151 92.151 3.13E-03 41.93 2621400

54069 YIEMFYALK Unmodified _YIEMFYALK_ SUS1_MAIZE B6 2 589.30174 1176.5889 0.2228 0.45724 0.64761 92.712 92.712 3.89E-04 54.28 1215900

54070 YIEMFYALK Oxidation (M) _YIEM(ox)FYALK_ SUS1_MAIZE B6 2 597.29919 1192.5838 0.22354 0.19551 0.39208 78.039 78.039 1.25E-10 46.18 848170

54071 YIEPPHIILR Unmodified _YIEPPHIILR_ B6TDT6_MAIZE 3 417.58004 1249.7183 0.076913 0.095431 0.14775 71.688 71.688 1.00E+00 6.76 572070

54072 YIEPPHIILR Unmodified _YIEPPHIILR_ B6TDT6_MAIZE 3 417.58004 1249.7183 0.23507 0.061995 0.27166 72.175 72.175 2.99E-03 38.52 694780

54073 YIEPPHIILR Unmodified _YIEPPHIILR_ B6TDT6_MAIZE 3 417.58004 1249.7183 0.2217 0.039552 0.23559 71.957 71.957 2.99E-03 35.25 2311300

54074 YIEYDTSFSEDEKK Unmodified _YIEYDTSFSEDEKK_ B6TI78_MAIZE 3 585.26495 1752.773 0.21209 0.20739 0.40142 60.555 60.555 1.00E+00 4.4 18177

54075 YIEYDTSFSEDEKK Unmodified _YIEYDTSFSEDEKK_ B6TI78_MAIZE 3 585.26495 1752.773 0.14009 0.030101 0.15202 59.694 59.694 1.10E-02 25.93 352420

54076 YIEYDTSFSEDEKK Unmodified _YIEYDTSFSEDEKK_ B6TI78_MAIZE 3 585.26495 1752.773 0.21752 -0.22112 -0.021984 61.264 61.264 1.83E-01 30.39 445000

54077 YIEYDTSFSEDEKK Unmodified _YIEYDTSFSEDEKK_ B6TI78_MAIZE 3 585.26495 1752.773 0.17447 -0.11497 0.040783 61.108 61.108 4.40E-03 20.59 1727300
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54078 YIEYDTSFSEDEKK Unmodified _YIEYDTSFSEDEKK_ B6TI78_MAIZE 2 877.39379 1752.773 1.1784 -0.15092 1.0099 61.121 61.121 3.56E-04 51.47 357780

54079 YIFHEGVLYAK Unmodified _YIFHEGVLYAK_ B6UIM2_MAIZE 2 670.35589 1338.6972 0.53859 0.39333 0.9175 70.106 70.106 4.48E-03 31.18 153390

54080 YIFHEGVLYAK Unmodified _YIFHEGVLYAK_ B6UIM2_MAIZE 3 447.23968 1338.6972 -0.14603 0.008625 -0.15188 72.396 72.396 6.63E-06 37.9 1050700

54081 YIGESAR Unmodified _YIGESAR_ B4FTV9_MAIZE 2 398.20341 794.39227 0.24159 -1.0375 -0.82579 31.2 31.2 1.00E+00 5.57 12610

54082 YIGESAR Unmodified _YIGESAR_ B4FTV9_MAIZE 2 398.20341 794.39227 0.66476 0.7784 1.4084 30.464 30.464 1.00E+00 1.23 16140

54083 YIGESAR Unmodified _YIGESAR_ B4FTV9_MAIZE 2 398.20341 794.39227 -0.14854 31.271 31.271 2.09E-01 15.17

54084 YIGESAR Unmodified _YIGESAR_ B4FTV9_MAIZE 2 398.20341 794.39227 0.4294 0.044566 0.44011 31.732 31.732 4.46E-01 15.75 108840

54085 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.35942 0.25984 0.60323 97.135 97.135 5.76E-06 50.92 2657300

54086 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.36617 0.52418 0.8736 97.918 97.918 5.76E-06 44.35 1287800

54087 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.42132 1.1865 1.5898 97.974 97.974 5.45E-09 42.65 2847800

54088 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.41423 0.8787 1.2766 97.823 97.823 5.45E-09 49.1 2596400

54089 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.32897 1.1939 1.5064 97.429 97.429 5.45E-09 49.19 4229700

54090 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.28527 0.12124 0.39107 97.759 97.759 5.45E-09 47.06 16954000

54091 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.36891 0.13713 0.4905 97.776 97.776 1.00E+00 4.77 129160

54092 YIGIELWQVK Unmodified _YIGIELWQVK_ Q43712_MAIZE 2 624.85298 1247.6914 0.37378 1.0788 1.4362 99.023 99.023 1.84E-04 36.96 241180

54093 YIGLSEASASTIR Unmodified _YIGLSEASASTIR_ B4FT62_MAIZE 2 684.3619 1366.7092 0.55723 -0.55432 -0.018967 68.434 68.434 1.56E-17 71.89 7914800

54094 YIGLSEASPDTIR Unmodified _YIGLSEASPDTIR_ B6TJT2_MAIZE 2 711.36718 1420.7198 0.71698 0.32105 1.0218 70.605 70.605 2.50E-15 50.08 4623400

54095 YIGLSEASPDTIR Unmodified _YIGLSEASPDTIR_ B6TJT2_MAIZE 2 711.36718 1420.7198 0.80732 2.14 2.929 69.799 69.799 3.13E-02 19.44 229010

54096 YIGSDVTSLVTLPVIIFEPMTMLQK 2 Oxidation (M) _YIGSDVTSLVTLPVIIFEPM(ox)TM(ox)LQK_ B6U9K5_MAIZE 3 943.16724 2826.4799 1.1911 0.19937 1.3942 127.84 127.84 5.85E-02 5.23 105440

54097 YIGSDVTSLVTLPVIIFEPMTMLQK 2 Oxidation (M) _YIGSDVTSLVTLPVIIFEPM(ox)TM(ox)LQK_ B6U9K5_MAIZE 3 943.16724 2826.4799 1.1966 -0.3495 0.8513 129.32 129.32 3.05E-05 22.77 548070

54098 YIHGDVFR Unmodified _YIHGDVFR_ B6TZ24_MAIZE 3 336.17501 1005.5032 1.2528 0.071808 1.3294 46.947 46.947 2.47E-01 18.89 1980400

54099 YIHSANVIHR Unmodified _YIHSANVIHR_ B4FG60_MAIZE 4 303.16764 1208.6414 1.4959 -0.017269 1.4608 39.115 39.115 1.00E+00 21.14 784480

54100 YIHSANVIHR Unmodified _YIHSANVIHR_ B4FG60_MAIZE 3 403.88776 1208.6414 0.35091 0.1209 0.45343 39.127 39.127 2.99E-03 34.68 894630

54101 YIHSANVIHR Unmodified _YIHSANVIHR_ B4FG60_MAIZE 2 605.328 1208.6414 0.34231 -0.14138 0.18352 39.126 39.126 1.84E-04 36.75 248110

54102 YIHSANVIHR Unmodified _YIHSANVIHR_ B4FG60_MAIZE 4 303.16764 1208.6414 1.3976 -0.24855 1.1303 37.67 37.67 1.00E+00 15.57 472820

54103 YIHSANVIHR Unmodified _YIHSANVIHR_ B4FG60_MAIZE 3 403.88776 1208.6414 0.32555 0.018694 0.32502 37.673 37.673 2.99E-03 36.62 365270

54104 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.8327 -0.055964 0.75475 75.585 75.585 9.97E-16 36.57 761530

54105 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.7663 -0.23036 0.51359 76.053 76.053 6.15E-07 48.05 300710

54106 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.84218 -0.30835 0.51202 76.595 76.595 9.97E-16 35.31 675010

54107 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.83448 -0.13767 0.67414 76.247 76.247 9.97E-16 33.85 654790

54108 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.79161 -0.28367 0.48605 76.612 76.612 9.97E-16 42.67 1739500

54109 YIIEAANHPTDPEADEILSK Unmodified _YIIEAANHPTDPEADEILSK_ B4F9J5_MAIZE 3 742.70234 2225.0852 0.79559 -0.26318 0.50985 76.356 76.356 1.31E-21 35.06 3682900

54110 YIIEQNLATESELK Unmodified _YIIEQNLATESELK_ B4F8B8_MAIZE 2 825.93289 1649.8512 1.0044 0.11404 1.0864 77.361 77.361 1.74E-50 112.83 2301200

54111 YIIIGDTGVGK Unmodified _YIIIGDTGVGK_ B6U232_MAIZE 2 568.32151 1134.6285 0.13887 0.067394 0.2093 69.922 69.922 7.60E-01 7.73 850120



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

54112 YIIIGDTGVGK Unmodified _YIIIGDTGVGK_ B6U232_MAIZE 2 568.32151 1134.6285 0.05688 0.30491 0.36498 70.249 70.249 1.00E+00 4.63 205060

54113 YIIIGDTGVGK Unmodified _YIIIGDTGVGK_ B6U232_MAIZE 2 568.32151 1134.6285 0.079318 -0.040028 0.042651 70.296 70.296 4.48E-03 22.7 967780

54114 YIIIGDTGVGK Unmodified _YIIIGDTGVGK_ B6U232_MAIZE 2 568.32151 1134.6285 0.037007 0.25031 0.29075 72.17 72.17 3.57E-04 29.49 403100

54115 YIILGIYEGCDPVNK Unmodified _YIILGIYEGCDPVNK_ B6U134_MAIZE 2 877.4451 1752.8757 1.0372 -0.96711 0.063945 94.605 94.605 2.37E-16 63.92 168900

54116 YIILGIYEGCDPVNK Unmodified _YIILGIYEGCDPVNK_ B6U134_MAIZE 2 877.4451 1752.8757 1.1308 -1.8984 -0.77242 94.714 94.714 6.37E-03 8.95 157880

54117 YIILGIYEGCDPVNK Unmodified _YIILGIYEGCDPVNK_ B6U134_MAIZE 2 877.4451 1752.8757 1.0639 -1.338 -0.27993 94.589 94.589 8.98E-47 67.57 196240

54118 YIKEEFGQIPR Unmodified _YIKEEFGQIPR_ B6SSJ4_MAIZE 3 460.58211 1378.7245 0.11596 0.7402 0.83365 60.798 60.798 1.73E-05 49.82 642750

54119 YIKEEFGQIPR Unmodified _YIKEEFGQIPR_ B6SSJ4_MAIZE 3 460.58211 1378.7245 -0.12249 0.8053 0.65929 61.529 61.529 7.13E-05 28.27 221670

54120 YILPDENLQGR Unmodified _YILPDENLQGR_ B6TIJ2_MAIZE 2 659.34351 1316.6725 0.48627 0.1472 0.61351 70.557 70.557 4.48E-03 35.99 3289700

54121 YINEYVICNGCK Unmodified _YINEYVICNGCK_ B4FGR6_MAIZE 2 766.84724 1531.6799 0.86626 -0.11764 0.74286 64.847 64.847 7.02E-22 63.53 917190

54122 YINTADAHVK Unmodified _YINTADAHVK_ B4FNB7_MAIZE 3 377.86462 1130.572 0.63977 -1.0562 -0.43 36.767 36.767 9.39E-01 4.76 248820

54123 YINTADAHVK Unmodified _YINTADAHVK_ B4FNB7_MAIZE 2 566.29329 1130.572 0.17466 -0.22922 -0.0688 36.804 36.804 7.11E-01 10.87 132120

54124 YINTADAHVK Unmodified _YINTADAHVK_ B4FNB7_MAIZE 2 566.29329 1130.572 0.13777 0.16369 0.28591 34.88 34.88 1.45E-01 22.3 275690

54125 YINVAR Unmodified _YINVAR_ B4FNT1_MAIZE 2 368.21104 734.40752 0.72753 0.31813 1.0151 36.336 36.336 9.46E-01 13.86 29036

54126 YINVAR Unmodified _YINVAR_ B4FNT1_MAIZE 2 368.21104 734.40752 0.83706 -0.10627 0.69885 38.154 38.154 5.26E-01 32.59 173580

54127 YINVAR Unmodified _YINVAR_ B4FNT1_MAIZE 2 368.21104 734.40752 0.77093 0.12682 0.86652 37.369 37.369 2.64E-01 31.47 301410

54128 YINVAR Unmodified _YINVAR_ B4FNT1_MAIZE 2 368.21104 734.40752 0.89001 -0.40847 0.45256 37.833 37.833 5.26E-01 15.77 135850

54129 YINVAR Unmodified _YINVAR_ B4FNT1_MAIZE 2 368.21104 734.40752 0.77816 0.066942 0.81413 38.8 38.8 2.78E-01 31.73 2261900

54130 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1543 -0.15037 1.0024 118.83 118.83 4.21E-01 26.77 4225400

54131 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 2 1484.2077 2966.4008 1.1494 -0.24577 0.90251 118.85 118.85 5.89E-09 45.99 939600

54132 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.179 -0.014848 1.1629 119.44 119.44 2.66E-02 16.94 4692300

54133 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 2 1484.2077 2966.4008 1.1463 -0.15138 0.99389 119.45 119.45 9.97E-11 98.82 1139200

54134 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1571 -0.047013 1.1089 119.28 119.28 5.76E-05 36.61 4278400

54135 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 4 742.60747 2966.4008 0.78777 0.1448 0.93078 119.29 119.29 9.49E-04 19.16 213560

54136 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1875 -0.11275 1.074 119.85 119.85 9.49E-04 28.67 4912800

54137 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1219 0.006802 1.1271 119.51 119.51 9.49E-04 22.17 3996200

54138 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 2 1484.2077 2966.4008 1.0814 0.022309 1.1027 119.53 119.53 4.52E-10 63.34 943490

54139 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 4 742.60747 2966.4008 0.84632 0.21648 1.0611 119.51 119.51 2.25E-01 13.04 229510

54140 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 2 1484.2077 2966.4008 1.0471 0.002083 1.0478 120.08 120.08 1.95E-13 80.69 904450

54141 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1463 0.059391 1.2038 120.1 120.1 7.83E-02 32.25 4498900

54142 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.1141 -0.10399 1.009 120.22 120.22 7.83E-02 20.38 4519700

54143 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 2 1484.2077 2966.4008 1.176 -0.10702 1.0676 120.26 120.26 7.51E-12 63.35 1340700

54144 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 4 742.60747 2966.4008 0.87901 0.42629 1.3032 120.23 120.23 9.49E-04 20.88 310670

54145 YIPSNTFSYYDQVLDTTAMLGAVPER Oxidation (M) _YIPSNTFSYYDQVLDTTAM(ox)LGAVPER_ Q8W529_MAIZE 3 989.80754 2966.4008 1.2002 -2.9721 -1.7702 119.42 119.42 1.00E+00 0.24 322180



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

54146 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 3 984.4759 2950.4059 1.1514 -0.16932 0.97999 122.4 122.4 2.66E-02 38.56 10142000

54147 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 2 1476.2102 2950.4059 1.1517 -0.041206 1.1079 122.37 122.37 3.93E-10 71.79 3948000

54148 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 3 984.4759 2950.4059 1.1269 -0.016082 1.1086 122.83 122.83 1.89E-06 38.17 1459000

54149 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 2 1476.2102 2950.4059 1.6077 -0.5716 1.0346 122.81 122.81 3.50E-07 70.16 464360

54150 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 2 1476.2102 2950.4059 1.1005 -0.034092 1.0638 123.09 123.09 1.39E-02 25.83 319520

54151 YIPSNTFSYYDQVLDTTAMLGAVPER Unmodified _YIPSNTFSYYDQVLDTTAMLGAVPER_ Q8W529_MAIZE 2 1476.2102 2950.4059 1.2406 -0.49862 0.73994 123.42 123.42 1.36E-05 45.08 174290

54152 YIPWHIVNK Unmodified _YIPWHIVNK_ B6TIS1_MAIZE 3 390.55371 1168.6393 0.26454 0.36489 0.61406 68.695 68.695 2.35E-01 9.99 1264300

54153 YIPWHIVNK Unmodified _YIPWHIVNK_ B6TIS1_MAIZE 2 585.32693 1168.6393 0.13842 0.2913 0.41421 68.708 68.708 1.12E-01 15.38 343690

54154 YIQLQSGAK Unmodified _YIQLQSGAK_ B6U6T8_MAIZE 2 504.27965 1006.5447 -0.054793 -0.041823 -0.11742 44.938 44.938 9.73E-03 27.93 2504100

54155 YIQLQSGAK Unmodified _YIQLQSGAK_ B6U6T8_MAIZE 2 504.27965 1006.5447 -0.073281 0.061945 -0.032995 44.238 44.238 1.01E-02 30.06 2854500

54156 YIRPQDAGWDAK Unmodified _YIRPQDAGWDAK_ B4FAK8_MAIZE 3 473.90536 1418.6943 0.0085444 0.69419 0.68656 52.843 52.843 3.25E-03 18.22 1087000

54157 YIRPQDAGWDAK Unmodified _YIRPQDAGWDAK_ B4FAK8_MAIZE 3 473.90536 1418.6943 -0.17801 0.25041 0.058184 53.151 53.151 8.76E-11 39.88 637250

54158 YIRPQDAGWDAK Unmodified _YIRPQDAGWDAK_ B4FAK8_MAIZE 3 473.90536 1418.6943 -0.029166 0.30597 0.26152 54.446 54.446 1.37E-08 34.02 697580

54159 YIRPQDAGWDAK Unmodified _YIRPQDAGWDAK_ B4FAK8_MAIZE 2 710.35441 1418.6943 0.6771 0.062808 0.7264 55.164 55.164 2.05E-12 48.21 1296400

54160 YIRPQDAGWDAK Unmodified _YIRPQDAGWDAK_ B4FAK8_MAIZE 3 473.90536 1418.6943 -0.037456 -0.17479 -0.22495 53.609 53.609 2.42E-04 23.23 764630

54161 YISDASASRPDWK Unmodified _YISDASASRPDWK_ B6TXE2_MAIZE 3 499.24405 1494.7103 -0.14607 -0.041756 -0.2059 54.252 54.252 1.00E+00 3.91 7433800

54162 YISDASASRPDWK Unmodified _YISDASASRPDWK_ B6TXE2_MAIZE 2 748.36243 1494.7103 0.81006 0.17635 0.96789 54.253 54.253 2.61E-08 57.06 1331800

54163 YITMAGEYELR Oxidation (M) _YITM(ox)AGEYELR_ B4FQ20_MAIZE 2 681.32393 1360.6333 0.56303 0.76507 1.3027 63.197 63.197 4.96E-02 19.89 28145

54164 YITVQSLTEEGLR Unmodified _YITVQSLTEEGLR_ B6TZ66_MAIZE 2 754.90139 1507.7882 0.91544 0.029956 0.93566 87.432 87.432 1.00E-11 48.76 388380

54165 YIVFPWFGR Unmodified _YIVFPWFGR_ B4FKK9_MAIZE 2 592.8162 1183.6179 0.23158 0.10993 0.34757 116.01 116.01 3.13E-03 40.25 1053700

54166 YIVFPWFGR Unmodified _YIVFPWFGR_ B4FKK9_MAIZE 2 592.8162 1183.6179 0.17883 0.39067 0.5756 115.48 115.48 3.32E-02 15.27 1696200

54167 YIYDLYYR Unmodified _YIYDLYYR_ B6T8X1_MAIZE 2 584.78731 1167.5601 0.10823 0.36757 0.44687 81.087 81.087 3.48E-02 49.86 948380

54168 YIYGGHVADYMK Unmodified _YIYGGHVADYMK_ B6TYP7_MAIZE 2 708.83446 1415.6544 0.68457 -0.12662 0.54825 63.949 63.949 2.05E-12 57.4 1048400

54169 YIYGGHVADYMK Unmodified _YIYGGHVADYMK_ B6TYP7_MAIZE 3 472.89207 1415.6544 -0.088531 0.28445 0.18494 65.632 65.632 9.42E-03 10.8 2217700

54170 YIYGGHVADYMR Unmodified _YIYGGHVADYMR_ B6THG9_MAIZE 3 482.22745 1443.6605 -0.038507 0.25537 0.20617 65.13 65.13 8.04E-02 12.68 3221400

54171 YIYGGHVADYMR Unmodified _YIYGGHVADYMR_ B6THG9_MAIZE 2 722.83754 1443.6605 0.76046 0.071119 0.82152 65.127 65.127 1.98E-03 40.48 878710

54172 YIYGGHVADYMR Unmodified _YIYGGHVADYMR_ B6THG9_MAIZE 3 482.22745 1443.6605 -0.14259 -0.039395 -0.19256 66.697 66.697 9.42E-03 23.32 2086000

54173 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.95404 -0.068105 0.8907 83.972 83.972 1.56E-17 46.79 2681700

54174 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.94213 0.004613 0.95146 84.351 84.351 2.50E-15 42.89 1219200

54175 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.95383 -0.12876 0.83032 84.841 84.841 1.56E-17 53.23 2298000

54176 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.93131 -0.15038 0.78663 84.524 84.524 1.09E-26 61.23 2968900

54177 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.98233 -0.048331 0.93915 84.259 84.259 1.09E-26 58.91 1534700

54178 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.94992 0.18519 1.1404 84.845 84.845 1.09E-26 61.25 5421900

54179 YIYTIDDDCFVAK Unmodified _YIYTIDDDCFVAK_ B4FQX1_MAIZE 2 811.87398 1621.7334 0.94406 -0.25893 0.69028 84.123 84.123 1.56E-17 49.42 560820
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54180 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 0.013969 -0.15431 -0.17741 36.655 36.655 8.04E-02 43.23 4452600

54181 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.3952 0.16746 1.5256 36.66 36.66 8.66E-01 23.06 1703100

54182 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.12812 0.13167 -0.034041 37.775 37.775 7.83E-01 14.47 44531

54183 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.12253 0.41955 0.25898 36.094 36.094 4.49E-02 32.42 2687200

54184 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.15 0.17933 1.2918 36.106 36.106 5.31E-01 35.94 1224500

54185 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.015079 0.058611 0.0067875 38.693 38.693 4.49E-02 38.15 3340100

54186 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.6128 -0.175 1.4016 38.692 38.692 5.31E-01 19.49 1513700

54187 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.025072 -0.079248 -0.14084 37.901 37.901 8.04E-02 41.46 2564600

54188 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.3575 0.023231 1.3443 37.894 37.894 2.58E-01 35.43 1234000

54189 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.3996 0.039824 1.4013 38.485 38.485 5.31E-01 40.23 1700200

54190 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.09624 -0.008661 -0.14234 38.481 38.481 4.49E-02 41.16 2797700

54191 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.020074 0.24345 0.18471 38.261 38.261 8.04E-02 32.35 2460900

54192 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.11284 -0.3512 -0.49978 39.166 39.166 4.49E-02 41.99 22704000

54193 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.3507 -0.12531 1.1864 39.177 39.177 5.31E-01 15.64 6158600

54194 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 0.032039 0.33988 0.33278 36.556 36.556 8.04E-02 30.58 277400

54195 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 3 303.50777 907.50148 1.2138 0.2958 1.4707 36.568 36.568 1.00E+00 5.94 182870

54196 YKDELIK Unmodified _YKDELIK_ B4FAL9_MAIZE 2 454.75802 907.50148 -0.19307 0.14188 -0.088154 40.225 40.225 1.86E-01 37.65 248680

54197 YKDQGFEILAFPCNQFGGQEPGTNEEIVQFACTR Unmodified _YKDQGFEILAFPCNQFGGQEPGTNEEIVQFACTR_ Q6JAH6_MAIZE 3 1317.6086 3949.804 1.0581 -0.33312 0.73098 126.16 126.16 9.17E-16 43.61 235200

54198 YKDTWPLCIDFLR Unmodified _YKDTWPLCIDFLR_ B6TEC1_MAIZE 3 576.29223 1725.8549 0.16604 0.4582 0.62202 107.7 107.7 4.29E-02 21.59 397170

54199 YKPESCSIQAHK Unmodified _YKPESCSIQAHK_ B6SYF5_MAIZE 3 483.23812 1446.6925 0.0057899 -0.004408 -0.014702 29.334 29.334 6.54E-02 28.02 121620

54200 YKPESCSIQAHK Unmodified _YKPESCSIQAHK_ B6SYF5_MAIZE 3 483.23812 1446.6925 -0.16039 -0.24588 -0.42229 32.739 32.739 1.00E+00 8.59 773190

54201 YKPESCSIQAHK Unmodified _YKPESCSIQAHK_ B6SYF5_MAIZE 4 362.68041 1446.6925 0.68396 0.16472 0.83157 32.73 32.73 7.21E-01 6.43 139390

54202 YKPESCSIQAHK Unmodified _YKPESCSIQAHK_ B6SYF5_MAIZE 2 724.35355 1446.6925 0.75598 0.19098 0.93073 32.738 32.738 1.00E+00 1.36 20413

54203 YKPESCTLQAHK Unmodified _YKPESCTLQAHK_ B4FUK2_MAIZE 3 487.91001 1460.7082 0.016173 -0.055164 -0.051479 30.801 30.801 1.84E-01 16.92 183680

54204 YKPESCTLQAHK Unmodified _YKPESCTLQAHK_ B4FUK2_MAIZE 4 366.18432 1460.7082 0.60231 -0.20965 0.38123 34.295 34.295 7.21E-01 7.42 251270

54205 YKPESCTLQAHK Unmodified _YKPESCTLQAHK_ B4FUK2_MAIZE 3 487.91001 1460.7082 -0.17867 -0.1453 -0.33698 34.295 34.295 6.54E-02 19.33 928240

54206 YKPPVLPIGK Unmodified _YKPPVLPIGK_ B6TJE9_MAIZE 3 371.23398 1110.6801 0.74272 -0.28608 0.44147 61.181 61.181 9.79E-02 20.91 1451400

54207 YKPPVLPIGK Unmodified _YKPPVLPIGK_ B6TJE9_MAIZE 2 556.34733 1110.6801 0.12475 0.014635 0.12255 61.172 61.172 1.00E+00 1.6 563890

54208 YKQDVDEVNQHTGGGK Unmodified _YKQDVDEVNQHTGGGK_ B6U7R7_MAIZE 3 592.28334 1773.8282 0.26625 0.022251 0.29337 34.517 34.517 1.22E-07 40.51 218690

54209 YKSPDEHPFFSK Unmodified _YKSPDEHPFFSK_ B6TF54_MAIZE 3 494.5735 1480.6987 -0.038967 0.71384 0.66662 51.278 51.278 4.52E-03 32.23 1301800

54210 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 -0.10012 -0.21042 -0.33013 31.197 31.197 1.02E-01 27.64 577000

54211 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 2 785.38082 1568.7471 0.85107 -0.043412 0.78713 31.192 31.192 1.15E-02 40.67 26343

54212 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 0.012482 -0.23735 -0.24513 33.961 33.961 5.38E-01 9.07 1029800

54213 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 2 785.38082 1568.7471 0.9376 -0.27815 0.63927 33.964 33.964 1.47E-03 42.45 61838
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54214 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 0.038859 -0.23481 -0.21598 33.069 33.069 2.66E-01 8.4 412720

54215 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 -0.049081 -0.20808 -0.27624 33.822 33.822 1.02E-01 19.17 1287900

54216 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 2 785.38082 1568.7471 1.0747 -0.15518 0.89939 33.815 33.815 6.20E-03 38.84 57979

54217 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 0.0032329 -0.16442 -0.18103 33.736 33.736 7.68E-03 33.02 1710600

54218 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 4 393.19405 1568.7471 0.55327 -0.36522 0.16889 33.729 33.729 2.66E-01 12.98 821610

54219 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 2 785.38082 1568.7471 1.0166 -0.11151 0.88428 33.747 33.747 2.61E-08 46.69 95773

54220 YKTEEYSHTAVNK Unmodified _YKTEEYSHTAVNK_ B6U8D3_MAIZE 3 523.92297 1568.7471 -0.057907 -0.30084 -0.37962 34.511 34.511 1.02E-01 15.52 211500

54221 YKVEGFPTILVFGADK Unmodified _YKVEGFPTILVFGADK_ Q5EUD5_MAIZE 3 595.32582 1782.9556 0.25906 0.33387 0.59436 103.45 103.45 2.60E-01 31.44 1002600

54222 YKVELSDIK Unmodified _YKVELSDIK_ B4FFQ3_MAIZE 2 547.80824 1093.6019 0.027919 0.13745 0.13985 56.912 56.912 3.32E-02 36.95 522830

54223 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.50515 0.19419 0.66485 51.17 51.17 2.78E-01 24.1 24515000

54224 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.39312 0.86686 1.2246 52.116 52.116 1.00E+00 13.21 106640

54225 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.41706 0.15023 0.5337 51.329 51.329 2.78E-01 23.4 7652500

54226 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.51349 0.4609 0.94062 53.434 53.434 2.64E-01 17.81 8599000

54227 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.50831 0.25704 0.73142 52.769 52.769 2.64E-01 19.46 7939600

54228 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.35818 0.67578 1.0001 53.534 53.534 2.78E-01 24.3 10089000

54229 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.4058 1.6998 2.0671 53.191 53.191 2.78E-01 23.57 14035000

54230 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.48354 -0.5053 -0.052879 53.889 53.889 2.78E-01 35.19 18981000

54231 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.40677 -0.18362 0.18952 51.517 51.517 2.64E-01 25.73 77374000

54232 YLAEFK Unmodified _YLAEFK_ 14331_MAIZE 1 2 385.7078 769.40104 0.2926 0.14629 0.40451 54.921 54.921 5.26E-01 12.7 1360200

54233 YLAELLAER Unmodified _YLAELLAER_ B4FZJ8_MAIZE 2 539.30058 1076.5866 -0.02799 0.10873 0.036645 80.8 80.8 1.01E-02 18.5 1700000

54234 YLAGDEFTLADANHASYLLYLSK Unmodified _YLAGDEFTLADANHASYLLYLSK_ B4FK84_MAIZE 3 859.09535 2574.2642 1.102 -0.092337 0.99203 112.57 112.57 6.00E-05 21.66 173270

54235 YLAGDEFTLADANHASYLLYLSK Unmodified _YLAGDEFTLADANHASYLLYLSK_ B4FK84_MAIZE 3 859.09535 2574.2642 1.1395 -0.10982 1.0121 116.06 116.06 1.61E-06 33.96 116280

54236 YLAGDVISAADLCHFGFMR Oxidation (M) _YLAGDVISAADLCHFGFM(ox)R_ B6SZY7_MAIZE 3 720.3398 2157.9976 0.7222 -0.27299 0.45454 107.9 107.9 5.27E-03 33.94 630060

54237 YLAGLGIAR Unmodified _YLAGLGIAR_ Q9M584_MAIZE 2 467.27945 932.54435 -0.16269 0.2304 0.039953 67.07 67.07 3.21E-03 33.8 180930

54238 YLAGLGIAR Unmodified _YLAGLGIAR_ Q9M584_MAIZE 2 467.27945 932.54435 -0.08528 1.088 0.9739 66.934 66.934 1.63E-07 60.46 1982800

54239 YLAGTGAPLLANVYPYFAYR Unmodified _YLAGTGAPLLANVYPYFAYR_ B4FNA7_MAIZE 2 1110.578 2219.1415 1.2174 0.016618 1.2196 118.42 118.42 4.84E-09 65.53 1394100

54240 YLAGTGAPLLANVYPYFAYR Unmodified _YLAGTGAPLLANVYPYFAYR_ B4FNA7_MAIZE 3 740.72112 2219.1415 0.81539 0.24058 1.0417 118.41 118.41 1.76E-03 25.87 424120

54241 YLALDEADR Unmodified _YLALDEADR_ B6SKY4_MAIZE 2 533.2642 1064.5138 -0.085896 -0.18482 -0.29942 57.979 57.979 3.21E-03 46.66 390980

54242 YLALDEADR Unmodified _YLALDEADR_ B6SKY4_MAIZE 2 533.2642 1064.5138 0.019727 59.748 59.748 1.88E-01 22.41

54243 YLALDEADR Unmodified _YLALDEADR_ B6SKY4_MAIZE 2 533.2642 1064.5138 -0.011205 0.091049 0.05066 59.667 59.667 3.21E-03 34.62 1149100

54244 YLATFK Unmodified _YLATFK_ B6T6B3_MAIZE 2 371.71034 741.40613 0.82526 0.75732 1.5607 48.059 48.059 1.00E+00 1.74 450440

54245 YLATFK Unmodified _YLATFK_ B6T6B3_MAIZE 2 371.71034 741.40613 0.77537 0.89598 1.6489 50.455 50.455 1.00E+00 2.35 345150

54246 YLATFK Unmodified _YLATFK_ B6T6B3_MAIZE 2 371.71034 741.40613 0.62303 0.3448 0.94858 48.373 48.373 1.00E+00 5.6 1246300

54247 YLATFK Unmodified _YLATFK_ B6T6B3_MAIZE 2 371.71034 741.40613 0.7416 -0.039681 0.68173 49.967 49.967 5.26E-01 21.61 2613500
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54248 YLATFK Unmodified _YLATFK_ B6T6B3_MAIZE 2 371.71034 741.40613 0.74942 0.35578 1.0845 50.947 50.947 1.00E+00 7.35 450630

54249 YLAVAVPDEGAQTLLVQAIEAFGGK Unmodified _YLAVAVPDEGAQTLLVQAIEAFGGK_ B6T7C2_MAIZE 3 854.12676 2559.3585 1.2435 0.55425 1.792 128.85 128.85 7.59E-08 42.74 1642700

54250 YLAVAVPDEGAQTLLVQAIEAFGGK Unmodified _YLAVAVPDEGAQTLLVQAIEAFGGK_ B6T7C2_MAIZE 3 854.12676 2559.3585 1.0356 0.42459 1.4557 131.51 131.51 1.57E-13 50.33 1561200

54251 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 3 631.68378 1892.0295 0.39561 0.1641 0.55589 70.934 70.934 1.75E-02 17.41 2310000

54252 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 3 631.68378 1892.0295 0.35211 0.063457 0.41214 71.534 71.534 1.09E-02 14.36 756370

54253 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 3 631.68378 1892.0295 0.37364 0.13586 0.50555 72.07 72.07 1.09E-02 27.17 1649200

54254 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 3 631.68378 1892.0295 0.41701 -0.12677 0.28617 71.663 71.663 1.19E-01 7.82 601680

54255 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 3 631.68378 1892.0295 0.3074 -0.026484 0.27826 71.633 71.633 2.15E-07 23.65 4479400

54256 YLAVKPSTPYDTTVLPK Unmodified _YLAVKPSTPYDTTVLPK_ B4G0N0_MAIZE 2 947.02203 1892.0295 1.213 -0.027013 1.183 71.637 71.637 1.24E-09 46.54 531290

54257 YLDELTLSDHMWDDGNSLGPK Unmodified _YLDELTLSDHMWDDGNSLGPK_ B4FCX3_MAIZE 3 802.70212 2405.0845 0.99981 -0.36696 0.63031 100.25 100.25 8.42E-12 37.05 560590

54258 YLDELTLSDHMWDDGNSLGPK Unmodified _YLDELTLSDHMWDDGNSLGPK_ B4FCX3_MAIZE 3 802.70212 2405.0845 1.0237 0.01771 1.0388 101.28 101.28 2.70E-09 41.94 373870

54259 YLDELTLSDHMWDDGNSLGPK Oxidation (M) _YLDELTLSDHM(ox)WDDGNSLGPK_ B4FCX3_MAIZE 3 808.03376 2421.0795 0.96004 -0.054254 0.9039 91.6 91.6 6.71E-15 45.48 795770

54260 YLDGADAEGNER Unmodified _YLDGADAEGNER_ B6UHU4_MAIZE 2 655.28639 1308.5582 0.44006 -0.16406 0.25566 45.773 45.773 7.61E-14 82.66 731400

54268 YLDSIDVDDSDVK Unmodified _YLDSIDVDDSDVK_ Q94F78_MAIZE 2 742.34357 1482.6726 0.68034 -0.40586 0.27972 70.227 70.227 1.09E-26 73.88 7935700

54269 YLDSLAGLWCTALGGSEPR Unmodified _YLDSLAGLWCTALGGSEPR_ B4G0T5_MAIZE 2 1033.5042 2064.9939 1.2148 0.088109 1.3004 123.1 123.1 5.48E-24 69.6 1067900

54270 YLDTTNYFTSLR Unmodified _YLDTTNYFTSLR_ B4FXQ1_MAIZE 2 747.36718 1492.7198 0.97262 0.56739 1.5354 88.911 88.911 7.61E-14 61.03 936620

54271 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 0.054932 0.18764 0.22212 56.547 56.547 3.21E-03 39.58 2134100

54272 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.89214 0.2631 1.1322 56.548 56.548 2.17E-03 33.33 1988700

54273 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.68513 -0.081177 0.58389 57.975 57.975 1.82E-02 19.1 103360

54274 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 -0.068028 -0.36004 -0.44829 57.984 57.984 1.01E-02 39.59 69878

54275 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.75305 0.11411 0.84665 56.813 56.813 8.63E-03 26.42 237470

54276 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 -0.012926 0.048771 0.015692 56.844 56.844 1.00E+00 0.11 229130

54277 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.91477 0.40468 1.2972 58.609 58.609 2.17E-03 27.88 442960

54278 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 0.070043 0.032867 0.082098 58.626 58.626 3.32E-02 23.19 352430

54279 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.82912 0.18466 0.99223 57.921 57.921 2.17E-03 29.8 686450

54280 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 0.060337 0.07054 0.1104 57.967 57.967 3.32E-02 30.31 504050

54281 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.77999 0.29276 1.0511 58.514 58.514 1.82E-02 21.64 813530

54282 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 -0.0078459 0.80078 0.77033 58.577 58.577 1.01E-02 32.26 816440

54283 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.86107 0.54236 1.3814 58.522 58.522 8.63E-03 35.74 2425200

54284 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 0.040216 0.19816 0.21692 58.541 58.541 3.21E-03 49.11 1595200

54285 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.83767 -0.01387 0.80233 59.042 59.042 2.17E-03 36.65 4066600

54286 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 -0.035614 0.2475 0.18979 59.036 59.036 3.21E-03 49.14 4129000

54287 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.8321 0.002224 0.81419 57.111 57.111 2.17E-03 29.76 6813600

54288 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 3 363.1976 1086.571 0.57399 -0.52173 0.032576 59.932 59.932 2.17E-03 34.99 9161100
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54289 YLEDVIAHK Unmodified _YLEDVIAHK_ B4FNT0_MAIZE 2 544.29276 1086.571 -0.10349 -0.048682 -0.17193 59.931 59.931 3.21E-03 57.13 8393900

54290 YLEEEAR Unmodified _YLEEEAR_ B4FQI3_MAIZE 2 455.21926 908.42396 -0.18675 0.075938 -0.15581 38.851 38.851 8.04E-02 34.24 152510

54291 YLEEFQEIHFFGDK Unmodified _YLEEFQEIHFFGDK_ B4FR89_MAIZE 2 901.42523 1800.8359 1.0371 0.087217 1.1192 102.01 102.01 3.40E-25 67.91 2812700

54292 YLEEFQEIHFFGDK Unmodified _YLEEFQEIHFFGDK_ B4FR89_MAIZE 3 601.28591 1800.8359 0.24569 0.28487 0.52474 103.77 103.77 1.10E-02 17.06 90940

54293 YLEMFYILK Oxidation (M) _YLEM(ox)FYILK_ B4F8R3_MAIZE 2 618.32267 1234.6308 0.30855 0.54623 0.82917 94.241 94.241 9.73E-03 39.01 203410

54294 YLEMLYALK Oxidation (M) _YLEM(ox)LYALK_ SUS2_MAIZE 2 580.30702 1158.5995 0.13191 0.98562 1.0793 80.497 80.497 3.38E-03 44.31 358110

54295 YLEMLYALK Oxidation (M) _YLEM(ox)LYALK_ SUS2_MAIZE 2 580.30702 1158.5995 0.16142 0.078664 0.20336 80.995 80.995 6.60E-03 31.51 344470

54296 YLEMLYALK Oxidation (M) _YLEM(ox)LYALK_ SUS2_MAIZE 2 580.30702 1158.5995 0.1864 0.58184 0.7303 80.652 80.652 9.82E-03 39.5 805330

54297 YLEMLYALK Unmodified _YLEMLYALK_ SUS2_MAIZE 2 572.30956 1142.6046 0.11026 0.68174 0.75087 96.571 96.571 3.21E-03 40.73 390120

54298 YLESTGQR Unmodified _YLESTGQR_ B4G029_MAIZE 2 477.23798 952.46141 -0.14807 0.053894 -0.11003 28.53 28.53 1.65E-01 15.83 25275

54299 YLESTGQR Unmodified _YLESTGQR_ B4G029_MAIZE 2 477.23798 952.46141 -0.0050017 -0.008053 -0.028819 31.971 31.971 1.65E-01 28.92 159400

54300 YLESTGQR Unmodified _YLESTGQR_ B4G029_MAIZE 2 477.23798 952.46141 -0.003946 -0.11576 -0.13586 31.187 31.187 5.06E-02 23.01 262030

54301 YLESTGQR Unmodified _YLESTGQR_ B4G029_MAIZE 2 477.23798 952.46141 0.018929 -0.32372 -0.32037 31.852 31.852 5.06E-02 30.54 56139

54302 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.0016327 0.02937 0.039474 78.316 78.316 5.45E-09 56.84 24805000

54303 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 -0.0031807 0.38015 0.38515 79.968 79.968 1.45E-01 23.65 48946

54304 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 -0.032111 -0.083873 -0.10816 78.885 78.885 4.40E-05 55.25 19274000

54305 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.0094925 -0.082021 -0.064787 79.443 79.443 1.84E-04 39.58 19843000

54306 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 -0.033377 -0.097137 -0.122 79.063 79.063 4.40E-05 49.11 24838000

54307 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.015357 -0.031204 -0.0075478 78.998 78.998 1.62E-03 41.41 1231100

54308 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.047703 -0.014567 0.041917 79.429 79.429 1.84E-04 47.06 1400200

54309 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.013601 -0.07328 -0.051862 79.289 79.289 1.62E-03 34.13 1412000

54310 YLFAGVVDGR Unmodified _YLFAGVVDGR_ Q8W529_MAIZE 2 548.79292 1095.5713 0.022701 -0.10832 -0.077231 80.448 80.448 1.84E-04 48.1 145430

54311 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.019805 0.15126 0.13211 57.255 57.255 5.06E-02 17.69 6602100

54312 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.14832 0.69619 0.54711 58.239 58.239 7.88E-01 12.58 102990

54313 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.14088 -0.007135 -0.14859 57.427 57.427 5.06E-02 28.04 2518200

54314 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.032068 -0.004957 -0.03653 59.357 59.357 5.06E-02 24.01 4566300

54315 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.033572 0.21096 0.17788 58.689 58.689 1.00E+00 6.82 2450500

54316 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.19378 0.21158 0.017113 59.28 59.28 3.77E-01 14.9 19676000

54317 YLFGDGSR Unmodified _YLFGDGSR_ B4FAE5_MAIZE 2 457.72197 913.42938 -0.02766 -0.009411 -0.03623 59.285 59.285 3.77E-01 16.38 1595600

54318 YLFSAESVASDR Unmodified _YLFSAESVASDR_ B4FLC0_MAIZE 2 672.82515 1343.6357 0.41922 0.17045 0.57634 73.626 73.626 7.02E-22 66.26 448520

54319 YLFSAESVASDRR Unmodified _YLFSAESVASDRR_ B4FLC0_MAIZE 3 500.91956 1499.7369 -0.22593 -0.091398 -0.33279 66.234 66.234 1.28E-01 23.65 213470

54320 YLFYLGK Unmodified _YLFYLGK_ B4FQZ2_MAIZE 2 452.25237 902.49019 0.04054 0.007536 0.026901 81.429 81.429 1.86E-01 20.47 1883600

54321 YLFYLGK Unmodified _YLFYLGK_ B4FQZ2_MAIZE 2 452.25237 902.49019 -0.19191 -0.43311 -0.64369 82.274 82.274 7.83E-01 16.73 430300

54322 YLFYLGK Unmodified _YLFYLGK_ B4FQZ2_MAIZE 2 452.25237 902.49019 0.021774 -0.11751 -0.11578 82.642 82.642 7.83E-01 14.08 306070
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54323 YLFYLGK Unmodified _YLFYLGK_ B4FQZ2_MAIZE 2 452.25237 902.49019 0.021049 -0.81383 -0.81094 82.348 82.348 1.00E+00 4.15 713150

54324 YLGAIDPTGENLR Unmodified _YLGAIDPTGENLR_ B4FZS2_MAIZE 2 709.86735 1417.7201 0.66004 0.82394 1.4676 74.088 74.088 1.47E-03 36.77 250470

54325 YLGDIQVLDFK Unmodified _YLGDIQVLDFK_ B4FP27_MAIZE 2 655.85318 1309.6918 0.49853 -2.2972 -1.7961 99.051 99.051 1.67E-02 18.23 213030

54326 YLGEGPR Unmodified _YLGEGPR_ B6TDT1_MAIZE 2 396.20595 790.39735 0.32824 -2.1113 -1.7951 34.844 34.844 1.00E+00 10.07 121240

54327 YLGEGPR Unmodified _YLGEGPR_ B6TDT1_MAIZE 2 396.20595 790.39735 0.44938 -0.55084 -0.11811 37.57 37.57 1.00E+00 1.37 252230

54328 YLGEGPR Unmodified _YLGEGPR_ B6TDT1_MAIZE 2 396.20595 790.39735 0.48502 -0.6314 -0.1636 36.806 36.806 7.83E-01 12.93 211250

54329 YLGEGPR Unmodified _YLGEGPR_ B6TDT1_MAIZE 2 396.20595 790.39735 0.44131 -0.001876 0.42217 37.391 37.391 8.04E-02 37.15 1597200

54330 YLGLENGILDPSAILLSR Unmodified _YLGLENGILDPSAILLSR_ B4FYK9_MAIZE 2 972.54367 1943.0728 1.2469 0.63155 1.8573 123.75 123.75 4.65E-12 57.66 302640

54331 YLGMVNMIGTHFEENHVATGFANHLAIPILR 2 Oxidation (M) _YLGM(ox)VNM(ox)IGTHFEENHVATGFANHLAIPILR_ B4FCX3_MAIZE 5 700.35496 3496.7384 0.60082 -0.38874 0.20854 129.93 129.93 3.13E-01 9.19 1499100

54332 YLGPDVDAMK Unmodified _YLGPDVDAMK_ B6TWL4_MAIZE 2 554.7708 1107.527 0.090014 0.53414 0.61685 63.504 63.504 1.45E-01 9.95 1542200

54333 YLGPDVDAMK Unmodified _YLGPDVDAMK_ B6TWL4_MAIZE 2 554.7708 1107.527 0.01198 0.14681 0.15088 63.895 63.895 3.43E-01 12.65 192220

54334 YLGPDVDAMK Unmodified _YLGPDVDAMK_ B6TWL4_MAIZE 2 554.7708 1107.527 0.18679 0.017895 0.19719 64.61 64.61 1.00E+00 7.32 239260

54335 YLGPDVDAMK Unmodified _YLGPDVDAMK_ B6TWL4_MAIZE 2 554.7708 1107.527 0.06481 -0.16433 -0.1067 65.134 65.134 2.81E-03 52.48 1570000

54336 YLGPDVDAMK Oxidation (M) _YLGPDVDAM(ox)K_ B6TWL4_MAIZE 2 562.76826 1123.522 0.11215 -0.21141 -0.10292 52.469 52.469 1.75E-03 33.85 511160

54337 YLGPDVDAMK Oxidation (M) _YLGPDVDAM(ox)K_ B6TWL4_MAIZE 2 562.76826 1123.522 0.16623 1.0124 1.1727 51.727 51.727 4.40E-02 25.12 486160

54338 YLGPDVDAMK Oxidation (M) _YLGPDVDAM(ox)K_ B6TWL4_MAIZE 2 562.76826 1123.522 0.11133 -0.014875 0.092117 52.455 52.455 1.75E-03 38.54 1011200

54339 YLGPLHGIPYGLK Unmodified _YLGPLHGIPYGLK_ B6UHK5_MAIZE 3 476.60637 1426.7973 -0.025439 -0.084355 -0.12091 80.374 80.374 2.66E-01 11.34 227620

54341 YLIEACAK Unmodified _YLIEACAK_ B6SHH4_MAIZE 2 484.2495 966.48445 -0.09102 0.42456 0.30478 52.431 52.431 5.06E-02 35.96 888880

54342 YLIEACVK Unmodified _YLIEACVK_ B4FY29_MAIZE 2 498.26515 994.51575 -0.078227 -0.081803 -0.17677 60.76 60.76 2.92E-02 21.44 1318700

54343 YLIIIGGAK Unmodified _YLIIIGGAK_ B6UG11_MAIZE 2 474.29985 946.58515 -0.10148 0.25745 0.12904 74.352 74.352 7.18E-01 9.67 649540

54344 YLIIIGGAK Unmodified _YLIIIGGAK_ B6UG11_MAIZE 2 474.29985 946.58515 -0.16113 0.2012 0.012964 73.88 73.88 9.73E-03 37.27 10200000

54345 YLIVLYYQPAK Unmodified _YLIVLYYQPAK_ B6TKN1_MAIZE 2 685.88956 1369.7646 0.5627 0.19802 0.73704 93.55 93.55 4.43E-05 27.64 640230

54346 YLIVSLPVQSPGATASSLWSR Unmodified _YLIVSLPVQSPGATASSLWSR_ B4FSJ1_MAIZE 2 1116.6048 2231.195 1.1982 0.068428 1.2609 111.03 111.03 7.17E-26 71.13 660160

54347 YLIVSLPVQSPGATASSLWSR Unmodified _YLIVSLPVQSPGATASSLWSR_ B4FSJ1_MAIZE 2 1116.6048 2231.195 1.2089 0.12367 1.3274 111.45 111.45 1.23E-19 91.69 1659000

54348 YLIVSLPVQSPGATASSLWSR Unmodified _YLIVSLPVQSPGATASSLWSR_ B4FSJ1_MAIZE 3 744.73895 2231.195 0.86672 0.28771 1.1482 111.44 111.44 8.27E-01 5.77 343100

54349 YLIWGLTAR Unmodified _YLIWGLTAR_ B4FCW6_MAIZE 2 546.81366 1091.6128 0.094073 1.0453 1.1196 92.214 92.214 1.12E-01 7.46 189490

54350 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 2 741.41288 1480.8112 0.84693 0.018164 0.8509 70.852 70.852 1.91E-07 23 510460

54351 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.16447 -0.052692 -0.2308 71.892 71.892 4.23E-03 32.32 1796900

54352 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 2 741.41288 1480.8112 0.79128 -0.018927 0.75923 71.896 71.896 1.88E-16 25.89 369720

54353 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.066255 0.032735 -0.046441 72.314 72.314 4.23E-03 27.39 3408100

54354 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 2 741.41288 1480.8112 0.79668 -0.02264 0.76073 72.31 72.31 7.80E-11 29.22 724040

54355 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 2 741.41288 1480.8112 0.80532 -0.14484 0.6467 71.905 71.905 4.35E-18 30.66 758650

54356 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.082585 -0.27382 -0.36899 71.925 71.925 1.60E-02 22.96 4092300

54357 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.099777 -0.15945 -0.27208 71.903 71.903 2.26E-05 31.62 1768100
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54358 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.13067 -0.34171 -0.48643 72.032 72.032 2.26E-05 36.16 17531000

54359 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 2 741.41288 1480.8112 0.79721 -0.23838 0.54562 72.021 72.021 2.03E-21 42.34 3679100

54360 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.1243 0.56076 0.4207 71.889 71.889 8.46E-03 25.75 1885100

54361 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.063428 0.16005 0.082617 72.078 72.078 4.23E-03 18.37 641150

54362 YLKPAVAGFLMQK Oxidation (M) _YLKPAVAGFLM(ox)QK_ B4G0K4_MAIZE 3 494.61101 1480.8112 -0.1708 -0.22708 -0.40997 74.341 74.341 4.23E-03 28.42 294400

54363 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.039839 -0.23049 -0.28759 76.731 76.731 2.26E-05 38.24 7592900

54364 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 2 733.41542 1464.8163 0.77139 -0.19295 0.56173 76.735 76.735 2.61E-08 42.61 1562700

54365 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.1829 -0.40552 -0.60491 78.041 78.041 2.26E-05 29.1 764520

54366 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.049493 -0.2876 -0.35398 78.276 78.276 6.66E-04 20.98 1058700

54367 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.03832 -0.64932 -0.70374 78.009 78.009 1.28E-01 8.62 697870

54368 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.049209 -0.97087 -1.0345 77.853 77.853 3.08E-01 7.79 310220

54369 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.12551 -0.045935 -0.18796 77.946 77.946 1.53E-11 41.58 17559000

54370 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 2 733.41542 1464.8163 0.75655 -0.32447 0.41658 77.945 77.945 2.50E-15 53.39 3046700

54371 YLKPAVAGFLMQK Unmodified _YLKPAVAGFLMQK_ B4G0K4_MAIZE 3 489.27937 1464.8163 -0.13029 0.75161 0.60242 77.779 77.779 8.46E-03 23.85 817900

54372 YLLELLK Unmodified _YLLELLK_ B4FWX5_MAIZE 2 446.28113 890.54771 -0.095028 0.14702 0.010077 91.229 91.229 9.32E-03 31.78 5745600

54373 YLLELLK Unmodified _YLLELLK_ B4FWX5_MAIZE 2 446.28113 890.54771 -0.014563 0.18816 0.13168 91.638 91.638 4.49E-02 34.19 3785200

54374 YLLEYGVEPK Unmodified _YLLEYGVEPK_ B6SRL2_MAIZE 2 605.82135 1209.6281 0.28554 -0.20259 0.059626 71.977 71.977 2.81E-03 26.88 1022200

54375 YLLEYGVEPK Unmodified _YLLEYGVEPK_ B6SRL2_MAIZE 2 605.82135 1209.6281 0.25815 0.10853 0.34332 72.591 72.591 1.25E-02 29.15 554110

54376 YLLEYGVEPK Unmodified _YLLEYGVEPK_ B6SRL2_MAIZE 2 605.82135 1209.6281 0.26733 0.041669 0.28515 72.891 72.891 1.62E-03 22.97 1638100

54377 YLLEYGVEPK Unmodified _YLLEYGVEPK_ B6SRL2_MAIZE 3 404.21666 1209.6281 0.16495 -1.4636 -1.3191 69.865 69.865 1.00E+00 1.59 140560

54378 YLLGTSMAR Unmodified _YLLGTSMAR_ B4FZ29_MAIZE 2 506.26823 1010.5219 -0.059787 -0.37188 -0.45209 62.974 62.974 3.32E-02 23.46 1277500

54379 YLLLNAIANQLR Unmodified _YLLLNAIANQLR_ B4FY48_MAIZE 2 701.41427 1400.814 0.70341 0.20276 0.86966 109.43 109.43 1.98E-03 30.88 170350

54380 YLLNEQLK Unmodified _YLLNEQLK_ LONH2_MAIZE 2 510.78985 1019.5651 -0.044488 -0.08874 -0.16951 64.077 64.077 3.77E-01 1.87 1221800

54381 YLMYGDISAK Unmodified _YLMYGDISAK_ Q8W0Q2_MAIZE 2 580.78645 1159.5583 0.16831 0.66075 0.8041 69.633 69.633 3.43E-01 17.24 1076100

54382 YLNEPALDTVK Unmodified _YLNEPALDTVK_ B4G082_MAIZE 2 631.83499 1261.6554 0.40577 -0.13047 0.25774 64.276 64.276 4.43E-05 24.97 684270

54383 YLNISDNALGEK Unmodified _YLNISDNALGEK_ B4F917_MAIZE 2 668.8408 1335.667 0.52326 1.6508 2.1424 68.752 68.752 1.60E-02 18.06 234120

54384 YLNISDNALGEK Unmodified _YLNISDNALGEK_ B4F917_MAIZE 2 668.8408 1335.667 0.57859 0.48707 1.0354 69.658 69.658 7.61E-14 46.32 623080

54385 YLNISDNALGEK Unmodified _YLNISDNALGEK_ B4F917_MAIZE 2 668.8408 1335.667 0.61508 0.34101 0.92601 69.16 69.16 1.11E-04 47.84 655860

54386 YLNISDNALGEK Unmodified _YLNISDNALGEK_ B4F917_MAIZE 2 668.8408 1335.667 0.4546 -0.031178 0.39503 69.25 69.25 2.05E-12 48.32 5808400

54387 YLNISDNALGEK Unmodified _YLNISDNALGEK_ B4F917_MAIZE 2 668.8408 1335.667 0.55279 -0.12403 0.40006 69.562 69.562 1.68E-09 44.2 1104900

54388 YLNLDCYLILR Unmodified _YLNLDCYLILR_ B4F8H9_MAIZE 2 728.38686 1454.7592 0.72051 -0.24558 0.45653 109.4 109.4 4.43E-05 27.27 52951

54389 YLNLDCYLILR Unmodified _YLNLDCYLILR_ B4F8H9_MAIZE 2 728.38686 1454.7592 0.7595 0.30596 1.0464 109.03 109.03 1.67E-02 23.59 361110

54390 YLNSISSNR Unmodified _YLNSISSNR_ B6THW9_MAIZE 2 527.26981 1052.5251 -0.079572 -0.94634 -1.0554 44.514 44.514 1.12E-01 29.81 541930

54391 YLPLAGEQLPDAVDWR Unmodified _YLPLAGEQLPDAVDWR_ O22499_MAIZE 2 921.97288 1841.9312 1.271 0.28287 1.5448 103.82 103.82 2.16E-02 22.8 202830
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54392 YLPPELQVVLISATLPHEILEMTSK Oxidation (M) _YLPPELQVVLISATLPHEILEM(ox)TSK_ Q2MJJ9_MAIZE 3 946.51715 2836.5296 1.1592 0.10988 1.2567 126.17 126.17 3.46E-04 7.01 1378200

54393 YLPSLTQFK Unmodified _YLPSLTQFK_ B4G0E0_MAIZE 2 548.8055 1095.5964 0.060044 0.232 0.28181 77.089 77.089 7.18E-01 6.38 1769300

54394 YLPVYEETYK Unmodified _YLPVYEETYK_ B4FH61_MAIZE 2 652.82409 1303.6336 0.49396 0.36842 0.83919 67.208 67.208 7.11E-01 4.69 514990

54395 YLPVYEETYK Unmodified _YLPVYEETYK_ B4FH61_MAIZE 2 652.82409 1303.6336 0.43084 -0.15207 0.25588 67.511 67.511 4.40E-05 46.36 8926100

54396 YLPVYEETYK Unmodified _YLPVYEETYK_ B4FH61_MAIZE 2 652.82409 1303.6336 0.43878 0.3546 0.76997 66.475 66.475 7.11E-01 8.93 690600

54397 YLPVYEETYK Unmodified _YLPVYEETYK_ B4FH61_MAIZE 2 652.82409 1303.6336 0.4431 0.075069 0.49553 68.636 68.636 1.00E+00 1.3 231800

54398 YLQADFK Unmodified _YLQADFK_ AMYB_MAIZE 2 442.72926 883.44397 0.029841 -6.4927 -6.4645 65.413 65.413 1.00E+00 3.32 1119900

54399 YLQADFK Unmodified _YLQADFK_ AMYB_MAIZE 2 442.72926 883.44397 0.04095 0.64633 0.66751 53.192 53.192 9.32E-03 39.78 1830400

54400 YLQDSIVLMR Oxidation (M) _YLQDSIVLM(ox)R_ B6UAF3_MAIZE 2 627.33156 1252.6486 0.38097 0.31424 0.68261 69.804 69.804 1.75E-03 45.7 255560

54401 YLQDSIVLMR Oxidation (M) _YLQDSIVLM(ox)R_ B6UAF3_MAIZE 2 627.33156 1252.6486 0.45402 0.33179 0.77246 70.725 70.725 4.53E-03 32.04 322260

54402 YLQPHFR Unmodified _YLQPHFR_ B4FVL1_MAIZE 3 320.83985 959.49774 1.3938 0.22583 1.6069 46.127 46.127 5.31E-01 17.27 2656900

54403 YLQPHFR Unmodified _YLQPHFR_ B4FVL1_MAIZE 3 320.83985 959.49774 1.2706 0.048156 1.3068 46.265 46.265 8.66E-01 17.15 755660

54404 YLQPHFR Unmodified _YLQPHFR_ B4FVL1_MAIZE 3 320.83985 959.49774 1.5424 -0.22859 1.3025 48.555 48.555 8.66E-01 21.69 475020

54405 YLQPHFR Unmodified _YLQPHFR_ B4FVL1_MAIZE 3 320.83985 959.49774 1.4056 0.015084 1.4092 47.89 47.89 1.00E+00 11.56 297710

54406 YLQPHFR Unmodified _YLQPHFR_ B4FVL1_MAIZE 3 320.83985 959.49774 1.4298 0.18638 1.6053 48.93 48.93 1.00E+00 12.92 807170

54407 YLQQEGFEVTYLPVR Unmodified _YLQQEGFEVTYLPVR_ B4FLP7_MAIZE 2 921.47525 1840.9359 1.2147 1.1188 2.329 93.085 93.085 7.01E-11 60.22 126020

54408 YLQQEGFEVTYLPVR Unmodified _YLQQEGFEVTYLPVR_ B4FLP7_MAIZE 2 921.47525 1840.9359 1.1861 0.57467 1.7569 93.066 93.066 2.40E-39 75.88 856810

54409 YLQQLVMESLGK Unmodified _YLQQLVMESLGK_ B6TAY2_MAIZE 2 704.87887 1407.7432 0.65091 0.37541 1.0087 95.515 95.515 9.64E-17 50.61 663930

54410 YLQQLVMESLGK Unmodified _YLQQLVMESLGK_ B6TAY2_MAIZE 2 704.87887 1407.7432 0.66892 0.1626 0.8145 96.382 96.382 1.98E-03 17.01 160200

54411 YLQQLVMESLGK Unmodified _YLQQLVMESLGK_ B6TAY2_MAIZE 2 704.87887 1407.7432 0.69739 0.051854 0.73216 96.463 96.463 2.00E-01 9.18 216070

54412 YLQQLVMESLGK Unmodified _YLQQLVMESLGK_ B6TAY2_MAIZE 2 704.87887 1407.7432 0.69888 0.040511 0.72276 96.02 96.02 7.02E-22 50.35 557250

54413 YLQQLVMESLGK Oxidation (M) _YLQQLVM(ox)ESLGK_ B6TAY2_MAIZE 2 712.87633 1423.7381 0.71436 0.27103 0.97084 84.885 84.885 9.64E-17 66.07 439320

54414 YLQQLVMESLGK Oxidation (M) _YLQQLVM(ox)ESLGK_ B6TAY2_MAIZE 2 712.87633 1423.7381 0.69276 0.10729 0.78611 85.239 85.239 1.98E-03 35.82 680160

54415 YLQQLVMESLGK Oxidation (M) _YLQQLVM(ox)ESLGK_ B6TAY2_MAIZE 2 712.87633 1423.7381 0.7734 0.19849 0.95752 84.993 84.993 9.64E-17 81.96 404200

54416 YLQQLVMESLGK Oxidation (M) _YLQQLVM(ox)ESLGK_ B6TAY2_MAIZE 2 712.87633 1423.7381 0.67116 0.10048 0.75764 84.708 84.708 1.68E-09 58.38 2790000

54417 YLRPLYSSLAK Unmodified _YLRPLYSSLAK_ B6U740_MAIZE 3 437.58708 1309.7394 -0.0013398 0.12937 0.094731 62.737 62.737 4.45E-03 24.98 1752100

54418 YLRPLYSSLAK Unmodified _YLRPLYSSLAK_ B6U740_MAIZE 2 655.87699 1309.7394 0.5 -0.030205 0.43737 62.737 62.737 4.96E-02 25.34 310380

54419 YLSDLQALDLK Unmodified _YLSDLQALDLK_ B6U8G5_MAIZE 2 639.85064 1277.6867 0.43587 -2.0262 -1.6082 86.424 86.424 3.57E-04 44.71 1048800

54420 YLSDLQALDLK Unmodified _YLSDLQALDLK_ B6U8G5_MAIZE 2 639.85064 1277.6867 0.41164 0.063973 0.45444 86.935 86.935 3.60E-06 44.26 540090

54421 YLSDLQALDLK Unmodified _YLSDLQALDLK_ B6U8G5_MAIZE 2 639.85064 1277.6867 0.39054 -0.1019 0.26754 87.238 87.238 6.35E-09 63.18 768460

54422 YLSDLQALDLK Unmodified _YLSDLQALDLK_ B6U8G5_MAIZE 2 639.85064 1277.6867 0.39861 0.11698 0.49412 86.937 86.937 5.66E-08 60.3 2887300

54423 YLSDLQALDLK Unmodified _YLSDLQALDLK_ B6U8G5_MAIZE 2 639.85064 1277.6867 0.40821 0.49884 0.8847 86.574 86.574 7.60E-01 9.56 860110

54424 YLSFVK Unmodified _YLSFVK_ B6UCZ5_MAIZE 2 378.71816 755.42178 0.67187 0.45398 1.1119 58.654 58.654 5.26E-01 29.94 1063000

54425 YLSFVK Unmodified _YLSFVK_ B6UCZ5_MAIZE 2 378.71816 755.42178 0.54187 0.012227 0.54232 60.833 60.833 1.00E+00 3.75 25841
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54426 YLSFVK Unmodified _YLSFVK_ B6UCZ5_MAIZE 2 378.71816 755.42178 0.52418 0.35457 0.8647 59.494 59.494 1.00E+00 6.37 634820

54427 YLSFVK Unmodified _YLSFVK_ B6UCZ5_MAIZE 2 378.71816 755.42178 0.63389 0.11908 0.7397 60.943 60.943 1.00E+00 10.9 1033100

54428 YLSFVK Unmodified _YLSFVK_ B6UCZ5_MAIZE 2 378.71816 755.42178 0.55337 0.15927 0.70115 60.262 60.262 2.64E-01 25.78 3715700

54429 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.86639 -0.23473 0.60662 70.446 70.446 4.77E-34 79.65 3279700

54430 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.86904 2.2017 3.0435 71.56 71.56 1.47E-03 30.26 23683

54431 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.86466 -0.090225 0.749 70.781 70.781 1.09E-26 91.26 1710300

54432 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.85487 -0.14088 0.68853 71.655 71.655 1.09E-26 96.96 2981200

54433 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.84922 -0.095194 0.72855 71.225 71.225 1.09E-26 96.96 1759700

54434 YLSGEAEQIEWSK Unmodified _YLSGEAEQIEWSK_ B4FAD9_MAIZE 2 770.36992 1538.7253 0.85886 0.20268 1.0359 71.284 71.284 1.56E-17 76.69 1678900

54435 YLSGLKDER Unmodified _YLSGLKDER_ B6TX10_MAIZE 3 360.86098 1079.5611 0.95803 0.092304 1.0225 40.408 40.408 9.63E-01 6.85 465060

54436 YLSGLKDER Unmodified _YLSGLKDER_ B6TX10_MAIZE 3 360.86098 1079.5611 0.86374 0.61578 1.4523 42.87 42.87 8.40E-02 17 242360

54437 YLSGLKDER Unmodified _YLSGLKDER_ B6TX10_MAIZE 3 360.86098 1079.5611 0.91814 -0.046543 0.84515 42.517 42.517 5.45E-01 21.61 928560

54438 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.36751 -0.000392 0.35627 95.401 95.401 3.60E-06 41.45 77922

54439 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.41396 0.13514 0.53646 91.655 91.655 4.96E-02 14.33 2121000

54440 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.39733 0.18469 0.56929 91.692 91.692 3.57E-04 46.17 3899500

54441 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.37498 0.22364 0.58652 91.497 91.497 4.43E-05 34.84 5727400

54442 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.37405 -0.12191 0.24106 91.299 91.299 4.96E-02 18.28 3702800

54443 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.39556 0.39507 0.77753 91.517 91.517 4.48E-03 26.41 3401800

54444 YLSSVLFQSIK Unmodified _YLSSVLFQSIK_ CYSK_MAIZE 2 642.86355 1283.7125 0.33591 0.057765 0.38206 91.155 91.155 5.66E-08 53.76 43473000

54445 YLSSVLYQSIR Unmodified _YLSSVLYQSIR_ B4FR08_MAIZE 2 664.86408 1327.7136 0.46771 -0.068541 0.38058 80.452 80.452 3.60E-06 41.77 4319100

54446 YLSVTDPELLK Unmodified _YLSVTDPELLK_ B6UCZ5_MAIZE 2 639.35301 1276.6915 0.45267 0.33693 0.77453 79.752 79.752 4.43E-05 32.32 1094400

54447 YLSVTDPELLK Unmodified _YLSVTDPELLK_ B6UCZ5_MAIZE 2 639.35301 1276.6915 0.40106 0.6271 1.0141 80.338 80.338 1.67E-02 38.39 871480

54448 YLSVTDPELLK Unmodified _YLSVTDPELLK_ B6UCZ5_MAIZE 2 639.35301 1276.6915 0.42027 0.27474 0.68023 80.8 80.8 1.47E-01 17.53 1164700

54449 YLSVTDPELLK Unmodified _YLSVTDPELLK_ B6UCZ5_MAIZE 2 639.35301 1276.6915 0.3871 0.22116 0.59457 80.463 80.463 4.43E-05 40.2 4598100

54450 YLSVTDPELLK Unmodified _YLSVTDPELLK_ B6UCZ5_MAIZE 2 639.35301 1276.6915 0.3931 0.36016 0.73863 80.12 80.12 7.60E-01 10.68 386330

54451 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 0.072495 1.0791 1.1338 55.255 55.255 7.18E-01 9.62 761350

54452 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 -0.053512 0.2657 0.19521 55.642 55.642 1.01E-02 30.34 1131700

54453 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 0.013231 0.52036 0.51724 57.487 57.487 3.39E-01 15.34 2355900

54454 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 0.024032 0.36425 0.3724 56.775 56.775 9.18E-02 12.73 2010800

54455 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 -0.033357 0.3814 0.33121 57.47 57.47 1.12E-01 17.07 1832200

54456 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 -0.043932 0.046857 -0.012829 56.983 56.983 3.21E-03 49.08 12915000

54457 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 -0.034543 -0.39055 -0.43947 57.571 57.571 1.01E-02 35.7 16476000

54458 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 -0.0064271 0.61784 0.59491 57.861 57.861 1.00E+00 13.27 660030

54459 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 0.022993 1.072 1.0768 55.827 55.827 5.10E-01 11.93 551350
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54460 YLTASAMFR Oxidation (M) _YLTASAM(ox)FR_ TBB5_MAIZE B4 2 538.26568 1074.5168 0.035365 59.064 59.064 3.83E-01 7.75

54461 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 -0.0098137 -0.41383 -0.4433 70.751 70.751 3.32E-02 31.57 3212300

54462 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 -0.10133 0.28012 0.15854 71.538 71.538 1.12E-01 16.23 775610

54463 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 -0.030292 0.19213 0.14141 72.256 72.256 7.18E-01 14.33 1546800

54464 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 0.011189 0.37292 0.36297 71.837 71.837 3.32E-02 34.91 1730800

54465 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 0.32971 71.902 71.902 4.98E-02 32.5

54466 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 -0.050117 -0.38727 -0.45727 72.078 72.078 3.21E-03 49.79 26534000

54467 YLTASAMFR Unmodified _YLTASAMFR_ TBB5_MAIZE B4 2 530.26823 1058.5219 -0.10082 0.45833 0.3365 73.317 73.317 3.39E-01 13.28 202890

54468 YLTVQFVR Unmodified _YLTVQFVR_ B6T6V5_MAIZE 2 513.29256 1024.5706 -0.054578 0.097929 0.048291 73.698 73.698 1.65E-01 21.47 2758800

54469 YLVAQGCIKPLCDLLVCPDPR Unmodified _YLVAQGCIKPLCDLLVCPDPR_ B4FWY8_MAIZE 3 829.75674 2486.2484 1.0692 -0.2447 0.83305 102.16 102.16 6.15E-18 31.6 659730

54470 YLVAQGCIKPLCDLLVCPDPR Unmodified _YLVAQGCIKPLCDLLVCPDPR_ B4FWY8_MAIZE 3 829.75674 2486.2484 1.0759 0.013996 1.098 102.5 102.5 3.77E-10 28.85 624060

54471 YLVFISAK Unmodified _YLVFISAK_ B6U4F7_MAIZE 2 470.77875 939.54295 0.027037 0.6103 0.61879 75.75 75.75 1.65E-01 17.45 267340

54472 YLVPADLTVGQFVYVVR Unmodified _YLVPADLTVGQFVYVVR_ B6SUL0_MAIZE 2 970.03802 1938.0615 1.2024 -0.028897 1.1851 116.95 116.95 3.42E-29 80.46 520580

54473 YLVPADLTVGQFVYVVR Unmodified _YLVPADLTVGQFVYVVR_ B6SUL0_MAIZE 2 970.03802 1938.0615 1.1497 0.22083 1.3827 123.29 123.29 1.43E-21 60.56 286110

54474 YLVPADLTVGQFVYVVR Unmodified _YLVPADLTVGQFVYVVR_ B6SUL0_MAIZE 3 647.02777 1938.0615 0.43901 0.065523 0.51553 123.28 123.28 5.98E-03 34.73 195750

54475 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.15424 -0.11167 -0.28708 58.449 58.449 7.88E-01 15.2 21734

54476 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.0045249 -0.124 -0.14916 58.525 58.525 2.92E-02 22.56 393780

54477 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.042472 -0.092884 -0.15577 57.858 57.858 5.06E-02 25.44 539160

54478 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.057608 0.15537 0.076739 58.463 58.463 2.92E-02 26.71 576190

54479 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.059843 -0.030917 -0.11223 58.338 58.338 2.92E-02 28.61 948800

54480 YLVQQLAK Unmodified _YLVQQLAK_ B4FUI0_MAIZE 2 481.78711 961.55967 -0.13492 0.2756 0.11834 58.779 58.779 5.06E-02 22.9 3879400

54481 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.18612 0.39705 0.5688 70.141 70.141 4.40E-02 21.23 1271900

54482 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.20814 0.26989 0.46395 70.995 70.995 1.84E-04 45.07 2452400

54483 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.20054 2.3502 2.5327 70.536 70.536 1.45E-01 28.32 1724500

54484 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.094117 0.11054 0.19105 70.545 70.545 2.81E-03 31.99 16587000

54485 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.26472 0.43906 0.68824 70.964 70.964 1.00E+00 35.26 681350

54486 YLVSPPEIDR Unmodified _YLVSPPEIDR_ B6TGG2_MAIZE 2 594.8166 1187.6186 0.22322 0.1822 0.39035 70.121 70.121 3.43E-01 14.01 370840

54487 YLWDYIK Unmodified _YLWDYIK_ B6TD34_MAIZE 2 500.76056 999.50657 -0.013557 0.14439 0.10624 96.859 96.859 4.49E-02 23.47 550930

54488 YLYFFEK Unmodified _YLYFFEK_ B6U2K5_MAIZE 2 505.25511 1008.4957 0.027394 0.25613 0.26306 85.083 85.083 8.04E-02 22.37 399490

54489 YLYFFEK Unmodified _YLYFFEK_ B6U2K5_MAIZE 2 505.25511 1008.4957 -0.13838 0.56351 0.4053 85.775 85.775 1.86E-01 27.66 280670

54490 YLYFFEK Unmodified _YLYFFEK_ B6U2K5_MAIZE 2 505.25511 1008.4957 -0.01142 0.23897 0.2079 86.133 86.133 1.86E-01 30.78 458520

54491 YLYFFEK Unmodified _YLYFFEK_ B6U2K5_MAIZE 2 505.25511 1008.4957 -0.026745 0.035253 -0.010906 85.807 85.807 8.04E-02 26.17 834490

54492 YLYFVNWLHGDIR Unmodified _YLYFVNWLHGDIR_ B4FAL8_MAIZE 3 565.95958 1694.8569 0.19715 -0.074053 0.11852 111.33 111.33 9.36E-01 11.59 167890

54493 YLYFVNWLHGDIR Unmodified _YLYFVNWLHGDIR_ B4FAL8_MAIZE 3 565.95958 1694.8569 0.17566 0.092751 0.26171 111.8 111.8 5.88E-01 4.28 387090
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54494 YLYTLCVFDAEK Unmodified _YLYTLCVFDAEK_ B6SNL8_MAIZE 2 761.36833 1520.7221 0.85399 0.08497 0.93537 95.193 95.193 2.05E-12 46.69 2073200

54495 YLYTLCVFDAEK Unmodified _YLYTLCVFDAEK_ B6SNL8_MAIZE 2 761.36833 1520.7221 0.8463 0.41818 1.2605 95.845 95.845 1.11E-04 30.62 428080

54496 YLYTLCVHDADK Unmodified _YLYTLCVHDADK_ B6SIV4_MAIZE 3 499.90626 1496.697 -0.30986 -0.27749 -0.58717 65.6 65.6 1.37E-08 45.79 2200500

54497 YLYTLCVHDADK Unmodified _YLYTLCVHDADK_ B6SIV4_MAIZE 2 749.35576 1496.697 0.7058 0.14611 0.85195 65.604 65.604 2.05E-12 66.58 391290

54498 YMACCLMYR Oxidation (M) _YMACCLM(ox)YR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.43792 -1.4251 -0.99191 57.446 57.446 5.18E-06 45.6 817980

54499 YMACCLMYR Oxidation (M) _YM(ox)ACCLMYR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.56762 -0.44573 0.11532 59.444 59.444 6.60E-03 29.65 977570

54500 YMACCLMYR Oxidation (M) _YMACCLM(ox)YR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.43759 -0.47927 -0.047929 57.909 57.909 6.60E-03 26.11 356900

54501 YMACCLMYR Oxidation (M) _YM(ox)ACCLMYR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.41661 -1.1686 -0.75588 60.032 60.032 6.60E-03 43.51 315920

54502 YMACCLMYR Oxidation (M) _YMACCLM(ox)YR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.4555 -0.56216 -0.11201 59.555 59.555 6.60E-03 33.29 518280

54503 YMACCLMYR Oxidation (M) _YM(ox)ACCLMYR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.4828 -0.78984 -0.31167 61.521 61.521 2.13E-03 43.39 464520

54504 YMACCLMYR Oxidation (M) _YMACCLM(ox)YR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.50254 -0.31738 0.17982 58.894 58.894 6.60E-03 27 324080

54505 YMACCLMYR Oxidation (M) _YM(ox)ACCLMYR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.50225 -0.34077 0.15492 60.909 60.909 6.60E-03 43.87 253890

54506 YMACCLMYR Oxidation (M) _YMACCLM(ox)YR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.39119 -0.91457 -0.52892 59.334 59.334 1.25E-10 43.79 6375100

54507 YMACCLMYR Oxidation (M) _YM(ox)ACCLMYR_ B6SPX4_MAIZE 2 642.25562 1282.4967 0.38214 -0.72276 -0.3461 61.315 61.315 1.01E-02 32.81 5170000

54508 YMACCLMYR Unmodified _YMACCLMYR_ B6SPX4_MAIZE 2 634.25816 1266.5018 0.37215 -0.85052 -0.48713 66.014 66.014 3.21E-03 44.58 3075400

54509 YMACCLMYR Unmodified _YMACCLMYR_ B6SPX4_MAIZE 2 634.25816 1266.5018 0.37358 0.017645 0.38153 66.814 66.814 3.32E-02 27.06 135910

54510 YMACCLMYR 2 Oxidation (M) _YM(ox)ACCLM(ox)YR_ B6SPX4_MAIZE 2 650.25307 1298.4916 0.53456 -0.58462 -0.053205 66.005 66.005 1.12E-01 12.99 520910

54511 YMACCLMYR 2 Oxidation (M) _YM(ox)ACCLM(ox)YR_ B6SPX4_MAIZE 2 650.25307 1298.4916 0.47926 -0.8704 -0.39435 53.843 53.843 2.89E-03 21.12 807850

54512 YMACCLMYR 2 Oxidation (M) _YM(ox)ACCLM(ox)YR_ B6SPX4_MAIZE 2 650.25307 1298.4916 0.47742 -1.1486 -0.67407 53.159 53.159 2.36E-03 22.88 583450

54513 YMALMDLQEGNER 2 Oxidation (M) _YM(ox)ALM(ox)DLQEGNER_ B6UDG4_MAIZE 2 801.35035 1600.6861 0.99579 -0.52313 0.45321 61.03 61.03 9.25E-73 70.55 642790

54514 YMAPEVFK Oxidation (M) _YM(ox)APEVFK_ B6STV2_MAIZE 2 500.74405 999.47355 -0.054163 0.99984 0.92941 60.14 60.14 5.51E-01 4.91 1584600

54515 YMAPEVFK Unmodified _YMAPEVFK_ B6STV2_MAIZE 2 492.7466 983.47864 -0.060011 0.28779 0.20966 64.995 64.995 3.77E-01 14.3 1001900

54516 YMATLTPPIEGYIEK Oxidation (M) _YM(ox)ATLTPPIEGYIEK_ B4F7S5_MAIZE 2 871.43949 1740.8644 1.0618 0.59876 1.6427 86.425 86.425 2.05E-04 34.28 631360

54517 YMAYMFK Unmodified _YMAYMFK_ B6TDF8_MAIZE 2 477.21662 952.41868 -0.019061 -0.7303 -0.77631 68.143 68.143 9.32E-03 36.65 583510

54518 YMAYMFK Unmodified _YMAYMFK_ B6TDF8_MAIZE 2 477.21662 952.41868 -0.11387 0.15561 0.011973 69.511 69.511 8.04E-02 24.32 1059500

54519 YMAYMFK Oxidation (M) _YMAYM(ox)FK_ B6TDF8_MAIZE 2 485.21407 968.4136 -0.12113 0.3765 0.22946 60.288 60.288 2.71E-02 31.7 1349400

54520 YMAYMFK Oxidation (M) _YM(ox)AYMFK_ B6TDF8_MAIZE 2 485.21407 968.4136 -0.13074 0.35998 0.20458 61.471 61.471 1.45E-04 33.15 2031700

54521 YMDEVESSK Unmodified _YMDEVESSK_ B6U0I0_MAIZE 2 544.23425 1086.4539 0.064618 0.55398 0.59553 38.852 38.852 1.01E-02 40.37 821540

54522 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.2495 0.25131 0.49058 28.48 28.48 4.08E-01 20.55 32597

54523 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 -0.024351 0.75843 0.72309 26.852 26.852 7.21E-01 22.15 42465

54524 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.14186 0.29346 0.42438 29.546 29.546 1.00E+00 21.31 50004

54525 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.15921 0.055418 0.20515 28.682 28.682 1.00E+00 9.11 44245

54526 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.13443 0.24943 0.3733 29.284 29.284 7.21E-01 18.19 117620

54527 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 2 653.80844 1305.6023 0.6156 -0.83743 -0.23024 29.277 29.277 6.75E-01 18 15227
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54528 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.1487 0.098743 0.23759 29.436 29.436 1.55E-01 28.57 235590

54529 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 2 653.80844 1305.6023 0.59413 -0.02304 0.56222 29.432 29.432 1.00E+00 11.27 38418

54530 YMHGAATSPEVK Oxidation (M) _YM(ox)HGAATSPEVK_ B4FHJ2_MAIZE 3 436.20806 1305.6023 0.20506 0.25729 0.45108 35.798 35.798 1.00E+00 5.59 243820

54531 YMHGAATSPEVK Unmodified _YMHGAATSPEVK_ B4FHJ2_MAIZE 3 430.87642 1289.6074 0.12111 -0.27327 -0.16501 34.288 34.288 7.21E-01 14.35 268080

54532 YMHGAATSPEVK Unmodified _YMHGAATSPEVK_ B4FHJ2_MAIZE 3 430.87642 1289.6074 0.12772 -0.41689 -0.30023 36.242 36.242 4.08E-01 12.3 96555

54533 YMHGAATSPEVK Unmodified _YMHGAATSPEVK_ B4FHJ2_MAIZE 3 430.87642 1289.6074 0.1084 -0.18175 -0.085828 35.966 35.966 1.00E+00 4.3 266380

54534 YMHGAATSPEVK Unmodified _YMHGAATSPEVK_ B4FHJ2_MAIZE 3 430.87642 1289.6074 0.1708 -0.2492 -0.090466 35.793 35.793 4.08E-01 7.63 1463800

54535 YMHGAATSPEVK Unmodified _YMHGAATSPEVK_ B4FHJ2_MAIZE 2 645.81099 1289.6074 0.48422 -0.033627 0.43906 35.8 35.8 2.62E-07 41.53 255050

54536 YMIEIWK Oxidation (M) _YM(ox)IEIWK_ B4FKK9_MAIZE 2 499.75442 997.49429 0.018085 0.235 0.22552 77.62 77.62 7.83E-02 16.54 209030

54537 YMIEIWK Oxidation (M) _YM(ox)IEIWK_ B4FKK9_MAIZE 2 499.75442 997.49429 -0.011188 0.25981 0.22037 77.774 77.774 7.83E-02 17.48 546470

54538 YMNSFTK Unmodified _YMNSFTK_ PCNA_MAIZE Q 2 445.70747 889.40039 0.069138 0.097109 0.15028 42.853 42.853 4.46E-01 15.28 929500

54539 YMNSFTK Unmodified _YMNSFTK_ PCNA_MAIZE Q 2 445.70747 889.40039 0.012005 0.039485 0.035048 43.107 43.107 7.83E-01 7.14 995380

54540 YMSSAFQHMK Unmodified _YMSSAFQHMK_ B4FFP2_MAIZE 3 410.51958 1228.5369 0.2982 0.16407 0.44493 47.649 47.649 2.99E-03 29.77 3268000

54541 YMSSAFQHMK Unmodified _YMSSAFQHMK_ B4FFP2_MAIZE 3 410.51958 1228.5369 0.23686 -0.51873 -0.29613 49.804 49.804 5.02E-04 55.24 4217100

54542 YMSSAFQHMK Unmodified _YMSSAFQHMK_ B4FFP2_MAIZE 2 615.27573 1228.5369 0.33349 0.33432 0.65067 49.816 49.816 2.81E-03 38.97 1074400

54543 YMSSAFQHMK Unmodified _YMSSAFQHMK_ B4FFP2_MAIZE 3 410.51958 1228.5369 0.20496 -0.42137 -0.23124 50.425 50.425 1.67E-03 48.22 4950900

54544 YMSSAFQHMK Unmodified _YMSSAFQHMK_ B4FFP2_MAIZE 2 615.27573 1228.5369 0.32641 0.57087 0.88073 50.416 50.416 1.84E-04 51.33 1847500

54545 YMSSAFQHMK 2 Oxidation (M) _YM(ox)SSAFQHM(ox)K_ B4FFP2_MAIZE 2 631.27064 1260.5267 0.53038 -0.69758 -0.17604 30.815 30.815 1.49E-01 10.83 13302

54546 YMSSAFQHMK 2 Oxidation (M) _YM(ox)SSAFQHM(ox)K_ B4FFP2_MAIZE 3 421.18285 1260.5267 0.26052 -0.41626 -0.16352 31.521 31.521 6.44E-01 5.76 96589

54547 YMSSAFQHMK 2 Oxidation (M) _YM(ox)SSAFQHM(ox)K_ B4FFP2_MAIZE 2 631.27064 1260.5267 0.49261 -0.27981 0.2033 31.505 31.505 1.49E-01 10.2 27538

54548 YMSSAFQHMK 2 Oxidation (M) _YM(ox)SSAFQHM(ox)K_ B4FFP2_MAIZE 3 421.18285 1260.5267 0.17837 0.06912 0.23823 32.131 32.131 2.66E-03 23.81 233450

54549 YMSSAFQHMK 2 Oxidation (M) _YM(ox)SSAFQHM(ox)K_ B4FFP2_MAIZE 2 631.27064 1260.5267 0.38881 0.019141 0.39858 32.085 32.085 6.26E-02 16.53 92621

54550 YMSSAFQHMK Oxidation (M) _YMSSAFQHM(ox)K_ B4FFP2_MAIZE 3 415.85121 1244.5318 0.29966 0.098851 0.38573 39.049 39.049 1.00E+00 5.42 128770

54551 YMSSAFQHMK Oxidation (M) _YMSSAFQHM(ox)K_ B4FFP2_MAIZE 2 623.27318 1244.5318 0.39011 0.27079 0.64725 39.348 39.348 9.99E-05 26.91 440720

54552 YMSSAFQHMK Oxidation (M) _YMSSAFQHM(ox)K_ B4FFP2_MAIZE 3 415.85121 1244.5318 0.19731 -0.001824 0.18324 40.252 40.252 6.44E-01 11.71 2801700

54553 YMSSAFQHMK Oxidation (M) _YMSSAFQHM(ox)K_ B4FFP2_MAIZE 2 623.27318 1244.5318 0.29818 0.37422 0.65896 40.231 40.231 4.20E-02 6.53 1106500

54554 YMSSAFQHMK Oxidation (M) _YM(ox)SSAFQHMK_ B4FFP2_MAIZE 3 415.85121 1244.5318 0.19377 -0.021108 0.1592 42.507 42.507 1.67E-03 44 2220200

54555 YMSSAFQHMK Oxidation (M) _YM(ox)SSAFQHMK_ B4FFP2_MAIZE 2 623.27318 1244.5318 0.30854 -0.23806 0.058105 42.507 42.507 4.53E-03 32.23 545160

54556 YMTNLFHDSLGFGSAK Oxidation (M) _YM(ox)TNLFHDSLGFGSAK_ B6TDT6_MAIZE 3 601.95053 1802.8298 0.31106 0.12751 0.4389 81.111 81.111 3.18E-03 31.62 605890

54557 YMTYLESFGPEENYLR Oxidation (M) _YM(ox)TYLESFGPEENYLR_ B6UHS0_MAIZE 2 1014.4564 2026.8982 1.1006 -0.38631 0.69718 97.308 97.308 1.82E-38 79.46 1204400

54558 YMTYLESFGPEENYLR Unmodified _YMTYLESFGPEENYLR_ B6UHS0_MAIZE 2 1006.4589 2010.9033 1.1561 0.17208 1.3087 104.12 104.12 7.01E-14 65.98 188630

54559 YMVIQGEPGAVIR Oxidation (M) _YM(ox)VIQGEPGAVIR_ B6TEN9_MAIZE 2 724.88194 1447.7493 0.63839 -0.21299 0.42105 67.576 67.576 4.35E-18 47.21 307200

54560 YMVIQGEPGAVIR Unmodified _YMVIQGEPGAVIR_ B6TEN9_MAIZE 2 716.88449 1431.7544 0.71756 0.82703 1.5359 74.807 74.807 1.15E-02 17.92 33231

54561 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 2 738.89759 1475.7806 0.86766 0.60763 1.4768 70.815 70.815 1.62E-14 50.63 676150
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54562 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 2 738.89759 1475.7806 0.50946 -0.98923 -0.47539 72.162 72.162 1.78E-24 55.74 13914000

54563 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 3 492.93415 1475.7806 -0.26173 -0.090718 -0.34899 72.111 72.111 5.38E-01 9.74 641200

54564 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 2 738.89759 1475.7806 0.85514 0.54005 1.3968 71.563 71.563 1.62E-14 48.04 258530

54565 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 2 738.89759 1475.7806 -0.52176 71.063 71.063 1.55E-16 54.92

54566 YMVIQGEPGVVIR Oxidation (M) _YM(ox)VIQGEPGVVIR_ B4FTX3_MAIZE 2 738.89759 1475.7806 -0.52176 71.437 71.437 1.24E-13 57.85

54567 YMVIQGEPGVVIR Unmodified _YMVIQGEPGVVIR_ B4FTX3_MAIZE 2 730.90014 1459.7857 0.72373 -0.6157 0.10874 77.868 77.868 1.00E-11 72.75 2510200

54568 YMVIQGEPGVVIR Unmodified _YMVIQGEPGVVIR_ B4FTX3_MAIZE 2 730.90014 1459.7857 0.56852 -0.3202 0.24864 79.653 79.653 1.09E-26 71.07 2460400

54569 YMVIQGEPGVVIR Unmodified _YMVIQGEPGVVIR_ B4FTX3_MAIZE 3 487.60252 1459.7857 -0.12164 0.090132 -0.030575 79.624 79.624 8.81E-01 7.06 32303

54570 YMVIQGEPGVVIR Unmodified _YMVIQGEPGVVIR_ B4FTX3_MAIZE 2 730.90014 1459.7857 0.74675 1.3347 2.0792 78.373 78.373 2.50E-15 36.87 196210

54571 YMVIQGEPGVVIR Unmodified _YMVIQGEPGVVIR_ B4FTX3_MAIZE 2 730.90014 1459.7857 0.69208 -0.13116 0.56146 79.855 79.855 1.00E-11 61.08 1183100

54572 YNAGLSYTTPDFVAAATLNNK Unmodified _YNAGLSYTTPDFVAAATLNNK_ Q9SPD7_MAIZE 2 1116.0526 2230.0906 1.1872 0.25611 1.433 96.192 96.192 1.23E-19 84.28 228000

54573 YNCHLMEK Oxidation (M) _YNCHLM(ox)EK_ Q71RX2_MAIZE 2 555.73897 1109.4634 0.10724 0.30587 0.39667 26.68 26.68 2.15E-02 36.91 178330

54574 YNCHLMEK Unmodified _YNCHLMEK_ Q71RX2_MAIZE 2 547.74152 1093.4685 0.036929 -0.17531 -0.1576 36.338 36.338 5.06E-02 17.3 1107300

54575 YNCHLMEK Unmodified _YNCHLMEK_ Q71RX2_MAIZE 3 365.49677 1093.4685 0.92411 0.12648 1.0308 36.324 36.324 2.47E-01 19.73 774420

54576 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 0.9816 -0.097854 0.87923 74.879 74.879 7.68E-22 82.93 3724300

54577 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 1.0205 0.18474 1.2011 75.95 75.95 6.31E-03 54.98 35527

54578 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 0.99181 -0.016377 0.9712 75.293 75.293 7.68E-22 113.92 1257400

54579 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 0.97067 -0.074761 0.89097 75.976 75.976 2.00E-19 105.1 1594200

54580 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 0.96135 -0.12703 0.83026 75.582 75.582 1.95E-13 62.02 1248800

54581 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 0.98849 -0.14304 0.84142 75.965 75.965 7.68E-22 109.64 3871900

54582 YNDENTVSFVTLNK Unmodified _YNDENTVSFVTLNK_ B6T7G7_MAIZE 2 822.39921 1642.7839 1.0023 0.047394 1.0448 76.727 76.727 1.95E-13 109.94 257140

54583 YNDENTVSFVTMNK Unmodified _YNDENTVSFVTMNK_ B6THG3_MAIZE 2 831.37742 1660.7403 1.0622 0.065537 1.1235 71.501 71.501 2.00E-19 88.38 812010

54584 YNDSYLR Unmodified _YNDSYLR_ B6U4J8_MAIZE 2 465.71942 929.4243 -0.14779 0.31342 0.13891 47.15 47.15 4.46E-01 31.72 4093400

54585 YNGGLDTEESYPYQGVNGICK Unmodified _YNGGLDTEESYPYQGVNGICK_ B4F9B5_MAIZE 3 788.68647 2363.0376 0.87326 -5.186 -4.3082 75.624 75.624 3.35E-08 44.94 899410

54586 YNHDDAAAVK Unmodified _YNHDDAAAVK_ B4FPA0_MAIZE 2 552.25944 1102.5043 0.12938 -0.10933 0.0020667 23.035 23.035 1.00E+00 3.75 55125

54587 YNHDDAAAVK Unmodified _YNHDDAAAVK_ B4FPA0_MAIZE 3 368.50872 1102.5043 0.94897 0.33965 1.2688 23.041 23.041 6.66E-03 41.7 60106

54588 YNIDVICEYIVK Unmodified _YNIDVICEYIVK_ B6TNU0_MAIZE 2 764.88943 1527.7643 0.89728 0.77725 1.6637 103.51 103.51 9.64E-17 51.14 244520

54589 YNITDER Unmodified _YNITDER_ B4F8B3_MAIZE 2 455.71688 909.41921 -0.093575 0.53186 0.41301 42.297 42.297 8.04E-02 31.56 2263700

54590 YNMGNGGPAPESVTDK Unmodified _YNMGNGGPAPESVTDK_ B4FAE5_MAIZE 2 818.86722 1635.7199 0.99625 -0.33318 0.65934 52.39 52.39 4.21E-20 103.77 906520

54591 YNMGNGGPAPESVTDK Unmodified _YNMGNGGPAPESVTDK_ B4FAE5_MAIZE 2 818.86722 1635.7199 0.99443 -0.02979 0.96001 54.453 54.453 4.21E-20 105.29 1211700

54592 YNMGNGGPAPESVTDK Oxidation (M) _YNM(ox)GNGGPAPESVTDK_ B4FAE5_MAIZE 2 826.86468 1651.7148 0.99568 -0.093717 0.90015 41.786 41.786 4.21E-20 90.64 267400

54593 YNMGNGGPAPESVTDK Oxidation (M) _YNM(ox)GNGGPAPESVTDK_ B4FAE5_MAIZE 2 826.86468 1651.7148 0.99366 0.19047 1.1817 44.653 44.653 7.01E-14 72.13 410470

54594 YNMGNGGPAPESVTDK Oxidation (M) _YNM(ox)GNGGPAPESVTDK_ B4FAE5_MAIZE 2 826.86468 1651.7148 0.98368 -0.077915 0.90392 44.752 44.752 4.21E-20 77.23 2864900

54595 YNMVIVSPILER Oxidation (M) _YNM(ox)VIVSPILER_ B4FSZ8_MAIZE 2 725.39214 1448.7697 0.78086 0.025142 0.7899 79.867 79.867 1.11E-04 38.98 764780
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54596 YNNKPAAVALR Unmodified _YNNKPAAVALR_ B4FUJ3_MAIZE 3 406.23141 1215.6724 0.095221 -0.25329 -0.19199 42.327 42.327 3.00E-03 57.72 596580

54597 YNPSFTLPPLR Unmodified _YNPSFTLPPLR_ B4FVG0_MAIZE 2 652.85351 1303.6925 0.4599 0.66956 1.1187 87.055 87.055 3.83E-01 9.5 1157700

54598 YNPSFTLPPLR Unmodified _YNPSFTLPPLR_ B4FVG0_MAIZE 2 652.85351 1303.6925 0.39492 0.13828 0.5227 87.082 87.082 4.96E-02 28.31 2103500

54599 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.10113 -0.36661 -0.29774 43.938 43.938 9.46E-01 33.41 671350

54600 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.20679 -0.79078 -0.61579 42.758 42.758 9.46E-01 23.77 9435300

54601 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.23253 -0.66485 -0.46363 44.572 44.572 5.26E-01 23.88 11684000

54602 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.15042 -0.31811 -0.19921 45.283 45.283 5.26E-01 23.77 13047000

54603 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.21262 -0.42743 -0.24718 44.778 44.778 5.26E-01 27.81 65651000

54604 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.29311 0.043912 0.30291 45.718 45.718 9.46E-01 19 6152600

54605 YNQLLR Unmodified _YNQLLR_ B6T3P9_MAIZE 2 403.7296 805.44464 0.33322 0.56906 0.86817 43.248 43.248 9.46E-01 26.78 1601700

54606 YNSFIDLQDK Unmodified _YNSFIDLQDK_ B6SHI1_MAIZE 2 621.80369 1241.5928 0.37585 0.30203 0.66585 73.133 73.133 3.43E-01 16.25 462530

54607 YNSFIDLQDK Unmodified _YNSFIDLQDK_ B6SHI1_MAIZE 2 621.80369 1241.5928 0.39657 0.20223 0.58696 74.33 74.33 7.11E-01 18 212650

54608 YNSFIDLQDK Unmodified _YNSFIDLQDK_ B6SHI1_MAIZE 2 621.80369 1241.5928 0.45751 0.50541 0.95141 73.937 73.937 1.45E-01 18.28 259920

54609 YNSNAAAAYR Unmodified _YNSNAAAAYR_ B6TT21_MAIZE 2 550.75961 1099.5047 0.18363 0.52511 0.66355 38.905 38.905 2.81E-03 49.98 115150

54610 YNSSLDAFK Unmodified _YNSSLDAFK_ B4FSA7_MAIZE 2 522.75346 1043.4924 0.011852 0.29656 0.28796 58.19 58.19 1.01E-02 27.64 1308900

54611 YNSSLDAFK Unmodified _YNSSLDAFK_ B4FSA7_MAIZE 2 522.75346 1043.4924 -0.11904 -0.11293 -0.25103 59.249 59.249 7.18E-01 26.32 36104

54612 YNVAIK Unmodified _YNVAIK_ B4G249_MAIZE 2 354.20796 706.40138 1.0188 0.16892 1.1533 40.602 40.602 2.64E-01 28.85 2368300

54613 YNVAIK Unmodified _YNVAIK_ B4G249_MAIZE 2 354.20796 706.40138 0.89632 -0.090937 0.77188 40.184 40.184 2.64E-01 33.21 1156300

54614 YNVAIK Unmodified _YNVAIK_ B4G249_MAIZE 2 354.20796 706.40138 1.0205 -0.28933 0.69819 42.771 42.771 2.64E-01 31.37 1170000

54615 YNVAIK Unmodified _YNVAIK_ B4G249_MAIZE 2 354.20796 706.40138 0.92698 -0.25023 0.64477 42.108 42.108 2.64E-01 27.47 1128400

54616 YNVAIK Unmodified _YNVAIK_ B4G249_MAIZE 2 354.20796 706.40138 1.0053 0.063373 1.0356 42.493 42.493 2.64E-01 31.92 821280

54617 YNVWASTASGNR Unmodified _YNVWASTASGNR_ B6TVI9_MAIZE 2 663.31528 1324.616 0.56765 -1.1941 -0.63634 59.142 59.142 7.72E-03 41.02 321700

54618 YNWGNLAFDTK Unmodified _YNWGNLAFDTK_ O23888_MAIZE 2 664.81713 1327.6197 0.54707 0.80131 1.3384 87.201 87.201 1.00E+00 5.25 391570

54619 YNWGNLAFDTK Unmodified _YNWGNLAFDTK_ O23888_MAIZE 2 664.81713 1327.6197 0.58677 1.1064 1.6831 87.813 87.813 1.67E-02 37.71 190560

54620 YNWGTLEFDTK Unmodified _YNWGTLEFDTK_ O23887_MAIZE 2 687.32224 1372.6299 0.60146 -0.2189 0.38046 89.544 89.544 3.83E-01 13.86 162790

54621 YPAGVDLLLPVIFIHHDPDIWGK Unmodified _YPAGVDLLLPVIFIHHDPDIWGK_ Q8LGM8_MAIZE 4 654.60597 2614.3948 0.5206 0.22618 0.75028 123.39 123.39 4.92E-01 12.16 882220

54622 YPAHITLLR Unmodified _YPAHITLLR_ B4FVS0_MAIZE 3 361.88183 1082.6237 0.8628 -0.15741 0.68459 61.455 61.455 8.40E-02 29.5 2756800

54623 YPAHVGPQSEQE Unmodified _YPAHVGPQSEQE_ B6U749_MAIZE 2 671.30712 1340.5997 0.5308 -0.14877 0.37579 41.152 41.152 1.11E-04 40.88 154000

54624 YPAHVGPQSEQE Unmodified _YPAHVGPQSEQE_ B6U749_MAIZE 2 671.30712 1340.5997 0.58846 -0.045515 0.53611 43.167 43.167 1.11E-04 52.13 357870

54625 YPAPGAPDLALR Unmodified _YPAPGAPDLALR_ B4FQS1_MAIZE 2 620.83786 1239.6612 0.38359 0.020285 0.38387 71.212 71.212 1.11E-04 39.99 315170

54626 YPAPGAPDLALR Unmodified _YPAPGAPDLALR_ B4FQS1_MAIZE 2 620.83786 1239.6612 0.27433 0.038966 0.29372 71.556 71.556 7.72E-03 37.67 5859000

54627 YPAPGAPDLALR Unmodified _YPAPGAPDLALR_ B4FQS1_MAIZE 2 620.83786 1239.6612 0.20103 0.11702 0.29842 70.814 70.814 2.62E-07 57.41 7263100

54628 YPASGVVLRPGFIYGK Unmodified _YPASGVVLRPGFIYGK_ B4FTR5_MAIZE 3 575.32252 1722.9457 0.12062 0.018033 0.13694 80.311 80.311 7.42E-06 39.63 415890

54629 YPDDAFGDELR Unmodified _YPDDAFGDELR_ B6T8U5_MAIZE 2 649.2884 1296.5622 0.41627 0.22234 0.63345 73.786 73.786 6.35E-09 55.25 2744600
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54630 YPDEPPLLNVK Unmodified _YPDEPPLLNVK_ B6TXU4_MAIZE 2 642.84535 1283.6762 0.39965 -0.26942 0.11315 76.218 76.218 4.48E-03 32.81 1389400

54631 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.17367 0.14789 0.29821 59.81 59.81 4.49E-02 32.53 3233800

54632 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.020338 -0.049836 -0.051697 60.318 60.318 1.86E-01 21.72 443780

54633 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.17322 0.16956 0.3194 61.927 61.927 4.46E-01 22.62 639760

54634 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.17303 0.000649 0.15112 61.295 61.295 8.04E-02 27.64 608350

54635 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.12885 0.39692 0.50269 61.748 61.748 4.46E-01 21.96 524430

54636 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.18876 0.21417 0.37994 61.71 61.71 1.00E+00 15.22 681580

54637 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.13785 -0.20513 -0.087874 62.04 62.04 1.86E-01 17.13 619200

54638 YPDPLIK Unmodified _YPDPLIK_ B4FMI5_MAIZE 2 423.242 844.46945 0.11991 0.39712 0.49531 60.532 60.532 8.04E-02 34.02 4440200

54639 YPEGWELIEPTIR Unmodified _YPEGWELIEPTIR_ B6T8X1_MAIZE 2 801.91176 1601.809 0.97646 -0.23741 0.72147 100.38 100.38 1.47E-03 42.71 91703

54640 YPENFFLLR Unmodified _YPENFFLLR_ B4F7Z0_MAIZE 2 599.8164 1197.6182 0.21062 0.023072 0.21666 96.057 96.057 1.01E-02 47.62 1008200

54641 YPGSYWR Unmodified _YPGSYWR_ B6THZ8_MAIZE 2 464.71923 927.4239 -0.043453 -0.28517 -0.34211 57.954 57.954 1.86E-01 25.36 1064000

54642 YPGVPYTFFSQR Unmodified _YPGVPYTFFSQR_ PLDA1_MAIZE 2 731.3617 1460.7089 0.75007 -0.055977 0.70218 92.139 92.139 1.68E-09 40.53 3370700

54643 YPGVPYTFFSQR Unmodified _YPGVPYTFFSQR_ PLDA1_MAIZE 2 731.3617 1460.7089 0.74732 0.24883 1.003 92.862 92.862 7.61E-14 46.81 1098700

54644 YPGVPYTFFSQR Unmodified _YPGVPYTFFSQR_ PLDA1_MAIZE 2 731.3617 1460.7089 0.76065 0.36114 1.1292 92.983 92.983 1.11E-04 39.47 573110

54645 YPGVPYTFFSQR Unmodified _YPGVPYTFFSQR_ PLDA1_MAIZE 2 731.3617 1460.7089 0.76182 0.2981 1.0672 92.723 92.723 2.62E-07 28.08 1117200

54646 YPIEHGIVGNWDDMEK Oxidation (M) _YPIEHGIVGNWDDM(ox)EK_ B4FV86_MAIZE 3 640.29285 1917.8567 0.45049 -0.14228 0.30338 73.436 73.436 1.21E-01 28.1 707760

54647 YPIEHGIVGNWDDMEK Oxidation (M) _YPIEHGIVGNWDDM(ox)EK_ B4FV86_MAIZE 3 640.29285 1917.8567 0.37797 -0.1431 0.23024 73.38 73.38 9.16E-07 32.11 2825800

54648 YPIEHGIVGNWDDMEK Unmodified _YPIEHGIVGNWDDMEK_ B4FV86_MAIZE 3 634.96121 1901.8618 0.34849 -0.11717 0.22398 80.799 80.799 1.13E-04 26.18 1848600

54649 YPIEHGIVNNWDDMEK Unmodified _YPIEHGIVNNWDDMEK_ B4FPG2_MAIZE 3 653.96836 1958.8833 0.512 0.31635 0.81589 77.322 77.322 1.90E-03 25.64 1209600

54650 YPIEHGIVNNWDDMEK Unmodified _YPIEHGIVNNWDDMEK_ B4FPG2_MAIZE 3 653.96836 1958.8833 0.48041 -0.057473 0.41123 78.402 78.402 1.80E-11 34.99 2358300

54651 YPIEHGIVNNWDDMEK Unmodified _YPIEHGIVNNWDDMEK_ B4FPG2_MAIZE 3 653.96836 1958.8833 0.41452 0.073583 0.47616 78.057 78.057 1.08E-05 30.37 6192700

54652 YPIEHGIVNNWDDMEK Oxidation (M) _YPIEHGIVNNWDDM(ox)EK_ B4FPG2_MAIZE 3 659.3 1974.8782 0.44866 0.12433 0.56313 70.479 70.479 9.37E-07 39.94 6854400

54653 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 3 644.96473 1931.8724 0.40721 -0.12123 0.27628 79.444 79.444 2.13E-20 42.98 9020700

54654 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 2 966.94346 1931.8724 1.1885 -0.034789 1.1438 79.44 79.44 1.34E-51 76.17 1827000

54655 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 3 644.96473 1931.8724 0.40727 0.15167 0.54959 80.178 80.178 1.13E-04 33.98 1402500

54656 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 3 644.96473 1931.8724 0.45292 0.045697 0.48807 80.332 80.332 7.98E-01 1.63 1601300

54657 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 3 644.96473 1931.8724 0.38967 -0.36739 0.013134 80.477 80.477 2.13E-20 47.26 12487000

54658 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 2 966.94346 1931.8724 1.1873 -0.22245 0.95556 80.471 80.471 1.34E-51 94.07 1384200

54659 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 3 644.96473 1931.8724 0.34725 -0.56226 -0.22396 80.109 80.109 1.27E-15 43.96 40706000

54660 YPIEHGIVSNWDDMEK Unmodified _YPIEHGIVSNWDDMEK_ B4F989_MAIZE 2 966.94346 1931.8724 1.1862 -0.38213 0.79499 80.111 80.111 1.67E-64 82.09 6679100

54661 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.45582 -0.32394 0.12537 71.735 71.735 9.16E-07 33.53 3492500

54662 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 2 974.94092 1947.8673 1.1857 0.2454 1.423 71.723 71.723 9.26E-47 59.95 524990

54663 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.44402 0.02757 0.46427 72.38 72.38 9.12E-06 27.59 4557200
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54664 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 2 974.94092 1947.8673 1.1553 0.16875 1.3163 72.359 72.359 1.48E-51 50.53 574970

54665 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.43899 -0.084226 0.34734 71.974 71.974 1.27E-15 43.64 4969200

54666 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 2 974.94092 1947.8673 1.1561 0.13756 1.2858 71.967 71.967 1.09E-40 49.28 545110

54667 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.41931 -0.15993 0.25227 72.005 72.005 3.89E-09 40.86 3160400

54668 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.41591 0.2621 0.6698 72.364 72.364 3.02E-11 40.1 15431000

54669 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 2 974.94092 1947.8673 1.1804 -0.003834 1.1688 72.356 72.356 6.57E-132 67.46 1924800

54670 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.37207 0.62488 0.98742 72.196 72.196 1.27E-15 36.07 32901000

54671 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 2 974.94092 1947.8673 1.1734 0.02268 1.1886 72.187 72.187 1.84E-174 82.92 5931000

54672 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.42889 -0.027246 0.39439 71.948 71.948 8.21E-03 36.19 591940

54673 YPIEHGIVSNWDDMEK Oxidation (M) _YPIEHGIVSNWDDM(ox)EK_ B4F989_MAIZE 3 650.29637 1947.8673 0.43171 -0.095789 0.32813 73.835 73.835 1.08E-05 36.76 394460

54674 YPLISDVTK Unmodified _YPLISDVTK_ B4FM07_MAIZE 2 518.28968 1034.5648 -0.076364 0.029717 -0.055015 68.402 68.402 3.21E-03 51.26 1149600

54675 YPLNEELVSEAPNINESAVQLIK Unmodified _YPLNEELVSEAPNINESAVQLIK_ O23813_MAIZE 2 1285.6711 2569.3275 1.2142 0.13909 1.3283 106.28 106.28 2.53E-26 58.48 942710

54676 YPLNEELVSEAPNINESAVQLIK Unmodified _YPLNEELVSEAPNINESAVQLIK_ O23813_MAIZE 3 857.44979 2569.3275 1.0633 -0.05279 0.9851 106.27 106.27 5.17E-06 33.18 1716200

54677 YPLPQYK Unmodified _YPLPQYK_ B4FXM2_MAIZE 2 454.74745 907.48035 -0.0029387 0.15889 0.1288 57.818 57.818 8.04E-02 21.84 1074200

54678 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.18994 0.5237 0.69648 42.622 42.622 9.71E-04 30.84 1658900

54679 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.056689 0.057143 0.097662 42.844 42.844 1.75E-03 22.09 102110

54680 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.10801 0.25491 0.34539 42.13 42.13 9.99E-05 34.38 534950

54681 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.18214 0.37038 0.53543 44.839 44.839 4.53E-03 24.87 800060

54682 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.17805 0.06646 0.22703 44.069 44.069 9.71E-04 24.92 1266200

54683 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.12171 0.39478 0.49829 44.92 44.92 1.75E-03 29.98 1743600

54684 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.16993 0.15219 0.30406 44.679 44.679 9.71E-04 23.4 2652300

54685 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.088892 0.48285 0.55412 45.622 45.622 1.75E-03 32.97 2668800

54686 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.080368 0.2711 0.33461 42.758 42.758 9.71E-04 34.3 3710900

54687 YPLTTESAMK Oxidation (M) _YPLTTESAM(ox)K_ B4FZQ0_MAIZE 2 578.78136 1155.5482 0.056105 -0.51301 -0.47281 46.266 46.266 4.31E-05 37.85 9332900

54688 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.1267 0.1278 0.2341 52.047 52.047 1.25E-02 23.89 4142600

54689 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.098958 -0.13551 -0.056289 52.194 52.194 4.40E-02 29.95 240390

54690 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.14856 0.22836 0.35609 54.298 54.298 4.40E-02 27.2 409290

54691 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.11407 0.12122 0.21429 53.601 53.601 1.00E+00 0.85 531410

54692 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.030422 -0.35614 -0.34617 54.217 54.217 2.81E-03 30.88 676060

54693 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.11723 0.2155 0.31121 54.05 54.05 1.25E-02 18.65 4115800

54694 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.065413 0.20145 0.24534 54.799 54.799 4.40E-02 29.85 3712400

54695 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.042097 0.27398 0.29453 52.616 52.616 2.81E-03 27.58 2918400

54696 YPLTTESAMK Unmodified _YPLTTESAMK_ B4FZQ0_MAIZE 2 570.78391 1139.5533 0.014222 -0.17706 -0.18308 55.675 55.675 2.81E-03 34.17 5460700

54697 YPLTTESAMKK Oxidation (M) _YPLTTESAM(ox)KK_ B4FZQ0_MAIZE 3 428.88832 1283.6431 0.11705 0.12632 0.22072 38.181 38.181 1.00E+00 10.95 251360
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54698 YPLTTESAMKK Oxidation (M) _YPLTTESAM(ox)KK_ B4FZQ0_MAIZE 3 428.88832 1283.6431 0.19202 0.085462 0.25484 35.355 35.355 1.11E-01 17.71 258700

54699 YPLTTESAMKK Oxidation (M) _YPLTTESAM(ox)KK_ B4FZQ0_MAIZE 3 428.88832 1283.6431 -0.089273 0.076276 -0.033618 39.019 39.019 9.88E-04 38.06 881190

54700 YPLTTESAMKK Oxidation (M) _YPLTTESAM(ox)KK_ B4FZQ0_MAIZE 2 642.82885 1283.6431 0.3815 0.094973 0.4555 39.024 39.024 1.36E-04 24.45 435770

54701 YPLVSDVTK Unmodified _YPLVSDVTK_ B6T9B3_MAIZE 2 511.28186 1020.5492 -0.10448 -0.68713 -0.7876 63.726 63.726 9.73E-03 35.11 314220

54702 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.91355 -0.33853 0.5841 83.568 83.568 8.69E-22 64.23 1731300

54703 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.9663 -0.15995 0.8163 93.056 93.056 3.65E-01 10.65 19311

54704 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.88667 -0.18695 0.7087 84.113 84.113 5.01E-26 61.49 1428200

54705 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.87679 -0.34193 0.54437 84.4 84.4 5.48E-13 47.04 1572400

54706 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.88816 0.008217 0.90547 84.172 84.172 8.69E-22 63.21 1542300

54707 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.93374 -0.035469 0.90759 84.162 84.162 1.24E-10 55.08 649800

54708 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.92099 -0.18203 0.7485 84.486 84.486 4.92E-18 64.6 1088400

54709 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.87632 -0.2341 0.65114 84.109 84.109 7.50E-40 58.92 10289000

54710 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 2 1169.0934 2336.1722 1.22 0.089935 1.3193 84.137 84.137 8.22E-26 58.29 595820

54711 YPMVPGHEVVGEVVEVGPEVAK Oxidation (M) _YPM(ox)VPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 779.73135 2336.1722 0.90264 -0.57591 0.33654 86.435 86.435 1.24E-10 60.89 224690

54712 YPMVPGHEVVGEVVEVGPEVAK Unmodified _YPMVPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 774.39972 2320.1773 0.90319 -0.016113 0.89421 86.731 86.731 5.80E-05 38.74 1524000

54713 YPMVPGHEVVGEVVEVGPEVAK Unmodified _YPMVPGHEVVGEVVEVGPEVAK_ B6U7D8_MAIZE 3 774.39972 2320.1773 0.8823 -0.012195 0.87835 87.17 87.17 1.53E-06 54.64 2109300

54714 YPNSDIYLDK Unmodified _YPNSDIYLDK_ SUS1_MAIZE B6 2 614.29824 1226.5819 0.31673 -0.11862 0.17735 60.33 60.33 5.76E-06 52.42 1278500

54715 YPNSDIYLDK Unmodified _YPNSDIYLDK_ SUS1_MAIZE B6 2 614.29824 1226.5819 0.26085 -0.076319 0.16391 60.449 60.449 4.40E-05 51.84 556890

54716 YPNSDIYLDK Unmodified _YPNSDIYLDK_ SUS1_MAIZE B6 2 614.29824 1226.5819 0.32442 0.04107 0.34402 62.055 62.055 4.40E-05 57.89 577140

54717 YPNSDIYLDK Unmodified _YPNSDIYLDK_ SUS1_MAIZE B6 2 614.29824 1226.5819 0.31581 0.32217 0.61626 61.425 61.425 1.84E-04 67.74 865370

54718 YPPLAPGLSFDFYK Unmodified _YPPLAPGLSFDFYK_ B4FCI9_MAIZE 2 807.91377 1613.813 1.0351 0.42898 1.4578 106.99 106.99 1.49E-02 13.9 180560

54719 YPPLAPGLSFDFYK Unmodified _YPPLAPGLSFDFYK_ B4FCI9_MAIZE 2 807.91377 1613.813 1.0143 0.5135 1.5211 107.81 107.81 7.68E-22 51.44 628670

54720 YPPYTTEK Unmodified _YPPYTTEK_ B4FUA7_MAIZE 2 499.74511 997.47566 -0.050166 -0.071021 -0.1367 41.821 41.821 3.77E-01 18.81 720290

54721 YPQYYWSYIELK Unmodified _YPQYYWSYIELK_ B6U266_MAIZE 2 826.9034 1651.7922 1.0514 -0.38549 0.6423 101.52 101.52 1.68E-09 28.96 177510

54722 YPSADVLASVIER Unmodified _YPSADVLASVIER_ B6U0P5_MAIZE 2 710.37755 1418.7405 0.69498 0.14063 0.82016 94.594 94.594 2.61E-08 65.27 527040

54723 YPSFTEFLGLSNL Unmodified _YPSFTEFLGLSNL_ B4F8J3_MAIZE 2 744.37447 1486.7344 0.87155 0.76402 1.6304 127.66 127.66 1.15E-02 31.78 101260

54724 YPSLGSGGGFR Unmodified _YPSLGSGGGFR_ B6TZD9_MAIZE 2 549.27236 1096.5302 0.091624 0.15594 0.25452 63.424 63.424 1.47E-01 38.03 264670

54725 YPSSGLGGYGSSYR Unmodified _YPSSGLGGYGSSYR_ B6T6U2_MAIZE 2 725.83351 1449.6525 0.75049 -0.11762 0.62735 60.756 60.756 2.00E-19 74.92 3448200

54726 YPVADVAAAPEMQPIPSQ Oxidation (M) _YPVADVAAAPEM(ox)QPIPSQ_ B6TIK3_MAIZE 2 950.46148 1898.9084 1.2093 -0.11328 1.0884 76.757 76.757 1.59E-01 12.86 510780

54727 YPVVAR Unmodified _YPVVAR_ B4FPD1_MAIZE 2 352.70813 703.40171 0.81027 0.055363 0.85668 38.531 38.531 5.26E-01 14.73 278320

54728 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 4 1014.007 4051.999 1.2045 0.19195 1.4255 117.52 117.52 1.16E-05 61.26 4705000

54729 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 3 1351.6736 4051.999 1.1693 0.040918 1.2399 117.44 117.44 6.59E-02 16.32 642300

54730 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 5 811.40707 4051.999 0.99642 0.47626 1.5013 117.44 117.44 1.94E-01 27.94 1470100

54731 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 4 1014.007 4051.999 1.3079 -0.12028 1.218 126.83 126.83 1.67E-02 48.5 489410



Peptide
ID

Sequence Modifications Modified Sequence Leading Protein Charge m/z Mass
Uncalibrated 
Calibrated m/z

[ppm]

Mass 
Error
[ppm]

Uncalibrated
Mass Error
[ppm]

Elution
Time

Calibrated
Elution
Time

PEP
Mascot
Score

Intensity

54732 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 4 1014.007 4051.999 1.2002 -0.006415 1.223 126.83 126.83 4.61E-19 72.44 3965000

54733 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 5 811.40707 4051.999 0.99525 -0.070334 0.95494 126.95 126.95 1.67E-02 62.19 1505300

54734 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 3 1351.6736 4051.999 1.1735 0.47804 1.6806 126.91 126.91 7.03E-04 38.59 530430

54735 YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR Unmodified _YPVVPGHEIVGVVTDVGSGVTSFKPGDTVGVGYFVDSCR_ B4FVN5_MAIZE 4 1014.007 4051.999 1.1633 -0.22707 0.9662 129.59 129.59 4.94E-01 9.04 317290

54736 YQAFAQTLQQSR Unmodified _YQAFAQTLQQSR_ B4FZM3_MAIZE 2 720.86514 1439.7157 0.75223 -0.079501 0.66345 60.554 60.554 2.05E-12 70.89 1418100

54737 YQAFAQTLQQSR Unmodified _YQAFAQTLQQSR_ B4FZM3_MAIZE 2 720.86514 1439.7157 0.72856 -0.19666 0.52345 61.011 61.011 2.05E-12 63.68 986270

54738 YQAFAQTLQQSR Unmodified _YQAFAQTLQQSR_ B4FZM3_MAIZE 2 720.86514 1439.7157 0.70063 -0.06493 0.627 62.442 62.442 2.05E-12 83.18 2089600

54739 YQALASGIGQHAEQR Unmodified _YQALASGIGQHAEQR_ B4FFP7_MAIZE 3 543.6095 1627.8067 -0.04128 -0.076032 -0.13343 48.214 48.214 5.05E-03 34.25 415000

54740 YQALASGIGQHAEQR Unmodified _YQALASGIGQHAEQR_ B4FFP7_MAIZE 3 543.6095 1627.8067 0.07375 -0.31854 -0.26114 50.472 50.472 5.46E-07 49.79 1616500

54741 YQCSPAQLALAWVLR Unmodified _YQCSPAQLALAWVLR_ B4F840_MAIZE 3 592.64689 1774.9189 0.20734 0.15498 0.35191 122.81 122.81 1.00E+00 14.5 561240

54742 YQCSPAQLALAWVLR Unmodified _YQCSPAQLALAWVLR_ B4F840_MAIZE 2 888.4667 1774.9189 1.1738 0.68627 1.8496 122.79 122.79 1.02E-23 71.05 400280

54743 YQDQVDNFAAK Unmodified _YQDQVDNFAAK_ B4F9U6_MAIZE 2 649.80422 1297.5939 0.48879 0.84964 1.3296 52.128 52.128 1.47E-01 18.83 412490

54744 YQEIDPTFSGTR Unmodified _YQEIDPTFSGTR_ B6TBM1_MAIZE 2 707.33588 1412.6572 0.62318 -0.39187 0.2328 65.058 65.058 7.61E-14 61.97 7801600

54745 YQEIDPTFSGTR Unmodified _YQEIDPTFSGTR_ B6TBM1_MAIZE 2 707.33588 1412.6572 0.64825 -0.050786 0.59849 63.564 63.564 2.05E-12 57.13 689240

54746 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.058455 0.000125 -0.085172 58.501 58.501 3.77E-01 26.68 5031600

54747 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.1109 -0.19311 -0.33036 59.142 59.142 1.65E-01 25.94 2422000

54748 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.042633 -0.15559 -0.22463 60.691 60.691 2.92E-02 42.38 5452000

54749 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.048961 0.030139 -0.045703 60.053 60.053 7.88E-01 16.73 2941300

54750 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.11639 0.01553 -0.12671 60.518 60.518 2.92E-02 32.7 4891400

54751 YQEIVNIR Unmodified _YQEIVNIR_ B6T9C0_MAIZE 2 517.7851 1033.5556 -0.12139 -0.31633 -0.46273 60.44 60.44 1.90E-02 42.45 33595000

54752 YQGLGNDFIMVDNR Oxidation (M) _YQGLGNDFIM(ox)VDNR_ B4FVI8_MAIZE 2 829.38558 1656.7566 1.0496 -0.031541 1.019 80.522 80.522 5.36E-25 87.08 528020

54753 YQIGPDQIEALYQYAK Unmodified _YQIGPDQIEALYQYAK_ B6TRV3_MAIZE 2 950.47799 1898.9414 1.1461 -0.19184 0.93433 105.33 105.33 1.82E-38 77.06 573210

54754 YQIGPDQIEALYQYAK Unmodified _YQIGPDQIEALYQYAK_ B6TRV3_MAIZE 2 950.47799 1898.9414 1.1294 -0.045857 1.0637 105.87 105.87 4.21E-20 78.67 258200

54755 YQIGPDQIEALYQYAK Unmodified _YQIGPDQIEALYQYAK_ B6TRV3_MAIZE 2 950.47799 1898.9414 1.172 0.44834 1.5996 105.92 105.92 1.42E-33 70.45 295460

54756 YQIGPDQIEALYQYAK Unmodified _YQIGPDQIEALYQYAK_ B6TRV3_MAIZE 2 950.47799 1898.9414 1.1594 0.20004 1.3384 105.98 105.98 7.01E-14 66.09 232990

54757 YQIGPDQIEALYQYAK Unmodified _YQIGPDQIEALYQYAK_ B6TRV3_MAIZE 2 950.47799 1898.9414 1.2017 0.52956 1.7108 106.15 106.15 1.42E-33 79.64 568940

54758 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.20991 0.18975 0.37347 92.675 92.675 3.39E-01 19.83 982220

54759 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.12786 0.33577 0.43599 93.471 93.471 7.18E-01 20.84 516830

54760 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.18446 0.20946 0.3671 93.49 93.49 1.12E-01 29.11 536000

54761 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.20376 0.39057 0.56653 93.291 93.291 3.39E-01 30.4 824020

54762 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.16962 0.24736 0.39058 93.334 93.334 1.01E-02 35.21 3376500

54763 YQLVYELLK Unmodified _YQLVYELLK_ B6T6B3_MAIZE 2 584.83426 1167.654 0.13033 0.40681 0.51004 92.974 92.974 1.00E+00 7.82 560750

54764 YQNNKPTTPMR Unmodified _YQNNKPTTPMR_ Q42361_MAIZE 3 450.5592 1348.6558 0.12771 -0.10341 0.0055395 30.25 30.25 3.45E-01 8.78 22255

54765 YQNNKPTTPMR Unmodified _YQNNKPTTPMR_ Q42361_MAIZE 3 450.5592 1348.6558 0.1376 -0.30966 -0.18937 31.354 31.354 1.00E+00 7.78 28487
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54766 YQNNKPTTPMR Unmodified _YQNNKPTTPMR_ Q42361_MAIZE 3 450.5592 1348.6558 -0.015616 -0.057964 -0.090894 32.02 32.02 5.15E-02 20.62 448450

54767 YQNNKPTTPMR Oxidation (M) _YQNNKPTTPM(ox)R_ Q42361_MAIZE 3 455.89084 1364.6507 0.0051373 -0.3611 -0.36967 26.155 26.155 1.90E-02 21.33 57291

54768 YQPWEPK Unmodified _YQPWEPK_ B4FCV1_MAIZE 2 474.23471 946.45487 -0.22759 0.2128 -0.035533 55.517 55.517 4.46E-01 27.58 3986000

54769 YQQNGAPQAEER Unmodified _YQQNGAPQAEER_ B6TTZ1_MAIZE 2 695.82093 1389.6273 0.63437 -0.10639 0.50525 33.816 33.816 1.98E-03 50.04 70375

54770 YQSFDSEIGALIEAGK Unmodified _YQSFDSEIGALIEAGK_ B4FHJ2_MAIZE 2 864.42797 1726.8414 1.0528 0.11477 1.1513 107.83 107.83 4.21E-20 84.71 166610

54771 YQSFDSEIGALIEAGK Unmodified _YQSFDSEIGALIEAGK_ B4FHJ2_MAIZE 2 864.42797 1726.8414 1.1494 -0.19483 0.93926 107.45 107.45 1.82E-38 136.46 264820

54772 YQSFDSEIGALIEAGK Unmodified _YQSFDSEIGALIEAGK_ B4FHJ2_MAIZE 2 864.42797 1726.8414 1.0915 0.31663 1.3916 108.07 108.07 1.82E-38 87.08 750300

54773 YQSGGYERPSYGGGEGYYGR Unmodified _YQSGGYERPSYGGGEGYYGR_ B4F957_MAIZE 3 734.98736 2201.9403 0.81456 -0.054644 0.7534 56.846 56.846 5.05E-05 42.73 559920

54774 YQSGGYERPSYGGGEGYYGR Unmodified _YQSGGYERPSYGGGEGYYGR_ B4F957_MAIZE 3 734.98736 2201.9403 0.78933 -0.034538 0.74892 56.866 56.866 1.69E-03 38.77 1850000

54775 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.21445 0.14765 0.35136 40.617 40.617 4.46E-01 42.71 583240

54776 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.070756 0.13379 0.19265 40.169 40.169 7.83E-01 15.13 170400

54777 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.20985 0.040428 0.23822 42.792 42.792 7.83E-01 29.82 227490

54778 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.19214 -0.21873 -0.03653 42.108 42.108 4.46E-01 31.45 279580

54779 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.17297 0.11804 0.2791 42.752 42.752 1.00E+00 11.35 238540

54780 YQVLSTK Unmodified _YQVLSTK_ B4FQV3_MAIZE 2 419.73709 837.45962 0.21168 0.47919 0.67909 42.537 42.537 8.04E-02 43.13 856480

54781 YQYAESWFR Unmodified _YQYAESWFR_ B6SSJ4_MAIZE 2 625.28546 1248.5564 0.42607 -0.001419 0.40662 78.95 78.95 1.12E-01 26.85 529220

54782 YQYAESWFR Unmodified _YQYAESWFR_ B6SSJ4_MAIZE 2 625.28546 1248.5564 0.3489 -0.15689 0.17442 79.641 79.641 9.73E-03 44.39 245430

54783 YQYAESWFR Unmodified _YQYAESWFR_ B6SSJ4_MAIZE 2 625.28546 1248.5564 0.40488 0.1184 0.50638 79.549 79.549 1.12E-01 16.94 262490

54784 YRENDALSSFFK Unmodified _YRENDALSSFFK_ B6UBJ6_MAIZE 3 492.90877 1475.7045 -0.056755 0.001306 -0.072521 80.77 80.77 8.04E-02 19.97 489410

54785 YRGEFEER Unmodified _YRGEFEER_ Q9S822_MAIZE 3 362.5052 1084.4938 0.8529 -0.20799 0.6194 34.67 34.67 1.00E+00 13.6 387960

54786 YRGEFEER Unmodified _YRGEFEER_ Q9S822_MAIZE 2 543.25416 1084.4938 0.1145 -0.16558 -0.077773 34.671 34.671 1.65E-01 29.75 177380

54787 YRHEVLK Unmodified _YRHEVLK_ B4F8B8_MAIZE 3 315.51526 943.52395 1.4603 0.095845 1.5306 23.812 23.812 5.31E-01 24.05 167540

54788 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 3 344.86981 1031.5876 1.1709 0.31608 1.474 40.913 40.913 6.12E-02 26 923360

54789 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 2 516.80108 1031.5876 0.020304 -0.35958 -0.35123 40.906 40.906 3.39E-01 13.15 408310

54790 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 2 516.80108 1031.5876 -0.093569 0.17186 0.066397 42.422 42.422 1.00E+00 6.18 41885

54791 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 3 344.86981 1031.5876 1.1451 0.14536 1.2783 42.577 42.577 1.96E-01 31.02 420110

54792 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 2 516.80108 1031.5876 -0.11092 0.26414 0.14041 44.973 44.973 1.12E-01 21.69 418380

54793 YRPGTVALR Unmodified _YRPGTVALR_ B6SJQ5_MAIZE 3 344.86981 1031.5876 0.93776 -0.23412 0.69349 44.978 44.978 1.82E-02 38.99 1102800

54794 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 786.39725 2356.1699 0.92075 0.16841 1.0732 100.31 100.31 2.57E-09 62.41 2865800

54795 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1179.0922 2356.1699 1.1993 0.70148 1.8848 100.3 100.3 6.57E-12 45.38 313930

54796 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 786.39725 2356.1699 0.91044 0.076279 0.97134 101.08 101.08 2.03E-12 62.17 3106800

54797 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 2 1179.0922 2356.1699 1.2464 0.068639 1.3004 101.06 101.06 1.14E-03 36.16 197620

54798 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 786.39725 2356.1699 0.89009 0.19317 1.0679 101.19 101.19 2.57E-09 61.05 2202100

54799 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 786.39725 2356.1699 0.88953 0.23524 1.1095 101.33 101.33 2.03E-12 59.66 2914600
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54800 YRVENLYEGPLDDVYATAIR Unmodified _YRVENLYEGPLDDVYATAIR_ B6U0S1_MAIZE 3 786.39725 2356.1699 0.91823 0.2379 1.1408 108.47 108.47 3.70E-04 46.7 145000

54801 YSAAPVCK Unmodified _YSAAPVCK_ B6TKG5_MAIZE 2 448.22074 894.42693 0.0023116 0.07395 0.065963 34.792 34.792 5.06E-02 25.56 450760

54802 YSANVEMCR Unmodified _YSANVEMCR_ B6TDT6_MAIZE 2 565.24188 1128.4692 0.16572 -0.060025 0.091277 46.281 46.281 3.32E-02 64.69 657430

54803 YSANVEMCR Unmodified _YSANVEMCR_ B6TDT6_MAIZE 2 565.24188 1128.4692 0.11632 -0.14206 -0.04062 48.406 48.406 3.21E-03 56.95 970730

54804 YSAQMLSELR Unmodified _YSAQMLSELR_ B6U2K5_MAIZE 2 599.30026 1196.586 0.28813 0.05475 0.31242 70.814 70.814 2.81E-03 46.47 313920

54805 YSAQMLSELR Oxidation (M) _YSAQM(ox)LSELR_ B6U2K5_MAIZE 2 607.29771 1212.5809 0.34308 0.28758 0.60249 61.548 61.548 4.20E-02 42 317960

54806 YSAQMLSELR Oxidation (M) _YSAQM(ox)LSELR_ B6U2K5_MAIZE 2 607.29771 1212.5809 0.41494 0.4822 0.86953 62.975 62.975 4.40E-05 55.3 279740

54807 YSDAAALFLR Unmodified _YSDAAALFLR_ B4FUG2_MAIZE 2 563.79821 1125.5819 0.0026079 -0.002365 -0.022602 83.47 83.47 5.45E-09 65.3 1158200

54808 YSDALADAQK Unmodified _YSDALADAQK_ B4FA63_MAIZE 2 541.26165 1080.5088 0.042923 0.018213 0.036045 42.09 42.09 4.40E-05 54.15 1512400

54809 YSDALADAQK Unmodified _YSDALADAQK_ B4FA63_MAIZE 2 541.26165 1080.5088 -0.066508 -0.16266 -0.25322 41.361 41.361 1.84E-04 40.82 448570

54810 YSDALADAQK Unmodified _YSDALADAQK_ B4FA63_MAIZE 2 541.26165 1080.5088 0.050282 -0.19304 -0.16674 44.26 44.26 1.25E-02 52.52 1120400

54811 YSDALADAQK Unmodified _YSDALADAQK_ B4FA63_MAIZE 2 541.26165 1080.5088 0.0016371 -0.1203 -0.14285 43.492 43.492 1.84E-04 42.48 3769600

54812 YSDALADAQK Unmodified _YSDALADAQK_ B4FA63_MAIZE 2 541.26165 1080.5088 -0.10859 -0.27491 -0.40669 44.374 44.374 5.76E-06 74.95 12665000

54813 YSDDDAAAVTSAEEALR Unmodified _YSDDDAAAVTSAEEALR_ B4FTK9_MAIZE 2 892.40268 1782.7908 1.0926 0.20067 1.2751 80.448 80.448 3.42E-29 81.79 496650

54814 YSDFEWLHDR Unmodified _YSDFEWLHDR_ B4FI08_MAIZE 3 456.53868 1366.5942 0.002843 -0.07916 -0.080808 76.03 76.03 5.36E-02 19.55 1205500

54815 YSDFVTSEDKEGLIAK Unmodified _YSDFVTSEDKEGLIAK_ B4FLU9_MAIZE 3 601.3 1800.8782 0.30394 0.28901 0.58189 67.069 67.069 1.67E-02 28.38 906460

54816 YSDFVTSEDKEGLIAK Unmodified _YSDFVTSEDKEGLIAK_ B4FLU9_MAIZE 3 601.3 1800.8782 0.20714 0.017068 0.21428 67.497 67.497 1.03E-03 35.72 523180

54817 YSDFVTSEDKEGLIAK Unmodified _YSDFVTSEDKEGLIAK_ B4FLU9_MAIZE 3 601.3 1800.8782 0.31423 0.20529 0.50982 68.446 68.446 6.54E-03 28.32 676050

54818 YSEALDILQSGALVQLK Unmodified _YSEALDILQSGALVQLK_ B4F8J4_MAIZE 2 924.50929 1847.004 1.2021 0.2739 1.4588 109.89 109.89 5.62E-03 35.69 82687

54819 YSEFINFPIYLWSTK Unmodified _YSEFINFPIYLWSTK_ B6U0V6_MAIZE 2 954.48255 1906.9505 1.2228 0.36129 1.572 123.14 123.14 1.02E-23 84.67 3982900

54820 YSEFINFPIYLWSTK Unmodified _YSEFINFPIYLWSTK_ B6U0V6_MAIZE 2 954.48255 1906.9505 1.1984 0.14731 1.3343 123.56 123.56 2.37E-16 85.04 1462400

54821 YSEFINFPIYLWSTK Unmodified _YSEFINFPIYLWSTK_ B6U0V6_MAIZE 2 954.48255 1906.9505 1.138 0.21225 1.3389 123.82 123.82 6.53E-30 73.61 1630400

54822 YSEFINFPIYLWSTK Unmodified _YSEFINFPIYLWSTK_ B6U0V6_MAIZE 2 954.48255 1906.9505 1.2531 1.2406 2.4807 124.16 124.16 1.02E-23 61.01 2378800

54823 YSEFINFPIYLWSTK Unmodified _YSEFINFPIYLWSTK_ B6U0V6_MAIZE 2 954.48255 1906.9505 1.1974 1.0082 2.1929 123.44 123.44 6.37E-03 24.01 352360

54824 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 0.096725 -0.23163 -0.14978 25.085 25.085 3.39E-01 19.51 10584

54825 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 -0.88964 23.729 23.729 6.29E-01 5.51

54826 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 -0.88964 24.422 24.422 3.29E-01 22.37

54827 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 -0.14057 -0.24424 -0.40048 24.15 24.15 1.00E+00 38.73 6662

54828 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 1.0321 27.566 27.566 7.65E-01 4.3

54829 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 0.1051 -0.22154 -0.13053 25.801 25.801 3.39E-01 11.27 13015

54830 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 0.10941 -0.19101 -0.095758 26.38 26.38 1.00E+00 12.09 15291

54831 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 -0.00039955 -0.26572 -0.28045 26.465 26.465 9.18E-02 21.96 165940

54832 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 0.014911 0.01318 0.012498 26.86 26.86 9.82E-03 41.88 197070

54833 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 -0.02036 0.1679 0.13253 40.934 40.934 3.39E-01 17.05 446130
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54834 YSEGMPGAR Oxidation (M) _YSEGM(ox)PGAR_ B4FBF4_MAIZE 2 492.21619 982.41783 0.090273 0.13238 0.20615 25.066 25.066 5.10E-01 41.16 22181

54835 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.043182 0.32171 0.25884 38.864 38.864 1.12E-01 31.12 2642200

54836 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.17263 0.36326 0.16964 38.115 38.115 1.12E-01 31.53 340880

54837 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.014568 0.52254 0.48612 40.987 40.987 1.12E-01 18.31 612120

54838 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.014793 0.56413 0.52832 40.251 40.251 3.32E-02 38.5 438860

54839 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.063927 0.11622 0.032834 41.082 41.082 1.01E-02 34.15 544920

54840 YSEGMPGAR Unmodified _YSEGMPGAR_ B4FBF4_MAIZE 2 484.21873 966.42292 -0.062226 0.50771 0.42557 40.96 40.96 9.73E-03 48.55 3161600

54841 YSEGYPGAR Unmodified _YSEGYPGAR_ B6T7Q7_MAIZE 2 500.23016 998.44576 1.3261 39.509 39.509 3.29E-01 4.23

54842 YSEGYPGAR Unmodified _YSEGYPGAR_ B6T7Q7_MAIZE 2 500.23016 998.44576 -0.018241 -0.11594 -0.15368 40.084 40.084 3.32E-02 40.66 537740

54843 YSGENLEK Unmodified _YSGENLEK_ B6TVE5_MAIZE 2 470.22454 938.43453 -0.036616 -0.58396 -0.65489 35.31 35.31 3.77E-01 16.35 60209

54844 YSGSLDALR Unmodified _YSGSLDALR_ B4FEA2_MAIZE 2 491.25363 980.49271 -0.077665 -0.015496 -0.11351 55.891 55.891 9.73E-03 44.01 1067900

54845 YSGSLDALRK Unmodified _YSGSLDALRK_ B4FEA2_MAIZE 2 555.30111 1108.5877 0.036055 0.17522 0.18724 47.111 47.111 1.25E-02 47.22 242080

54846 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.82599 0.057074 0.8677 52.676 52.676 2.50E-15 98.82 1514900

54847 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.82612 0.030699 0.84154 52.94 52.94 1.00E-11 98.77 612970

54848 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.79414 -0.049955 0.72846 55.027 55.027 2.50E-15 91.06 1242300

54849 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.82454 0.060911 0.86967 54.288 54.288 1.56E-17 76.54 949250

54850 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.84178 0.090802 0.91721 54.998 54.998 4.68E-05 90.68 613830

54851 YSGTSSQQLELER Unmodified _YSGTSSQQLELER_ B4F946_MAIZE 2 749.36263 1496.7107 0.78722 -0.15883 0.61259 54.884 54.884 1.00E-11 80.12 8384100

54852 YSGYLSSLKQELSK Unmodified _YSGYLSSLKQELSK_ B4FAU3_MAIZE 2 801.92232 1601.8301 0.91161 1.1929 2.0772 101.96 101.96 3.51E-02 10.82 501290

54853 YSIDALK Unmodified _YSIDALK_ B6TQW0_MAIZE 2 405.22381 808.43307 0.14903 0.538 0.65388 58.456 58.456 1.86E-01 32.79 65833

54854 YSIDALK Unmodified _YSIDALK_ B6TQW0_MAIZE 2 405.22381 808.43307 0.078321 0.19076 0.2362 60.69 60.69 4.46E-01 23.97 1881800

54855 YSIDLPTNLSEIR Unmodified _YSIDLPTNLSEIR_ B4FIT6_MAIZE 2 760.90139 1519.7882 0.90075 0.051691 0.9318 95.232 95.232 1.47E-03 31.65 286350

54856 YSIDLPTNLSEIRPGQDVTVTTDNGK Unmodified _YSIDLPTNLSEIRPGQDVTVTTDNGK_ B4FIT6_MAIZE 3 945.14532 2832.4141 1.1923 -0.32003 0.87533 94.982 94.982 7.49E-12 74.79 802260

54857 YSIDLPTNLSEIRPGQDVTVTTDNGK Unmodified _YSIDLPTNLSEIRPGQDVTVTTDNGK_ B4FIT6_MAIZE 3 945.14532 2832.4141 1.1328 0.083637 1.2184 95.512 95.512 4.42E-09 67.53 900820

54858 YSIDLPTNLSEIRPGQDVTVTTDNGK Unmodified _YSIDLPTNLSEIRPGQDVTVTTDNGK_ B4FIT6_MAIZE 3 945.14532 2832.4141 1.1482 0.00805 1.1585 95.621 95.621 7.49E-12 66.97 667840

54859 YSIDLPTNLSEIRPGQDVTVTTDNGK Unmodified _YSIDLPTNLSEIRPGQDVTVTTDNGK_ B4FIT6_MAIZE 3 945.14532 2832.4141 1.0963 0.13721 1.2358 95.498 95.498 1.58E-15 67.31 3113800

54860 YSIQAWNAYK Unmodified _YSIQAWNAYK_ B4FMD9_MAIZE 2 622.30894 1242.6033 0.19252 -0.034067 0.13038 73.018 73.018 2.81E-03 46.33 165960

54861 YSLAAVTNDIFTK Unmodified _YSLAAVTNDIFTK_ B6STQ5_MAIZE 2 721.87992 1441.7453 0.71609 0.23998 0.94807 96.346 96.346 4.93E-21 70.5 606270

54862 YSLDEIVYR Unmodified _YSLDEIVYR_ B6TPP7_MAIZE 2 579.2955 1156.5764 -0.028945 -0.97037 -1.0186 80.721 80.721 3.21E-03 44.93 194390

54863 YSLDEIVYR Unmodified _YSLDEIVYR_ B6TPP7_MAIZE 2 579.2955 1156.5764 0.12634 -1.1819 -1.0747 81.257 81.257 3.21E-03 64.11 466700

54864 YSLDEIVYR Unmodified _YSLDEIVYR_ B6TPP7_MAIZE 2 579.2955 1156.5764 0.22161 -0.24391 -0.042978 80.871 80.871 3.39E-01 11.84 265760

54865 YSLDEIVYR Unmodified _YSLDEIVYR_ B6TPP7_MAIZE 2 579.2955 1156.5764 0.15779 -0.2236 -0.085734 80.588 80.588 1.12E-01 29.62 324930

54866 YSLDEIVYR Unmodified _YSLDEIVYR_ B6TPP7_MAIZE 2 579.2955 1156.5764 0.1304 -0.042415 0.067847 81.15 81.15 3.13E-03 65.13 3130400

54867 YSLDEVVYR Unmodified _YSLDEVVYR_ B6THZ8_MAIZE 2 572.28767 1142.5608 0.17288 0.46546 0.62456 74.384 74.384 9.73E-03 60.93 2056100
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54868 YSLGVVEPK Unmodified _YSLGVVEPK_ B6TNS0_MAIZE 2 496.27658 990.5386 -0.013495 -0.044714 -0.068097 59.625 59.625 1.01E-02 50.57 1374800

54869 YSLGVVEPK Unmodified _YSLGVVEPK_ B6TNS0_MAIZE 2 496.27658 990.5386 -0.16809 0.13534 -0.041056 60.149 60.149 9.73E-03 54.54 225290

54870 YSLGVVEPK Unmodified _YSLGVVEPK_ B6TNS0_MAIZE 2 496.27658 990.5386 -0.055688 -0.19773 -0.26241 61.606 61.606 9.73E-03 54.62 433000

54871 YSLGVVEPK Unmodified _YSLGVVEPK_ B6TNS0_MAIZE 2 496.27658 990.5386 0.004754 -0.32135 -0.3249 60.984 60.984 9.73E-03 54.41 238080

54872 YSLGVVEPK Unmodified _YSLGVVEPK_ B6TNS0_MAIZE 2 496.27658 990.5386 -0.027156 -0.25553 -0.29072 61.42 61.42 9.73E-03 52.97 289160

54873 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.91545 -0.070558 0.8219 57.629 57.629 2.35E-02 27.73 10683000

54874 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 2 536.82931 1071.6441 0.018836 0.058216 0.055079 57.624 57.624 1.12E-01 33.35 2612700

54875 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.73222 -0.14213 0.56924 61.242 61.242 8.40E-02 23.02 208790

54876 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.82742 0.16623 0.97176 58.602 58.602 2.35E-02 25.47 3825100

54877 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 2 536.82931 1071.6441 -0.065179 -0.11371 -0.19984 58.604 58.604 1.12E-01 31.38 1030500

54878 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.92966 -0.20156 0.70633 59.954 59.954 2.35E-02 25.64 6293000

54879 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 2 536.82931 1071.6441 0.029523 0.005601 0.014471 59.97 59.97 1.01E-02 34.79 1483300

54880 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.84019 -0.21266 0.60515 59.257 59.257 2.35E-02 31.83 5962000

54881 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 2 536.82931 1071.6441 0.037879 -0.15854 -0.14167 59.283 59.283 7.18E-01 20.09 1500100

54882 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.81073 0.24287 1.0305 59.762 59.762 2.35E-02 28.18 2923200

54883 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.84373 -0.22758 0.59477 59.524 59.524 2.35E-02 23.09 34306000

54884 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 2 536.82931 1071.6441 -0.034982 -0.04748 -0.10425 59.515 59.515 1.01E-02 41.1 7407600

54885 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.92094 0.16295 1.0604 60.036 60.036 8.40E-02 21.9 2248500

54886 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.97365 -0.15163 0.80012 58.605 58.605 8.40E-02 16.95 1087900

54887 YSLKPLVPR Unmodified _YSLKPLVPR_ B4G0K4_MAIZE 3 358.22196 1071.6441 0.69478 -0.21144 0.46164 61.913 61.913 2.35E-02 30.2 568410

54888 YSLKPLVPR Acetyl (Protein N-term) _(ac)YSLKPLVPR_ B4G0K4_MAIZE 2 557.83459 1113.6546 0.09124 0.087544 0.15253 72.391 72.391 1.00E+00 15.61 1352600

54889 YSLKPLVPR Acetyl (Protein N-term) _(ac)YSLKPLVPR_ B4G0K4_MAIZE 2 557.83459 1113.6546 0.11781 0.6299 0.72042 74.404 74.404 1.00E+00 13.54 651920

54890 YSLLPYFYTLFR Unmodified _YSLLPYFYTLFR_ B6SIH5_MAIZE 2 791.91885 1581.8232 0.9006 0.17779 1.0672 125.32 125.32 1.11E-04 35.07 567400

54891 YSLVITPR Unmodified _YSLVITPR_ B4FWA7_MAIZE 2 474.77928 947.54402 -0.2481 0.23417 -0.025293 65.924 65.924 1.90E-02 42.36 403530

54892 YSMNYDKDGR Oxidation (M) _YSM(ox)NYDKDGR_ B4FF68_MAIZE 3 422.18028 1263.519 0.42369 -0.87365 -0.46408 27.407 27.407 5.86E-01 0.74 28422

54893 YSMNYDKDGR Unmodified _YSMNYDKDGR_ B4FF68_MAIZE 3 416.84864 1247.5241 0.25287 0.05296 0.2857 39.41 39.41 2.99E-03 23.69 737660

54894 YSNEVYTLK Unmodified _YSNEVYTLK_ B6U8G5_MAIZE 2 558.78222 1115.5499 0.11885 0.24995 0.34622 53.481 53.481 7.18E-01 6.4 609930

54895 YSNEVYTLK Unmodified _YSNEVYTLK_ B6U8G5_MAIZE 2 558.78222 1115.5499 0.036267 0.28918 0.30211 53.777 53.777 9.73E-03 47.85 269560

54896 YSNEVYTLK Unmodified _YSNEVYTLK_ B6U8G5_MAIZE 2 558.78222 1115.5499 0.17131 0.14978 0.29899 55.799 55.799 1.12E-01 45.81 428500

54897 YSNEVYTLK Unmodified _YSNEVYTLK_ B6U8G5_MAIZE 2 558.78222 1115.5499 0.085153 0.28296 0.34492 55.057 55.057 1.01E-02 50.32 2067000

54898 YSNEVYTLK Unmodified _YSNEVYTLK_ B6U8G5_MAIZE 2 558.78222 1115.5499 0.10677 0.10542 0.19016 55.733 55.733 3.32E-02 30.83 296200

54899 YSNIVTALELSNYPR Unmodified _YSNIVTALELSNYPR_ B6U2K5_MAIZE 2 870.45178 1738.889 1.1041 0.091298 1.1738 97.66 97.66 1.60E-05 36.86 208170

54900 YSNIVTALELSNYPR Unmodified _YSNIVTALELSNYPR_ B6U2K5_MAIZE 2 870.45178 1738.889 1.0895 0.21409 1.2814 97.553 97.553 1.02E-23 73.74 471710

54901 YSNPPVSVK Unmodified _YSNPPVSVK_ B6TPP7_MAIZE 2 495.76637 989.5182 -0.01199 -0.11815 -0.13838 44.714 44.714 1.12E-01 14.15 198600
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54902 YSNPPVSVK Unmodified _YSNPPVSVK_ B6TPP7_MAIZE 2 495.76637 989.5182 -0.043557 0.43407 0.38116 44.572 44.572 3.39E-01 24.57 1045500

54903 YSNSEAVVYVGCGER Unmodified _YSNSEAVVYVGCGER_ VATA_MAIZE B6 2 845.38049 1688.7464 1.0687 0.027692 1.095 59.32 59.32 1.12E-07 61.72 675970

54904 YSNSEAVVYVGCGER Unmodified _YSNSEAVVYVGCGER_ VATA_MAIZE B6 2 845.38049 1688.7464 1.0481 0.20063 1.2473 59.629 59.629 2.37E-16 58.64 473030

54905 YSNSEAVVYVGCGER Unmodified _YSNSEAVVYVGCGER_ VATA_MAIZE B6 2 845.38049 1688.7464 1.0202 0.005549 1.0252 61.192 61.192 1.04E-33 80.55 1033600

54906 YSNSEAVVYVGCGER Unmodified _YSNSEAVVYVGCGER_ VATA_MAIZE B6 2 845.38049 1688.7464 1.0411 -0.12312 0.91736 60.555 60.555 2.37E-16 50.7 356630

54907 YSNSEAVVYVGCGER Unmodified _YSNSEAVVYVGCGER_ VATA_MAIZE B6 2 845.38049 1688.7464 1.0188 -0.16028 0.85828 60.964 60.964 1.04E-33 88.05 3307400

54908 YSNSNIEIHTFNQSQYPR Unmodified _YSNSNIEIHTFNQSQYPR_ B4FAD9_MAIZE 3 733.34689 2197.0188 0.77735 -0.43898 0.3244 64.432 64.432 9.25E-50 79.16 1347500

54909 YSNSNIEIHTFNQSQYPR Unmodified _YSNSNIEIHTFNQSQYPR_ B4FAD9_MAIZE 3 733.34689 2197.0188 0.77744 0.072805 0.83623 65.297 65.297 9.25E-50 66.66 692050

54910 YSNSNIEIHTFNQSQYPR Unmodified _YSNSNIEIHTFNQSQYPR_ B4FAD9_MAIZE 3 733.34689 2197.0188 0.7702 -0.41895 0.33747 66.177 66.177 2.80E-16 69.2 913790

54911 YSNSNIEIHTFNQSQYPR Unmodified _YSNSNIEIHTFNQSQYPR_ B4FAD9_MAIZE 3 733.34689 2197.0188 0.79162 -0.42432 0.35389 65.609 65.609 1.40E-19 69.35 515360

54912 YSNSNIEIHTFNQSQYPR Unmodified _YSNSNIEIHTFNQSQYPR_ B4FAD9_MAIZE 3 733.34689 2197.0188 0.80141 -0.32465 0.46271 65.829 65.829 1.41E-30 59.92 614030

54913 YSPLHNVR Unmodified _YSPLHNVR_ B6U134_MAIZE 2 493.26433 984.51411 0.0056443 0.62925 0.61878 36.325 36.325 3.77E-01 17.37 317620

54914 YSPLHNVR Unmodified _YSPLHNVR_ B6U134_MAIZE 3 329.17865 984.51411 1.2154 -0.12665 1.0729 35.788 35.788 5.41E-01 17.69 481220

54915 YSPLHNVR Unmodified _YSPLHNVR_ B6U134_MAIZE 2 493.26433 984.51411 -0.15065 0.73672 0.5682 35.822 35.822 5.06E-02 16.58 241520

54916 YSPLHNVR Unmodified _YSPLHNVR_ B6U134_MAIZE 3 329.17865 984.51411 1.4268 -0.21243 1.1998 38.408 38.408 5.41E-01 15.92 253260

54917 YSPLHNVR Unmodified _YSPLHNVR_ B6U134_MAIZE 3 329.17865 984.51411 1.317 -0.015492 1.2874 38.158 38.158 5.41E-01 15.66 278490

54918 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.17235 0.82086 0.9778 29.82 29.82 4.40E-02 22.63 116800

54919 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.069964 0.22892 0.28609 28.934 28.934 3.43E-01 22.76 19007

54920 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.048644 0.097441 0.13237 27.206 27.206 7.11E-01 10.55 12341

54921 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.18048 0.19587 0.36207 31.164 31.164 1.45E-01 30.74 54715

54922 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.19935 0.15012 0.33484 30.31 30.31 7.11E-01 36.4 70946

54923 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.17996 0.11823 0.28429 31.068 31.068 1.45E-01 21.29 111220

54924 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.18146 0.14467 0.31138 31.272 31.272 1.45E-01 36.73 138460

54925 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.060389 0.010548 0.05649 31.86 31.86 1.25E-02 46.18 602920

54926 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.049893 0.18012 0.21572 29.339 29.339 4.40E-05 43.93 953380

54927 YSQEPGNPTK Unmodified _YSQEPGNPTK_ B4FNT0_MAIZE 2 560.7671 1119.5197 0.0001283 -0.063184 -0.077097 32.329 32.329 1.84E-04 47.33 1480400

54928 YSSGISGVPHFVINDK Unmodified _YSSGISGVPHFVINDK_ B6T8Q2_MAIZE 3 573.96154 1718.8628 0.12375 0.1382 0.26664 75.824 75.824 2.89E-01 13.1 588400

54929 YSSLLLETIPK Unmodified _YSSLLLETIPK_ B4FX39_MAIZE 2 632.36338 1262.7122 0.41608 -1.2445 -0.85089 86.078 86.078 3.83E-01 5.23 280710

54930 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.15073 0.11854 0.25399 32.854 32.854 1.00E+00 14.34 424560

54931 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.21795 0.25334 0.45644 33.521 33.521 7.11E-01 24.55 57691

54932 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.19249 0.066748 0.24392 34.346 34.346 7.11E-01 14.91 111210

54933 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.19308 0.37078 0.54875 34.418 34.418 3.43E-01 25.93 95181

54934 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.070116 -0.078369 -0.02248 32.276 32.276 1.25E-02 30.69 1042300

54935 YSTEPSNPTK Unmodified _YSTEPSNPTK_ B4FHE4_MAIZE 2 562.26694 1122.5193 0.017633 -0.083734 -0.080607 35.565 35.565 4.40E-02 33.84 988180
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54936 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 3 842.45393 2524.34 1.0731 0.15979 1.2392 121.4 121.4 2.54E-02 5.96 1373400

54937 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 2 1263.1773 2524.34 1.1253 0.092839 1.2245 121.41 121.41 1.16E-15 76.71 886580

54938 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 3 842.45393 2524.34 1.0092 0.063232 1.0789 121.85 121.85 8.99E-06 28.62 581980

54939 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 2 1263.1773 2524.34 1.3494 0.05729 1.4136 121.88 121.88 4.97E-06 35.27 312840

54940 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 3 842.45393 2524.34 1.0403 0.19694 1.2435 122.11 122.11 1.61E-06 33.97 830620

54941 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 2 1263.1773 2524.34 1.1801 0.47662 1.6634 122.11 122.11 2.10E-35 110.19 463940

54942 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 3 842.45393 2524.34 1.0939 0.14294 1.2441 121.91 121.91 6.36E-09 49.86 1751400

54943 YSVCSAVGVLPLSLQYGFPIVQK Unmodified _YSVCSAVGVLPLSLQYGFPIVQK_ B4G0N0_MAIZE 2 1263.1773 2524.34 1.2739 0.16235 1.4436 121.94 121.94 5.36E-22 81.02 808720

54944 YSVRPNTGVVLPR Unmodified _YSVRPNTGVVLPR_ B4F9V2_MAIZE 3 486.61229 1456.815 -0.064892 -0.017901 -0.082458 58.402 58.402 1.41E-02 27.36 1243800

54945 YSWEILPK Unmodified _YSWEILPK_ Q5K097_MAIZE 2 518.27912 1034.5437 -0.1049 0.05968 -0.072505 82.594 82.594 2.92E-02 31.17 2088000

54946 YSWTGGEIGFDTYFSMAR Oxidation (M) _YSWTGGEIGFDTYFSM(ox)AR_ Q8W529_MAIZE 2 1052.4595 2102.9044 1.2338 -0.020239 1.2192 106.85 106.85 1.10E-25 85.61 1171300

54947 YSWTGGEIGFDTYFSMAR Oxidation (M) _YSWTGGEIGFDTYFSM(ox)AR_ Q8W529_MAIZE 2 1052.4595 2102.9044 1.1906 -0.013667 1.1819 107.38 107.38 1.39E-52 61.52 1080600

54948 YSWTGGEIGFDTYFSMAR Oxidation (M) _YSWTGGEIGFDTYFSM(ox)AR_ Q8W529_MAIZE 2 1052.4595 2102.9044 1.1858 0.05425 1.2455 107.57 107.57 4.44E-30 76.91 853120

54949 YSWTGGEIGFDTYFSMAR Oxidation (M) _YSWTGGEIGFDTYFSM(ox)AR_ Q8W529_MAIZE 2 1052.4595 2102.9044 1.1689 -0.018065 1.1561 107.52 107.52 1.50E-63 88.42 1211500

54950 YSWTGGEIGFDTYFSMAR Unmodified _YSWTGGEIGFDTYFSMAR_ Q8W529_MAIZE 2 1044.462 2086.9095 1.2493 0.074709 1.3272 115.6 115.6 4.65E-12 68.31 297490

54951 YSWTGGEIGLSTYFSMAR Oxidation (M) _YSWTGGEIGLSTYFSM(ox)AR_ B6UF55_MAIZE 2 1021.4698 2040.9251 1.26 -0.10074 1.1575 104.44 104.44 9.71E-73 93.11 702430

54952 YSWTGGEIGLSTYFSMAR Oxidation (M) _YSWTGGEIGLSTYFSM(ox)AR_ B6UF55_MAIZE 2 1021.4698 2040.9251 1.1851 0.209 1.3922 104.97 104.97 1.39E-52 127.43 934330

54953 YSWTGGEIGLSTYFSMAR Oxidation (M) _YSWTGGEIGLSTYFSM(ox)AR_ B6UF55_MAIZE 2 1021.4698 2040.9251 1.188 -0.028354 1.1582 105.09 105.09 1.31E-09 62.79 754230

54954 YSWTGGEIGLSTYFSMAR Oxidation (M) _YSWTGGEIGLSTYFSM(ox)AR_ B6UF55_MAIZE 2 1021.4698 2040.9251 1.1812 0.16786 1.3477 105.12 105.12 4.15E-45 106.45 979210

54955 YSWTGGEIGLSTYFSMAR Unmodified _YSWTGGEIGLSTYFSMAR_ B6UF55_MAIZE 2 1013.4724 2024.9302 1.2516 -0.14674 1.1014 113.66 113.66 3.54E-16 100.15 268740

54956 YSYGSPPK Unmodified _YSYGSPPK_ B6T325_MAIZE 2 449.71889 897.42323 -0.12875 0.32344 0.1761 41.05 41.05 1.65E-01 23.87 138730

54957 YSYQDLR Unmodified _YSYQDLR_ B6TV98_MAIZE 2 472.72725 943.43995 -0.10017 0.16156 0.039881 56.093 56.093 8.04E-02 38.18 890660

54958 YTAATLEHGMHPPISPK Unmodified _YTAATLEHGMHPPISPK_ Q9SAZ6_MAIZE 3 617.31369 1848.9193 0.41327 -1.9265 -1.5213 59.936 59.936 4.33E-01 17.82 453160

54959 YTAATLEHGMHPPISPKPEWR Unmodified _YTAATLEHGMHPPISPKPEWR_ Q9SAZ6_MAIZE 4 605.30604 2417.195 0.33127 0.52657 0.84511 68.012 68.012 3.42E-04 15.77 1948400

54960 YTAELSEK Unmodified _YTAELSEK_ B6UAK0_MAIZE 2 470.73474 939.45493 -0.057124 -0.35601 -0.44787 37.528 37.528 1.65E-01 18.88 677790

54961 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.1935 -0.061483 1.1148 90.456 90.456 1.54E-12 53.26 661000

54962 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.1553 -0.005266 1.1331 91.198 91.198 1.43E-21 56.19 327630

54963 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.161 0.1939 1.3375 90.99 90.99 3.42E-29 83.32 440200

54964 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.2511 0.21478 1.4492 90.606 90.606 1.37E-17 63.56 348700

54965 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.1599 0.022163 1.1647 91.133 91.133 1.43E-21 49.04 2048200

54966 YTALPPFDAIAQNPEAR Unmodified _YTALPPFDAIAQNPEAR_ B4FRI1_MAIZE 2 937.47578 1872.937 1.1485 -0.094701 1.0372 90.837 90.837 3.42E-29 77.11 5561400

54967 YTDAMWITTAPIEDISFVAATR Oxidation (M) _YTDAM(ox)WITTAPIEDISFVAATR_ B6T0C0_MAIZE 3 830.07367 2487.1992 1.0646 0.10901 1.1712 123.24 123.24 2.04E-03 21.05 171670

54968 YTDAMWITTAPIEDISFVAATR Oxidation (M) _YTDAM(ox)WITTAPIEDISFVAATR_ B6T0C0_MAIZE 2 1244.6069 2487.1992 1.146 0.30079 1.4451 123.16 123.16 2.92E-04 39.72 123480

54969 YTDDALIAAAQLSYQYISDR Unmodified _YTDDALIAAAQLSYQYISDR_ B6TZH2_MAIZE 2 1139.0553 2276.0961 1.1909 0.42192 1.5955 123.53 123.53 6.57E-12 63.13 198030
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54970 YTDDALIAAAQLSYQYISDR Unmodified _YTDDALIAAAQLSYQYISDR_ B6TZH2_MAIZE 3 759.70597 2276.0961 0.89533 -0.088324 0.78954 123.93 123.93 6.66E-26 60.33 327690

54971 YTDDALIAAAQLSYQYISDR Unmodified _YTDDALIAAAQLSYQYISDR_ B6TZH2_MAIZE 2 1139.0553 2276.0961 1.1887 0.54126 1.7126 123.91 123.91 3.12E-37 74.38 374740

54972 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.79133 0.29958 1.0793 118.97 118.97 1.48E-20 54.25 235100

54973 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.81871 0.40644 1.2131 119.26 119.26 5.94E-09 37.28 331950

54974 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.84198 0.29669 1.1269 119.82 119.82 1.48E-20 43 257800

54975 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.85725 0.45008 1.296 120.42 120.42 2.26E-03 36.65 162590

54976 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.81165 0.019403 0.81946 119.04 119.04 5.54E-24 55.48 288830

54977 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.74082 -0.017133 0.71228 123.41 123.41 5.54E-24 58.11 1269400

54978 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 2 1104.5407 2207.0668 1.1926 -0.24051 0.94131 124.09 124.09 5.63E-03 18.04 173680

54979 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.7195 0.12151 0.83033 124.22 124.22 6.86E-46 60.7 1418700

54980 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 3 736.6962 2207.0668 0.71954 -0.0416 0.66638 126.49 126.49 5.59E-36 75.15 2398500

54981 YTEDMELDDAIHTAILTLK Oxidation (M) _YTEDM(ox)ELDDAIHTAILTLK_ B4FFX7_MAIZE 2 1104.5407 2207.0668 1.183 0.080281 1.2525 126.54 126.54 1.59E-11 43.15 235400

54982 YTEDMELDDAIHTAILTLK Unmodified _YTEDMELDDAIHTAILTLK_ B4FFX7_MAIZE 3 731.36456 2191.0719 0.77356 0.048439 0.8089 127.99 127.99 1.48E-20 58.7 637120

54983 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 2 907.94398 1813.8734 1.1741 0.039085 1.215 91.31 91.31 6.53E-30 68.72 875080

54984 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 2 907.94398 1813.8734 1.1153 0.43132 1.5479 91.724 91.724 2.40E-39 111.48 506510

54985 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 2 907.94398 1813.8734 1.1383 0.2411 1.3807 92.012 92.012 1.04E-33 85.77 916650

54986 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 2 907.94398 1813.8734 1.0749 0.23543 1.3115 91.762 91.762 1.04E-33 101.57 2787400

54987 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 3 605.63175 1813.8734 0.28567 -0.008795 0.27925 91.748 91.748 2.65E-02 34.45 1485400

54988 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 2 907.94398 1813.8734 1.1328 0.27073 1.4058 91.43 91.43 8.98E-47 115.87 3128100

54989 YTEFIDDLTTQVQNK Unmodified _YTEFIDDLTTQVQNK_ B4F8M8_MAIZE 3 605.63175 1813.8734 0.25373 -0.18245 0.073104 91.423 91.423 1.95E-05 36.28 1424100

54990 YTEQGMDEDSAYK Oxidation (M) _YTEQGM(ox)DEDSAYK_ B4FFZ2_MAIZE 2 776.80904 1551.6035 0.94951 -0.067873 0.86979 40.045 40.045 1.62E-14 77.41 187960

54991 YTEQGMDEESAYK Oxidation (M) _YTEQGM(ox)DEESAYK_ B6U4F8_MAIZE 2 783.81686 1565.6192 0.95711 0.00563 0.94421 42.142 42.142 4.93E-21 84.78 816090

54992 YTEQGMDEESAYK Unmodified _YTEQGMDEESAYK_ B6U4F8_MAIZE 2 775.8194 1549.6243 0.91383 0.041642 0.93502 51.215 51.215 4.93E-21 87.69 941250

54993 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.1617 -0.05962 0.085477 50.898 50.898 2.56E-09 36.89 2550100

54994 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.10516 -0.47735 -0.38622 52.688 52.688 1.67E-02 20.86 39785

54995 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.1068 -0.009832 0.080951 51.271 51.271 7.42E-06 38.11 2723500

54996 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 2 869.95584 1737.8971 1.0721 -0.020189 1.0368 51.276 51.276 1.09E-40 68.67 439400

54997 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.17055 -0.19523 -0.039735 53.235 53.235 2.56E-09 36.35 2902700

54998 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 2 869.95584 1737.8971 1.0786 0.18857 1.2511 53.232 53.232 3.76E-20 60.06 494280

54999 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.15615 -0.078732 0.060843 52.532 52.532 2.56E-09 43.33 5078700

55000 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 2 869.95584 1737.8971 1.0624 0.053611 1.0997 52.523 52.523 9.26E-47 52.38 798530

55001 YTEVKPALTNMVSAAK Oxidation (M) _YTEVKPALTNM(ox)VSAAK_ B4G1T4_MAIZE 3 580.30632 1737.8971 0.14683 -0.14904 -0.018717 51.589 51.589 3.78E-02 13.04 420540

55002 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 574.97468 1721.9022 0.1493 -0.37815 -0.24764 64.56 64.56 6.54E-03 30.21 8835400

55003 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 2 861.95838 1721.9022 1.069 -0.037831 1.0134 64.558 64.558 7.73E-25 73.93 2429600
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55004 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 574.97468 1721.9022 0.11907 -0.016885 0.08333 65.558 65.558 1.03E-03 25.36 1733200

55005 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 2 861.95838 1721.9022 1.0471 -0.11155 0.91715 65.583 65.583 7.73E-25 97.47 353780

55006 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 574.97468 1721.9022 0.17987 -0.14406 0.016944 66.361 66.361 3.78E-02 18.92 1945900

55007 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 2 861.95838 1721.9022 1.0866 0.28338 1.3515 66.368 66.368 1.02E-04 38.05 354250

55008 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 3 574.97468 1721.9022 0.15913 -0.23433 -0.092497 65.75 65.75 7.42E-06 41.74 2306200

55009 YTEVKPALTNMVSAAK Unmodified _YTEVKPALTNMVSAAK_ B4G1T4_MAIZE 2 861.95838 1721.9022 1.099 -0.021771 1.0585 65.771 65.771 7.42E-06 51.87 428720

55010 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 3 584.9782 1751.9128 0.19573 -0.1308 0.052895 63.464 63.464 6.54E-03 30.36 4894200

55011 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 2 876.96366 1751.9128 1.1062 -0.41906 0.67465 63.458 63.458 4.21E-20 72.35 1715600

55012 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 3 584.9782 1751.9128 0.14385 -0.22281 -0.090824 64.43 64.43 7.40E-17 48.74 937250

55013 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 2 876.96366 1751.9128 1.0954 -0.24222 0.84035 64.43 64.43 1.02E-04 41.23 234140

55014 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 3 584.9782 1751.9128 0.20911 0.00364 0.19985 65.335 65.335 1.05E-01 19 911190

55015 YTEVKPALTNMVSATK Unmodified _YTEVKPALTNMVSATK_ B6UF55_MAIZE 3 584.9782 1751.9128 0.22314 0.43474 0.644 64.727 64.727 2.60E-01 14.56 793610

55016 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 590.30984 1767.9077 0.26923 0.38503 0.64401 52.345 52.345 4.93E-01 12.86 20747

55017 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 590.30984 1767.9077 0.16256 -0.09014 0.061596 50.98 50.98 6.54E-03 32.48 1905500

55018 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 2 884.96112 1767.9077 1.105 0.3488 1.4438 50.974 50.974 3.76E-20 56.96 429290

55019 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 590.30984 1767.9077 0.16347 -0.01576 0.13706 52.996 52.996 1.03E-03 36.79 1874800

55020 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 3 590.30984 1767.9077 0.15997 -0.42464 -0.27468 52.293 52.293 8.78E-05 32.99 2384100

55021 YTEVKPALTNMVSATK Oxidation (M) _YTEVKPALTNM(ox)VSATK_ B6UF55_MAIZE 2 884.96112 1767.9077 1.0623 0.25809 1.3096 52.289 52.289 1.09E-40 68.74 434550

55022 YTFVENVK Unmodified _YTFVENVK_ B4FF57_MAIZE 2 500.26092 998.5073 -0.055164 0.18925 0.12997 56.507 56.507 1.00E+00 13.44 1735600

55023 YTFVENVK Unmodified _YTFVENVK_ B4FF57_MAIZE 2 500.26092 998.5073 -0.16782 0.51282 0.34103 56.93 56.93 1.00E+00 14.3 589050

55024 YTFVENVK Unmodified _YTFVENVK_ B4FF57_MAIZE 2 500.26092 998.5073 -0.04397 0.29997 0.25207 58.722 58.722 3.77E-01 19.98 1010700

55025 YTFVENVK Unmodified _YTFVENVK_ B4FF57_MAIZE 2 500.26092 998.5073 -0.14155 0.17566 0.029546 58.602 58.602 3.77E-01 12.56 3743700

55026 YTFVENVK Unmodified _YTFVENVK_ B4FF57_MAIZE 2 500.26092 998.5073 -0.99148 57.146 57.146 2.77E-01 10.34

55027 YTGDVSLSESPECQK Unmodified _YTGDVSLSESPECQK_ B6U8D3_MAIZE 2 850.37761 1698.7407 1.068 0.055979 1.1241 54.629 54.629 1.02E-23 84.48 971190

55028 YTGDVSLSESPECQK Unmodified _YTGDVSLSESPECQK_ B6U8D3_MAIZE 2 850.37761 1698.7407 1.0433 -0.16951 0.87482 54.524 54.524 6.53E-30 87.67 374820

55029 YTGDVSLSESPECQK Unmodified _YTGDVSLSESPECQK_ B6U8D3_MAIZE 2 850.37761 1698.7407 1.0448 -0.076618 0.96829 56.566 56.566 2.37E-16 83.1 635340

55030 YTGDVSLSESPECQK Unmodified _YTGDVSLSESPECQK_ B6U8D3_MAIZE 2 850.37761 1698.7407 1.0913 -0.084047 1.0081 56.5 56.5 7.01E-11 69.97 674520

55031 YTGDVSLSESPECQK Unmodified _YTGDVSLSESPECQK_ B6U8D3_MAIZE 2 850.37761 1698.7407 1.0518 0.086836 1.139 56.624 56.624 6.53E-30 90.88 1994900

55032 YTGLSDSYLSVIK Unmodified _YTGLSDSYLSVIK_ B6SXZ9_MAIZE 2 723.37976 1444.745 0.85009 1.4733 2.3125 91.04 91.04 2.65E-01 7.52 343190

55033 YTGNSDLQLER Unmodified _YTGNSDLQLER_ B4FTM1_MAIZE 2 648.31495 1294.6153 0.41576 -0.017889 0.38409 51.43 51.43 3.57E-04 67.3 374760

55034 YTGNSDLQLER Unmodified _YTGNSDLQLER_ B4FTM1_MAIZE 2 648.31495 1294.6153 0.40378 0.020111 0.41027 53.487 53.487 3.60E-06 75.34 8884000

55035 YTIETFTK Unmodified _YTIETFTK_ B6TCR9_MAIZE 2 501.76076 1001.507 -0.22144 0.26957 0.042527 63.237 63.237 1.00E+00 10.51 59815

55036 YTIETFTK Unmodified _YTIETFTK_ B6TCR9_MAIZE 2 501.76076 1001.507 -0.059611 -0.27362 -0.33686 63.816 63.816 1.65E-01 15.48 371510

55037 YTIETFTK Unmodified _YTIETFTK_ B6TCR9_MAIZE 2 501.76076 1001.507 -0.13207 0.11333 -0.024555 64.068 64.068 3.77E-01 13.6 2886700
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55038 YTIETFTK Unmodified _YTIETFTK_ B6TCR9_MAIZE 2 501.76076 1001.507 -0.24794 -0.23115 -0.48377 62.637 62.637 5.06E-02 30.18 42088000

55039 YTIGGDLGGGEGHNGWVSCVR Unmodified _YTIGGDLGGGEGHNGWVSCVR_ B4FKM1_MAIZE 3 731.00436 2189.9912 0.75551 -0.4857 0.2888 76.14 76.14 3.48E-04 28.08 1463800

55040 YTIGGDLGGGEGHNGWVSCVR Unmodified _YTIGGDLGGGEGHNGWVSCVR_ B4FKM1_MAIZE 3 731.00436 2189.9912 0.7372 -0.54654 0.20956 76.781 76.781 4.33E-06 37.45 448010

55041 YTIGGDLGGGEGHNGWVSCVR Unmodified _YTIGGDLGGGEGHNGWVSCVR_ B4FKM1_MAIZE 3 731.00436 2189.9912 0.82592 -0.33012 0.51488 76.957 76.957 2.43E-04 33.3 278960

55042 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.06065 -0.17508 -0.23049 75.134 75.134 5.06E-02 49.3 4185300

55043 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.19495 -0.040872 -0.22949 76.145 76.145 1.65E-01 36.48 84266

55044 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.11806 75.571 75.571 5.88E-02 35.97

55045 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.058 -0.48868 -0.54097 76.272 76.272 5.06E-02 43.91 620240

55046 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.031977 -0.27052 -0.29669 75.89 75.89 1.65E-01 35.51 610410

55047 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.066664 -0.3646 -0.42629 75.78 75.78 1.65E-01 52.9 543410

55048 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.030909 -0.97618 -1.0012 76.273 76.273 1.65E-01 28.61 671960

55049 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.45823 75.541 75.541 1.48E-01 37.01

55050 YTLDVDFK Unmodified _YTLDVDFK_ B4FEE3_MAIZE 2 500.75293 999.49131 -0.19379 -1.2011 -1.3868 76.947 76.947 1.90E-02 49.45 5485800

55051 YTLDVDFKDVASGGPDALSTR Unmodified _YTLDVDFKDVASGGPDALSTR_ B4FEE3_MAIZE 3 743.03409 2226.0804 0.77355 0.46733 1.2482 95.112 95.112 2.72E-35 64.83 328570

55052 YTLDVDFKDVATGGPDALSTHDK Unmodified _YTLDVDFKDVATGGPDALSTHDK_ B6TMH0_MAIZE 4 617.05123 2464.1758 0.31013 -0.35091 -0.029034 90.186 90.186 6.92E-02 12.41 176270

55053 YTLDVDFKDVATGGPDALSTHDK Unmodified _YTLDVDFKDVATGGPDALSTHDK_ B6TMH0_MAIZE 3 822.39921 2464.1758 1.0134 -1.4584 -0.43168 90.232 90.232 6.49E-11 43.16 116720

55054 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 0.0096813 0.38328 0.3732 68.018 68.018 1.86E-01 30.2 3071200

55055 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 -0.1118 0.34064 0.21059 68.848 68.848 1.00E+00 1.48 427160

55056 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 0.025329 0.19707 0.20346 69.737 69.737 1.86E-01 29.41 599860

55057 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 0.033365 0.2353 0.2493 69.215 69.215 1.00E+00 5.17 633590

55058 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 -0.020602 0.55556 0.51506 69.359 69.359 1.00E+00 13.29 593820

55059 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 0.0096839 0.4507 0.442 69.511 69.511 1.00E+00 13.69 1690500

55060 YTLTMLR Unmodified _YTLTMLR_ B6UE86_MAIZE 2 449.24676 896.47897 -0.08465 0.19445 0.090779 69.437 69.437 8.04E-02 37.92 11819000

55061 YTLTMLR Oxidation (M) _YTLTM(ox)LR_ B6UE86_MAIZE 2 457.24422 912.47389 0.030787 0.13198 0.14884 58.763 58.763 1.00E+00 5.99 536040

55062 YTLTMLR Oxidation (M) _YTLTM(ox)LR_ B6UE86_MAIZE 2 457.24422 912.47389 -0.093301 0.43039 0.32344 59.07 59.07 3.29E-01 14.55 5209400

55063 YTLTMLR Oxidation (M) _YTLTM(ox)LR_ B6UE86_MAIZE 2 457.24422 912.47389 -0.10751 0.55094 0.42883 59.801 59.801 4.46E-01 20.83 5292500

55064 YTNLTDSYLSVVK Unmodified _YTNLTDSYLSVVK_ B6SHC1_MAIZE 2 751.89049 1501.7664 0.89977 0.20833 1.1028 83.585 83.585 4.93E-21 78.59 340040

55065 YTNTVWK Unmodified _YTNTVWK_ B6UCD5_MAIZE 2 456.23471 910.45487 -0.12096 -1.6698 -1.7895 46.923 46.923 7.83E-01 9.49 22026

55066 YTNTVWK Unmodified _YTNTVWK_ B6UCD5_MAIZE 2 456.23471 910.45487 -0.090261 0.062104 -0.03247 49.191 49.191 1.86E-01 20.17 2203400

55067 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.22514 -0.14307 0.07662 38.143 38.143 4.96E-02 26.88 3475400

55068 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.19007 -0.031732 0.15374 37.149 37.149 4.96E-02 32.51 1007900

55069 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.23964 -0.40355 -0.1676 40.18 40.18 1.67E-02 32.7 1275100

55070 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.25381 -0.22504 0.024718 39.367 39.367 1.67E-02 55.06 1073400

55071 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.16095 -0.2212 -0.064096 40.278 40.278 3.57E-04 46.73 4099100
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55072 YTPESPGDATR Unmodified _YTPESPGDATR_ TKTC_MAIZE B4 2 597.27529 1192.536 0.3044 -0.26512 0.034657 40.216 40.216 1.47E-01 28.48 269430

55073 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.33907 0.04437 0.36604 62.097 62.097 4.96E-02 30.5 1236100

55074 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.26161 -0.12867 0.11536 62.603 62.603 1.67E-02 26.91 374880

55075 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.33466 -0.1502 0.16716 63.877 63.877 1.47E-01 30.52 638980

55076 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.39721 -0.88852 -0.50803 63.262 63.262 4.43E-05 44.29 567760

55077 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.3481 0.19547 0.52573 63.56 63.56 1.47E-01 23.45 603980

55078 YTPNAGTLELR Unmodified _YTPNAGTLELR_ B4G195_MAIZE 2 617.82495 1233.6354 0.30601 0.30623 0.59388 63.863 63.863 1.67E-02 47.64 783020

55079 YTPVGGGLIPTGAVAPVAGTPYDFLAPAAVGSR Unmodified _YTPVGGGLIPTGAVAPVAGTPYDFLAPAAVGSR_ B4FMF7_MAIZE 2 1571.8322 3141.6499 1.1668 -0.18765 0.98942 120.49 120.49 2.00E-13 72.38 782070

55080 YTQDNIVLPTK Unmodified _YTQDNIVLPTK_ B6TDF2_MAIZE 2 646.34826 1290.682 0.40016 -0.086306 0.30895 61.445 61.445 3.60E-06 71.81 1219500

55081 YTQDNIVLPTKK Unmodified _YTQDNIVLPTKK_ B6TDF2_MAIZE 3 473.93292 1418.7769 -0.039299 0.30381 0.25332 52.19 52.19 1.79E-02 32.54 621020

55082 YTQGFSGADITEICQR Unmodified _YTQGFSGADITEICQR_ B4FZM3_MAIZE 2 923.42543 1844.8363 1.1444 -0.000976 1.149 76.543 76.543 1.27E-09 89.68 699660

55083 YTQGFSGADITEICQR Unmodified _YTQGFSGADITEICQR_ B4FZM3_MAIZE 2 923.42543 1844.8363 1.112 -0.18495 0.93288 77.194 77.194 1.27E-09 63.51 1328600

55084 YTQGFSGADITEICQR Unmodified _YTQGFSGADITEICQR_ B4FZM3_MAIZE 2 923.42543 1844.8363 1.0644 -0.25137 0.81907 76.823 76.823 7.01E-14 71.49 4508400

55085 YTQYWSFFR Unmodified _YTQYWSFFR_ B4FB47_MAIZE 2 649.30366 1296.5928 0.48932 0.61455 1.1026 96.182 96.182 3.32E-02 41.68 507400

55086 YTQYWSFFR Unmodified _YTQYWSFFR_ B4FB47_MAIZE 2 649.30366 1296.5928 0.45989 0.016742 0.47571 97.104 97.104 1.00E+00 6.99 204280

55087 YTQYWSFFR Unmodified _YTQYWSFFR_ B4FB47_MAIZE 2 649.30366 1296.5928 0.42214 0.2339 0.6559 96.583 96.583 3.21E-03 39.68 510430

55088 YTSDVNIVSNASCTTNCLAPLAK Unmodified _YTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 2 1250.0963 2498.1781 1.1898 0.016114 1.2066 84.548 84.548 1.96E-09 94.79 1181100

55089 YTSDVNIVSNASCTTNCLAPLAK Unmodified _YTSDVNIVSNASCTTNCLAPLAK_ B6SJZ8_MAIZE 3 833.73331 2498.1781 1.0449 -0.36376 0.6814 84.55 84.55 6.43E-02 11.47 857350

55090 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 3 383.88027 1148.619 0.63116 0.2263 0.84303 44.985 44.985 3.11E-02 30.69 865610

55091 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 3 383.88027 1148.619 0.57713 0.18745 0.7492 46.956 46.956 2.55E-01 14.9 361390

55092 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 3 383.88027 1148.619 0.54391 0.27019 0.79914 47.938 47.938 9.79E-02 21.01 1701800

55093 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 3 383.88027 1148.619 0.55785 -0.16944 0.37619 44.515 44.515 9.79E-02 19.17 3937100

55094 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 2 575.31676 1148.619 0.10885 0.076072 0.1713 44.521 44.521 4.40E-02 31.63 658370

55095 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 3 383.88027 1148.619 0.54522 -0.65524 -0.12111 45.371 45.371 9.79E-02 22.51 7765200

55096 YTSIKPLGDR Unmodified _YTSIKPLGDR_ B6T8U7_MAIZE 2 575.31676 1148.619 0.076911 0.042989 0.10668 45.372 45.372 1.45E-01 31.92 1778200

55097 YTSQVIR Unmodified _YTSQVIR_ B6SV32_MAIZE 2 433.74016 865.46577 -0.13288 35.672 35.672 1.09E-01 31.05

55098 YTSQVIR Unmodified _YTSQVIR_ B6SV32_MAIZE 2 433.74016 865.46577 -0.036953 0.51825 0.47095 34.732 34.732 4.46E-01 24.48 282900

55099 YTSQVIR Unmodified _YTSQVIR_ B6SV32_MAIZE 2 433.74016 865.46577 0.12206 -0.19852 -0.086535 37.43 37.43 1.86E-01 29.94 207500

55100 YTSQVIR Unmodified _YTSQVIR_ B6SV32_MAIZE 2 433.74016 865.46577 0.11246 0.11638 0.21814 36.652 36.652 4.46E-01 26.41 368000

55101 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 0.63363 0.020246 0.66402 75.634 75.634 9.64E-17 62.57 1203400

55102 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 0.61473 -0.017403 0.60745 76.124 76.124 1.11E-04 57.64 1869700

55103 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 -0.40152 75.665 75.665 2.56E-12 62.4

55104 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 -0.31775 75.505 75.505 2.56E-12 70

55105 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 -0.31775 75.856 75.856 5.17E-01 3.42
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55106 YTTVQFTGEVLK Unmodified _YTTVQFTGEVLK_ B6T9C0_MAIZE 2 693.36919 1384.7238 0.55616 -0.64758 -0.080613 76.044 76.044 9.64E-17 65.5 18716000

55107 YTVMWR Oxidation (M) _YTVM(ox)WR_ B6SZN0_MAIZE 2 436.21018 870.40581 0.097076 0.15504 0.24761 57.407 57.407 4.12E-01 17.53 998050

55108 YTVMWR Oxidation (M) _YTVM(ox)WR_ B6SZN0_MAIZE 2 436.21018 870.40581 0.037981 0.55496 0.5874 58.181 58.181 4.12E-01 16.93 2732600

55109 YTVMWR Unmodified _YTVMWR_ B6SZN0_MAIZE 2 428.21272 854.41089 0.058818 0.14472 0.19609 64.063 64.063 1.00E+00 5.89 1305000

55110 YTYAHGVDR Unmodified _YTYAHGVDR_ B6T2E1_MAIZE 3 361.17356 1080.4989 0.96212 -0.34462 0.61548 33.322 33.322 1.96E-01 24.53 516860

55111 YTYAHGVDR Unmodified _YTYAHGVDR_ B6T2E1_MAIZE 2 541.25671 1080.4989 0.075453 -0.32333 -0.24944 33.325 33.325 9.73E-03 37.69 110820

55112 YVADGHRPVFR Unmodified _YVADGHRPVFR_ B6STV2_MAIZE 4 329.92691 1315.6786 1.3681 -0.22518 1.1468 43.409 43.409 3.45E-01 16.65 1308600

55113 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.50719 -0.04894 0.4367 37.986 37.986 9.46E-01 16.99 65601

55114 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.60065 0.36074 0.93841 37.017 37.017 1.00E+00 10.78 132410

55115 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.67055 -0.4049 0.24353 39.506 39.506 2.64E-01 26.37 163410

55116 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.69217 0.32386 0.99283 40.341 40.341 5.26E-01 21.05 457700

55117 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.66061 -0.69609 -0.055998 37.568 37.568 2.78E-01 30.48 6399000

55118 YVAQLR Unmodified _YVAQLR_ FRI1_MAIZE B4 2 375.21886 748.42317 0.45916 0.23831 0.67484 41.029 41.029 2.78E-01 38.52 126440

55119 YVCDVWK Unmodified _YVCDVWK_ B4G072_MAIZE 2 485.22857 968.44258 -0.14564 0.035561 -0.096619 59.262 59.262 1.00E+00 7.02 21075

55120 YVCDVWK Unmodified _YVCDVWK_ B4G072_MAIZE 2 485.22857 968.44258 -0.11484 -0.041484 -0.14467 60.059 60.059 9.32E-03 30.99 12690000

55121 YVCDVWR Unmodified _YVCDVWR_ B6STN8_MAIZE 2 499.23164 996.44873 -0.021626 0.34329 0.3349 61.523 61.523 4.49E-02 22.88 545220

55122 YVCHVWK Unmodified _YVCHVWK_ Q8W2B7_MAIZE 3 331.16546 990.47455 1.3745 -0.058966 1.3263 42.652 42.652 3.22E-01 22.21 953880

55123 YVCHVWK Unmodified _YVCHVWK_ Q8W2B7_MAIZE 2 496.24455 990.47455 0.056422 -1.7935 -1.7234 42.584 42.584 1.86E-01 13.28 387160

55124 YVCVGNEVAGGAAQDLAPAMENVHAALAAAGLGHIK Oxidation (M) _YVCVGNEVAGGAAQDLAPAM(ox)ENVHAALAAAGLGHIK_ B6T391_MAIZE 4 891.19488 3560.7504 1.1304 -0.062321 1.062 106.65 106.65 8.28E-04 19.22 1128800

55125 YVCVGNEVAGGAAQDLAPAMENVHAALAAAGLGHIK Oxidation (M) _YVCVGNEVAGGAAQDLAPAM(ox)ENVHAALAAAGLGHIK_ B6T391_MAIZE 4 891.19488 3560.7504 1.1198 -0.27301 0.84167 125.69 125.69 6.22E-07 23.85 514810

55126 YVDAILTIPK Unmodified _YVDAILTIPK_ B6T9G3_MAIZE 2 566.83426 1131.654 0.072254 0.26233 0.31969 80.905 80.905 1.84E-04 53.06 1915300

55127 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.2052 0.40381 0.60598 55.627 55.627 1.25E-02 24.18 882950

55128 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.12394 0.1393 0.26156 56.653 56.653 1.25E-02 29.51 32600

55129 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.10524 0.088635 0.19117 55.889 55.889 4.40E-05 40.94 1054500

55130 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.15224 -0.74522 -0.59352 57.697 57.697 1.84E-04 49.85 2515000

55131 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.13941 -0.15076 -0.013027 57.016 57.016 4.40E-05 50.06 2310400

55132 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.093461 0.3677 0.45811 57.6 57.6 9.99E-05 54.99 2238300

55133 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.10861 -0.08897 0.017495 57.671 57.671 5.76E-06 55.48 7167000

55134 YVDAVMTIPK Oxidation (M) _YVDAVM(ox)TIPK_ B4FQX1_MAIZE 2 576.8021 1151.5896 0.044718 -0.25564 -0.21304 58.134 58.134 5.45E-09 65.87 37162000

55135 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.10004 0.53232 0.62703 68.242 68.242 1.62E-03 53.97 6213200

55136 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.044579 0.2713 0.31084 68.832 68.832 1.84E-04 62.14 1000200

55137 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.11526 0.46588 0.57615 69.713 69.713 4.40E-05 59.26 1886000

55138 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.10027 0.34407 0.43889 69.178 69.178 5.76E-06 56.2 2014900

55139 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.072677 0.44242 0.5103 69.279 69.279 4.40E-05 72.98 1196500
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55140 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.089332 0.65715 0.73974 69.526 69.526 4.40E-05 65.52 11230000

55141 YVDAVMTIPK Unmodified _YVDAVMTIPK_ B4FQX1_MAIZE 2 568.80464 1135.5947 0.013955 -0.32387 -0.31348 69.545 69.545 5.76E-06 46.36 46186000

55142 YVDDVVEGR Unmodified _YVDDVVEGR_ B4FRD9_MAIZE 2 526.25637 1050.4982 -0.05566 -0.2677 -0.31324 51.697 51.697 3.13E-03 55.31 6639000

55143 YVDEFIQQLLIR Unmodified _YVDEFIQQLLIR_ B4FQW1_MAIZE 2 768.92467 1535.8348 0.86428 0.34757 1.2006 118.21 118.21 6.74E-02 12.71 95625

55144 YVDEFIQQLLIR Unmodified _YVDEFIQQLLIR_ B4FQW1_MAIZE 2 768.92467 1535.8348 0.86295 0.43761 1.2894 118.36 118.36 1.98E-03 29.54 147430

55145 YVDEFIQQLLIR Unmodified _YVDEFIQQLLIR_ B4FQW1_MAIZE 2 768.92467 1535.8348 0.90192 0.53549 1.4252 118.84 118.84 7.61E-14 57.21 554820

55146 YVDFSIGDNSGYLR Unmodified _YVDFSIGDNSGYLR_ B6TXA5_MAIZE 2 803.38082 1604.7471 0.93825 -1.1713 -0.23251 87.992 87.992 2.00E-19 76.16 608410

55147 YVDFSIGDNSGYLR Unmodified _YVDFSIGDNSGYLR_ B6TXA5_MAIZE 2 803.38082 1604.7471 1.0059 0.17882 1.1837 88.782 88.782 2.00E-19 64.19 593060

55148 YVDFSIGEDSGFIR Unmodified _YVDFSIGEDSGFIR_ B4FHE9_MAIZE 2 802.8832 1603.7518 1.026 -0.48831 0.54383 97.243 97.243 2.96E-06 53.42 298590

55149 YVDHAFVLR Unmodified _YVDHAFVLR_ B6SGQ1_MAIZE 3 373.8697 1118.5873 0.7384 -0.28081 0.45816 58.971 58.971 9.39E-03 31.34 508240

55150 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.25223 -0.56151 -0.3255 62.763 62.763 3.57E-04 33.36 3595000

55151 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.17044 -0.27664 -0.12283 63.688 63.688 3.57E-04 34.32 87592

55152 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.22285 -0.41375 -0.20794 63.135 63.135 3.60E-06 43.71 1021900

55153 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.27414 -0.67167 -0.41423 64.451 64.451 4.43E-05 30.45 1434900

55154 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.30019 -0.59064 -0.30774 63.911 63.911 1.67E-02 27.61 1126400

55155 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.26705 -0.44642 -0.19649 64.183 64.183 4.43E-05 31.96 816680

55156 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.27038 -0.36949 -0.11685 64.319 64.319 4.43E-05 44.94 1509500

55157 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.17197 -0.009921 0.14498 64.64 64.64 9.05E-18 68.06 11562000

55158 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 -0.19541 62.713 62.713 4.68E-01 12.11

55159 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 -0.19541 63.04 63.04 9.68E-14 53.81

55160 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 -0.19541 63.385 63.385 2.99E-01 13.54

55161 YVDIGIPANNK Unmodified _YVDIGIPANNK_ B4FTD2_MAIZE 2 602.32205 1202.6295 0.2617 -0.36682 -0.122 65.544 65.544 1.67E-02 27.36 153630

55162 YVDTVTPQYKPK Unmodified _YVDTVTPQYKPK_ B4FS99_MAIZE 3 480.2574 1437.7504 -0.092955 -0.26606 -0.3589 47.373 47.373 9.42E-03 29.15 2312400

55163 YVDTVTPQYKPK Unmodified _YVDTVTPQYKPK_ B4FS99_MAIZE 2 719.88247 1437.7504 0.70772 0.039976 0.74735 47.379 47.379 1.11E-04 41.57 598660

55164 YVDTVTPQYKPK Unmodified _YVDTVTPQYKPK_ B4FS99_MAIZE 3 480.2574 1437.7504 -0.25069 0.75679 0.50346 50.793 50.793 4.78E-08 30.39 3677000

55165 YVDTVTPQYKPK Unmodified _YVDTVTPQYKPK_ B4FS99_MAIZE 2 719.88247 1437.7504 0.66427 0.018834 0.68289 50.804 50.804 1.11E-04 41.37 1568900

55166 YVEACQELGLQGINVR Unmodified _YVEACQELGLQGINVR_ B4F9F0_MAIZE 2 924.96727 1847.92 1.2755 -0.50731 0.76304 82.358 82.358 7.01E-14 71.23 190360

55167 YVEDIVLK Unmodified _YVEDIVLK_ B4FSV6_MAIZE 2 489.77895 977.54335 -0.051776 0.058595 -0.0077213 65.024 65.024 1.90E-02 27.39 2247800

55168 YVEDIVLK Unmodified _YVEDIVLK_ B4FSV6_MAIZE 2 489.77895 977.54335 -0.053622 -0.039361 -0.10654 66.713 66.713 1.65E-01 24.68 1817000

55169 YVEDIVLK Unmodified _YVEDIVLK_ B4FSV6_MAIZE 2 489.77895 977.54335 -0.067054 -0.35973 -0.4409 66.088 66.088 5.06E-02 13.83 1320300

55170 YVEDIVLK Unmodified _YVEDIVLK_ B4FSV6_MAIZE 2 489.77895 977.54335 -0.12495 -0.12935 -0.26869 66.559 66.559 1.90E-02 39.24 12178000

55171 YVEDIVLK Unmodified _YVEDIVLK_ B4FSV6_MAIZE 2 489.77895 977.54335 -0.11986 0.15181 0.017738 66.805 66.805 2.92E-02 30.15 1157800

55172 YVEHHLK Unmodified _YVEHHLK_ B4FAK8_MAIZE 3 309.16786 924.48175 1.5292 0.50896 2.0175 18.699 18.699 1.00E+00 16.76 43015

55173 YVEHHLK Unmodified _YVEHHLK_ B4FAK8_MAIZE 3 309.16786 924.48175 1.5354 0.5553 2.0698 18.585 18.585 2.58E-01 18.3 90144
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55174 YVELFPSTPEEASR Unmodified _YVELFPSTPEEASR_ B6T7K3_MAIZE 2 812.8963 1623.7781 1.0037 0.24256 1.2319 79.762 79.762 3.56E-04 40.03 1463000

55175 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 1.0031 0.1669 1.1662 93.23 93.23 4.93E-21 63.92 2187900

55176 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 0.97799 0.12969 1.104 93.765 93.765 4.93E-21 59.41 1703300

55177 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 0.97514 0.22387 1.1956 93.92 93.92 4.93E-21 63.96 1696900

55178 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 0.97584 0.19757 1.1693 93.735 93.735 1.56E-17 66.57 1684900

55179 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 0.94469 -0.32219 0.61978 93.403 93.403 4.77E-34 74.89 12669000

55180 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 1.0538 0.44685 1.4962 93.911 93.911 2.50E-15 69.89 789820

55181 YVELTSDFVYPYR Unmodified _YVELTSDFVYPYR_ B4FQM2_MAIZE 2 826.40376 1650.793 1.0626 0.26461 1.3233 93.656 93.656 4.93E-21 61.82 302610

55182 YVELYAK Unmodified _YVELYAK_ B4FA06_MAIZE 2 443.23946 884.46437 0.015241 -0.21992 -0.23741 49.895 49.895 4.46E-01 11.95 1108900

55183 YVELYAKDEDAFFK Unmodified _YVELYAKDEDAFFK_ B4FA06_MAIZE 3 579.95053 1736.8298 0.22133 0.05346 0.25859 82.96 82.96 4.14E-01 13.83 183170

55184 YVEWLYQHK Unmodified _YVEWLYQHK_ B4FQC6_MAIZE 3 422.54863 1264.6241 0.20592 0.16541 0.35592 68.118 68.118 1.00E+00 0.27 375680

55185 YVEWLYQHK Unmodified _YVEWLYQHK_ B4FQC6_MAIZE 2 633.31931 1264.6241 0.37895 0.87368 1.2352 67.817 67.817 1.01E-02 24.6 573840

55186 YVEYHR Unmodified _YVEYHR_ B4FCQ4_MAIZE 2 433.7114 865.40825 0.18059 -0.017287 0.14328 27.088 27.088 2.64E-01 26.26 67053

55187 YVFEPNCK Unmodified _YVFEPNCK_ B6UIE1_MAIZE 2 528.74458 1055.4746 -0.088412 0.31949 0.22642 54.055 54.055 5.06E-02 32.51 7782400

55188 YVFGVDDTLK Unmodified _YVFGVDDTLK_ B4FQK5_MAIZE 2 578.79787 1155.5812 0.19136 0.070232 0.27484 76.478 76.478 2.81E-03 20.89 1249000

55189 YVFGVDDTLK Unmodified _YVFGVDDTLK_ B4FQK5_MAIZE 2 578.79787 1155.5812 0.1142 0.45913 0.587 76.906 76.906 1.25E-02 22.4 489100

55190 YVFGVDDTLK Unmodified _YVFGVDDTLK_ B4FQK5_MAIZE 2 578.79787 1155.5812 0.20899 -0.10315 0.11994 77.199 77.199 1.45E-01 11.17 473660

55191 YVFGVDDTLK Unmodified _YVFGVDDTLK_ B4FQK5_MAIZE 2 578.79787 1155.5812 0.19912 -0.017425 0.19534 77.583 77.583 3.43E-01 19.67 1251100

55192 YVFTGASWVTSAFNK Unmodified _YVFTGASWVTSAFNK_ B6TI68_MAIZE 2 839.41721 1676.8199 1.0515 -0.43943 0.6199 104.43 104.43 1.12E-07 83.89 165690

55193 YVGEGGGDEGAEK Unmodified _YVGEGGGDEGAEK_ B6TQ25_MAIZE 2 634.27549 1266.5364 0.53285 0.1013 0.63235 30.886 30.886 5.66E-01 17.88 39253

55194 YVGEGGGDEGAEK Unmodified _YVGEGGGDEGAEK_ B6TQ25_MAIZE 2 634.27549 1266.5364 0.45793 0.13836 0.59477 31.619 31.619 1.15E-02 29.55 207250

55195 YVGHYMLGGHYR Oxidation (M) _YVGHYM(ox)LGGHYR_ B6TV55_MAIZE 4 367.92521 1467.6718 0.86064 0.054042 0.91241 44.283 44.283 2.11E-01 9.54 1074900

55196 YVGHYMLGGHYR Oxidation (M) _YVGHYM(ox)LGGHYR_ B6TV55_MAIZE 3 490.23119 1467.6718 -0.08206 -0.3207 -0.40371 44.302 44.302 8.48E-14 50.75 650730

55197 YVGHYMLGGHYR Unmodified _YVGHYMLGGHYR_ B6TV55_MAIZE 4 363.92649 1451.6768 0.9339 -0.30292 0.62818 50.034 50.034 2.11E-01 5.9 631600

55198 YVGLEGLDVVDPK Unmodified _YVGLEGLDVVDPK_ B4FAE2_MAIZE 2 702.37447 1402.7344 0.62359 -0.23075 0.39924 88.61 88.61 4.68E-05 48.7 837170

55199 YVGLEGLDVVDPK Unmodified _YVGLEGLDVVDPK_ B4FAE2_MAIZE 2 702.37447 1402.7344 0.6796 0.465 1.1501 89.031 89.031 1.47E-03 44.42 219470

55200 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 2 710.89337 1419.7722 0.69852 -0.019585 0.67365 86.56 86.56 2.96E-06 40.08 38407

55201 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 2 710.89337 1419.7722 0.74488 -0.57011 0.16905 84.886 84.886 7.64E-09 51.42 523130

55202 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 2 710.89337 1419.7722 0.7381 -0.35899 0.37433 84.367 84.367 3.51E-02 15.57 421460

55203 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 2 710.89337 1419.7722 0.58969 0.000824 0.58399 84.51 84.51 2.09E-30 80.45 11711000

55204 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 3 474.26467 1419.7722 -0.024509 -0.45347 -0.48382 84.402 84.402 1.00E+00 4.23 721580

55205 YVGLLATGLTADAR Unmodified _YVGLLATGLTADAR_ B4F7U0_MAIZE 2 710.89337 1419.7722 0.69319 -0.19537 0.49209 86.004 86.004 6.31E-03 32.27 87090

55206 YVGLSEASADTIR Unmodified _YVGLSEASADTIR_ B6TVE5_MAIZE 2 691.35153 1380.6885 0.60935 -0.26029 0.33675 66.403 66.403 4.93E-21 85.73 748690

55207 YVGTGHADLSR Unmodified _YVGTGHADLSR_ B4FQ12_MAIZE 2 588.29382 1174.5731 0.19154 0.05178 0.24783 35.746 35.746 4.48E-03 35.16 14580
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55208 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.41029 0.26668 0.67015 61.858 61.858 5.66E-08 72.27 2842200

55209 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.32364 -0.036862 0.28163 62.726 62.726 3.57E-04 41.87 54612

55210 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.41816 0.26256 0.67407 62.129 62.129 4.43E-05 63.18 1271300

55211 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.43044 0.059314 0.48371 63.533 63.533 5.66E-08 69.8 2629600

55212 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.40041 -0.13155 0.26232 62.924 62.924 5.66E-08 72.29 2532500

55213 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.3708 -0.008026 0.35665 63.281 63.281 3.60E-06 54.86 2473500

55214 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 0.3296 -0.007945 0.31611 63.329 63.329 5.66E-08 81.73 25030000

55215 YVGTSDLQLER Unmodified _YVGTSDLQLER_ TBB5_MAIZE 2 640.82769 1279.6408 -0.11331 63.684 63.684 3.33E-02 34.75

55216 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.019939 0.00369 -0.0081332 59.248 59.248 1.12E-01 12.34 2388200

55217 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.17508 0.32304 0.15619 59.904 59.904 3.32E-02 24.13 1078100

55218 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.028674 0.048678 0.028788 61.408 61.408 3.32E-02 22.97 1747400

55219 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.048728 0.10259 0.062042 60.76 60.76 3.39E-01 9.42 877390

55220 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.12512 0.29289 0.17557 61.211 61.211 9.73E-03 25.25 4129900

55221 YVGVSLVGK Unmodified _YVGVSLVGK_ B6SL40_MAIZE 2 461.27384 920.53312 -0.011652 0.094483 0.090941 61.17 61.17 3.39E-01 7.74 1049200

55222 YVHSANILHR Unmodified _YVHSANILHR_ B6T484_MAIZE 3 403.88776 1208.6414 0.42609 -0.076696 0.33095 39.535 39.535 2.94E-01 16.79 114040

55223 YVHSANILHR Unmodified _YVHSANILHR_ B6T484_MAIZE 4 303.16764 1208.6414 1.4869 -0.33153 1.1365 39.526 39.526 1.00E+00 1.17 145880

55224 YVHSANILHR Unmodified _YVHSANILHR_ B6T484_MAIZE 4 303.16764 1208.6414 1.5017 -0.36477 1.1185 39.635 39.635 1.00E+00 9.43 232640

55225 YVHSANILHR Unmodified _YVHSANILHR_ B6T484_MAIZE 4 303.16764 1208.6414 1.3285 0.21478 1.5227 40.46 40.46 1.25E-01 22.54 3767900

55226 YVHSDVPK Unmodified _YVHSDVPK_ B4F8X3_MAIZE 2 472.74544 943.47633 0.11114 -0.12385 -0.01098 26.048 26.048 1.65E-01 25.63 14678

55227 YVHSDVPK Unmodified _YVHSDVPK_ B4F8X3_MAIZE 2 472.74544 943.47633 0.11548 -0.22586 -0.10777 26.669 26.669 1.00E+00 2.33 5776.7

55228 YVIIGNHR Unmodified _YVIIGNHR_ B6SP44_MAIZE 3 324.51889 970.53485 1.3115 -0.18124 1.1152 43.232 43.232 5.41E-01 15.24 826050

55229 YVIIGNHR Unmodified _YVIIGNHR_ B6SP44_MAIZE 2 486.2747 970.53485 -0.05478 -0.23894 -0.30813 43.227 43.227 3.77E-01 11.06 466980

55230 YVILGEK Unmodified _YVILGEK_ B6T556_MAIZE 2 411.242 820.46945 0.12927 0.23271 0.33936 52.885 52.885 1.86E-01 27.42 897770

55231 YVILGEK Unmodified _YVILGEK_ B6T556_MAIZE 2 411.242 820.46945 0.27932 0.14983 0.40551 54.656 54.656 1.00E+00 5.37 1043900

55232 YVILGEK Unmodified _YVILGEK_ B6T556_MAIZE 2 411.242 820.46945 0.17536 -0.56957 -0.41482 55.367 55.367 8.04E-02 28.5 16652000

55233 YVILGEK Unmodified _YVILGEK_ B6T556_MAIZE 2 411.242 820.46945 0.22343 0.19534 0.39461 53.177 53.177 7.83E-01 29.4 4849600

55234 YVILGEK Unmodified _YVILGEK_ B6T556_MAIZE 2 411.242 820.46945 0.09538 -0.2874 -0.21236 56.211 56.211 1.00E+00 5.64 97538

55235 YVILPK Unmodified _YVILPK_ B6TDT1_MAIZE 2 366.73636 731.45816 0.67104 -0.22089 0.4288 53.395 53.395 1.00E+00 6.45 47968

55236 YVILPK Unmodified _YVILPK_ B6TDT1_MAIZE 2 366.73636 731.45816 0.70361 0.035374 0.71491 52.777 52.777 1.00E+00 11.32 401810

55237 YVILPK Unmodified _YVILPK_ B6TDT1_MAIZE 2 366.73636 731.45816 0.81541 -0.13697 0.65521 54.695 54.695 1.00E+00 8.84 1130500

55238 YVILPK Unmodified _YVILPK_ B6TDT1_MAIZE 2 366.73636 731.45816 0.71972 0.26488 0.96037 54.677 54.677 1.00E+00 11.28 712420

55239 YVILPK Unmodified _YVILPK_ B6TDT1_MAIZE 2 366.73636 731.45816 0.7593 -0.28193 0.45273 54.283 54.283 2.64E-01 20.61 11888000

55240 YVIRPYTPISDPDSK Unmodified _YVIRPYTPISDPDSK_ B6TCK3_MAIZE 3 584.30519 1749.8938 0.14242 0.13766 0.27237 67.203 67.203 2.19E-02 20.43 1173700

55241 YVIRPYTPISDPDSK Unmodified _YVIRPYTPISDPDSK_ B6TCK3_MAIZE 3 584.30519 1749.8938 0.11225 0.19917 0.30382 66.361 66.361 1.14E-02 29.08 2774100
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55242 YVISIDDNCLPAK Unmodified _YVISIDDNCLPAK_ B4FX25_MAIZE 2 754.37669 1506.7388 0.84886 0.12395 0.96548 76.644 76.644 4.93E-21 59.4 1637900

55243 YVISIDDNCLPAK Unmodified _YVISIDDNCLPAK_ B4FX25_MAIZE 2 754.37669 1506.7388 0.85197 0.099682 0.94444 77.045 77.045 2.50E-15 54.47 538060

55244 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.153 0.1885 1.3387 126.97 126.97 9.02E-03 28.35 10156000

55245 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.1738 0.24008 1.4109 127.79 127.79 9.02E-03 26.71 448540

55246 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.1853 0.19799 1.3803 128.28 128.28 1.05E-02 20.59 416880

55247 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 3 657.06393 1968.17 0.54637 0.03235 0.57564 128.37 128.37 2.20E-01 6.79 154840

55248 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.2274 0.24797 1.4727 129.16 129.16 5.17E-01 9.49 95918

55249 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.2411 0.17851 1.4166 129.06 129.06 3.69E-03 30.42 1080800

55250 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.2426 -0.3698 0.87005 129.96 129.96 1.05E-02 10.17 282930

55251 YVITIAPFVPPIVVEIAK Unmodified _YVITIAPFVPPIVVEIAK_ B4FQP4_MAIZE 2 985.09226 1968.17 1.2811 0.14122 1.42 129.59 129.59 8.21E-01 4.8 54890

55252 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.40522 -0.12377 0.27667 74.274 74.274 1.13E-04 43.89 685380

55253 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.33223 0.15881 0.4873 76.013 76.013 5.29E-01 4.97 64116

55254 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.36588 -0.094523 0.26682 74.717 74.717 4.32E-02 34.34 504770

55255 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.39359 -0.27764 0.11191 75.291 75.291 8.72E-04 38.78 894560

55256 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.40884 0.034283 0.43776 74.916 74.916 4.55E-03 47.84 956740

55257 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.38451 -0.20705 0.17395 74.79 74.79 1.90E-03 41.6 844380

55258 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.44589 0.27793 0.71795 75.254 75.254 5.29E-01 14.67 747150

55259 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.32736 0.062471 0.3844 75.173 75.173 1.21E-01 26.08 1837000

55260 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 3 630.3085 1887.9037 0.20519 -0.14448 0.055799 74.759 74.759 1.27E-15 44.81 31558000

55261 YVLDTSVLPHEPESMR Oxidation (M) _YVLDTSVLPHEPESM(ox)R_ B4G080_MAIZE 2 944.95911 1887.9037 1.0513 -0.030598 1.0159 74.74 74.74 1.09E-40 40.39 4504900

55262 YVLDTSVLPHEPESMR Unmodified _YVLDTSVLPHEPESMR_ B4G080_MAIZE 3 624.97686 1871.9087 0.39819 0.21979 0.61123 80.65 80.65 4.32E-02 8.32 679000

55263 YVLDTSVLPHEPESMR Unmodified _YVLDTSVLPHEPESMR_ B4G080_MAIZE 3 624.97686 1871.9087 0.21212 0.22286 0.42853 80.255 80.255 9.16E-07 43.43 10994000

55264 YVLDTSVLPHEPESMR Unmodified _YVLDTSVLPHEPESMR_ B4G080_MAIZE 2 936.96165 1871.9087 0.99665 5.0821 6.0667 80.196 80.196 1.02E-04 34.73 4600700

55265 YVLLPQDGVDIDILHDATR Unmodified _YVLLPQDGVDIDILHDATR_ B6UER1_MAIZE 3 718.37942 2152.1164 0.694 -0.22579 0.47155 104.88 104.88 7.51E-03 9.57 839490

55266 YVLLPQDGVDIDILHDATR Unmodified _YVLLPQDGVDIDILHDATR_ B6UER1_MAIZE 3 718.37942 2152.1164 0.72006 -0.090616 0.63348 123.69 123.69 1.10E-01 16.73 53595

55267 YVLLPQDGVDVDILHDATR Unmodified _YVLLPQDGVDVDILHDATR_ B6UI47_MAIZE 3 713.70754 2138.1008 0.75166 -0.022335 0.73707 119.36 119.36 1.10E-01 15.65 16919

55268 YVLNDSTNIK Unmodified _YVLNDSTNIK_ B4FHF0_MAIZE 2 583.80623 1165.5979 0.24088 0.10281 0.32777 54.987 54.987 7.11E-01 9.15 379530

55269 YVLNDSTNIK Unmodified _YVLNDSTNIK_ B4FHF0_MAIZE 2 583.80623 1165.5979 0.10813 -0.006148 0.085342 56.238 56.238 1.84E-04 35.91 2418500

55270 YVLPSEDHTVQK Unmodified _YVLPSEDHTVQK_ B6UCF6_MAIZE 3 472.57702 1414.7092 -0.045819 0.18358 0.13649 48.415 48.415 7.68E-01 6.56 2618000

55271 YVLPSEDHTVQK Unmodified _YVLPSEDHTVQK_ B6UCF6_MAIZE 3 472.57702 1414.7092 -0.16083 -0.075096 -0.23748 48.415 48.415 2.46E-02 15.73 1435100

55272 YVLPSEDHTVQK Unmodified _YVLPSEDHTVQK_ B6UCF6_MAIZE 3 472.57702 1414.7092 -0.048489 -0.22808 -0.2772 50.711 50.711 4.50E-01 8.58 1354900

55273 YVLPSEDHTVQK Unmodified _YVLPSEDHTVQK_ B6UCF6_MAIZE 3 472.57702 1414.7092 -0.081964 0.1164 0.032765 49.969 49.969 7.68E-01 6.61 1700000

55274 YVLYNVYGNLFEVSSK Unmodified _YVLYNVYGNLFEVSSK_ B6T484_MAIZE 2 947.98291 1893.9513 1.1298 -1.2644 -0.14255 108.82 108.82 1.02E-04 24.04 101570

55275 YVLYQDER Unmodified _YVLYQDER_ B4FTN5_MAIZE 2 543.26674 1084.5189 -0.075711 -0.32388 -0.41719 54.979 54.979 1.90E-02 42.04 6194000
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55276 YVMEDLHK Oxidation (M) _YVM(ox)EDLHK_ B4FWX5_MAIZE 3 350.83567 1049.4852 1.0017 -0.071395 0.91595 34.665 34.665 2.69E-02 28.31 284830

55277 YVMEDLHK Oxidation (M) _YVM(ox)EDLHK_ B4FWX5_MAIZE 2 525.74987 1049.4852 0.0022758 -0.41251 -0.42284 34.634 34.634 1.33E-01 20.02 206690

55278 YVMEDLHK Oxidation (M) _YVM(ox)EDLHK_ B4FWX5_MAIZE 3 350.83567 1049.4852 1.1719 -0.3065 0.85101 34.666 34.666 5.41E-01 18.58 121710

55279 YVMEDLHK Oxidation (M) _YVM(ox)EDLHK_ B4FWX5_MAIZE 2 525.74987 1049.4852 0.080144 -0.51041 -0.44281 34.718 34.718 1.65E-01 19.16 110570

55280 YVMEDLHK Unmodified _YVMEDLHK_ B4FWX5_MAIZE 2 517.75241 1033.4903 -0.11562 0.14711 0.01414 49.125 49.125 1.00E+00 2.28 1523500

55281 YVMEDLHK Unmodified _YVMEDLHK_ B4FWX5_MAIZE 2 517.75241 1033.4903 -0.077848 -0.004788 -0.099823 48.712 48.712 1.65E-01 14.93 1169900

55282 YVNIDDCWAEPQR Unmodified _YVNIDDCWAEPQR_ B4F9X0_MAIZE 2 833.36993 1664.7253 1.0379 0.11139 1.1456 75.491 75.491 4.77E-34 79.08 1302100

55283 YVNTYR Unmodified _YVNTYR_ B6T4E7_MAIZE 2 408.20595 814.39735 0.42557 -0.047281 0.36207 30.103 30.103 5.26E-01 25.75 178180

55284 YVNVPLPVAR Unmodified _YVNVPLPVAR_ B4FUI0_MAIZE 2 564.33222 1126.6499 0.012899 0.38205 0.38784 72.106 72.106 1.25E-02 19.85 6501300

55285 YVQSLHQAVQPKPDSTK Unmodified _YVQSLHQAVQPKPDSTK_ B6TD33_MAIZE 3 642.67417 1925.0007 0.44162 -0.30509 0.13432 41.947 41.947 4.63E-11 34.25 788010

55286 YVQYLCK Unmodified _YVQYLCK_ B6SVU1_MAIZE 2 487.24422 972.47388 -0.12254 0.29391 0.16268 48.422 48.422 8.04E-02 23.45 384100

55287 YVQYLCK Unmodified _YVQYLCK_ B6SVU1_MAIZE 2 487.24422 972.47388 -0.1452 -0.017004 -0.16951 50.913 50.913 1.86E-01 20.51 1369100

55288 YVSELWR Unmodified _YVSELWR_ B4FMB3_MAIZE 2 476.74798 951.48142 -0.049238 0.3294 0.26201 65.372 65.372 8.04E-02 24.79 7174800

55289 YVSELWR Unmodified _YVSELWR_ B4FMB3_MAIZE 2 476.74798 951.48142 -0.11281 0.9335 0.80101 66.091 66.091 7.83E-01 8.2 275140

55290 YVSELWR Unmodified _YVSELWR_ B4FMB3_MAIZE 2 476.74798 951.48142 -5.55E-05 0.72023 0.70107 67.204 67.204 7.83E-01 12.37 158330

55291 YVSELWR Unmodified _YVSELWR_ B4FMB3_MAIZE 2 476.74798 951.48142 -0.027663 -0.10291 -0.14905 65.814 65.814 7.83E-01 15.41 308330

55292 YVSGADLVNQK Unmodified _YVSGADLVNQK_ B4FDF2_MAIZE 2 597.31168 1192.6088 0.30784 0.85748 1.1574 53.31 53.31 3.57E-04 44.7 303070

55293 YVSGADLVNQK Unmodified _YVSGADLVNQK_ B4FDF2_MAIZE 2 597.31168 1192.6088 0.33949 1.1498 1.4813 54.019 54.019 1.67E-02 29.51 519880

55294 YVSGVATALLGSGEFNVAEYK Unmodified _YVSGVATALLGSGEFNVAEYK_ B6SUB0_MAIZE 2 1088.0521 2174.0895 1.2433 0.13014 1.368 106.14 106.14 7.17E-26 75.78 238940

55295 YVSNLER Unmodified _YVSNLER_ SUS1_MAIZE B6 2 440.72979 879.44503 0.086461 0.2593 0.31788 36.304 36.304 1.86E-01 28.79 1724900

55296 YVSNLER Unmodified _YVSNLER_ SUS1_MAIZE B6 2 440.72979 879.44503 -0.075609 0.396 0.29059 35.411 35.411 8.04E-02 37.31 1970400

55297 YVSNLER Unmodified _YVSNLER_ SUS1_MAIZE B6 2 440.72979 879.44503 -0.004931 0.32313 0.2898 37.366 37.366 4.49E-02 37.41 2506000

55298 YVTEDNKTESSFYK Unmodified _YVTEDNKTESSFYK_ B6U0T2_MAIZE 3 570.93343 1709.7784 0.11278 0.01192 0.11304 49.558 49.558 1.10E-02 30.62 1579200

55299 YVTQANSYVAR Unmodified _YVTQANSYVAR_ B4FMK7_MAIZE 2 636.32258 1270.6306 0.40924 -0.021283 0.37584 46.468 46.468 4.96E-02 20.54 688300

55300 YVTVGAYCLLR Unmodified _YVTVGAYCLLR_ B6TMG9_MAIZE 2 657.84737 1313.6802 0.50527 1.0182 1.5237 82.963 82.963 4.96E-02 35.01 635450

55301 YVVDIDK Unmodified _YVVDIDK_ B4FSF1_MAIZE 2 426.22909 850.44363 0.078353 1.3877 1.4619 52.935 52.935 1.00E+00 4.02 24491

55302 YVVDIDK Unmodified _YVVDIDK_ B4FSF1_MAIZE 2 426.22909 850.44363 0.024178 0.62045 0.64332 52.695 52.695 7.83E-01 13.84 472860

55303 YVVDIDK Unmodified _YVVDIDK_ B4FSF1_MAIZE 2 426.22909 850.44363 0.14917 0.7598 0.90556 54.176 54.176 1.86E-01 12.43 836850

55304 YVVDIDK Unmodified _YVVDIDK_ B4FSF1_MAIZE 2 426.22909 850.44363 -0.057547 0.163 0.10427 56.083 56.083 4.46E-01 17.33 540480

55305 YVVLAAAK Unmodified _YVVLAAAK_ B6TMJ8_MAIZE 2 417.75782 833.50109 0.23276 0.090609 0.29668 47.501 47.501 1.65E-01 18.11 1684800

55306 YVVLAAAK Unmodified _YVVLAAAK_ B6TMJ8_MAIZE 2 417.75782 833.50109 0.15163 0.012981 0.13722 50.399 50.399 2.92E-02 27.94 5292300

55307 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 2 1020.5744 2039.1343 1.1738 0.29931 1.4539 126.86 126.86 4.22E-59 91.07 3154600

55308 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 3 680.71871 2039.1343 0.60457 0.22918 0.81453 127.39 127.39 1.40E-03 37.99 284510

55309 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 2 1020.5744 2039.1343 1.2069 0.12767 1.3156 127.37 127.37 4.07E-45 75.46 203240
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55310 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 3 680.71871 2039.1343 0.6082 0.064266 0.65236 127.97 127.97 2.75E-01 21.75 146120

55311 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 2 1020.5744 2039.1343 1.2099 0.47964 1.6698 127.94 127.94 1.43E-21 52.54 103340

55312 YVYQPIEGLYLLLITNK Unmodified _YVYQPIEGLYLLLITNK_ B4G0V4_MAIZE 2 1020.5744 2039.1343 1.2347 0.10439 1.3196 130.02 130.02 5.62E-03 27.02 228800

55313 YWDWELSNETQPIWLR Unmodified _YWDWELSNETQPIWLR_ B6UCZ5_MAIZE 2 1068.5129 2135.0112 1.2047 0.37593 1.5685 119.3 119.3 2.01E-03 11.64 162880

55314 YWDWELSNETQPIWLR Unmodified _YWDWELSNETQPIWLR_ B6UCZ5_MAIZE 2 1068.5129 2135.0112 1.1911 0.32053 1.4995 119.47 119.47 1.48E-07 32.18 460350

55315 YWFPVAK Unmodified _YWFPVAK_ B4FNL7_MAIZE 2 455.74471 909.47487 0.012052 1.5188 1.5202 77.7 77.7 4.46E-01 19.26 563540

55316 YWFPVAK Unmodified _YWFPVAK_ B4FNL7_MAIZE 2 455.74471 909.47487 -0.064267 0.40849 0.33662 77.463 77.463 1.86E-01 15.28 967880

55317 YWFPVAK Unmodified _YWFPVAK_ B4FNL7_MAIZE 2 455.74471 909.47487 -0.0027552 0.4663 0.45541 77.772 77.772 4.46E-01 15.92 1618200

55318 YWIVSLPVQSPGATATSLWSR Unmodified _YWIVSLPVQSPGATATSLWSR_ B4G0U0_MAIZE 2 1160.1102 2318.2059 1.2286 0.030857 1.2596 119.07 119.07 8.95E-08 75.55 326830

55319 YWLCAATQDSVK Unmodified _YWLCAATQDSVK_ B4FKM1_MAIZE 2 721.34265 1440.6707 0.70594 -0.41816 0.28801 71.265 71.265 7.02E-22 73.45 5823500

55320 YWLCAATQDSVK Unmodified _YWLCAATQDSVK_ B4FKM1_MAIZE 2 721.34265 1440.6707 0.7109 -0.27141 0.44011 71.865 71.865 2.97E-31 79.57 1314900

55321 YWLCAATQDSVK Unmodified _YWLCAATQDSVK_ B4FKM1_MAIZE 2 721.34265 1440.6707 0.6971 -0.47716 0.22014 72.652 72.652 2.05E-12 57.62 967370

55322 YWLCAATQDSVK Unmodified _YWLCAATQDSVK_ B4FKM1_MAIZE 2 721.34265 1440.6707 0.68972 -0.55019 0.13993 72.218 72.218 1.68E-09 38.76 1030800

55323 YWLCAATQDSVK Unmodified _YWLCAATQDSVK_ B4FKM1_MAIZE 2 721.34265 1440.6707 0.69129 -0.76543 -0.073612 72.27 72.27 1.68E-09 35.86 529790

55324 YWNDPDTLQK Unmodified _YWNDPDTLQK_ B4G137_MAIZE 2 640.30131 1278.5881 0.40455 0.16483 0.56184 60.365 60.365 4.40E-05 40.58 1031600

55325 YWNDPDTLQK Unmodified _YWNDPDTLQK_ B4G137_MAIZE 2 640.30131 1278.5881 0.35656 0.32356 0.67267 60.855 60.855 1.84E-04 44.54 6439200

55326 YWNDPEVLQK Unmodified _YWNDPEVLQK_ B6TNC0_MAIZE 2 646.3195 1290.6245 -0.54625 68.413 68.413 6.21E-02 19.91

55327 YWTEAFAK Unmodified _YWTEAFAK_ B6TNG3_MAIZE 2 508.24782 1014.4811 -0.13139 0.60252 0.45162 70.517 70.517 1.65E-01 16.76 360010

55328 YWTHPK Unmodified _YWTHPK_ B6TE04_MAIZE 2 416.21104 830.40752 0.18793 -0.46899 -0.29071 30.629 30.629 5.26E-01 15.06 47565

55329 YYAGGGDGGGAGLLQYHK Unmodified _YYAGGGDGGGAGLLQYHK_ B6TP05_MAIZE 3 595.28479 1782.8325 0.1361 0.073374 0.21119 63.313 63.313 1.06E-02 25.73 135860

55330 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.055781 0.3878 0.3112 52.498 52.498 3.77E-01 11.25 3191300

55331 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.19682 0.5037 0.28464 52.72 52.72 3.77E-01 14.69 642880

55332 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.051781 0.48875 0.41507 54.885 54.885 1.65E-01 10.46 1691700

55333 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.072697 0.50164 0.40789 54.218 54.218 7.88E-01 6.31 979440

55334 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.12961 0.17632 0.026194 54.864 54.864 7.88E-01 5.57 1267100

55335 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.12742 -0.072863 -0.21994 54.629 54.629 1.90E-02 25.1 17394000

55336 YYAGWADK Unmodified _YYAGWADK_ Q43274_MAIZE 2 487.22434 972.43413 -0.087893 -0.38465 -0.49154 55.236 55.236 3.77E-01 10.59 726520

55337 YYAIFDEK Unmodified _YYAIFDEK_ B6TGL5_MAIZE 2 524.75293 1047.4913 0.0053926 0.18099 0.16143 70.505 70.505 1.65E-01 17.3 937880

55338 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.70447 -0.20411 0.50523 52.839 52.839 2.05E-12 43.12 16763000

55339 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.12086 -0.13104 -0.24744 52.851 52.851 8.76E-11 57.59 38758000

55340 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.23776 -0.17244 -0.40465 54.713 54.713 8.36E-03 29.86 332240

55341 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.74508 -0.21243 0.53796 54.689 54.689 1.11E-04 37.97 31861

55342 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.18388 -0.12255 -0.30168 53.327 53.327 4.69E-06 45.86 13652000

55343 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.75594 -0.077049 0.68331 53.322 53.322 1.68E-09 49.44 3575800
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55344 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.092944 0.065515 -0.022607 55.244 55.244 1.37E-08 53.44 11762000

55345 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.71364 0.040699 0.7593 55.245 55.245 1.68E-09 42.76 3294100

55346 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.089289 0.007854 -0.078181 54.546 54.546 3.25E-03 38.85 6697500

55347 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.73443 -0.024545 0.7145 54.544 54.544 1.68E-09 38.67 1326300

55348 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.13142 0.36478 0.23696 55.225 55.225 8.76E-11 43.89 2767900

55349 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.74073 -1.109 -0.36244 55.222 55.222 2.62E-07 49.74 622510

55350 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 2 726.34044 1450.6663 0.71367 -0.18848 0.52973 54.967 54.967 1.68E-09 40.63 5530800

55351 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.11435 0.044515 -0.066574 54.964 54.964 1.37E-08 54.03 18676000

55352 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.098888 -0.21112 -0.30541 55.636 55.636 4.69E-06 39.25 1221900

55353 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.078881 0.022151 -0.051629 53.717 53.717 4.69E-06 49.7 1589600

55354 YYCTVIDAPGHR Unmodified _YYCTVIDAPGHR_ B6TWN7_MAIZE 3 484.56272 1450.6663 -0.19304 0.13737 -0.050931 56.728 56.728 1.79E-02 23.26 668290

55355 YYDDPENAEFLESLK Unmodified _YYDDPENAEFLESLK_ B6T6P7_MAIZE 2 916.91489 1831.8152 1.1586 -0.00653 1.13 92.847 92.847 1.04E-33 74.44 667090

55356 YYDDPENEEFLESLK Unmodified _YYDDPENEEFLESLK_ B6THK8_MAIZE 2 945.91763 1889.8207 1.2027 0.12811 1.3078 92.578 92.578 8.98E-47 61.8 572670

55357 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.59311 -0.36747 0.20961 72.674 72.674 9.53E-03 25.82 3762600

55358 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 2 575.3062 1148.5978 0.15913 0.25068 0.39145 72.704 72.704 3.13E-03 44.51 2253800

55359 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.47841 0.5652 1.0262 74.82 74.82 9.63E-01 11.28 15736

55360 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.46976 -0.10387 0.34846 73.344 73.344 9.39E-03 24.69 1170200

55361 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.57462 -0.24842 0.30782 73.973 73.973 3.30E-03 31.56 1346800

55362 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 2 575.3062 1148.5978 0.18468 0.35231 0.51807 73.962 73.962 3.89E-04 50.87 564010

55363 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.54129 -0.17145 0.35191 73.599 73.599 9.39E-03 29.92 1101300

55364 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 2 575.3062 1148.5978 0.20716 0.28999 0.4792 73.559 73.559 1.12E-01 20.66 422280

55365 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.5341 -0.025359 0.49191 73.603 73.603 3.30E-03 32.5 378110

55366 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 3 383.87322 1148.5978 0.55798 0.3224 0.8621 73.854 73.854 3.30E-03 31.3 2534300

55367 YYDLGILHR Unmodified _YYDLGILHR_ B4G249_MAIZE 2 575.3062 1148.5978 0.21289 1.0415 1.2349 73.995 73.995 3.21E-03 50.98 869040

55368 YYDPNPYPAPAAYANTGGGTR Unmodified _YYDPNPYPAPAAYANTGGGTR_ B4F9K2_MAIZE 2 1108.5058 2214.997 1.2168 0.1438 1.3501 70.056 70.056 4.46E-39 82.21 1132900

55369 YYEAGAR Unmodified _YYEAGAR_ B4FAL9_MAIZE 2 415.19559 828.37662 0.3446 0.5171 0.82387 27.716 27.716 8.04E-02 21.44 97302

55370 YYEAGAR Unmodified _YYEAGAR_ B4FAL9_MAIZE 2 415.19559 828.37662 0.28394 0.40854 0.65328 28.915 28.915 4.46E-01 21.3 126510

55371 YYEAGAR Unmodified _YYEAGAR_ B4FAL9_MAIZE 2 415.19559 828.37662 0.28729 0.32217 0.57118 28.31 28.31 1.86E-01 25.62 242410

55372 YYEAGAR Unmodified _YYEAGAR_ B4FAL9_MAIZE 2 415.19559 828.37662 0.26337 0.63514 0.8595 28.681 28.681 1.86E-01 33.33 104020

55373 YYEAGAR Unmodified _YYEAGAR_ B4FAL9_MAIZE 2 415.19559 828.37662 0.19464 -0.33394 -0.17552 29.467 29.467 4.49E-02 37.34 2412400

55374 YYEFLDYYR Unmodified _YYEFLDYYR_ B6THH6_MAIZE 2 666.30078 1330.587 0.54808 0.3156 0.8412 92.903 92.903 1.01E-02 24.85 1036400

55375 YYEILGVPK Unmodified _YYEILGVPK_ O65160_MAIZE 2 541.30005 1080.5855 0.068221 0.097801 0.1451 74.987 74.987 9.73E-03 44.55 609350

55376 YYEILGVPK Unmodified _YYEILGVPK_ O65160_MAIZE 2 541.30005 1080.5855 0.056206 0.11237 0.14817 76.199 76.199 1.00E+00 6.7 428230

55377 YYEILGVPK Unmodified _YYEILGVPK_ O65160_MAIZE 2 541.30005 1080.5855 0.1224 0.22768 0.33018 75.853 75.853 7.18E-01 1.34 359200
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55378 YYEILGVPK Unmodified _YYEILGVPK_ O65160_MAIZE 2 541.30005 1080.5855 0.018243 0.032239 0.030665 76.076 76.076 3.13E-03 49.63 3417600

55379 YYELYMR Oxidation (M) _YYELYM(ox)R_ B6U2K5_MAIZE 2 527.23914 1052.4637 0.034017 -0.14717 -0.14601 58.293 58.293 4.46E-01 14.45 319620

55380 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.098456 0.19511 0.073748 88.982 88.982 1.00E+00 6.54 27955

55381 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.10733 0.27062 0.13984 87.609 87.609 1.65E-01 22.85 360800

55382 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.0233 0.19383 0.14755 87.634 87.634 1.00E+00 11.03 1058700

55383 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.075607 0.46403 0.36474 87.318 87.318 3.48E-02 30.33 1537000

55384 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.086349 0.34502 0.23499 87.84 87.84 1.90E-02 34.77 7180400

55385 YYFDLIAK Unmodified _YYFDLIAK_ B4FHG3_MAIZE 2 516.77367 1031.5328 -0.13701 -0.057707 -0.21746 88.737 88.737 3.77E-01 13.94 180010

55386 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.1574 -0.20028 0.94895 110.46 110.46 5.87E-44 114.04 3473500

55387 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.1547 -0.045811 1.1009 110.97 110.97 1.42E-33 124.57 1444800

55388 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.1372 -0.20852 0.92041 111.13 111.13 4.21E-20 75.38 3207400

55389 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.1099 -0.10682 0.99528 111.1 111.1 1.34E-51 127.23 2336600

55390 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.2269 -0.095457 1.124 110.69 110.69 1.82E-38 75.9 1140400

55391 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.1387 -0.4329 0.69855 111.33 111.33 5.87E-44 96.8 10816000

55392 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.2362 -0.11275 1.1153 110.8 110.8 4.21E-20 113.8 294320

55393 YYGGNDVIDEIENLCR Unmodified _YYGGNDVIDEIENLCR_ B4FBF4_MAIZE 2 965.43599 1928.8574 1.2065 0.28488 1.4837 111.41 111.41 5.87E-44 113.9 433260

55394 YYGVNDPVALK Unmodified _YYGVNDPVALK_ B6U0G4_MAIZE 2 619.82442 1237.6343 0.36067 0.15494 0.50606 69.265 69.265 1.67E-02 31.96 256010

55395 YYHFVR Unmodified _YYHFVR_ B4FQM2_MAIZE 2 442.72431 883.43407 0.07688 0.18357 0.25382 44.228 44.228 9.46E-01 12.17 985570

55396 YYHFVR Unmodified _YYHFVR_ B4FQM2_MAIZE 2 442.72431 883.43407 0.045897 0.3951 0.43384 46.805 46.805 5.26E-01 10.53 933210

55397 YYHFVR Unmodified _YYHFVR_ B4FQM2_MAIZE 2 442.72431 883.43407 -0.072949 0.36967 0.289 46.818 46.818 2.64E-01 19.69 5140500

55398 YYILPDSLNLETLLVEETPR Unmodified _YYILPDSLNLETLLVEETPR_ B6TXH2_MAIZE 2 1189.6281 2377.2417 1.1269 0.074666 1.184 124.91 124.91 2.77E-53 110.3 1454800

55399 YYLGLSNFTTGK Unmodified _YYLGLSNFTTGK_ B4FPT6_MAIZE 2 682.34826 1362.682 0.51269 -0.22126 0.28676 87.37 87.37 1.11E-04 41.76 426120

55400 YYQDAIASK Unmodified _YYQDAIASK_ B6T7X0_MAIZE 2 529.76129 1057.508 0.014528 -0.38116 -0.39367 42.828 42.828 9.73E-03 31.37 859890

55401 YYQDAIASK Unmodified _YYQDAIASK_ B6T7X0_MAIZE 2 529.76129 1057.508 -0.10003 0.18714 0.057903 46.344 46.344 9.73E-03 40.53 538370

55402 YYSDDWPTLSAK Unmodified _YYSDDWPTLSAK_ B6T9P5_MAIZE 2 723.33281 1444.6511 0.70695 0.097454 0.7945 79.792 79.792 1.98E-03 22.88 368300

55403 YYSDIAGPEYAQK Unmodified _YYSDIAGPEYAQK_ B4FTJ6_MAIZE 2 752.85136 1503.6882 0.83859 0.009745 0.8261 59.329 59.329 1.56E-17 57.64 1492800

55404 YYSLAEFDR Unmodified _YYSLAEFDR_ B6SHU5_MAIZE 2 582.27202 1162.5295 0.2107 0.60172 0.78965 76.537 76.537 9.73E-03 41.23 556150

55405 YYSLAEFDR Unmodified _YYSLAEFDR_ B6SHU5_MAIZE 2 582.27202 1162.5295 0.19818 0.3213 0.49812 76.381 76.381 1.12E-01 15.99 432530

55406 YYSLPALSDPR Unmodified _YYSLPALSDPR_ B6SZD6_MAIZE 2 641.32733 1280.6401 0.41247 0.33756 0.72832 77.964 77.964 5.66E-08 45.91 2685200

55407 YYSLPALSDPR Unmodified _YYSLPALSDPR_ B6SZD6_MAIZE 2 641.32733 1280.6401 0.38615 0.19295 0.55771 78.421 78.421 5.66E-08 45.48 1621800

55408 YYSLPALSDPR Unmodified _YYSLPALSDPR_ B6SZD6_MAIZE 2 641.32733 1280.6401 0.39497 0.019481 0.39409 78.978 78.978 5.66E-08 45.02 3576200

55409 YYSLPALSDPR Unmodified _YYSLPALSDPR_ B6SZD6_MAIZE 2 641.32733 1280.6401 0.35135 0.00216 0.33242 78.587 78.587 6.35E-09 53.26 12171000

55410 YYTECFGMK Unmodified _YYTECFGMK_ B6TPH0_MAIZE 2 599.74901 1197.4835 0.25381 0.46142 0.71045 63.217 63.217 3.32E-02 24.55 2190600

55411 YYTECFGMK Unmodified _YYTECFGMK_ B6TPH0_MAIZE 2 599.74901 1197.4835 0.2846 0.002698 0.28453 64.81 64.81 3.32E-02 19.91 631640
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55412 YYTECFGMK Unmodified _YYTECFGMK_ B6TPH0_MAIZE 2 599.74901 1197.4835 0.20337 -0.1523 0.047412 64.998 64.998 1.12E-01 14.56 14017000

55413 YYTECFGMK Oxidation (M) _YYTECFGM(ox)K_ B6TPH0_MAIZE 2 607.74647 1213.4784 0.22805 -0.39389 -0.16472 55.243 55.243 2.13E-03 45.21 12102000

55414 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.29359 0.095333 0.39328 85.238 85.238 3.43E-01 7.7 968420

55415 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.23015 0.03798 0.27286 87.462 87.462 7.11E-01 13.84 37617

55416 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.24063 0.26797 0.51231 85.865 85.865 1.84E-04 40.74 389950

55417 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.28679 0.35417 0.64539 86.216 86.216 1.25E-02 31.78 710270

55418 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.29661 0.38034 0.68143 85.915 85.915 7.11E-01 8.51 740550

55419 YYTVLFGVSR Unmodified _YYTVLFGVSR_ B4FIC0_MAIZE 2 602.82168 1203.6288 0.25882 1.7922 2.0531 87.21 87.21 1.25E-02 29.67 130470

55420 YYVDLLNR Unmodified _YYVDLLNR_ B4FCI9_MAIZE 2 528.27965 1054.5447 -0.0074193 0.068982 0.041086 77.614 77.614 2.92E-02 21.72 1438900

55421 YYVDLLNR Unmodified _YYVDLLNR_ B4FCI9_MAIZE 2 528.27965 1054.5447 -0.085422 0.36995 0.26235 77.507 77.507 1.90E-02 20.87 2641400

55422 YYVGLTNNLGLFK Unmodified _YYVGLTNNLGLFK_ Q6RFK3_MAIZE 2 751.40611 1500.7977 0.86197 0.2016 1.0543 98.487 98.487 1.00E-11 69.54 725020

55423 YYVGLTNNLGLFK Unmodified _YYVGLTNNLGLFK_ Q6RFK3_MAIZE 2 751.40611 1500.7977 0.83565 -0.069013 0.7583 99.138 99.138 2.50E-15 66.56 1222000

55424 YYVGLTNNLGLFK Unmodified _YYVGLTNNLGLFK_ Q6RFK3_MAIZE 2 751.40611 1500.7977 0.82315 0.009722 0.82419 99.071 99.071 1.56E-17 81.97 2498300

55425 YYVGLTNNLGLFK Unmodified _YYVGLTNNLGLFK_ Q6RFK3_MAIZE 2 751.40611 1500.7977 0.78793 -0.44264 0.33714 98.773 98.773 1.56E-17 56.64 7424100

55426 YYVGLTNNLGLFK Unmodified _YYVGLTNNLGLFK_ Q6RFK3_MAIZE 2 751.40611 1500.7977 0.79893 -0.10021 0.69005 99.177 99.177 1.56E-17 73.1 9293000

55427 YYYFIR Unmodified _YYYFIR_ B6SGB6_MAIZE 2 462.73435 923.45414 -0.20372 0.36789 0.13861 72.387 72.387 5.26E-01 15.79 1440400

55428 YYYFIR Unmodified _YYYFIR_ B6SGB6_MAIZE 2 462.73435 923.45414 -0.064634 0.18295 0.092217 73.076 73.076 2.64E-01 24.89 1750400

55429 YYYFIR Unmodified _YYYFIR_ B6SGB6_MAIZE 2 462.73435 923.45414 -0.19891 -0.22506 -0.44857 72.746 72.746 9.46E-01 10.29 2056200



Table S2: Protein groups represented by at least two distinct peptides. 
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B4F810_MAIZE Putative uncharacterized protein 2 2 6.4 38.191 346 7.38E-11 2376100 

B4F899_MAIZE Putative uncharacterized protein 2 2 6.8 34.305 311 2.50E-22 1085200 

B4F8Y4_MAIZE Putative uncharacterized protein 2 2 4.4 73.374 639 4.24E-04 1522300 

B4F9F8_MAIZE Putative uncharacterized protein 2 2 8.2 57.176 522 1.36E-08 744610 

B4F9G5_MAIZE Putative uncharacterized protein 2 1 5.9 52.504 472 9.54E-09 1718900 

B4F9Y2_MAIZE Putative uncharacterized protein 2 2 3.4 64.613 614 3.76E-05 561620 

B4FA29_MAIZE Putative uncharacterized protein 2 1 22.8 21.913 197 4.95E-15 836840 

B4FAH3_MAIZE Putative uncharacterized protein 2 2 9 36.06 324 3.75E-28 1046900 

B4FAZ3_MAIZE Putative uncharacterized protein 2 2 5.9 38.965 357 6.46E-06 1728300 

B4FC48_MAIZE Putative uncharacterized protein 2 2 14.3 16.712 154 1.87E-02 818930 

B4FCA3_MAIZE Putative uncharacterized protein 2 2 10 23.913 221 2.54E-10 1583400 

B4FCI3_MAIZE Putative uncharacterized protein 2 2 3.4 35.169 321 6.46E-03 128060 

B4FCK7_MAIZE Putative uncharacterized protein 2 2 6.9 32.538 290 1.16E-08 1029500 

B4FCM3_MAIZE Putative uncharacterized protein 2 2 9.3 33.815 322 7.16E-34 1918500 

B4FCR0_MAIZE Putative uncharacterized protein 2 2 33.9 6.3395 56 1.12E-02 304010 

B4FCV7_MAIZE Putative uncharacterized protein 2 1 16.8 29.196 268 2.93E-12 340420 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B4FD27_MAIZE Putative uncharacterized protein 2 2 28.9 10.674 97 1.63E-50 1252200 

B4FE54_MAIZE Putative uncharacterized protein 2 1 32.4 8.2074 74 8.40E-04 290630 

B4FFK7_MAIZE Putative uncharacterized protein 2 2 11.5 18.701 165 7.40E-05 727970 

B4FG35_MAIZE Putative uncharacterized protein 2 2 9.3 40.116 367 3.89E-26 2476700 

B4FH62_MAIZE Putative uncharacterized protein 2 1 6.4 31.822 298 2.54E-03 451580 

B4FJP3_MAIZE Putative uncharacterized protein 2 1 21.5 9.0806 79 2.98E-08 656380 

B4FK69_MAIZE Putative uncharacterized protein 2 2 21.4 14.44 131 5.10E-04 882310 

B4FK75_MAIZE Putative uncharacterized protein 2 2 12.7 39.57 355 5.00E-04 1515800 

B4FL42_MAIZE Putative uncharacterized protein 2 2 7.7 59.325 504 3.51E-14 808780 

B4FL89_MAIZE Putative uncharacterized protein 2 2 8.1 40.478 360 3.08E-39 604100 

B4FLQ3_MAIZE Putative uncharacterized protein 2 1 6.2 34.558 304 1.94E-02 551630 

B4FM74_MAIZE Putative uncharacterized protein 2 2 5.4 38.105 334 2.85E-02 324090 

B4FNA2_MAIZE Putative uncharacterized protein 2 2 4.8 47.23 442 2.78E-03 665030 

B4FNT2_MAIZE Putative uncharacterized protein 2 2 16.6 18.895 169 7.31E-03 3559000 

B4FR35_MAIZE Putative uncharacterized protein 2 2 7.3 44.191 398 2.39E-24 1868000 

B4FR97_MAIZE Putative uncharacterized protein 2 2 7.1 37.96 365 1.07E-17 1043700 
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B4FRD7_MAIZE Putative uncharacterized protein 2 2 5.4 47.09 459 4.95E-09 1185700 

B4FRN6_MAIZE Putative uncharacterized protein 2 2 8.9 38.74 360 1.56E-12 440830 

B4FSU2_MAIZE Putative uncharacterized protein 2 2 11.3 25.639 231 1.61E-09 402360 

B4FTB0_MAIZE Putative uncharacterized protein 2 2 5.6 53.496 500 1.26E-08 538250 

B4FTK9_MAIZE Putative uncharacterized protein 2 2 14.2 25.604 240 1.80E-30 1245300 

B4FV79_MAIZE Putative uncharacterized protein 2 1 9.9 23.98 213 6.42E-06 2267800 

B4FWX1_MAIZE Putative uncharacterized protein 2 2 14 23.978 214 7.19E-05 499890 

B4FX20_MAIZE Putative uncharacterized protein 2 2 3.8 48.416 451 5.67E-03 945100 

B4FXQ1_MAIZE Putative uncharacterized protein 2 2 4.6 50.027 477 1.10E-14 1411000 

B4FY48_MAIZE Putative uncharacterized protein 2 2 4.3 50.984 445 8.84E-04 1199900 

B4FY92_MAIZE Putative uncharacterized protein 2 1 27.4 9.2835 84 2.59E-14 647240 

B4FYH6_MAIZE Putative uncharacterized protein 2 2 7.8 43.073 383 2.91E-03 840670 

B6SGC5_MAIZE Putative uncharacterized protein 2 2 9.6 26.68 239 3.46E-05 258530 

B6SGD2_MAIZE Putative uncharacterized protein 2 1 20.8 11.661 106 8.72E-08 368600 

B6SGP1_MAIZE Putative uncharacterized protein 2 1 22.4 9.2326 85 4.86E-04 399760 

B6SGZ1_MAIZE Putative uncharacterized protein 2 2 25.3 9.1442 83 4.76E-17 2250100 
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B6SI58_MAIZE utative uncharacterized protein 2 2 25.6 8.7267 78 3.76E-06 435560 

B6SIR6_MAIZE Putative uncharacterized protein 2 2 11.5 14.174 122 1.50E-02 688240 

B6SKS2_MAIZE Putative uncharacterized protein 2 1 9.3 33.939 311 5.56E-53 675920 

B6SLD0_MAIZE Putative uncharacterized protein 2 2 41.3 7.0242 63 6.34E-03 69700 

B6SMG7_MAIZE Putative uncharacterized protein 2 2 15.8 12.558 114 1.31E-03 870720 

B6SMK8_MAIZE Putative uncharacterized protein 2 2 5.3 36.574 338 2.87E-05 2164900 

B6SNX9_MAIZE Putative uncharacterized protein 2 2 9.7 31.547 300 3.28E-18 910970 

B6SPY9_MAIZE Putative uncharacterized protein 2 2 8.5 32.724 293 7.27E-07 337230 

B6SPZ3_MAIZE Putative uncharacterized protein 2 2 23.3 9.6114 90 3.94E-04 85398 

B6SR99_MAIZE Putative uncharacterized protein 2 2 16 14.46 125 1.62E-04 3201200 

B6SRU1_MAIZE Putative uncharacterized protein 2 2 4.3 80.919 715 1.23E-04 1915100 

B6ST18_MAIZE Putative uncharacterized protein 2 2 5.8 69.343 643 1.45E-06 1133700 

B6ST34_MAIZE Putative uncharacterized protein 2 2 3.2 91.129 810 3.83E-11 534240 

B6STN8_MAIZE Putative uncharacterized protein 2 2 3.2 50.359 469 7.43E-03 1303300 

B6SVB8_MAIZE Putative uncharacterized protein 2 2 3.5 66.115 624 8.58E-04 366400 

B6SVK5_MAIZE Putative uncharacterized protein 2 1 3.7 72.162 649 7.54E-10 609460 
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B6SVV8_MAIZE Putative uncharacterized protein 2 1 6.4 33.232 298 9.91E-05 442980 

B6SW05_MAIZE Putative uncharacterized protein 2 2 3.1 78.071 705 2.99E-04 1037000 

B6SWA1_MAIZE Putative uncharacterized protein 2 2 7.6 52.511 484 1.28E-11 1560400 

B6SWE4_MAIZE Putative uncharacterized protein 2 2 5.8 46.361 434 1.88E-27 711090 

B6SXE5_MAIZE Putative uncharacterized protein 2 2 19.6 12.677 112 7.17E-05 101740 

B6SXS5_MAIZE Putative uncharacterized protein 2 2 4 59.883 529 2.41E-03 1283600 

B6SZK3_MAIZE Putative uncharacterized protein 2 1 5.3 39.022 358 4.93E-06 617530 

B6SZL1_MAIZE Putative uncharacterized protein 2 2 11.2 28.231 268 4.66E-11 2404800 

B6T075_MAIZE Putative uncharacterized protein 2 1 16.7 14.44 138 4.28E-03 2215600 

B6T0T9_MAIZE Putative uncharacterized protein 2 1 23.5 14.926 136 1.40E-04 415320 

B6T0Y0_MAIZE Putative uncharacterized protein 2 2 8.5 45.48 402 3.62E-05 1094200 

B6T1M3_MAIZE Putative uncharacterized protein 2 2 21.1 21.145 199 2.31E-02 958230 

B6T271_MAIZE Putative uncharacterized protein 2 2 21.5 14.939 135 5.59E-05 1264200 

B6T2K9_MAIZE Putative uncharacterized protein 2 1 15.1 17.213 159 3.07E-02 602110 

B6T2N1_MAIZE Putative uncharacterized protein 2 2 12.6 15.316 143 6.64E-05 577250 

B6T420_MAIZE Putative uncharacterized protein 2 1 16.5 19.091 170 7.20E-09 912220 
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B6T4E6_MAIZE Putative uncharacterized protein 2 2 11.2 35.637 321 6.67E-08 745210 

B6T4I0_MAIZE utative uncharacterized protein 2 2 16.4 22.978 207 1.34E-19 768940 

B6T4R0_MAIZE Putative uncharacterized protein 2 2 5.2 61.704 594 3.61E-18 721180 

B6T563_MAIZE Putative uncharacterized protein 2 2 4.4 34.066 315 4.14E-02 2278100 

B6T5E0_MAIZE Putative uncharacterized protein 2 2 9.4 23.363 212 6.31E-05 1309200 

B6T672_MAIZE Putative uncharacterized protein 2 1 20.1 17.159 164 1.11E-05 236360 

B6T684_MAIZE Putative uncharacterized protein 2 2 6.6 32.072 290 1.05E-07 8701000 

B6T7E5_MAIZE Putative uncharacterized protein 2 2 6 58.367 531 9.11E-24 781590 

B6T8N8_MAIZE Putative uncharacterized protein 2 1 36.8 7.0231 57 4.47E-06 137480 

B6T9M2_MAIZE Putative uncharacterized protein 2 2 8.3 24.501 218 1.01E-05 3141600 

B6T9V0_MAIZE Putative uncharacterized protein 2 2 16.4 18.643 165 2.37E-03 502320 

B6TAA7_MAIZE Putative uncharacterized protein 2 2 17.5 10.577 97 1.71E-02 281770 

B6TAT1_MAIZE Putative uncharacterized protein 2 1 21.8 14.624 133 6.14E-57 16404000 

B6TB66_MAIZE Putative uncharacterized protein 2 2 5.9 44.34 409 1.57E-05 725390 

B6TBB6_MAIZE Putative uncharacterized protein 2 2 18.5 11.931 108 1.08E-03 61874 

B6TCC9_MAIZE Putative uncharacterized protein 2 2 4.6 53.978 480 1.12E-03 51926 
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B6TCI5_MAIZE Putative uncharacterized protein 2 1 10.5 21.63 200 6.48E-04 278120 

B6TE21_MAIZE Putative uncharacterized protein 2 1 13.2 18.696 182 6.69E-20 13306000 

B6TEZ5_MAIZE Putative uncharacterized protein 2 1 4.2 54.094 473 3.80E-03 357780 

B6TF82_MAIZE Putative uncharacterized protein 2 2 8.8 35.909 352 1.19E-03 3934000 

B6TFF3_MAIZE Putative uncharacterized protein 2 2 10.5 19.175 172 1.02E-04 848710 

B6TFJ5_MAIZE Putative uncharacterized protein 2 1 14.8 20.266 196 3.17E-24 3992300 

B6TFN9_MAIZE Putative uncharacterized protein 2 2 5.2 40.068 362 1.14E-02 995110 

B6TG05_MAIZE Putative uncharacterized protein 2 2 29.1 9.8611 86 1.21E-19 174620 

B6TGR3_MAIZE Putative uncharacterized protein 2 2 42 7.5684 69 2.69E-05 74992 

B6TGS2_MAIZE Putative uncharacterized protein 2 1 15.9 21.262 201 3.97E-12 902830 

B6THV4_MAIZE Putative uncharacterized protein 2 2 4.3 53.509 486 2.76E-03 80931 

B6TIC7_MAIZE Putative uncharacterized protein 2 2 4.8 41.173 377 1.28E-03 1069200 

B6TIF7_MAIZE utative uncharacterized protein 2 2 6.5 51.588 479 8.88E-06 5157400 

B6TIU3_MAIZE Putative uncharacterized protein 2 2 10 23.205 211 4.56E-19 616870 

B6TJQ8_MAIZE Putative uncharacterized protein 2 1 7.4 37.255 336 8.22E-09 2975900 

B6TJS8_MAIZE Putative uncharacterized protein 2 2 11.6 21.071 189 3.80E-08 326870 
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B6TJW3_MAIZE Putative uncharacterized protein 2 2 10.2 32.001 314 6.18E-40 1033100 

B6TK06_MAIZE Putative uncharacterized protein 2 2 6.4 46.981 455 2.67E-41 523100 

B6TK89_MAIZE Putative uncharacterized protein 2 2 13.3 30.073 270 1.92E-41 699210 

B6TKL5_MAIZE Putative uncharacterized protein 2 2 13 25.986 230 7.11E-25 1983600 

B6TKN5_MAIZE Putative uncharacterized protein 2 2 14 16.869 150 3.53E-02 824510 

B6TKQ4_MAIZE Putative uncharacterized protein 2 2 6.1 33.871 313 8.43E-04 3858000 

B6TLJ7_MAIZE Putative uncharacterized protein 2 2 12.9 18.169 170 6.66E-04 21188000 

B6TM27_MAIZE Putative uncharacterized protein 2 2 7.6 29.269 250 8.20E-03 510550 

B6TMY9_MAIZE Putative uncharacterized protein 2 2 9.6 25.342 218 5.56E-07 1150100 

B6TN57_MAIZE Putative uncharacterized protein 2 2 5.8 30.489 292 3.66E-03 676010 

B6TN98_MAIZE Putative uncharacterized protein 2 2 8.6 27.935 255 1.37E-04 1453400 

B6TNR5_MAIZE Putative uncharacterized protein 2 1 9.1 36.192 328 3.04E-08 3142400 

B6TNW8_MAIZE Putative uncharacterized protein 2 2 12.9 21.835 201 1.17E-12 3076800 

B6TPF1_MAIZE Putative uncharacterized protein 2 2 21.6 12.496 111 1.90E-03 149430 

B6TPZ1_MAIZE Putative uncharacterized protein 2 2 25.9 8.8179 81 7.33E-04 554860 

B6TQS8_MAIZE Putative uncharacterized protein 2 2 10 30.23 290 4.19E-06 1619000 
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B6TRX5_MAIZE Putative uncharacterized protein 2 2 5.9 33.796 323 9.21E-14 25203000 

B6TS20_MAIZE Putative uncharacterized protein 2 2 9.1 36.338 331 1.05E-34 1164000 

B6TT79_MAIZE Putative uncharacterized protein 2 2 16.8 22.694 214 3.36E-21 1395900 

B6TUB6_MAIZE Putative uncharacterized protein 2 2 12.4 29.116 275 3.49E-06 2008800 

B6TVP3_MAIZE Putative uncharacterized protein 2 2 7.3 33.481 302 1.24E-16 684970 

B6TVS8_MAIZE Putative uncharacterized protein 2 2 16.1 17.905 180 3.09E-13 143490 

B6TVU3_MAIZE Putative uncharacterized protein 2 2 24.3 20.851 189 5.56E-08 1970300 

B6TWC4_MAIZE Putative uncharacterized protein 2 2 22.1 11.351 104 6.35E-05 62507 

B6TWE3_MAIZE Putative uncharacterized protein 2 2 14.8 19.13 183 1.88E-02 862510 

B6TWX5_MAIZE Putative uncharacterized protein 2 2 7.2 44.894 405 3.68E-03 720580 

B6TX72_MAIZE Putative uncharacterized protein 2 2 7.6 29.407 262 1.02E-04 359320 

B6TXN0_MAIZE Putative uncharacterized protein 2 2 9.8 32.98 307 2.61E-12 1211600 

B6TZ40_MAIZE Putative uncharacterized protein 2 2 7.1 54.763 508 1.40E-08 422400 

B6U033_MAIZE Putative uncharacterized protein 2 2 14 20.415 186 1.54E-21 1784000 

B6U0C2_MAIZE Putative uncharacterized protein 2 2 11.5 31.492 296 3.01E-48 2864400 

B6U1E6_MAIZE Putative uncharacterized protein 2 2 2.6 100.15 907 2.09E-04 410190 
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B6U249_MAIZE Putative uncharacterized protein 2 1 27.4 6.9839 62 5.23E-04 712310 

B6U2B4_MAIZE Putative uncharacterized protein 2 1 5.3 56.024 524 2.22E-04 18268 

B6U2R1_MAIZE Putative uncharacterized protein 2 2 13.5 19.075 185 3.16E-25 1185900 

B6U4C3_MAIZE Putative uncharacterized protein 2 2 14.2 23.504 212 2.95E-04 114270 

B6U4D3_MAIZE Putative uncharacterized protein 2 2 4.2 71.826 647 1.93E-03 318800 

B6U639_MAIZE Putative uncharacterized protein 2 2 10.8 26.709 240 1.04E-10 1536200 

B6U6M1_MAIZE Putative uncharacterized protein 2 1 38 7.5849 71 4.29E-29 57293 

B6U705_MAIZE Putative uncharacterized protein 2 2 7.8 34.417 322 2.32E-15 1025300 

B6U823_MAIZE Putative uncharacterized protein 2 1 12.4 27.033 259 4.49E-07 531170 

B6U892_MAIZE Putative uncharacterized protein 2 2 6.4 49.547 469 6.09E-05 847190 

B6U8D5_MAIZE Putative uncharacterized protein 2 2 9.8 44.049 398 3.51E-09 370790 

B6U9C6_MAIZE Putative uncharacterized protein 2 2 9.7 27.316 237 5.76E-08 890310 

B6UA28_MAIZE Putative uncharacterized protein 2 2 19.3 12.191 114 2.71E-05 1404500 

B6UBZ5_MAIZE Putative uncharacterized protein 2 2 7.1 34.627 326 3.92E-34 1936400 

B6UCN8_MAIZE Putative uncharacterized protein 2 2 11.9 27.163 253 1.60E-06 3948300 

B6UD98_MAIZE Putative uncharacterized protein 2 2 7 41.47 370 3.95E-18 3700700 
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B6UDK0_MAIZE Putative uncharacterized protein 2 1 3.3 48.232 448 1.88E-04 18506000 

B6UEM6_MAIZE Putative uncharacterized protein 2 1 35.7 8.4525 84 9.75E-63 320380 

B6UFA0_MAIZE Putative uncharacterized protein 2 2 3.5 49.754 463 9.60E-04 3156900 

B6UFL7_MAIZE Putative uncharacterized protein 2 2 7.1 53.989 496 5.36E-08 657360 

B6UFN8_MAIZE Putative uncharacterized protein 2 2 2.1 95.393 867 3.72E-03 1885200 

B6UGD8_MAIZE Putative uncharacterized protein 2 2 8.3 26.208 240 5.39E-03 1241500 

CDPK2_MAIZE Calcium-dependent protein kinase 2 2 1 5.3 58.081 513 3.97E-25 656510 

O49975_MAIZE Protein kinase ZmMEK1 2 2 7 39.874 355 1.23E-04 744300 

PPIM_MAIZE Peptidyl-prolyl cis-trans isomerase 2 1 73.3 3.4069 30 5.84E-21 5577000 

Q0VH26_MAIZE High affinity nitrate transporter 2 2 14.3 21.089 203 3.02E-20 590090 

Q3S3T0_MAIZE Hemoglobin 2 2 2 12.6 20.646 191 8.02E-17 1433800 

Q41793_MAIZE Calcium-dependent protein kinase 2 1 5.8 52.313 465 1.96E-05 1338500 

Q41834_MAIZE Nucleic acid-binding protein 2 2 9.2 33.116 303 1.73E-24 1719400 

Q5I285_MAIZE Minichromosome maintenance protein 2 2 2.5 92.509 831 1.91E-06 1191200 

Q6S4Y1_MAIZE DEAD box RNA helicase 2 1 3.5 61.455 566 1.07E-08 556810 

Q84RL8_MAIZE Plasma membrane intrinsic protein 2 1 7.6 30.677 288 3.05E-04 59881 
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Q9ST01_MAIZE Histidine-containing phosphotransfer protein 2 2 11.1 16.362 144 2.66E-03 463700 

B4F8P3_MAIZE Putative uncharacterized protein 3 3 6.7 49.166 460 1.46E-14 1968300 

B4F8U6_MAIZE Putative uncharacterized protein 3 3 8.1 51.412 472 6.28E-05 1645900 

B4F9C9_MAIZE Putative uncharacterized protein 3 1 5.5 45.321 417 4.25E-04 479100 

B4F9I5_MAIZE Putative uncharacterized protein 3 1 13.8 21.398 203 7.53E-07 3447500 

B4FA01_MAIZE Putative uncharacterized protein 3 3 3.4 90.833 813 2.14E-10 1317500 

B4FAU8_MAIZE Putative uncharacterized protein 3 1 7 53.248 487 4.35E-05 134310 

B4FB09_MAIZE Putative uncharacterized protein 3 2 14.3 31.891 307 1.17E-08 2358800 

B4FB70_MAIZE Putative uncharacterized protein 3 3 18.5 28.03 254 2.21E-18 2046200 

B4FCW3_MAIZE Putative uncharacterized protein 3 1 19.8 23.835 212 1.30E-18 85452 

B4FD77_MAIZE Putative uncharacterized protein 3 3 41.2 9.1257 85 2.32E-15 4510200 

B4FDF2_MAIZE Putative uncharacterized protein 3 3 7 49.771 446 4.98E-06 1535700 

B4FDJ3_MAIZE Putative uncharacterized protein 3 3 15.2 39.677 363 1.66E-36 2066400 

B4FEB1_MAIZE Putative uncharacterized protein 3 3 5.5 55.875 492 1.11E-05 1244800 

B4FED7_MAIZE Putative uncharacterized protein 3 2 34 10.64 94 6.07E-06 3604900 

B4FGH1_MAIZE Putative uncharacterized protein 3 3 9 44.431 391 1.61E-23 1396800 
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B4FGT6_MAIZE Putative uncharacterized protein 3 1 16.9 28.697 242 3.15E-28 198780 

B4FGU9_MAIZE Putative uncharacterized protein 3 3 16 26.509 244 1.64E-10 2916800 

B4FK63_MAIZE Putative uncharacterized protein 3 3 13.7 26.139 233 4.75E-15 5020700 

B4FK87_MAIZE Putative uncharacterized protein 3 2 36.8 17.001 171 4.84E-41 7510600 

B4FL83_MAIZE Putative uncharacterized protein 3 1 18.1 34.855 326 1.55E-80 475340 

B4FMB6_MAIZE Putative uncharacterized protein 3 3 26.3 16.731 167 9.91E-50 45828000 

B4FNE4_MAIZE Putative uncharacterized protein 3 3 39.3 10.417 89 2.32E-12 1140000 

B4FP18_MAIZE Putative uncharacterized protein 3 3 11.3 49.041 441 4.34E-10 1366400 

B4FP50_MAIZE Putative uncharacterized protein 3 3 17.6 14.371 125 1.59E-12 15515000 

B4FQA8_MAIZE Putative uncharacterized protein 3 3 13.2 32.385 302 8.81E-10 2073100 

B4FT16_MAIZE Putative uncharacterized protein 3 2 9.9 35.333 304 1.22E-09 2769100 

B4FT76_MAIZE Putative uncharacterized protein 3 3 14.9 32.361 303 2.38E-50 2391700 

B4FVV2_MAIZE Putative uncharacterized protein 3 3 8.7 47.898 424 1.35E-06 652770 

B4FWP6_MAIZE Putative uncharacterized protein 3 3 6.5 54.612 494 2.78E-06 1168900 

B4FXD6_MAIZE Putative uncharacterized protein 3 3 14.2 26.607 240 1.79E-12 1413600 

B4FXH4_MAIZE Putative uncharacterized protein 3 3 11 35.506 327 6.29E-24 2664700 
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B4FXM2_MAIZE Putative uncharacterized protein 3 3 9 59.975 564 3.58E-22 1912500 

B4FZI2_MAIZE Putative uncharacterized protein 3 3 5.1 70.532 628 2.57E-08 4128500 

B4G050_MAIZE Putative uncharacterized protein 3 3 13.3 31.634 294 5.82E-50 4278000 

B4G0G8_MAIZE Putative uncharacterized protein 3 3 7.9 47.042 416 6.12E-10 2884800 

B4G1X4_MAIZE Putative uncharacterized protein 3 2 7.6 52.941 488 2.06E-06 1198900 

B6SHQ9_MAIZE Putative uncharacterized protein 3 2 9.4 35.797 339 3.88E-17 6518400 

B6SHS3_MAIZE Putative uncharacterized protein 3 1 59.6 5.6518 47 1.90E-03 136690 

B6SHY0_MAIZE Putative uncharacterized protein 3 3 35.9 8.5617 78 6.98E-12 2710900 

B6SIX3_MAIZE Putative uncharacterized protein 3 2 21.2 15.733 137 1.06E-15 1989100 

B6SJA3_MAIZE Putative uncharacterized protein 3 2 25 10.565 96 5.56E-06 365590 

B6SLP8_MAIZE Putative uncharacterized protein 3 3 31.2 14.108 128 3.72E-32 1648400 

B6SNM4_MAIZE Putative uncharacterized protein 3 2 44.9 10.614 107 1.83E-20 3857800 

B6SP66_MAIZE Putative uncharacterized protein 3 3 6.4 52.888 467 2.30E-25 2651100 

B6SPG4_MAIZE Putative uncharacterized protein 3 2 49.2 7.1722 63 5.47E-10 1043400 

B6SQB3_MAIZE Putative uncharacterized protein 3 3 63.1 6.2132 65 5.15E-11 2252000 

B6SST9_MAIZE Putative uncharacterized protein 3 1 22.7 21.282 203 1.53E-04 294770 
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B6SSV3_MAIZE Putative uncharacterized protein 3 2 16.8 28.108 273 4.32E-21 3180300 

B6ST28_MAIZE Putative uncharacterized protein 3 3 8.5 52.981 470 3.63E-05 1810300 

B6SU37_MAIZE Putative uncharacterized protein 3 3 11 31.114 290 3.84E-21 4842800 

B6SWF8_MAIZE Putative uncharacterized protein 3 3 15.1 20.42 179 1.21E-10 9160100 

B6SWL8_MAIZE Putative uncharacterized protein 3 3 6 63.756 568 7.52E-69 2266300 

B6SWV1_MAIZE Putative uncharacterized protein 3 3 7.7 67.056 598 3.31E-18 691430 

B6SXY9_MAIZE Putative uncharacterized protein 3 3 8.1 65.158 603 6.25E-13 1198900 

B6SXZ1_MAIZE Putative uncharacterized protein 3 3 4.5 84.321 756 1.70E-06 1888200 

B6SZW3_MAIZE Putative uncharacterized protein 3 2 7.2 51.733 485 4.78E-11 8989200 

B6T2L6_MAIZE Putative uncharacterized protein 3 3 4.9 74.299 669 5.91E-07 2390400 

B6T2Q2_MAIZE Putative uncharacterized protein 3 1 32.2 15.913 143 1.20E-36 1543600 

B6T315_MAIZE Putative uncharacterized protein 3 2 28.8 19.114 184 1.46E-
105 21500000 

B6T375_MAIZE Putative uncharacterized protein 3 1 22.4 14.733 134 6.74E-31 90903 

B6T3J9_MAIZE Putative uncharacterized protein 3 3 30.6 20.686 193 1.12E-09 674090 

B6T411_MAIZE Putative uncharacterized protein 3 3 18.5 17.406 157 4.83E-04 829390 

B6T4P9_MAIZE Putative uncharacterized protein 3 3 14 30.131 272 1.33E-48 957050 
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B6T534_MAIZE Putative uncharacterized protein 3 3 15.7 21.352 178 3.84E-16 3001900 

B6T599_MAIZE Putative uncharacterized protein 3 2 15.6 26.359 244 2.12E-47 8422700 

B6T5B2_MAIZE Putative uncharacterized protein 3 3 17.2 20.181 180 1.49E-07 2624300 

B6T5B3_MAIZE Putative uncharacterized protein 3 3 24.8 15.009 133 3.36E-05 414670 

B6T6D8_MAIZE Putative uncharacterized protein 3 3 17.3 21.506 191 9.43E-07 1311500 

B6T6X0_MAIZE Putative uncharacterized protein 3 3 6 39.58 365 5.34E-09 528150 

B6T757_MAIZE Putative uncharacterized protein 3 1 19.1 17.044 157 7.56E-05 413970 

B6T7J2_MAIZE Putative uncharacterized protein 3 1 8.6 54.416 490 1.43E-11 2280900 

B6T7L5_MAIZE Putative uncharacterized protein 3 3 38.3 18.126 167 4.46E-16 704670 

B6T9H2_MAIZE Putative uncharacterized protein 3 1 16.5 21.299 188 1.03E-08 2219200 

B6T9R4_MAIZE Putative uncharacterized protein 3 3 8.5 61.668 562 3.84E-14 1377400 

B6TA19_MAIZE Putative uncharacterized protein 3 1 10.9 41.999 387 1.57E-24 1312200 

B6TB50_MAIZE Putative uncharacterized protein 3 3 11.9 39.097 362 7.10E-04 399640 

B6TBG0_MAIZE Putative uncharacterized protein 3 2 6.7 46.928 430 5.47E-05 3753200 

B6TBG4_MAIZE Putative uncharacterized protein 3 3 13.6 29.69 279 1.62E-09 2534700 

B6TBS1_MAIZE Putative uncharacterized protein 3 3 6.1 48.494 456 1.71E-05 2040000 
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B6TC70_MAIZE Putative uncharacterized protein 3 3 6.9 58.531 524 3.61E-05 397240 

B6TCA8_MAIZE Putative uncharacterized protein 3 1 9.1 26.193 232 2.71E-04 2217200 

B6TD97_MAIZE Putative uncharacterized protein 3 3 6.7 41.228 387 3.88E-07 18481000 

B6TDH3_MAIZE Putative uncharacterized protein 3 3 15.4 17.533 169 4.04E-03 788180 

B6TEK2_MAIZE Putative uncharacterized protein 3 3 10.7 38.847 363 5.75E-05 921670 

B6TEL7_MAIZE Putative uncharacterized protein 3 3 13.9 29.266 266 4.93E-09 2834000 

B6TEP8_MAIZE Putative uncharacterized protein 3 1 51.5 3.551 33 3.76E-06 228950 

B6TFQ5_MAIZE Putative uncharacterized protein 3 3 36.9 14.489 130 8.37E-10 725530 

B6TGE6_MAIZE Putative uncharacterized protein 3 2 14.1 33.923 311 2.10E-32 2270800 

B6TGS8_MAIZE Putative uncharacterized protein 3 1 26 22.283 215 7.73E-
109 1046500 

B6THK8_MAIZE Putative uncharacterized protein 3 3 16.7 33.093 312 4.23E-
110 2847300 

B6TI56_MAIZE Putative uncharacterized protein 3 3 15.7 28.778 274 3.76E-09 2570600 

B6TIB6_MAIZE Putative uncharacterized protein 3 3 23.3 17.816 163 6.15E-04 749530 

B6TJH7_MAIZE Putative uncharacterized protein 3 3 9.7 34.043 310 1.55E-06 1257200 

B6TK65_MAIZE Putative uncharacterized protein 3 1 10.5 33.559 304 7.32E-16 2516600 

B6TK69_MAIZE Putative uncharacterized protein 3 2 7.2 51.895 484 5.43E-04 1153000 
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B6TKH4_MAIZE Putative uncharacterized protein 3 3 11.6 30.914 294 8.74E-15 2055900 

B6TKI9_MAIZE Putative uncharacterized protein 3 3 13.7 38.092 343 1.18E-43 4222400 

B6TL75_MAIZE Putative uncharacterized protein 3 3 9.6 49.312 459 2.81E-42 1560900 

B6TLN5_MAIZE Putative uncharacterized protein 3 1 10.3 50.153 447 9.67E-60 9143300 

B6TLS6_MAIZE Putative uncharacterized protein 3 3 26.1 8.3315 69 3.24E-06 1236000 

B6TLU6_MAIZE Putative uncharacterized protein 3 1 43.8 8.0784 73 5.72E-15 3905900 

B6TMF3_MAIZE Putative uncharacterized protein 3 3 16.7 21.586 204 2.70E-07 9484200 

B6TNB6_MAIZE Putative uncharacterized protein 3 3 13.1 25.975 236 1.22E-15 2182000 

B6TNC1_MAIZE Putative uncharacterized protein 3 3 10.1 54.483 474 2.65E-05 1324700 

B6TNI1_MAIZE Putative uncharacterized protein 3 3 13.7 26.409 233 1.21E-24 1763200 

B6TP05_MAIZE Putative uncharacterized protein 3 3 36.8 12.303 114 4.35E-06 243670 

B6TQA2_MAIZE Putative uncharacterized protein 3 3 36 8.9043 75 5.57E-05 405650 

B6TS38_MAIZE Putative uncharacterized protein 3 2 22.4 27.311 263 2.28E-50 2077700 

B6TSC0_MAIZE Putative uncharacterized protein 3 1 15.9 24.09 226 3.12E-04 191940 

B6TSM6_MAIZE Putative uncharacterized protein 3 2 41.8 10.095 91 3.64E-06 575130 

B6TT21_MAIZE Putative uncharacterized protein 3 3 7.1 48.706 453 6.38E-06 775600 
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B6TTY6_MAIZE Putative uncharacterized protein 3 1 6.8 45.764 425 3.36E-04 1808000 

B6TUH5_MAIZE Putative uncharacterized protein 3 3 15.4 27.067 247 6.98E-24 6508600 

B6TWP1_MAIZE Putative uncharacterized protein 3 3 10.3 32.908 300 1.22E-26 30038000 

B6TWU1_MAIZE Putative uncharacterized protein 3 3 22.3 16.189 157 1.84E-14 2537000 

B6TYF1_MAIZE Putative uncharacterized protein 3 3 6.9 45.956 404 2.12E-08 1547200 

B6TZA4_MAIZE Putative uncharacterized protein 3 2 33.8 16.398 154 8.57E-53 2452400 

B6U063_MAIZE Putative uncharacterized protein 3 3 8.3 50.064 460 3.08E-46 1575600 

B6U136_MAIZE Putative uncharacterized protein 3 2 17.8 17.683 157 1.56E-06 1431200 

B6U1H6_MAIZE Putative uncharacterized protein 3 1 57 8.0501 79 2.56E-14 4975500 

B6U212_MAIZE Putative uncharacterized protein 3 1 19.6 20.624 184 1.38E-06 78639 

B6U5U4_MAIZE Putative uncharacterized protein 3 2 7.3 51.881 467 1.68E-03 189590 

B6U740_MAIZE Putative uncharacterized protein 3 3 69.4 5.6465 49 1.62E-06 5999800 

B6U7X1_MAIZE Putative uncharacterized protein 3 3 15 22.98 213 1.89E-05 1691700 

B6U8S9_MAIZE Putative uncharacterized protein 3 3 12 28.389 259 1.50E-21 1611400 

B6U8Y6_MAIZE Putative uncharacterized protein 3 3 13 28.181 261 7.71E-05 803000 

B6UA40_MAIZE Putative uncharacterized protein 3 3 34.7 11.455 101 9.60E-36 3742200 
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B6UAF3_MAIZE Putative uncharacterized protein 3 3 17.6 21.149 193 3.15E-07 2131300 

B6UBU0_MAIZE Putative uncharacterized protein 3 3 12.8 26.679 274 5.55E-57 9335600 

B6UC45_MAIZE Putative uncharacterized protein 3 3 8.3 57.267 516 3.73E-22 699770 

B6UDM7_MAIZE Putative uncharacterized protein 3 3 5.5 71.053 649 6.15E-05 577970 

B6UE38_MAIZE Putative uncharacterized protein 3 3 6.6 73.459 654 2.49E-06 678280 

B6UEH7_MAIZE Putative uncharacterized protein 3 3 7.2 50.924 461 4.17E-12 1157800 

B6UF04_MAIZE Putative uncharacterized protein 3 1 22 15.705 150 2.28E-13 281400 

B6UFF2_MAIZE Putative uncharacterized protein 3 1 18.8 25.114 224 4.25E-14 1194500 

B6UGW2_MAIZE Putative uncharacterized protein 3 3 31.7 11.394 104 2.32E-05 1043900 

B6UHJ7_MAIZE Putative uncharacterized protein 3 1 24.4 17.224 160 1.26E-18 145930 

B6UIQ0_MAIZE Putative uncharacterized protein 3 1 28.7 14.133 136 2.36E-07 214660 

MASY_MAIZE Malate synthase, glyoxysomal 3 3 7.2 61.636 559 6.95E-09 1181100 

O22656_MAIZE Ubiquitin carrier protein 3 1 29.6 18.97 169 1.62E-34 8953000 

Q5YLM2_MAIZE Roothairless 3 3 3 5.2 71.377 667 7.72E-11 1977500 

Q6QP56_MAIZE Putative uncharacterized protein 3 3 3.7 103.7 942 4.22E-05 2064600 

Q84UE5_MAIZE Isoamylase-type starch debranching enzyme ISO3 3 3 4.9 78.615 694 1.21E-17 857620 
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Q94IQ6_MAIZE Putative methyl-binding domain protein MBD111 3 1 13.7 33.77 300 1.08E-21 598220 

Q9FQA4_MAIZE Glutathione S-transferase GST 3 1 13.6 25.571 235 3.15E-05 1838200 

Q9FQB0_MAIZE Glutathione S-transferase GST 3 3 13.7 25.975 234 1.89E-04 4546400 

Q9FQC1_MAIZE Glutathione S-transferase GST 18 3 2 22.6 23.825 212 3.09E-42 755590 

ADF1_MAIZE Actin-depolymerizing factor 1 4 1 36.7 16.168 139 5.72E-52 409320 

ATPA_MAIZE F-ATPase subunit alpha 4 2 6.5 55.706 507 1.10E-05 1530700 

B4F7S5_MAIZE Putative uncharacterized protein 4 4 26 29.12 265 3.94E-54 1906200 

B4F8L1_MAIZE Putative uncharacterized protein 4 4 18.4 29.56 261 1.77E-12 1642800 

B4F916_MAIZE Putative uncharacterized protein 4 4 11.3 69.153 626 1.48E-17 1307700 

B4F9L2_MAIZE Putative uncharacterized protein 4 4 10.7 49.66 466 3.33E-15 1996900 

B4FAR3_MAIZE Putative uncharacterized protein 4 4 17.8 36.004 309 3.09E-10 2456100 

B4FAX3_MAIZE Putative uncharacterized protein 4 1 21.5 24.693 219 8.55E-07 72277 

B4FB65_MAIZE Putative uncharacterized protein 4 4 19.5 29.068 277 4.18E-28 2465000 

B4FDL8_MAIZE Putative uncharacterized protein 4 1 9.2 29.984 271 8.02E-06 33018 

B4FEL3_MAIZE Putative uncharacterized protein 4 4 27.2 16.621 147 6.65E-08 1343300 

B4FFS7_MAIZE Putative uncharacterized protein 4 1 41.9 14.562 129 2.47E-12 206900 
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B4FHZ4_MAIZE Putative uncharacterized protein 4 4 48.5 15.141 132 8.09E-09 1538100 

B4FIK1_MAIZE Putative uncharacterized protein 4 1 21.3 20.871 183 7.48E-13 419110 

B4FJ28_MAIZE Putative uncharacterized protein 4 1 39.8 12.105 103 1.64E-22 1512900 

B4FJP8_MAIZE Putative uncharacterized protein 4 1 12.6 40.928 372 3.88E-39 42264 

B4FKG3_MAIZE Putative uncharacterized protein 4 1 29.1 19.729 172 5.93E-15 166380 

B4FKI8_MAIZE Putative uncharacterized protein 4 3 35.2 19.974 182 6.15E-
115 2845000 

B4FL77_MAIZE Putative uncharacterized protein 4 4 41.8 15.565 141 4.86E-09 1103600 

B4FMA8_MAIZE Putative uncharacterized protein 4 4 14.4 39.776 383 1.93E-55 8168600 

B4FNM6_MAIZE Putative uncharacterized protein 4 1 20.5 19.775 176 5.55E-49 1210600 

B4FRD4_MAIZE Putative uncharacterized protein 4 1 29.2 19.231 178 2.50E-15 1183400 

B4FSG4_MAIZE Putative uncharacterized protein 4 4 19.1 24.121 215 8.14E-09 3479800 

B4FSV4_MAIZE Putative uncharacterized protein 4 1 7.2 59.633 552 5.79E-16 5908400 

B4FUJ3_MAIZE Putative uncharacterized protein 4 4 33.1 16.873 154 4.76E-10 2415300 

B4FVA1_MAIZE Putative uncharacterized protein 4 2 25.3 15.766 146 2.56E-37 32138000 

B4FVF6_MAIZE Putative uncharacterized protein 4 4 13.9 42.401 381 8.66E-08 3172900 

B4FWM3_MAIZE Putative uncharacterized protein 4 2 5.3 72.391 702 1.57E-24 2674900 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B4FX58_MAIZE Putative uncharacterized protein 4 2 53.8 12.065 106 6.86E-39 6562400 

B4FXY5_MAIZE Putative uncharacterized protein 4 4 8.7 74.628 692 5.34E-10 2449900 

B4G0D8_MAIZE Putative uncharacterized protein 4 4 7.5 50.541 495 5.76E-07 3053300 

B4G1E4_MAIZE Putative uncharacterized protein 4 1 25.1 18.181 171 6.80E-20 116660 

B4G1K7_MAIZE Putative uncharacterized protein 4 4 22.3 33.766 309 6.29E-27 3883600 

B6SGK5_MAIZE Putative uncharacterized protein 4 1 32.1 12.267 106 1.87E-06 111900 

B6SGT3_MAIZE Putative uncharacterized protein 4 3 14.9 32.896 308 6.91E-16 21749000 

B6SIA9_MAIZE Putative uncharacterized protein 4 1 12.7 36.67 338 7.33E-38 1965500 

B6SLJ2_MAIZE Putative uncharacterized protein 4 4 52.5 8.7812 80 1.22E-06 139500 

B6SMR2_MAIZE Putative uncharacterized protein 4 4 20.4 33.526 318 9.05E-33 1488200 

B6SPL8_MAIZE Putative uncharacterized protein 4 3 49.2 7.1802 63 9.00E-20 2351900 

B6SQI8_MAIZE Putative uncharacterized protein 4 1 13.4 21.436 201 9.11E-07 932870 

B6ST04_MAIZE Putative uncharacterized protein 4 4 9.2 60.566 545 3.17E-30 3551400 

B6STT0_MAIZE Putative uncharacterized protein 4 4 15.7 25.301 249 8.23E-36 3881400 

B6SW54_MAIZE Putative uncharacterized protein 4 4 10.6 54.9 520 8.67E-37 1635400 

B6SWS4_MAIZE Putative uncharacterized protein 4 4 7.9 62.437 585 2.02E-06 2314100 
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B6T144_MAIZE Putative uncharacterized protein 4 1 43.7 9.7291 87 3.66E-10 306610 

B6T1H8_MAIZE Putative uncharacterized protein 4 1 43.7 9.7732 87 1.66E-08 133730 

B6T1P2_MAIZE Putative uncharacterized protein 4 1 56.1 7.2403 66 1.41E-06 902440 

B6T2C6_MAIZE Putative uncharacterized protein 4 4 41.5 14.652 135 2.54E-19 1166000 

B6T4W6_MAIZE Putative uncharacterized protein 4 4 12.5 50.305 457 2.03E-21 3123100 

B6T543_MAIZE Putative uncharacterized protein 4 2 35.8 14.326 137 1.14E-07 26160000 

B6T5X8_MAIZE Putative uncharacterized protein 4 2 21.1 19.089 180 3.39E-20 3909400 

B6T6D4_MAIZE Putative uncharacterized protein 4 3 12.7 38.453 355 4.73E-24 4853500 

B6T6P2_MAIZE Putative uncharacterized protein 4 1 25.7 23.144 202 1.54E-18 508650 

B6T7K5_MAIZE Putative uncharacterized protein 4 4 10.9 53.072 496 7.87E-38 1068800 

B6T7M6_MAIZE Putative uncharacterized protein 4 4 14 38.716 358 2.29E-50 2620400 

B6T8F8_MAIZE Putative uncharacterized protein 4 1 52.9 13.392 119 3.53E-14 797640 

B6T8I4_MAIZE Putative uncharacterized protein 4 4 13.5 36.493 311 7.48E-06 9252600 

B6T9A8_MAIZE Putative uncharacterized protein 4 1 57.8 9.1764 83 1.75E-08 89764 

B6T9B9_MAIZE Putative uncharacterized protein 4 4 5.7 74.874 680 4.05E-10 4434900 

B6T9Y0_MAIZE Putative uncharacterized protein 4 1 25.7 22.017 191 4.04E-23 502520 
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B6T9Y1_MAIZE Putative uncharacterized protein 4 2 15.8 34.063 303 1.02E-26 604810 

B6TAV8_MAIZE Putative uncharacterized protein 4 4 24.7 27.773 259 5.14E-30 3294500 

B6TB61_MAIZE Putative uncharacterized protein 4 1 16.4 42.133 402 2.39E-67 4704400 

B6TBL7_MAIZE Putative uncharacterized protein 4 1 24.9 19.396 173 6.92E-08 1584300 

B6TBV0_MAIZE Putative uncharacterized protein 4 2 64.2 7.2901 67 5.00E-92 2108900 

B6TC25_MAIZE Putative uncharacterized protein 4 1 12.8 35.488 327 6.38E-16 14574 

B6TC50_MAIZE Putative uncharacterized protein 4 4 17.7 38.29 334 3.65E-11 1337500 

B6TCZ1_MAIZE Putative uncharacterized protein 4 2 14.7 41.803 387 1.47E-36 21516000 

B6TD33_MAIZE Putative uncharacterized protein 4 4 13.4 41.666 365 1.80E-12 2398000 

B6TEC1_MAIZE Putative uncharacterized protein 4 1 17 38.869 365 2.14E-15 1295900 

B6TFG0_MAIZE Putative uncharacterized protein 4 4 16.9 29.254 261 7.58E-35 16076000 

B6TFV4_MAIZE Putative uncharacterized protein 4 4 26.6 29.579 263 1.92E-35 10177000 

B6TG62_MAIZE Putative uncharacterized protein 4 4 12.3 39.448 374 7.85E-56 2446700 

B6TGN8_MAIZE Putative uncharacterized protein 4 4 34 10.229 94 7.79E-10 6647400 

B6THH7_MAIZE Putative uncharacterized protein 4 4 38 26.587 242 2.16E-18 1575600 

B6TI04_MAIZE Putative uncharacterized protein 4 4 13.6 41.112 368 5.37E-30 2023600 
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B6TIR4_MAIZE Putative uncharacterized protein 4 4 24 24.141 225 2.91E-72 3164200 

B6TJ57_MAIZE Putative uncharacterized protein 4 4 14.2 41.629 372 2.81E-35 5468200 

B6TJ85_MAIZE Putative uncharacterized protein 4 1 14.6 33.666 315 5.60E-06 6783200 

B6TJJ7_MAIZE Putative uncharacterized protein 4 1 40.3 16.54 144 3.08E-47 836050 

B6TKH0_MAIZE Putative uncharacterized protein 4 4 7.9 54.679 483 1.36E-11 1973700 

B6TL41_MAIZE Putative uncharacterized protein 4 2 23.6 23.962 225 8.76E-16 964180 

B6TLN8_MAIZE Putative uncharacterized protein 4 4 13.9 38.92 360 7.46E-18 2870900 

B6TMI9_MAIZE Putative uncharacterized protein 4 1 14.4 35.555 333 1.39E-66 2078600 

B6TMV9_MAIZE Putative uncharacterized protein 4 1 10 49.574 462 4.61E-40 894260 

B6TNG3_MAIZE Putative uncharacterized protein 4 4 20.8 21.388 197 2.81E-11 907120 

B6TPK0_MAIZE Putative uncharacterized protein 4 3 8.5 52.373 480 2.56E-11 2435300 

B6TPR6_MAIZE Putative uncharacterized protein 4 4 22.4 27.565 255 1.63E-81 1749000 

B6TPR8_MAIZE Putative uncharacterized protein 4 1 43 14.472 128 1.27E-58 743540 

B6TPX4_MAIZE Putative uncharacterized protein 4 1 15.3 33.627 314 1.04E-32 391840 

B6TQ43_MAIZE Putative uncharacterized protein 4 3 15.5 31.031 283 2.50E-51 5203900 

B6TR41_MAIZE Putative uncharacterized protein 4 2 18.7 36.333 332 1.86E-36 2590000 
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B6TRI3_MAIZE Putative uncharacterized protein 4 4 11.4 63.851 586 3.60E-26 2183700 

B6TSN5_MAIZE Putative uncharacterized protein 4 1 41.7 11.665 108 2.45E-50 4350300 

B6TTM2_MAIZE Putative uncharacterized protein 4 4 28.9 15.165 142 1.45E-05 346040 

B6TV19_MAIZE Putative uncharacterized protein 4 4 23.3 18.102 163 5.54E-05 8644400 

B6TVP8_MAIZE Putative uncharacterized protein 4 3 25.9 23.42 216 1.75E-10 6762300 

B6TW99_MAIZE Putative uncharacterized protein 4 3 16.1 38.908 353 4.41E-12 5311400 

B6TX91_MAIZE Putative uncharacterized protein 4 1 37.4 14.625 131 3.69E-11 1473300 

B6TXQ6_MAIZE Putative uncharacterized protein 4 1 11.3 36.056 328 7.17E-08 2814900 

B6TY79_MAIZE Putative uncharacterized protein 4 4 16.4 23.509 219 5.16E-05 2531000 

B6TYW9_MAIZE Putative uncharacterized protein 4 1 26.9 17.397 160 6.36E-07 403330 

B6TZ75_MAIZE Putative uncharacterized protein 4 1 15.7 37.64 344 1.30E-57 4066300 

B6TZB7_MAIZE Putative uncharacterized protein 4 4 16 42.914 394 4.95E-38 3010100 

B6U0H7_MAIZE Putative uncharacterized protein 4 1 27.9 22.16 201 1.61E-46 214700 

B6U262_MAIZE Putative uncharacterized protein 4 4 6.8 89.834 840 3.39E-06 1691300 

B6U266_MAIZE Putative uncharacterized protein 4 4 10.7 66.279 609 2.86E-63 974390 

B6U285_MAIZE Putative uncharacterized protein 4 4 14.2 28.33 254 2.83E-10 6905600 
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B6U3U5_MAIZE Putative uncharacterized protein 4 1 29.4 22.312 201 6.68E-08 115010 

B6U6P0_MAIZE Putative uncharacterized protein 4 4 37.5 20.801 184 4.61E-20 4127700 

B6U6Q5_MAIZE Putative uncharacterized protein 4 3 8.1 51.024 469 8.61E-17 8492800 

B6U6W0_MAIZE Putative uncharacterized protein 4 1 13.5 34.802 334 1.45E-40 1026000 

B6U897_MAIZE Putative uncharacterized protein 4 4 24.9 21.424 197 6.03E-38 2096400 

B6UC30_MAIZE Putative uncharacterized protein 4 1 34.3 14.561 140 5.33E-07 4142400 

B6UC57_MAIZE Putative uncharacterized protein 4 4 19 24.852 221 3.28E-15 463560 

B6UEC0_MAIZE Putative uncharacterized protein 4 4 22.1 25.678 240 1.26E-38 26699000 

B6UED8_MAIZE Putative uncharacterized protein 4 3 10.3 47.909 445 1.88E-08 3299400 

B6UES0_MAIZE Putative uncharacterized protein 4 1 23.5 24.959 226 1.01E-43 70302 

B6UF45_MAIZE Putative uncharacterized protein 4 1 14.6 27.287 246 2.07E-46 774880 

B6UGS5_MAIZE Putative uncharacterized protein 4 4 36.4 24.81 236 4.35E-57 4451300 

B6UHU0_MAIZE Putative uncharacterized protein 4 1 20.2 19.156 168 2.62E-16 377640 

B6UI47_MAIZE Putative uncharacterized protein 4 1 58.1 10.723 93 6.92E-07 16919 

GLTB_MAIZE Ferredoxin-dependent glutamate synthase 4 4 3.4 175.17 1616 5.17E-37 2128000 

O23888_MAIZE Aldehyde oxidase-2 4 3 3.7 145.17 1349 1.71E-14 3338300 
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Q0QWI2_MAIZE Sorbitol dehydrogenase 4 1 16.9 39.088 366 9.69E-29 3009600 

Q4TZJ2_MAIZE Pyrroline-5-carboxylate reductase 4 4 25.1 29.732 287 1.25E-75 4658900 

Q6R9J5_MAIZE ATPase subunit 4 4 1 15.5 24.501 219 7.12E-09 380570 

Q94G04_MAIZE Diphosphonucleotide phosphatase 1 4 4 13.5 37.388 355 2.58E-35 2456200 

B4F833_MAIZE Putative uncharacterized protein 5 1 17.6 37.799 352 1.89E-66 2591300 

B4F918_MAIZE Putative uncharacterized protein 5 5 18 47.051 417 5.09E-66 7908700 

B4FCE3_MAIZE Putative uncharacterized protein 5 5 51.6 10.076 95 2.36E-12 6617900 

B4FFP7_MAIZE Putative uncharacterized protein 5 5 27.7 23.088 206 2.65E-29 5209700 

B4FGI9_MAIZE Putative uncharacterized protein 5 5 25.8 21.703 194 2.81E-16 2627200 

B4FHY8_MAIZE Putative uncharacterized protein 5 3 21.4 28.97 243 3.52E-26 5459100 

B4FIP7_MAIZE Putative uncharacterized protein 5 5 13.4 39.237 343 4.42E-23 19881000 

B4FK47_MAIZE Putative uncharacterized protein 5 1 55.2 15.202 134 1.22E-48 1080900 

B4FLV6_MAIZE Putative uncharacterized protein 5 2 72.2 12.721 115 1.63E-40 2919700 

B4FNW7_MAIZE Putative uncharacterized protein 5 2 14.7 38.864 353 4.66E-13 1531900 

B4FPM2_MAIZE Putative uncharacterized protein 5 5 21.4 36.502 336 1.51E-09 4709500 

B4FSL2_MAIZE Putative uncharacterized protein 5 1 42.6 12.017 108 2.70E-42 139980000 
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B4FT61_MAIZE Putative uncharacterized protein 5 5 29.7 33.489 300 2.86E-25 6906400 

B4FUA0_MAIZE Putative uncharacterized protein 5 5 10.8 54.222 498 6.64E-33 2583100 

B4FVI4_MAIZE Putative uncharacterized protein 5 2 62.2 11.35 111 1.29E-42 8331300 

B4FYM0_MAIZE Putative uncharacterized protein 5 5 18.3 42.965 420 4.68E-61 2608500 

B6SGF1_MAIZE Putative uncharacterized protein 5 1 40.7 15.028 140 6.45E-47 928400 

B6SGJ5_MAIZE Putative uncharacterized protein 5 5 10.5 51.175 468 8.40E-26 16605000 

B6SGY5_MAIZE Putative uncharacterized protein 5 5 34.6 17.661 179 4.17E-62 1716300 

B6SHC1_MAIZE Putative uncharacterized protein 5 5 8.7 63.84 584 9.54E-25 1896700 

B6SHC8_MAIZE Putative uncharacterized protein 5 5 13.9 33.354 287 9.94E-12 3928000 

B6SIF1_MAIZE Putative uncharacterized protein 5 3 33.6 13.626 119 5.91E-34 5763300 

B6SJ11_MAIZE Putative uncharacterized protein 5 3 31 17.108 158 8.14E-09 13536000 

B6SJQ4_MAIZE Putative uncharacterized protein 5 5 17.5 31.286 291 4.61E-17 2739100 

B6SKW5_MAIZE Putative uncharacterized protein 5 5 14.4 52.678 501 1.00E-64 16585000 

B6SLG1_MAIZE Putative uncharacterized protein 5 2 78.3 7.5985 69 2.06E-77 11407000 

B6SLP1_MAIZE Putative uncharacterized protein 5 2 25.9 31.569 290 2.05E-47 2589100 

B6SNF6_MAIZE Putative uncharacterized protein 5 1 26.7 24.17 217 1.16E-37 162630 
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B6SNW4_MAIZE Putative uncharacterized protein 5 5 27.5 27.603 255 1.27E-23 1661500 

B6SPB2_MAIZE Putative uncharacterized protein 5 5 27.4 25.728 248 1.05E-39 5935400 

B6SQ61_MAIZE Putative uncharacterized protein 5 5 27.1 29.944 280 1.90E-67 25770000 

B6SQI9_MAIZE Putative uncharacterized protein 5 5 28.4 20.246 204 2.10E-25 78717000 

B6SQM6_MAIZE Putative uncharacterized protein 5 5 34.2 17.026 161 5.40E-39 3105400 

B6SRH1_MAIZE Putative uncharacterized protein 5 2 24.8 17.252 157 2.85E-04 1848400 

B6ST61_MAIZE Putative uncharacterized protein 5 5 9.1 73.787 660 1.10E-20 3184600 

B6STI3_MAIZE Putative uncharacterized protein 5 2 10.8 49.366 461 8.91E-36 915350 

B6SVE6_MAIZE Putative uncharacterized protein 5 5 12.5 64.816 577 6.26E-51 3973000 

B6SVJ5_MAIZE Putative uncharacterized protein 5 1 14.3 36.54 322 2.01E-35 770790 

B6SZF0_MAIZE Putative uncharacterized protein 5 5 31.5 25.014 222 7.51E-62 4926200 

B6T175_MAIZE Putative uncharacterized protein 5 3 47.5 15.029 139 1.35E-98 2074500 

B6T2A6_MAIZE Putative uncharacterized protein 5 5 21.9 27.961 265 5.05E-08 3062800 

B6T2Y5_MAIZE Putative uncharacterized protein 5 4 23.1 31.886 290 3.06E-24 7180400 

B6T3B4_MAIZE Putative uncharacterized protein 5 1 39.6 24.213 227 1.62E-
117 124280 

B6T3C8_MAIZE Putative uncharacterized protein 5 5 62.2 14.123 127 8.83E-39 17275000 
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B6T430_MAIZE Putative uncharacterized protein 5 5 35.9 20.816 192 1.79E-34 12287000 

B6T653_MAIZE Putative uncharacterized protein 5 5 33.7 21.852 202 1.53E-46 16842000 

B6T7G0_MAIZE Putative uncharacterized protein 5 1 13.2 49.2 433 7.62E-22 9454600 

B6T7Z2_MAIZE Putative uncharacterized protein 5 4 45.1 14.675 133 2.06E-05 3531200 

B6T8B9_MAIZE Putative uncharacterized protein 5 5 32.7 17.192 162 6.50E-13 1327600 

B6T9N4_MAIZE Putative uncharacterized protein 5 3 16.9 57.918 521 2.05E-16 4114600 

B6TDH6_MAIZE Putative uncharacterized protein 5 1 73.4 7.5105 64 1.95E-11 730520 

B6TEB3_MAIZE Putative uncharacterized protein 5 1 26.6 21.306 199 1.51E-16 1427600 

B6TH40_MAIZE Putative uncharacterized protein 5 1 25.6 23.96 219 1.95E-19 147340 

B6THB3_MAIZE Putative uncharacterized protein 5 5 23.5 31.018 285 4.87E-20 1074200 

B6TJ63_MAIZE Putative uncharacterized protein 5 5 27.2 24.248 224 1.96E-13 12012000 

B6TMT2_MAIZE Putative uncharacterized protein 5 1 13.2 49.236 433 6.93E-38 710040 

B6TNK2_MAIZE Putative uncharacterized protein 5 5 17.1 39.244 356 5.84E-13 6271700 

B6TP19_MAIZE Putative uncharacterized protein 5 5 29 15.131 138 3.39E-07 1779500 

B6TQ25_MAIZE Putative uncharacterized protein 5 4 10.5 51.127 488 1.89E-22 6976500 

B6TQC5_MAIZE Putative uncharacterized protein 5 5 56.5 13.348 124 1.87E-86 5807800 
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B6TR38_MAIZE Putative uncharacterized protein 5 5 25.4 35.301 334 2.40E-77 9359000 

B6TRB9_MAIZE Putative uncharacterized protein 5 1 32.1 15.545 137 2.82E-30 10123000 

B6TRD2_MAIZE Putative uncharacterized protein 5 2 10.7 55.341 514 9.44E-08 3722100 

B6TSH0_MAIZE Putative uncharacterized protein 5 4 17.1 37.601 350 9.91E-16 2419500 

B6TVN6_MAIZE Putative uncharacterized protein 5 2 72.2 12.714 115 2.36E-54 1601300 

B6TX31_MAIZE Putative uncharacterized protein 5 1 37.6 18.223 165 1.13E-70 22154000 

B6TXA5_MAIZE Putative uncharacterized protein 5 5 13.5 44.859 399 6.55E-30 6574600 

B6U4I4_MAIZE Putative uncharacterized protein 5 5 16.4 65.181 584 1.83E-38 1479800 

B6U4N6_MAIZE Putative uncharacterized protein 5 1 28.7 18.891 174 4.57E-49 855210 

B6U4S2_MAIZE Putative uncharacterized protein 5 5 6.1 99.247 872 1.18E-08 784220 

B6U752_MAIZE Putative uncharacterized protein 5 5 15.8 51.759 469 7.24E-55 2114900 

B6U986_MAIZE Putative uncharacterized protein 5 2 43.2 17.576 155 3.33E-34 2647700 

B6UDT4_MAIZE Putative uncharacterized protein 5 1 7.7 65.999 596 5.86E-30 292450 

B6UE68_MAIZE Putative uncharacterized protein 5 5 17.4 39.549 368 1.40E-24 4960200 

B6UGA4_MAIZE Putative uncharacterized protein 5 4 39.7 13.128 116 1.59E-07 1013500 

B6UHK5_MAIZE Putative uncharacterized protein 5 5 13.6 65.502 589 6.24E-47 1263000 
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Q41759_MAIZE Putative uncharacterized protein 5 5 11.3 66.974 600 3.22E-38 1803200 

Q42361_MAIZE Transcribed sequence 1087 protein 5 2 29.4 24.495 228 1.02E-42 1478900 

Q8LLS4_MAIZE Phosphoglycerate kinase 5 2 20.8 31.438 298 7.42E-11 1095400 

Q9FQC4_MAIZE Glutathione S-transferase GST 15 5 2 20.5 25.563 234 2.55E-17 510560 

Q9SM26_MAIZE Acidic ribosomal protein P2a-2 5 2 62.5 11.451 112 5.94E-46 2530400 

A7YF68_MAIZE Sulfate transporter 6 2 10.9 72.223 658 1.36E-15 1099200 

B4FB23_MAIZE Putative uncharacterized protein 6 2 30.3 19.796 178 9.19E-08 247030 

B4FF90_MAIZE Putative uncharacterized protein 6 3 35.2 28.341 250 3.95E-41 6342600 

B4FFJ8_MAIZE Putative uncharacterized protein 6 1 26.5 27.238 249 1.40E-68 522860 

B4FIZ5_MAIZE Putative uncharacterized protein 6 6 30.6 30.323 284 4.32E-26 32354000 

B4FJ62_MAIZE Putative uncharacterized protein 6 1 31.6 23.678 215 6.00E-23 323620 

B4FKA4_MAIZE Putative uncharacterized protein 6 1 32.5 16.364 151 2.35E-32 1748100 

B4FLR0_MAIZE Putative uncharacterized protein 6 2 21.3 36.363 328 1.43E-13 5495900 

B4FNF8_MAIZE Putative uncharacterized protein 6 6 27.4 31.959 285 1.89E-50 11756000 

B4FPC4_MAIZE Putative uncharacterized protein 6 3 17.8 52.228 466 9.54E-37 3267400 

B4FSP6_MAIZE Putative uncharacterized protein 6 4 9.5 52.62 484 2.10E-55 172180000 
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B4FT80_MAIZE Putative uncharacterized protein 6 4 42.2 18.26 166 1.01E-49 15457000 

B4FTA3_MAIZE Putative uncharacterized protein 6 1 44.5 15.606 137 1.06E-26 2909900 

B4FUK9_MAIZE Putative uncharacterized protein 6 6 20.7 40.13 362 3.26E-16 5637500 

B4G0Z5_MAIZE Putative uncharacterized protein 6 1 40.7 16.052 145 5.09E-42 6886300 

B4G120_MAIZE Putative uncharacterized protein 6 6 16.5 48.942 454 2.19E-27 7984800 

B6SHG7_MAIZE Putative uncharacterized protein 6 6 30.2 29.119 255 2.22E-30 2862200 

B6SHK0_MAIZE Putative uncharacterized protein 6 1 61 8.2195 77 2.12E-31 269490 

B6SHT0_MAIZE Putative uncharacterized protein 6 5 58.9 15.497 146 1.58E-59 26340000 

B6SIP4_MAIZE Putative uncharacterized protein 6 2 50 14.861 132 5.10E-39 9578200 

B6SQX0_MAIZE Putative uncharacterized protein 6 1 55.6 13.597 124 4.08E-54 1347600 

B6SSM0_MAIZE Putative uncharacterized protein 6 6 10.5 38.953 371 3.94E-33 5591100 

B6SU38_MAIZE Putative uncharacterized protein 6 6 30 31.517 297 3.61E-
111 6309600 

B6T4Q3_MAIZE Putative uncharacterized protein 6 6 22 39.159 364 1.64E-23 10188000 

B6T6D2_MAIZE Putative uncharacterized protein 6 6 31.3 17.445 166 7.75E-34 25343000 

B6T773_MAIZE Putative uncharacterized protein 6 6 15.2 46.279 408 3.31E-15 7215300 

B6T7K9_MAIZE Putative uncharacterized protein 6 1 64 12.776 111 1.72E-63 1248000 
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B6T7R3_MAIZE Putative uncharacterized protein 6 6 35.7 20.301 182 7.58E-19 10457000 

B6T8S6_MAIZE Putative uncharacterized protein 6 1 53.6 12.886 112 2.09E-51 23815000 

B6T9J2_MAIZE Putative uncharacterized protein 6 4 43.3 22.557 208 2.84E-94 2324200 

B6TBI6_MAIZE Putative uncharacterized protein 6 6 15.5 58.089 521 1.96E-56 4582800 

B6TE58_MAIZE Putative uncharacterized protein 6 4 25.3 27.265 245 1.25E-35 1339200 

B6TE97_MAIZE Putative uncharacterized protein 6 6 27 31.679 282 1.42E-59 11526000 

B6TEB5_MAIZE Putative uncharacterized protein 6 3 19.5 41.86 401 4.80E-54 1080500 

B6TFD8_MAIZE Putative uncharacterized protein 6 6 25.2 40.489 365 4.12E-31 5773300 

B6TFE4_MAIZE Putative uncharacterized protein 6 6 20.9 37.51 364 1.16E-49 15185000 

B6TGT3_MAIZE Putative uncharacterized protein 6 5 50.4 12.658 113 3.55E-17 867940 

B6TH05_MAIZE Putative uncharacterized protein 6 6 31 27 245 2.37E-61 3436100 

B6TH42_MAIZE Putative uncharacterized protein 6 2 26.8 21.374 190 2.95E-18 353830 

B6TIA5_MAIZE Putative uncharacterized protein 6 4 26.1 35.066 330 3.24E-85 17915000 

B6TL24_MAIZE Putative uncharacterized protein 6 5 21.9 34.262 315 1.39E-14 6025000 

B6TMR8_MAIZE Putative uncharacterized protein 6 6 20.9 22.818 211 1.39E-31 5179400 

B6TN36_MAIZE Putative uncharacterized protein 6 6 34.2 25.959 240 4.50E-76 9794500 
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B6TN48_MAIZE Putative uncharacterized protein 6 6 17.7 42.876 384 4.60E-61 8004200 

B6TPG5_MAIZE Putative uncharacterized protein 6 2 30.3 19.812 178 2.29E-13 2614400 

B6TV55_MAIZE Putative uncharacterized protein 6 6 19.5 32.09 293 2.87E-48 15023000 

B6TVY0_MAIZE Putative uncharacterized protein 6 6 49 11.032 100 5.16E-25 2263600 

B6TZ66_MAIZE Putative uncharacterized protein 6 6 19.1 50.859 476 1.44E-
112 7943400 

B6U245_MAIZE Putative uncharacterized protein 6 6 10.5 92.68 840 2.37E-70 3213800 

B6U422_MAIZE Putative uncharacterized protein 6 5 60.4 15.981 139 1.28E-68 8731600 

B6U4F8_MAIZE Putative uncharacterized protein 6 4 19.3 39.536 374 9.37E-78 16655000 

B6U6K9_MAIZE Putative uncharacterized protein 6 6 24.8 34.944 311 1.51E-14 10371000 

B6U8P6_MAIZE Putative uncharacterized protein 6 6 30.5 29.155 272 3.16E-13 9178500 

B6UBU3_MAIZE Putative uncharacterized protein 6 5 12.2 55.204 499 6.40E-09 10603000 

B6UBW7_MAIZE Putative uncharacterized protein 6 6 10.9 84.112 768 6.41E-55 7546600 

B6UHS0_MAIZE Putative uncharacterized protein 6 2 46.3 24.381 227 1.40E-
118 4940800 

B6UIM2_MAIZE Putative uncharacterized protein 6 2 34.1 20.102 179 1.50E-43 14721000 

Q43243_MAIZE H(+)-transporting ATPase 6 1 9.3 103.9 949 3.56E-44 3525900 

Q6R9G1_MAIZE NADH dehydrogenase subunit 7 6 6 15.7 44.28 394 2.11E-27 19672000 
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Q8W525_MAIZE Formate tetrahyrofolate ligase 6 6 26.4 31.614 296 5.71E-
128 8100300 

B4F9F9_MAIZE Putative uncharacterized protein 7 2 19.5 44.896 416 6.45E-26 1408200 

B4F9V2_MAIZE Putative uncharacterized protein 7 7 29.9 26.761 244 1.22E-16 10829000 

B4FAV4_MAIZE Putative uncharacterized protein 7 7 22.7 57.542 516 3.50E-82 8206300 

B4FB35_MAIZE Putative uncharacterized protein 7 3 37.4 21.62 203 9.06E-30 11978000 

B4FDE1_MAIZE Putative uncharacterized protein 7 6 46.9 17.442 160 3.63E-26 4445700 

B4FF84_MAIZE Putative uncharacterized protein 7 7 26.7 36.4 318 1.71E-35 33156000 

B4FG12_MAIZE Putative uncharacterized protein 7 1 17.6 55.365 510 5.35E-79 426590 

B4FGK8_MAIZE Putative uncharacterized protein 7 7 28.6 38.314 339 1.31E-89 10817000 

B4FJF0_MAIZE Putative uncharacterized protein 7 7 26.6 32.847 305 9.26E-33 31038000 

B4FN54_MAIZE Putative uncharacterized protein 7 7 36.2 30.819 271 5.60E-33 9103700 

B4FNA7_MAIZE Putative uncharacterized protein 7 7 36.2 36.008 340 8.66E-
155 15797000 

B4FQL2_MAIZE Putative uncharacterized protein 7 7 36.1 32.194 299 2.30E-34 17493000 

B4FR03_MAIZE Putative uncharacterized protein 7 6 67.1 15.562 146 1.55E-55 33566000 

B4FTE1_MAIZE Putative uncharacterized protein 7 7 54.2 21.178 192 1.03E-21 3354600 

B4FWY8_MAIZE Putative uncharacterized protein 7 6 59.4 25.41 234 4.38E-87 8642700 
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B4FYM2_MAIZE Putative uncharacterized protein 7 7 29.5 28.732 258 3.96E-28 5332300 

B6SGN7_MAIZE Putative uncharacterized protein 7 7 23.9 32.277 305 1.67E-50 25624000 

B6SJ51_MAIZE Putative uncharacterized protein 7 1 38.8 26.396 242 2.00E-58 540750 

B6SJF4_MAIZE Putative uncharacterized protein 7 5 44.3 20.559 185 2.98E-55 4962800 

B6SLU3_MAIZE Putative uncharacterized protein 7 2 18.1 52.566 493 6.38E-53 7658400 

B6SLX1_MAIZE Putative uncharacterized protein 7 1 62.2 10.507 98 8.74E-13 217140 

B6SML1_MAIZE Putative uncharacterized protein 7 7 28.5 27.336 253 5.33E-
110 8938400 

B6SMN8_MAIZE Putative uncharacterized protein 7 3 40.6 23.909 219 1.20E-
162 14378000 

B6SNX1_MAIZE Putative uncharacterized protein 7 7 20.6 44.381 407 4.46E-39 11098000 

B6SWP6_MAIZE Putative uncharacterized protein 7 2 38.7 30.129 271 5.48E-95 6861300 

B6SWX3_MAIZE Putative uncharacterized protein 7 6 18.7 52.014 482 4.34E-40 4138300 

B6T0Y1_MAIZE Putative uncharacterized protein 7 1 31.4 24.252 220 3.95E-30 445690 

B6T304_MAIZE Putative uncharacterized protein 7 4 70.5 15.893 139 3.79E-
123 59015000 

B6T4G7_MAIZE Putative uncharacterized protein 7 7 36.4 32.353 308 1.46E-36 5521500 

B6T4W5_MAIZE Putative uncharacterized protein 7 7 28.7 37.728 342 6.02E-15 4725900 
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B6T4X5_MAIZE Putative uncharacterized protein 7 7 33.6 30.627 295 1.03E-86 5017300 

B6T5S0_MAIZE Putative uncharacterized protein 7 7 43.5 14.808 131 1.80E-51 16302000 

B6T8B1_MAIZE Putative uncharacterized protein 7 3 60.4 15.927 139 1.57E-
157 16977000 

B6T8F4_MAIZE Putative uncharacterized protein 7 3 40.5 23.958 220 4.76E-64 4223300 

B6T9B3_MAIZE Putative uncharacterized protein 7 2 35 28.234 260 1.19E-49 934710 

B6TF86_MAIZE Putative uncharacterized protein 7 7 58.3 20.247 187 3.89E-86 38155000 

B6THM9_MAIZE Putative uncharacterized protein 7 1 57.7 14.527 130 1.95E-41 11545000 

B6TIK3_MAIZE Putative uncharacterized protein 7 7 33.1 27.346 254 2.46E-10 8175600 

B6TIQ8_MAIZE Putative uncharacterized protein 7 7 23 40.549 348 4.90E-23 9806500 

B6TJH8_MAIZE Putative uncharacterized protein 7 7 37.9 27.168 248 3.83E-45 7246900 

B6TJQ6_MAIZE Putative uncharacterized protein 7 1 28.1 22.88 199 1.74E-08 6640200 

B6TJR0_MAIZE Putative uncharacterized protein 7 1 33.2 28.797 256 9.53E-58 1494100 

B6TJX4_MAIZE Putative uncharacterized protein 7 3 45.9 20.108 183 3.31E-31 6292500 

B6TMH0_MAIZE Putative uncharacterized protein 7 2 46 15.603 137 3.32E-26 791410 

B6TNC0_MAIZE Putative uncharacterized protein 7 4 23.5 34.864 323 2.22E-16 1757700 

B6TPG2_MAIZE Putative uncharacterized protein 7 1 33.8 17.531 157 2.32E-18 37176000 
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B6TZ91_MAIZE Putative uncharacterized protein 7 7 29.9 40.604 371 9.27E-59 23498000 

B6U0T2_MAIZE Putative uncharacterized protein 7 1 40.9 26.413 242 6.48E-60 8583400 

B6U4F7_MAIZE Putative uncharacterized protein 7 7 11.9 84.923 774 3.73E-09 1514800 

B6U7R7_MAIZE Putative uncharacterized protein 7 5 18.1 54.128 498 1.88E-19 2441500 

B6U7U8_MAIZE Putative uncharacterized protein 7 7 11.4 76.168 684 2.11E-47 8357000 

B6U9K5_MAIZE Putative uncharacterized protein 7 4 22 49.279 437 4.76E-62 22757000 

O82579_MAIZE Ribosomal protein L26 7 1 44.2 13.926 120 1.75E-14 521730 

Q41815_MAIZE Heat shock protein 26 7 6 30 26.378 240 1.86E-25 6544000 

Q8W523_MAIZE Glycine cleavage complex P-protein 7 7 25.5 40.08 369 9.37E-54 11582000 

Q9FQB5_MAIZE Glutathione S-transferase GST 24 7 7 40.3 26.452 238 4.74E-43 11128000 

B4F8R3_MAIZE Putative uncharacterized protein 8 1 13.6 63.705 560 1.64E-13 202640 

B4FG03_MAIZE Putative uncharacterized protein 8 2 45.5 19.06 176 1.94E-43 30717000 

B4FI73_MAIZE Putative uncharacterized protein 8 8 31.7 32.661 303 2.90E-67 29219000 

B4FK00_MAIZE Putative uncharacterized protein 8 3 21.7 45.19 420 1.13E-34 10890000 

B4FR99_MAIZE Putative uncharacterized protein 8 8 33 32.448 300 7.29E-85 2555500 

B4FRM7_MAIZE Putative uncharacterized protein 8 1 58.4 17.717 166 4.17E-
128 8132700 
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B4FSA7_MAIZE Putative uncharacterized protein 8 2 20.5 41.264 380 1.07E-23 2111900 

B6SSJ8_MAIZE Putative uncharacterized protein 8 6 15.1 68.339 628 1.56E-42 3848800 

B6ST53_MAIZE Putative uncharacterized protein 8 8 23.8 27.451 265 1.03E-27 39095000 

B6ST72_MAIZE Putative uncharacterized protein 8 8 15.5 74.644 677 1.33E-
108 5086600 

B6SUP5_MAIZE Putative uncharacterized protein 8 1 20.1 53.104 483 8.38E-25 1419100 

B6SW65_MAIZE Putative uncharacterized protein 8 8 18.3 73.602 665 2.19E-89 11073000 

B6SWL9_MAIZE Putative uncharacterized protein 8 5 20.4 55.757 500 2.96E-
101 2011100 

B6SYA1_MAIZE Putative uncharacterized protein 8 8 13.4 60.878 521 4.58E-20 10585000 

B6T638_MAIZE Putative uncharacterized protein 8 1 23.7 42.811 380 1.23E-71 68695 

B6T6G1_MAIZE Putative uncharacterized protein 8 1 58.4 17.701 166 1.56E-
135 233050000 

B6T9H3_MAIZE Putative uncharacterized protein 8 8 20.4 49.814 457 4.24E-37 11366000 

B6TAT5_MAIZE Putative uncharacterized protein 8 8 38.9 33.163 311 8.14E-56 14410000 

B6TBF5_MAIZE Putative uncharacterized protein 8 8 23.6 40.223 352 2.50E-20 38926000 

B6TIG6_MAIZE Putative uncharacterized protein 8 8 25.3 49.263 462 1.29E-81 17284000 

B6U4L3_MAIZE Putative uncharacterized protein 8 4 74.3 12.786 109 3.15E-29 4851200 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B6U543_MAIZE Putative uncharacterized protein 8 7 36.6 26.213 254 5.63E-41 48263000 

B6U7D0_MAIZE Putative uncharacterized protein 8 8 30.3 31.825 307 2.03E-80 40622000 

B6U7Y1_MAIZE Putative uncharacterized protein 8 5 31.9 38.6 348 2.59E-54 18870000 

B6UC67_MAIZE Putative uncharacterized protein 8 8 18.5 66.609 605 5.07E-55 2740700 

B6UDK8_MAIZE Putative uncharacterized protein 8 2 12.7 84.242 769 3.65E-80 3815200 

B6UE89_MAIZE Putative uncharacterized protein 8 8 18.3 60.223 558 1.68E-13 6841500 

O22499_MAIZE Cysteine proteinase Mir2 8 2 20.1 53.019 493 7.91E-57 28397000 

PEPCK_MAIZE Phosphoenolpyruvate carboxykinase [ATP] 8 8 16.8 73.313 666 3.33E-89 36988000 

Q8LK06_MAIZE Methyl binding domain protein MBD109 8 5 27.8 42.122 400 8.96E-
111 4897100 

Q94F78_MAIZE Nucleosome/chromatin assembly factor A 8 2 36 29.331 258 2.43E-97 24409000 

Q94F79_MAIZE Nucleosome/chromatin assembly factor A 8 2 36.7 28.441 251 3.08E-92 8402700 

Q9FQA1_MAIZE Glutathione S-transferase GST 38 8 3 40.4 24.945 228 2.83E-47 6010000 

B4F7V1_MAIZE Putative uncharacterized protein 9 9 37.5 31.747 291 3.83E-71 27913000 

B4FAI1_MAIZE Putative uncharacterized protein 9 9 35.1 45.292 416 1.16E-89 9864700 

B4FAR8_MAIZE Putative uncharacterized protein 9 2 59.2 27.067 250 2.68E-66 3032500 

B4FDN9_MAIZE Putative uncharacterized protein 9 1 39.8 29.129 269 2.70E-42 27289000 
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B4FFH4_MAIZE Putative uncharacterized protein 9 9 41.6 35.995 329 4.98E-68 13737000 

B4FIN0_MAIZE Ptative uncharacterized protein 9 3 97.1 11.658 104 2.09E-84 17878000 

B4FLL1_MAIZE Putative uncharacterized protein 9 1 76.7 8.6109 73 1.62E-25 41677 

B4FSB0_MAIZE Putative uncharacterized protein 9 4 25.3 49.658 446 2.43E-
116 24108000 

B4FWT5_MAIZE Putative uncharacterized protein 9 2 34.8 22.766 201 2.52E-
100 561740 

B4FX42_MAIZE Putative uncharacterized protein 9 2 64.3 17.211 154 8.90E-19 5138000 

B4FYN6_MAIZE Putative uncharacterized protein 9 3 36.5 40.25 373 2.23E-
161 9149000 

B6SH97_MAIZE Putative uncharacterized protein 9 1 21.2 67.179 624 3.61E-75 175750 

B6SHI1_MAIZE Ptative uncharacterized protein 9 9 23.1 66.978 594 1.20E-59 6501100 

B6SIH5_MAIZE Ptative uncharacterized protein 9 9 28.4 44.608 395 3.33E-56 4257100 

B6SJN3_MAIZE Putative uncharacterized protein 9 1 65.5 18.719 165 7.33E-48 496910 

B6SP44_MAIZE Ptative uncharacterized protein 9 9 12.1 80.628 738 1.20E-17 9502300 

B6SR23_MAIZE Putative uncharacterized protein 9 4 55.5 15.874 146 1.87E-
102 7146300 

B6SRY1_MAIZE Putative uncharacterized protein 9 8 41.6 34.5 320 1.02E-
111 14734000 

B6SUK1_MAIZE Putative uncharacterized protein 9 9 48.3 20.2 180 5.60E-32 19163000 
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B6SUR9_MAIZE Putative uncharacterized protein 9 6 39.9 25.599 228 4.36E-41 37102000 

B6T3J2_MAIZE Putative uncharacterized protein 9 1 29.4 30.696 272 1.10E-32 984460 

B6T5N2_MAIZE Putative uncharacterized protein 9 6 50.6 19.286 170 5.13E-15 6087800 

B6T6S5_MAIZE Putative uncharacterized protein 9 3 34 36.626 332 9.29E-79 5327200 

B6T8U9_MAIZE Putative uncharacterized protein 9 8 28 51.899 483 1.14E-32 11541000 

B6TGM9_MAIZE Putative uncharacterized protein 9 5 24.5 50.762 469 3.31E-
133 113440000 

B6TK66_MAIZE Putative uncharacterized protein 9 9 28.4 33.571 320 2.63E-
109 19457000 

B6TQB3_MAIZE Putative uncharacterized protein 9 4 45.7 23.17 210 1.95E-62 1645100 

B6TVG1_MAIZE Putative uncharacterized protein 9 2 20.7 62.893 570 1.01E-45 376470 

B6TVN0_MAIZE Putative uncharacterized protein 9 2 44.3 16.904 149 1.38E-23 11088000 

B6TXM6_MAIZE Putative uncharacterized protein 9 7 26.6 45.484 428 4.41E-78 23418000 

B6U1K3_MAIZE Putative uncharacterized protein 9 9 26.1 50.317 449 6.80E-89 13049000 

B6U280_MAIZE Putative uncharacterized protein 9 4 41.8 24.928 237 1.84E-
105 18506000 

B6U4D9_MAIZE Putative uncharacterized protein 9 9 13.3 90.446 809 2.72E-38 7921700 

B6UBI2_MAIZE Putative uncharacterized protein 9 9 25.6 55.218 527 4.45E-
100 16474000 
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B6UCV5_MAIZE Putative uncharacterized protein 9 9 26.7 54.827 509 2.46E-90 19239000 

O82578_MAIZE Methionine synthase 9 1 52.4 15.442 145 4.80E-59 499700 

PPDK1_MAIZE Pyruvate, phosphate dikinase 1, chloroplastic 9 9 10.9 102.67 947 2.40E-36 4791400 

Q8L8G5_MAIZE Nucleosome/chromatin assembly factor group A 9 8 31.1 42.232 370 2.27E-52 72135000 

Q9SBJ3_MAIZE 6-phosphogluconate dehydrogenase isoenzyme A 9 1 64.6 19.047 178 1.05E-
172 5898100 

B4FFP6_MAIZE Putative uncharacterized protein 10 9 60.8 17.315 158 9.87E-38 5514600 

B4FHD0_MAIZE Putative uncharacterized protein 10 10 33.5 37.691 337 1.16E-39 8111600 

B4FK49_MAIZE Putative uncharacterized protein 10 6 73.2 16.541 149 2.19E-
133 320770000 

B4FL49_MAIZE Putative uncharacterized protein 10 2 74.5 17.74 165 6.91E-94 25512000 

B4FN29_MAIZE Putative uncharacterized protein 10 1 61.2 20.598 178 9.14E-
127 3974100 

B4FNB7_MAIZE Putative uncharacterized protein 10 8 31.3 46.175 422 2.02E-74 9057500 

B4FPA1_MAIZE Putative uncharacterized protein 10 1 63 17.337 154 2.36E-
134 1109500 

B4FRD9_MAIZE Putative uncharacterized protein 10 10 41.1 31.463 287 8.52E-79 24900000 

B4FRU4_MAIZE Putative uncharacterized protein 10 1 37.5 42.101 400 7.95E-
110 3965700 

B4FRW8_MAIZE Putative uncharacterized protein 10 3 40.3 40.335 375 5.58E- 54861000 
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B4G027_MAIZE Putative uncharacterized protein 10 7 32.8 43.322 418 1.06E-61 5364400 

B6SU17_MAIZE Putative uncharacterized protein 10 1 33.5 31.832 284 2.03E-78 2393600 

B6SY37_MAIZE Putative uncharacterized protein 10 10 25.3 63.346 584 7.47E-55 8338300 

B6T1X2_MAIZE Putative uncharacterized protein 10 1 63.4 17.206 153 4.20E-
139 61509000 

B6T565_MAIZE Putative uncharacterized protein 10 3 33.4 41.354 383 1.83E-
121 5554900 

B6T5L0_MAIZE Putative uncharacterized protein 10 9 22.1 57.341 529 4.49E-29 10990000 

B6T5Q6_MAIZE Putative uncharacterized protein 10 10 52.4 23.046 210 2.00E-32 46528000 

B6T613_MAIZE Putative uncharacterized protein 10 10 37 37.931 354 6.07E-64 29800000 

B6T6V5_MAIZE Putative uncharacterized protein 10 10 25.7 53.612 478 2.18E-56 20172000 

B6T8U5_MAIZE Putative uncharacterized protein 10 4 40.8 27.738 260 1.86E-47 6717300 

B6T9G1_MAIZE Putative uncharacterized protein 10 1 29.9 44.067 388 3.45E-78 402910 

B6TBG6_MAIZE Putative uncharacterized protein 10 5 71.9 20.092 178 2.09E-
117 25061000 

B6TG61_MAIZE Putative uncharacterized protein 10 2 57.4 16.75 148 1.89E-29 157180000 

B6THZ8_MAIZE Putative uncharacterized protein 10 5 19.2 57.614 527 1.62E-19 4825800 
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B6TIJ2_MAIZE Putative uncharacterized protein 10 10 32.2 49.179 447 5.68E-84 16411000 

B6TJR6_MAIZE Putative uncharacterized protein 10 10 39.1 31.95 302 4.47E-48 21144000 

B6TK61_MAIZE Putative uncharacterized protein 10 1 37.4 42.267 401 3.43E-
110 51166000 

B6TKC5_MAIZE Putative uncharacterized protein 10 2 33.6 25.949 238 2.49E-45 29147000 

B6TLT1_MAIZE Putative uncharacterized protein 10 1 22.5 65.504 587 1.01E-94 23896000 

B6TNS0_MAIZE Putative uncharacterized protein 10 10 20.2 60.377 544 3.06E-97 12722000 

B6TYJ6_MAIZE Putative uncharacterized protein 10 3 20.5 53.136 492 9.14E-59 23845000 

B6TYW3_MAIZE Putative uncharacterized protein 10 10 42.5 28.899 261 7.45E-
100 70407000 

B6U0P5_MAIZE Putative uncharacterized protein 10 10 17.6 97.024 937 6.91E-
113 8674700 

B6U1U5_MAIZE Putative uncharacterized protein 10 6 36.3 34.645 325 1.55E-38 1957700 

B6U233_MAIZE Putative uncharacterized protein 10 10 63.7 21.668 204 3.45E-
132 48460000 

B6U3Y1_MAIZE Putative uncharacterized protein 10 9 41 26.942 261 1.70E-95 102390000 

B6U4M0_MAIZE Putative uncharacterized protein 10 10 22.4 72.116 660 1.89E-75 19713000 

B6U5L3_MAIZE Putative uncharacterized protein 10 1 19.2 52.631 480 6.78E-
149 91327000 

B6U749_MAIZE Putative uncharacterized protein 10 10 26.5 47.086 419 9.85E-75 14121000 
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B6UC34_MAIZE Putative uncharacterized protein 10 10 14.9 90.069 796 1.81E-58 56670000 

MMT1_MAIZE Methionine S-methyltransferase 10 10 12.1 119.97 1091 8.21E-86 13485000 

Q84UX6_MAIZE Nucleosome/chromatin assembly factor group A 10 9 30 43.092 380 9.44E-64 40852000 

B4F822_MAIZE Putative uncharacterized protein 11 1 50.6 27.257 249 4.70E-
137 1444800 

B4F8B8_MAIZE Putative uncharacterized protein 11 11 42.5 37.542 341 1.76E-
135 26905000 

B4FAZ6_MAIZE Putative uncharacterized protein 11 11 52.5 30.434 284 1.62E-86 11987000 

B4FFW5_MAIZE Putative uncharacterized protein 11 11 75.2 17.899 165 3.85E-
123 77648000 

B4FGY0_MAIZE Putative uncharacterized protein 11 9 58.5 24.364 217 1.02E-80 52211000 

B4FQH2_MAIZE Putative uncharacterized protein 11 3 21.1 56.872 502 2.43E-32 16302000 

B4FXW5_MAIZE Putative uncharacterized protein 11 7 35.9 46.671 423 7.95E-72 12815000 

B4FYH1_MAIZE Putative uncharacterized protein 11 10 39.4 37.772 360 4.13E-
153 46734000 

B6STH5_MAIZE Putative uncharacterized protein 11 7 29 49.869 480 3.21E-
121 12212000 

B6T504_MAIZE Putative uncharacterized protein 11 1 66.7 25.948 237 1.60E-
197 56874000 

B6T556_MAIZE Putative uncharacterized protein 11 2 41.2 31.434 289 2.32E-
149 11448000 
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B6T5R1_MAIZE Putative uncharacterized protein 11 7 51.1 23.775 221 2.14E-
143 37794000 

B6TCE9_MAIZE Putative uncharacterized protein 11 11 55.6 26.217 248 4.39E-
169 48192000 

B6THG3_MAIZE Putative uncharacterized protein 11 3 42.6 37.124 324 3.95E-
159 4130000 

B6TI18_MAIZE Putative uncharacterized protein 11 1 43.8 30.372 267 2.88E-40 1617900 

B6TJ22_MAIZE Putative uncharacterized protein 11 1 27.7 24.969 224 3.18E-19 9421800 

B6TKD6_MAIZE Putative uncharacterized protein 11 1 43 27.315 249 6.31E-45 798520 

B6TMI7_MAIZE Putative uncharacterized protein 11 11 42.1 35.061 330 1.38E-
133 104130000 

B6TQ36_MAIZE Putative uncharacterized protein 11 4 35.6 42.321 396 9.42E-
199 85591000 

B6TRC0_MAIZE Putative uncharacterized protein 11 8 45.9 35.371 327 1.64E-
119 56310000 

B6TVY4_MAIZE Putative uncharacterized protein 11 3 39.3 43.692 407 7.58E-74 3893600 

B6TZX0_MAIZE Putative uncharacterized protein 11 4 41.6 40.12 380 1.86E-
170 21528000 

B6U0U2_MAIZE Putative uncharacterized protein 11 11 19.8 74.258 688 6.23E-39 10045000 

B6UC41_MAIZE Putative uncharacterized protein 11 11 23.4 79.06 723 2.73E-64 13630000 

B6UI56_MAIZE Putative uncharacterized protein 11 11 60 27.349 250 1.86E-95 19967000 
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INV1_MAIZE Beta-fructofuranosidase 1 11 7 21.2 71.932 670 1.45E-
154 60568000 

B4F8B3_MAIZE Putative uncharacterized protein 12 12 51.2 35.771 322 2.29E-
120 25843000 

B4FB71_MAIZE Putative uncharacterized protein 12 8 48.7 26.22 230 2.83E-
126 15337000 

B4FTN5_MAIZE Putative uncharacterized protein 12 12 37.8 42.695 384 9.88E-
126 26243000 

B4FVL1_MAIZE Putative uncharacterized protein 12 3 36.5 44.27 389 1.46E-90 24270000 

B4FWI0_MAIZE Putative uncharacterized protein 12 1 49.5 34.5 319 3.08E-
274 24216000 

B6SIM7_MAIZE Putative uncharacterized protein 12 5 75.7 23.083 210 2.99E-
125 3755200 

B6SK03_MAIZE Putative uncharacterized protein 12 6 83.8 16.771 148 9.74E-
135 65712000 

B6T2P8_MAIZE Putative uncharacterized protein 12 3 37.6 35.541 343 1.26E-30 38767000 

B6T3V9_MAIZE Putative uncharacterized protein 12 3 68.9 25.527 244 6.68E-
263 19746000 

B6T9T0_MAIZE Putative uncharacterized protein 12 1 42.1 42.273 387 4.58E-61 35417000 

B6TDT6_MAIZE Putative uncharacterized protein 12 12 36.7 48.111 425 2.07E-86 27300000 

B6TGG7_MAIZE Putative uncharacterized protein 12 12 37.1 48.864 461 5.41E-71 32566000 

B6TKU7_MAIZE Putative uncharacterized protein 12 3 65 29.349 283 1.56E- 48487000 
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B6TLR9_MAIZE Putative uncharacterized protein 12 12 37.8 38.041 347 1.74E-63 71677000 

B6TPK4_MAIZE Putative uncharacterized protein 12 12 42.5 46.13 426 4.02E-55 22367000 

B6TVD6_MAIZE Putative uncharacterized protein 12 3 39.8 42.998 407 1.25E-86 6317200 

B6TWL4_MAIZE Putative uncharacterized protein 12 6 36.9 47.657 426 1.31E-
123 39368000 

B6TY76_MAIZE Putative uncharacterized protein 12 4 30.7 46.935 414 2.35E-
119 13464000 

B6TYP7_MAIZE Putative uncharacterized protein 12 2 41.1 34.377 302 5.65E-
114 4140100 

B6U2K5_MAIZE Putative uncharacterized protein 12 11 16.2 90.711 803 2.21E-79 12547000 

B6U8D3_MAIZE Putative uncharacterized protein 12 10 42.6 42.483 373 1.90E-
222 77270000 

B6U9L0_MAIZE Putative uncharacterized protein 12 12 36.3 39.701 353 3.50E-91 35160000 

LONH2_MAIZE Lon protease homolog 2, mitochondrial 12 12 15.4 105.66 964 2.65E-67 8326700 

O23887_MAIZE Aldehyde oxidase 12 11 14.1 146.68 1358 2.96E-99 15307000 

O24595_MAIZE Glutathione transferase 12 3 33.5 25.119 224 4.29E-88 246420000 

Q8W4W3_MAIZE Putative gamma-glutamylcysteine synthetase 12 12 38.8 50.54 438 1.61E-
121 52135000 

Q9FER4_MAIZE Proteasome subunit alpha type 12 1 57.7 27.403 246 1.42E- 190550000 
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B4F7V3_MAIZE Putative uncharacterized protein 13 13 43.4 31.735 290 1.70E-57 102990000 

B4FDF4_MAIZE Putative uncharacterized protein 13 3 45.3 31.699 298 4.95E-
171 56789000 

B4FI86_MAIZE Putative uncharacterized protein 13 13 63.9 30.154 280 5.56E-
135 49044000 

B4FSW8_MAIZE Putative uncharacterized protein 13 4 35.1 54.048 499 9.12E-91 6898900 

B4FU37_MAIZE Putative uncharacterized protein 13 1 53.4 27.281 249 4.15E-89 78865000 

B4G080_MAIZE Putative uncharacterized protein 13 10 72.2 27.319 248 4.60E-
223 449260000 

B6T4A2_MAIZE Putative uncharacterized protein 13 2 72 23.241 211 1.08E-
102 1116900 

B6T4U8_MAIZE Putative uncharacterized protein 13 7 85.1 16.556 148 1.01E-38 16810000 

B6T6U2_MAIZE Putative uncharacterized protein 13 3 39.5 47.023 441 8.78E-82 32382000 

B6T7B6_MAIZE Putative uncharacterized protein 13 13 49.7 36.522 324 6.12E-
128 22223000 

B6T9J4_MAIZE Putative uncharacterized protein 13 13 32 50.351 459 6.96E-96 26461000 

B6TD54_MAIZE Putative uncharacterized protein 13 9 40 46.635 422 1.39E-88 47520000 

B6TG58_MAIZE Putative uncharacterized protein 13 9 72.5 22.086 193 3.26E-
148 45360000 
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B6THR9_MAIZE Putative uncharacterized protein 13 4 43 43.491 409 2.96E-
118 19500000 

B6THU5_MAIZE Putative uncharacterized protein 13 6 51.1 24.783 229 1.04E-
184 40876000 

B6TJ76_MAIZE Putative uncharacterized protein 13 3 36.2 47.728 448 2.72E-78 2771800 

B6TJM0_MAIZE Putative uncharacterized protein 13 3 44.2 34.142 294 6.77E-71 4504300 

B6TS84_MAIZE Putative uncharacterized protein 13 1 32.1 46.131 430 3.84E-
120 1453000 

B6TSQ9_MAIZE Putative uncharacterized protein 13 6 41.7 54.272 518 0.00E+00 30703000 

B6TXS9_MAIZE Putative uncharacterized protein 13 4 48.5 35.018 330 1.04E-
231 129780000 

B6U2I9_MAIZE Putative uncharacterized protein 13 13 44.9 28.754 272 8.45E-
102 30577000 

B6UFQ0_MAIZE Putative uncharacterized protein 13 1 53.4 27.267 249 5.72E-94 2616200 

B6UG11_MAIZE Putative uncharacterized protein 13 13 58.6 26.706 239 1.80E-77 113550000 

O23813_MAIZE Ferredoxin-sulfite reductase 13 13 29.3 70.014 635 3.60E-
157 17411000 

Q5XML0_MAIZE Proteasome subunit beta type 13 1 81 23.087 210 1.78E-
108 55587000 

B4F8D2_MAIZE Putative uncharacterized protein 14 1 35.6 44.45 404 3.56E-
112 563510 

B4F8G4_MAIZE Putative uncharacterized protein 14 1 56.2 40.854 377 3.35E-95 41436000 
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B4FG53_MAIZE Putative uncharacterized protein 14 1 47.2 41.113 394 1.03E-
203 15626000 

B4FIE9_MAIZE Putative uncharacterized protein 14 3 60.7 36.193 338 1.14E-
278 97301000 

B4FY29_MAIZE Putative uncharacterized protein 14 4 32.7 50.113 437 1.04E-37 5206800 

B6SL40_MAIZE Putative uncharacterized protein 14 6 27 63.923 612 3.30E-
150 70685000 

B6T8U0_MAIZE Putative uncharacterized protein 14 6 46 40.432 378 2.00E-
195 51676000 

B6TB84_MAIZE Putative uncharacterized protein 14 1 56.1 24.267 214 3.06E-
131 40433000 

B6TBM1_MAIZE Putative uncharacterized protein 14 14 57.1 32.397 289 2.15E-
203 63146000 

B6TBW2_MAIZE Putative uncharacterized protein 14 14 54.1 25.565 233 8.63E-97 123870000 

B6TBX3_MAIZE Putative uncharacterized protein 14 3 58.4 25.171 221 2.04E-
118 390390000 

B6THG9_MAIZE Putative uncharacterized protein 14 4 45.4 34.425 302 4.58E-
129 121250000 

B6TM40_MAIZE Putative uncharacterized protein 14 2 64 25.449 228 2.40E-
165 5019500 

B6TPA4_MAIZE Putative uncharacterized protein 14 14 59.5 25.657 242 2.06E-
184 105030000 

B6TWW1_MAIZE W1  Putative uncharacterized protein 14 1 56.5 40.573 375 1.26E-92 7096600 
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HSP82_MAIZE Heat shock protein 82 14 5 17.5 81.89 715 2.63E-
114 18871000 

Q5EUD8_MAIZE Protein disulfide isomerase 14 9 31.9 61.888 561 6.84E-88 5617400 

Q71RX2_MAIZE Isopentenyl pyrophosphate isomerase 14 11 68.8 27.228 237 1.61E-
142 92161000 

Q84TL7_MAIZE Legumin-like protein 14 1 60.6 37.842 360 1.88E-
279 367750 

B4FH68_MAIZE Putative uncharacterized protein 15 7 49.3 37.494 355 2.88E-
138 7721700 

B4FLU9_MAIZE Putative uncharacterized protein 15 8 38.2 53.061 479 1.24E-
110 14487000 

B4FQ54_MAIZE Putative uncharacterized protein 15 6 43.3 53.872 499 1.18E-
120 11907000 

B4G082_MAIZE Putative uncharacterized protein 15 8 43.6 49.811 445 1.24E-
180 137750000 

B4G1P9_MAIZE Putative uncharacterized protein 15 5 48.6 45.948 428 9.73E-
108 108310000 

B6SHM4_MAIZE Putative uncharacterized protein 15 6 77 25.536 226 1.42E-
134 22772000 

B6SZD6_MAIZE Putative uncharacterized protein 15 14 53.7 31.761 296 3.56E-
159 227390000 

B6T574_MAIZE Putative uncharacterized protein 15 1 35.6 54.918 509 2.72E-
144 33575000 

B6THG1_MAIZE Putative uncharacterized protein 15 2 58.9 37.872 360 3.93E- 121730000 
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B6TIL4_MAIZE Putative uncharacterized protein 15 4 43.9 41.992 371 2.25E-
139 19294000 

B6TJM1_MAIZE Putative uncharacterized protein 15 2 46.3 39.907 365 7.33E-
184 115710000 

B6U124_MAIZE Putative uncharacterized protein 15 15 30.7 67.983 619 1.63E-
156 76893000 

Q41761_MAIZE Beta-D-glucosidase 15 2 24.3 64.111 563 6.99E-
121 113280000 

Q6IUP7_MAIZE Pyruvate kinase 15 1 33 54.919 509 1.16E-
116 10185000 

Q9M640_MAIZE Delta-COP 15 1 33.3 57.498 523 3.71E-
162 70367000 

B4FMY6_MAIZE Putative uncharacterized protein 16 2 52 42.707 377 3.22E-
151 7488900 

B4FSG3_MAIZE Putative uncharacterized protein 16 2 55.9 28.54 247 3.01E-90 1260900 

B4G1P1_MAIZE Putative uncharacterized protein 16 1 58.7 39.295 356 2.11E-
284 250150000 

B6SHH4_MAIZE Putative uncharacterized protein 16 2 26.5 69.28 614 9.97E-70 42060000 

B6SHW0_MAIZE Putative uncharacterized protein 16 1 57.1 24.288 219 4.79E-85 129770000 

B6SJ21_MAIZE Putative uncharacterized protein 16 2 76.3 36.236 334 9.15E-
224 23536000 
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B6T706_MAIZE Putative uncharacterized protein 16 9 46.9 54.613 510 0.00E+00 81778000 

B6TBG8_MAIZE Putative uncharacterized protein 16 3 36.5 55.655 491 8.07E-98 9566300 

B6TFA7_MAIZE Putative uncharacterized protein 16 3 50.3 33.262 308 7.15E-
204 178770000 

B6TZD9_MAIZE Putative uncharacterized protein 16 11 32.8 57.038 527 2.56E-47 18645000 

B6U237_MAIZE Putative uncharacterized protein 16 1 21.1 93.568 848 1.62E-
136 146800 

B6U8G5_MAIZE Putative uncharacterized protein 16 16 25.5 72.141 659 1.86E-68 39765000 

B6UCF6_MAIZE Putative uncharacterized protein 16 16 36.4 60.862 552 9.17E-
141 65938000 

Q9XE93_MAIZE Exhydrolase II 16 14 37.1 68.373 634 1.86E-
127 27820000 

B4F8K1_MAIZE Putative uncharacterized protein 17 1 60.2 28.485 244 6.06E-
113 247820000 

B4FRL9_MAIZE Putative uncharacterized protein 17 6 33.8 61.807 562 8.75E-
241 22526000 

B4FTV9_MAIZE Putative uncharacterized protein 17 14 47.5 44.571 400 1.43E-
176 92595000 

B4FUC4_MAIZE Putative uncharacterized protein 17 13 80.9 20.608 194 6.82E-
138 156030000 

B6SWA0_MAIZE Putative uncharacterized protein 17 8 26.1 77.17 716 1.16E-78 10224000 

B6SWN1_MAIZE Putative uncharacterized protein 17 7 37.7 68.851 642 1.13E- 6571600 
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B6T451_MAIZE Putative uncharacterized protein 17 16 42.5 57.657 527 7.33E-
155 83899000 

B6T9G3_MAIZE Putative uncharacterized protein 17 5 53.9 40.777 360 9.91E-
163 7462300 

B6TBZ8_MAIZE Putative uncharacterized protein 17 2 44.8 53.033 482 6.21E-
136 37437000 

B6TCV9_MAIZE Putative uncharacterized protein 17 17 40.9 44.456 401 1.81E-59 53763000 

B6TRW8_MAIZE Putative uncharacterized protein 17 1 37.9 48.775 446 4.53E-
116 247950 

B6UG10_MAIZE Putative uncharacterized protein 17 1 59.6 29.723 260 1.76E-
225 186090000 

Q6B7Q9_MAIZE RuBisCo subunit binding-protein beta subunit 17 7 41.3 44.074 409 3.54E-
167 25166000 

B4FIC0_MAIZE Putative uncharacterized protein 18 5 47 52.456 472 2.02E-
224 35736000 

B6T6B3_MAIZE Putative uncharacterized protein 18 18 57.1 46.269 415 1.51E-
189 35330000 

B6TDE0_MAIZE Putative uncharacterized protein 18 13 60.9 38.935 358 7.24E-
192 82640000 

B6TRV8_MAIZE Putative uncharacterized protein 18 5 50.1 47.256 411 1.68E-84 21592000 

B6TS93_MAIZE Putative uncharacterized protein 18 1 58.7 42.729 380 0.00E+00 704380 
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B6TUB8_MAIZE Putative uncharacterized protein 18 12 40.5 59.004 538 2.57E-
125 119540000 

B6UEQ3_MAIZE Putative uncharacterized protein 18 18 20.4 99.553 913 9.28E-
122 31359000 

B6UHJ4_MAIZE Putative uncharacterized protein 18 1 53 49.304 447 4.40E-78 722440000 

Q43863_MAIZE Annexin p33 18 14 57 35.56 314 9.30E-
103 109600000 

Q5XPI0_MAIZE Putative 14-3-3 protein 18 8 65.4 28.977 257 8.10E-
279 94010000 

B4FBP0_MAIZE Putative uncharacterized protein 19 19 43.8 60.299 560 1.80E-
258 73485000 

B4FMM3_MAIZE Putative uncharacterized protein 19 15 51.9 47.228 441 3.71E-
135 37065000 

B4FVD5_MAIZE Putative uncharacterized protein 19 5 66.1 26.629 230 5.33E-78 355500000 

B4G191_MAIZE Putative uncharacterized protein 19 6 41.6 50.524 476 7.16E-
135 75626000 

B4G1T4_MAIZE Putative uncharacterized protein 19 2 62.2 30.324 270 0.00E+00 11161000 

B4G249_MAIZE Putative uncharacterized protein 19 1 48.1 46.222 412 2.98E-
173 74156000 

B6T7G7_MAIZE Putative uncharacterized protein 19 2 48.2 47.267 417 3.04E-
225 13130000 

B6TAE5_MAIZE Putative uncharacterized protein 19 6 55.7 50.612 456 8.93E-
289 199760000 
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B6TCK3_MAIZE Putative uncharacterized protein 19 19 61.7 33.845 311 1.31E-85 70413000 

B6UCZ5_MAIZE Putative uncharacterized protein 19 13 46.9 58.532 524 7.31E-
198 57027000 

O82443_MAIZE Alanine aminotransferase 19 2 52.3 52.997 482 7.35E-
192 105590000 

P93633_MAIZE Actin 19 1 57.7 36.945 336 6.67E-
219 1171900 

B4FFP2_MAIZE Putative uncharacterized protein 20 16 56.4 44.427 411 3.41E-
155 503240000 

B4FN97_MAIZE Putative uncharacterized protein 20 10 46.3 46.251 415 1.51E-
163 192500000 

B4FV86_MAIZE Putative uncharacterized protein 20 1 53.2 41.623 376 3.62E-
183 46349000 

14332_MAIZE 14-3-3-like protein GF14-12 21 1 64.8 29.636 261 8.64E-
213 15611000 

B4FAG0_MAIZE Putative uncharacterized protein 21 5 74 39.31 350 0.00E+00 949380000 

B4FUE7_MAIZE Putative uncharacterized protein 21 5 74 28.778 265 3.52E-
257 81225000 

B6SWM0_MAIZE Putative uncharacterized protein 21 8 45.5 68.566 640 2.03E-
202 44892000 

B6TBN6_MAIZE Putative uncharacterized protein 21 6 55 57.281 527 4.64E-
224 13126000 

B6TCR9_MAIZE Putative uncharacterized protein 21 1 56.8 27.683 243 1.38E-
109 345660000 
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B6TLY8_MAIZE Putative uncharacterized protein 21 4 58.4 27.533 243 5.76E-
128 50486000 

B4F8X3_MAIZE Putative uncharacterized protein 22 22 42.7 74.205 667 3.13E-
159 63384000 

B4FUE0_MAIZE Putative uncharacterized protein 22 22 56.7 44.242 393 1.10E-
200 92459000 

B6SXV4_MAIZE Putative uncharacterized protein 22 22 31.6 78.64 727 1.28E-
117 62250000 

B6T7J7_MAIZE Putative uncharacterized protein 22 1 74.9 51.647 471 0.00E+00 218360 

B6TAY2_MAIZE Putative uncharacterized protein 22 6 57.8 52.175 479 9.16E-
174 5968900 

B6TNF1_MAIZE Putative uncharacterized protein 22 10 40.4 60.4 534 1.27E-
163 132800000 

Q9SWR9_MAIZE Dihydrolipoamide S-acetyltransferase 22 5 45.8 58.331 542 1.07E-
218 46434000 

TBB7_MAIZE Tubulin beta-7 chain   Beta-7-tubulin 22 5 64 50.094 445 0.00E+00 35434000 

B4F9G8_MAIZE Putative uncharacterized protein 23 8 56.7 57.342 527 1.09E-
266 124900000 

B4FW57_MAIZE Putative uncharacterized protein 23 23 43 78.808 698 7.19E-
233 93609000 

B4FWE4_MAIZE Putative uncharacterized protein 23 6 42.9 66.937 618 3.08E-
139 65322000 

B6SKP8_MAIZE Putative uncharacterized protein 23 3 43.5 67.998 611 1.54E-
170 37841000 
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P93637_MAIZE Actin 23 1 72.6 37.182 336 0.00E+00 1049900 

B4FUH2_MAIZE Putative uncharacterized protein 24 24 58.8 50.182 459 0.00E+00 424380000 

B4FZM3_MAIZE Putative uncharacterized protein 24 23 76.9 39.568 359 0.00E+00 227720000 

B6TGB2_MAIZE Putative uncharacterized protein 24 1 64.3 47.159 417 1.14E-
254 412780000 

B4F932_MAIZE Putative uncharacterized protein 25 2 52.1 58.379 530 2.60E-
207 42098000 

B4G039_MAIZE Putative uncharacterized protein 25 5 82.4 41.254 364 0.00E+00 1.11E+09 

B6UGG5_MAIZE Putative uncharacterized protein 25 22 45.8 72.757 681 2.57E-
288 157860000 

B4G177_MAIZE Putative uncharacterized protein 26 1 58.4 68.247 628 8.43E-
180 1826600 

B6T681_MAIZE Putative uncharacterized protein 26 2 74.7 42.556 392 0.00E+00 1.133E+09 

B6TG70_MAIZE Putative uncharacterized protein 26 10 56.8 58.443 530 4.63E-
253 318250000 

O24558_MAIZE Translation initiation factor 26 2 64 47.005 414 0.00E+00 90638000 

B4FIT6_MAIZE Putative uncharacterized protein 27 23 58.1 61.816 565 2.72E-
168 204740000 

B4FVB1_MAIZE Putative uncharacterized protein 27 2 76.7 41.669 377 0.00E+00 81833000 

B5AMJ8_MAIZE Starch phosphorylase 2 27 27 44.9 94.452 838 0.00E+00 45249000 
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B6TVE3_MAIZE Putative uncharacterized protein 27 20 54.3 61.577 567 0.00E+00 200500000 

PGMC2_MAIZE Phosphoglucomutase, cytoplasmic 27 4 64.2 63.041 583 0.00E+00 31873000 

B4FRH5_MAIZE Putative uncharacterized protein 29 5 68.7 45.201 422 1.23E-
157 19944000 

B6SVV9_MAIZE Putative uncharacterized protein 30 3 72.7 58.978 553 0.00E+00 87584000 

B6TBY8_MAIZE Putative uncharacterized protein 30 4 70.2 52.9 480 0.00E+00 40661000 

B6TS21_MAIZE Putative uncharacterized protein 30 6 69.7 45.193 422 1.39E-
226 288390000 

CAPP2_MAIZE Phosphoenolpyruvate carboxylase 2 30 22 37.5 110 967 6.06E-
150 23840000 

B4FAD9_MAIZE Putative uncharacterized protein 32 8 82 52.177 473 0.00E+00 812440000 

B4F8Q2_MAIZE Putative uncharacterized protein 33 6 52.1 72.662 678 0.00E+00 292420000 

B6SH83_MAIZE Putative uncharacterized protein 33 1 58.4 64.265 604 0.00E+00 341220000 

B6U4J8_MAIZE Putative uncharacterized protein 34 32 67 68.727 609 1.02E-
162 71347000 

Q5EUE0_MAIZE Protein disulfide isomerase 34 22 65.8 56.683 512 0.00E+00 125690000 

B4FBC9_MAIZE Putative uncharacterized protein 37 30 78.4 68.034 620 0.00E+00 266460000 

B6TGG2_MAIZE Putative uncharacterized protein 37 1 78.2 60.677 559 0.00E+00 688390000 

B6UH55_MAIZE Putative uncharacterized protein 43 6 79.9 68.418 621 0.00E+00 603670000 
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CH61_MAIZE Chaperonin CPN60-1, mitochondrial   HSP60-1 44 8 77.6 61.211 577 0.00E+00 79968000 

CH62_MAIZE Chaperonin CPN60-2, mitochondrial   HSP60-2 44 8 77.8 60.934 576 0.00E+00 512520000 

SUS1_MAIZE Sucrose synthase 1 44 1 57.5 91.731 802 0.00E+00 25316000 

Q8W529_MAIZE Methionine synthase 46 18 64 84.452 766 0.00E+00 801790000 

A4ULE0_MAIZE Nitrilase 1 2 2 10.5 37.786 351 8.97E-29 1050400 

A6XER2_MAIZE Defensin 2 2 30.5 9.0575 82 3.94E-06 603980 

A6YSM2_MAIZE Putative uncharacterized protein 2 2 7.2 31.94 292 6.25E-17 2928900 

B6T259_MAIZE AP-2 complex subunit sigma-1 2 2 10.6 16.923 141 2.26E-02 1089300 

B4F7X6_MAIZE Putative uncharacterized protein 2 1 10.1 31.78 306 2.26E-06 220830 

B4G270_MAIZE Putative uncharacterized protein 2 2 7.7 42.106 376 1.48E-19 312740 

B4F9A4_MAIZE Deoxymugineic acid synthase1 2 2 10.2 35.377 314 1.56E-03 1185100 

B4F9H7_MAIZE Putative uncharacterized protein 2 2 5.7 39.32 351 4.76E-04 2402800 

B4F9I2_MAIZE Putative uncharacterized protein 2 2 4.8 49.801 455 1.22E-02 595190 

B4FQ91_MAIZE Putative uncharacterized protein 2 1 5.5 43.465 401 3.16E-04 656680 

B4FAA3_MAIZE Putative uncharacterized protein 2 1 6.6 52.353 470 3.39E-23 2131500 

B4FAB0_MAIZE Putative uncharacterized protein 2 2 19.7 17.447 178 1.17E-12 6981800 
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B4FAT8_MAIZE Putative uncharacterized protein 2 1 5.4 40.017 373 1.06E-38 3279700 

B4FAW7_MAIZE Putative uncharacterized protein 2 2 5.5 46.53 417 3.29E-10 1390100 

B4FAX1_MAIZE Putative uncharacterized protein 2 2 4.1 58.197 531 1.24E-06 195020 

B4FB81_MAIZE Putative uncharacterized protein 2 2 8 25.175 249 1.96E-10 36154000 

B6TQD0_MAIZE Putative uncharacterized protein 2 2 6.3 28.857 269 1.32E-04 1010000 

B4FBN1_MAIZE Putative uncharacterized protein 2 1 11.9 14.429 134 7.24E-05 288740 

B4FU22_MAIZE Putative uncharacterized protein 2 2 8.7 24.173 219 1.10E-03 1140600 

B4FCA4_MAIZE Putative uncharacterized protein 2 2 4.8 45.173 399 2.98E-03 9901500 

B4FCW6_MAIZE Putative uncharacterized protein 2 2 9.2 27.533 250 2.34E-31 470600 

B4FD14_MAIZE Putative uncharacterized protein 2 2 21 8.9946 81 5.66E-04 838160 

B4FDB1_MAIZE Putative uncharacterized protein 2 2 6.9 34.931 320 1.42E-03 1386500 

B4FDR1_MAIZE Putative uncharacterized protein 2 2 10.9 28.292 256 5.53E-21 1220900 

B4FDU1_MAIZE Putative uncharacterized protein 2 1 17.8 18.344 163 9.09E-40 46614 

B4FEK4_MAIZE Putative uncharacterized protein 2 2 17.7 17.815 158 1.22E-21 473430 

B4FET5_MAIZE Putative uncharacterized protein 2 2 26.4 8.4679 72 6.75E-13 8917600 

B4FET7_MAIZE Putative uncharacterized protein 2 2 8.7 29.143 263 2.05E-15 453870 
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B4FEW6_MAIZE Putative uncharacterized protein 2 2 8.4 28.769 262 1.94E-05 1374500 

B4FU06_MAIZE Putative uncharacterized protein 2 2 9 24.869 210 1.05E-02 734410 

B4FF68_MAIZE Putative uncharacterized protein 2 2 8.8 26.709 249 5.02E-12 1288800 

B4FFY3_MAIZE Putative uncharacterized protein 2 2 6.5 44.876 434 4.88E-28 2641600 

B4FGA3_MAIZE Putative uncharacterized protein 2 2 10.9 26.541 229 1.16E-09 1258600 

B4FGH8_MAIZE Putative uncharacterized protein 2 2 12 21.033 200 6.77E-09 9577000 

B4FGT5_MAIZE Putative uncharacterized protein 2 1 6.7 32.87 298 4.94E-02 1987200 

B4FHE5_MAIZE Putative uncharacterized protein 2 2 8.5 21.022 189 2.56E-03 1488300 

B4FHI8_MAIZE Putative uncharacterized protein 2 2 20.6 11.122 102 2.81E-03 148150 

B4FI64_MAIZE Putative uncharacterized protein 2 2 6.8 28.99 263 1.59E-04 1200700 

B4FJ69_MAIZE Putative uncharacterized protein 2 2 26.1 15.644 138 5.30E-05 696410 

B4FJN0_MAIZE Putative uncharacterized protein 2 2 5.4 41.85 373 2.35E-03 875180 

B4FKM9_MAIZE Putative uncharacterized protein 2 2 10.1 20.915 188 1.00E-04 541870 

B4FLA5_MAIZE Putative uncharacterized protein 2 2 8.9 31.56 281 3.14E-04 319680 

B6TIF5_MAIZE Putative uncharacterized protein 2 2 2.3 67.006 599 4.37E-02 720170 

B4FLS7_MAIZE Putative uncharacterized protein 2 2 12.4 29.368 266 1.87E-26 762560 
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B6TRS7_MAIZE Putative uncharacterized protein 2 1 4.4 34.897 320 1.34E-02 2570100 

B4FYE0_MAIZE Putative uncharacterized protein 2 2 4.8 56.303 505 6.94E-22 1150000 

B4FN43_MAIZE Putative uncharacterized protein 2 2 12.7 27.39 252 5.33E-30 486310 

B4FND7_MAIZE Putative uncharacterized protein 2 2 10.9 29.566 258 2.90E-15 2391500 

B4FPT9_MAIZE Putative uncharacterized protein 2 2 4.8 61.074 547 1.97E-32 676390 

B4FPX0_MAIZE Putative uncharacterized protein 2 2 14.1 23.152 213 2.41E-62 857040 

B4FQJ2_MAIZE Putative uncharacterized protein 2 2 4.5 57.73 538 1.41E-07 2886400 

B4FS88_MAIZE Putative uncharacterized protein 2 2 5.5 42.504 397 2.46E-03 769670 

B4FSL0_MAIZE Putative uncharacterized protein 2 2 6 44.964 432 8.96E-12 992930 

B4FT12_MAIZE Putative uncharacterized protein 2 2 16 21.419 194 3.13E-66 3730600 

B4FT34_MAIZE Putative uncharacterized protein 2 2 5.9 42.194 405 4.05E-09 1355300 

B4FT78_MAIZE Putative uncharacterized protein 2 2 5.8 48.168 432 4.93E-02 8621600 

B4FTG2_MAIZE Putative uncharacterized protein 2 2 6.5 36.786 352 6.04E-06 1147400 

B4FU81_MAIZE Putative uncharacterized protein 2 2 19.2 21.705 198 2.09E-17 1931700 

B4FUX9_MAIZE Putative uncharacterized protein 2 2 13.5 19.779 178 7.51E-18 503720 

B4FVC7_MAIZE Putative uncharacterized protein 2 2 8 31.74 288 9.81E-08 947710 
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B4FVH9_MAIZE Putative uncharacterized protein 2 2 10 23.204 211 2.91E-02 2584500 

B4FW32_MAIZE Putative uncharacterized protein 2 2 4.9 52.577 472 4.16E-09 1173300 

B4FX16_MAIZE Putative uncharacterized protein 2 2 20 12.163 115 1.01E-07 697350 

B6SWS8_MAIZE Putative uncharacterized protein 2 2 3.1 93.965 850 3.06E-06 1117600 

B4FYV4_MAIZE Putative uncharacterized protein 2 2 10.3 25.011 224 9.44E-13 260630 

B4FZY9_MAIZE Nucleosome/chromatin assembly factor 104 2 2 5.7 44.339 403 8.63E-08 1193700 

B4G004_MAIZE Putative uncharacterized protein 2 1 4 56.415 502 8.05E-13 144750 

B4G0E8_MAIZE Putative uncharacterized protein 2 2 16.1 12.743 118 9.51E-04 41893 

B6TDJ8_MAIZE Putative uncharacterized protein 2 1 5.2 52.099 485 1.07E-03 242500 

B4G1W8_MAIZE Putative uncharacterized protein 2 2 9.1 39.946 350 2.09E-04 249640 

B6SL65_MAIZE Putative uncharacterized protein 2 2 5.2 38.307 347 3.12E-05 1414600 

B6SI08_MAIZE Putative uncharacterized protein 2 2 22.9 10.96 105 2.56E-04 64020 

B6SIK6_MAIZE Putative uncharacterized protein 2 1 21.9 10.453 96 4.60E-03 4700 

B6SIU4_MAIZE Putative uncharacterized protein 2 2 12.7 36.491 346 8.34E-11 1055500 

B6SJS3_MAIZE Putative uncharacterized protein 2 2 16.8 20.715 197 3.45E-50 673630 

B6SJZ7_MAIZE Putative uncharacterized protein 2 1 9.4 34.245 309 1.50E-05 289370 
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B6SKU5_MAIZE Putative uncharacterized protein 2 2 11.4 20.018 185 8.69E-09 879790 

B6SMX7_MAIZE Putative uncharacterized protein 2 2 12.5 17.952 168 5.56E-13 1446200 

B6SND3_MAIZE Putative uncharacterized protein 2 2 19.7 13.629 127 9.92E-05 2423000 

B6SNN1_MAIZE Putative uncharacterized protein 2 2 34.4 10.529 96 2.10E-03 20477000 

B6SP25_MAIZE Putative uncharacterized protein 2 2 6.9 35.267 321 2.50E-05 2010000 

B6SPJ4_MAIZE Putative uncharacterized protein 2 2 28.7 10.428 101 3.66E-06 91200 

B6UB27_MAIZE Putative uncharacterized protein 2 2 9.4 37.39 342 1.59E-42 1361500 

B6SZA4_MAIZE Putative uncharacterized protein 2 2 8.2 37.249 329 1.39E-03 2270100 

B6SSQ5_MAIZE Putative uncharacterized protein 2 2 4.6 40.785 371 1.25E-03 585480 

B6ST26_MAIZE Putative uncharacterized protein 2 2 32.5 8.6119 77 3.42E-11 832220 

B6STR2_MAIZE Putative uncharacterized protein 2 1 3.6 44.691 412 5.31E-03 6216900 

B6SUW2_MAIZE Putative uncharacterized protein 2 2 7.3 36.297 329 3.83E-05 381910 

B6SVL6_MAIZE Putative uncharacterized protein 2 2 6.5 68.383 616 2.49E-17 337400 

B6SWK4_MAIZE Putative uncharacterized protein 2 2 4.2 71.805 644 6.29E-23 643350 

B6SXZ9_MAIZE Putative uncharacterized protein 2 2 4.1 65.983 603 2.49E-03 453400 

B6T030_MAIZE Putative uncharacterized protein 2 2 36.8 6.5678 57 2.79E-05 432220 
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B6T174_MAIZE Putative uncharacterized protein 2 2 22.8 8.8121 79 1.13E-03 418790 

B6TXF5_MAIZE Putative uncharacterized protein 2 2 10.3 26.697 243 5.65E-08 210840 

B6T5T8_MAIZE Putative uncharacterized protein 2 2 20.3 15.011 138 2.82E-36 429530 

B6T6E9_MAIZE Putative uncharacterized protein 2 2 10.9 16.932 156 5.48E-03 665670 

B6T6P3_MAIZE Putative uncharacterized protein 2 2 6.3 39.218 348 1.04E-04 1488100 

B6T6R7_MAIZE Putative uncharacterized protein 2 2 8.3 25.524 228 2.52E-03 581210 

B6TD22_MAIZE Putative uncharacterized protein 2 1 11.6 23.438 216 2.54E-04 44852 

B6T8I5_MAIZE Putative uncharacterized protein 2 2 2.9 82.067 722 2.38E-22 4139500 

B6T8R8_MAIZE Putative phosphoethanolamine N-methyltransferase 2 2 4.8 56.734 502 6.40E-11 454120 

B6T914_MAIZE Putative uncharacterized protein 2 2 23.4 11.917 107 1.63E-09 360740 

B6TA16_MAIZE Putative uncharacterized protein 2 2 12.5 20.736 184 7.87E-03 12210000 

B6TBW6_MAIZE Putative uncharacterized protein 2 2 11.3 19.113 177 4.35E-07 340520 

B6TC15_MAIZE Putative uncharacterized protein 2 2 22 9.2237 82 6.11E-04 2447500 

B6TC81_MAIZE Putative uncharacterized protein 2 2 30.4 9.694 92 6.84E-06 108070 

B6TDK1_MAIZE Putative uncharacterized protein 2 2 50 6.115 64 5.31E-
136 18695000 

B6TFK5_MAIZE Putative uncharacterized protein 2 1 5.6 50.751 466 7.31E-15 1013200 
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B6TGJ7_MAIZE Putative uncharacterized protein 2 1 8.8 23.336 215 9.35E-09 20648000 

B6TH09_MAIZE Putative uncharacterized protein 2 2 12.3 22.851 211 2.92E-03 1978200 

B6TIH4_MAIZE Putative uncharacterized protein 2 1 21.6 19.435 176 4.24E-03 94168 

B6TIS3_MAIZE Putative uncharacterized protein 2 2 20.8 11.69 106 6.95E-04 49936 

B6TJ89_MAIZE Putative uncharacterized protein 2 1 11.2 18.772 170 1.59E-04 607750 

B6TJR4_MAIZE Putative uncharacterized protein 2 2 6.1 56.627 512 1.79E-07 287620 

B6TK42_MAIZE Putative uncharacterized protein 2 2 7.8 30.205 270 1.65E-02 2083700 

B6TMF2_MAIZE Putative uncharacterized protein 2 2 13.4 20.108 179 1.02E-05 326410 

B6TNS1_MAIZE Putative uncharacterized protein 2 2 9.6 27.394 250 7.65E-10 4432700 

B6TW88_MAIZE Putative uncharacterized protein 2 2 12 7.7436 75 1.49E-03 127120 

B6TZ71_MAIZE Putative uncharacterized protein 2 2 3.6 56.475 523 1.80E-08 1281000 

B6UCY8_MAIZE Putative uncharacterized protein 2 2 4.8 67.879 609 3.38E-19 421980 

B6U7L3_MAIZE Putative uncharacterized protein 2 2 15.2 28.394 264 8.89E-06 384330 

B6U832_MAIZE Putative uncharacterized protein 2 2 2.9 66.199 596 1.22E-02 596190 

B6UCF3_MAIZE Putative uncharacterized protein 2 2 23.9 9.7653 88 2.30E-02 220870 

B6UCN1_MAIZE Putative uncharacterized protein 2 2 2.4 70.42 669 5.54E-04 1162900 
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Q672R6_MAIZE Hydroxymethylbutenyl 4-diphosphate synthase 2 2 4.2 82.09 746 5.77E-20 163700 

B6UF30_MAIZE Putative uncharacterized protein 2 2 4.1 66.542 592 1.79E-05 7486700 

B6UI06_MAIZE Putative uncharacterized protein 2 2 15.2 23.543 231 2.30E-18 1467400 

Q41790_MAIZE Calcium-dependent protein kinase 2 1 5.1 59.352 531 1.71E-32 3016400 

Q9FUY5_MAIZE Protein kinase AKINbetagamma-1 2 2 4 54.938 497 4.87E-03 320400 

Q9SPD8_MAIZE Voltage-dependent anion channel protein 1b 2 1 8 29.648 276 2.78E-04 690940 

B4F7T8_MAIZE Putative uncharacterized protein 3 3 9.8 37.316 326 7.61E-10 3146300 

B4F7U1_MAIZE Putative uncharacterized protein 3 3 10.5 36.099 334 1.02E-29 4225900 

B4F845_MAIZE Putative uncharacterized protein 3 3 8.3 33.964 303 5.10E-05 2566600 

B4F8J5_MAIZE Putative uncharacterized protein 3 1 9.8 28.344 254 3.17E-05 426490 

B4FAF0_MAIZE Putative uncharacterized protein 3 3 5.7 57.642 526 1.93E-04 2783900 

B6U6C5_MAIZE Putative uncharacterized protein 3 3 25.8 23.12 221 6.74E-82 233030000 

B4FB16_MAIZE Putative uncharacterized protein 3 3 5.5 62.431 566 2.13E-18 1502400 

B4FBI1_MAIZE Putative uncharacterized protein 3 3 13.2 27.798 257 5.07E-21 2905600 

B6SZV0_MAIZE Putative uncharacterized protein 3 3 19.9 31.638 297 4.47E-
116 2497600 

B4FDS5_MAIZE Putative uncharacterized protein 3 3 5.7 58.274 512 8.00E-07 2262800 
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Unique 
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(seq)d 
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B6SJW9_MAIZE Putative uncharacterized protein 3 3 7.3 40.768 372 2.36E-16 638020 

B4FE67_MAIZE Putative uncharacterized protein 3 1 9.7 39.802 360 1.16E-22 687020 

B6TM82_MAIZE Putative uncharacterized protein 3 1 24 16.752 154 4.17E-12 1174900 

B4FEK7_MAIZE Putative uncharacterized protein 3 3 10.2 31.915 284 6.02E-04 3106200 

B6TEV5_MAIZE Putative uncharacterized protein 3 3 13.5 35.535 325 1.75E-08 2117800 

B4FF76_MAIZE Putative uncharacterized protein 3 3 10.6 30.425 283 1.81E-07 3318400 

B4FFT0_MAIZE Putative uncharacterized protein 3 1 18.2 34.618 325 7.27E-88 2674600 

B4FGA5_MAIZE Putative uncharacterized protein 3 1 38.8 8.8903 80 8.14E-12 12146000 

B4FHA8_MAIZE Histone deacetylase HDT2 3 1 11.2 32.587 303 2.37E-32 2444500 

B4FIW7_MAIZE Putative uncharacterized protein 3 2 13.6 23.956 213 3.51E-04 2355200 

B4FJ52_MAIZE Putative uncharacterized protein 3 3 16 34.567 324 1.08E-10 521940 

B4FJB2_MAIZE Putative uncharacterized protein 3 1 14.3 24 217 7.07E-11 487460 

B4FJD3_MAIZE Putative uncharacterized protein 3 2 8.3 47.443 422 6.35E-06 1369200 

B4FK44_MAIZE Putative uncharacterized protein 3 1 7.7 41.149 377 1.03E-04 318100 

B4FNB4_MAIZE Putative uncharacterized protein 3 1 4.7 48.822 443 7.48E-10 298420 

B4FNL7_MAIZE Putative uncharacterized protein 3 3 5.8 43.718 415 5.48E-05 3782900 
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Unique 
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B4FQ71_MAIZE Putative uncharacterized protein 3 3 5.8 59.731 568 6.85E-07 2761800 

B4FQI3_MAIZE Putative uncharacterized protein 3 1 24.5 15.973 143 2.08E-26 152510 

B4FR72_MAIZE Putative uncharacterized protein 3 3 10.9 55.046 476 2.31E-13 3671400 

B4FRJ7_MAIZE Putative uncharacterized protein 3 1 15 24.395 227 1.53E-19 722490 

B4FRQ0_MAIZE Putative uncharacterized protein 3 3 14.3 25.563 238 2.96E-16 1663400 

B4FS65_MAIZE Putative uncharacterized protein 3 3 17.1 39.955 374 9.35E-16 4743500 

B4FT85_MAIZE Voltage-dependent anion channel protein 1a 3 2 22.1 29.47 276 1.95E-04 4967600 

B6TR63_MAIZE Putative uncharacterized protein 3 3 10 32.764 299 1.20E-05 1232200 

B4FU71_MAIZE Putative uncharacterized protein 3 2 10.4 25.827 230 5.88E-04 828400 

B4FU92_MAIZE Putative uncharacterized protein 3 3 18.4 22.851 201 6.70E-35 755470 

B4FUP2_MAIZE Putative uncharacterized protein 3 3 25.8 16.258 151 1.52E-17 384760 

B6TJL6_MAIZE Putative uncharacterized protein 3 3 9.2 51.406 468 1.22E-19 1343300 

B4FX39_MAIZE Putative uncharacterized protein 3 3 10.1 57.521 517 8.27E-03 1582500 

B6TD34_MAIZE Putative uncharacterized protein 3 1 5.7 41.664 387 1.01E-03 550930 

B4G237_MAIZE Putative uncharacterized protein 3 1 28.9 14.044 135 6.55E-10 9000200 

B4FZF3_MAIZE Putative uncharacterized protein 3 3 8.2 44.815 429 4.06E-11 13450000 
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B4FZW6_MAIZE Putative uncharacterized protein 3 3 21.4 17.733 159 1.61E-05 1347400 

B6UB57_MAIZE Putative uncharacterized protein 3 1 6.8 53.574 486 2.71E-03 86753 

B4G1I6_MAIZE Putative uncharacterized protein 3 3 13 25.738 239 2.65E-06 1028900 

B6SIX2_MAIZE Putative uncharacterized protein 3 3 10.1 31.881 298 2.52E-20 393780 

B6SJF7_MAIZE 14 kDa zinc-binding protein   Protein kinase C inhibitor 3 3 31.8 14.229 129 2.19E-13 710430 

B6SK25_MAIZE Putative uncharacterized protein 3 1 38.1 12.094 118 3.14E-20 4777500 

B6SKN2_MAIZE Putative uncharacterized protein 3 1 7.6 43.03 384 3.36E-04 2917700 

B6SN96_MAIZE Putative uncharacterized protein 3 3 12.7 29.021 268 5.55E-04 2180200 

B6SPR5_MAIZE Putative uncharacterized protein 3 3 30.2 10.029 86 2.01E-02 1230900 

B6SWC4_MAIZE Putative uncharacterized protein 3 3 6.8 75.816 691 1.10E-56 2716700 

B6UF37_MAIZE Putative uncharacterized protein 3 3 26.9 12.279 108 5.41E-05 402610 

B6T2X9_MAIZE Putative uncharacterized protein 3 3 10.2 29.097 274 1.29E-07 832850 

B6T3V3_MAIZE Putative uncharacterized protein 3 3 42.6 9.7652 94 1.22E-05 564570 

B6T5U0_MAIZE Putative uncharacterized protein 3 3 33.9 12.532 118 1.13E-09 648090 

B6T6Y2_MAIZE Putative uncharacterized protein 3 3 9.9 44.156 416 1.29E-10 6746800 

B6T863_MAIZE Putative uncharacterized protein 3 3 15.5 19.181 174 7.01E-05 755860 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B6T8Q2_MAIZE Putative uncharacterized protein 3 3 15 26.848 240 2.23E-13 2613300 

B6T8S7_MAIZE Putative uncharacterized protein 3 2 14.8 28.781 257 1.90E-52 541580 

B6T994_MAIZE Putative uncharacterized protein 3 3 8.5 50.296 457 8.78E-38 1209800 

B6TBL9_MAIZE Putative uncharacterized protein 3 3 8 41.178 374 1.94E-21 1496900 

B6TCJ0_MAIZE Putative uncharacterized protein 3 3 18.3 22.33 197 2.70E-07 520190 

B6TEF3_MAIZE Putative uncharacterized protein 3 3 17.2 22.277 209 6.98E-18 790170 

B6TDF5_MAIZE Putative uncharacterized protein 3 3 10.6 23.495 218 5.96E-04 1841500 

B6TE60_MAIZE Putative uncharacterized protein 3 3 14 31.407 300 1.96E-19 2777700 

B6TGC0_MAIZE Casein kinase II alpha subunit 3 1 10.2 44.155 383 7.05E-16 515470 

B6TLS0_MAIZE Putative uncharacterized protein 3 3 22.7 24.988 229 1.92E-55 2336600 

B6TM50_MAIZE Protein disulfide isomerase 3 3 20.7 16.835 150 2.43E-07 1044800 

B6TMG9_MAIZE Putative uncharacterized protein 3 3 13.7 27.89 262 1.04E-06 2076600 

B6TMM7_MAIZE Putative uncharacterized protein 3 3 12.3 32.957 308 2.75E-31 2592600 

B6TNG4_MAIZE Putative uncharacterized protein 3 3 44.3 11.671 106 7.25E-17 547050 

B6TR84_MAIZE Putative uncharacterized protein 3 3 11.5 25.113 253 3.38E-20 20339000 

B6TU74_MAIZE Putative uncharacterized protein 3 3 9.4 42.248 395 7.43E-04 2392800 
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B6TV98_MAIZE Putative uncharacterized protein 3 3 11.1 35.546 325 1.27E-14 1971100 

B6TVC7_MAIZE Putative uncharacterized protein 3 2 20 17.836 165 6.94E-07 1472500 

B6U0G4_MAIZE Putative uncharacterized protein 3 3 6.9 54.847 490 2.75E-06 509530 

B6TXX0_MAIZE Putative uncharacterized protei 3 3 14.2 36.193 325 4.95E-54 4094500 

B6U1S0_MAIZE Putative uncharacterized protein 3 2 6.3 65.584 590 1.13E-18 2865100 

B6U4K6_MAIZE Hexokinase 3 1 6.5 54.704 507 6.41E-18 444700 

B6U5R6_MAIZE Putative uncharacterized protein 3 3 13.9 27.191 244 9.91E-12 3145800 

B6U6Q9_MAIZE Putative uncharacterized protein 3 3 7.8 50.354 451 3.63E-14 759450 

B6U770_MAIZE Putative uncharacterized protein 3 3 16.3 27.042 246 9.17E-38 4226600 

B6U9F3_MAIZE Putative uncharacterized protein 3 2 19.4 25.858 232 3.45E-57 1786800 

B6UFF4_MAIZE Putative uncharacterized protein 3 3 39.3 11.458 107 5.47E-15 382150 

CATA3_MAIZE Catalase isozyme 3 3 1 6.2 56.795 496 3.11E-22 992530 

Q8LGM8_MAIZE Cytochrome P450 monooxygenase CYP72A5 3 3 9.5 60.461 527 2.63E-02 1086300 

Q94IQ7_MAIZE Putative methyl-binding domain protein MBD108 3 1 12.1 33.42 297 1.32E-20 2620800 

Q9M588_MAIZE Prohibitin 3 3 12.3 30.721 284 9.88E-21 2757900 

Q9XEI4_MAIZE Unconventional myosin heavy chain 3 3 2.6 173.45 1529 1.26E-32 2496400 
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Q9ZP61_MAIZE GST6 protein 3 3 14.9 25.122 222 1.33E-07 1561600 

TRPB2_MAIZE Tryptophan synthase beta chain 2 3 3 9.5 47.844 443 6.44E-10 3977800 

B6ST94_MAIZE Putative uncharacterized protein 4 4 16.2 30.739 284 1.11E-11 5532300 

B4F855_MAIZE Putative uncharacterized protein 4 2 9.7 52.765 485 2.90E-05 4568300 

B4F861_MAIZE Putative uncharacterized protein 4 4 16 48.291 450 1.05E-06 3727600 

B4F8Z9_MAIZE Putative uncharacterized protein 4 4 16.7 39.615 371 4.93E-09 4969800 

B4F944_MAIZE Putative uncharacterized protein 4 1 20.6 22.086 204 3.31E-10 157590 

B4FA33_MAIZE Putative uncharacterized protein 4 4 29.9 20.317 184 2.00E-44 2067900 

B4FBL2_MAIZE Putative uncharacterized protein 4 4 16.2 20.524 191 5.06E-02 879730 

B4FC92_MAIZE Putative uncharacterized protein 4 4 37.1 13.565 124 5.62E-10 6034000 

B4FCC0_MAIZE Putative uncharacterized protein 4 4 14.7 31.055 278 8.03E-24 5491900 

B4FD78_MAIZE 60S acidic ribosomal protein P2B 4 4 57.5 11.7 113 1.85E-21 1100100 

B4FEP8_MAIZE Putative uncharacterized protein 4 4 15 39.453 360 4.81E-48 7263800 

B4FI05_MAIZE Putative uncharacterized protein 4 1 11.3 42.123 381 2.34E-11 517200 

B4FIB4_MAIZE Putative uncharacterized protein 4 1 28.3 17.129 152 1.63E-12 3664200 

B4FIR4_MAIZE Putative uncharacterized protein 4 1 35.9 17.976 167 1.41E-13 16344 
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B6TJW0_MAIZE Putative uncharacterized protein 4 4 17.7 40.264 362 1.06E-39 3293800 

B4FKC9_MAIZE Putative uncharacterized protein 4 4 15.4 30.823 272 1.53E-41 3409700 

B4FKD5_MAIZE Putative uncharacterized protein 4 4 30.2 26.514 245 9.47E-28 8105000 

B4FKF4_MAIZE Putative uncharacterized protein 4 4 14.5 38.34 380 3.27E-78 3809900 

B6STQ5_MAIZE Putative uncharacterized protein 4 4 22.3 29.934 278 4.14E-85 1974600 

B4FLN0_MAIZE Putative uncharacterized protein 4 1 19.2 28.287 250 3.52E-23 523250 

B4FNF5_MAIZE Putative uncharacterized protein 4 4 19 31.865 289 9.92E-38 1355600 

B4FP70_MAIZE Putative uncharacterized protein 4 4 11 27.655 263 1.04E-05 8181500 

B4FPQ2_MAIZE Putative uncharacterized protein 4 1 33.6 14.656 134 2.05E-50 15448000 

B4FR59_MAIZE Putative uncharacterized protein 4 4 17.9 35.142 318 1.95E-11 6725000 

B4FRF4_MAIZE Putative uncharacterized protein 4 4 19.2 24.711 224 1.08E-10 3110600 

B4FRS8_MAIZE Putative uncharacterized protein 4 4 19.6 23.786 225 8.92E-20 10637000 

B6TWB2_MAIZE Putative uncharacterized protein 4 4 17.9 30.258 273 2.92E-09 4989100 

B4FTG1_MAIZE Putative uncharacterized protein 4 4 10.5 36.497 333 7.63E-05 4545500 

B4FTP3_MAIZE Putative uncharacterized protein 4 4 16.2 38.152 327 2.41E-11 1893900 

B4FTR5_MAIZE Putative uncharacterized protein 4 4 13.4 32.581 306 3.80E-07 774040 
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B4FUG2_MAIZE Putative uncharacterized protein 4 4 15.3 33.034 295 5.43E-27 1640000 

B4FUR6_MAIZE Putative uncharacterized protein 4 2 26.4 17.325 159 6.22E-21 5029800 

B4FVB4_MAIZE Putative uncharacterized protein 4 4 25.5 31.683 282 7.19E-35 3161800 

B4FVQ8_MAIZE Putative uncharacterized protein 4 4 31.7 19.905 180 2.19E-17 2849000 

B6TJ91_MAIZE Putative uncharacterized protein 4 1 11.9 31.316 277 1.23E-08 1426300 

B6TAF5_MAIZE Putative uncharacterized protein 4 1 20.5 17.446 161 2.96E-35 3482900 

B4FZ01_MAIZE Putative uncharacterized protein 4 4 8.2 60.663 548 8.15E-11 793820 

B4FZN1_MAIZE Putative uncharacterized protein 4 4 12.3 36.843 349 9.56E-14 3055700 

B4G0F3_MAIZE Putative uncharacterized protein 4 4 10.4 56.97 517 1.88E-40 7294400 

B4G1Q1_MAIZE Putative uncharacterized protein 4 3 34.2 15.985 146 1.46E-88 2892200 

B6SUB0_MAIZE Putative uncharacterized protein 4 4 17.2 37.006 338 5.49E-54 4456700 

B6SI77_MAIZE Putative uncharacterized protein 4 4 37.6 11.033 93 2.19E-11 456660 

B6SIF0_MAIZE Putative uncharacterized protein 4 4 32.1 15.764 156 2.26E-49 8617500 

B6SIT5_MAIZE Acidic ribosomal protein P2a-3 4 1 61.1 11.468 113 2.29E-34 1858700 

B6SIV8_MAIZE Putative uncharacterized protein 4 1 39.7 15.284 136 1.35E-27 53424000 

B6SJC7_MAIZE Putative uncharacterized protein 4 1 28.3 17.189 152 1.63E-12 765250 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B6SJR7_MAIZE 
Methylenetetrahydrofolate 

dehydrogenase/methylenetetrahydrofolate cylcohydrolase 
isoform 2 

4 4 19.8 39.568 369 4.67E-19 2386800 

B6SJS7_MAIZE Putative uncharacterized protein 4 2 33.7 17.975 163 3.11E-17 2186000 

B6SM05_MAIZE Putative uncharacterized protein 4 1 22.5 19.366 173 8.28E-07 131960 

B6U406_MAIZE Putative uncharacterized protein 4 4 58.8 11.187 102 6.69E-13 1263300 

B6SQM0_MAIZE Putative uncharacterized protein 4 4 26 16.783 154 1.08E-04 1092700 

B6SR37_MAIZE Putative uncharacterized protein 4 4 27.7 19.042 173 3.84E-27 4685300 

B6SRG1_MAIZE Putative uncharacterized protein 4 4 47.6 11.11 103 4.02E-29 2267600 

B6SSZ0_MAIZE Putative uncharacterized protein 4 4 11.2 51.989 492 1.80E-07 3462600 

B6STW7_MAIZE Putative uncharacterized protein 4 4 20.3 16.217 138 2.23E-04 2197700 

B6SXT5_MAIZE Putative uncharacterized protein 4 1 7.6 58.026 538 2.20E-26 2645700 

B6T8C0_MAIZE Putative uncharacterized protein 4 4 39.3 13.34 117 3.93E-05 387280 

B6T6A1_MAIZE Putative uncharacterized protein 4 3 32.4 19.524 176 1.78E-06 830070 

B6T6P7_MAIZE Putative uncharacterized protein 4 4 15.3 33.218 313 2.20E-48 2647800 

B6T754_MAIZE Putative uncharacterized protein 4 4 13.8 34.706 318 1.10E-11 1474100 

B6T790_MAIZE Putative uncharacterized protein 4 4 10.9 39.874 368 7.78E-09 2042600 
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B6T7I1_MAIZE Putative uncharacterized protein 4 2 23.5 29.726 268 1.57E-35 914170 

B6T7X0_MAIZE Putative uncharacterized protein 4 4 24.2 19.668 178 2.26E-18 3087200 

B6T8D6_MAIZE Putative uncharacterized protein 4 4 25 26.322 244 2.96E-73 1798400 

B6TF12_MAIZE Putative uncharacterized protein 4 4 19.7 21.053 198 4.37E-57 18697000 

B6TAH3_MAIZE Putative uncharacterized protein 4 4 15 27.109 246 2.33E-20 1542000 

B6TBJ6_MAIZE Putative uncharacterized protein 4 4 13.9 34.205 310 1.16E-06 3479700 

B6TDF2_MAIZE Putative uncharacterized protein 4 4 10.7 30.807 298 7.97E-15 5743000 

B6TGI8_MAIZE Signal recognition particle 9 kDa protein 4 1 39.8 12.063 103 3.03E-30 330060 

B6TH00_MAIZE Putative uncharacterized protein 4 1 31.9 17.369 160 2.72E-09 1679000 

B4FTM3_MAIZE Putative uncharacterized protein 4 4 20.2 30.219 277 6.11E-16 2789600 

B6TJ44_MAIZE Inositol-tetrakisphosphate 1-kinase 1 4 4 14.6 37.313 342 1.70E-28 2788300 

B6TRK0_MAIZE Putative uncharacterized protein 4 3 22.4 18.834 170 2.32E-08 1579900 

B6TRK5_MAIZE Putative uncharacterized protein 4 4 10.4 51.878 472 3.37E-18 2412600 

B6TY47_MAIZE Putative uncharacterized protein 4 1 11.4 45.297 405 2.49E-15 45078 

B6TZH2_MAIZE Putative uncharacterized protein 4 4 30.7 19.048 163 1.47E-53 7920000 

B6U275_MAIZE Putative uncharacterized protein 4 1 8.9 51.67 462 3.60E-06 1784000 
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B6U4H2_MAIZE Putative uncharacterized protein 4 2 12.6 21.018 190 9.90E-33 4671700 

B6U6J1_MAIZE Putative uncharacterized protein 4 4 45.7 12.641 116 4.75E-14 796230 

B6UER1_MAIZE Putative uncharacterized protein 4 1 58.1 10.737 93 4.71E-08 1949000 

Q7Y037_MAIZE Calcium-dependent protein kinase ZmCPK11 4 4 11 56.56 510 3.26E-92 20230000 

Q9FQ99_MAIZE Glutathione S-transferase GST 40 4 4 19.9 25.305 236 1.27E-30 4386200 

B4F8D4_MAIZE Dihydrodipicolinate synthase 5 3 16.8 41.216 380 5.33E-14 5447100 

B4FAB6_MAIZE Putative uncharacterized protein 5 5 8.5 66.042 612 6.44E-28 4208900 

B4FBC8_MAIZE Putative uncharacterized protein 5 2 20 33.682 320 4.80E-80 5127300 

B4FD21_MAIZE Putative uncharacterized protein 5 1 8.3 59.926 539 1.67E-34 14574000 

B4FFQ3_MAIZE Putative uncharacterized protein 5 5 29.2 20.919 192 9.02E-24 2895800 

B4FH75_MAIZE Putative uncharacterized protein 5 5 16.9 37.309 343 1.86E-27 3161900 

B4FN51_MAIZE Putative uncharacterized protein 5 4 16.2 33.147 303 6.18E-16 7557900 

B4FNN1_MAIZE Putative uncharacterized protein 5 1 42.2 18.471 166 1.36E-40 614790 

B4FP01_MAIZE Putative uncharacterized protein 5 5 16.4 32.906 298 1.27E-39 2411400 

B4FQH0_MAIZE Putative uncharacterized protein 5 5 12.2 56.789 523 2.68E-08 2600200 

B4FSE0_MAIZE Putative uncharacterized protein 5 5 11.6 34.398 318 5.42E-10 11811000 
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B4FT54_MAIZE Putative uncharacterized protein 5 5 29.3 38.651 362 6.02E-10 5259000 

B4FTB5_MAIZE Putative uncharacterized protein 5 2 16.8 29.18 273 1.03E-16 32712000 

B4FTL0_MAIZE Putative uncharacterized protein 5 5 13.3 46.539 406 7.78E-33 6359800 

B4FUX0_MAIZE Putative uncharacterized protein 5 1 25.6 26.002 238 1.66E-13 903520 

B4FV68_MAIZE Profilin-5   ZmPRO5 5 2 51.1 14.114 131 4.31E-69 161020 

B4FV93_MAIZE Putative uncharacterized protein 5 5 16.3 42.314 381 2.93E-34 8417800 

B4FVS0_MAIZE Putative uncharacterized protein 5 5 16.5 34.74 303 2.26E-09 5494300 

B4FVS8_MAIZE Putative uncharacterized protein 5 4 21.8 30.659 284 1.38E-32 2234800 

B4FW06_MAIZE Putative uncharacterized protein 5 1 27.9 19.938 179 8.71E-40 357550 

B4FWN1_MAIZE Putative uncharacterized protein 5 5 27.6 22.205 210 7.58E-24 1583600 

B4FXL2_MAIZE Putative uncharacterized protein 5 2 36.1 23.14 202 6.39E-34 2217500 

B4FZJ1_MAIZE Putative uncharacterized protein 5 1 18.2 23.301 203 1.10E-05 134850 

B4G0V8_MAIZE Putative uncharacterized protein 5 5 23.3 22.598 206 3.82E-10 1085300 

B6SI84_MAIZE Putative uncharacterized protein 5 5 25.2 35.885 325 9.47E-45 2080400 

B6SIM0_MAIZE Putative uncharacterized protein 5 1 41.8 17.767 165 7.49E-61 4403700 

B6SJJ4_MAIZE Putative uncharacterized protein 5 5 36.8 23 209 2.30E-78 4822600 
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B6SJY2_MAIZE Putative uncharacterized protein 5 2 46 15.419 137 2.22E-52 1168200 

B6T7K3_MAIZE Putative uncharacterized protein 5 1 25.4 33.724 303 2.83E-41 7152200 

B6SPL7_MAIZE Putative uncharacterized protein 5 5 84.5 8.738 84 4.71E-
132 23598000 

B6SS66_MAIZE Putative uncharacterized protein 5 5 11.8 56.119 498 1.31E-09 5730900 

B6STD1_MAIZE Putative uncharacterized protein 5 5 35.7 14.353 129 2.50E-40 3195400 

B6U9H6_MAIZE Putative uncharacterized protein 5 2 46 12.514 113 1.13E-47 3886700 

B6T2K5_MAIZE Putative uncharacterized protein 5 2 27.6 14.318 123 2.02E-09 7149700 

B6T391_MAIZE Putative uncharacterized protein 5 5 29.2 34.973 336 4.31E-38 19582000 

B6T4K1_MAIZE Putative uncharacterized protein 5 2 35.2 23.785 216 9.15E-16 824050 

B6T5S5_MAIZE Putative uncharacterized protein 5 5 18.7 48.375 438 8.02E-60 9763500 

B6T7P7_MAIZE Putative uncharacterized protein 5 3 15.6 38.561 339 4.31E-13 5435400 

B6T8X1_MAIZE Putative uncharacterized protein 5 5 34.5 17.303 145 4.84E-11 1531400 

B6TAE7_MAIZE Putative uncharacterized protein 5 5 26.4 29.089 273 3.63E-37 2819900 

B6TDY7_MAIZE Putative uncharacterized protein 5 5 31.8 26.085 239 8.67E-20 1610800 

B6TEW3_MAIZE Putative uncharacterized protein 5 5 28.5 26.063 242 4.02E-53 42927000 

B6TFK6_MAIZE Putative uncharacterized protein 5 5 40 18.425 175 2.99E-30 9026200 
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Unique 
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B6TGD5_MAIZE Putative uncharacterized protein 5 5 31.1 19.938 177 1.86E-07 1318000 

B6TH45_MAIZE Putative uncharacterized protein 5 5 37.8 15.646 143 1.17E-19 1593100 

B6THA7_MAIZE Putative uncharacterized protein 5 5 31.7 26.724 259 1.47E-11 4035000 

B6THW0_MAIZE Putative uncharacterized protein 5 5 9 55.035 510 4.77E-06 3943700 

B6TIS1_MAIZE Putative uncharacterized protein 5 1 30.4 20.092 184 8.23E-16 601560 

B6TJQ7_MAIZE Peroxidase 5 5 16.4 35.646 335 2.95E-27 5700000 

B6TLK7_MAIZE Putative uncharacterized protein 5 3 19.9 24.753 231 4.51E-33 5809300 

B6TMP9_MAIZE Putative uncharacterized protein 5 3 42.3 14.482 123 5.61E-12 1323500 

B6TPJ3_MAIZE Putative uncharacterized protein 5 5 31.1 26.809 267 2.12E-94 10639000 

B6TQA1_MAIZE Putative uncharacterized protein 5 5 29 26.181 231 5.11E-24 5560300 

B6TQQ8_MAIZE Putative uncharacterized protein 5 1 25 22.676 208 2.56E-27 468860 

B6TU24_MAIZE Putative uncharacterized protein 5 2 67.5 9.2264 83 5.11E-10 765950 

B6TV27_MAIZE Putative uncharacterized protein 5 5 27.5 30.279 280 3.08E-67 20627000 

B6TY52_MAIZE Putative uncharacterized protein 5 5 12.8 51.276 469 6.30E-07 3354000 

B6UAK0_MAIZE Putative uncharacterized protein 5 5 21.6 34.781 324 2.45E-23 5887900 

B6UD26_MAIZE Herbicide safener binding protein 5 5 16.3 40.289 363 5.64E-22 7121900 
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Q38JE3_MAIZE Temperature-induced lipocalin-2 5 5 26.1 20.776 180 3.44E-10 1730900 

Q43242_MAIZE Plasma-membrane H+ ATPase 5 1 22.5 36.961 347 2.42E-42 283700 

Q8L5G8_MAIZE Hexokinase  EC=2.7.1.1 5 3 11 54.816 509 4.08E-20 4499900 

ADF2_MAIZE Actin-depolymerizing factor 2   ZmADF2 6 5 68.3 16.083 139 9.16E-71 2969700 

B4F7V4_MAIZE Putative uncharacterized protein 6 1 30.2 23.593 215 2.35E-22 9206700 

B4F9N8_MAIZE Putative uncharacterized protein 6 6 16.3 51.279 467 5.14E-43 6169300 

B4FA27_MAIZE Putative uncharacterized protein 6 5 14.6 46.9 425 7.85E-20 8934300 

B4FBV4_MAIZE Putative uncharacterized protein 6 1 23.1 37.955 338 3.49E-22 62750 

B4FEA4_MAIZE Putative uncharacterized protein 6 4 17.5 47.292 434 9.40E-26 19508000 

B4FG74_MAIZE Putative uncharacterized protein 6 6 20.9 40.861 378 1.17E-40 6028300 

B4FHE9_MAIZE Putative uncharacterized protein 6 6 15.2 49.286 448 8.78E-25 7367400 

B4FHN0_MAIZE Putative uncharacterized protein 6 6 20.7 39.652 348 7.00E-37 5960100 

B4FJJ9_MAIZE Putative uncharacterized protein 6 6 17.6 43.012 398 1.71E-15 4683200 

B4FJT7_MAIZE Putative uncharacterized protein 6 3 14.6 51.057 480 1.68E-10 4442800 

B4FN24_MAIZE Putative uncharacterized protein 6 6 64.8 17.323 162 8.14E-73 40716000 

B4FNP2_MAIZE Putative uncharacterized protein 6 6 29.2 30.706 288 6.83E-74 3771100 
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B4FP93_MAIZE Putative uncharacterized protein 6 6 31.8 34.396 314 1.82E-46 4917100 

B4FPX5_MAIZE Putative uncharacterized protein 6 6 18.5 35.2 324 4.11E-26 15969000 

B4FQK0_MAIZE Putative uncharacterized protein 6 6 15.6 53.765 499 8.38E-28 2939600 

B4FRL5_MAIZE Ferritin-2 6 2 21.8 27.761 252 1.26E-30 395910 

B4FRR1_MAIZE Putative uncharacterized 6 6 23.3 31.751 288 7.48E-18 6732400 

B4FS28_MAIZE Putative uncharacterized protein 6 2 19.8 36.349 323 3.50E-55 2019400 

B4FS90_MAIZE Putative uncharacterized protein 6 3 19.4 50.227 470 2.04E-98 26176000 

B4FSU4_MAIZE Putative uncharacterized protein 6 6 31.7 24.878 227 9.60E-26 4684500 

B4FT32_MAIZE Putative uncharacterized protein 6 1 12.7 53.291 488 6.85E-25 982390 

B4FTW4_MAIZE Putative uncharacterized protein 6 4 14.7 49.341 456 3.91E-13 4342200 

B4FUK2_MAIZE Putative uncharacterized protein 6 5 56.1 16.375 155 5.07E-
100 11577000 

B4FYG9_MAIZE Putative uncharacterized protein 6 3 45.1 19.414 173 6.52E-
100 4074800 

B4FZK6_MAIZE Putative uncharacterized protein 6 1 16.1 43.669 391 8.89E-16 460820 

B4G0C6_MAIZE Acetolactate synthase 2 6 1 14.4 69.023 638 1.04E-15 2195300 

B5AK47_MAIZE Dhurrinase-like B-glucosidase 6 1 9.5 64.274 567 1.13E-27 32185000 

B6SIP2_MAIZE Putative uncharacterized protein 6 2 36.9 13.959 122 9.36E-24 14180000 
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B6SKZ9_MAIZE Putative uncharacterized protein 6 1 52.9 14.998 140 1.35E-51 1489500 

B6SM26_MAIZE Putative uncharacterized protein 6 6 26.4 41.573 401 3.62E-55 6674200 

B6SQD4_MAIZE Putative uncharacterized protein 6 5 48.4 10.128 91 5.08E-46 7275300 

B6SSJ4_MAIZE Putative uncharacterized protein 6 6 14.3 55.913 497 1.87E-59 7269600 

B6SST2_MAIZE Putative uncharacterized protein 6 1 41 23.031 205 8.44E-44 5704500 

B6SYF5_MAIZE Putative uncharacterized protein 6 5 44.6 15.787 148 7.47E-76 7704200 

B6SZY7_MAIZE Glutathione S-transferase GST 6 6 32.1 25.248 224 2.57E-10 6527000 

B6T329_MAIZE Putative uncharacterized protein 6 6 29.6 32.291 291 1.89E-83 90344000 

B6T989_MAIZE Putative uncharacterized protein 6 6 14.1 68.088 629 2.42E-
117 8582100 

B6TL80_MAIZE Putative uncharacterized protein 6 2 17.6 41.534 370 4.87E-38 2656400 

B6TDH1_MAIZE Putative uncharacterized protein 6 6 19 44.897 420 2.14E-44 29323000 

B6TES9_MAIZE Putative uncharacterized protein 6 6 16.5 55.296 502 9.65E-41 3571700 

B6TF44_MAIZE Putative uncharacterized protein 6 6 26.4 28.815 269 1.24E-42 8508700 

B6TFF1_MAIZE Putative uncharacterized protein 6 6 26.6 19.265 177 1.39E-21 8577900 

B6TIN9_MAIZE Putative uncharacterized protein 6 6 15.6 50.099 468 5.76E-64 12123000 

B6TJT2_MAIZE Putative uncharacterized protein 6 2 23.3 38.177 344 2.79E-27 5825400 
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B6TKZ3_MAIZE Putative uncharacterized protein 6 6 25.7 33.476 300 7.69E-47 13219000 

B6TMD0_MAIZE Putative uncharacterized protein 6 5 18.8 42.257 368 5.86E-35 4639300 

B6TU01_MAIZE Putative uncharacterized protein 6 3 60.6 15.578 137 1.16E-55 9794600 

B6TX10_MAIZE Putative uncharacterized protein 6 3 11.6 54.055 507 6.47E-61 4887300 

B6TXU4_MAIZE Putative uncharacterized protein 6 6 35 27.744 246 6.80E-22 8107800 

B6U0J6_MAIZE Putative uncharacterized protein 6 6 10.2 70.313 629 2.34E-18 3219500 

B6U467_MAIZE Putative uncharacterized protein 6 2 29.5 22.707 210 6.82E-45 4067100 

MNB1B_MAIZE DNA-binding protein MNB1B   HMG1-like protein 6 6 22.3 17.146 157 1.85E-34 19891000 

Q7FS90_MAIZE Putative aldose reductase-related protein 6 6 10.9 65.14 589 3.64E-11 11592000 

B4F9H6_MAIZE Superoxide dismutase [Mn] 3.4 7 1 34.3 25.226 233 8.37E-30 2771200 

B4FEE3_MAIZE Putative uncharacterized protein 7 2 44.5 15.636 137 4.51E-67 58091000 

B6SKT6_MAIZE Putative uncharacterized protein 7 2 34.3 26.086 239 5.62E-16 4634100 

B4FFZ3_MAIZE Putative uncharacterized protein 7 1 43.4 20.821 182 4.12E-81 12826000 

B4FHF0_MAIZE Putative uncharacterized protein 7 7 24.3 41.214 379 5.89E-47 10586000 

B4FI08_MAIZE Putative uncharacterized protein 7 7 19.3 46.173 399 1.93E-13 10557000 

B4FKX6_MAIZE Putative uncharacterized protein 7 7 26.3 34.155 316 3.10E-24 11303000 
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B4FNK8_MAIZE Putative uncharacterized protein 7 2 22.4 34.92 312 7.04E-66 3226600 

B4FQW1_MAIZE Putative uncharacterized protein 7 7 17.8 49.439 461 1.38E-28 8266800 

B4FRP8_MAIZE Putative uncharacterized protein 7 4 28 34.28 318 7.24E-24 4793800 

B4FSH3_MAIZE Putative uncharacterized protein 7 7 23.8 43.118 383 1.51E-24 14715000 

B4FUW7_MAIZE Putative uncharacterized protein 7 7 34.6 23.856 214 1.45E-35 8748800 

B4FYW7_MAIZE Putative uncharacterized protein 7 7 27.1 34.594 321 1.37E-
105 5463400 

B4G0T5_MAIZE Putative uncharacterized protein 7 1 22.8 56.228 514 2.85E-73 10232000 

B4G0V9_MAIZE Putative uncharacterized protein 7 7 34 20.531 200 1.84E-52 10753000 

B4G1Y5_MAIZE Putative uncharacterized protein 7 7 21.4 36.374 332 1.19E-15 20480000 

B6SJI7_MAIZE Putative uncharacterized protein 7 1 35 18.68 163 3.01E-23 11335000 

B6SL90_MAIZE Putative uncharacterized protein 7 3 34.2 20.946 184 2.46E-23 6768800 

B6STY4_MAIZE Putative uncharacterized protein 7 7 35.8 26.235 246 1.41E-80 4979900 

B6SV75_MAIZE Putative uncharacterized protein 7 7 11.9 94.826 867 1.90E-43 4499400 

B6SZA5_MAIZE Putative uncharacterized protein 7 7 51 25.619 249 6.09E-
158 12958000 

B6T3L4_MAIZE Putative uncharacterized protein 7 7 29.6 23.299 203 2.00E-13 10002000 

B6T878_MAIZE Putative uncharacterized protein 7 1 46.1 16.028 152 1.97E-51 324160000 
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B6T962_MAIZE Putative uncharacterized protein 7 6 39.3 27.769 257 5.21E-94 14576000 

B6TA81_MAIZE Root cap-specific protein 7 7 23.9 41.802 377 1.33E-52 15629000 

B6TEX6_MAIZE Putative uncharacterized protein 7 4 65.9 14.685 126 2.53E-73 16358000 

B6TL18_MAIZE Putative uncharacterized protein 7 7 29.1 25.944 234 8.28E-26 10716000 

B6TNM0_MAIZE Putative uncharacterized protein 7 7 29.3 38.617 368 6.80E-
126 13382000 

B6TS72_MAIZE Putative uncharacterized protein 7 7 28.7 31.689 286 4.14E-72 26178000 

B6TWB5_MAIZE Putative uncharacterized protein 7 7 34.1 26.473 232 5.77E-21 6140800 

B6UBA1_MAIZE Putative uncharacterized protein 7 6 25 38.044 348 1.44E-54 13651000 

CHIB_MAIZE Endochitinase B 7 4 27.9 28.165 269 1.41E-66 32501000 

PP1_MAIZE Serine/threonine-protein phosphatase PP1 7 4 22.2 35.763 316 3.97E-32 12091000 

Q94IQ8_MAIZE Putative methyl-binding domain protein MBD106 7 4 20.1 43.303 428 8.01E-58 2493000 

Q9ZP60_MAIZE GST7 protein (Putative uncharacterized protein) 7 4 31.3 25.201 227 7.83E-40 19849000 

B4FA06_MAIZE Putative uncharacterized protein 8 8 30.4 31.69 289 9.50E-13 8166000 

B4FCX3_MAIZE Putative uncharacterized protein 8 3 47.1 28.912 263 1.17E-
102 3554100 

B4FE30_MAIZE Putative uncharacterized protein 8 2 72.4 10.543 98 4.02E-20 2372500 

B4FFZ9_MAIZE Putative uncharacterized protein 8 8 39.5 26.224 238 6.72E-19 8000700 
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B4FH61_MAIZE Putative uncharacterized protein 8 2 24 43.647 391 7.46E-92 1473200 

B4FHE4_MAIZE Putative uncharacterized protein 8 1 46.2 19.392 171 4.99E-19 8022600 

B4FKK9_MAIZE Putative uncharacterized protein 8 1 23.7 42.747 379 5.47E-72 18943000 

B4FLD1_MAIZE Putative uncharacterized protein 8 2 34.6 25.921 231 7.15E-49 6253100 

B4FM07_MAIZE Putative uncharacterized protein 8 3 41.9 28.164 260 3.56E-
115 21870000 

B4FM15_MAIZE Putative uncharacterized protein 8 5 46.6 16.339 146 5.97E-49 57557000 

B6TE04_MAIZE Putative uncharacterized protein 8 8 23.5 38.823 349 4.99E-42 24610000 

B4FPT6_MAIZE Putative ras-like small GTP binding ptotein 8 4 47.7 22.013 193 5.44E-53 11597000 

B4FQ84_MAIZE Putative uncharacterized protein 8 2 28.3 36.653 332 4.98E-63 1743500 

B4FQS1_MAIZE Putative uncharacterized protein 8 8 40.8 29.327 265 3.74E-83 26459000 

B4FT31_MAIZE Putative uncharacterized protein 8 6 57.5 23.355 214 1.07E-95 7708500 

B4FW31_MAIZE Protein phosphatase 2C 8 3 27.9 31.207 290 1.81E-22 18018000 

B4FXR6_MAIZE Putative uncharacterized protein 8 2 43.6 29.033 303 4.43E-73 23039000 

B4FYR2_MAIZE Putative uncharacterized protein 8 5 49.7 16.015 143 1.35E-45 193540000 

B4FZA1_MAIZE Putative uncharacterized protein 8 8 43.2 29.42 264 1.33E-
169 36498000 

B4G038_MAIZE Putative uncharacterized protein 8 8 26.6 40.593 384 9.76E-39 10679000 
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B4G0E0_MAIZE Putative uncharacterized protein 8 8 30.9 46.665 433 1.82E-90 7789400 

B4G1G6_MAIZE Putative uncharacterized protein 8 8 24.7 36.936 340 4.26E-34 20058000 

B6SHE0_MAIZE Putative uncharacterized protein 8 8 27.1 38.874 343 2.19E-75 20092000 

B6SKY4_MAIZE Putative uncharacterized protein 8 7 20.5 47.535 435 8.52E-44 5027400 

B6SLS6_MAIZE Putative uncharacterized protein 8 3 30.8 37.791 338 3.51E-37 12799000 

B6SWZ4_MAIZE Putative uncharacterized protein 8 8 15.7 61.533 578 3.03E-43 7692900 

B6THU9_MAIZE Putative uncharacterized protein 8 8 30.8 35.38 328 4.12E-95 14996000 

B6TSB9_MAIZE Putative uncharacterized protein 8 8 45.3 22.768 212 7.62E-51 32188000 

B6UAW8_MAIZE Glutathione S-transferase GST 37 8 7 32.9 25.868 234 2.20E-11 9242700 

Q8LJR0_MAIZE Water-stress protein 8 5 16.5 53.695 480 6.62E-46 7114000 

Q8W2B7_MAIZE UDP-glucosyltransferase BX8 8 7 24.4 49.47 459 1.32E-
138 21971000 

ADF3_MAIZE Actin-depolymerizing factor 3 9 1 64 15.9 139 3.84E-
146 16974000 

B2Y0K4_MAIZE Tryptophan synthase alpha 9 9 42.3 33.121 319 5.24E-89 9890200 

B6U6T8_MAIZE Putative uncharacterized protein 9 7 13 73.951 713 4.27E-32 28977000 

B4FA10_MAIZE Putative uncharacterized protein 9 9 42.6 35.467 305 3.10E-46 17857000 

B4FAW1_MAIZE Putative uncharacterized protein 9 8 22.2 51.23 477 4.86E-18 4219400 
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B4FCI9_MAIZE Putative uncharacterized protein 9 8 28.3 38.02 360 2.11E-63 15910000 

B4FCK9_MAIZE Putative uncharacterized protein 9 2 58.5 14.502 130 1.35E-61 90550000 

B4FCV1_MAIZE Putative uncharacterized protein 9 3 54.1 18.535 159 2.93E-35 44336000 

B4FEA2_MAIZE Putative uncharacterized protein 9 9 36.5 30.156 296 8.24E-35 8605600 

B4FFL1_MAIZE Putative uncharacterized protein 9 1 76.7 8.5968 73 5.80E-26 6183400 

B4FHH2_MAIZE Putative uncharacterized protein 9 1 34.1 25.871 232 1.16E-50 269010 

B4FID6_MAIZE Putative uncharacterized protein 9 1 36.3 40.565 377 2.66E-97 5605800 

B4FIS8_MAIZE Putative uncharacterized protein 9 9 25.2 39.561 337 9.37E-28 17686000 

B4FKM4_MAIZE Putative uncharacterized protein 9 1 64.6 18.507 161 4.07E-67 13040000 

B4FML9_MAIZE Putative uncharacterized protein 9 3 19.6 43.147 392 7.89E-12 2348200 

B4FPZ7_MAIZE Putative uncharacterized protein 9 8 37.2 33.671 309 4.73E-
106 40065000 

B4FQ20_MAIZE Putative uncharacterized protein 9 9 24 49.047 429 1.74E-37 5714200 

B4FQ61_MAIZE Putative uncharacterized protein 9 2 67.7 14.747 130 1.05E-62 34613000 

B4F869_MAIZE Putative uncharacterized protein 9 9 26.8 41.552 369 3.77E-21 14778000 

B4FSW2_MAIZE Putative uncharacterized protein 9 1 64 15.914 139 9.34E-
180 235140000 

B4FSZ8_MAIZE Putative uncharacterized protein 9 9 30.9 45.767 414 9.26E-73 15896000 
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B4FTP4_MAIZE Putative uncharacterized protein 9 9 32.6 40.907 383 7.34E-
133 14491000 

B4FUH1_MAIZE Putative uncharacterized protein 9 1 41.3 25.725 223 1.13E-
106 21580000 

B4FVD6_MAIZE Putative uncharacterized protein 9 1 39.8 29.13 269 2.36E-41 1161000 

B4G019_MAIZE Putative uncharacterized protein 9 8 36.2 33.358 307 4.29E-
131 157140000 

B6SGF3_MAIZE Putative uncharacterized protein 9 9 82 15.083 139 2.01E-
124 24572000 

B6SGV9_MAIZE Putative uncharacterized protein 9 9 43.7 24.987 222 2.19E-50 33556000 

B6STJ0_MAIZE Putative uncharacterized protein 9 2 44.1 22.583 202 1.16E-28 13903000 

B6STV2_MAIZE Putative uncharacterized protein 9 9 30.2 36.409 318 5.93E-60 18967000 

B6SU00_MAIZE Putative uncharacterized protein 9 8 54 21.964 198 4.94E-49 34556000 

B6SU31_MAIZE Glutathione peroxidase 9 2 48.2 18.458 168 4.60E-33 3875600 

B6T2E1_MAIZE DANA2 9 9 47.3 24.091 226 5.51E-45 8698000 

B6T2S0_MAIZE Putative uncharacterized protein 9 7 26.2 49.39 446 1.51E-
139 31251000 

B6T346_MAIZE Putative uncharacterized protein 9 6 40.7 26.553 253 6.77E-67 17781000 

B6T828_MAIZE Putative uncharacterized protein 9 9 57 14.57 135 1.75E-70 15221000 

B6TI68_MAIZE Putative uncharacterized protein 9 9 44.2 28.043 269 3.93E-71 18593000 
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B6TP06_MAIZE Putative uncharacterized protein 9 2 50.3 20.403 189 1.89E-65 13094000 

B6TXF8_MAIZE Putative uncharacterized protein 9 9 23.9 53.323 477 3.92E-72 5536700 

B6UBJ6_MAIZE Putative uncharacterized protein 9 6 27.5 37.884 342 7.75E-28 12044000 

P93644_MAIZE Phytase 9 2 34.9 41.491 387 3.32E-73 293640 

Q575Z7_MAIZE Alkaline alpha galactosidase 2 9 9 18.5 80.358 747 2.16E-66 7335100 

Q9FQA3_MAIZE Glutathione S-transferase GST 36 9 9 41 24.878 222 1.08E-93 18939000 

Q9ZRQ5_MAIZE Phytase (Putative uncharacterized protein) 9 2 35 41.662 389 4.51E-
103 24460000 

B4F9X0_MAIZE Putative uncharacterized protein 10 9 29.7 45.157 414 2.18E-
164 23683000 

B4FBF2_MAIZE Putative uncharacterized protein 10 10 24.4 57.639 525 1.04E-73 20338000 

B4FFK9_MAIZE Putative uncharacterized protein 10 10 50.4 27.726 252 3.48E-58 20305000 

B4FG11_MAIZE Putative uncharacterized protein 10 3 23.2 54.603 505 9.38E-34 998110 

B4FJ16_MAIZE Putative uncharacterized protein 10 3 36.3 31.159 281 7.39E-
112 59898000 

B4FKD4_MAIZE Putative uncharacterized protein 10 6 44.3 26.847 255 2.16E-39 18644000 

B4FTJ6_MAIZE Mitochondrial phosphate transporter 10 10 31.4 38.599 366 7.67E-
116 35081000 

B4FWD0_MAIZE Putative uncharacterized protein 10 4 70.4 21.559 203 3.27E-
151 27228000 
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B4FX40_MAIZE Cysteine proteinase 1 10 10 33.7 40.303 371 3.19E-73 39387000 

B6SII7_MAIZE Putative uncharacterized protein 10 2 74.5 17.241 153 9.82E-
135 12558000 

B6SMC1_MAIZE Putative uncharacterized protein 10 10 73 13.133 122 2.78E-43 49309000 

B6T7J1_MAIZE Putative uncharacterized protein 10 10 41.2 28.837 274 1.78E-83 11058000 

B6TDM3_MAIZE Putative uncharacterized protein 10 10 39.5 34.566 304 2.17E-74 23912000 

B6TG38_MAIZE Putative uncharacterized protein 10 9 100 8.6167 77 1.44E-43 169680000 

B6THH6_MAIZE Putative uncharacterized protein 10 10 24.2 56.056 509 2.53E-
114 15774000 

B6TJT9_MAIZE Putative uncharacterized protein 10 10 43.9 30.662 271 3.56E-75 35553000 

B6TKX6_MAIZE Pyruvate dehydrogenase E1 beta subunit isoform 1 10 3 34 39.838 373 2.08E-
201 109480000 

B6TL91_MAIZE Putative uncharacterized protein 10 10 28.6 43.386 399 1.90E-44 37017000 

B6TUV0_MAIZE Putative uncharacterized protein 10 10 41.6 22 197 2.11E-15 7752200 

B6U134_MAIZE Putative uncharacterized protein 10 10 16.7 81.873 731 1.78E-66 13422000 

ILVB1_MAIZE Acetolactate synthase 1, chloroplastic 10 5 21.8 68.929 638 1.60E-63 7996600 

O50015_MAIZE Malic enzyme 10 4 20.9 71.869 652 4.61E-48 2531800 

Q2MJJ9_MAIZE Putative RH2 protein (RNA helicase 2) 10 8 31.9 45.945 407 2.58E-48 15061000 
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Q6LCT7_MAIZE Ubiquitin fusion protein 10 1 53.5 17.681 155 1.34E-71 27738000 

B4F871_MAIZE Putative uncharacterized protein 11 11 38 41.209 387 1.35E-41 51514000 

B4F9T3_MAIZE Putative uncharacterized protein 11 11 54 33.267 311 3.32E-
185 16752000 

B4FF65_MAIZE Putative uncharacterized protein 11 5 30.8 47.704 426 3.52E-
145 16651000 

B6TFF6_MAIZE Putative uncharacterized protein 11 5 38.8 39.177 371 2.08E-
136 17825000 

B4FFM6_MAIZE Putative uncharacterized protein 11 11 49.4 27.788 263 5.35E-
147 49179000 

B4FFZ2_MAIZE Putative uncharacterized protein 11 9 26.3 63.002 579 4.51E-97 36223000 

B4FMP6_MAIZE Putative uncharacterized protein 11 11 45.7 34.667 311 7.52E-61 43909000 

B4FNQ8_MAIZE Putative uncharacterized protein 11 5 68.9 16.639 148 3.12E-25 2954900 

B4FP25_MAIZE Putative uncharacterized protein 11 2 55.9 16.255 145 5.99E-
104 125660000 

B4FQS7_MAIZE Putative uncharacterized protein 11 1 52.5 23.872 219 5.62E-65 68755 

B4FR08_MAIZE Putative uncharacterized protein 11 11 34.3 41.574 396 2.10E-
130 45833000 

B4FS26_MAIZE Putative uncharacterized protein 11 2 30 47.605 440 5.17E-
120 2283500 

B4FSN1_MAIZE Putative uncharacterized protein 11 5 43.9 41.122 401 2.84E-
173 18823000 
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B4FUA9_MAIZE Putative uncharacterized protein 11 2 47.8 15.361 134 1.86E-24 75065000 

B4FUS2_MAIZE Putative uncharacterized protein 11 1 65.8 17.694 152 9.72E-55 22989000 

B4FY83_MAIZE Putative uncharacterized protein 11 9 33.1 37.652 356 3.65E-93 91200000 

B4G286_MAIZE Putative uncharacterized protein 11 1 65.8 17.708 152 1.21E-55 336120000 

B6ST71_MAIZE Putative uncharacterized protein 11 8 18 70.03 622 2.89E-37 15265000 

B6T3Y2_MAIZE Putative uncharacterized protein 11 8 29.9 48.233 435 8.14E-84 18868000 

B6T6L0_MAIZE Putative uncharacterized protein 11 6 49 27.684 257 1.22E-68 21315000 

B6TBT3_MAIZE Putative uncharacterized protein 11 10 56.2 21.569 201 3.05E-27 12153000 

B6TJB6_MAIZE Putative uncharacterized protein 11 1 66.7 25.977 237 1.71E-
179 2085100 

B6TMG4_MAIZE Putative uncharacterized protein 11 3 35 25.724 237 9.13E-45 106610000 

B6TPE4_MAIZE Putative uncharacterized protein 11 11 31.3 50.026 473 4.58E-
120 18368000 

FRI1_MAIZE Ferritin-1, chloroplastic 11 3 32.7 28.024 254 1.66E-89 43589000 

Q5K097_MAIZE NADH-ubiquinone oxidoreductase 11 11 66.8 22.931 190 1.18E-60 21354000 

Q6JAH6_MAIZE Glutathione peroxidase 11 2 68.5 18.46 168 7.32E-84 220400000 

B4F9D4_MAIZE Putative uncharacterized protein 12 10 22 63.117 559 1.52E-37 21448000 

B4FAK9_MAIZE Putative uncharacterized protein 12 2 36.2 43.32 412 1.56E- 2845600 
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B4FFV2_MAIZE Putative uncharacterized protein 12 11 63.4 14.005 134 1.75E-42 7992400 

B4FRQ7_MAIZE Putative uncharacterized protein 12 8 68.3 24.32 221 4.22E-
299 105720000 

B4FWI4_MAIZE Putative uncharacterized protein 12 11 24.5 65.285 624 1.14E-
117 12951000 

B6SRL9_MAIZE Putative uncharacterized protein 12 3 20.6 76.689 715 2.59E-77 1397800 

B6SXW4_MAIZE Putative uncharacterized protein 12 1 24.6 52.286 480 3.59E-48 600820 

B6TKK2_MAIZE Putative uncharacterized protein 12 12 42.3 38.35 357 3.54E-99 12485000 

B6TQ98_MAIZE Putative uncharacterized protein 12 12 83.6 13.222 122 2.31E-83 37546000 

B6TQC0_MAIZE Putative uncharacterized protein 12 3 36.7 46.099 428 1.41E-80 8959900 

B6TYG2_MAIZE Putative uncharacterized protein 12 6 40.6 39.366 374 2.01E-
155 77384000 

O64960_MAIZE Low molecular weight heat shock protein 12 2 52.3 23.816 218 1.55E-81 28962000 

Q49HE2_MAIZE 12-oxo-phytodienoic acid reductase 12 10 41.4 41.616 377 3.82E-78 28835000 

Q9SAQ3_MAIZE Proliferating cell nuclear antigen 12 1 54.8 29.313 263 1.03E-83 142700 

B4FFX7_MAIZE Putative uncharacterized protein 13 2 65.5 25.864 235 5.13E-
289 69405000 

B4FNM4_MAIZE 60S acidic ribosomal protein P0 13 2 50.8 34.488 319 3.85E-
259 378960000 
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B4FSR6_MAIZE Glutathione S-transferase GST 21 13 13 63.8 26.491 235 3.21E-
100 85721000 

B4FT62_MAIZE IN2-2 protein 13 6 41.6 37.782 346 1.47E-
106 35417000 

B4FUA7_MAIZE Putative uncharacterized protein 13 2 26.6 52.144 478 1.10E-57 30269000 

B4FVN5_MAIZE Putative uncharacterized protein 13 12 57 37.278 358 1.65E-
132 382180000 

B4G066_MAIZE Putative uncharacterized protein 13 13 29.1 57.517 537 6.96E-
107 28539000 

B4G0U0_MAIZE Putative uncharacterized protein 13 3 38.5 42.62 377 1.23E-
111 2855500 

B6TD69_MAIZE Putative uncharacterized protein 13 1 50 16.372 142 3.48E-66 14058000 

B6T2Y1_MAIZE Putative uncharacterized protein 13 13 67.4 23.818 233 2.21E-
180 17347000 

B6T769_MAIZE Putative uncharacterized protein 13 1 40.7 29.403 258 5.15E-50 98325000 

B6TBW4_MAIZE Putative uncharacterized protein 13 13 39.1 43.231 394 4.91E-
103 76467000 

B6TFN1_MAIZE Putative uncharacterized protein 13 7 91.6 21.67 203 6.35E-
229 316320000 

B6TII5_MAIZE Putative uncharacterized protein 13 13 31.4 55.316 513 1.67E-
118 52059000 

B6TMJ8_MAIZE Putative uncharacterized protein 13 13 51.2 35.711 328 1.54E-
109 39479000 
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B6TR05_MAIZE Putative uncharacterized protein 13 13 48.7 35.963 345 2.20E-77 39414000 

B6TWN7_MAIZE Putative uncharacterized protein 13 1 32.9 49.282 447 3.09E-50 851320 

B6U0I0_MAIZE Putative uncharacterized protein 13 13 18.8 71.402 640 1.31E-53 16123000 

B6UCR8_MAIZE Putative uncharacterized protein 13 2 53.4 27.307 249 3.97E-79 23097000 

B6UDC2_MAIZE Putative uncharacterized protein 13 13 24.9 66.286 610 4.62E-
111 38346000 

AMYB_MAIZE Beta-amylase 14 14 34.2 55.179 488 4.48E-87 54747000 

B4F8E9_MAIZE Putative uncharacterized protein 14 13 55.6 31.79 293 1.53E-50 18360000 

B4F8V9_MAIZE Putative uncharacterized protein 14 6 34.6 57.645 535 1.20E-73 28834000 

B4FG39_MAIZE Putative uncharacterized protein 14 14 58.4 36.604 344 3.14E-
199 104870000 

B4FI76_MAIZE Putative uncharacterized protein 14 12 57.1 26.371 240 3.29E-
123 71767000 

B4FJX6_MAIZE Putative uncharacterized protein 14 6 60.3 24.19 214 8.67E-
145 15291000 

B4FNT1_MAIZE Putative uncharacterized protein 14 7 69.4 24.853 229 9.74E-
229 578730000 

B4FWX5_MAIZE Putative uncharacterized protein 14 14 31.5 63.267 591 1.46E-
138 30699000 

B4G194_MAIZE Putative uncharacterized protein 14 1 48.1 33.489 308 1.86E-
204 351890000 
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B6SRE7_MAIZE Putative uncharacterized protein 14 11 85.1 18.586 175 5.68E-91 76294000 

B6TE13_MAIZE Putative uncharacterized protein 14 12 40.9 45.146 399 3.95E-77 47746000 

B6TRL2_MAIZE Putative methyl-binding domain protein MBD105 14 11 55.1 45.236 448 7.09E-
132 21726000 

B6U8U1_MAIZE Putative uncharacterized protein 14 14 47 33.828 330 5.15E-
179 336910000 

EIF3A_MAIZE Eukaryotic translation initiation factor 3 subunit A 14 14 17.4 111.56 962 5.68E-85 15732000 

B4FAD4_MAIZE Putative uncharacterized protein 15 2 46.3 39.724 365 1.33E-
126 1414800 

B4FM96_MAIZE Putative uncharacterized protein 15 4 68.4 23.421 212 5.83E-52 6312500 

B4G0V4_MAIZE Putative uncharacterized protein 15 1 33.7 56.891 516 3.71E-
162 1855900 

B6SIF5_MAIZE Putative uncharacterized protein 15 1 88 18.742 167 1.30E-
126 951440 

B6SSB6_MAIZE Putative uncharacterized protein 15 15 49.4 36.259 326 3.16E-
163 100150000 

B6TS22_MAIZE Putative uncharacterized protein 15 15 50 39.183 354 5.47E-
108 78454000 

B6U666_MAIZE Putative uncharacterized protein 15 5 55.1 34.603 323 3.93E-
197 4082400 

Q5EUD5_MAIZE Protein disulfide isomerase 15 15 53.8 46.896 439 5.48E-
106 37435000 
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B4FBV8_MAIZE Putative uncharacterized protein 16 15 60.6 31.662 287 1.46E-84 33877000 

B4FH57_MAIZE Putative uncharacterized protein 16 3 48.4 48.403 450 1.04E-
273 5137500 

B4FIH9_MAIZE Putative uncharacterized protein 16 6 40.9 53.74 482 5.97E-
108 7147900 

B4FRC9_MAIZE Putative uncharacterized protein 16 4 45 46.245 429 5.84E-
230 186000000 

B4FRJ1_MAIZE Putative uncharacterized protein 16 6 72.4 35.64 340 0.00E+00 15264000 

B4FSS8_MAIZE Putative uncharacterized protein 16 16 55.2 36.313 324 2.77E-
105 96606000 

B4FUI0_MAIZE Putative uncharacterized protein 16 16 47.2 44.51 407 3.57E-
149 52267000 

B4FVH1_MAIZE Putative uncharacterized protein 16 4 72.4 35.375 340 0.00E+00 13806000 

B6T2T0_MAIZE Putative uncharacterized protein 16 2 60.9 26.613 230 1.90E-73 17701000 

B6TGL7_MAIZE Putative uncharacterized protein 16 3 33.6 50.204 476 4.18E-77 3503300 

B6TM55_MAIZE Putative uncharacterized protein 16 1 65.6 27.308 250 4.71E-
232 31255000 

B6TPP7_MAIZE Putative uncharacterized protein 16 11 33.1 57.131 522 3.00E-
177 42092000 

B6U9S6_MAIZE Putative uncharacterized protein 16 1 65.6 27.371 250 6.34E-
222 507920000 

B4FHJ2_MAIZE Putative uncharacterized protein 17 7 40.9 53.987 484 7.87E- 57768000 
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B4FKM1_MAIZE Putative uncharacterized protein 17 3 79.9 36.236 334 7.58E-
226 250530000 

B4FRI1_MAIZE Putative uncharacterized protein 17 17 47.3 44.868 425 3.73E-
216 180580000 

B4FSJ1_MAIZE Putative uncharacterized protein 17 4 57.3 42.663 377 1.11E-
156 122240000 

B4FT23_MAIZE Putative uncharacterized protein 17 5 56.3 28.591 252 6.88E-
266 7210000 

B4G029_MAIZE Putative uncharacterized protein 17 17 47.1 47.148 435 1.28E-
176 403810000 

B4G1C2_MAIZE Putative uncharacterized protein 17 16 63.8 34.236 312 7.25E-
159 335600000 

B6SJN5_MAIZE Putative uncharacterized protein 17 1 37.9 48.749 446 5.82E-
114 175870000 

B6T904_MAIZE Putative uncharacterized protein 17 6 78.8 23.325 212 1.74E-
190 103210000 

B6UHU1_MAIZE Catalase isozyme 1 17 15 41.3 56.756 492 1.11E-
160 167130000 

B6UIE1_MAIZE Putative uncharacterized protein 17 14 68.4 33.842 307 1.38E-
180 137230000 

CYSK_MAIZE Cysteine synthase 17 17 72.9 34.206 325 0.00E+00 652720000 

O50018_MAIZE Elongation factor 1-alpha 17 1 51.5 49.289 447 3.68E-82 78910000 
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B4F9G1_MAIZE Putative uncharacterized protein 18 18 57.4 47.733 430 4.99E-
197 86771000 

B4FJE0_MAIZE Putative uncharacterized protein 18 18 41.7 75.159 690 3.20E-
172 25380000 

B6SHF8_MAIZE Putative uncharacterized protein 18 2 37.2 67.453 618 1.26E-
176 1981200 

B6TJ78_MAIZE Putative uncharacterized protein 18 17 48 46.046 417 3.95E-
110 371230000 

Q5EBY7_MAIZE Heat shock protein 70 18 3 52.3 40.98 373 4.45E-
281 27766000 

Q5GAU1_MAIZE Putative alanine aminotransferase 18 16 51.2 56.454 516 0.00E+00 89803000 

TBA3_MAIZE Tubulin alpha-3 chain   Alpha-3-tubulin 18 4 48.4 49.56 450 0.00E+00 38915000 

B4F917_MAIZE Putative uncharacterized protein 19 19 45.6 59.019 540 6.25E-
261 41414000 

B4F9J5_MAIZE Glutamate dehydrogenase 19 15 59.1 44.069 411 7.34E-
150 75879000 

B4FBJ5_MAIZE Fructokinase-1 ZmFRK1 19 9 67.8 34.69 323 0.00E+00 146100000 

B6TRR5_MAIZE Formate dehydrogenase 19 19 52.4 41.419 376 3.35E-
108 98688000 

B4FAK8_MAIZE Calnexin 20 8 40.2 60.245 532 1.43E-
155 17678000 

B4FBC2_MAIZE Putative uncharacterized protein 20 9 55 42.965 380 1.65E-
181 243450000 
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B4FF24_MAIZE Putative uncharacterized protein 20 4 68.3 39.326 350 0.00E+00 65192000 

B4FRG1_MAIZE Putative uncharacterized protein 20 4 77.1 29.314 266 3.94E-
280 16212000 

B4FX25_MAIZE Putative uncharacterized protein 20 20 65.9 38.827 349 5.72E-
227 238800000 

B4FZU8_MAIZE Putative uncharacterized protein 20 8 75.6 35.285 340 0.00E+00 400260000 

Q5EUD0_MAIZE Protein disulfide isomerase 20 20 43.9 58.974 529 3.72E-
129 27842000 

B4FUK7_MAIZE Putative uncharacterized protein 21 16 79.5 37.881 337 1.06E-
206 198660000 

B6UFB3_MAIZE Putative uncharacterized protein 21 17 33 74.67 703 1.47E-
271 65118000 

O22453_MAIZE Putative uncharacterized protein   Ribsomal protein S4 21 2 67.5 30.171 265 1.17E-
119 172100000 

B4FZU9_MAIZE Putative uncharacterized protein 22 22 64.8 45.673 415 0.00E+00 276720000 

B4FW68_MAIZE Putative uncharacterized protein 23 4 35.7 77.434 718 2.28E-
120 7835200 

B4G0N0_MAIZE Glucose-6-phosphate isomerase 23 23 57 62.237 567 1.08E-
232 95935000 

B6SGB6_MAIZE Putative uncharacterized protein 23 7 50 67.107 616 5.07E-
212 122930000 

B6TI78_MAIZE Putative uncharacterized protein 23 23 45.2 61.691 553 2.99E-
104 99323000 
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B6U1C4_MAIZE Putative uncharacterized protein 23 2 42.9 68.014 611 4.40E-
109 1764200 

HSP70_MAIZE Heat shock 70 kDa protein 23 4 36.3 70.491 645 0.00E+00 42202000 

PURA_MAIZE Adenylosuccinate synthetase 23 20 49.8 51.912 484 4.19E-
103 67056000 

Q43712_MAIZE Calcium-binding protein 23 2 50.7 47.899 420 3.63E-
223 269410000 

B4FQX1_MAIZE Alpha-1,4-glucan-protein synthase [UDP-forming] 24 4 77.2 41.23 364 0.00E+00 127940000 

B6SRL2_MAIZE Putative uncharacterized protein 24 19 30.8 98.943 905 7.11E-
112 116030000 

B6UDG4_MAIZE Putative uncharacterized protein 24 17 52.3 65.495 593 1.07E-
283 68604000 

ATPAM_MAIZE ATP synthase subunit alpha, mitochondrial 25 22 54.7 55.18 508 1.17E-
276 834360000 

B4FBJ7_MAIZE Putative uncharacterized protein 25 4 63 47.81 430 1.36E-
290 163030000 

B4FQP4_MAIZE 4-coumarate coenzyme A ligase 25 22 64.1 59.824 555 1.45E-
303 300070000 

B4FBK3_MAIZE Eukaryotic initiation factor 4A 26 2 64.1 46.582 410 0.00E+00 393650000 

B4FQC6_MAIZE Putative uncharacterized protein 26 10 47.3 67.538 617 4.73E-
147 61952000 

B6T3P9_MAIZE Enolase 2 26 16 74.9 48.13 446 0.00E+00 242250000 
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B6T4R3_MAIZE Putative uncharacterized protein 26 2 67.9 52.087 473 0.00E+00 14834000 

B6T8X5_MAIZE Putative uncharacterized protein 26 26 61.3 57.404 525 9.66E-
242 88790000 

B4FRH8_MAIZE Actin 27 2 76.7 41.679 377 0.00E+00 78644000 

B6SXW8_MAIZE Putative uncharacterized protein 27 27 63.5 61.398 584 0.00E+00 192580000 

B6T9C0_MAIZE Putative uncharacterized protein 27 27 72.5 54.061 487 0.00E+00 545880000 

O81237_MAIZE 6-phosphogluconate dehydrogenase, decarboxylating 27 6 62.6 53.055 484 0.00E+00 451330000 

TKTC_MAIZE Transketolase, chloroplastic 27 2 52.6 72.993 675 8.71E-
171 215230000 

PLDA1_MAIZE Phospholipase D alpha 1 28 28 41.6 92.241 812 1.07E-
232 137690000 

B4G0K4_MAIZE Putative uncharacterized protein 29 6 81.3 42.439 402 0.00E+00 1.201E+09 

B6T8X9_MAIZE Putative uncharacterized protein 29 25 64.8 59.114 529 0.00E+00 413160000 

B4FHT1_MAIZE Annexin p35 30 26 75.8 35.344 314 2.88E-
147 909940000 

B6T9P0_MAIZE Putative uncharacterized protein 30 3 72.1 52.901 480 0.00E+00 774930000 

B6U4A3_MAIZE Putative uncharacterized protein 30 3 47.2 72.748 678 0.00E+00 9158600 

B4FQM2_MAIZE Putative uncharacterized protein 33 31 70.9 61.018 564 0.00E+00 200730000 

B6TB25_MAIZE Putative uncharacterized protein 36 28 52.3 63.865 556 0.00E+00 939980000 
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VATA_MAIZE V-type proton ATPase catalytic subunit A 38 1 76.1 61.951 561 0.00E+00 809520 

B6U0V6_MAIZE Putative uncharacterized protein 40 39 45.2 92.83 807 0.00E+00 221950000 

MTHR1_MAIZE Methylenetetrahydrofolate reductase 1 41 41 71 66.428 593 0.00E+00 422640000 

B4FWJ8_MAIZE Luminal-binding protein 3 44 3 67.1 73.126 663 0.00E+00 9275800 

B4FW90_MAIZE Luminal-binding protein 2 45 4 68 73.084 663 0.00E+00 917520000 

B6U1D7_MAIZE Putative uncharacterized protein 45 1 56.7 91.681 802 0.00E+00 565590000 

B6UF55_MAIZE Putative uncharacterized protein 47 23 63.9 84.469 765 0.00E+00 1.27E+09 

A0FDH4_MAIZE Beta-glucosidase aggregating factor 1 2 1 11.8 31.774 306 3.82E-15 471470 

B4F7S2_MAIZE Putative uncharacterized protein 2 2 8 34.487 324 1.53E-18 794990 

B6TI13_MAIZE Putative uncharacterized protein 2 2 10.5 27.376 276 1.24E-23 13813000 

B4F8Z3_MAIZE Putative uncharacterized protein 2 2 6.3 60.58 543 3.57E-07 717290 

B4F9P6_MAIZE Putative uncharacterized protein 2 2 8.5 24.504 224 1.08E-03 20567000 

B4FA75_MAIZE Putative uncharacterized protein 2 2 7.9 49.723 480 1.17E-42 674710 

B4FAE2_MAIZE Putative uncharacterized protein 2 2 5.1 61.693 567 6.66E-38 1434400 

B4FLF5_MAIZE Putative uncharacterized protein 2 2 6.7 31.121 297 9.88E-08 3007200 

B6THD2_MAIZE Putative uncharacterized protein 2 2 4.1 48.724 462 7.54E-11 921650 
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B4FB36_MAIZE Putative uncharacterized protein 2 1 8.2 26.251 245 1.97E-03 119050 

B4FB54_MAIZE Putative uncharacterized protein 2 2 21.1 12.092 123 1.68E-05 161430 

B6THW9_MAIZE Putative uncharacterized protein 2 2 5.8 37.908 344 2.14E-03 1717600 

B4FBU5_MAIZE Putative uncharacterized protein 2 2 19.6 16.964 153 1.36E-04 654390 

B4FCR1_MAIZE Putative uncharacterized protein 2 2 10.9 23.984 220 3.04E-04 1981500 

B4FDW2_MAIZE Putative uncharacterized protein 2 2 7.4 30.62 272 1.73E-08 2455600 

B6ST21_MAIZE Putative uncharacterized protein 2 2 5.8 41.139 395 4.06E-18 559610 

B4FEN5_MAIZE Putative uncharacterized protein 2 2 5.3 34.904 321 4.92E-04 389830 

B4FHJ8_MAIZE Putative uncharacterized protein 2 1 6.8 39.292 384 1.13E-37 8709300 

B4FF26_MAIZE Putative uncharacterized protein 2 1 5.9 35.412 304 4.17E-05 929900 

B4FFJ4_MAIZE Putative uncharacterized protein 2 2 4.7 45.988 423 1.56E-04 3447200 

B4FHM1_MAIZE Putative uncharacterized protein 2 2 9.9 33.291 304 1.91E-03 1510100 

B4FPL8_MAIZE Putative uncharacterized protein 2 1 9.3 22.406 205 1.05E-07 2691000 

B4FJ97_MAIZE Putative uncharacterized protein 2 1 14.3 20.116 182 1.33E-16 994320 

B4FJG4_MAIZE Putative uncharacterized protein 2 1 28.2 8.3076 71 2.08E-03 213390 

B6TQ47_MAIZE Putative uncharacterized protein 2 2 6.2 53.367 484 1.21E-15 3761600 
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B6UD68_MAIZE Adenylyl-sulfate kinase 2 2 8.6 36.797 337 1.60E-10 557310 

B4FN02_MAIZE Putative uncharacterized protein 2 2 16.7 18.817 180 1.30E-15 303590 

B4FN06_MAIZE Putative uncharacterized protein 2 2 12.3 14.648 130 9.60E-04 2456700 

B4FPJ2_MAIZE Putative uncharacterized protein 2 2 29.6 11.236 98 1.63E-05 315810 

B4FPN9_MAIZE Putative uncharacterized protein 2 2 9.2 29.844 251 4.28E-10 2077200 

B4FQ58_MAIZE Putative uncharacterized protein 2 2 10 37.084 340 3.02E-10 716650 

B6T325_MAIZE Putative uncharacterized protein 2 2 11 18.5 164 2.39E-02 436990 

B4FQY1_MAIZE Pathogenesis-related protein PRMS 2 2 10.2 18.448 167 1.89E-06 14844000 

B6T6H4_MAIZE Putative uncharacterized protein 2 1 3.1 48.813 449 7.71E-03 1973600 

B4FTQ0_MAIZE Putative uncharacterized protein 2 2 9.2 22.564 217 1.05E-03 528200 

B6U6U3_MAIZE Putative uncharacterized protein 2 2 15.7 23.218 217 1.04E-03 139660 

B4FYF0_MAIZE Putative uncharacterized protein 2 1 6 41.078 368 2.03E-13 1437400 

B4FYX0_MAIZE Putative uncharacterized protein 2 2 5.2 33.488 308 2.09E-02 1470300 

B6SGP7_MAIZE Non-specific lipid-transfer protein 2 1 30.8 11.636 120 1.80E-18 358480 

B6SGY3_MAIZE Aquaporin TIP3-2 2 2 7.9 27.387 266 9.97E-06 156210 

B6SIC9_MAIZE Putative uncharacterized protein 2 1 21.8 12.541 119 1.51E-06 151570 
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Q4FZ47_MAIZE Putative cystatin 2 2 13.5 15.957 155 7.31E-17 196970 

B6SII9_MAIZE Putative uncharacterized protein 2 2 23.4 14.435 128 5.66E-18 265860 

B6SJ37_MAIZE Putative uncharacterized protein 2 2 39.5 11.767 114 4.66E-03 458620 

B6SLN4_MAIZE Putative uncharacterized protein 2 2 22.4 13.971 125 4.01E-07 512720 

B6SNU7_MAIZE Putative uncharacterized protein 2 2 22.7 10.292 88 2.76E-03 144690 

B6SPB6_MAIZE Putative uncharacterized protein 2 2 23.2 7.653 69 1.65E-13 363700 

B6SQF9_MAIZE Putative uncharacterized protein 2 2 9.5 27.703 242 1.41E-02 410160 

B6SQL2_MAIZE Putative uncharacterized protein 2 2 27.9 8.0794 68 2.51E-03 122810 

B6SUS5_MAIZE Putative uncharacterized protein 2 2 10.8 24.752 213 3.75E-02 231460 

B6U9L3_MAIZE Putative uncharacterized protein 2 2 30 8.0284 70 3.66E-02 407970 

B6T570_MAIZE Putative uncharacterized protein 2 1 19.9 19.32 176 4.68E-08 250970 

B6T895_MAIZE Putative uncharacterized protein 2 1 4.1 51.49 464 5.95E-07 1406700 

Q94F76_MAIZE Silencing group B protein 2 2 21.8 22.105 197 9.51E-10 567510 

B6T9B1_MAIZE Putative uncharacterized protein 2 2 9.3 40.525 375 1.03E-12 3076000 

B6TCA9_MAIZE Putative uncharacterized protein 2 2 5.5 45.913 420 3.41E-09 2176900 

B6TFG3_MAIZE Putative uncharacterized protein 2 1 14.4 12.163 118 2.61E-02 61067 
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B6THD4_MAIZE Putative inosine-uridine preferring nucleoside hydrolase 2 2 9.2 35.086 325 1.69E-06 1783800 

B6TSL5_MAIZE Putative uncharacterized protein 2 2 3.4 51.576 473 2.66E-03 666420 

B6TZ24_MAIZE Putative uncharacterized protein 2 2 3 67.692 593 3.08E-02 2157500 

B6U5Q2_MAIZE Putative uncharacterized protein 2 2 8.9 30.813 282 3.39E-13 1835900 

B6UDV3_MAIZE Putative uncharacterized protein 2 2 20.6 13.648 131 1.29E-02 80678 

O24582_MAIZE Novel protein 2 2 22.4 15.855 143 7.26E-20 5079600 

Q5GAV6_MAIZE Putative uncharacterized protein 2 1 5.3 44.028 394 7.53E-03 3333700 

Q8W514_MAIZE MSI type nucleosome/chromatin assembly factor C 2 2 3.7 48.656 431 2.72E-02 836930 

B4F906_MAIZE Putative uncharacterized protein 3 3 5.3 76.568 673 1.12E-07 1944700 

B4F9U6_MAIZE Putative uncharacterized protein 3 3 13 25.229 230 1.92E-05 1160100 

B6TP17_MAIZE Putative uncharacterized protein 3 3 16.6 16.042 145 4.35E-05 1476200 

B4FBG7_MAIZE Putative uncharacterized protein 3 1 13.4 21.84 194 2.35E-07 130020 

B6TMC1_MAIZE Putative uncharacterized protein 3 3 13.9 24.795 223 3.95E-27 2154800 

B4FLU0_MAIZE Putative uncharacterized protein 3 3 19.6 26.475 240 1.21E-58 1418400 

B4FH20_MAIZE Putative uncharacterized protein 3 2 12.2 29.908 286 2.76E-04 671110 

B4FH43_MAIZE Putative uncharacterized protein 3 3 25.5 17.455 165 1.26E-29 2210500 
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B4FK28_MAIZE Putative uncharacterized protein 3 3 9 50.008 469 2.22E-41 1656100 

B4FKG5_MAIZE Dip protein 3 3 58.7 15.543 138 7.06E-10 1545900 

B6SUV2_MAIZE Putative uncharacterized protein 3 1 19.6 20.62 184 3.97E-08 463470 

B4FMH4_MAIZE Putative uncharacterized protein 3 3 28.8 11.645 104 2.12E-04 652710 

B4FPC9_MAIZE Putative uncharacterized protein 3 3 14.7 28.321 251 2.56E-35 508300 

B4FY50_MAIZE Putative uncharacterized protein 3 3 9.1 43.549 397 5.30E-09 1535800 

B4FRQ1_MAIZE Putative uncharacterized protein 3 3 15 28.933 274 5.80E-44 2208000 

B4FXD7_MAIZE Putative uncharacterized protein 3 1 13.8 39.862 354 3.52E-36 675910 

B4FSK8_MAIZE Putative uncharacterized protein 3 3 41.4 10.38 87 1.41E-03 366110 

B4FSR0_MAIZE Putative uncharacterized protein 3 2 11.7 38.393 350 3.82E-06 767290 

B4FTP0_MAIZE Putative uncharacterized protein 3 3 30.3 16.833 145 1.18E-06 1262300 

B4FU36_MAIZE Putative uncharacterized protein 3 3 15.9 25.28 232 1.37E-12 2932200 

B4FUT3_MAIZE Putative uncharacterized protein 3 3 17.3 24.603 226 8.88E-08 13812000 

B4FVE1_MAIZE Putative uncharacterized protein 3 3 16.5 21.998 200 3.05E-28 5557600 

B4FV90_MAIZE Putative uncharacterized protein 3 3 22.5 21.464 204 3.94E-10 107420 

B4FX41_MAIZE Putative uncharacterized protein 3 3 16.8 22.11 196 5.97E-06 1161100 
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O24560_MAIZE Ubiquitin carrier protein 3 1 29.6 19.151 169 3.75E-33 257080 

B4FZF8_MAIZE Putative uncharacterized protein 3 3 6.2 60.293 552 5.41E-26 3392500 

B4G0R1_MAIZE Putative uncharacterized protein 3 3 15.3 23.998 222 7.23E-19 45897000 

B6SL60_MAIZE Putative uncharacterized protein 3 1 22.6 14.622 133 5.22E-32 3106500 

B6SGK3_MAIZE Putative uncharacterized protein 3 3 19.3 15.354 135 4.46E-05 2228300 

B6SGQ1_MAIZE Putative uncharacterized protein 3 3 5.6 58.146 522 1.11E-06 1843300 

B6SHJ5_MAIZE Putative uncharacterized protein 3 3 15.5 12.756 110 9.11E-05 548390 

B6SIV4_MAIZE Putative uncharacterized protein 3 2 44.9 8.0374 69 1.83E-16 2931800 

B6SJQ5_MAIZE Putative uncharacterized protein 3 1 13.7 18.559 161 4.26E-03 3343900 

B6SPA1_MAIZE Putative uncharacterized protein 3 3 36.2 8.2382 69 7.62E-09 1233100 

B6SPZ8_MAIZE Putative uncharacterized protein 3 3 21.9 23.191 210 1.70E-45 2916900 

B6SQN8_MAIZE Putative uncharacterized protein 3 3 26.1 18.317 165 5.49E-24 5486800 

B6SUM0_MAIZE Putative uncharacterized protein 3 3 16 20.88 188 1.30E-04 1342800 

B6SXA8_MAIZE Putative uncharacterized protein 3 3 30.6 10.14 98 5.09E-04 4081600 

B6T0D7_MAIZE Putative uncharacterized protein 3 3 20.6 11.511 107 3.63E-16 1750300 

B6T5R2_MAIZE Putative uncharacterized protein 3 2 15 18.39 167 1.21E-05 356490 
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B6T6Q7_MAIZE Putative uncharacterized protein 3 3 7.4 40.41 364 4.32E-03 2702100 

B6T882_MAIZE Putative uncharacterized protein 3 3 20.9 24.77 234 2.11E-14 3454100 

B6T8I3_MAIZE Putative uncharacterized protein 3 3 19.9 17.558 171 2.61E-03 4364600 

B6T9P5_MAIZE Nonclathrin coat protein zeta1-COP 3 2 26.7 19.424 176 5.34E-10 626050 

B6TB11_MAIZE Putative uncharacterized protein 3 3 10 54.417 509 2.91E-34 3327100 

B6TD26_MAIZE Putative uncharacterized protein 3 3 7.5 57.828 536 3.50E-41 1035400 

B6TDW6_MAIZE Putative uncharacterized protein 3 3 10.6 34.088 321 1.69E-11 2745000 

B6TFW9_MAIZE Putative uncharacterized protein 3 3 32.4 11.6 111 2.54E-11 607370 

B6TGW1_MAIZE Putative uncharacterized protein 3 3 22.9 16.052 144 5.54E-07 634280 

B6TKK1_MAIZE Putative uncharacterized protein 3 3 13.2 35.568 334 4.45E-38 1661400 

B6TL71_MAIZE Putative uncharacterized protein 3 1 20.4 10.781 98 5.36E-11 20295 

B6TT08_MAIZE Putative uncharacterized protein 3 1 30.8 11.488 104 4.21E-18 581660 

B6U5C0_MAIZE Putative uncharacterized protein 3 3 36.8 15.562 144 3.66E-08 611310 

B6U821_MAIZE Putative uncharacterized protein 3 3 12.3 33.801 310 5.92E-08 2032800 

B6UDU2_MAIZE Putative uncharacterized protein 3 3 24.2 13.079 120 9.77E-07 880890 

Q9FQC6_MAIZE Glutathione S-transferase GST 13 3 3 14.2 25.711 225 8.79E-32 1719800 
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Q9S822_MAIZE Heat shock protein HSP101 3 3 3.9 101.13 912 1.59E-09 1327700 

Q9ST24_MAIZE ZmGR2b protein 3 3 22.2 19.309 176 1.45E-99 29612000 

B0ZBJ2_MAIZE MAP kinase kinase 4 4 10.9 44.508 404 1.23E-06 6027800 

B4F8J8_MAIZE Putative uncharacterized protein 4 4 13.9 57.292 527 8.16E-74 2405400 

B6TRG3_MAIZE Putative uncharacterized protein 4 4 13.6 50.348 469 2.51E-51 3535300 

B4FA19_MAIZE Putative uncharacterized protein 4 4 7.8 50.12 460 1.60E-09 1089900 

B4FZ10_MAIZE Putative uncharacterized protein 4 4 11.6 48.912 440 1.09E-07 1646900 

B6TFD9_MAIZE Putative uncharacterized protein 4 4 13.2 34.12 318 2.90E-07 4840400 

B6SVM0_MAIZE Putative uncharacterized protein 4 4 6.3 81.576 748 3.12E-43 2073700 

B4FBP3_MAIZE Putative uncharacterized protein 4 4 7.1 67.138 591 1.50E-22 1923600 

B4FCY9_MAIZE Putative uncharacterized protein 4 4 18 30.701 267 2.72E-49 8049900 

B4FED4_MAIZE Putative uncharacterized protein 4 4 14.2 36.689 332 7.36E-16 1440800 

B4FEF1_MAIZE Putative uncharacterized protein 4 4 14.3 40.69 363 3.99E-67 2205500 

B4FEY3_MAIZE Putative uncharacterized protein 4 3 13.1 35.2 314 1.33E-18 3438000 

B4FJY5_MAIZE Putative uncharacterized protein 4 1 13.6 29.305 273 1.02E-14 422560 

B4FLC0_MAIZE Putative uncharacterized protein 4 4 32.3 14.473 130 5.64E-26 756240 
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B4FQJ5_MAIZE Putative uncharacterized protein 4 4 24.5 23.687 216 3.32E-05 2699300 

B4FQL1_MAIZE Putative uncharacterized protein 4 4 18.4 40.701 376 5.78E-18 1007900 

B4FR02_MAIZE Putative uncharacterized protein 4 4 42.8 20.748 187 2.39E-
125 9190800 

B4FRD1_MAIZE Putative uncharacterized protein 4 4 12.1 32.078 289 1.67E-07 7659000 

B4FSB7_MAIZE Putative uncharacterized protein 4 2 7 56.392 511 1.13E-11 804690 

B4FSC5_MAIZE Putative uncharacterized protein 4 2 36 18.077 164 4.29E-40 552220 

B4FSU1_MAIZE Putative uncharacterized protein 4 4 21 25.713 229 3.67E-05 735860 

B4FTE5_MAIZE Putative uncharacterized protein 4 4 10 68.385 639 7.03E-15 2903400 

B4FTF8_MAIZE Glutathione S-transferase GST 10 4 4 19.2 24.826 224 1.07E-55 2092900 

B4FV61_MAIZE Putative uncharacterized protein 4 4 18.1 28.766 259 4.35E-19 1842600 

B4FUH4_MAIZE Putative uncharacterized protein 4 1 7.6 45.735 420 6.93E-05 4796200 

B4FUJ1_MAIZE Putative uncharacterized protein 4 1 22.6 16.651 146 1.94E-22 7732200 

B4FVQ0_MAIZE Putative uncharacterized protein 4 4 10.7 43.187 393 1.73E-32 3900700 

B6SIA2_MAIZE Putative uncharacterized protein 4 3 43 15.128 135 2.78E-71 23315000 

B6SJU3_MAIZE Putative uncharacterized protein 4 1 32.1 16.195 156 3.29E-43 189060000 

B6SL54_MAIZE Putative uncharacterized protein 4 4 28.5 14.217 130 3.48E-09 1132300 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B6SXV2_MAIZE Putative uncharacterized protein 4 3 7.3 53.286 521 1.05E-17 7017900 

B6T195_MAIZE Putative uncharacterized protein 4 2 39.2 13.692 125 1.97E-17 538800 

B6TXN7_MAIZE Putative uncharacterized protein 4 3 37.7 14.272 130 3.45E-25 14677000 

B6TFP6_MAIZE Putative uncharacterized protein 4 4 15.9 27.377 245 4.10E-16 1371300 

B6TKT5_MAIZE Putative uncharacterized protein 4 4 8.9 51.8 450 5.10E-27 4437600 

B6TLX2_MAIZE Putative uncharacterized protein 4 4 37.4 10.654 91 1.06E-13 5768600 

B6TMF0_MAIZE Cystatin-1 4 2 36.3 14.854 135 2.66E-25 1028300 

B6TTZ1_MAIZE Putative uncharacterized protein 4 4 22.6 30.849 279 8.82E-28 1013300 

B6TWE1_MAIZE Putative uncharacterized protein 4 3 21.3 28.058 268 9.90E-04 4710300 

B6UB12_MAIZE Putative uncharacterized protein 4 4 23.3 15.674 146 3.11E-24 2070600 

A5H8G4_MAIZE Plasma membrane-bound peroxidase 1 5 2 15 38.354 367 8.39E-32 1101500 

B4F976_MAIZE Putative uncharacterized protein 5 2 32.7 17.88 159 1.54E-24 111220000 

B6U726_MAIZE Putative uncharacterized protein 5 5 33 24.91 221 3.80E-26 1438400 

B4FGH7_MAIZE Putative uncharacterized protein 5 2 24.8 17.261 157 8.52E-06 9797200 

B6TVE5_MAIZE Putative uncharacterized protein 5 4 14.7 41.9 380 2.73E-28 4173900 

B4FHW6_MAIZE Putative uncharacterized protein 5 5 34.7 19.847 173 1.21E-78 1358800 
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B4FJB5_MAIZE Putative uncharacterized protein 5 1 27 14.042 122 1.23E-10 410270 

B4FJS1_MAIZE Putative uncharacterized protein 5 5 55 14.121 120 4.69E-20 3057900 

B4FL36_MAIZE Yptm3 protein 5 1 25.7 23.056 210 1.06E-36 1512400 

B4FL68_MAIZE Putative uncharacterized protein 5 5 20 27.73 255 1.21E-31 3842000 

B4FS35_MAIZE Putative uncharacterized protein 5 5 16.7 41.853 383 4.77E-76 9424400 

B4FLE3_MAIZE Putative uncharacterized protein 5 5 29 19.825 176 1.41E-26 5993800 

B4FMD9_MAIZE Putative uncharacterized protein 5 3 59.8 11.945 112 4.87E-26 1631500 

B4FN69_MAIZE Putative uncharacterized protein 5 5 18.2 36.397 325 3.07E-40 2672000 

B4FNE5_MAIZE Putative uncharacterized protein 5 5 12.9 66.352 583 2.01E-23 4403100 

B4FPP1_MAIZE Putative uncharacterized protein 5 5 27 22.618 204 1.83E-39 10975000 

B4FST4_MAIZE Putative uncharacterized protein 5 4 33 19.254 176 4.65E-
124 9753000 

B4G1C1_MAIZE Putative uncharacterized protein 5 5 50 17.984 166 3.56E-26 5556200 

B6SHU5_MAIZE Putative uncharacterized protein 5 5 17.1 28.196 269 4.72E-05 3124400 

B6SID7_MAIZE Late embryogenesis abundant protein, group 3 5 5 30.2 18.599 182 6.03E-28 12770000 

B6TKN1_MAIZE Putative uncharacterized protein 5 5 38.7 18.345 163 1.70E-50 3109700 

B6T2Z0_MAIZE Putative uncharacterized protein 5 3 40.8 11.085 98 2.10E-11 10952000 
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Q9SLY9_MAIZE Cysteine protease component of protease-inhibitor 5 1 12.5 50.365 465 7.20E-77 9574500 

B6T6D7_MAIZE Putative uncharacterized protein 5 5 30.5 20.825 187 6.76E-44 6736700 

B6T9W1_MAIZE Putative uncharacterized protein 5 5 33.7 19.692 187 5.86E-29 25469000 

B6TK17_MAIZE Putative uncharacterized protein 5 5 24.7 24.983 239 2.10E-59 21016000 

B6TQK1_MAIZE Putative uncharacterized protein 5 5 35.1 14.245 131 3.68E-18 8894300 

B6TVI9_MAIZE Putative uncharacterized protein 5 5 18 41.299 367 2.49E-41 2166700 

B6TYF3_MAIZE Putative uncharacterized protein 5 3 16.9 40.321 372 9.93E-39 15731000 

B6U9Y9_MAIZE Putative uncharacterized protein 5 5 25.3 33.341 308 6.50E-26 3742700 

B6UHU4_MAIZE Putative uncharacterized protein 5 5 25.2 28.316 266 1.87E-45 5156000 

FPPS_MAIZE Farnesyl pyrophosphate synthetase 5 5 19.1 40.013 350 4.77E-99 7362500 

MI25_MAIZE ATP synthase protein MI25 5 2 22.8 24.371 219 1.91E-25 3778100 

Q9AT12_MAIZE Sulfate transporter ST1 5 1 8.1 72.209 658 1.77E-13 1727400 

A8IK79_MAIZE Asr protein 6 6 69.2 11.79 104 1.18E-
121 6416800 

B4F7Z0_MAIZE Putative uncharacterized protein 6 1 18.5 36.745 324 1.30E-26 210170 

B4F8E3_MAIZE Putative uncharacterized protein 6 6 31.1 37.057 354 5.26E-60 6986900 

B4F8L9_MAIZE Putative uncharacterized protein 6 1 37.8 24.585 222 2.36E-50 204200 
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B4FKV2_MAIZE Putative uncharacterized protein 6 6 28 35.074 321 2.76E-41 4262900 

B4FAP9_MAIZE Putative uncharacterized protein 6 6 10.5 77.497 713 9.98E-11 5450300 

B4FCQ9_MAIZE Putative uncharacterized protein 6 2 37.8 16.679 148 2.91E-36 48918000 

B4FHK5_MAIZE Putative uncharacterized protein 6 6 18 45.589 417 1.86E-19 4660400 

B4FJ31_MAIZE Putative uncharacterized protein 6 6 48.8 9.6409 86 3.27E-12 916180 

B4FL38_MAIZE Putative uncharacterized protein 6 6 29 29.049 269 4.40E-52 7656700 

B6TJJ4_MAIZE Putative uncharacterized protein 6 5 13.8 46.751 455 3.70E-35 7438400 

B4FN73_MAIZE Putative uncharacterized protein 6 6 22.3 32.327 300 5.79E-11 14458000 

B4FQD7_MAIZE Putative uncharacterized protein 6 1 40.7 16.078 145 2.42E-48 45193000 

B4FQQ1_MAIZE Putative uncharacterized protein 6 6 43 18.888 179 5.60E-37 2417200 

B4FQV3_MAIZE Putative uncharacterized protein 6 6 18.1 40.195 360 8.24E-56 14146000 

B4FRR0_MAIZE Putative uncharacterized protein 6 6 45.5 21.541 187 3.43E-40 5663300 

B4FU14_MAIZE Putative uncharacterized protein 6 6 73.1 10.866 93 1.97E-19 3120300 

B4FYG3_MAIZE Putative uncharacterized protein 6 1 15 56.112 527 2.02E-55 1026000 

B4FZ41_MAIZE Putative uncharacterized protein 6 6 37.3 22.867 204 2.38E-
112 24768000 

B4G0J2_MAIZE Putative uncharacterized protein 6 6 17.8 41.423 377 4.31E-21 11356000 
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B4G1F8_MAIZE Putative uncharacterized protein 6 5 34.8 31.467 299 2.16E-61 8670600 

B4G250_MAIZE Putative uncharacterized protein 6 2 44.3 17.826 158 4.46E-34 12461000 

B6SH12_MAIZE Defence-related protein 6 6 50 16.092 152 1.30E-24 4178900 

B6SJ08_MAIZE Putative uncharacterized protein 6 3 35.8 21.043 187 1.96E-71 8392200 

B6T2W6_MAIZE Putative uncharacterized protein 6 3 39.8 19.302 186 1.37E-32 7406300 

B6SN85_MAIZE Putative uncharacterized protein 6 2 73.4 7.5546 64 4.15E-12 3607900 

B6T1C9_MAIZE Putative uncharacterized protein 6 2 26.7 27.055 255 1.10E-20 1404900 

B6T737_MAIZE Allene oxide cyclase 6 2 30.4 26.09 240 1.86E-21 10145000 

B6T759_MAIZE Putative uncharacterized protein 6 6 31.2 28.543 260 6.64E-85 12293000 

B6TEB8_MAIZE Putative uncharacterized protein 6 6 19.7 39.296 365 8.62E-13 3343200 

B6TV58_MAIZE Putative uncharacterized protein 6 4 13.9 44.566 447 2.39E-28 24744000 

B6UF43_MAIZE Putative uncharacterized protein 6 5 11.1 59.937 530 3.37E-20 10425000 

Q64HC3_MAIZE ASF/SF2-like pre-mRNA splicing factor SRP32 6 4 20 31.637 285 2.39E-22 12726000 

B4F7S1_MAIZE Putative uncharacterized protein 7 7 23.1 42.849 394 1.57E-38 6843900 

B4FA08_MAIZE Putative uncharacterized protein 7 7 25.9 41.429 386 2.83E-54 37519000 

B4FC49_MAIZE Putative uncharacterized protein 7 7 26.9 32.211 297 7.77E-44 21741000 
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B4FGC8_MAIZE Putative uncharacterized protein 7 2 59.3 14.98 140 1.89E-54 27691000 

B4FIM3_MAIZE Uroporphyrinogen decarboxylase 7 7 20.1 43.496 394 9.49E-13 5472700 

B4FK58_MAIZE Putative uncharacterized protein 7 7 47.9 16.06 146 8.23E-25 9826000 

B4FKW0_MAIZE Putative uncharacterized protein 7 7 45.4 26.019 238 9.57E-
113 12524000 

B4FQ28_MAIZE Putative uncharacterized protein 7 1 31 23.979 216 6.84E-27 13399000 

B4FRC6_MAIZE Putative uncharacterized protein 7 7 33.2 38.44 380 1.56E-73 27180000 

B4FSE9_MAIZE Histone H2B.1 7 1 47 16.42 151 4.45E-42 225830 

B4FUT7_MAIZE Putative uncharacterized protein 7 4 31.5 26.787 254 6.13E-60 4295900 

B4G1A6_MAIZE Putative uncharacterized protein 7 1 34.9 20.812 192 2.94E-42 58052000 

B6SH65_MAIZE Putative uncharacterized protein 7 7 13.1 63.998 556 3.12E-23 10966000 

B6T3V1_MAIZE Putative uncharacterized protein 7 7 30.9 35.687 333 5.52E-57 21694000 

B6TDS2_MAIZE Putative uncharacterized protein 7 7 37.8 28.106 262 1.49E-38 12285000 

B6TIJ7_MAIZE Putative uncharacterized protein 7 2 37.8 24.566 222 5.33E-49 15011000 

B6TL22_MAIZE Alpha-amylase/trypsin inhibitor   Antifu 7 7 37.4 23.942 227 6.02E-80 24412000 

B6TUE7_MAIZE Putative uncharacterized protein 7 7 37.1 24.899 221 4.86E-36 2745600 

B6UBZ9_MAIZE Putative uncharacterized protein 7 3 65.9 14.801 126 7.10E-73 22898000 
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B6UFW7_MAIZE Putative uncharacterized protein 7 7 39.2 26.046 240 1.07E-55 5675300 

B6T9Q7_MAIZE Putative uncharacterized protein 8 3 18.3 53.089 486 5.12E-31 10348000 

B4FDT6_MAIZE Eukaryotic translation initiation factor 4E-2 8 4 33.8 24.104 216 4.94E-34 9122000 

B4FLP7_MAIZE Putative uncharacterized protein 8 8 18.6 49.65 451 1.20E-47 10289000 

B4FQ29_MAIZE Putative uncharacterized protein 8 1 24.7 43.842 385 2.52E-12 514260 

B4FQK5_MAIZE Putative uncharacterized protein 8 8 19.9 49.188 437 1.05E-32 9574200 

B4FS03_MAIZE Putative uncharacterized protein 8 8 64.4 19.348 180 4.53E-75 25529000 

B4FSM5_MAIZE Putative uncharacterized protein 8 8 42 20.735 193 5.12E-25 26371000 

B4FUC2_MAIZE Putative uncharacterized protein 8 8 42.1 25.279 228 2.30E-38 2965300 

B6THA1_MAIZE Putative uncharacterized protein 8 8 64.1 13.69 131 4.81E-
114 14526000 

B4FZM9_MAIZE Putative uncharacterized protein 8 7 25.4 42.59 405 3.98E-
108 22860000 

B4FZN6_MAIZE Putative uncharacterized protein 8 3 43.2 22.121 192 1.18E-49 16138000 

B4G1D2_MAIZE Putative uncharacterized protein 8 8 56.1 22.498 205 4.15E-
111 44665000 

B4G1F6_MAIZE Putative uncharacterized protein 8 3 19.5 43.481 390 5.51E-20 7114700 

B6SJJ1_MAIZE Putative uncharacterized protein 8 2 52.8 14.038 123 6.19E-12 6606700 
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B6T1D2_MAIZE Putative uncharacterized protein 8 4 49.5 23.523 210 1.35E-49 41487000 

B6T7C2_MAIZE Eukaryotic translation initiation factor 5 8 8 26.8 48.916 451 1.47E-37 13753000 

B6TFX9_MAIZE Legumin-like protein 8 5 26.7 38.066 363 2.87E-27 6122300 

B6TNU0_MAIZE Putative uncharacterized protein 8 8 21.6 50.772 464 1.39E-42 13483000 

B6TQW0_MAIZE Putative uncharacterized protein 8 7 19.4 52.658 474 5.81E-61 17269000 

Q84LS4_MAIZE Superal1 8 8 32.8 22.816 204 9.11E-40 23198000 

B4F938_MAIZE Plastid coproporphyrinogen III oxidase 9 9 24.9 44.112 397 3.96E-17 13901000 

B4FDY6_MAIZE Putative uncharacterized protein 9 2 50.4 27.009 250 1.59E-66 38957000 

B4FGM4_MAIZE Putative uncharacterized protein 9 4 47.9 15.648 142 4.74E-44 23487000 

B4FID4_MAIZE Putative uncharacterized protein 9 7 35.3 34.385 312 1.47E-31 42506000 

B4FQ64_MAIZE Putative uncharacterized protein 9 9 22.4 44.309 407 2.75E-65 24577000 

B4FPD1_MAIZE Putative uncharacterized protein 9 9 80.8 11.008 104 1.85E-77 5081200 

B4FR90_MAIZE Putative uncharacterized protein 9 1 29.4 40.462 378 5.73E-
138 1128100 

B4FWK0_MAIZE Putative uncharacterized protein 9 7 25.2 64.885 580 5.88E-
103 17111000 

B6SGM5_MAIZE Putative uncharacterized protein 9 9 27.1 36.513 329 4.47E-61 41415000 

B6SHM7_MAIZE Putative uncharacterized protein 9 4 54.7 22.212 192 2.35E- 152270000 
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B6T8F0_MAIZE Putative uncharacterized protein 9 1 41.3 25.653 223 3.09E-
102 4235400 

B6TTP4_MAIZE Putative uncharacterized protein 9 9 50 17.815 174 8.07E-
154 13843000 

B6TZR1_MAIZE Putative uncharacterized protein 9 6 48.6 19.409 173 2.84E-
105 19911000 

B4F848_MAIZE Putative uncharacterized protein 10 9 46.3 25.754 246 4.43E-88 35560000 

B4F9F0_MAIZE Putative uncharacterized protein 10 10 22.6 62.74 562 2.17E-39 7807700 

B4F9P0_MAIZE Putative uncharacterized protein 10 10 28.1 51.743 473 3.09E-45 12543000 

B4F9X9_MAIZE Putative uncharacterized protein 10 9 33.5 43.635 403 2.73E-96 22415000 

B4FAK2_MAIZE Putative uncharacterized protein 10 10 27.3 58.297 543 3.14E-73 6452100 

B4FCK0_MAIZE Putative uncharacterized protein 10 4 44.5 27.141 256 3.27E-86 43313000 

B4FD90_MAIZE Putative uncharacterized protein 10 1 49 16.266 145 9.43E-46 992530 

B4FJT5_MAIZE Putative uncharacterized protein 10 1 41 28.872 278 1.91E-28 4172300 

B4FLG7_MAIZE Putative uncharacterized protein 10 10 56.5 23.524 214 1.54E-
114 13337000 

B4FN21_MAIZE Putative uncharacterized protein 10 5 49.4 28.867 263 1.21E-
113 21567000 

B6TD84_MAIZE Putative uncharacterized protein 10 3 30.3 37.617 346 1.55E-74 7260300 
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B4FTW8_MAIZE Putative uncharacterized protein 10 3 28.3 43.729 385 2.50E-23 15345000 

B4FU39_MAIZE Putative uncharacterized protein 10 9 29.7 43.46 414 2.68E-52 10563000 

B4FVJ9_MAIZE Glutathione S-transferase GST 19 10 8 37.6 25.671 229 4.81E-58 24741000 

B4FVK0_MAIZE Putative uncharacterized protein 10 10 20.4 67.972 604 2.88E-26 10539000 

B4FYD3_MAIZE Putative uncharacterized protein 10 4 34.7 43.475 392 7.48E-
137 38230000 

B4FYH2_MAIZE Putative uncharacterized protein 10 10 24.1 61.478 568 8.73E-32 23545000 

B4G043_MAIZE Ferredoxin--NADP reductase 10 7 32.8 41.845 381 1.47E-54 43940000 

B6SIC6_MAIZE Putative uncharacterized protein 10 1 63.4 17.188 153 2.36E-
134 780470 

B6SKN3_MAIZE Putative uncharacterized protein 10 10 48 23.466 198 3.93E-81 22140000 

B6SRM6_MAIZE Putative uncharacterized protein 10 10 44.4 36.178 342 4.66E-89 18857000 

B6T0C0_MAIZE Putative uncharacterized protein 10 10 65.3 23.703 219 3.31E-
166 15617000 

B6T3D4_MAIZE Putative uncharacterized protein 10 10 34.5 37.809 348 3.88E-35 21939000 

Q43271_MAIZE H(+)-transporting ATPase 10 4 14.5 104.72 948 9.43E-52 10090000 

Q5YFA2_MAIZE Brassinosteroid biosynthesis-like protein 10 10 17.6 65.006 562 1.42E-27 22795000 

B4F850_MAIZE Putative uncharacterized protein 11 2 37.3 31.916 284 7.95E-78 28827000 
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B4FZQ0_MAIZE Putative uncharacterized protein 11 1 36.8 20.578 182 1.94E-44 1324300 

B4FFA5_MAIZE Putative uncharacterized protein 11 11 24.1 67.93 611 2.35E-89 19839000 

B4FVG0_MAIZE Putative uncharacterized protein 11 11 55.6 24.235 225 3.06E-82 44376000 

B4FY74_MAIZE Endo-1,3 1,4-beta-D-glucanase 11 11 45.1 28.656 264 7.82E-
105 57475000 

B6T033_MAIZE Glutathione S-transferase GST 42 11 9 50 25.679 238 4.61E-78 22897000 

B6TQ06_MAIZE Putative uncharacterized protein 11 11 37.7 44.034 409 1.13E-
158 51525000 

B6TXX8_MAIZE Putative uncharacterized protein 11 10 52.4 36.561 332 1.23E-20 17039000 

Q9M589_MAIZE Prohibitin 11 5 50.9 32.079 289 5.26E-
213 26060000 

B1P123_MAIZE O-methyltransferase BX7 12 1 38.1 42.13 386 1.87E-26 1113400 

B4F7Y1_MAIZE Putative uncharacterized protein 12 1 36.2 29.188 257 1.29E-32 7506200 

B4F840_MAIZE Putative uncharacterized protein 12 10 41.5 37.556 342 3.50E-
104 23660000 

B4FLQ8_MAIZE Putative uncharacterized protein 12 12 48.5 34.407 307 2.18E-92 76473000 

B4G1Z4_MAIZE Putative uncharacterized protein 12 10 43 42.695 391 8.27E-
120 63356000 

B6SLQ7_MAIZE Putative uncharacterized protein 12 1 50 16.895 152 1.63E-45 184100000 

B6T7B2_MAIZE Putative uncharacterized protein 12 5 52.1 22.432 194 1.44E- 143800000 
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B6T7Q7_MAIZE Serine hydroxymethyltransferase 12 12 26.7 56.534 513 6.16E-84 22576000 

B6TF54_MAIZE Putative uncharacterized protein 12 7 36.9 35.005 312 2.16E-
121 25022000 

B6TGN6_MAIZE Putative uncharacterized protein 12 3 31.1 47.212 438 1.02E-
124 21184000 

B6TSB3_MAIZE Putative uncharacterized protein 12 12 22.7 57.628 507 1.18E-34 44804000 

Q8W0Q2_MAIZE Putative aldehyde dehydrogenase MIS1 12 12 23.7 60.567 549 1.15E-27 23477000 

B4F957_MAIZE Putative uncharacterized protein 13 13 40.1 40.754 377 1.07E-
220 92153000 

B4FAQ9_MAIZE Putative uncharacterized protein 13 9 61.6 22.643 211 7.22E-79 113340000 

B4FMS7_MAIZE Prohibitin 13 7 49.8 31.915 289 1.82E-
181 65779000 

B4FPS0_MAIZE Putative uncharacterized protein 13 12 54.8 32.621 303 7.82E-
102 22531000 

B4FTS6_MAIZE Endochitinase A 13 11 68.9 29.211 280 3.34E-
165 172330000 

B4G137_MAIZE Putative uncharacterized protein 13 10 37.9 36.25 335 2.02E-66 36606000 

B6SMQ5_MAIZE Putative uncharacterized protein 13 11 63.7 27.339 256 1.72E-
149 128020000 

B6SX76_MAIZE Putative uncharacterized protein 13 2 62.9 21.415 178 3.38E-30 2950400 
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B6TFS9_MAIZE Putative uncharacterized protein 13 5 51 28.622 259 2.26E-
212 7508100 

B6TIG4_MAIZE Putative uncharacterized protein 13 13 25.8 60.639 546 1.60E-61 35182000 

B6UE86_MAIZE Putative uncharacterized protein 13 13 42.7 42.685 396 4.01E-96 226010000 

Q5I204_MAIZE Putative methyl-binding domain protein MBD115 13 10 58.8 38.307 364 3.77E-
107 22369000 

B4F9B2_MAIZE Putative uncharacterized protein 14 8 53.9 41.188 401 1.81E-
144 68387000 

B4FBW5_MAIZE Putative uncharacterized protein 14 14 45.2 38.379 354 1.93E-75 36045000 

B4FFV3_MAIZE Putative uncharacterized protein 14 4 46.9 41.616 397 3.84E-
187 56177000 

B4FGF5_MAIZE Putative uncharacterized protein 14 14 68.2 28.756 258 2.29E-86 24636000 

B4FGN7_MAIZE Putative uncharacterized protein 14 14 46.9 41.228 382 3.25E-87 74109000 

B4FPG2_MAIZE Actin-1 14 1 30.9 41.64 376 1.23E-83 2573400 

B4FRJ3_MAIZE Putative uncharacterized protein 14 1 65.2 26.124 244 1.13E-
113 6701600 

B4FTD2_MAIZE Putative uncharacterized protein 14 2 48.1 33.421 308 3.08E-
206 20894000 

B4G1P4_MAIZE Ran-related GTP binding protein 14 3 58.4 25.06 221 2.55E-
121 19088000 

B4G1Q6_MAIZE Putative uncharacterized protein 14 14 44.6 42.174 397 2.70E-
104 40104000 
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B6SZN0_MAIZE Putative uncharacterized protein 14 14 43.9 45.006 419 8.24E-43 43706000 

B6TXE2_MAIZE Putative uncharacterized protein 14 13 55.3 35.725 318 3.13E-
104 68907000 

PCNA_MAIZE Proliferating cell nuclear antigen 14 3 62 29.342 263 5.70E-90 39002000 

Q29SB6_MAIZE Pathogenesis-related protein 10 14 14 93.8 16.942 160 7.20E-
157 83420000 

Q9M585_MAIZE Stomatin-like protein 14 14 46.7 43.277 394 1.26E-
133 52806000 

B4FBM9_MAIZE Putative uncharacterized protein 15 15 36.2 44.552 389 1.76E-52 80762000 

B6SVU1_MAIZE Putative uncharacterized protein 15 15 27.4 63.104 565 4.15E-74 37591000 

B6TB97_MAIZE Putative uncharacterized protein 15 2 68.1 25.558 229 1.15E-
167 177190000 

GLNA4_MAIZE Glutamine synthetase root isozyme 4 15 1 58 38.98 355 4.26E-
274 48110000 

B4FLB0_MAIZE PDI-like protein 16 16 38.7 63.387 569 1.12E-
141 41559000 

B4FS99_MAIZE Putative uncharacterized protein 16 16 72.9 19.927 170 1.82E-61 53597000 

B6SLG3_MAIZE Putative uncharacterized protein 16 13 48.4 41.407 401 7.61E-
208 46637000 

B6TNR8_MAIZE Putative uncharacterized protein 16 5 55.2 30.357 279 1.89E-
199 23641000 

Q5EUD9_MAIZE Protein disulfide isomerase 16 11 33.8 62.416 568 1.86E- 21418000 
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Q6RW10_MAIZE Allene oxide synthase 16 9 41.5 53.062 482 2.57E-
162 54536000 

Q8L5H0_MAIZE Sucrose synthase 3 16 7 19.3 91.925 809 8.49E-50 16021000 

B4FI21_MAIZE Putative uncharacterized protein 17 4 46 47.09 411 4.67E-96 3814600 

B4FQC4_MAIZE Putative uncharacterized protein 17 1 43.4 51.855 458 8.38E-
159 300060 

B4FR89_MAIZE Putative uncharacterized protein 17 17 71.9 28.13 249 1.61E-
147 167000000 

B4FWU6_MAIZE Putative uncharacterized protein 17 17 52.7 53.121 495 1.16E-
218 134910000 

B4G072_MAIZE UDP-glucosyltransferase BX9 17 16 50.9 50.017 462 1.24E-
278 316100000 

B6TAQ5_MAIZE Putative uncharacterized protein 17 1 59.6 29.741 260 1.76E-
225 885860 

B4FCR7_MAIZE Putative uncharacterized protein 18 7 76.3 25.588 224 7.22E-
228 486940000 

B6SIW6_MAIZE Putative uncharacterized protein 18 18 43.4 53.311 468 2.59E-
108 57935000 

B4FRC4_MAIZE Seryl-tRNA synthetase 18 2 47.4 51.663 458 5.83E-
162 52655000 

B6TKY3_MAIZE Putative uncharacterized protein 18 18 39.4 59.194 545 9.61E-
168 53611000 
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B4FQS9_MAIZE Putative uncharacterized protein 19 11 45.5 56.985 501 2.87E-93 28595000 

B4FVB2_MAIZE Elongation factor Tu 19 6 59.5 48.483 452 2.98E-
271 109140000 

B4G1B0_MAIZE Putative uncharacterized protein 19 19 62.8 21.832 199 7.86E-52 85071000 

B6TDT1_MAIZE 26S proteasome regulatory complex ATPase RP 19 18 48.6 46.685 420 2.39E-
176 81206000 

Q5EUD6_MAIZE Protein disulfide isomerase 19 15 58.5 40.056 366 6.90E-
183 121570000 

B4FHG3_MAIZE Anionic peroxidase 20 12 68.1 38.7 364 0.00E+00 541040000 

B4FFH8_MAIZE Adenosine kinase 20 20 82.5 37.106 342 0.00E+00 299460000 

B4FNK1_MAIZE Putative uncharacterized protein 20 1 60.3 40.514 395 5.98E-
157 196680000 

B4FZ29_MAIZE Putative uncharacterized protein 20 20 43.3 49.137 446 6.05E-
143 76597000 

B4F8M8_MAIZE Exoglucanase 21 19 40.2 66.912 622 1.11E-
276 255380000 

B4FQJ6_MAIZE Putative uncharacterized protein 21 21 46.5 47.682 426 9.27E-
140 74369000 

B4F9G0_MAIZE Putative uncharacterized protein 22 4 48 44.339 404 1.78E-
119 17557000 

B4FSZ7_MAIZE Putative uncharacterized protein 22 22 66.9 54.094 505 4.39E-
217 149790000 
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B6TD83_MAIZE Putative uncharacterized protein 22 3 60.3 42.732 390 1.14E-
108 6109300 

B6U7D8_MAIZE Cinnamyl alcohol dehydrogenase 22 22 68.9 38.725 367 0.00E+00 789010000 

B4FBF4_MAIZE Putative uncharacterized protein 23 2 74.9 51.603 471 0.00E+00 358060000 

B6TMB2_MAIZE Protein disulfide isomerase 23 19 60.2 40.14 367 1.83E-
183 331940000 

B6TUA2_MAIZE Putative uncharacterized protein 24 7 50.5 58.382 539 1.80E-
204 222340000 

B4FSV5_MAIZE Putative uncharacterized protein 25 4 59.1 47.676 428 1.17E-
286 3140400 

B4FTM1_MAIZE Tubulin beta-6 chain 25 1 65.7 55.268 496 0.00E+00 734010000 

B6T0A9_MAIZE Vacuolar invertase 25 21 41.8 72.917 673 6.42E-
258 132890000 

B4G0K5_MAIZE Putative uncharacterized protein 27 21 89.5 38.394 344 0.00E+00 1.115E+09 

B4FVJ0_MAIZE Putative uncharacterized protein 28 11 66.3 44.411 404 1.71E-
256 330190000 

B4F8V5_MAIZE Putative uncharacterized protein 29 29 54.9 80.679 743 0.00E+00 116100000 

B4FAE5_MAIZE Phosphoglucomutase, cytoplasmic 1 30 7 67.8 63.097 583 0.00E+00 501920000 

B6T2Q6_MAIZE Putative uncharacterized protein 30 8 55.5 62.35 566 0.00E+00 618610000 

B6T440_MAIZE Putative uncharacterized protein 31 31 68.5 53.248 485 0.00E+00 1.342E+09 
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B6UCD0_MAIZE Putative uncharacterized protein 31 31 59.3 60.633 558 1.47E-
145 189500000 

B6SV32_MAIZE Putative uncharacterized protein 32 32 43.5 98.62 888 7.48E-
224 122120000 

ENO1_MAIZE Enolase 32 22 78.9 48.063 446 0.00E+00 1.298E+09 

B4FWP0_MAIZE Putative uncharacterized protein 33 5 78.9 38.459 355 0.00E+00 143390000 

B6U0S1_MAIZE Putative uncharacterized protein 51 51 67.1 93.922 843 0.00E+00 921220000 

B6U6B1_MAIZE Putative uncharacterized protein 2 1 6 40.917 384 1.49E-03 194060 

B4FAE4_MAIZE Putative uncharacterized protein 2 1 11.9 14.436 135 7.24E-05 792090 

B4FR10_MAIZE Putative uncharacterized protein 2 2 5.4 41.624 390 1.33E-04 994270 

B4FZJ8_MAIZE Putative uncharacterized protein 2 2 7.7 31.884 285 4.72E-07 2195700 

B6SVJ9_MAIZE Putative uncharacterized protein 2 2 5.1 45.715 432 7.15E-06 1129700 

B4FPE6_MAIZE Putative uncharacterized protein 2 2 8.1 40.799 384 2.04E-47 1989100 

B4FSJ7_MAIZE Putative uncharacterized protein 2 2 6.3 45.386 426 5.35E-10 1973500 

B4FHU9_MAIZE Putative uncharacterized protein 2 2 12.2 9.8434 90 3.39E-04 917510 

B4FLH3_MAIZE Putative uncharacterized protein 2 2 11.5 16.699 148 2.33E-03 1739100 

B4FR31_MAIZE Putative uncharacterized protein 2 2 5.3 41.374 380 1.20E-03 2248100 

B6T6T0_MAIZE Putative uncharacterized protein 2 2 8.3 28.699 252 2.22E-02 311300 
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B6TLX6_MAIZE Putative uncharacterized protein 2 2 11.9 24.718 226 4.85E-28 1179500 

B4FW61_MAIZE Putative uncharacterized protein 2 1 5.4 40.782 368 2.99E-08 1048300 

B4FY36_MAIZE Putative caltractin 2 2 17.4 19.773 172 1.73E-09 213820 

B4G0G6_MAIZE Putative uncharacterized protein 2 2 16.2 20.388 191 5.32E-14 807870 

B6TXH2_MAIZE Putative uncharacterized protein 2 2 26.7 12.89 116 9.88E-57 2699700 

B6ST99_MAIZE Putative uncharacterized protein 2 2 25 10.662 104 7.02E-03 185710 

B6T2Z1_MAIZE Putative uncharacterized protein 2 2 7.4 33.98 310 2.96E-03 1740500 

B6TA30_MAIZE Putative uncharacterized protein 2 2 7.9 37.394 341 1.41E-06 275680 

B6TCF9_MAIZE Putative uncharacterized protein 2 2 14.4 23.796 215 1.41E-19 250750 

B6TGG3_MAIZE Putative uncharacterized protein 2 2 7.7 39.639 362 1.06E-09 1025300 

B6TK96_MAIZE Homocysteine S-methyltransferase 2 2 2 5.9 38.438 355 1.93E-05 1384800 

B6TL88_MAIZE Isopentenyl-diphosphate delta isomerase 2 2 2 5.7 38.572 367 1.17E-03 616410 

B6UE82_MAIZE Putative uncharacterized protein 2 2 20.8 12.562 120 1.66E-06 180900 

B6TSP3_MAIZE Putative uncharacterized protein 2 2 7.9 31.549 303 9.04E-04 1749700 

INVA_MAIZE Beta-fructofuranosidase, cell wall isozyme 2 1 4.4 65.197 590 4.60E-03 910230 

B4F876_MAIZE Putative uncharacterized protein 3 2 8.7 41.242 369 3.04E-12 4062600 
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B4F8J4_MAIZE Putative uncharacterized protein 3 3 11.9 37.311 328 2.64E-27 1526900 

B4FBF5_MAIZE Putative uncharacterized protein 3 3 10.4 44.637 431 1.21E-43 10117000 

B4FBU2_MAIZE Putative uncharacterized protein 3 1 32.4 11.401 108 1.46E-05 676310 

B6U4F3_MAIZE Putative uncharacterized protein 3 1 5 46.552 436 4.97E-04 305370 

B4FPA6_MAIZE Putative uncharacterized protein 3 3 27.4 16.569 146 1.39E-49 2383600 

B4FT06_MAIZE Putative uncharacterized protein 3 3 16 26.189 231 6.24E-09 2066000 

B6SN99_MAIZE Putative uncharacterized protein 3 3 18.3 20.704 191 9.48E-13 3859600 

B4FU40_MAIZE Putative uncharacterized protein 3 3 10.1 36.947 348 4.41E-10 5911600 

B4FWA7_MAIZE Putative uncharacterized protein 3 3 30.9 12.293 110 1.21E-04 618630 

B4FX08_MAIZE Putative uncharacterized protein 3 3 6.6 54.585 500 2.37E-03 3029000 

B4G0Y4_MAIZE Toc34-2 protein 3 3 8.6 36.381 326 1.20E-03 1509600 

B6SHU1_MAIZE Putative uncharacterized protein 3 3 26 20.623 177 8.79E-10 164880 

B6SLQ1_MAIZE VIP3 protein 3 3 24.6 14.705 126 1.05E-05 2620400 

B6SY96_MAIZE Non-specific lipid-transfer protein 3 2 39 12.02 123 4.00E-12 968830 

B6T0S8_MAIZE Putative uncharacterized protein 3 3 34.3 7.9198 70 4.14E-03 840210 

B6T337_MAIZE Putative uncharacterized protein 3 3 15 14.711 127 3.28E-03 1770300 
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B6T3P2_MAIZE Putative uncharacterized protein 3 3 13.1 33.084 297 1.53E-60 1471700 

B6T8I6_MAIZE Putative uncharacterized protein 3 3 4.7 67.422 623 7.93E-10 5398300 

B6TAL4_MAIZE 12-oxo-phytodienoic acid reductase 3 2 7.3 44.25 399 1.21E-07 835080 

B6TEG2_MAIZE Putative uncharacterized protein 3 3 9.8 36.669 348 2.12E-03 2592200 

B6TM99_MAIZE Putative uncharacterized protein 3 3 12.6 35.104 318 5.61E-20 3499200 

B6TMK6_MAIZE Alternative oxidase 3 3 10.6 36.924 329 3.47E-05 2378200 

B6TUR3_MAIZE Putative uncharacterized protein 3 3 50 8.5917 80 2.19E-07 1198600 

B6UD55_MAIZE Putative uncharacterized protein 3 3 40.9 12.427 110 1.55E-05 1269600 

PAO_MAIZE Polyamine oxidase 3 3 9.2 56.343 500 2.89E-08 791360 

Q4FZ53_MAIZE Putative cystatin 3 3 32.7 12.312 110 1.97E-05 381800 

B4F7V6_MAIZE Putative uncharacterized protein 4 1 20.7 22.078 203 4.01E-16 1951900 

B4F8B0_MAIZE Putative uncharacterized protein 4 3 25.3 20.329 182 4.90E-09 3986500 

B4F8L5_MAIZE Putative uncharacterized protein 4 2 24.4 24.012 213 2.10E-21 2739500 

B4FUS0_MAIZE Putative uncharacterized protein 4 4 10.5 47.845 408 3.21E-09 3410100 

B4FAV5_MAIZE Putative uncharacterized protein 4 2 22 22.357 214 1.89E-08 196160 

Q94KS6_MAIZE Beta-expansin 8 4 4 14.7 31.626 286 4.19E-15 1430400 
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B4FDU0_MAIZE Putative uncharacterized protein 4 4 15.7 36.874 331 8.70E-46 1843900 

B4FIY7_MAIZE Ubiquitin carrier protein 4 4 21.9 20.628 183 8.78E-09 25363000 

B4FJ73_MAIZE Putative uncharacterized protein 4 4 17 25.657 229 2.23E-10 33116000 

B6TCM9_MAIZE Putative uncharacterized protein 4 3 13.1 39.314 360 3.17E-28 19843000 

B4FSA2_MAIZE Putative uncharacterized protein 4 4 20.5 25.821 229 2.80E-29 3457600 

B6SQL3_MAIZE Putative uncharacterized protein 4 4 42.9 11.347 112 2.20E-37 18208000 

B6SIL2_MAIZE Putative uncharacterized protein 4 4 33.3 13.646 123 1.10E-08 1001800 

B6T6D1_MAIZE Putative uncharacterized protein 4 4 44.2 15.193 138 4.52E-26 16394000 

B6T1J1_MAIZE Putative uncharacterized protein 4 4 40.9 12.444 110 1.91E-35 1237300 

B6TAH4_MAIZE Putative uncharacterized protein 4 4 19 37.078 327 4.32E-22 6315300 

B6TEB2_MAIZE Putative uncharacterized protein 4 4 14.8 35.446 345 2.56E-78 8960400 

B6TEJ4_MAIZE Putative uncharacterized protein 4 4 23.2 24.005 220 9.10E-49 6919200 

B6TGL5_MAIZE Putative uncharacterized protein 4 2 14 28.656 257 1.60E-08 3160000 

B6U724_MAIZE Putative uncharacterized protein 4 2 32.4 19.168 182 1.37E-70 659150 

B6TU35_MAIZE Putative uncharacterized protein 4 4 16.1 41.91 366 2.47E-08 8579800 

B6TY21_MAIZE Putative uncharacterized protein 4 4 15 45.379 420 6.57E-41 3914100 
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Q5XLE1_MAIZE Peptidyl-prolyl cis-trans isomerase 4 4 39.3 12.185 112 5.81E-83 21857000 

Q9FYS5_MAIZE HMGI/Y protein 4 4 16.6 19.824 193 1.50E-07 6944500 

B4F817_MAIZE Putative uncharacterized protein 5 3 32.7 23.419 214 1.28E-18 1919700 

B4FA99_MAIZE Putative uncharacterized protein 5 5 42 17.802 157 8.54E-69 3748700 

B4FBF6_MAIZE Putative uncharacterized protein 5 5 16.2 33.147 308 6.83E-19 11732000 

B4FBV7_MAIZE Putative uncharacterized protein 5 3 34.6 22.604 217 2.34E-
106 9331600 

B6THL0_MAIZE Putative uncharacterized protein 5 5 27.2 17.241 158 1.34E-32 2719400 

B4FER8_MAIZE Putative uncharacterized protein 5 5 64 10.126 89 9.66E-17 3372300 

B4FFZ7_MAIZE Putative uncharacterized protein 5 1 39.1 15.767 133 1.29E-35 1480800 

B4FHS1_MAIZE Putative uncharacterized protein 5 5 17.9 34.349 312 3.57E-20 2230600 

B4FNZ2_MAIZE Putative uncharacterized protein 5 5 55.4 12.509 112 3.45E-20 15047000 

B6SJX7_MAIZE Putative uncharacterized protein 5 5 18.2 44.582 412 1.56E-76 22813000 

B4FTX3_MAIZE Profilin-4 5 2 51.1 14.101 131 2.18E-74 40966000 

B4FUB5_MAIZE Putative uncharacterized protein 5 5 25.6 18.052 164 5.35E-32 6258100 

B6SX73_MAIZE Putative uncharacterized protein 5 1 28.5 14.3 123 1.49E-11 42580000 

B6T1F2_MAIZE Putative uncharacterized protein 5 1 19.8 20.198 182 2.05E-08 88742 
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P93627_MAIZE Cysteine proteinase inhibitor (Putative cystatin) 5 3 37.3 14.882 134 2.55E-11 3501600 

Q9ZPN0_MAIZE Cytochrome b5 reductase 5 5 31.9 31.172 279 2.56E-59 10744000 

B4F7Z4_MAIZE Putative uncharacterized protein 6 6 18.9 41.575 376 9.55E-34 3622800 

B6U4H0_MAIZE Putative uncharacterized protein 6 3 20 28.527 255 7.98E-21 2459500 

B4F980_MAIZE Putative uncharacterized protein 6 6 56.7 12.483 104 1.21E-39 6853900 

B4FDW3_MAIZE Putative uncharacterized protein 6 6 27.1 33.465 306 1.19E-77 3256900 

B4FHB3_MAIZE Putative uncharacterized protein 6 1 20.3 24.056 212 4.83E-17 430790 

B4FI28_MAIZE Putative uncharacterized protein 6 6 40.8 27.653 250 5.65E-30 8541100 

B4FJD7_MAIZE Putative uncharacterized protein 6 6 27.8 27.8 259 1.33E-72 7953500 

B4FKH7_MAIZE Putative uncharacterized protein 6 5 58.5 14.861 135 5.15E-29 5515900 

B4FPA0_MAIZE Putative uncharacterized protein 6 6 31.2 25.728 240 8.71E-15 7498300 

B4FTA4_MAIZE Putative uncharacterized protein 6 6 26.1 34.437 307 1.18E-16 7348700 

B6U9I3_MAIZE Putative uncharacterized protein 6 6 26.7 26.025 232 2.65E-49 21807000 

B6U232_MAIZE Ras-related protein Rab-2-B 6 2 33.3 23.061 210 5.86E-43 9104200 

B6SN61_MAIZE Putative uncharacterized protein 6 6 45.5 13.932 132 1.65E-42 6199700 

B6SUK9_MAIZE Putative uncharacterized protein 6 6 29.8 24.133 225 2.60E-63 2684400 
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B6TLW3_MAIZE Putative uncharacterized protein 6 6 52 18.099 171 1.30E-
136 6658200 

B6TLX0_MAIZE Putative uncharacterized protein 6 6 57.6 11.102 99 6.77E-75 12733000 

B6TSD4_MAIZE Putative uncharacterized protein 6 6 21.4 37.042 332 3.32E-57 3453400 

B6TYS6_MAIZE Glutathione S-transferase GST 17 6 5 34.4 24.755 224 6.68E-67 9044300 

B4F9A2_MAIZE Glutamine synthetase root isozyme 2 7 5 22 39.544 363 1.17E-55 5877500 

B4FAE1_MAIZE Putative uncharacterized protein 7 2 38.4 22.506 203 2.49E-66 4108600 

B4FBQ5_MAIZE Putative uncharacterized protein 7 2 20.7 37.386 348 8.71E-22 2694100 

B4FC14_MAIZE Cytochrome b-c1 complex subunit Rieske, mitochondrial 7 7 27.5 29.844 273 2.72E-49 14893000 

B4FE18_MAIZE Histone H2B.5 7 1 43.5 16.617 154 1.40E-40 32548 

B4FEN4_MAIZE Putative uncharacterized protein 7 1 28.6 25.905 231 2.07E-30 1541300 

B4FI06_MAIZE Putative uncharacterized protein 7 2 46.5 15.662 142 1.61E-40 722140 

B4FI47_MAIZE Putative uncharacterized protein 7 1 32.9 19.91 173 7.80E-22 992470 

B4FVI8_MAIZE Putative uncharacterized protein 7 3 24.4 37.885 353 9.34E-69 7322200 

B4FS84_MAIZE Putative uncharacterized protein 7 4 28.8 36.935 344 2.88E-55 24148000 

B4G1M9_MAIZE Putative uncharacterized protein 7 3 30.9 35.205 307 5.30E-31 13396000 

B6TL29_MAIZE Putative uncharacterized protein 7 4 42.9 20.658 189 7.93E-32 13286000 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

B6T925_MAIZE LIM transcription factor homolog 7 7 40.5 22.008 195 1.93E-26 4784700 

B6TB46_MAIZE Putative uncharacterized protein 7 7 45.9 16.366 146 7.87E-48 5433800 

B6TC19_MAIZE Putative uncharacterized protein 7 7 36.8 26.811 253 1.09E-20 7678700 

B4FAQ2_MAIZE Putative uncharacterized protein 8 8 44.4 26.22 243 9.32E-
126 39529000 

B4FE90_MAIZE 40S ribosomal protein S8 8 8 47.1 25.056 221 4.08E-
152 98315000 

B4FUZ2_MAIZE Putative uncharacterized protein 8 6 20.1 49.02 472 1.51E-50 20478000 

B6TC12_MAIZE Putative uncharacterized protein 8 8 56.9 18.167 167 6.38E-82 22451000 

B6TLA2_MAIZE Putative uncharacterized protein 8 8 42.6 34.878 331 5.64E-
112 21876000 

B6TN41_MAIZE Putative uncharacterized protein 8 8 58.3 18.117 168 1.75E-64 19258000 

B6TRV3_MAIZE Putative uncharacterized protein 8 8 27.8 51.046 436 2.96E-64 11403000 

B4F9B5_MAIZE Cysteine proteinase 2 9 9 28.1 39.023 360 8.97E-46 81557000 

B4F9K2_MAIZE Putative uncharacterized protein 9 9 40.2 33.574 331 4.31E-
120 28532000 

B4FML8_MAIZE 40S ribosomal protein S13 9 2 50.3 17.143 151 1.12E-52 142230000 

B6TVJ7_MAIZE Putative uncharacterized protein 9 9 45.6 31.636 296 3.96E-63 9245500 

B4FY98_MAIZE Putative uncharacterized protein 9 9 29.4 40.273 360 4.59E-67 23390000 
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B4G087_MAIZE Putative uncharacterized protein 9 9 62.8 17.878 164 1.22E-47 22421000 

B4G1K3_MAIZE Putative uncharacterized protein 9 7 47.5 24.644 219 1.90E-73 14171000 

B6SK06_MAIZE Histone deacetylase HDT3 9 7 33 32.501 300 1.65E-57 14487000 

B6SUD1_MAIZE Alcohol dehydrogenase 2 9 4 31.9 41.066 379 1.02E-17 7886600 

B6T903_MAIZE Putative uncharacterized protein 9 6 52 22.429 204 9.27E-
234 52120000 

B6U0P4_MAIZE Putative uncharacterized protein 9 6 13.7 75.891 672 8.83E-25 5861000 

B4FAF8_MAIZE Putative uncharacterized protein 10 4 56.8 15.716 146 2.14E-
134 47759000 

B4FYD7_MAIZE Putative uncharacterized protein 10 10 28 47.346 450 1.53E-35 7816600 

B4G195_MAIZE Putative uncharacterized protein 10 10 36.7 49.307 461 9.50E-
114 27479000 

B6T8U7_MAIZE Putative uncharacterized protein 10 9 55.5 25.574 245 5.03E-98 31161000 

B6TF74_MAIZE Iron sulfur subunit of succinate dehydrogenase 10 3 32.3 31.114 282 1.06E-
108 6785000 

GSTF4_MAIZE Glutathione S-transferase 4 10 7 43.5 24.57 223 4.12E-97 281640000 

Q9ZQY2_MAIZE Pyruvate dehydrogenase E1 beta subunit isoform 2 10 3 34 40.027 374 4.72E-
178 22435000 

A3FMB9_MAIZE Proteasome subunit alpha type 11 1 50.6 27.228 249 2.36E-
155 107720000 
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B4FFF1_MAIZE Putative uncharacterized protein 11 6 65.6 23.119 209 2.32E-
142 30100000 

B4FGR6_MAIZE Putative uncharacterized protein 11 1 43.8 30.255 267 9.76E-54 43663000 

B4FPT7_MAIZE Putative uncharacterized protein 11 4 61.4 17.101 153 5.43E-39 581360000 

B4FS52_MAIZE Glutathione S-transferase GST 31 11 10 48.3 25.361 232 7.29E-68 35690000 

B4FSW5_MAIZE Putative uncharacterized protein 11 9 34.1 37 340 4.04E-76 23510000 

B4G1C9_MAIZE Putative uncharacterized protein 11 9 29.8 47.659 457 1.59E-
145 22480000 

B6SHZ1_MAIZE Putative uncharacterized protein 11 4 44.2 22.366 199 9.18E-
101 93566000 

Q9ZRH5_MAIZE Malic enzyme 11 6 23 73.141 662 3.16E-66 10572000 

B4F7U0_MAIZE Putative uncharacterized protein 12 1 56.1 27.487 246 5.66E-
191 13502000 

B4F820_MAIZE Putative uncharacterized protein 12 2 43.4 32.481 304 1.92E-
207 4701000 

B4G0S0_MAIZE UMP synthase 12 12 31.1 51.249 476 9.47E-
183 32469000 

B6SLS0_MAIZE Putative uncharacterized protein 12 12 26.2 55.793 504 2.15E-35 9338000 

B6SZS2_MAIZE Putative uncharacterized protein 12 5 43.5 22.547 193 5.20E-49 33597000 

B6T969_MAIZE Putative uncharacterized protein 12 1 65.5 25.88 235 1.10E-
290 8854900 
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B6TAJ3_MAIZE Putative uncharacterized protein 12 12 56.2 30.015 274 3.87E-
223 83538000 

ADHX_MAIZE Alcohol dehydrogenase class-3 13 12 41.2 40.772 381 7.94E-69 49806000 

B4FQA2_MAIZE Putative uncharacterized protein 13 13 42.9 40.696 380 1.91E-
148 99076000 

B4FYU6_MAIZE 1-Cys peroxiredoxin PER1 13 13 75.1 24.971 229 8.17E-
117 127940000 

B6T5Z1_MAIZE L-lactate dehydrogenase 13 13 40.4 38.882 364 4.23E-
152 155450000 

P93852_MAIZE Endosperm C-24 sterol methyltransferase 13 13 38.4 38.779 344 6.30E-60 23845000 

B4FHN3_MAIZE Putative uncharacterized protein 14 9 45.4 37.043 339 1.71E-92 30331000 

B4FZ84_MAIZE Putative uncharacterized protein 14 3 48.2 33.028 307 6.46E-
207 10571000 

B6T2R0_MAIZE Putative uncharacterized protein 14 7 64.4 26.7 250 3.19E-
132 39532000 

B6TPH0_MAIZE Glyoxalase I 14 13 49.8 35.162 315 8.82E-
158 208380000 

A1XCH8_MAIZE Lipoxygenase 15 10 22 98.346 871 5.42E-
183 9100000 

B4FID1_MAIZE Putative uncharacterized protein 15 3 63.4 16.458 142 3.18E-69 97777000 

B4F9G6_MAIZE Putative uncharacterized protein 16 1 57.1 24.242 219 1.67E-83 1441100 

B4FS49_MAIZE Putative uncharacterized protein 16 16 34.4 58.998 535 7.40E-42 72510000 
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B6TDF8_MAIZE Putative uncharacterized protein 16 6 52.8 43.453 411 5.10E-
264 65650000 

B4FAV3_MAIZE Putative uncharacterized protein 17 1 59.6 29.681 260 1.36E-
231 4975500 

B4FQ98_MAIZE Putative uncharacterized protein 17 17 42.7 55.267 504 2.23E-
155 75010000 

B4FR61_MAIZE Glutamine synthetase root isozyme 1 17 2 57.1 39.224 357 3.71E-
160 327420000 

B4FTW5_MAIZE Putative uncharacterized protein 17 3 60.4 28.334 245 1.09E-
104 29229000 

B4FP94_MAIZE Putative uncharacterized protein 18 9 52.9 47.446 431 1.53E-
161 194560000 

B4FQZ2_MAIZE Putative uncharacterized protein 18 5 39.8 55.764 492 3.47E-
105 51350000 

MDHC_MAIZE Malate dehydrogenase, cytoplasmic 20 20 72.6 35.59 332 0.00E+00 917940000 

B6SRI4_MAIZE Putative uncharacterized protein 21 3 68.8 28.947 256 0.00E+00 10320000 

B6T7L9_MAIZE Putative uncharacterized protein 21 5 76.9 29.386 268 2.36E-
286 134020000 

B4F9K0_MAIZE Putative uncharacterized protein 22 21 70.8 35.274 319 5.24E-
137 286290000 

B4F946_MAIZE Tubulin beta-4 chain 23 6 66.9 50.116 447 0.00E+00 86837000 

Q9ZQY0_MAIZE Pyruvate dehydrogenase E1 alpha subunit 23 4 59.4 42.915 392 2.86E-
128 134390000 
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B6U284_MAIZE Putative uncharacterized protein 23 1 69.5 28.864 256 0.00E+00 477370000 

G3PE_MAIZE Glyceraldehyde-3-phosphate dehydrogenase, cytosolic 3 23 11 74.5 36.448 337 0.00E+00 940380000 

B4FAL8_MAIZE Putative uncharacterized protein 24 24 70.4 54.179 493 1.89E-
294 195080000 

B4FAD1_MAIZE Putative uncharacterized protein 25 12 78.8 43.017 396 0.00E+00 301730000 

B4FAJ4_MAIZE Putative uncharacterized protein 25 25 48.5 60.256 575 2.59E-
118 51609000 

B6TQ08_MAIZE Putative uncharacterized protein 27 3 76.7 41.796 377 0.00E+00 3.388E+09 

B4FF57_MAIZE Putative uncharacterized protein 28 28 59.8 59.114 535 5.09E-
127 99878000 

BGLC_MAIZE Beta-glucosidase, chloroplastic 29 17 60.1 64.237 566 0.00E+00 2.252E+09 

ATPBM_MAIZE ATP synthase subunit beta, mitochondrial 30 3 72.7 59.103 553 0.00E+00 1.854E+09 

B6SZ69_MAIZE Putative uncharacterized protein 30 13 54.1 71.138 649 0.00E+00 859270000 

Q9LKL4_MAIZE Lipoxygenase 32 26 43.4 98.163 873 2.14E-
254 86411000 

B4FAL9_MAIZE Fructose-bisphosphate aldolase, cytoplasmic isozyme 35 7 80.6 38.59 355 0.00E+00 2.138E+09 

Q5EUE1_MAIZE Protein disulfide isomerase 36 24 70 56.873 514 0.00E+00 483820000 

B6U4D6_MAIZE Phenylalanine ammonia-lyase 47 39 78.1 75.509 703 0.00E+00 2.905E+09 

B4F8L0_MAIZE Putative uncharacterized protein 2 2 8.2 35.067 316 5.06E-25 659670 
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B4FB85_MAIZE Putative uncharacterized protein 2 2 6.4 54.374 503 5.73E-30 1051200 

B4FCB4_MAIZE Putative uncharacterized protein 2 2 5.4 51.87 463 1.47E-03 273180 

B4FEB2_MAIZE Putative ubiquitin-activating enzyme 2 2 4.2 64.201 575 2.00E-06 814090 

B6T3E6_MAIZE Putative uncharacterized protein 2 2 9.2 28.386 271 2.49E-08 679720 

B6SMT2_MAIZE Zeon1 gag protein 2 2 13.9 12.542 115 7.42E-04 946430 

B6SNE0_MAIZE Putative uncharacterized protein 2 1 10.8 22.058 195 7.09E-10 4194500 

B6T292_MAIZE Putative uncharacterized protein 2 2 14.8 21.157 210 6.96E-04 180470 

B6UBN3_MAIZE Transcription factor subunit NF-YB2 2 2 15.9 17.81 164 2.77E-03 1619000 

Q64HB8_MAIZE ASF/SF2-like pre-mRNA splicing factor SRP31'' 2 1 9.5 32.182 284 6.19E-21 1840600 

A1JUJ0_MAIZE Putative inositol-3-phosphate synthase 3 3 6.7 56.028 510 4.31E-03 756520 

B4F8H9_MAIZE Putative uncharacterized protein 3 3 7.3 42.469 395 9.80E-07 4857300 

B4F9L9_MAIZE Putative uncharacterized protein 3 3 12.3 31.608 285 3.30E-20 1153700 

B4FDX9_MAIZE Putative uncharacterized protein 3 1 24.2 18.338 161 1.34E-72 68122 

B4FIP2_MAIZE Putative uncharacterized protein 3 3 12.6 36.394 333 7.90E-03 1487000 

B4FMM6_MAIZE Putative uncharacterized protein 3 1 38.8 8.9223 80 8.14E-12 289490 

B4FMP2_MAIZE Putative uncharacterized protein 3 3 13.1 34.083 305 2.11E-12 2065000 
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B4FMX0_MAIZE Putative uncharacterized protein 3 3 18 18.235 161 1.29E-22 2762700 

B4FP46_MAIZE Putative uncharacterized protein 3 3 17 25.981 229 7.70E-24 1705400 

B6SWB3_MAIZE Putative uncharacterized protein 3 3 8.7 58.947 517 2.67E-11 1490700 

B4FRH7_MAIZE Putative uncharacterized protein 3 3 7.1 54.483 493 8.85E-19 3224700 

B4FTP9_MAIZE Putative uncharacterized protein 3 2 9.7 34.602 308 6.64E-17 1677200 

B6TH74_MAIZE Putative uncharacterized protein 3 2 25.7 15.909 152 1.55E-45 4175800 

B4G1B3_MAIZE 60S acidic ribosomal protein P3   P1/P2-like   P3A 3 3 29.2 12.134 120 3.49E-06 37017000 

B4G210_MAIZE Putative uncharacterized protein 3 3 6.8 54.832 513 4.08E-05 1585800 

B6SJF5_MAIZE Acyl carrier protein 3 2 20.6 13.945 131 3.26E-03 749940 

B6T8Y0_MAIZE Putative uncharacterized protein 3 1 20.4 17.285 162 5.29E-04 704670 

B6U2N8_MAIZE Putative uncharacterized protein 3 3 8.5 14.796 142 4.91E-08 11291000 

B6U1Q4_MAIZE Putative uncharacterized protein 3 3 23.6 13.739 123 5.54E-05 2357700 

B6TDD0_MAIZE Putative uncharacterized protein 3 3 14.8 35.39 331 1.13E-10 1653300 

B6T3X8_MAIZE Putative uncharacterized protein 3 1 8.2 44.086 391 1.27E-05 856640 

B6TWF2_MAIZE Putative uncharacterized protein 3 3 13.4 25.029 224 2.25E-14 4646800 

P93630_MAIZE HMGc1 protein 3 3 25.2 15.315 139 4.82E-04 2395100 
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Q84L97_MAIZE Proton-exporting ATPase 3 1 8.7 35.874 312 8.11E-03 48686 

Q9ZQX9_MAIZE Ribosomal protein S27 3 3 44.2 9.5421 86 8.97E-64 60960000 

B4F891_MAIZE Putative uncharacterized protein 4 4 11.6 47.869 440 3.68E-29 9079300 

B4FA94_MAIZE Putative uncharacterized protein 4 4 37 13.76 119 6.77E-22 1165700 

B4FAS3_MAIZE Putative uncharacterized protein 4 4 8.8 70.349 637 6.13E-68 2934600 

B6TGE5_MAIZE Putative uncharacterized protein 4 2 20.6 21.793 194 2.55E-32 647360 

B6T1G0_MAIZE Putative uncharacterized protein 4 1 30.3 19.677 178 1.75E-06 1602900 

B4FFH9_MAIZE Putative uncharacterized protein 4 4 35.2 12.048 105 5.47E-09 2085900 

B4FM31_MAIZE Putative uncharacterized protein 4 2 17.6 24.001 216 1.52E-12 3934500 

B4FY73_MAIZE Putative uncharacterized protein 4 2 19.7 22.821 218 3.03E-08 5838400 

B4G0R0_MAIZE Putative uncharacterized protein 4 1 39.3 12.797 112 3.69E-37 1908400 

B6SNY0_MAIZE Putative cystatin 4 4 30.8 13.969 130 1.18E-16 754000 

B6T401_MAIZE Putative uncharacterized protein 4 4 36.4 15.766 151 9.81E-45 1578700 

B6TKU6_MAIZE Putative uncharacterized protein 4 4 21.8 18.307 170 2.73E-06 1842000 

B6TBM0_MAIZE Putative uncharacterized protein 5 4 10.8 42.978 390 7.92E-11 2972500 

B4FCQ4_MAIZE Putative uncharacterized protein 5 1 30.2 19.017 172 6.83E-39 18579000 
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B4FEE7_MAIZE Putative uncharacterized protein 5 1 50 14.791 132 4.24E-34 272240 

B4FFB0_MAIZE Putative uncharacterized protein 5 5 30.3 20.687 185 2.50E-44 3618600 

B4FHT6_MAIZE Putative zinc finger protein ZF2 5 2 33.1 17.804 166 2.61E-23 671440 

B4FSH6_MAIZE Putative uncharacterized protein 5 5 30.8 22.793 214 1.27E-24 4087100 

B4FV48_MAIZE Putative cystatin 5 5 25.7 26.696 245 1.94E-41 2058800 

B6SJ19_MAIZE 60S ribosomal protein L30 5 2 41.1 12.49 112 7.18E-58 17626000 

B6T0Z6_MAIZE 60S acidic ribosomal protein P1 5 2 74.3 10.983 109 1.23E-29 3026400 

B6TB21_MAIZE Putative uncharacterized protein 5 5 28.1 27.487 263 3.31E-77 10381000 

MCM31_MAIZE DNA replication licensing factor MCM3 homolog 1   
Replication origin activator 1 5 5 8.5 85.181 768 4.31E-35 1316800 

ATP5E_MAIZE ATP synthase subunit epsilon, mitochondrial 6 6 82.9 7.7857 70 1.08E-30 13403000 

B4FFL4_MAIZE Putative uncharacterized protein 6 2 30.6 21.126 186 3.47E-83 27301000 

B4FW07_MAIZE Putative uncharacterized protein 6 1 32.4 12.546 111 5.93E-10 42491000 

B4G0T4_MAIZE Eukaryotic translation initiation factor 4E-1 6 6 36.2 24.455 218 1.18E-26 8491200 

B6SIU1_MAIZE Putative uncharacterized protein 6 1 38.1 16.589 147 8.99E-58 25389000 

B6T872_MAIZE Putative uncharacterized protein 6 2 51.9 15.757 133 6.26E-61 21880000 

B6TMW7_MAIZE Putative uncharacterized protein 6 6 21.8 43.531 394 2.20E-64 9803700 
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B6U0X3_MAIZE Putative uncharacterized protein 6 6 15.2 51.21 480 3.67E-14 7174000 

B4F925_MAIZE Superoxide dismutase [Mn] 3.2, mitochondrial 7 1 34 25.587 235 1.07E-32 16673000 

B4FBW1_MAIZE Putative uncharacterized protein 7 7 29.2 22.134 202 1.38E-16 10888000 

B4FU56_MAIZE Putative uncharacterized protein 7 1 29 28.385 262 2.92E-65 1212800 

B6SKY1_MAIZE Putative uncharacterized protein 7 7 32.7 24.25 223 2.82E-63 16880000 

B6TJE9_MAIZE MAP kinase 5 7 6 24.1 44.981 398 3.23E-74 11689000 

B4FH88_MAIZE Putative uncharacterized protein 8 8 39.4 30.58 292 5.48E-52 12306000 

B4FNZ5_MAIZE Putative uncharacterized protein 8 8 36.7 26.578 251 1.57E-47 15055000 

B4FQR3_MAIZE Putative uncharacterized protein 8 8 31.9 36.106 329 4.98E-27 18577000 

B6STP1_MAIZE Putative uncharacterized protein 8 5 47.8 22.943 205 2.26E-20 7085000 

Q41824_MAIZE Dehydrin 8 8 26.3 31.44 289 5.22E-48 23133000 

Q8S531_MAIZE Cytosolic aldehyde dehydrogenase RF2C 8 8 15.3 54.136 503 7.81E-18 9814400 

B4FM69_MAIZE Putative uncharacterized protein 9 2 57.5 17.35 153 3.41E-64 92748000 

B4FUF3_MAIZE Putative uncharacterized protein 10 10 28.5 43.965 396 1.03E-80 11478000 

B4FDT0_MAIZE Putative uncharacterized protein 10 5 58.6 14.002 128 6.54E-50 83691000 

B4FL79_MAIZE Putative uncharacterized protein 10 7 67.3 22.83 208 5.99E-
241 109940000 
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B4FS63_MAIZE Putative uncharacterized protein 10 10 48.4 34.917 310 7.37E-91 44696000 

B6TAK0_MAIZE Putative uncharacterized protein 10 4 35.8 34.862 310 1.81E-42 18680000 

B6TH57_MAIZE Putative uncharacterized protein 10 10 39 34.208 331 1.14E-37 98439000 

A1XCI6_MAIZE Lipoxygenase 11 11 16.9 102.93 911 1.21E-50 9740000 

B4FH44_MAIZE Putative uncharacterized protein 11 11 79.5 13.082 122 1.17E-71 125910000 

B6T2A5_MAIZE 40S ribosomal protein S11 11 11 54.7 17.69 159 3.34E-21 76514000 

B6TLM5_MAIZE Glutathione S-transferase GST 20 11 9 44.4 25.652 232 1.25E-60 27160000 

B4FRC3_MAIZE Putative uncharacterized protein 12 12 29.1 55.502 501 6.25E-
137 21349000 

B6T5F2_MAIZE Putative uncharacterized protein 12 12 55.8 23.894 208 4.60E-30 128330000 

B6SIQ7_MAIZE Putative uncharacterized protein 13 8 61.1 13.672 126 2.02E-58 141160000 

B4FMF7_MAIZE Putative uncharacterized protein 14 14 56.5 38.514 363 6.49E-
219 56621000 

B4FSF1_MAIZE Putative uncharacterized protein 14 13 42.2 47.2 422 2.96E-
168 45882000 

A2T1W7_MAIZE Aldose reductase 15 14 52.6 34.561 310 3.05E-80 77283000 

B4FNW1_MAIZE Triosephosphate isomerase, cytosolic 16 9 76.3 27.025 253 1.45E-
209 646720000 

B4FXF9_MAIZE Soluble inorganic pyrophosphatase 16 4 75.7 24.37 214 9.07E-
131 33290000 
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Q546I4_MAIZE Alpha tubulin 17 3 45.8 49.624 450 7.42E-
288 13128000 

TBB5_MAIZE Tubulin beta-5 chain 25 2 73.3 50.043 445 0.00E+00 43358000 

B6SV64_MAIZE Putative uncharacterized protein 29 12 35.4 92.333 833 1.45E-
219 119490000 

B4FA63_MAIZE Putative uncharacterized protein 33 1 59.5 65.423 580 1.61E-
216 134300000 

B4FSL4_MAIZE Putative uncharacterized protein 2 2 6.2 34.52 322 2.34E-02 409780 

B6SJR1_MAIZE Putative uncharacterized protein 2 1 13.6 22.781 213 1.02E-26 43645 

B4FLI5_MAIZE Putative uncharacterized protein 2 2 6.9 28.708 247 3.54E-03 1037400 

B4FPL1_MAIZE Putative uncharacterized protein 2 2 21.3 9.5102 89 1.49E-02 2067200 

B6TIM1_MAIZE Putative uncharacterized protein 2 2 18.2 11.033 99 2.87E-05 750810 

Q9FQY2_MAIZE Protein phosphatase type-2C 3 3 9 40.171 366 1.21E-05 2748000 

B6TB83_MAIZE Putative uncharacterized protein 3 3 11.5 33.928 304 6.19E-11 1075900 

B6TM12_MAIZE Putative uncharacterized protein 3 3 16 22.766 212 7.00E-12 5452500 

B6SK95_MAIZE Putative uncharacterized protein 3 3 36.4 10.313 88 1.24E-10 5016200 

B6T365_MAIZE Putative uncharacterized protein 3 2 26.4 19.9 182 2.71E-28 5909800 

A1YLY4_MAIZE Putative cytidine deaminase 4 3 31.7 20.178 186 2.16E-29 6120900 
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B4FF47_MAIZE Putative uncharacterized protein 4 4 11.9 48.528 446 2.38E-19 5601700 

B4FXB2_MAIZE Putative uncharacterized protein 4 3 29 14.598 138 1.63E-10 13569000 

B6T2D8_MAIZE Putative uncharacterized protein 4 4 22.4 17.765 156 3.84E-11 2409200 

B6TVJ4_MAIZE Putative uncharacterized protein 4 3 27 15.469 141 4.66E-09 2064700 

B6SKR4_MAIZE Cytochrome c 4 3 41.1 12.152 112 3.07E-08 8718300 

B6U6D8_MAIZE Putative uncharacterized protein 4 1 24.8 16.279 141 6.34E-14 1242800 

B6T0Q2_MAIZE Putative uncharacterized protein 4 1 28 16.995 164 3.76E-17 6712500 

B4FB47_MAIZE Putative uncharacterized protein 5 5 15.4 41.281 371 4.94E-16 4357500 

B6TI93_MAIZE Putative uncharacterized protein 5 5 36.7 17.223 158 2.80E-17 30668000 

B4FG22_MAIZE Putative uncharacterized protein 5 1 42.6 12.022 108 9.15E-61 3579200 

B4FJ27_MAIZE 40S ribosomal protein S24 5 1 32.1 15.733 137 5.48E-38 26219000 

B4FUB4_MAIZE Putative uncharacterized protein 5 2 74.3 11.028 109 7.81E-26 21467000 

B6TXV6_MAIZE Putative uncharacterized protein 5 1 38.9 20.144 190 3.52E-57 13257000 

B6TGT0_MAIZE Putative uncharacterized protein 6 6 25.7 28.219 261 1.69E-26 94866000 

B4FRS1_MAIZE Putative uncharacterized protein 6 6 32.2 22.943 208 5.46E-24 6506400 

B4FCG9_MAIZE Putative uncharacterized protein 7 1 43.4 20.824 182 1.83E-84 103460000 
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B4FNE9_MAIZE Putative uncharacterized protein 7 7 34.2 36.594 333 7.10E-77 18091000 

CALM_MAIZE Calmodulin 7 1 59.7 16.812 149 5.19E-
119 2141200 

B4FTC8_MAIZE Putative uncharacterized protein 9 9 34.6 32.691 318 3.25E-80 24983000 

Q5XLD9_MAIZE Putative 60S ribosomal protein L31 9 3 51.6 14.152 124 1.83E-11 75417000 

B6SU81_MAIZE Putative uncharacterized protein 9 9 45.4 29.705 273 1.89E-25 10015000 

B6SVM3_MAIZE M3  Putative uncharacterized protein 9 6 17 61.94 564 1.79E-43 7216000 

Q53CF4_MAIZE Betaine aldehyde dehydrogenase 9 9 29.9 54.976 505 2.85E-99 28145000 

B4FB66_MAIZE Putative uncharacterized protein 10 3 43.7 22.196 199 7.03E-97 8871900 

B4FNT0_MAIZE 60S ribosomal protein L17 10 4 51.5 19.496 171 1.50E-42 147230000 

B6SHX4_MAIZE Putative uncharacterized protein 10 10 79.8 13.354 114 1.72E-48 14090000 

B6SI39_MAIZE Putative uncharacterized protein 10 5 46.8 21.461 190 3.06E-86 47287000 

B6T3T7_MAIZE Putative uncharacterized protein 11 10 39.1 33.447 312 3.26E-33 44440000 

O65160_MAIZE DnaJ-related protein ZMDJ1 11 9 32.2 46.724 419 7.17E-55 44087000 

B6UHJ9_MAIZE Putative uncharacterized protein 12 1 51 17.239 155 3.11E-46 20192000 

B4FPT8_MAIZE Putative uncharacterized protein 12 11 47.7 24.895 220 5.09E-56 132840000 

B6SKA0_MAIZE Glutathione S-transferase 1 12 10 52.3 23.807 214 1.83E-
176 496970000 
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ADT1_MAIZE ,ATP carrier protein 1, mitochondrial 13 7 35.4 42.391 387 7.19E-90 101770000 

B4F9R6_MAIZE Putative uncharacterized protein 13 2 62.9 21.365 178 1.07E-46 112040000 

B6SXY1_MAIZE Putative uncharacterized protein 13 13 40.5 48.708 447 9.52E-
208 112690000 

B4FLA2_MAIZE Putative uncharacterized protein 13 13 32.3 47.069 440 5.91E-64 49507000 

B4G031_MAIZE Cytosolic ascorbate peroxidase 13 11 67.6 27.227 250 3.75E-
111 61371000 

B6TL20_MAIZE Glutathione S-transferase GST 22 13 11 51.3 25.389 232 3.50E-93 150550000 

B6SLK4_MAIZE Putative uncharacterized protein 14 13 68.9 23.407 219 2.68E-
164 372810000 

B4FZW5_MAIZE Putative uncharacterized protein 16 15 70.6 37.809 360 5.68E-
211 67444000 

B4FSV6_MAIZE 6-phosphogluconate dehydrogenase, decarboxylating 26 8 64.5 52.851 482 0.00E+00 87129000 

B4F989_MAIZE Putative uncharacterized protein 27 3 76.7 41.725 377 0.00E+00 284990000 

SUS2_MAIZE Sucrose-UDP glucosyltransferase 2 35 25 47.8 92.938 816 3.18E-
161 133200000 

B4FT08_MAIZE Putative uncharacterized protein 2 2 5.5 39.572 366 1.48E-03 1121600 

B4FTU3_MAIZE Phosphate/phosphoenolpyruvate translocator 2 2 9.8 42.6 397 2.41E-21 2011600 

B4FAJ3_MAIZE Legumain-like protease 3 3 8.8 52.906 480 5.69E-12 8807700 

B4FKA5_MAIZE Putative uncharacterized protein 3 3 25.8 14.341 132 7.22E-09 3073600 
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B6SUL0_MAIZE Putative uncharacterized protein 3 1 27.5 13.832 120 9.06E-33 409970 

B6SYU0_MAIZE Putative uncharacterized protein 3 1 24.5 16.428 159 4.68E-16 5367200 

Q03462_MAIZE Opaque2 heterodimerizing protein 1 3 3 7.4 42.32 405 2.48E-09 1576900 

B4FFR7_MAIZE Putative uncharacterized protein 4 4 24.8 18.336 161 2.95E-23 17068000 

Q94IJ4_MAIZE Somatic embryogenesis receptor-like kinase 2 4 4 8.3 68.23 626 5.74E-21 983090 

B6SNL8_MAIZE Putative uncharacterized protein 4 3 53.6 8.0625 69 6.04E-21 19656000 

B6TRZ5_MAIZE Putative uncharacterized protein 4 4 21.9 32.358 302 3.48E-25 9645200 

Q4W437_MAIZE Vacuolar H+-translocating inorganic pyrophosphatase 4 4 6.3 80.165 766 6.43E-52 12724000 

B6UCD5_MAIZE Putative uncharacterized protein 4 4 15.7 27.621 248 3.55E-07 4750600 

B4FAY8_MAIZE Putative uncharacterized protein 5 5 30.8 15.913 146 7.28E-18 4597000 

B4FPU2_MAIZE Putative uncharacterized protein 5 1 53.2 14.408 139 8.07E-55 269450 

B6SP06_MAIZE Putative uncharacterized protein 5 5 44.7 20.189 208 1.62E-90 34217000 

B4FL64_MAIZE Putative uncharacterized protein 6 6 31.9 24.114 207 2.97E-73 20292000 

B4FW18_MAIZE 40S ribosomal protein S28 6 2 58.5 7.4637 65 3.09E-21 56961000 

B6SLI2_MAIZE Putative uncharacterized protein 6 6 30.3 21.983 198 3.23E-45 13508000 

Q5EUC9_MAIZE Adenosine 5'-phosphosulfate reductase 1 6 6 16.3 50.108 461 5.02E-28 6336100 
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B4FAF4_MAIZE Putative uncharacterized protein 7 7 25.4 35.568 307 3.94E-61 13288000 

B6T8R3_MAIZE Putative uncharacterized protein 7 6 35.7 20.304 182 1.01E-45 58287000 

B4FNZ1_MAIZE Putative uncharacterized protein 9 9 22.5 47.184 423 4.85E-53 10967000 

B6SJC8_MAIZE Putative uncharacterized protein 9 5 52.4 21.143 187 2.52E-82 65832000 

Q94F77_MAIZE Nucleosome/chromatin assembly factor C 9 9 32.9 49.933 453 2.77E-50 16166000 

B6ETR5_MAIZE Asparagine synthetase 10 10 24 66.179 588 2.75E-81 8407200 

Q9M584_MAIZE Hypersensitive-induced response protein 10 10 36.3 31.366 284 1.25E-29 17888000 

B4FK84_MAIZE Glutathione transferase III(A) 11 11 61.1 23.894 221 4.04E-59 57242000 

B4FZZ2_MAIZE Peptidyl-prolyl cis-trans isomerase 11 10 76.7 18.362 172 4.33E-
195 475790000 

B6SIS5_MAIZE Putative uncharacterized protein 11 8 50.9 24.55 216 7.81E-93 67973000 

Q8W0V2_MAIZE Lipoxygenase 17 15 28 96.489 864 1.06E-
162 14221000 

B6SPX4_MAIZE Tubulin alpha-1 chain 20 1 53 49.716 451 0.00E+00 697680000 

B6SJZ8_MAIZE Glyceraldehyde-3-phosphate dehydrogenase, cytosolic 1 27 5 81 36.522 337 8.00E-
243 1.511E+09 

B6SHR1_MAIZE Putative uncharacterized protein 2 2 19.9 15.477 136 7.77E-15 1573000 

B6SX26_MAIZE Putative uncharacterized protein 2 2 30.4 10.358 92 3.66E-03 414270 
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B6SVH7_MAIZE Putative uncharacterized protein 3 3 13.6 30.961 273 7.05E-19 1824700 

B6TAN3_MAIZE Putative uncharacterized protein 3 2 23.8 14.211 130 1.87E-06 37514000 

B4FI88_MAIZE Putative uncharacterized protein 5 2 62.5 11.329 112 3.93E-45 37793000 

B6TAE3_MAIZE Putative uncharacterized protein 5 5 14.3 49.086 460 1.08E-55 2156600 

B4F9Q1_MAIZE Putative uncharacterized protein 6 5 18.7 45.148 396 2.22E-33 3712700 

B6STA5_MAIZE Glycine-rich protein 6 4 48.4 15.427 155 3.55E-
113 37930000 

B4FMB1_MAIZE Putative uncharacterized protein 7 7 58.4 17.453 161 1.65E-19 24343000 

B6SZK9_MAIZE Epsilon-COP 7 7 30.3 31.423 287 6.07E-49 6947400 

B4FN19_MAIZE Putative uncharacterized protein 8 1 58.4 17.764 166 1.81E-
122 13554000 

B4FQY4_MAIZE GTP-binding protein YPTM2 9 4 52.2 22.488 203 9.32E-90 38897000 

B6SYW9_MAIZE Putative uncharacterized protein 9 5 52.4 18.58 164 6.43E-12 58852000 

B4FI29_MAIZE Putative uncharacterized protein 10 10 52.8 24.32 214 2.56E-
101 27433000 

B6SII4_MAIZE Putative uncharacterized protein 10 2 74.5 17.156 153 1.44E-
137 66969000 

Q9SPD7_MAIZE Voltage-dependent anion channel protein 2 10 10 42 29.177 276 2.30E-38 14832000 

B4FIX8_MAIZE Putative uncharacterized protein 12 11 67.8 20.624 180 5.18E-
163 187930000 
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B6T4E7_MAIZE Putative uncharacterized protein 12 12 40.2 28.386 251 1.91E-
142 87051000 

Q6RFK3_MAIZE Peroxidase 12 11 41.2 38.338 357 6.15E-
223 199210000 

B4FAM6_MAIZE Putative uncharacterized protein 13 4 45.6 23.6 206 4.69E-52 122100000 

B4FL17_MAIZE Translationally-controlled tumor protein homo 15 1 88 18.728 167 1.30E-
126 108870000 

B6SIL7_MAIZE Eukaryotic translation initiation factor 5A 15 14 86.9 17.496 160 1.68E-
145 246550000 

B4FMI5_MAIZE 40S ribosomal protein S4 19 3 65.3 30.017 265 2.95E-
127 13564000 

14331_MAIZE 4-3-3-like protein GF14-6 25 4 75.1 29.662 261 1.98E-
294 1.226E+09 

B4F7S3_MAIZE Aquaporin PIP1-5 2 1 7.6 30.724 288 1.11E-04 2176200 

B4FMH2_MAIZE Ocs-element binding factor 3.2 2 2 7.2 34.255 305 4.67E-04 732410 

B6SZ05_MAIZE Putative uncharacterized protein 3 1 20.4 20.223 191 3.64E-23 14121000 

B4FQA9_MAIZE Putative uncharacterized protein 3 3 9.9 35.759 335 3.70E-07 8461500 

A3R4A6_MAIZE Protein kinase CK2 catalytic subunit CK2 alpha-3 5 3 19.6 39.31 332 2.53E-19 5844100 

B4FFG3_MAIZE Protein translation factor SUI1 homolog   Protein GOS2 5 2 72.2 12.704 115 7.49E-51 6837500 

B6SIX0_MAIZE Putative uncharacterized protein 5 3 39 17.058 154 2.11E-61 4760100 
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lengthg PEPh Intensityi 

B4FKL1_MAIZE Putative salt-inducible protein kinase 6 1 20.9 41.768 364 8.00E-41 17697000 

B6SUH6_MAIZE Putative uncharacterized protein 6 1 12.1 56.716 497 8.39E-81 97543000 

Q8S4W9_MAIZE Pyruvate decarboxylase 7 7 15.2 65.061 606 1.39E-21 7498200 

B4FB55_MAIZE Putative uncharacterized protein 8 6 39.5 23.882 215 1.61E-44 10495000 

B6T147_MAIZE Putative uncharacterized protein 8 6 48.5 11.284 99 1.29E-14 53590000 

B4FGL4_MAIZE Putative uncharacterized protein 9 9 63.6 15.031 140 4.98E-
147 145340000 

B4FIB2_MAIZE Putative uncharacterized protein 9 3 42.4 23.965 217 3.01E-41 41116000 

Q9SAZ6_MAIZE Phosphoenolpyruvate carboxylase 50 42 58.4 109.43 960 0.00E+00 251070000 

B4FIC7_MAIZE Putative uncharacterized protein 3 3 40.1 15.17 152 6.12E-31 19664000 

B6SJE9_MAIZE 17.0 kDa class II heat shock protein 3 3 18.8 17.047 154 2.55E-03 1240200 

B4FGQ6_MAIZE Putative uncharacterized protein 4 4 36.7 13.837 120 2.11E-15 41275000 

B6UDA6_MAIZE Carbonic anhydrase 5 2 28.2 21.967 202 9.38E-43 2410600 

O24566_MAIZE 3-phosphoshikimate 1-carboxyvinyltransferase 9 9 30.9 47.282 444 6.74E-74 18719000 

B4F872_MAIZE 12-oxo-phytodienoic acid reductase 10 9 33.8 41.901 376 3.72E-49 16426000 

B4FBY6_MAIZE Putative uncharacterized protein 10 1 35.3 45 402 7.63E-
190 31954000 

B6TIP7_MAIZE Putative uncharacterized protein 12 8 60.9 23.078 215 1.25E- 94568000 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

145 

B4FP22_MAIZE Putative uncharacterized protein 2 1 3.3 50.651 479 4.51E-04 482910 

B4FMW5_MAIZE Putative uncharacterized protein 4 4 34.7 10.599 95 4.32E-30 22963000 

B4FMB3_MAIZE Putative uncharacterized protein 5 4 23.5 24.364 204 2.85E-36 20221000 

B4F7Y0_MAIZE Putative uncharacterized protein 6 2 24.6 35.624 313 1.34E-17 1005500 

Q5GA23_MAIZE Alcohol dehydrogenase 1 14 8 42.3 41.975 388 1.12E-
106 70435000 

B6T484_MAIZE Salt-induced MAP kinase 1 14 14 48.1 42.333 372 2.13E-97 51440000 

SCRK2_MAIZE Fructokinase-2 18 18 64.2 35.481 335 0.00E+00 561990000 

B4FBK8_MAIZE Putative uncharacterized protein 22 22 62.3 47.958 461 0.00E+00 406110000 

B4FIA6_MAIZE Putative uncharacterized protein 3 1 28.9 13.903 135 2.25E-15 818720 

B6TD30_MAIZE Putative uncharacterized protein 2 2 4.3 46.858 420 7.27E-03 1927100 

B4FBS3_MAIZE Putative uncharacterized protein 8 3 46.7 16.389 150 1.82E-73 108430000 

B4FB72_MAIZE rRNA N-glycosidase 11 11 53.2 31.149 278 1.98E-39 3918900 

Q41743_MAIZE Acetyl-coenzyme A carboxylase 37 37 19.7 257.15 2325 9.03E-
275 37631000 

B6TEN9_MAIZE Profilin 2 2 24.2 14.322 132 1.93E-27 654130 

B6TCJ3_MAIZE Putative uncharacterized protein 2 1 5.5 40.335 364 6.49E-08 130920 



Protein IDa Protein descriptionb Peptides 
(seq)c 

Unique 
peptides 

(seq)d 

Sequence 
coverage 

[%]e 

Mol. 
weight 
[kDa]f 

Sequence 
lengthg PEPh Intensityi 

Q43274_MAIZE T cytoplasm male sterility restorer factor 2 32 32 63.2 59.445 549 1.45E-
303 523360000 

CAMT1_MAIZE Caffeoyl-CoA O-methyltransferase 1 8 5 46.1 28.863 258 1.24E-
124 18872000 

B6TKG5_MAIZE Flavonoid O-methyltransferase 19 19 67.9 39.493 364 1.90E-
157 157070000 

B4FG60_MAIZE MAP kinase 4 6 5 20.6 43.293 374 1.23E-23 6551800 

B6SIL9_MAIZE Putative uncharacterized protein 10 1 53.5 17.697 155 2.05E-71 5474500 

Q8S2Y8_MAIZE Glycine-rich RNA binding protein 7 1 48.4 16.064 155 1.69E-50 77145000 

  
a Protein ID: The most likely protein accession for a group of peptides. Several groups are represented by more than one protein ID (see 

table S3). These are typically closely related proteins that share the same subset of identified peptides. 
b Protein description: Annotation of protein function via maizegdb.org. 
c Peptides (seq): Number of distinct peptides assigned to a protein ID. 
d Unique peptides (seq): Peptides that are unique to a protein ID. 
e Sequence coverage [%]: Percent coverage of the predicted protein by identified peptides. 
f Mol. Weight [kDA]: Molecular weight of the predicted protein. 
g Sequence length: Number of amino acids of the predicted protein. 
h PEP: Posterior error probability (PEP) rate of all identified proteins calculated according to 50. 



Table S3: Multiple protein IDs identified by peptides. 

ID best hit # of 
Proteins Protein IDs 

A4ULE0_MAIZE 2 A4ULE0_MAIZE; Q6YDN0_MAIZE 

A6XER2_MAIZE 2 A6XER2_MAIZE; THZ2_MAIZE 

A6YSM2_MAIZE 2 A6YSM2_MAIZE; B6ST09_MAIZE 

B6T259_MAIZE 2 B6T259_MAIZE; AP2S1_MAIZE 

B4F7X6_MAIZE 2 B4F7X6_MAIZE; B6UB37_MAIZE 

B4G270_MAIZE 2 B4G270_MAIZE; B4F8B1_MAIZE 

B4F9A4_MAIZE 2 B4F9A4_MAIZE; Q0PCF2_MAIZE 

B4F9H7_MAIZE 2 B4F9H7_MAIZE; B6TM01_MAIZE 

B4F9I2_MAIZE 2 B4F9I2_MAIZE; B4FRM0_MAIZE 

B4FQ91_MAIZE 2 B4FQ91_MAIZE; B4FA16_MAIZE 

B4FAA3_MAIZE 2 B4FAA3_MAIZE; B6T7Q4_MAIZE 

B4FAB0_MAIZE 2 B4FAB0_MAIZE; B6TT37_MAIZE 

B4FAT8_MAIZE 2 B4FAT8_MAIZE; B6SIF6_MAIZE 

B4FAW7_MAIZE 2 B4FAW7_MAIZE; B6TRS1_MAIZE 

B4FAX1_MAIZE 2 B4FAX1_MAIZE; B6U5V6_MAIZE 

B4FB81_MAIZE 2 B4FB81_MAIZE; B6TJ95_MAIZE 

B6TQD0_MAIZE 2 B6TQD0_MAIZE; B4FBD6_MAIZE 

B4FBN1_MAIZE 2 B4FBN1_MAIZE; B6U478_MAIZE 

B4FU22_MAIZE 2 B4FU22_MAIZE; B4FBS4_MAIZE 

B4FCA4_MAIZE 2 B4FCA4_MAIZE; B6UDR4_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FCW6_MAIZE 2 B4FCW6_MAIZE; B6T675_MAIZE 

B4FD14_MAIZE 2 B4FD14_MAIZE; B6UF41_MAIZE 

B4FDB1_MAIZE 2 B4FDB1_MAIZE; B6TY10_MAIZE 

B4FDR1_MAIZE 2 B4FDR1_MAIZE; B6TLL9_MAIZE 

B4FDU1_MAIZE 2 B4FDU1_MAIZE; B6UAG2_MAIZE 

B4FEK4_MAIZE 2 B4FEK4_MAIZE; B6TN69_MAIZE 

B4FET5_MAIZE 2 B4FET5_MAIZE; B6UBC3_MAIZE 

B4FET7_MAIZE 2 B4FET7_MAIZE; B4FUV9_MAIZE 

B4FEW6_MAIZE 2 B4FEW6_MAIZE; B6U7Q7_MAIZE 

B4FU06_MAIZE 2 B4FU06_MAIZE; B4FEX9_MAIZE 

B4FF68_MAIZE 2 B4FF68_MAIZE; B6UC53_MAIZE 

B4FFY3_MAIZE 2 B4FFY3_MAIZE; B6U7B9_MAIZE 

B4FGA3_MAIZE 2 B4FGA3_MAIZE; B6T450_MAIZE 

B4FGH8_MAIZE 2 B4FGH8_MAIZE; B6UHM8_MAIZE 

B4FGT5_MAIZE 2 B4FGT5_MAIZE; B6TED5_MAIZE 

B4FHE5_MAIZE 2 B4FHE5_MAIZE; B6T5Q1_MAIZE 

B4FHI8_MAIZE 2 B4FHI8_MAIZE; B6TGV9_MAIZE 

B4FI64_MAIZE 2 B4FI64_MAIZE; B6TH84_MAIZE 

B4FJ69_MAIZE 2 B4FJ69_MAIZE; B6U1S7_MAIZE 

B4FJN0_MAIZE 2 B4FJN0_MAIZE; B6UB77_MAIZE 

B4FKM9_MAIZE 2 B4FKM9_MAIZE; B6TNY5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FLA5_MAIZE 2 B4FLA5_MAIZE; B6TAB7_MAIZE 

B6TIF5_MAIZE 2 B6TIF5_MAIZE; B4FLN4_MAIZE 

B4FLS7_MAIZE 2 B4FLS7_MAIZE; B6TQ52_MAIZE 

B6TRS7_MAIZE 2 B6TRS7_MAIZE; B4FLT6_MAIZE 

B4FYE0_MAIZE 2 B4FYE0_MAIZE; B4FMK0_MAIZE 

B4FN43_MAIZE 2 B4FN43_MAIZE; B6T3S1_MAIZE 

B4FND7_MAIZE 2 B4FND7_MAIZE; B6TMB4_MAIZE 

B4FPT9_MAIZE 2 B4FPT9_MAIZE; B6U193_MAIZE 

B4FPX0_MAIZE 2 B4FPX0_MAIZE; B6TN44_MAIZE 

B4FQJ2_MAIZE 2 B4FQJ2_MAIZE; B6T795_MAIZE 

B4FS88_MAIZE 2 B4FS88_MAIZE; B6T2M6_MAIZE 

B4FSL0_MAIZE 2 B4FSL0_MAIZE; B6TPD9_MAIZE 

B4FT12_MAIZE 2 B4FT12_MAIZE; B6SHZ5_MAIZE 

B4FT34_MAIZE 2 B4FT34_MAIZE; B6TH29_MAIZE 

B4FT78_MAIZE 2 B4FT78_MAIZE; B6TK08_MAIZE 

B4FTG2_MAIZE 2 B4FTG2_MAIZE; B6TL59_MAIZE 

B4FU81_MAIZE 2 B4FU81_MAIZE; B6UDX2_MAIZE 

B4FUX9_MAIZE 2 B4FUX9_MAIZE; B6T802_MAIZE 

B4FVC7_MAIZE 2 B4FVC7_MAIZE; B6U009_MAIZE 

B4FVH9_MAIZE 2 B4FVH9_MAIZE; B6SSF8_MAIZE 

B4FW32_MAIZE 2 B4FW32_MAIZE; B6T437_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FX16_MAIZE 2 B4FX16_MAIZE; B6TSN0_MAIZE 

B6SWS8_MAIZE 2 B6SWS8_MAIZE; B4FYM3_MAIZE 

B4FYV4_MAIZE 2 B4FYV4_MAIZE; B6TK63_MAIZE 

B4FZY9_MAIZE 2 B4FZY9_MAIZE; Q8LPU3_MAIZE 

B4G004_MAIZE 2 B4G004_MAIZE; B6SH53_MAIZE 

B4G0E8_MAIZE 2 B4G0E8_MAIZE; B6TRC7_MAIZE 

B6TDJ8_MAIZE 2 B6TDJ8_MAIZE; B4G0T9_MAIZE 

B4G1W8_MAIZE 2 B4G1W8_MAIZE; B6TE01_MAIZE 

B6SL65_MAIZE 2 B6SL65_MAIZE; B4G275_MAIZE 

B6SI08_MAIZE 2 B6SI08_MAIZE; B6SQE2_MAIZE 

B6SIK6_MAIZE 2 B6SIK6_MAIZE; B6TT78_MAIZE 

B6SIU4_MAIZE 2 B6SIU4_MAIZE; B6SRH9_MAIZE 

B6SJS3_MAIZE 2 B6SJS3_MAIZE; B6TKG8_MAIZE 

B6SJZ7_MAIZE 2 B6SJZ7_MAIZE; B6SY28_MAIZE 

B6SKU5_MAIZE 2 B6SKU5_MAIZE; B6T1X5_MAIZE 

B6SMX7_MAIZE 2 B6SMX7_MAIZE; B6T0A4_MAIZE 

B6SND3_MAIZE 2 B6SND3_MAIZE; B6TEM6_MAIZE 

B6SNN1_MAIZE 2 B6SNN1_MAIZE; B4FEN9_MAIZE 

B6SP25_MAIZE 2 B6SP25_MAIZE; B6UG20_MAIZE 

B6SPJ4_MAIZE 2 B6SPJ4_MAIZE; B6T139_MAIZE 

B6UB27_MAIZE 2 B6UB27_MAIZE; B6SQI6_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SZA4_MAIZE 2 B6SZA4_MAIZE; B6SRJ0_MAIZE 

B6SSQ5_MAIZE 2 B6SSQ5_MAIZE; B6TIU7_MAIZE 

B6ST26_MAIZE 2 B6ST26_MAIZE; B6T0B0_MAIZE 

B6STR2_MAIZE 2 B6STR2_MAIZE; B6SVG0_MAIZE 

B6SUW2_MAIZE 2 B6SUW2_MAIZE; B6UII7_MAIZE 

B6SVL6_MAIZE 2 B6SVL6_MAIZE; B6SWB9_MAIZE 

B6SWK4_MAIZE 2 B6SWK4_MAIZE; B4FKW8_MAIZE 

B6SXZ9_MAIZE 2 B6SXZ9_MAIZE; B4FGN3_MAIZE 

B6T030_MAIZE 2 B6T030_MAIZE; B6TH02_MAIZE 

B6T174_MAIZE 2 B6T174_MAIZE; B6TFY3_MAIZE 

B6TXF5_MAIZE 2 B6TXF5_MAIZE; B6T3M5_MAIZE 

B6T5T8_MAIZE 2 B6T5T8_MAIZE; B6SQ70_MAIZE 

B6T6E9_MAIZE 2 B6T6E9_MAIZE; B6U772_MAIZE 

B6T6P3_MAIZE 2 B6T6P3_MAIZE; B6TRC4_MAIZE 

B6T6R7_MAIZE 2 B6T6R7_MAIZE; B6TYU1_MAIZE 

B6TD22_MAIZE 2 B6TD22_MAIZE; B6T7M9_MAIZE 

B6T8I5_MAIZE 2 B6T8I5_MAIZE; B4FA70_MAIZE 

B6T8R8_MAIZE 2 B6T8R8_MAIZE; Q5SDQ0_MAIZE 

B6T914_MAIZE 2 B6T914_MAIZE; B6T8H2_MAIZE 

B6TA16_MAIZE 2 B6TA16_MAIZE; B4F9H8_MAIZE 

B6TBW6_MAIZE 2 B6TBW6_MAIZE; B6TM96_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TC15_MAIZE 2 B6TC15_MAIZE; B6TVX3_MAIZE 

B6TC81_MAIZE 2 B6TC81_MAIZE; B6TIR3_MAIZE 

B6TDK1_MAIZE 2 B6TDK1_MAIZE; B6TMD9_MAIZE 

B6TFK5_MAIZE 2 B6TFK5_MAIZE; B6TPG0_MAIZE 

B6TGJ7_MAIZE 2 B6TGJ7_MAIZE; B6UBP4_MAIZE 

B6TH09_MAIZE 2 B6TH09_MAIZE; B6UAI5_MAIZE 

B6TIH4_MAIZE 2 B6TIH4_MAIZE; B6TUH2_MAIZE 

B6TIS3_MAIZE 2 B6TIS3_MAIZE; B6TXT8_MAIZE 

B6TJ89_MAIZE 2 B6TJ89_MAIZE; B6U0N1_MAIZE 

B6TJR4_MAIZE 2 B6TJR4_MAIZE; B4FW85_MAIZE 

B6TK42_MAIZE 2 B6TK42_MAIZE; B4FUY9_MAIZE 

B6TMF2_MAIZE 2 B6TMF2_MAIZE; B6TAN8_MAIZE 

B6TNS1_MAIZE 2 B6TNS1_MAIZE; B6U8G0_MAIZE 

B6TW88_MAIZE 2 B6TW88_MAIZE; B6TS86_MAIZE 

B6TZ71_MAIZE 2 B6TZ71_MAIZE; B4FFB1_MAIZE 

B6UCY8_MAIZE 2 B6UCY8_MAIZE; B6U4P9_MAIZE 

B6U7L3_MAIZE 2 B6U7L3_MAIZE; B4FMI2_MAIZE 

B6U832_MAIZE 2 B6U832_MAIZE; Q9XHF2_MAIZE 

B6UCF3_MAIZE 2 B6UCF3_MAIZE; B6UIM5_MAIZE 

B6UCN1_MAIZE 2 B6UCN1_MAIZE; B6T384_MAIZE 

Q672R6_MAIZE 2 Q672R6_MAIZE; B6UDL5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6UF30_MAIZE 2 B6UF30_MAIZE; B6SHF2_MAIZE 

B6UI06_MAIZE 2 B6UI06_MAIZE; B6SJ28_MAIZE 

Q41790_MAIZE 2 Q41790_MAIZE; B4FVF8_MAIZE 

Q9FUY5_MAIZE 2 Q9FUY5_MAIZE; Q9FUY4_MAIZE 

Q9SPD8_MAIZE 2 Q9SPD8_MAIZE; O82577_MAIZE 

B4F7T8_MAIZE 2 B4F7T8_MAIZE; B6TNE5_MAIZE 

B4F7U1_MAIZE 2 B4F7U1_MAIZE; B6TKF5_MAIZE 

B4F845_MAIZE 2 B4F845_MAIZE; B6TES2_MAIZE 

B4F8J5_MAIZE 2 B4F8J5_MAIZE; B6T616_MAIZE 

B4FAF0_MAIZE 2 B4FAF0_MAIZE; B6TRQ7_MAIZE 

B6U6C5_MAIZE 2 B6U6C5_MAIZE; B4FAV1_MAIZE 

B4FB16_MAIZE 2 B4FB16_MAIZE; B6SRR5_MAIZE 

B4FBI1_MAIZE 2 B4FBI1_MAIZE; B6SNU5_MAIZE 

B6SZV0_MAIZE 2 B6SZV0_MAIZE; B4FCH4_MAIZE 

B4FDS5_MAIZE 2 B4FDS5_MAIZE; B6SLF3_MAIZE 

B6SJW9_MAIZE 2 B6SJW9_MAIZE; B4FDT1_MAIZE 

B4FE67_MAIZE 2 B4FE67_MAIZE; B6T9S2_MAIZE 

B6TM82_MAIZE 2 B6TM82_MAIZE; B4FEI9_MAIZE 

B4FEK7_MAIZE 2 B4FEK7_MAIZE; B6UAI2_MAIZE 

B6TEV5_MAIZE 2 B6TEV5_MAIZE; B4FEZ2_MAIZE 

B4FF76_MAIZE 2 B4FF76_MAIZE; B6TRZ9_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FFT0_MAIZE 2 B4FFT0_MAIZE; B6T5H3_MAIZE 

B4FGA5_MAIZE 2 B4FGA5_MAIZE; B6TUK1_MAIZE 

B4FHA8_MAIZE 2 B4FHA8_MAIZE; HDT2_MAIZE 

B4FIW7_MAIZE 2 B4FIW7_MAIZE; B6T465_MAIZE 

B4FJ52_MAIZE 2 B4FJ52_MAIZE; B6TAC1_MAIZE 

B4FJB2_MAIZE 2 B4FJB2_MAIZE; B4G242_MAIZE 

B4FJD3_MAIZE 2 B4FJD3_MAIZE; B4FEY7_MAIZE 

B4FK44_MAIZE 2 B4FK44_MAIZE; B4FLW2_MAIZE 

B4FNB4_MAIZE 2 B4FNB4_MAIZE; B6TTQ6_MAIZE 

B4FNL7_MAIZE 2 B4FNL7_MAIZE; B4FQG7_MAIZE 

B4FQ71_MAIZE 2 B4FQ71_MAIZE; B6SV28_MAIZE 

B4FQI3_MAIZE 2 B4FQI3_MAIZE; B6UGN2_MAIZE 

B4FR72_MAIZE 2 B4FR72_MAIZE; B6SWS9_MAIZE 

B4FRJ7_MAIZE 2 B4FRJ7_MAIZE; B6TV71_MAIZE 

B4FRQ0_MAIZE 2 B4FRQ0_MAIZE; B6TM09_MAIZE 

B4FS65_MAIZE 2 B4FS65_MAIZE; B6SZV3_MAIZE 

B4FT85_MAIZE 2 B4FT85_MAIZE; Q9SPD9_MAIZE 

B6TR63_MAIZE 2 B6TR63_MAIZE; B4FTI8_MAIZE 

B4FU71_MAIZE 2 B4FU71_MAIZE; B6T2Z5_MAIZE 

B4FU92_MAIZE 2 B4FU92_MAIZE; B6TM20_MAIZE 

B4FUP2_MAIZE 2 B4FUP2_MAIZE; B6TJ92_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TJL6_MAIZE 2 B6TJL6_MAIZE; B4FX06_MAIZE 

B4FX39_MAIZE 2 B4FX39_MAIZE; B6TS99_MAIZE 

B6TD34_MAIZE 2 B6TD34_MAIZE; B4FX46_MAIZE 

B4G237_MAIZE 2 B4G237_MAIZE; B4FZ86_MAIZE 

B4FZF3_MAIZE 2 B4FZF3_MAIZE; B6UHL4_MAIZE 

B4FZW6_MAIZE 2 B4FZW6_MAIZE; B6T8H3_MAIZE 

B6UB57_MAIZE 2 B6UB57_MAIZE; B4G126_MAIZE 

B4G1I6_MAIZE 2 B4G1I6_MAIZE; B6SZN2_MAIZE 

B6SIX2_MAIZE 2 B6SIX2_MAIZE; B6TTN4_MAIZE 

B6SJF7_MAIZE 2 B6SJF7_MAIZE; ZB14_MAIZE 

B6SK25_MAIZE 2 B6SK25_MAIZE; B6TLN0_MAIZE 

B6SKN2_MAIZE 2 B6SKN2_MAIZE; B6SXX2_MAIZE 

B6SN96_MAIZE 2 B6SN96_MAIZE; B6SUI9_MAIZE 

B6SPR5_MAIZE 2 B6SPR5_MAIZE; B6U6P1_MAIZE 

B6SWC4_MAIZE 2 B6SWC4_MAIZE; B6SWE6_MAIZE 

B6UF37_MAIZE 2 B6UF37_MAIZE; B6T1Q3_MAIZE 

B6T2X9_MAIZE 2 B6T2X9_MAIZE; B6TIW5_MAIZE 

B6T3V3_MAIZE 2 B6T3V3_MAIZE; B6U2X6_MAIZE 

B6T5U0_MAIZE 2 B6T5U0_MAIZE; B6TPW1_MAIZE 

B6T6Y2_MAIZE 2 B6T6Y2_MAIZE; B4G1G0_MAIZE 

B6T863_MAIZE 2 B6T863_MAIZE; B6UAN5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6T8Q2_MAIZE 2 B6T8Q2_MAIZE; B4FHM4_MAIZE 

B6T8S7_MAIZE 2 B6T8S7_MAIZE; B4FZ46_MAIZE 

B6T994_MAIZE 2 B6T994_MAIZE; B4FL65_MAIZE 

B6TBL9_MAIZE 2 B6TBL9_MAIZE; B4FXM9_MAIZE 

B6TCJ0_MAIZE 2 B6TCJ0_MAIZE; B6TJ58_MAIZE 

B6TEF3_MAIZE 2 B6TEF3_MAIZE; B6TCP6_MAIZE 

B6TDF5_MAIZE 2 B6TDF5_MAIZE; B6TT90_MAIZE 

B6TE60_MAIZE 2 B6TE60_MAIZE; B6TIB0_MAIZE 

B6TGC0_MAIZE 2 B6TGC0_MAIZE; Q9ZR52_MAIZE 

B6TLS0_MAIZE 2 B6TLS0_MAIZE; B4FN14_MAIZE 

B6TM50_MAIZE 2 B6TM50_MAIZE; Q5EUD4_MAIZE 

B6TMG9_MAIZE 2 B6TMG9_MAIZE; B6TMN4_MAIZE 

B6TMM7_MAIZE 2 B6TMM7_MAIZE; B6TS48_MAIZE 

B6TNG4_MAIZE 2 B6TNG4_MAIZE; B6UCV9_MAIZE 

B6TR84_MAIZE 2 B6TR84_MAIZE; B6U681_MAIZE 

B6TU74_MAIZE 2 B6TU74_MAIZE; B6SRP5_MAIZE 

B6TV98_MAIZE 2 B6TV98_MAIZE; B6TYC6_MAIZE 

B6TVC7_MAIZE 2 B6TVC7_MAIZE; B6U1X2_MAIZE 

B6U0G4_MAIZE 2 B6U0G4_MAIZE; B6TVH9_MAIZE 

B6TXX0_MAIZE 2 B6TXX0_MAIZE; B6SK13_MAIZE 

B6U1S0_MAIZE 2 B6U1S0_MAIZE; B6UDN5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6U4K6_MAIZE 2 B6U4K6_MAIZE; B3GQB5_MAIZE 

B6U5R6_MAIZE 2 B6U5R6_MAIZE; B4FNU8_MAIZE 

B6U6Q9_MAIZE 2 B6U6Q9_MAIZE; B6UEZ2_MAIZE 

B6U770_MAIZE 2 B6U770_MAIZE; B6UD77_MAIZE 

B6U9F3_MAIZE 2 B6U9F3_MAIZE; B6U855_MAIZE 

B6UFF4_MAIZE 2 B6UFF4_MAIZE; B6TG66_MAIZE 

CATA3_MAIZE 2 CATA3_MAIZE; B6T967_MAIZE 

Q8LGM8_MAIZE 2 Q8LGM8_MAIZE; Q8VYB0_MAIZE 

Q94IQ7_MAIZE 2 Q94IQ7_MAIZE; B6T674_MAIZE 

Q9M588_MAIZE 2 Q9M588_MAIZE; B6TP36_MAIZE 

Q9XEI4_MAIZE 2 Q9XEI4_MAIZE; Q9XFK9_MAIZE 

Q9ZP61_MAIZE 2 Q9ZP61_MAIZE; B6T8R4_MAIZE 

TRPB2_MAIZE 2 TRPB2_MAIZE; TRPB1_MAIZE 

B6ST94_MAIZE 2 B6ST94_MAIZE; B4F821_MAIZE 

B4F855_MAIZE 2 B4F855_MAIZE; B6TS44_MAIZE 

B4F861_MAIZE 2 B4F861_MAIZE; B4FQB3_MAIZE 

B4F8Z9_MAIZE 2 B4F8Z9_MAIZE; B6TE54_MAIZE 

B4F944_MAIZE 2 B4F944_MAIZE; B6U8I9_MAIZE 

B4FA33_MAIZE 2 B4FA33_MAIZE; B6UGR7_MAIZE 

B4FBL2_MAIZE 2 B4FBL2_MAIZE; B6TJY8_MAIZE 

B4FC92_MAIZE 2 B4FC92_MAIZE; B6T7R2_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FCC0_MAIZE 2 B4FCC0_MAIZE; B6TGK1_MAIZE 

B4FD78_MAIZE 2 B4FD78_MAIZE; RLA2B_MAIZE 

B4FEP8_MAIZE 2 B4FEP8_MAIZE; B6T7R1_MAIZE 

B4FI05_MAIZE 2 B4FI05_MAIZE; B6TD64_MAIZE 

B4FIB4_MAIZE 2 B4FIB4_MAIZE; B6T004_MAIZE 

B4FIR4_MAIZE 2 B4FIR4_MAIZE; B6T4Y4_MAIZE 

B6TJW0_MAIZE 2 B6TJW0_MAIZE; B4FIV1_MAIZE 

B4FKC9_MAIZE 2 B4FKC9_MAIZE; B6TIE2_MAIZE 

B4FKD5_MAIZE 2 B4FKD5_MAIZE; B6T915_MAIZE 

B4FKF4_MAIZE 2 B4FKF4_MAIZE; B6UB59_MAIZE 

B6STQ5_MAIZE 2 B6STQ5_MAIZE; B4FL34_MAIZE 

B4FLN0_MAIZE 2 B4FLN0_MAIZE; B6T8S3_MAIZE 

B4FNF5_MAIZE 2 B4FNF5_MAIZE; B6U126_MAIZE 

B4FP70_MAIZE 2 B4FP70_MAIZE; B6T3Z9_MAIZE 

B4FPQ2_MAIZE 2 B4FPQ2_MAIZE; B6UCF9_MAIZE 

B4FR59_MAIZE 2 B4FR59_MAIZE; B6U3S6_MAIZE 

B4FRF4_MAIZE 2 B4FRF4_MAIZE; B6U5B2_MAIZE 

B4FRS8_MAIZE 2 B4FRS8_MAIZE; Q9M4R1_MAIZE 

B6TWB2_MAIZE 2 B6TWB2_MAIZE; B4FRX2_MAIZE 

B4FTG1_MAIZE 2 B4FTG1_MAIZE; B6TS17_MAIZE 

B4FTP3_MAIZE 2 B4FTP3_MAIZE; B6T3J6_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FTR5_MAIZE 2 B4FTR5_MAIZE; B6TV09_MAIZE 

B4FUG2_MAIZE 2 B4FUG2_MAIZE; B6TA08_MAIZE 

B4FUR6_MAIZE 2 B4FUR6_MAIZE; B6UAG8_MAIZE 

B4FVB4_MAIZE 2 B4FVB4_MAIZE; B6U0B4_MAIZE 

B4FVQ8_MAIZE 2 B4FVQ8_MAIZE; B6TCZ7_MAIZE 

B6TJ91_MAIZE 2 B6TJ91_MAIZE; B4FW42_MAIZE 

B6TAF5_MAIZE 2 B6TAF5_MAIZE; B4FXK8_MAIZE 

B4FZ01_MAIZE 2 B4FZ01_MAIZE; B6TW22_MAIZE 

B4FZN1_MAIZE 2 B4FZN1_MAIZE; B6UEG3_MAIZE 

B4G0F3_MAIZE 2 B4G0F3_MAIZE; B6T6D3_MAIZE 

B4G1Q1_MAIZE 2 B4G1Q1_MAIZE; B6SK14_MAIZE 

B6SUB0_MAIZE 2 B6SUB0_MAIZE; B4G1W4_MAIZE 

B6SI77_MAIZE 2 B6SI77_MAIZE; B6TWW8_MAIZE 

B6SIF0_MAIZE 2 B6SIF0_MAIZE; B6TUC4_MAIZE 

B6SIT5_MAIZE 2 B6SIT5_MAIZE; Q9SM25_MAIZE 

B6SIV8_MAIZE 2 B6SIV8_MAIZE; B6SYV0_MAIZE 

B6SJC7_MAIZE 2 B6SJC7_MAIZE; B6TJN9_MAIZE 

B6SJR7_MAIZE 2 B6SJR7_MAIZE; Q8W527_MAIZE 

B6SJS7_MAIZE 2 B6SJS7_MAIZE; B6TBD4_MAIZE 

B6SM05_MAIZE 2 B6SM05_MAIZE; B6TN61_MAIZE 

B6U406_MAIZE 2 B6U406_MAIZE; B6SMR6_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SQM0_MAIZE 2 B6SQM0_MAIZE; B6T5P7_MAIZE 

B6SR37_MAIZE 2 B6SR37_MAIZE; B6SQ99_MAIZE 

B6SRG1_MAIZE 2 B6SRG1_MAIZE; B6T4T2_MAIZE 

B6SSZ0_MAIZE 2 B6SSZ0_MAIZE; B6STU5_MAIZE 

B6STW7_MAIZE 2 B6STW7_MAIZE; B6TDG7_MAIZE 

B6SXT5_MAIZE 2 B6SXT5_MAIZE; B6U6D5_MAIZE 

B6T8C0_MAIZE 2 B6T8C0_MAIZE; B6T1Q4_MAIZE 

B6T6A1_MAIZE 2 B6T6A1_MAIZE; B6UBP0_MAIZE 

B6T6P7_MAIZE 2 B6T6P7_MAIZE; B6T9U7_MAIZE 

B6T754_MAIZE 2 B6T754_MAIZE; B6TXI2_MAIZE 

B6T790_MAIZE 2 B6T790_MAIZE; B4FM89_MAIZE 

B6T7I1_MAIZE 2 B6T7I1_MAIZE; B4FE72_MAIZE 

B6T7X0_MAIZE 2 B6T7X0_MAIZE; B6SNL3_MAIZE 

B6T8D6_MAIZE 2 B6T8D6_MAIZE; B6UFV4_MAIZE 

B6TF12_MAIZE 2 B6TF12_MAIZE; B6T8L1_MAIZE 

B6TAH3_MAIZE 2 B6TAH3_MAIZE; B6TVD2_MAIZE 

B6TBJ6_MAIZE 2 B6TBJ6_MAIZE; B6T4L6_MAIZE 

B6TDF2_MAIZE 2 B6TDF2_MAIZE; B6TU76_MAIZE 

B6TGI8_MAIZE 2 B6TGI8_MAIZE; SRP09_MAIZE 

B6TH00_MAIZE 2 B6TH00_MAIZE; B6SIY1_MAIZE 

B4FTM3_MAIZE 2 B4FTM3_MAIZE; B6THA2_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TJ44_MAIZE 2 B6TJ44_MAIZE; ITPK1_MAIZE 

B6TRK0_MAIZE 2 B6TRK0_MAIZE; B6UC36_MAIZE 

B6TRK5_MAIZE 2 B6TRK5_MAIZE; B6SU01_MAIZE 

B6TY47_MAIZE 2 B6TY47_MAIZE; B6TYA9_MAIZE 

B6TZH2_MAIZE 2 B6TZH2_MAIZE; B4FIX3_MAIZE 

B6U275_MAIZE 2 B6U275_MAIZE; B6TJ07_MAIZE 

B6U4H2_MAIZE 2 B6U4H2_MAIZE; B6UFK8_MAIZE 

B6U6J1_MAIZE 2 B6U6J1_MAIZE; B6SZY5_MAIZE 

B6UER1_MAIZE 2 B6UER1_MAIZE; B6TMC2_MAIZE 

Q7Y037_MAIZE 2 Q7Y037_MAIZE; B6SWE9_MAIZE 

Q9FQ99_MAIZE 2 Q9FQ99_MAIZE; Q9FQA9_MAIZE 

B4F8D4_MAIZE 2 B4F8D4_MAIZE; DAPA_MAIZE 

B4FAB6_MAIZE 2 B4FAB6_MAIZE; B6SKU4_MAIZE 

B4FBC8_MAIZE 2 B4FBC8_MAIZE; B6TAY1_MAIZE 

B4FD21_MAIZE 2 B4FD21_MAIZE; B4FR45_MAIZE 

B4FFQ3_MAIZE 2 B4FFQ3_MAIZE; B6TAA9_MAIZE 

B4FH75_MAIZE 2 B4FH75_MAIZE; B6TBG3_MAIZE 

B4FN51_MAIZE 2 B4FN51_MAIZE; B6TP76_MAIZE 

B4FNN1_MAIZE 2 B4FNN1_MAIZE; B6UFG8_MAIZE 

B4FP01_MAIZE 2 B4FP01_MAIZE; B6U1L6_MAIZE 

B4FQH0_MAIZE 2 B4FQH0_MAIZE; B6TJY4_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FSE0_MAIZE 2 B4FSE0_MAIZE; B4FI25_MAIZE 

B4FT54_MAIZE 2 B4FT54_MAIZE; B6T9Q1_MAIZE 

B4FTB5_MAIZE 2 B4FTB5_MAIZE; B6TTR0_MAIZE 

B4FTL0_MAIZE 2 B4FTL0_MAIZE; B6T2R4_MAIZE 

B4FUX0_MAIZE 2 B4FUX0_MAIZE; B6TQ59_MAIZE 

B4FV68_MAIZE 2 B4FV68_MAIZE; PROF5_MAIZE 

B4FV93_MAIZE 2 B4FV93_MAIZE; B6TS05_MAIZE 

B4FVS0_MAIZE 2 B4FVS0_MAIZE; B4G063_MAIZE 

B4FVS8_MAIZE 2 B4FVS8_MAIZE; B4FBQ4_MAIZE 

B4FW06_MAIZE 2 B4FW06_MAIZE; B6UIN3_MAIZE 

B4FWN1_MAIZE 2 B4FWN1_MAIZE; B6TL26_MAIZE 

B4FXL2_MAIZE 2 B4FXL2_MAIZE; B6T7P5_MAIZE 

B4FZJ1_MAIZE 2 B4FZJ1_MAIZE; B6UCN0_MAIZE 

B4G0V8_MAIZE 2 B4G0V8_MAIZE; B6T2C2_MAIZE 

B6SI84_MAIZE 2 B6SI84_MAIZE; B4FQ49_MAIZE 

B6SIM0_MAIZE 2 B6SIM0_MAIZE; B6TWK5_MAIZE 

B6SJJ4_MAIZE 2 B6SJJ4_MAIZE; B6TLX4_MAIZE 

B6SJY2_MAIZE 2 B6SJY2_MAIZE; B6TW21_MAIZE 

B6T7K3_MAIZE 2 B6T7K3_MAIZE; B6SNW0_MAIZE 

B6SPL7_MAIZE 2 B6SPL7_MAIZE; B6T1K0_MAIZE 

B6SS66_MAIZE 2 B6SS66_MAIZE; B4FHH7_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6STD1_MAIZE 2 B6STD1_MAIZE; B4FIU3_MAIZE 

B6U9H6_MAIZE 2 B6U9H6_MAIZE; B6SYS9_MAIZE 

B6T2K5_MAIZE 2 B6T2K5_MAIZE; B6T1U3_MAIZE 

B6T391_MAIZE 2 B6T391_MAIZE; B6TH79_MAIZE 

B6T4K1_MAIZE 2 B6T4K1_MAIZE; B6T1B9_MAIZE 

B6T5S5_MAIZE 2 B6T5S5_MAIZE; B6TNM9_MAIZE 

B6T7P7_MAIZE 2 B6T7P7_MAIZE; B4FBK4_MAIZE 

B6T8X1_MAIZE 2 B6T8X1_MAIZE; B4F7Z7_MAIZE 

B6TAE7_MAIZE 2 B6TAE7_MAIZE; B6TXQ8_MAIZE 

B6TDY7_MAIZE 2 B6TDY7_MAIZE; B6T7D6_MAIZE 

B6TEW3_MAIZE 2 B6TEW3_MAIZE; B6TPF0_MAIZE 

B6TFK6_MAIZE 2 B6TFK6_MAIZE; B6TW62_MAIZE 

B6TGD5_MAIZE 2 B6TGD5_MAIZE; B6STN7_MAIZE 

B6TH45_MAIZE 2 B6TH45_MAIZE; B6SZ02_MAIZE 

B6THA7_MAIZE 2 B6THA7_MAIZE; Q6JB11_MAIZE 

B6THW0_MAIZE 2 B6THW0_MAIZE; B6TKF6_MAIZE 

B6TIS1_MAIZE 2 B6TIS1_MAIZE; B6U563_MAIZE 

B6TJQ7_MAIZE 2 B6TJQ7_MAIZE; Q9FEQ8_MAIZE 

B6TLK7_MAIZE 2 B6TLK7_MAIZE; B6U3F5_MAIZE 

B6TMP9_MAIZE 2 B6TMP9_MAIZE; B6SNU2_MAIZE 

B6TPJ3_MAIZE 2 B6TPJ3_MAIZE; B6TUI0_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TQA1_MAIZE 2 B6TQA1_MAIZE; B4FUN0_MAIZE 

B6TQQ8_MAIZE 2 B6TQQ8_MAIZE; B6SKG4_MAIZE 

B6TU24_MAIZE 2 B6TU24_MAIZE; B6T1E7_MAIZE 

B6TV27_MAIZE 2 B6TV27_MAIZE; B6SPN1_MAIZE 

B6TY52_MAIZE 2 B6TY52_MAIZE; B6T3R5_MAIZE 

B6UAK0_MAIZE 2 B6UAK0_MAIZE; UC03_MAIZE 

B6UD26_MAIZE 2 B6UD26_MAIZE; O49010_MAIZE 

Q38JE3_MAIZE 2 Q38JE3_MAIZE; B6SZU2_MAIZE 

Q43242_MAIZE 2 Q43242_MAIZE; Q43241_MAIZE 

Q8L5G8_MAIZE 2 Q8L5G8_MAIZE; B6U1K5_MAIZE 

ADF2_MAIZE 2 ADF2_MAIZE; B4FLQ2_MAIZE 

B4F7V4_MAIZE 2 B4F7V4_MAIZE; B6SHY2_MAIZE 

B4F9N8_MAIZE 2 B4F9N8_MAIZE; B6TAW4_MAIZE 

B4FA27_MAIZE 2 B4FA27_MAIZE; B6TAF0_MAIZE 

B4FBV4_MAIZE 2 B4FBV4_MAIZE; B6T7D7_MAIZE 

B4FEA4_MAIZE 2 B4FEA4_MAIZE; B6UA93_MAIZE 

B4FG74_MAIZE 2 B4FG74_MAIZE; B4FSK3_MAIZE 

B4FHE9_MAIZE 2 B4FHE9_MAIZE; B6SYB1_MAIZE 

B4FHN0_MAIZE 2 B4FHN0_MAIZE; B6UET5_MAIZE 

B4FJJ9_MAIZE 2 B4FJJ9_MAIZE; B6T7L2_MAIZE 

B4FJT7_MAIZE 2 B4FJT7_MAIZE; B6ST52_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FN24_MAIZE 2 B4FN24_MAIZE; B6U629_MAIZE 

B4FNP2_MAIZE 2 B4FNP2_MAIZE; B6U628_MAIZE 

B4FP93_MAIZE 2 B4FP93_MAIZE; B4FGD2_MAIZE 

B4FPX5_MAIZE 2 B4FPX5_MAIZE; B6TN15_MAIZE 

B4FQK0_MAIZE 2 B4FQK0_MAIZE; B6TAJ0_MAIZE 

B4FRL5_MAIZE 2 B4FRL5_MAIZE; FRI2_MAIZE 

B4FRR1_MAIZE 2 B4FRR1_MAIZE; B6SQQ0_MAIZE 

B4FS28_MAIZE 2 B4FS28_MAIZE; B6UI09_MAIZE 

B4FS90_MAIZE 2 B4FS90_MAIZE; B6TI59_MAIZE 

B4FSU4_MAIZE 2 B4FSU4_MAIZE; B6SR01_MAIZE 

B4FT32_MAIZE 2 B4FT32_MAIZE; B6T3H3_MAIZE 

B4FTW4_MAIZE 2 B4FTW4_MAIZE; B4FVM1_MAIZE 

B4FUK2_MAIZE 2 B4FUK2_MAIZE; B6STE5_MAIZE 

B4FYG9_MAIZE 2 B4FYG9_MAIZE; B6SMN3_MAIZE 

B4FZK6_MAIZE 2 B4FZK6_MAIZE; B6TDI9_MAIZE 

B4G0C6_MAIZE 2 B4G0C6_MAIZE; ILVB2_MAIZE 

B5AK47_MAIZE 2 B5AK47_MAIZE; B6SHD8_MAIZE 

B6SIP2_MAIZE 2 B6SIP2_MAIZE; B4FKG6_MAIZE 

B6SKZ9_MAIZE 2 B6SKZ9_MAIZE; B6SUG4_MAIZE 

B6SM26_MAIZE 2 B6SM26_MAIZE; B6SKS5_MAIZE 

B6SQD4_MAIZE 2 B6SQD4_MAIZE; B6UDS0_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SSJ4_MAIZE 2 B6SSJ4_MAIZE; Q43249_MAIZE 

B6SST2_MAIZE 2 B6SST2_MAIZE; B6SYK0_MAIZE 

B6SYF5_MAIZE 2 B6SYF5_MAIZE; B6UG32_MAIZE 

B6SZY7_MAIZE 2 B6SZY7_MAIZE; Q9FQD1_MAIZE 

B6T329_MAIZE 2 B6T329_MAIZE; B6UDG5_MAIZE 

B6T989_MAIZE 2 B6T989_MAIZE; Q0GH81_MAIZE 

B6TL80_MAIZE 2 B6TL80_MAIZE; B6TAU8_MAIZE 

B6TDH1_MAIZE 2 B6TDH1_MAIZE; B6TND4_MAIZE 

B6TES9_MAIZE 2 B6TES9_MAIZE; B6T7U6_MAIZE 

B6TF44_MAIZE 2 B6TF44_MAIZE; B6SQH9_MAIZE 

B6TFF1_MAIZE 2 B6TFF1_MAIZE; B6TNP0_MAIZE 

B6TIN9_MAIZE 2 B6TIN9_MAIZE; B4FDQ7_MAIZE 

B6TJT2_MAIZE 2 B6TJT2_MAIZE; O04128_MAIZE 

B6TKZ3_MAIZE 2 B6TKZ3_MAIZE; B6T3X3_MAIZE 

B6TMD0_MAIZE 2 B6TMD0_MAIZE; B4FHZ9_MAIZE 

B6TU01_MAIZE 2 B6TU01_MAIZE; B6UCB6_MAIZE 

B6TX10_MAIZE 2 B6TX10_MAIZE; O81239_MAIZE 

B6TXU4_MAIZE 2 B6TXU4_MAIZE; B6TVI6_MAIZE 

B6U0J6_MAIZE 2 B6U0J6_MAIZE; P93645_MAIZE 

B6U467_MAIZE 2 B6U467_MAIZE; B6TUJ7_MAIZE 

MNB1B_MAIZE 2 MNB1B_MAIZE; Q5NKN3_MAIZE 



ID best hit # of 
Proteins Protein IDs 

Q7FS90_MAIZE 2 Q7FS90_MAIZE; B6TB94_MAIZE 

B4F9H6_MAIZE 2 B4F9H6_MAIZE; SODM4_MAIZE 

B4FEE3_MAIZE 2 B4FEE3_MAIZE; B6UDY4_MAIZE 

B6SKT6_MAIZE 2 B6SKT6_MAIZE; B4FEI6_MAIZE 

B4FFZ3_MAIZE 2 B4FFZ3_MAIZE; B4FV31_MAIZE 

B4FHF0_MAIZE 2 B4FHF0_MAIZE; B6UDL6_MAIZE 

B4FI08_MAIZE 2 B4FI08_MAIZE; B4FH87_MAIZE 

B4FKX6_MAIZE 2 B4FKX6_MAIZE; B6T7H2_MAIZE 

B4FNK8_MAIZE 2 B4FNK8_MAIZE; B6T6W6_MAIZE 

B4FQW1_MAIZE 2 B4FQW1_MAIZE; B6T0G0_MAIZE 

B4FRP8_MAIZE 2 B4FRP8_MAIZE; B6THS1_MAIZE 

B4FSH3_MAIZE 2 B4FSH3_MAIZE; B6UD49_MAIZE 

B4FUW7_MAIZE 2 B4FUW7_MAIZE; B4FLX3_MAIZE 

B4FYW7_MAIZE 2 B4FYW7_MAIZE; B6THF1_MAIZE 

B4G0T5_MAIZE 2 B4G0T5_MAIZE; B6UF40_MAIZE 

B4G0V9_MAIZE 2 B4G0V9_MAIZE; B6U3F4_MAIZE 

B4G1Y5_MAIZE 2 B4G1Y5_MAIZE; B6TPA7_MAIZE 

B6SJI7_MAIZE 2 B6SJI7_MAIZE; B6TAJ1_MAIZE 

B6SL90_MAIZE 2 B6SL90_MAIZE; B6TDA1_MAIZE 

B6STY4_MAIZE 2 B6STY4_MAIZE; B6SQQ7_MAIZE 

B6SV75_MAIZE 2 B6SV75_MAIZE; B4FDJ1_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SZA5_MAIZE 2 B6SZA5_MAIZE; B6UGK8_MAIZE 

B6T3L4_MAIZE 2 B6T3L4_MAIZE; B6UGN3_MAIZE 

B6T878_MAIZE 2 B6T878_MAIZE; B6U2K4_MAIZE 

B6T962_MAIZE 2 B6T962_MAIZE; B6U9T3_MAIZE 

B6TA81_MAIZE 2 B6TA81_MAIZE; Q9M7I6_MAIZE 

B6TEX6_MAIZE 2 B6TEX6_MAIZE; B6UE31_MAIZE 

B6TL18_MAIZE 2 B6TL18_MAIZE; B6U9V1_MAIZE 

B6TNM0_MAIZE 2 B6TNM0_MAIZE; B4FW08_MAIZE 

B6TS72_MAIZE 2 B6TS72_MAIZE; B4FT01_MAIZE 

B6TWB5_MAIZE 2 B6TWB5_MAIZE; B6U4R5_MAIZE 

B6UBA1_MAIZE 2 B6UBA1_MAIZE; B6T7D0_MAIZE 

CHIB_MAIZE 2 CHIB_MAIZE; B6TTC7_MAIZE 

PP1_MAIZE 2 PP1_MAIZE; B6TDT2_MAIZE 

Q94IQ8_MAIZE 2 Q94IQ8_MAIZE; B6T5C2_MAIZE 

Q9ZP60_MAIZE 2 Q9ZP60_MAIZE; B6UD80_MAIZE 

B4FA06_MAIZE 2 B4FA06_MAIZE; B4FRX8_MAIZE 

B4FCX3_MAIZE 2 B4FCX3_MAIZE; B6TQ65_MAIZE 

B4FE30_MAIZE 2 B4FE30_MAIZE; B6U9U7_MAIZE 

B4FFZ9_MAIZE 2 B4FFZ9_MAIZE; B6UGJ9_MAIZE 

B4FH61_MAIZE 2 B4FH61_MAIZE; B4FPL4_MAIZE 

B4FHE4_MAIZE 2 B4FHE4_MAIZE; B6T8W9_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FKK9_MAIZE 2 B4FKK9_MAIZE; B6TBW5_MAIZE 

B4FLD1_MAIZE 2 B4FLD1_MAIZE; B6TFE8_MAIZE 

B4FM07_MAIZE 2 B4FM07_MAIZE; B6TDA9_MAIZE 

B4FM15_MAIZE 2 B4FM15_MAIZE; B6SQA2_MAIZE 

B6TE04_MAIZE 2 B6TE04_MAIZE; B4FPR9_MAIZE 

B4FPT6_MAIZE 2 B4FPT6_MAIZE; Q6PLR8_MAIZE 

B4FQ84_MAIZE 2 B4FQ84_MAIZE; B6TB26_MAIZE 

B4FQS1_MAIZE 2 B4FQS1_MAIZE; B4FUD2_MAIZE 

B4FT31_MAIZE 2 B4FT31_MAIZE; B6U4Y3_MAIZE 

B4FW31_MAIZE 2 B4FW31_MAIZE; Q6IV73_MAIZE 

B4FXR6_MAIZE 2 B4FXR6_MAIZE; B4FQQ2_MAIZE 

B4FYR2_MAIZE 2 B4FYR2_MAIZE; B6TZY4_MAIZE 

B4FZA1_MAIZE 2 B4FZA1_MAIZE; B6UFZ9_MAIZE 

B4G038_MAIZE 2 B4G038_MAIZE; B6T9N8_MAIZE 

B4G0E0_MAIZE 2 B4G0E0_MAIZE; B6T3N8_MAIZE 

B4G1G6_MAIZE 2 B4G1G6_MAIZE; B6T3R6_MAIZE 

B6SHE0_MAIZE 2 B6SHE0_MAIZE; B4FR57_MAIZE 

B6SKY4_MAIZE 2 B6SKY4_MAIZE; B6SKF5_MAIZE 

B6SLS6_MAIZE 2 B6SLS6_MAIZE; B4FTK7_MAIZE 

B6SWZ4_MAIZE 2 B6SWZ4_MAIZE; B6SMD3_MAIZE 

B6THU9_MAIZE 2 B6THU9_MAIZE; B4FNI0_MAIZE 
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B6TSB9_MAIZE 2 B6TSB9_MAIZE; B6TBJ0_MAIZE 

B6UAW8_MAIZE 2 B6UAW8_MAIZE; Q9FQA2_MAIZE 

Q8LJR0_MAIZE 2 Q8LJR0_MAIZE; B6TK90_MAIZE 

Q8W2B7_MAIZE 2 Q8W2B7_MAIZE; B6TT67_MAIZE 

ADF3_MAIZE 2 ADF3_MAIZE; B4FEJ6_MAIZE 

B2Y0K4_MAIZE 2 B2Y0K4_MAIZE; B6TI69_MAIZE 

B6U6T8_MAIZE 2 B6U6T8_MAIZE; B4F9M6_MAIZE 

B4FA10_MAIZE 2 B4FA10_MAIZE; B6TA74_MAIZE 

B4FAW1_MAIZE 2 B4FAW1_MAIZE; B6UFD1_MAIZE 

B4FCI9_MAIZE 2 B4FCI9_MAIZE; B6THG0_MAIZE 

B4FCK9_MAIZE 2 B4FCK9_MAIZE; B6T1R0_MAIZE 

B4FCV1_MAIZE 2 B4FCV1_MAIZE; B6T6F9_MAIZE 

B4FEA2_MAIZE 2 B4FEA2_MAIZE; B6TA90_MAIZE 

B4FFL1_MAIZE 2 B4FFL1_MAIZE; B6TNW1_MAIZE 

B4FHH2_MAIZE 2 B4FHH2_MAIZE; B6SK49_MAIZE 

B4FID6_MAIZE 2 B4FID6_MAIZE; B6TJD7_MAIZE 

B4FIS8_MAIZE 2 B4FIS8_MAIZE; B6U9B3_MAIZE 

B4FKM4_MAIZE 2 B4FKM4_MAIZE; B6ST87_MAIZE 

B4FML9_MAIZE 2 B4FML9_MAIZE; B6UI91_MAIZE 

B4FPZ7_MAIZE 2 B4FPZ7_MAIZE; B6T6L7_MAIZE 

B4FQ20_MAIZE 2 B4FQ20_MAIZE; B4FB04_MAIZE 
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B4FQ61_MAIZE 2 B4FQ61_MAIZE; B6SJ13_MAIZE 

B4F869_MAIZE 2 B4F869_MAIZE; B4FQC9_MAIZE 

B4FSW2_MAIZE 2 B4FSW2_MAIZE; B6T291_MAIZE 

B4FSZ8_MAIZE 2 B4FSZ8_MAIZE; B6U3M0_MAIZE 

B4FTP4_MAIZE 2 B4FTP4_MAIZE; B6TG89_MAIZE 

B4FUH1_MAIZE 2 B4FUH1_MAIZE; B6TGP6_MAIZE 

B4FVD6_MAIZE 2 B4FVD6_MAIZE; B6TH59_MAIZE 

B4G019_MAIZE 2 B4G019_MAIZE; B6U4E6_MAIZE 

B6SGF3_MAIZE 2 B6SGF3_MAIZE; B6SMS4_MAIZE 

B6SGV9_MAIZE 2 B6SGV9_MAIZE; B6T8D8_MAIZE 

B6STJ0_MAIZE 2 B6STJ0_MAIZE; B6T9D8_MAIZE 

B6STV2_MAIZE 2 B6STV2_MAIZE; Q5XTZ4_MAIZE 

B6SU00_MAIZE 2 B6SU00_MAIZE; B6UGY5_MAIZE 

B6SU31_MAIZE 2 B6SU31_MAIZE; Q7FS88_MAIZE 

B6T2E1_MAIZE 2 B6T2E1_MAIZE; Q5IBC6_MAIZE 

B6T2S0_MAIZE 2 B6T2S0_MAIZE; B4FES0_MAIZE 

B6T346_MAIZE 2 B6T346_MAIZE; B6TE07_MAIZE 

B6T828_MAIZE 2 B6T828_MAIZE; B6T2E6_MAIZE 

B6TI68_MAIZE 2 B6TI68_MAIZE; B4FEG8_MAIZE 

B6TP06_MAIZE 2 B6TP06_MAIZE; B6UIJ5_MAIZE 

B6TXF8_MAIZE 2 B6TXF8_MAIZE; B6SQF1_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6UBJ6_MAIZE 2 B6UBJ6_MAIZE; B6SP52_MAIZE 

P93644_MAIZE 2 P93644_MAIZE; Q9T0N7_MAIZE 

Q575Z7_MAIZE 2 Q575Z7_MAIZE; B4FVN0_MAIZE 

Q9FQA3_MAIZE 2 Q9FQA3_MAIZE; Q9FQB6_MAIZE 

Q9ZRQ5_MAIZE 2 Q9ZRQ5_MAIZE; B4FYS4_MAIZE 

B4F9X0_MAIZE 2 B4F9X0_MAIZE; B6SQF4_MAIZE 

B4FBF2_MAIZE 2 B4FBF2_MAIZE; B4FU35_MAIZE 

B4FFK9_MAIZE 2 B4FFK9_MAIZE; B6UGG7_MAIZE 

B4FG11_MAIZE 2 B4FG11_MAIZE; B6U6T6_MAIZE 

B4FJ16_MAIZE 2 B4FJ16_MAIZE; B4FAB1_MAIZE 

B4FKD4_MAIZE 2 B4FKD4_MAIZE; B6TL67_MAIZE 

B4FTJ6_MAIZE 2 B4FTJ6_MAIZE; O80413_MAIZE 

B4FWD0_MAIZE 2 B4FWD0_MAIZE; B6U474_MAIZE 

B4FX40_MAIZE 2 B4FX40_MAIZE; CYSP1_MAIZE 

B6SII7_MAIZE 2 B6SII7_MAIZE; B4FHP4_MAIZE 

B6SMC1_MAIZE 2 B6SMC1_MAIZE; B6TYJ4_MAIZE 

B6T7J1_MAIZE 2 B6T7J1_MAIZE; B6TVY5_MAIZE 

B6TDM3_MAIZE 2 B6TDM3_MAIZE; B6U7P5_MAIZE 

B6TG38_MAIZE 2 B6TG38_MAIZE; Q8RUV2_MAIZE 

B6THH6_MAIZE 2 B6THH6_MAIZE; B4FIY0_MAIZE 

B6TJT9_MAIZE 2 B6TJT9_MAIZE; B6TWT7_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TKX6_MAIZE 2 B6TKX6_MAIZE; Q9ZQY3_MAIZE 

B6TL91_MAIZE 2 B6TL91_MAIZE; B6U1V4_MAIZE 

B6TUV0_MAIZE 2 B6TUV0_MAIZE; B6TGW6_MAIZE 

B6U134_MAIZE 2 B6U134_MAIZE; B4F8Z7_MAIZE 

ILVB1_MAIZE 2 ILVB1_MAIZE; B6U4G3_MAIZE 

O50015_MAIZE 2 O50015_MAIZE; Q5G1U0_MAIZE 

Q2MJJ9_MAIZE 2 Q2MJJ9_MAIZE; B6T1V0_MAIZE 

Q6LCT7_MAIZE 2 Q6LCT7_MAIZE; RS27A_MAIZE 

B4F871_MAIZE 2 B4F871_MAIZE; B4FPM1_MAIZE 

B4F9T3_MAIZE 2 B4F9T3_MAIZE; B6T772_MAIZE 

B4FF65_MAIZE 2 B4FF65_MAIZE; B6T429_MAIZE 

B6TFF6_MAIZE 2 B6TFF6_MAIZE; B4FFA7_MAIZE 

B4FFM6_MAIZE 2 B4FFM6_MAIZE; B6SUU1_MAIZE 

B4FFZ2_MAIZE 2 B4FFZ2_MAIZE; B6TF69_MAIZE 

B4FMP6_MAIZE 2 B4FMP6_MAIZE; B6TAU0_MAIZE 

B4FNQ8_MAIZE 2 B4FNQ8_MAIZE; B6T739_MAIZE 

B4FP25_MAIZE 2 B4FP25_MAIZE; B6T3G4_MAIZE 

B4FQS7_MAIZE 2 B4FQS7_MAIZE; B6TYI7_MAIZE 

B4FR08_MAIZE 2 B4FR08_MAIZE; B6TXI4_MAIZE 

B4FS26_MAIZE 2 B4FS26_MAIZE; B6SJH0_MAIZE 

B4FSN1_MAIZE 2 B4FSN1_MAIZE; B6TCA2_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FUA9_MAIZE 2 B4FUA9_MAIZE; B6T6B8_MAIZE 

B4FUS2_MAIZE 2 B4FUS2_MAIZE; B6SQS0_MAIZE 

B4FY83_MAIZE 2 B4FY83_MAIZE; B6U0D4_MAIZE 

B4G286_MAIZE 2 B4G286_MAIZE; B6UII8_MAIZE 

B6ST71_MAIZE 2 B6ST71_MAIZE; B6U601_MAIZE 

B6T3Y2_MAIZE 2 B6T3Y2_MAIZE; B6TLN7_MAIZE 

B6T6L0_MAIZE 2 B6T6L0_MAIZE; B4FG49_MAIZE 

B6TBT3_MAIZE 2 B6TBT3_MAIZE; B6TVY3_MAIZE 

B6TJB6_MAIZE 2 B6TJB6_MAIZE; B6TWC8_MAIZE 

B6TMG4_MAIZE 2 B6TMG4_MAIZE; B6TT39_MAIZE 

B6TPE4_MAIZE 2 B6TPE4_MAIZE; B4FF62_MAIZE 

FRI1_MAIZE 2 FRI1_MAIZE; B4FB91_MAIZE 

Q5K097_MAIZE 2 Q5K097_MAIZE; Q6R9L0_MAIZE 

Q6JAH6_MAIZE 2 Q6JAH6_MAIZE; B6TR92_MAIZE 

B4F9D4_MAIZE 2 B4F9D4_MAIZE; B6SW95_MAIZE 

B4FAK9_MAIZE 2 B4FAK9_MAIZE; B6TS56_MAIZE 

B4FFV2_MAIZE 2 B4FFV2_MAIZE; B6T648_MAIZE 

B4FRQ7_MAIZE 2 B4FRQ7_MAIZE; B6SSG1_MAIZE 

B4FWI4_MAIZE 2 B4FWI4_MAIZE; B6SKK1_MAIZE 

B6SRL9_MAIZE 2 B6SRL9_MAIZE; B6T0C8_MAIZE 

B6SXW4_MAIZE 2 B6SXW4_MAIZE; B6SWD5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TKK2_MAIZE 2 B6TKK2_MAIZE; B6TXN5_MAIZE 

B6TQ98_MAIZE 2 B6TQ98_MAIZE; B6SNE7_MAIZE 

B6TQC0_MAIZE 2 B6TQC0_MAIZE; B4G144_MAIZE 

B6TYG2_MAIZE 2 B6TYG2_MAIZE; B4FCT3_MAIZE 

O64960_MAIZE 2 O64960_MAIZE; B6T649_MAIZE 

Q49HE2_MAIZE 2 Q49HE2_MAIZE; B6U6R3_MAIZE 

Q9SAQ3_MAIZE 2 Q9SAQ3_MAIZE; B6SYT8_MAIZE 

B4FFX7_MAIZE 2 B4FFX7_MAIZE; B6U4K8_MAIZE 

B4FNM4_MAIZE 2 B4FNM4_MAIZE; RLA0_MAIZE 

B4FSR6_MAIZE 2 B4FSR6_MAIZE; Q9FQB8_MAIZE 

B4FT62_MAIZE 2 B4FT62_MAIZE; IN22_MAIZE 

B4FUA7_MAIZE 2 B4FUA7_MAIZE; B6TXC0_MAIZE 

B4FVN5_MAIZE 2 B4FVN5_MAIZE; B4FTG3_MAIZE 

B4G066_MAIZE 2 B4G066_MAIZE; B6U621_MAIZE 

B4G0U0_MAIZE 2 B4G0U0_MAIZE; B6T9Q5_MAIZE 

B6TD69_MAIZE 2 B6TD69_MAIZE; B6SNV5_MAIZE 

B6T2Y1_MAIZE 2 B6T2Y1_MAIZE; B6SJI2_MAIZE 

B6T769_MAIZE 2 B6T769_MAIZE; B6TRG1_MAIZE 

B6TBW4_MAIZE 2 B6TBW4_MAIZE; B6SK24_MAIZE 

B6TFN1_MAIZE 2 B6TFN1_MAIZE; B6T4R2_MAIZE 

B6TII5_MAIZE 2 B6TII5_MAIZE; B6TMX0_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TMJ8_MAIZE 2 B6TMJ8_MAIZE; B6TJU5_MAIZE 

B6TR05_MAIZE 2 B6TR05_MAIZE; B4FZU5_MAIZE 

B6TWN7_MAIZE 2 B6TWN7_MAIZE; B4FRE1_MAIZE 

B6U0I0_MAIZE 2 B6U0I0_MAIZE; B4FXG9_MAIZE 

B6UCR8_MAIZE 2 B6UCR8_MAIZE; B6TGF0_MAIZE 

B6UDC2_MAIZE 2 B6UDC2_MAIZE; B4FD91_MAIZE 

AMYB_MAIZE 2 AMYB_MAIZE; Q9SYS1_MAIZE 

B4F8E9_MAIZE 2 B4F8E9_MAIZE; B6TNA7_MAIZE 

B4F8V9_MAIZE 2 B4F8V9_MAIZE; B6T349_MAIZE 

B4FG39_MAIZE 2 B4FG39_MAIZE; B6TZQ7_MAIZE 

B4FI76_MAIZE 2 B4FI76_MAIZE; B6TCW2_MAIZE 

B4FJX6_MAIZE 2 B4FJX6_MAIZE; B6SZZ9_MAIZE 

B4FNT1_MAIZE 2 B4FNT1_MAIZE; B6SIJ5_MAIZE 

B4FWX5_MAIZE 2 B4FWX5_MAIZE; B6U2A1_MAIZE 

B4G194_MAIZE 2 B4G194_MAIZE; B6SRH0_MAIZE 

B6SRE7_MAIZE 2 B6SRE7_MAIZE; B6TEQ6_MAIZE 

B6TE13_MAIZE 2 B6TE13_MAIZE; B6TA77_MAIZE 

B6TRL2_MAIZE 2 B6TRL2_MAIZE; Q94IQ9_MAIZE 

B6U8U1_MAIZE 2 B6U8U1_MAIZE; B6TVX8_MAIZE 

EIF3A_MAIZE 2 EIF3A_MAIZE; B4FGC9_MAIZE 

B4FAD4_MAIZE 2 B4FAD4_MAIZE; B6TRT2_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FM96_MAIZE 2 B4FM96_MAIZE; B4FNK0_MAIZE 

B4G0V4_MAIZE 2 B4G0V4_MAIZE; B6TDR8_MAIZE 

B6SIF5_MAIZE 2 B6SIF5_MAIZE; B6UE22_MAIZE 

B6SSB6_MAIZE 2 B6SSB6_MAIZE; B4FL60_MAIZE 

B6TS22_MAIZE 2 B6TS22_MAIZE; B4FFG8_MAIZE 

B6U666_MAIZE 2 B6U666_MAIZE; B6THB9_MAIZE 

Q5EUD5_MAIZE 2 Q5EUD5_MAIZE; B6T760_MAIZE 

B4FBV8_MAIZE 2 B4FBV8_MAIZE; B6TZ27_MAIZE 

B4FH57_MAIZE 2 B4FH57_MAIZE; B4FSJ2_MAIZE 

B4FIH9_MAIZE 2 B4FIH9_MAIZE; B6TYF9_MAIZE 

B4FRC9_MAIZE 2 B4FRC9_MAIZE; B4FP73_MAIZE 

B4FRJ1_MAIZE 2 B4FRJ1_MAIZE; B6TEC0_MAIZE 

B4FSS8_MAIZE 2 B4FSS8_MAIZE; B4FVS9_MAIZE 

B4FUI0_MAIZE 2 B4FUI0_MAIZE; B6TAE1_MAIZE 

B4FVH1_MAIZE 2 B4FVH1_MAIZE; B6TGF1_MAIZE 

B6T2T0_MAIZE 2 B6T2T0_MAIZE; Q9XGW8_MAIZE 

B6TGL7_MAIZE 2 B6TGL7_MAIZE; B6T7U4_MAIZE 

B6TM55_MAIZE 2 B6TM55_MAIZE; UC36_MAIZE 

B6TPP7_MAIZE 2 B6TPP7_MAIZE; B4FQG5_MAIZE 

B6U9S6_MAIZE 2 B6U9S6_MAIZE; B4FS18_MAIZE 

B4FHJ2_MAIZE 2 B4FHJ2_MAIZE; B6TF15_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FKM1_MAIZE 2 B4FKM1_MAIZE; B6STR7_MAIZE 

B4FRI1_MAIZE 2 B4FRI1_MAIZE; B6TXR8_MAIZE 

B4FSJ1_MAIZE 2 B4FSJ1_MAIZE; B4FRS0_MAIZE 

B4FT23_MAIZE 2 B4FT23_MAIZE; B6U971_MAIZE 

B4G029_MAIZE 2 B4G029_MAIZE; B6THN1_MAIZE 

B4G1C2_MAIZE 2 B4G1C2_MAIZE; B6U6L4_MAIZE 

B6SJN5_MAIZE 2 B6SJN5_MAIZE; B6TFG5_MAIZE 

B6T904_MAIZE 2 B6T904_MAIZE; B4FGF7_MAIZE 

B6UHU1_MAIZE 2 B6UHU1_MAIZE; CATA1_MAIZE 

B6UIE1_MAIZE 2 B6UIE1_MAIZE; B6STR1_MAIZE 

CYSK_MAIZE 2 CYSK_MAIZE; B6T4K2_MAIZE 

O50018_MAIZE 2 O50018_MAIZE; EF1A_MAIZE 

B4F9G1_MAIZE 2 B4F9G1_MAIZE; B6TI57_MAIZE 

B4FJE0_MAIZE 2 B4FJE0_MAIZE; B4F8U2_MAIZE 

B6SHF8_MAIZE 2 B6SHF8_MAIZE; B4FEP0_MAIZE 

B6TJ78_MAIZE 2 B6TJ78_MAIZE; B6TEQ0_MAIZE 

Q5EBY7_MAIZE 2 Q5EBY7_MAIZE; Q41817_MAIZE 

Q5GAU1_MAIZE 2 Q5GAU1_MAIZE; Q5GAQ3_MAIZE 

TBA3_MAIZE 2 TBA3_MAIZE; B6SUN3_MAIZE 

B4F917_MAIZE 2 B4F917_MAIZE; B6T5J4_MAIZE 

B4F9J5_MAIZE 2 B4F9J5_MAIZE; DHE3_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FBJ5_MAIZE 2 B4FBJ5_MAIZE; SCRK1_MAIZE 

B6TRR5_MAIZE 2 B6TRR5_MAIZE; Q8W520_MAIZE 

B4FAK8_MAIZE 2 B4FAK8_MAIZE; Q41798_MAIZE 

B4FBC2_MAIZE 2 B4FBC2_MAIZE; B6T588_MAIZE 

B4FF24_MAIZE 2 B4FF24_MAIZE; B6UIR3_MAIZE 

B4FRG1_MAIZE 2 B4FRG1_MAIZE; 1433X_MAIZE 

B4FX25_MAIZE 2 B4FX25_MAIZE; B6U219_MAIZE 

B4FZU8_MAIZE 2 B4FZU8_MAIZE; B6U5H4_MAIZE 

Q5EUD0_MAIZE 2 Q5EUD0_MAIZE; B6U798_MAIZE 

B4FUK7_MAIZE 2 B4FUK7_MAIZE; B6SS31_MAIZE 

B6UFB3_MAIZE 2 B6UFB3_MAIZE; B6SM23_MAIZE 

O22453_MAIZE 2 O22453_MAIZE; B6T9P3_MAIZE 

B4FZU9_MAIZE 2 B4FZU9_MAIZE; B6TFJ1_MAIZE 

B4FW68_MAIZE 2 B4FW68_MAIZE; B6U0Z0_MAIZE 

B4G0N0_MAIZE 2 B4G0N0_MAIZE; G6PI_MAIZE 

B6SGB6_MAIZE 2 B6SGB6_MAIZE; B6SWJ4_MAIZE 

B6TI78_MAIZE 2 B6TI78_MAIZE; B6U100_MAIZE 

B6U1C4_MAIZE 2 B6U1C4_MAIZE; B6UCE8_MAIZE 

HSP70_MAIZE 2 HSP70_MAIZE; Q9S9I7_MAIZE 

PURA_MAIZE 2 PURA_MAIZE; B4FTW9_MAIZE 

Q43712_MAIZE 2 Q43712_MAIZE; CALR_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FQX1_MAIZE 2 B4FQX1_MAIZE; UPTG_MAIZE 

B6SRL2_MAIZE 2 B6SRL2_MAIZE; B4FX13_MAIZE 

B6UDG4_MAIZE 2 B6UDG4_MAIZE; B4FJI7_MAIZE 

ATPAM_MAIZE 2 ATPAM_MAIZE; Q6R987_MAIZE 

B4FBJ7_MAIZE 2 B4FBJ7_MAIZE; B4G1X9_MAIZE 

B4FQP4_MAIZE 2 B4FQP4_MAIZE; Q6Q297_MAIZE 

B4FBK3_MAIZE 2 B4FBK3_MAIZE; IF4A_MAIZE 

B4FQC6_MAIZE 2 B4FQC6_MAIZE; B6SWT4_MAIZE 

B6T3P9_MAIZE 2 B6T3P9_MAIZE; ENO2_MAIZE 

B6T4R3_MAIZE 2 B6T4R3_MAIZE; B4F8W6_MAIZE 

B6T8X5_MAIZE 2 B6T8X5_MAIZE; B4F8E0_MAIZE 

B4FRH8_MAIZE 2 B4FRH8_MAIZE; P93636_MAIZE 

B6SXW8_MAIZE 2 B6SXW8_MAIZE; B6TCB3_MAIZE 

B6T9C0_MAIZE 2 B6T9C0_MAIZE; B6UHI4_MAIZE 

O81237_MAIZE 2 O81237_MAIZE; Q9SBJ2_MAIZE 

TKTC_MAIZE 2 TKTC_MAIZE; B6UCC2_MAIZE 

PLDA1_MAIZE 2 PLDA1_MAIZE; B6SUW0_MAIZE 

B4G0K4_MAIZE 2 B4G0K4_MAIZE; B6TB67_MAIZE 

B6T8X9_MAIZE 2 B6T8X9_MAIZE; B6UD10_MAIZE 

B4FHT1_MAIZE 2 B4FHT1_MAIZE; Q43864_MAIZE 

B6T9P0_MAIZE 2 B6T9P0_MAIZE; B6UB31_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6U4A3_MAIZE 2 B6U4A3_MAIZE; B4FXX3_MAIZE 

B4FQM2_MAIZE 2 B4FQM2_MAIZE; A7XFT7_MAIZE 

B6TB25_MAIZE 2 B6TB25_MAIZE; B6U1C9_MAIZE 

VATA_MAIZE 2 VATA_MAIZE; B6UCY3_MAIZE 

B6U0V6_MAIZE 2 B6U0V6_MAIZE; B6THK7_MAIZE 

MTHR1_MAIZE 2 MTHR1_MAIZE; B6U4Q6_MAIZE 

B4FWJ8_MAIZE 2 B4FWJ8_MAIZE; BIP3_MAIZE 

B4FW90_MAIZE 2 B4FW90_MAIZE; BIP2_MAIZE 

B6U1D7_MAIZE 2 B6U1D7_MAIZE; Q33293_MAIZE 

B6UF55_MAIZE 2 B6UF55_MAIZE; B4FPU3_MAIZE 

A0FDH4_MAIZE 3 A0FDH4_MAIZE; Q9LL87_MAIZE; B4FV82_MAIZE 

B4F7S2_MAIZE 3 B4F7S2_MAIZE; B4FN23_MAIZE; B6SJK9_MAIZE 

B6TI13_MAIZE 3 B6TI13_MAIZE; B4F7T1_MAIZE; B6UB95_MAIZE 

B4F8Z3_MAIZE 3 B4F8Z3_MAIZE; B4FLB2_MAIZE; B4FG97_MAIZE 

B4F9P6_MAIZE 3 B4F9P6_MAIZE; B6U333_MAIZE; B4G0J8_MAIZE 

B4FA75_MAIZE 3 B4FA75_MAIZE; B4FJH8_MAIZE; B4G1J7_MAIZE 

B4FAE2_MAIZE 3 B4FAE2_MAIZE; B6SYD7_MAIZE; B6SS27_MAIZE 

B4FLF5_MAIZE 3 B4FLF5_MAIZE; B4FAS7_MAIZE; B4FJA7_MAIZE 

B6THD2_MAIZE 3 B6THD2_MAIZE; B4FAW5_MAIZE; B6TS70_MAIZE 

B4FB36_MAIZE 3 B4FB36_MAIZE; B6U486_MAIZE; B6UBH9_MAIZE 

B4FB54_MAIZE 3 B4FB54_MAIZE; B6TVI1_MAIZE; B6TLJ0_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6THW9_MAIZE 3 B6THW9_MAIZE; B4FBM0_MAIZE; B6TET0_MAIZE 

B4FBU5_MAIZE 3 B4FBU5_MAIZE; B6T2D2_MAIZE; B4FFU3_MAIZE 

B4FCR1_MAIZE 3 B4FCR1_MAIZE; B6U3P9_MAIZE; B4FI60_MAIZE 

B4FDW2_MAIZE 3 B4FDW2_MAIZE; B6T731_MAIZE; B4FKA1_MAIZE 

B6ST21_MAIZE 3 B6ST21_MAIZE; B6UA62_MAIZE; B4FE68_MAIZE 

B4FEN5_MAIZE 3 B4FEN5_MAIZE; B4FI63_MAIZE; B6TRX0_MAIZE 

B4FHJ8_MAIZE 3 B4FHJ8_MAIZE; B6TGB9_MAIZE; B4FEN7_MAIZE 

B4FF26_MAIZE 3 B4FF26_MAIZE; B6UEZ8_MAIZE; B6UCL7_MAIZE 

B4FFJ4_MAIZE 3 B4FFJ4_MAIZE; B4G1X1_MAIZE; B6UAT4_MAIZE 

B4FHM1_MAIZE 3 B4FHM1_MAIZE; B6SWR9_MAIZE; B6TKU5_MAIZE 

B4FPL8_MAIZE 3 B4FPL8_MAIZE; B4FIB6_MAIZE; B6TNN8_MAIZE 

B4FJ97_MAIZE 3 B4FJ97_MAIZE; B6TDI6_MAIZE; B4FV97_MAIZE 

B4FJG4_MAIZE 3 B4FJG4_MAIZE; B6UDG2_MAIZE; B6TZT5_MAIZE 

B6TQ47_MAIZE 3 B6TQ47_MAIZE; B4FK03_MAIZE; B6T9G7_MAIZE 

B6UD68_MAIZE 3 B6UD68_MAIZE; Q9SE92_MAIZE; B4FLE8_MAIZE 

B4FN02_MAIZE 3 B4FN02_MAIZE; B4FTN1_MAIZE; B6SI18_MAIZE 

B4FN06_MAIZE 3 B4FN06_MAIZE; B6UHP9_MAIZE; B6SJN6_MAIZE 

B4FPJ2_MAIZE 3 B4FPJ2_MAIZE; B4FIF0_MAIZE; B6T0N0_MAIZE 

B4FPN9_MAIZE 3 B4FPN9_MAIZE; B4G1Y4_MAIZE; B6T8U4_MAIZE 

B4FQ58_MAIZE 3 B4FQ58_MAIZE; B4FTQ1_MAIZE; B6TCN1_MAIZE 

B6T325_MAIZE 3 B6T325_MAIZE; B4FQL0_MAIZE; B6T652_MAIZE 



ID best hit # of 
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B4FQY1_MAIZE 3 B4FQY1_MAIZE; PRMS_MAIZE; B6T758_MAIZE 

B6T6H4_MAIZE 3 B6T6H4_MAIZE; B6T3L2_MAIZE; B4FRG6_MAIZE 

B4FTQ0_MAIZE 3 B4FTQ0_MAIZE; B6SMW1_MAIZE; B4FCM4_MAIZE 

B6U6U3_MAIZE 3 B6U6U3_MAIZE; B4FV29_MAIZE; B6SHQ3_MAIZE 

B4FYF0_MAIZE 3 B4FYF0_MAIZE; B4G167_MAIZE; B6TK12_MAIZE 

B4FYX0_MAIZE 3 B4FYX0_MAIZE; B4FLN7_MAIZE; B6SQ27_MAIZE 

B6SGP7_MAIZE 3 B6SGP7_MAIZE; B6TTP1_MAIZE; NLTP_MAIZE 

B6SGY3_MAIZE 3 B6SGY3_MAIZE; TIP32_MAIZE; TIP31_MAIZE 

B6SIC9_MAIZE 3 B6SIC9_MAIZE; B6THI7_MAIZE; B6SI51_MAIZE 

Q4FZ47_MAIZE 3 Q4FZ47_MAIZE; B6SIE7_MAIZE; Q4A1J1_MAIZE 

B6SII9_MAIZE 3 B6SII9_MAIZE; B6SKB6_MAIZE; B6U4T3_MAIZE 

B6SJ37_MAIZE 3 B6SJ37_MAIZE; B6SJD3_MAIZE; B6TFU4_MAIZE 

B6SLN4_MAIZE 3 B6SLN4_MAIZE; B6TSZ9_MAIZE; B6TTM6_MAIZE 

B6SNU7_MAIZE 3 B6SNU7_MAIZE; B6T799_MAIZE; B6SKQ7_MAIZE 

B6SPB6_MAIZE 3 B6SPB6_MAIZE; B6STC0_MAIZE; B6TB44_MAIZE 

B6SQF9_MAIZE 3 B6SQF9_MAIZE; B6TNG8_MAIZE; B6TWV0_MAIZE 

B6SQL2_MAIZE 3 B6SQL2_MAIZE; B6TS88_MAIZE; B6TG80_MAIZE 

B6SUS5_MAIZE 3 B6SUS5_MAIZE; B4FE73_MAIZE; B6TE63_MAIZE 

B6U9L3_MAIZE 3 B6U9L3_MAIZE; B6T2C0_MAIZE; B6TTC1_MAIZE 

B6T570_MAIZE 3 B6T570_MAIZE; B4FL40_MAIZE; B6UIF2_MAIZE 

B6T895_MAIZE 3 B6T895_MAIZE; B6U9M4_MAIZE; B6TPN8_MAIZE 



ID best hit # of 
Proteins Protein IDs 

Q94F76_MAIZE 3 Q94F76_MAIZE; B6T8D0_MAIZE; B4FD75_MAIZE 

B6T9B1_MAIZE 3 B6T9B1_MAIZE; B4FR22_MAIZE; B6SUA1_MAIZE 

B6TCA9_MAIZE 3 B6TCA9_MAIZE; B4FVU6_MAIZE; B6T5Y3_MAIZE 

B6TFG3_MAIZE 3 B6TFG3_MAIZE; B6UAE7_MAIZE; B6U1I4_MAIZE 

B6THD4_MAIZE 3 B6THD4_MAIZE; Q6PPF8_MAIZE; B4FE16_MAIZE 

B6TSL5_MAIZE 3 B6TSL5_MAIZE; B6U019_MAIZE; B4G084_MAIZE 

B6TZ24_MAIZE 3 B6TZ24_MAIZE; B6T9C2_MAIZE; B6T1Z7_MAIZE 

B6U5Q2_MAIZE 3 B6U5Q2_MAIZE; B4FKP6_MAIZE; B6SWL4_MAIZE 

B6UDV3_MAIZE 3 B6UDV3_MAIZE; B6SXE9_MAIZE; B6TFW6_MAIZE 

O24582_MAIZE 3 O24582_MAIZE; Q9SWH6_MAIZE; B6T3J0_MAIZE 

Q5GAV6_MAIZE 3 Q5GAV6_MAIZE; Q5GAR8_MAIZE; B6THA8_MAIZE 

Q8W514_MAIZE 3 Q8W514_MAIZE; B6TK67_MAIZE; B6SMY2_MAIZE 

B4F906_MAIZE 3 B4F906_MAIZE; B6U4G0_MAIZE; B4FXM7_MAIZE 

B4F9U6_MAIZE 3 B4F9U6_MAIZE; B4F7X5_MAIZE; B6TG01_MAIZE 

B6TP17_MAIZE 3 B6TP17_MAIZE; B4F9Z6_MAIZE; B6SQQ8_MAIZE 

B4FBG7_MAIZE 3 B4FBG7_MAIZE; B6TNJ6_MAIZE; B6U668_MAIZE 

B6TMC1_MAIZE 3 B6TMC1_MAIZE; B4FBH1_MAIZE; B6TEQ2_MAIZE 

B4FLU0_MAIZE 3 B4FLU0_MAIZE; B4FC18_MAIZE; B6SMF2_MAIZE 

B4FH20_MAIZE 3 B4FH20_MAIZE; B6T6V4_MAIZE; B6SIK9_MAIZE 

B4FH43_MAIZE 3 B4FH43_MAIZE; B6SNF3_MAIZE; B6SNQ1_MAIZE 

B4FK28_MAIZE 3 B4FK28_MAIZE; B6TAS3_MAIZE; B6T6W4_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FKG5_MAIZE 3 B4FKG5_MAIZE; A8IK82_MAIZE; B4G0Q9_MAIZE 

B6SUV2_MAIZE 3 B6SUV2_MAIZE; B4FM93_MAIZE; B4FYG4_MAIZE 

B4FMH4_MAIZE 3 B4FMH4_MAIZE; B6TLK0_MAIZE; B6TH50_MAIZE 

B4FPC9_MAIZE 3 B4FPC9_MAIZE; B6TDG5_MAIZE; B6TGL4_MAIZE 

B4FY50_MAIZE 3 B4FY50_MAIZE; B4FRJ8_MAIZE; B6TAJ9_MAIZE 

B4FRQ1_MAIZE 3 B4FRQ1_MAIZE; B6T4U3_MAIZE; B6TCH0_MAIZE 

B4FXD7_MAIZE 3 B4FXD7_MAIZE; B4FS54_MAIZE; B6TPE7_MAIZE 

B4FSK8_MAIZE 3 B4FSK8_MAIZE; B6T309_MAIZE; B6UE21_MAIZE 

B4FSR0_MAIZE 3 B4FSR0_MAIZE; B6TFG1_MAIZE; B4FJH6_MAIZE 

B4FTP0_MAIZE 3 B4FTP0_MAIZE; B6SJ81_MAIZE; B6T5N9_MAIZE 

B4FU36_MAIZE 3 B4FU36_MAIZE; B6TEP2_MAIZE; B6UGA7_MAIZE 

B4FUT3_MAIZE 3 B4FUT3_MAIZE; B6TVW2_MAIZE; B4FZ05_MAIZE 

B4FVE1_MAIZE 3 B4FVE1_MAIZE; B6UDE7_MAIZE; B4FV07_MAIZE 

B4FV90_MAIZE 3 B4FV90_MAIZE; B6TLQ4_MAIZE; B6TLW5_MAIZE 

B4FX41_MAIZE 3 B4FX41_MAIZE; B6T964_MAIZE; B6SQ52_MAIZE 

O24560_MAIZE 3 O24560_MAIZE; B4FZ07_MAIZE; B6SJE0_MAIZE 

B4FZF8_MAIZE 3 B4FZF8_MAIZE; B6TVH8_MAIZE; B4FNA9_MAIZE 

B4G0R1_MAIZE 3 B4G0R1_MAIZE; B6TLW2_MAIZE; B6TT33_MAIZE 

B6SL60_MAIZE 3 B6SL60_MAIZE; B6SGH4_MAIZE; B6TEV7_MAIZE 

B6SGK3_MAIZE 3 B6SGK3_MAIZE; B6TDG8_MAIZE; B6U7F4_MAIZE 

B6SGQ1_MAIZE 3 B6SGQ1_MAIZE; B6SWX8_MAIZE; Q32SG1_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SHJ5_MAIZE 3 B6SHJ5_MAIZE; B6SIY6_MAIZE; B6TXV2_MAIZE 

B6SIV4_MAIZE 3 B6SIV4_MAIZE; B6T7Y0_MAIZE; B6U5H6_MAIZE 

B6SJQ5_MAIZE 3 B6SJQ5_MAIZE; B6SRG7_MAIZE; B6T1R1_MAIZE 

B6SPA1_MAIZE 3 B6SPA1_MAIZE; B6SMB0_MAIZE; B6U974_MAIZE 

B6SPZ8_MAIZE 3 B6SPZ8_MAIZE; B6TVP5_MAIZE; B6T9E2_MAIZE 

B6SQN8_MAIZE 3 B6SQN8_MAIZE; B6SQ98_MAIZE; B6T6T1_MAIZE 

B6SUM0_MAIZE 3 B6SUM0_MAIZE; B6U336_MAIZE; B6TAR0_MAIZE 

B6SXA8_MAIZE 3 B6SXA8_MAIZE; B6UE79_MAIZE; B6UD21_MAIZE 

B6T0D7_MAIZE 3 B6T0D7_MAIZE; B6U636_MAIZE; B6SXD2_MAIZE 

B6T5R2_MAIZE 3 B6T5R2_MAIZE; B6SPI4_MAIZE; B6T224_MAIZE 

B6T6Q7_MAIZE 3 B6T6Q7_MAIZE; B6T7U2_MAIZE; B6TKY6_MAIZE 

B6T882_MAIZE 3 B6T882_MAIZE; B6UGU6_MAIZE; B6TJP0_MAIZE 

B6T8I3_MAIZE 3 B6T8I3_MAIZE; B4G233_MAIZE; B4G1B5_MAIZE 

B6T9P5_MAIZE 3 B6T9P5_MAIZE; Q9MAY9_MAIZE; B4FDC5_MAIZE 

B6TB11_MAIZE 3 B6TB11_MAIZE; B6SMI0_MAIZE; B6TPU3_MAIZE 

B6TD26_MAIZE 3 B6TD26_MAIZE; B6SV54_MAIZE; B4FUN7_MAIZE 

B6TDW6_MAIZE 3 B6TDW6_MAIZE; B6TSF8_MAIZE; B4G1S7_MAIZE 

B6TFW9_MAIZE 3 B6TFW9_MAIZE; B6TL00_MAIZE; B4FU75_MAIZE 

B6TGW1_MAIZE 3 B6TGW1_MAIZE; B6SNA2_MAIZE; B6SI17_MAIZE 

B6TKK1_MAIZE 3 B6TKK1_MAIZE; B4FN09_MAIZE; B6TJZ9_MAIZE 

B6TL71_MAIZE 3 B6TL71_MAIZE; B4FFV4_MAIZE; B6U0E8_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TT08_MAIZE 3 B6TT08_MAIZE; B6U3K7_MAIZE; B6T197_MAIZE 

B6U5C0_MAIZE 3 B6U5C0_MAIZE; B6TTS3_MAIZE; B6TN09_MAIZE 

B6U821_MAIZE 3 B6U821_MAIZE; B6SUA3_MAIZE; B6TLV2_MAIZE 

B6UDU2_MAIZE 3 B6UDU2_MAIZE; B6T2H4_MAIZE; B6UC26_MAIZE 

Q9FQC6_MAIZE 3 Q9FQC6_MAIZE; Q9FQC7_MAIZE; Q9FQD0_MAIZE 

Q9S822_MAIZE 3 Q9S822_MAIZE; Q6RYQ7_MAIZE; Q9SYS9_MAIZE 

Q9ST24_MAIZE 3 Q9ST24_MAIZE; Q9ZWI5_MAIZE; B6UFY2_MAIZE 

B0ZBJ2_MAIZE 3 B0ZBJ2_MAIZE; Q94EV7_MAIZE; B6SPS6_MAIZE 

B4F8J8_MAIZE 3 B4F8J8_MAIZE; B6TK43_MAIZE; B4FFS4_MAIZE 

B6TRG3_MAIZE 3 B6TRG3_MAIZE; B4F8S9_MAIZE; B4FRG9_MAIZE 

B4FA19_MAIZE 3 B4FA19_MAIZE; B6TWR0_MAIZE; B6U8D0_MAIZE 

B4FZ10_MAIZE 3 B4FZ10_MAIZE; B4FA76_MAIZE; B6TBX5_MAIZE 

B6TFD9_MAIZE 3 B6TFD9_MAIZE; B4FAB5_MAIZE; B6T7A9_MAIZE 

B6SVM0_MAIZE 3 B6SVM0_MAIZE; B4FB26_MAIZE; B4FC78_MAIZE 

B4FBP3_MAIZE 3 B4FBP3_MAIZE; B6U4F2_MAIZE; B6UI77_MAIZE 

B4FCY9_MAIZE 3 B4FCY9_MAIZE; B4FR70_MAIZE; B6TTI7_MAIZE 

B4FED4_MAIZE 3 B4FED4_MAIZE; B4FXR2_MAIZE; B6UG48_MAIZE 

B4FEF1_MAIZE 3 B4FEF1_MAIZE; B6TNJ2_MAIZE; B4F875_MAIZE 

B4FEY3_MAIZE 3 B4FEY3_MAIZE; B6TAA2_MAIZE; B6U977_MAIZE 

B4FJY5_MAIZE 3 B4FJY5_MAIZE; B6TDR0_MAIZE; B6TG63_MAIZE 

B4FLC0_MAIZE 3 B4FLC0_MAIZE; B6SNR5_MAIZE; B6TEL5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FQJ5_MAIZE 3 B4FQJ5_MAIZE; B4FNG8_MAIZE; B6T383_MAIZE 

B4FQL1_MAIZE 3 B4FQL1_MAIZE; B6TBR1_MAIZE; B4FC76_MAIZE 

B4FR02_MAIZE 3 B4FR02_MAIZE; B6TBL0_MAIZE; B6T409_MAIZE 

B4FRD1_MAIZE 3 B4FRD1_MAIZE; B4F9I0_MAIZE; B6U477_MAIZE 

B4FSB7_MAIZE 3 B4FSB7_MAIZE; B4FQK4_MAIZE; B4FY70_MAIZE 

B4FSC5_MAIZE 3 B4FSC5_MAIZE; B6SL91_MAIZE; B6TZ22_MAIZE 

B4FSU1_MAIZE 3 B4FSU1_MAIZE; B4FLJ1_MAIZE; B4F881_MAIZE 

B4FTE5_MAIZE 3 B4FTE5_MAIZE; B6UHG9_MAIZE; B6T017_MAIZE 

B4FTF8_MAIZE 3 B4FTF8_MAIZE; Q9FQC9_MAIZE; B4FDH9_MAIZE 

B4FV61_MAIZE 3 B4FV61_MAIZE; B6T7X5_MAIZE; B4FU05_MAIZE 

B4FUH4_MAIZE 3 B4FUH4_MAIZE; B6TS13_MAIZE; B6T4N9_MAIZE 

B4FUJ1_MAIZE 3 B4FUJ1_MAIZE; B6UIF5_MAIZE; B6TJF1_MAIZE 

B4FVQ0_MAIZE 3 B4FVQ0_MAIZE; B6T4P4_MAIZE; B4G0F0_MAIZE 

B6SIA2_MAIZE 3 B6SIA2_MAIZE; B6TXN6_MAIZE; B6T198_MAIZE 

B6SJU3_MAIZE 3 B6SJU3_MAIZE; B6U5W4_MAIZE; B6SHX9_MAIZE 

B6SL54_MAIZE 3 B6SL54_MAIZE; B6TBM8_MAIZE; B6T2F8_MAIZE 

B6SXV2_MAIZE 3 B6SXV2_MAIZE; B4F8W5_MAIZE; B6U1T1_MAIZE 

B6T195_MAIZE 3 B6T195_MAIZE; B6TQ49_MAIZE; B6SI13_MAIZE 

B6TXN7_MAIZE 3 B6TXN7_MAIZE; B6TE40_MAIZE; B6TRZ0_MAIZE 

B6TFP6_MAIZE 3 B6TFP6_MAIZE; B4FE98_MAIZE; B4FDB0_MAIZE 

B6TKT5_MAIZE 3 B6TKT5_MAIZE; B6U0P0_MAIZE; B4FKD3_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TLX2_MAIZE 3 B6TLX2_MAIZE; B6TSB0_MAIZE; B6T4B3_MAIZE 

B6TMF0_MAIZE 3 B6TMF0_MAIZE; CYT1_MAIZE; Q4A1K0_MAIZE 

B6TTZ1_MAIZE 3 B6TTZ1_MAIZE; B4FWL5_MAIZE; B6SHF9_MAIZE 

B6TWE1_MAIZE 3 B6TWE1_MAIZE; B6U5U1_MAIZE; B4FT81_MAIZE 

B6UB12_MAIZE 3 B6UB12_MAIZE; B6UCW5_MAIZE; B6TLX8_MAIZE 

A5H8G4_MAIZE 3 A5H8G4_MAIZE; B6TSD7_MAIZE; Q9FEQ9_MAIZE 

B4F976_MAIZE 3 B4F976_MAIZE; B4FT59_MAIZE; B6TLK8_MAIZE 

B6U726_MAIZE 3 B6U726_MAIZE; B4FEZ1_MAIZE; B4FPM8_MAIZE 

B4FGH7_MAIZE 3 B4FGH7_MAIZE; B6TUB1_MAIZE; B6UI50_MAIZE 

B6TVE5_MAIZE 3 B6TVE5_MAIZE; B4FHA1_MAIZE; B4FLT9_MAIZE 

B4FHW6_MAIZE 3 B4FHW6_MAIZE; B6TR45_MAIZE; B6TYZ5_MAIZE 

B4FJB5_MAIZE 3 B4FJB5_MAIZE; B6TC18_MAIZE; B6TFQ1_MAIZE 

B4FJS1_MAIZE 3 B4FJS1_MAIZE; B6T518_MAIZE; B6U0F5_MAIZE 

B4FL36_MAIZE 3 B4FL36_MAIZE; B6T1U8_MAIZE; O50019_MAIZE 

B4FL68_MAIZE 3 B4FL68_MAIZE; B6TXP0_MAIZE; B6T8T4_MAIZE 

B4FS35_MAIZE 3 B4FS35_MAIZE; B4FLA1_MAIZE; B6TAQ9_MAIZE 

B4FLE3_MAIZE 3 B4FLE3_MAIZE; B6UE78_MAIZE; B6U9M8_MAIZE 

B4FMD9_MAIZE 3 B4FMD9_MAIZE; B6TAY7_MAIZE; B6T323_MAIZE 

B4FN69_MAIZE 3 B4FN69_MAIZE; B6TI27_MAIZE; B6TCV6_MAIZE 

B4FNE5_MAIZE 3 B4FNE5_MAIZE; B6SVT4_MAIZE; B6UB18_MAIZE 

B4FPP1_MAIZE 3 B4FPP1_MAIZE; B6T8X4_MAIZE; B4FFQ2_MAIZE 
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B4FST4_MAIZE 3 B4FST4_MAIZE; B6T1N1_MAIZE; B6U969_MAIZE 

B4G1C1_MAIZE 3 B4G1C1_MAIZE; B4FCF6_MAIZE; B6TP43_MAIZE 

B6SHU5_MAIZE 3 B6SHU5_MAIZE; B6SUF4_MAIZE; B6T549_MAIZE 

B6SID7_MAIZE 3 B6SID7_MAIZE; LEA3_MAIZE; B6TQF2_MAIZE 

B6TKN1_MAIZE 3 B6TKN1_MAIZE; B6T0W0_MAIZE; B6T212_MAIZE 

B6T2Z0_MAIZE 3 B6T2Z0_MAIZE; B6UH23_MAIZE; B6U5E4_MAIZE 

Q9SLY9_MAIZE 3 Q9SLY9_MAIZE; B6T669_MAIZE; O22500_MAIZE 

B6T6D7_MAIZE 3 B6T6D7_MAIZE; B4FPX1_MAIZE; B6T6G0_MAIZE 

B6T9W1_MAIZE 3 B6T9W1_MAIZE; B6STY6_MAIZE; B6TW69_MAIZE 

B6TK17_MAIZE 3 B6TK17_MAIZE; B4F883_MAIZE; B6TP69_MAIZE 

B6TQK1_MAIZE 3 B6TQK1_MAIZE; B6TVQ7_MAIZE; B6T2C7_MAIZE 

B6TVI9_MAIZE 3 B6TVI9_MAIZE; B4FBI4_MAIZE; B4FEC7_MAIZE 

B6TYF3_MAIZE 3 B6TYF3_MAIZE; B6THY0_MAIZE; Q8SA97_MAIZE 

B6U9Y9_MAIZE 3 B6U9Y9_MAIZE; B6T5X9_MAIZE; B6TXT7_MAIZE 

B6UHU4_MAIZE 3 B6UHU4_MAIZE; B4FCJ2_MAIZE; B6UIQ1_MAIZE 

FPPS_MAIZE 3 FPPS_MAIZE; Q548K3_MAIZE; B4FVE3_MAIZE 

MI25_MAIZE 3 MI25_MAIZE; Q36283_MAIZE; Q36565_MAIZE 

Q9AT12_MAIZE 3 Q9AT12_MAIZE; Q93YY1_MAIZE; O48889_MAIZE 

A8IK79_MAIZE 3 A8IK79_MAIZE; B6TET7_MAIZE; B6UCK6_MAIZE 

B4F7Z0_MAIZE 3 B4F7Z0_MAIZE; B4FJL0_MAIZE; B6T5L5_MAIZE 

B4F8E3_MAIZE 3 B4F8E3_MAIZE; B4FP28_MAIZE; B6TCI1_MAIZE 
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B4F8L9_MAIZE 3 B4F8L9_MAIZE; B4F8J0_MAIZE; B6T0C3_MAIZE 

B4FKV2_MAIZE 3 B4FKV2_MAIZE; B4FAA8_MAIZE; B4FJZ9_MAIZE 

B4FAP9_MAIZE 3 B4FAP9_MAIZE; B6SPN7_MAIZE; B4FMS3_MAIZE 

B4FCQ9_MAIZE 3 B4FCQ9_MAIZE; B6U4K0_MAIZE; B6SIS7_MAIZE 

B4FHK5_MAIZE 3 B4FHK5_MAIZE; B4FSQ0_MAIZE; B6TLC9_MAIZE 

B4FJ31_MAIZE 3 B4FJ31_MAIZE; B6U5N9_MAIZE; B6TPP2_MAIZE 

B4FL38_MAIZE 3 B4FL38_MAIZE; B4FM88_MAIZE; Q41855_MAIZE 

B6TJJ4_MAIZE 3 B6TJJ4_MAIZE; B4FLV1_MAIZE; B4FQC3_MAIZE 

B4FN73_MAIZE 3 B4FN73_MAIZE; B6TEH4_MAIZE; B6TJU0_MAIZE 

B4FQD7_MAIZE 3 B4FQD7_MAIZE; B6T4H7_MAIZE; B6TE86_MAIZE 

B4FQQ1_MAIZE 3 B4FQQ1_MAIZE; B4FV43_MAIZE; B6T4E2_MAIZE 

B4FQV3_MAIZE 3 B4FQV3_MAIZE; B6TAZ5_MAIZE; B6TAE8_MAIZE 

B4FRR0_MAIZE 3 B4FRR0_MAIZE; B6TRA7_MAIZE; B6UDD3_MAIZE 

B4FU14_MAIZE 3 B4FU14_MAIZE; B6U5W6_MAIZE; B6UEG5_MAIZE 

B4FYG3_MAIZE 3 B4FYG3_MAIZE; B6TPI6_MAIZE; B6SNA9_MAIZE 

B4FZ41_MAIZE 3 B4FZ41_MAIZE; B6UI53_MAIZE; B4FMZ5_MAIZE 

B4G0J2_MAIZE 3 B4G0J2_MAIZE; B6TE24_MAIZE; B6TJB5_MAIZE 

B4G1F8_MAIZE 3 B4G1F8_MAIZE; B6TJ28_MAIZE; B6TQ27_MAIZE 

B4G250_MAIZE 3 B4G250_MAIZE; B6TDB5_MAIZE; B6T6N6_MAIZE 

B6SH12_MAIZE 3 B6SH12_MAIZE; B6TRF5_MAIZE; Q41802_MAIZE 

B6SJ08_MAIZE 3 B6SJ08_MAIZE; B4FCY7_MAIZE; B6TK92_MAIZE 
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B6T2W6_MAIZE 3 B6T2W6_MAIZE; B6SJQ9_MAIZE; B4FMD6_MAIZE 

B6SN85_MAIZE 3 B6SN85_MAIZE; B6U7Y4_MAIZE; B6UDY9_MAIZE 

B6T1C9_MAIZE 3 B6T1C9_MAIZE; B6TRV4_MAIZE; B4FBT4_MAIZE 

B6T737_MAIZE 3 B6T737_MAIZE; Q6RW09_MAIZE; B6TII2_MAIZE 

B6T759_MAIZE 3 B6T759_MAIZE; B6THV1_MAIZE; B6TR60_MAIZE 

B6TEB8_MAIZE 3 B6TEB8_MAIZE; B6TJ97_MAIZE; B4FT84_MAIZE 

B6TV58_MAIZE 3 B6TV58_MAIZE; B6TSJ8_MAIZE; B6SPY2_MAIZE 

B6UF43_MAIZE 3 B6UF43_MAIZE; B6UBX6_MAIZE; B6T6Z7_MAIZE 

Q64HC3_MAIZE 3 Q64HC3_MAIZE; Q64HC2_MAIZE; Q64HC1_MAIZE 

B4F7S1_MAIZE 3 B4F7S1_MAIZE; B4G014_MAIZE; B6TVP0_MAIZE 

B4FA08_MAIZE 3 B4FA08_MAIZE; B6T6M8_MAIZE; B4FRC5_MAIZE 

B4FC49_MAIZE 3 B4FC49_MAIZE; B6TAE6_MAIZE; B6TBS5_MAIZE 

B4FGC8_MAIZE 3 B4FGC8_MAIZE; B6SHY8_MAIZE; B6TCB8_MAIZE 

B4FIM3_MAIZE 3 B4FIM3_MAIZE; DCUP_MAIZE; B6U0T4_MAIZE 

B4FK58_MAIZE 3 B4FK58_MAIZE; B6UF61_MAIZE; B6U7N1_MAIZE 

B4FKW0_MAIZE 3 B4FKW0_MAIZE; B6U8M5_MAIZE; B6UCC1_MAIZE 

B4FQ28_MAIZE 3 B4FQ28_MAIZE; B6TX62_MAIZE; B6TVS6_MAIZE 

B4FRC6_MAIZE 3 B4FRC6_MAIZE; B6TPN1_MAIZE; B4G0I7_MAIZE 

B4FSE9_MAIZE 3 B4FSE9_MAIZE; B6UFX4_MAIZE; H2B1_MAIZE 

B4FUT7_MAIZE 3 B4FUT7_MAIZE; B6TMR7_MAIZE; B4FQD9_MAIZE 

B4G1A6_MAIZE 3 B4G1A6_MAIZE; B6TC23_MAIZE; B4FAI0_MAIZE 
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B6SH65_MAIZE 3 B6SH65_MAIZE; B4FFH5_MAIZE; B4FD20_MAIZE 

B6T3V1_MAIZE 3 B6T3V1_MAIZE; B4FK56_MAIZE; B6U5G5_MAIZE 

B6TDS2_MAIZE 3 B6TDS2_MAIZE; B6T923_MAIZE; B4FLT8_MAIZE 

B6TIJ7_MAIZE 3 B6TIJ7_MAIZE; B4FNG0_MAIZE; B4FGC0_MAIZE 

B6TL22_MAIZE 3 B6TL22_MAIZE; ZEAM_MAIZE; IAAT_MAIZE 

B6TUE7_MAIZE 3 B6TUE7_MAIZE; B6TRZ4_MAIZE; B4F9T5_MAIZE 

B6UBZ9_MAIZE 3 B6UBZ9_MAIZE; B6UEB2_MAIZE; B6SQK5_MAIZE 

B6UFW7_MAIZE 3 B6UFW7_MAIZE; B6SJE4_MAIZE; B6T8Z6_MAIZE 

B6T9Q7_MAIZE 3 B6T9Q7_MAIZE; B4F9R7_MAIZE; B4FM23_MAIZE 

B4FDT6_MAIZE 3 B4FDT6_MAIZE; IF4E2_MAIZE; B6UD29_MAIZE 

B4FLP7_MAIZE 3 B4FLP7_MAIZE; B6T4S0_MAIZE; B6T3M2_MAIZE 

B4FQ29_MAIZE 3 B4FQ29_MAIZE; B6THY8_MAIZE; B6SZA1_MAIZE 

B4FQK5_MAIZE 3 B4FQK5_MAIZE; B6U1I9_MAIZE; B6ST15_MAIZE 

B4FS03_MAIZE 3 B4FS03_MAIZE; B6T920_MAIZE; B6U1A1_MAIZE 

B4FSM5_MAIZE 3 B4FSM5_MAIZE; B6THT0_MAIZE; B4FXV0_MAIZE 

B4FUC2_MAIZE 3 B4FUC2_MAIZE; B6TP74_MAIZE; B6TC86_MAIZE 

B6THA1_MAIZE 3 B6THA1_MAIZE; B4FXZ3_MAIZE; B6UBQ0_MAIZE 

B4FZM9_MAIZE 3 B4FZM9_MAIZE; B6TKL2_MAIZE; B6UG40_MAIZE 

B4FZN6_MAIZE 3 B4FZN6_MAIZE; B6TE31_MAIZE; B6UI64_MAIZE 

B4G1D2_MAIZE 3 B4G1D2_MAIZE; Q5GA18_MAIZE; B6U2J4_MAIZE 

B4G1F6_MAIZE 3 B4G1F6_MAIZE; B6TG90_MAIZE; B4FJY9_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SJJ1_MAIZE 3 B6SJJ1_MAIZE; B6UEN2_MAIZE; B6T9P8_MAIZE 

B6T1D2_MAIZE 3 B6T1D2_MAIZE; B6TQZ7_MAIZE; B6SGM2_MAIZE 

B6T7C2_MAIZE 3 B6T7C2_MAIZE; IF5_MAIZE; B6TAY6_MAIZE 

B6TFX9_MAIZE 3 B6TFX9_MAIZE; Q84TL6_MAIZE; B4FMP8_MAIZE 

B6TNU0_MAIZE 3 B6TNU0_MAIZE; B4FLP4_MAIZE; B6UFG5_MAIZE 

B6TQW0_MAIZE 3 B6TQW0_MAIZE; B4FRA4_MAIZE; B6T8A8_MAIZE 

Q84LS4_MAIZE 3 Q84LS4_MAIZE; B6T9W6_MAIZE; B6UIK9_MAIZE 

B4F938_MAIZE 3 B4F938_MAIZE; Q2F7H8_MAIZE; Q2F7H7_MAIZE 

B4FDY6_MAIZE 3 B4FDY6_MAIZE; B6TIQ2_MAIZE; B6UA60_MAIZE 

B4FGM4_MAIZE 3 B4FGM4_MAIZE; B6SX83_MAIZE; B6U0B2_MAIZE 

B4FID4_MAIZE 3 B4FID4_MAIZE; B6THE1_MAIZE; B6U7V6_MAIZE 

B4FQ64_MAIZE 3 B4FQ64_MAIZE; B4FL28_MAIZE; B6SRN2_MAIZE 

B4FPD1_MAIZE 3 B4FPD1_MAIZE; B6TF18_MAIZE; B6T7T5_MAIZE 

B4FR90_MAIZE 3 B4FR90_MAIZE; B6T4F4_MAIZE; B6STW1_MAIZE 

B4FWK0_MAIZE 3 B4FWK0_MAIZE; B6U4Q2_MAIZE; B4G0T3_MAIZE 

B6SGM5_MAIZE 3 B6SGM5_MAIZE; B6T7A1_MAIZE; B4FMY9_MAIZE 

B6SHM7_MAIZE 3 B6SHM7_MAIZE; B4FEF4_MAIZE; B6UHW4_MAIZE 

B6T8F0_MAIZE 3 B6T8F0_MAIZE; B4FT48_MAIZE; B6U223_MAIZE 

B6TTP4_MAIZE 3 B6TTP4_MAIZE; B6SKB0_MAIZE; B6UIR1_MAIZE 

B6TZR1_MAIZE 3 B6TZR1_MAIZE; B6UCL1_MAIZE; B6TFR4_MAIZE 

B4F848_MAIZE 3 B4F848_MAIZE; B6TLT8_MAIZE; B6TVH7_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4F9F0_MAIZE 3 B4F9F0_MAIZE; B6T2L5_MAIZE; B6TTL2_MAIZE 

B4F9P0_MAIZE 3 B4F9P0_MAIZE; B6TEH8_MAIZE; B6T4P0_MAIZE 

B4F9X9_MAIZE 3 B4F9X9_MAIZE; B4FD32_MAIZE; B4FER0_MAIZE 

B4FAK2_MAIZE 3 B4FAK2_MAIZE; B6TSW1_MAIZE; B4FH30_MAIZE 

B4FCK0_MAIZE 3 B4FCK0_MAIZE; B6TBM4_MAIZE; B6TDS1_MAIZE 

B4FD90_MAIZE 3 B4FD90_MAIZE; B6TY73_MAIZE; B6T1F4_MAIZE 

B4FJT5_MAIZE 3 B4FJT5_MAIZE; B4FY06_MAIZE; B4FXY9_MAIZE 

B4FLG7_MAIZE 3 B4FLG7_MAIZE; B6TQK5_MAIZE; B6TSQ1_MAIZE 

B4FN21_MAIZE 3 B4FN21_MAIZE; B4FPN1_MAIZE; B6T9F7_MAIZE 

B6TD84_MAIZE 3 B6TD84_MAIZE; B4FSC8_MAIZE; B6SMW2_MAIZE 

B4FTW8_MAIZE 3 B4FTW8_MAIZE; B6UAD0_MAIZE; B6TA88_MAIZE 

B4FU39_MAIZE 3 B4FU39_MAIZE; B4FMG0_MAIZE; B6T9I9_MAIZE 

B4FVJ9_MAIZE 3 B4FVJ9_MAIZE; Q9FQC0_MAIZE; B6TQI2_MAIZE 

B4FVK0_MAIZE 3 B4FVK0_MAIZE; B4FMR1_MAIZE; B4FAY7_MAIZE 

B4FYD3_MAIZE 3 B4FYD3_MAIZE; B6T5F3_MAIZE; B6T3S7_MAIZE 

B4FYH2_MAIZE 3 B4FYH2_MAIZE; B4FS78_MAIZE; B6T5V8_MAIZE 

B4G043_MAIZE 3 B4G043_MAIZE; B6TRH0_MAIZE; Q41736_MAIZE 

B6SIC6_MAIZE 3 B6SIC6_MAIZE; B4FCU7_MAIZE; B6TFR0_MAIZE 

B6SKN3_MAIZE 3 B6SKN3_MAIZE; B4FIQ9_MAIZE; B6U3W8_MAIZE 

B6SRM6_MAIZE 3 B6SRM6_MAIZE; B6TXR2_MAIZE; B6TY49_MAIZE 

B6T0C0_MAIZE 3 B6T0C0_MAIZE; B6TNW5_MAIZE; B4FX73_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6T3D4_MAIZE 3 B6T3D4_MAIZE; B6SL11_MAIZE; B6UCD8_MAIZE 

Q43271_MAIZE 3 Q43271_MAIZE; POLB_MAIZE; B4FXV4_MAIZE 

Q5YFA2_MAIZE 3 Q5YFA2_MAIZE; B6TIR5_MAIZE; B4FMS8_MAIZE 

B4F850_MAIZE 3 B4F850_MAIZE; B6T6Q2_MAIZE; B6TTW5_MAIZE 

B4FZQ0_MAIZE 3 B4FZQ0_MAIZE; B4FF02_MAIZE; B6T431_MAIZE 

B4FFA5_MAIZE 3 B4FFA5_MAIZE; B6SWL1_MAIZE; B6U857_MAIZE 

B4FVG0_MAIZE 3 B4FVG0_MAIZE; B4G0H7_MAIZE; B6SVI5_MAIZE 

B4FY74_MAIZE 3 B4FY74_MAIZE; B6TMW5_MAIZE; E134_MAIZE 

B6T033_MAIZE 3 B6T033_MAIZE; Q9FQ97_MAIZE; B6TUB7_MAIZE 

B6TQ06_MAIZE 3 B6TQ06_MAIZE; B6TT73_MAIZE; Q8W521_MAIZE 

B6TXX8_MAIZE 3 B6TXX8_MAIZE; B6SVU8_MAIZE; B6U9L8_MAIZE 

Q9M589_MAIZE 3 Q9M589_MAIZE; B6T8M9_MAIZE; B6TCJ1_MAIZE 

B1P123_MAIZE 3 B1P123_MAIZE; B6T5F5_MAIZE; UC31_MAIZE 

B4F7Y1_MAIZE 3 B4F7Y1_MAIZE; B6UE05_MAIZE; B4FRW7_MAIZE 

B4F840_MAIZE 3 B4F840_MAIZE; B4FNF9_MAIZE; B6T5H6_MAIZE 

B4FLQ8_MAIZE 3 B4FLQ8_MAIZE; B6TKH5_MAIZE; B6U3R4_MAIZE 

B4G1Z4_MAIZE 3 B4G1Z4_MAIZE; B6T764_MAIZE; B6U746_MAIZE 

B6SLQ7_MAIZE 3 B6SLQ7_MAIZE; B6SX57_MAIZE; B6TKV1_MAIZE 

B6T7B2_MAIZE 3 B6T7B2_MAIZE; B6T8L0_MAIZE; B6TH77_MAIZE 

B6T7Q7_MAIZE 3 B6T7Q7_MAIZE; Q8W524_MAIZE; B4FRN4_MAIZE 

B6TF54_MAIZE 3 B6TF54_MAIZE; B4G0R4_MAIZE; B6TU00_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TGN6_MAIZE 3 B6TGN6_MAIZE; B4G168_MAIZE; B4G1Z7_MAIZE 

B6TSB3_MAIZE 3 B6TSB3_MAIZE; B6TT42_MAIZE; G6PD_MAIZE 

Q8W0Q2_MAIZE 3 Q8W0Q2_MAIZE; B6T9Q9_MAIZE; B6SHK3_MAIZE 

B4F957_MAIZE 3 B4F957_MAIZE; B4G1E6_MAIZE; B6T4Q5_MAIZE 

B4FAQ9_MAIZE 3 B4FAQ9_MAIZE; B6UG58_MAIZE; B6TNI6_MAIZE 

B4FMS7_MAIZE 3 B4FMS7_MAIZE; Q9M586_MAIZE; B6TJV9_MAIZE 

B4FPS0_MAIZE 3 B4FPS0_MAIZE; B6UDH4_MAIZE; B6SUU8_MAIZE 

B4FTS6_MAIZE 3 B4FTS6_MAIZE; CHIA_MAIZE; B6TEL0_MAIZE 

B4G137_MAIZE 3 B4G137_MAIZE; B6U990_MAIZE; B4FRE3_MAIZE 

B6SMQ5_MAIZE 3 B6SMQ5_MAIZE; B6SMV7_MAIZE; B6SIB3_MAIZE 

B6SX76_MAIZE 3 B6SX76_MAIZE; B6T1D8_MAIZE; B6UE29_MAIZE 

B6TFS9_MAIZE 3 B6TFS9_MAIZE; B6TJV4_MAIZE; B6UI75_MAIZE 

B6TIG4_MAIZE 3 B6TIG4_MAIZE; B6TF24_MAIZE; B6UHF1_MAIZE 

B6UE86_MAIZE 3 B6UE86_MAIZE; B6UDN1_MAIZE; B4FV58_MAIZE 

Q5I204_MAIZE 3 Q5I204_MAIZE; B6TDR3_MAIZE; B6UEA5_MAIZE 

B4F9B2_MAIZE 3 B4F9B2_MAIZE; Q9XHH0_MAIZE; B6T0P3_MAIZE 

B4FBW5_MAIZE 3 B4FBW5_MAIZE; B4FDH0_MAIZE; B6SUR3_MAIZE 

B4FFV3_MAIZE 3 B4FFV3_MAIZE; B6TL90_MAIZE; B6SHD3_MAIZE 

B4FGF5_MAIZE 3 B4FGF5_MAIZE; B6T2Y2_MAIZE; B6SSR4_MAIZE 

B4FGN7_MAIZE 3 B4FGN7_MAIZE; B6TD57_MAIZE; B6T0I9_MAIZE 

B4FPG2_MAIZE 3 B4FPG2_MAIZE; B6T5K6_MAIZE; ACT1_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FRJ3_MAIZE 3 B4FRJ3_MAIZE; B6T2S7_MAIZE; B4FA84_MAIZE 

B4FTD2_MAIZE 3 B4FTD2_MAIZE; B6T6X2_MAIZE; B6T782_MAIZE 

B4G1P4_MAIZE 3 B4G1P4_MAIZE; Q9ZPJ5_MAIZE; B4FEE5_MAIZE 

B4G1Q6_MAIZE 3 B4G1Q6_MAIZE; B6SJS2_MAIZE; B6TS23_MAIZE 

B6SZN0_MAIZE 3 B6SZN0_MAIZE; B6T080_MAIZE; B6SXX8_MAIZE 

B6TXE2_MAIZE 3 B6TXE2_MAIZE; B4FZ50_MAIZE; B4FCP9_MAIZE 

PCNA_MAIZE 3 PCNA_MAIZE; B4FGB1_MAIZE; B4FGZ9_MAIZE 

Q29SB6_MAIZE 3 Q29SB6_MAIZE; B6SXF5_MAIZE; B6TR52_MAIZE 

Q9M585_MAIZE 3 Q9M585_MAIZE; B4FNN9_MAIZE; B6U9R7_MAIZE 

B4FBM9_MAIZE 3 B4FBM9_MAIZE; B4FFZ6_MAIZE; B6T6Y7_MAIZE 

B6SVU1_MAIZE 3 B6SVU1_MAIZE; B6SVS6_MAIZE; B4FLS6_MAIZE 

B6TB97_MAIZE 3 B6TB97_MAIZE; B4G0E1_MAIZE; B6U634_MAIZE 

GLNA4_MAIZE 3 GLNA4_MAIZE; B6TBF3_MAIZE; B4FR06_MAIZE 

B4FLB0_MAIZE 3 B4FLB0_MAIZE; Q9ZR86_MAIZE; B4FAT2_MAIZE 

B4FS99_MAIZE 3 B4FS99_MAIZE; B6UE54_MAIZE; B6U9W8_MAIZE 

B6SLG3_MAIZE 3 B6SLG3_MAIZE; B4FGY6_MAIZE; B6UAW6_MAIZE 

B6TNR8_MAIZE 3 B6TNR8_MAIZE; B6THA5_MAIZE; B6TK72_MAIZE 

Q5EUD9_MAIZE 3 Q5EUD9_MAIZE; B6UDP0_MAIZE; B4FHM2_MAIZE 

Q6RW10_MAIZE 3 Q6RW10_MAIZE; B6TAZ0_MAIZE; Q0GQW9_MAIZE 

Q8L5H0_MAIZE 3 Q8L5H0_MAIZE; Q93WS3_MAIZE; B6SJ25_MAIZE 

B4FI21_MAIZE 3 B4FI21_MAIZE; B6U672_MAIZE; B4G277_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FQC4_MAIZE 3 B4FQC4_MAIZE; B4FXV6_MAIZE; B6SYJ7_MAIZE 

B4FR89_MAIZE 3 B4FR89_MAIZE; B6TJ80_MAIZE; B6UC23_MAIZE 

B4FWU6_MAIZE 3 B4FWU6_MAIZE; B6THK4_MAIZE; B4FC39_MAIZE 

B4G072_MAIZE 3 B4G072_MAIZE; Q8W2B6_MAIZE; UC17_MAIZE 

B6TAQ5_MAIZE 3 B6TAQ5_MAIZE; B6T834_MAIZE; B6TAC5_MAIZE 

B4FCR7_MAIZE 3 B4FCR7_MAIZE; B6TWH2_MAIZE; B4FMV6_MAIZE 

B6SIW6_MAIZE 3 B6SIW6_MAIZE; B4FRC2_MAIZE; B6U6E8_MAIZE 

B4FRC4_MAIZE 3 B4FRC4_MAIZE; O82108_MAIZE; B6UHX6_MAIZE 

B6TKY3_MAIZE 3 B6TKY3_MAIZE; B6TP89_MAIZE; B4FMY3_MAIZE 

B4FQS9_MAIZE 3 B4FQS9_MAIZE; B6TBC9_MAIZE; B6UC10_MAIZE 

B4FVB2_MAIZE 3 B4FVB2_MAIZE; Q9FUZ6_MAIZE; B4FB00_MAIZE 

B4G1B0_MAIZE 3 B4G1B0_MAIZE; B6SMZ7_MAIZE; B6TUA1_MAIZE 

B6TDT1_MAIZE 3 B6TDT1_MAIZE; B6TRH7_MAIZE; Q6QP36_MAIZE 

Q5EUD6_MAIZE 3 Q5EUD6_MAIZE; B4FQR6_MAIZE; B4FD67_MAIZE 

B4FHG3_MAIZE 3 B4FHG3_MAIZE; B1A9R4_MAIZE; O04710_MAIZE 

B4FFH8_MAIZE 3 B4FFH8_MAIZE; Q9XGC6_MAIZE; B6TMM4_MAIZE 

B4FNK1_MAIZE 3 B4FNK1_MAIZE; B6TGL3_MAIZE; B4FWX7_MAIZE 

B4FZ29_MAIZE 3 B4FZ29_MAIZE; B6TLL8_MAIZE; B6UIB4_MAIZE 

B4F8M8_MAIZE 3 B4F8M8_MAIZE; Q9LLB8_MAIZE; Q6VB92_MAIZE 

B4FQJ6_MAIZE 3 B4FQJ6_MAIZE; B4FZV6_MAIZE; B6U2D0_MAIZE 

B4F9G0_MAIZE 3 B4F9G0_MAIZE; B6T3L6_MAIZE; B4FI22_MAIZE 



ID best hit # of 
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B4FSZ7_MAIZE 3 B4FSZ7_MAIZE; B6SHF6_MAIZE; B6TRM9_MAIZE 

B6TD83_MAIZE 3 B6TD83_MAIZE; B6TMS5_MAIZE; B6TP75_MAIZE 

B6U7D8_MAIZE 3 B6U7D8_MAIZE; CADH_MAIZE; B6UC50_MAIZE 

B4FBF4_MAIZE 3 B4FBF4_MAIZE; Q8RVC9_MAIZE; Q8RVD0_MAIZE 

B6TMB2_MAIZE 3 B6TMB2_MAIZE; Q5EUD7_MAIZE; B4FML0_MAIZE 

B6TUA2_MAIZE 3 B6TUA2_MAIZE; B4G1V0_MAIZE; B6SP59_MAIZE 

B4FSV5_MAIZE 3 B4FSV5_MAIZE; B6TJM5_MAIZE; B4FWG6_MAIZE 

B4FTM1_MAIZE 3 B4FTM1_MAIZE; TBB6_MAIZE; B6T505_MAIZE 

B6T0A9_MAIZE 3 B6T0A9_MAIZE; Q7XTK7_MAIZE; Q41755_MAIZE 

B4G0K5_MAIZE 3 B4G0K5_MAIZE; B4F9U9_MAIZE; UC04_MAIZE 

B4FVJ0_MAIZE 3 B4FVJ0_MAIZE; B6SK79_MAIZE; B6TCK7_MAIZE 

B4F8V5_MAIZE 3 B4F8V5_MAIZE; B6U2J0_MAIZE; B4FXU2_MAIZE 

B4FAE5_MAIZE 3 B4FAE5_MAIZE; PGMC1_MAIZE; B6U173_MAIZE 

B6T2Q6_MAIZE 3 B6T2Q6_MAIZE; Q41816_MAIZE; Q9S986_MAIZE 

B6T440_MAIZE 3 B6T440_MAIZE; Q8W530_MAIZE; B4G0V3_MAIZE 

B6UCD0_MAIZE 3 B6UCD0_MAIZE; B6UF07_MAIZE; B6U4W4_MAIZE 

B6SV32_MAIZE 3 B6SV32_MAIZE; B4FG29_MAIZE; B4FHK7_MAIZE 

ENO1_MAIZE 3 ENO1_MAIZE; B4FI65_MAIZE; B6SHF1_MAIZE 

B4FWP0_MAIZE 3 B4FWP0_MAIZE; B4FRM3_MAIZE; B6TEN7_MAIZE 

B6U0S1_MAIZE 3 B6U0S1_MAIZE; B4FPR8_MAIZE; B4FN38_MAIZE 

B6U6B1_MAIZE 4 B6U6B1_MAIZE; B4F8D7_MAIZE; B4FBH0_MAIZE; B6SSL6_MAIZE 
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B4FAE4_MAIZE 4 B4FAE4_MAIZE; B6T646_MAIZE; B4FDM6_MAIZE; B6SN74_MAIZE 

B4FR10_MAIZE 4 B4FR10_MAIZE; B4FBF0_MAIZE; B4FQ07_MAIZE; B6SHA6_MAIZE 

B4FZJ8_MAIZE 4 B4FZJ8_MAIZE; B4FCM9_MAIZE; B4FU04_MAIZE; B6TF49_MAIZE 

B6SVJ9_MAIZE 4 B6SVJ9_MAIZE; B4FDF0_MAIZE; B6SV48_MAIZE; B4FAE3_MAIZE 

B4FPE6_MAIZE 4 B4FPE6_MAIZE; B6T5H2_MAIZE; B4FS40_MAIZE; B4FFV7_MAIZE 

B4FSJ7_MAIZE 4 B4FSJ7_MAIZE; B4FGT4_MAIZE; B6U5N3_MAIZE; B4FQG2_MAIZE 

B4FHU9_MAIZE 4 B4FHU9_MAIZE; B6TM38_MAIZE; B6T2I9_MAIZE; B6T2U7_MAIZE 

B4FLH3_MAIZE 4 B4FLH3_MAIZE; B6TZE4_MAIZE; B6TG42_MAIZE; B4FJY1_MAIZE 

B4FR31_MAIZE 4 B4FR31_MAIZE; B4FKJ1_MAIZE; B6UAZ2_MAIZE; B6TZE9_MAIZE 

B6T6T0_MAIZE 4 B6T6T0_MAIZE; B4FUM6_MAIZE; B4G140_MAIZE; B6UAB5_MAIZE 

B6TLX6_MAIZE 4 B6TLX6_MAIZE; B4FUX7_MAIZE; B6TSQ3_MAIZE; B6TU91_MAIZE 

B4FW61_MAIZE 4 B4FW61_MAIZE; B6TDC5_MAIZE; Q00GA4_MAIZE; B6TMG2_MAIZE 

B4FY36_MAIZE 4 B4FY36_MAIZE; Q5GAP6_MAIZE; B6UI99_MAIZE; B6T3G9_MAIZE 

B4G0G6_MAIZE 4 B4G0G6_MAIZE; B6TGD3_MAIZE; B6U912_MAIZE; B4FFN3_MAIZE 

B6TXH2_MAIZE 4 B6TXH2_MAIZE; B6T1K6_MAIZE; B6SH29_MAIZE; B6T0T7_MAIZE 

B6ST99_MAIZE 4 B6ST99_MAIZE; B6TNI3_MAIZE; B6SHT6_MAIZE; B6UDZ9_MAIZE 

B6T2Z1_MAIZE 4 B6T2Z1_MAIZE; B4FSX7_MAIZE; B6T4J4_MAIZE; B6SSL3_MAIZE 

B6TA30_MAIZE 4 B6TA30_MAIZE; B6T3N0_MAIZE; B6U8B2_MAIZE; B4FBB6_MAIZE 

B6TCF9_MAIZE 4 B6TCF9_MAIZE; B6TZK8_MAIZE; B6SLY2_MAIZE; B6U1K9_MAIZE 

B6TGG3_MAIZE 4 B6TGG3_MAIZE; B4FIR0_MAIZE; B6TBT1_MAIZE; B6TTM1_MAIZE 

B6TK96_MAIZE 4 B6TK96_MAIZE; B6TYG7_MAIZE; HMT2_MAIZE; HMT3_MAIZE 
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B6TL88_MAIZE 4 B6TL88_MAIZE; B6TZD1_MAIZE; Q5XTZ5_MAIZE; B6UBU6_MAIZE 

B6UE82_MAIZE 4 B6UE82_MAIZE; B6TN80_MAIZE; B6UEP8_MAIZE; B6UBC7_MAIZE 

B6TSP3_MAIZE 4 B6TSP3_MAIZE; B4FAX8_MAIZE; B6TVM8_MAIZE; B6SIN3_MAIZE 

INVA_MAIZE 4 INVA_MAIZE; B6U1H5_MAIZE; Q9ZTL2_MAIZE; Q9ZTQ5_MAIZE 

B4F876_MAIZE 4 B4F876_MAIZE; B6STF7_MAIZE; B4G128_MAIZE; B4FR30_MAIZE 

B4F8J4_MAIZE 4 B4F8J4_MAIZE; B6TIV3_MAIZE; B4FLQ1_MAIZE; B6TBG2_MAIZE 

B4FBF5_MAIZE 4 B4FBF5_MAIZE; B4FMW6_MAIZE; B6TE66_MAIZE; B4G037_MAIZE 

B4FBU2_MAIZE 4 B4FBU2_MAIZE; B6TVQ8_MAIZE; B6TQL1_MAIZE; B6TES0_MAIZE 

B6U4F3_MAIZE 4 B6U4F3_MAIZE; B4G0R6_MAIZE; B4FEX6_MAIZE; B4FLS2_MAIZE 

B4FPA6_MAIZE 4 B4FPA6_MAIZE; B6SRG8_MAIZE; B6TFS8_MAIZE; B6U9G9_MAIZE 

B4FT06_MAIZE 4 B4FT06_MAIZE; B6T5L3_MAIZE; B4FKS1_MAIZE; B4FH77_MAIZE 

B6SN99_MAIZE 4 B6SN99_MAIZE; B4FTC9_MAIZE; B6TGJ2_MAIZE; B4FPY4_MAIZE 

B4FU40_MAIZE 4 B4FU40_MAIZE; B4G1E5_MAIZE; B6TEA3_MAIZE; B6TDA7_MAIZE 

B4FWA7_MAIZE 4 B4FWA7_MAIZE; B6SM59_MAIZE; B6U833_MAIZE; B4FR27_MAIZE 

B4FX08_MAIZE 4 B4FX08_MAIZE; B6SLS9_MAIZE; B6SN65_MAIZE; B4FH65_MAIZE 

B4G0Y4_MAIZE 4 B4G0Y4_MAIZE; B6TBT7_MAIZE; Q9M465_MAIZE; Q9SBX0_MAIZE 

B6SHU1_MAIZE 4 B6SHU1_MAIZE; B6TCL9_MAIZE; B6TMY4_MAIZE; B6SL81_MAIZE 

B6SLQ1_MAIZE 4 B6SLQ1_MAIZE; Q9AR47_MAIZE; Q9AR48_MAIZE; B4FEN3_MAIZE 

B6SY96_MAIZE 4 B6SY96_MAIZE; O24583_MAIZE; B6T089_MAIZE; B6T8B4_MAIZE 

B6T0S8_MAIZE 4 B6T0S8_MAIZE; B4FG16_MAIZE; B6U8I1_MAIZE; B6U9C8_MAIZE 

B6T337_MAIZE 4 B6T337_MAIZE; B6TKW3_MAIZE; B6UA68_MAIZE; B4F9Y8_MAIZE 
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B6T3P2_MAIZE 4 B6T3P2_MAIZE; B6TQV9_MAIZE; B6UCE4_MAIZE; B6TXN9_MAIZE 

B6T8I6_MAIZE 4 B6T8I6_MAIZE; B6T4V5_MAIZE; B6UA70_MAIZE; B6THL3_MAIZE 

B6TAL4_MAIZE 4 B6TAL4_MAIZE; Q49HD7_MAIZE; Q49HD8_MAIZE; B6T8A0_MAIZE 

B6TEG2_MAIZE 4 B6TEG2_MAIZE; B4FVR1_MAIZE; B4FE40_MAIZE; B6U4G4_MAIZE 

B6TM99_MAIZE 4 B6TM99_MAIZE; B4G0V5_MAIZE; B4FM82_MAIZE; B6UBX8_MAIZE 

B6TMK6_MAIZE 4 B6TMK6_MAIZE; Q8GT71_MAIZE; O49161_MAIZE; Q8GT27_MAIZE 

B6TUR3_MAIZE 4 B6TUR3_MAIZE; B6U440_MAIZE; B6T1X9_MAIZE; B6T2K4_MAIZE 

B6UD55_MAIZE 4 B6UD55_MAIZE; B6UF59_MAIZE; B6U8J7_MAIZE; B6U739_MAIZE 

PAO_MAIZE 4 PAO_MAIZE; Q546R6_MAIZE; Q9FXZ9_MAIZE; B4FLK3_MAIZE 

Q4FZ53_MAIZE 4 Q4FZ53_MAIZE; B6TKQ3_MAIZE; B6T341_MAIZE; Q4A1J8_MAIZE 

B4F7V6_MAIZE 4 B4F7V6_MAIZE; B6SU67_MAIZE; B6TVJ1_MAIZE; Q08061_MAIZE 

B4F8B0_MAIZE 4 B4F8B0_MAIZE; B4FM64_MAIZE; B6U6H3_MAIZE; B6UIH4_MAIZE 

B4F8L5_MAIZE 4 B4F8L5_MAIZE; B6TW56_MAIZE; B6TMA1_MAIZE; B6U363_MAIZE 

B4FUS0_MAIZE 4 B4FUS0_MAIZE; B6TBQ7_MAIZE; B6TXA2_MAIZE; B4FAA7_MAIZE 

B4FAV5_MAIZE 4 B4FAV5_MAIZE; B6TKA5_MAIZE; B6TWH9_MAIZE; Q9M4R2_MAIZE 

Q94KS6_MAIZE 4 Q94KS6_MAIZE; B4FBN4_MAIZE; Q94KT2_MAIZE; B6SIR1_MAIZE 

B4FDU0_MAIZE 4 B4FDU0_MAIZE; B6UF66_MAIZE; B6TAN1_MAIZE; B4F9Q0_MAIZE 

B4FIY7_MAIZE 4 B4FIY7_MAIZE; B6UHH4_MAIZE; Q6PNA0_MAIZE; B6TMB6_MAIZE 

B4FJ73_MAIZE 4 B4FJ73_MAIZE; B6TFV6_MAIZE; B6TC20_MAIZE; B4FQH1_MAIZE 

B6TCM9_MAIZE 4 B6TCM9_MAIZE; B4FR86_MAIZE; B6TLQ1_MAIZE; B6TY41_MAIZE 

B4FSA2_MAIZE 4 B4FSA2_MAIZE; B6T6T9_MAIZE; B6SUJ4_MAIZE; B6TWF4_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SQL3_MAIZE 4 B6SQL3_MAIZE; B6ST82_MAIZE; B6SHX8_MAIZE; B6SX40_MAIZE 

B6SIL2_MAIZE 4 B6SIL2_MAIZE; B6TS41_MAIZE; B6UII3_MAIZE; B6UCA6_MAIZE 

B6T6D1_MAIZE 4 B6T6D1_MAIZE; B6SR40_MAIZE; B6T1R4_MAIZE; B6T573_MAIZE 

B6T1J1_MAIZE 4 B6T1J1_MAIZE; B6T4K0_MAIZE; B6T1V5_MAIZE; B6TT88_MAIZE 

B6TAH4_MAIZE 4 B6TAH4_MAIZE; B4FJW6_MAIZE; B4F8J6_MAIZE; B4FZ11_MAIZE 

B6TEB2_MAIZE 4 B6TEB2_MAIZE; B6U787_MAIZE; B4FSD4_MAIZE; B6TIJ8_MAIZE 

B6TEJ4_MAIZE 4 B6TEJ4_MAIZE; B4G1P8_MAIZE; B6SP89_MAIZE; B4FIR5_MAIZE 

B6TGL5_MAIZE 4 B6TGL5_MAIZE; B4F9B1_MAIZE; B4G0P3_MAIZE; B6SNF0_MAIZE 

B6U724_MAIZE 4 B6U724_MAIZE; B6TP59_MAIZE; B6U3M2_MAIZE; B6TA11_MAIZE 

B6TU35_MAIZE 4 B6TU35_MAIZE; B6UDV6_MAIZE; B6U018_MAIZE; B6U814_MAIZE 

B6TY21_MAIZE 4 B6TY21_MAIZE; B4FYI4_MAIZE; B6T9S6_MAIZE; B6TPU6_MAIZE 

Q5XLE1_MAIZE 4 Q5XLE1_MAIZE; B6TTG5_MAIZE; B6T2Z9_MAIZE; B6UAG3_MAIZE 

Q9FYS5_MAIZE 4 Q9FYS5_MAIZE; Q9FER8_MAIZE; B6TF34_MAIZE; Q9S7Z7_MAIZE 

B4F817_MAIZE 4 B4F817_MAIZE; B6UCX2_MAIZE; B6UBG7_MAIZE; B6TMV5_MAIZE 

B4FA99_MAIZE 4 B4FA99_MAIZE; B6T659_MAIZE; B6UC59_MAIZE; B6TNZ6_MAIZE 

B4FBF6_MAIZE 4 B4FBF6_MAIZE; B4FRG8_MAIZE; B6T8M6_MAIZE; B6THN7_MAIZE 

B4FBV7_MAIZE 4 B4FBV7_MAIZE; B6TEC3_MAIZE; B6SNG5_MAIZE; B6UDE0_MAIZE 

B6THL0_MAIZE 4 B6THL0_MAIZE; B4FDH3_MAIZE; B6T8J3_MAIZE; B6T8J8_MAIZE 

B4FER8_MAIZE 4 B4FER8_MAIZE; B6UB43_MAIZE; B6SRG5_MAIZE; B6TZL0_MAIZE 

B4FFZ7_MAIZE 4 B4FFZ7_MAIZE; B6SX67_MAIZE; B6T106_MAIZE; B6SJQ7_MAIZE 

B4FHS1_MAIZE 4 B4FHS1_MAIZE; B6THD9_MAIZE; B4FRH0_MAIZE; B4FE88_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FNZ2_MAIZE 4 B4FNZ2_MAIZE; B6U552_MAIZE; B6UF98_MAIZE; B6TXC8_MAIZE 

B6SJX7_MAIZE 4 B6SJX7_MAIZE; B4FZC0_MAIZE; B4FQE6_MAIZE; B6TFD0_MAIZE 

B4FTX3_MAIZE 4 B4FTX3_MAIZE; B6T7X9_MAIZE; PROF4_MAIZE; B4FK52_MAIZE 

B4FUB5_MAIZE 4 B4FUB5_MAIZE; B6T326_MAIZE; B4FCF9_MAIZE; B6U7C5_MAIZE 

B6SX73_MAIZE 4 B6SX73_MAIZE; B6TC92_MAIZE; B6TIR8_MAIZE; B6SZB5_MAIZE 

B6T1F2_MAIZE 4 B6T1F2_MAIZE; B6T766_MAIZE; B4FHA3_MAIZE; B6T823_MAIZE 

P93627_MAIZE 4 P93627_MAIZE; Q41897_MAIZE; Q41825_MAIZE; A5HMM8_MAIZE 

Q9ZPN0_MAIZE 4 Q9ZPN0_MAIZE; B4F8G5_MAIZE; B6TRP9_MAIZE; Q8W2K4_MAIZE 

B4F7Z4_MAIZE 4 B4F7Z4_MAIZE; B6T3E4_MAIZE; B4FCW2_MAIZE; B6TC45_MAIZE 

B6U4H0_MAIZE 4 B6U4H0_MAIZE; B4F7Z5_MAIZE; B4FNM9_MAIZE; B6UC47_MAIZE 

B4F980_MAIZE 4 B4F980_MAIZE; B6TFC5_MAIZE; B6SJP9_MAIZE; B6TJK3_MAIZE 

B4FDW3_MAIZE 4 B4FDW3_MAIZE; B6SS56_MAIZE; B4FIP5_MAIZE; B6SQJ2_MAIZE 

B4FHB3_MAIZE 4 B4FHB3_MAIZE; B6T3R4_MAIZE; B6STA4_MAIZE; B6TM95_MAIZE 

B4FI28_MAIZE 4 B4FI28_MAIZE; B6TJJ8_MAIZE; B4FQM1_MAIZE; B6TFN5_MAIZE 

B4FJD7_MAIZE 4 B4FJD7_MAIZE; B6SNS7_MAIZE; B6TPG9_MAIZE; B6TUE5_MAIZE 

B4FKH7_MAIZE 4 B4FKH7_MAIZE; B6T7N0_MAIZE; B6TTI9_MAIZE; B4FPK8_MAIZE 

B4FPA0_MAIZE 4 B4FPA0_MAIZE; B6T6U1_MAIZE; B4FHX7_MAIZE; B6TS62_MAIZE 

B4FTA4_MAIZE 4 B4FTA4_MAIZE; B6TFL8_MAIZE; B4G1P7_MAIZE; B4FFW7_MAIZE 

B6U9I3_MAIZE 4 B6U9I3_MAIZE; B4FUX6_MAIZE; B6TI09_MAIZE; B6TMD7_MAIZE 

B6U232_MAIZE 4 B6U232_MAIZE; RAB2B_MAIZE; B6SI49_MAIZE; RAB2A_MAIZE 

B6SN61_MAIZE 4 B6SN61_MAIZE; B6TH22_MAIZE; B6SXC2_MAIZE; B6SNZ3_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SUK9_MAIZE 4 B6SUK9_MAIZE; B4FIL7_MAIZE; B4FDV1_MAIZE; B6T916_MAIZE 

B6TLW3_MAIZE 4 B6TLW3_MAIZE; B4FRK0_MAIZE; B4FV65_MAIZE; B6TWW4_MAIZE 

B6TLX0_MAIZE 4 B6TLX0_MAIZE; B6UCI8_MAIZE; B6TDN0_MAIZE; B6T561_MAIZE 

B6TSD4_MAIZE 4 B6TSD4_MAIZE; B4FS51_MAIZE; B4FW33_MAIZE; B6U5A5_MAIZE 

B6TYS6_MAIZE 4 B6TYS6_MAIZE; Q9FQC2_MAIZE; B6U5S1_MAIZE; B6TMT6_MAIZE 

B4F9A2_MAIZE 4 B4F9A2_MAIZE; GLNA2_MAIZE; B4FTA2_MAIZE; Q8S4Y4_MAIZE 

B4FAE1_MAIZE 4 B4FAE1_MAIZE; B6U967_MAIZE; B4FPQ9_MAIZE; B6TSE5_MAIZE 

B4FBQ5_MAIZE 4 B4FBQ5_MAIZE; B4FBB9_MAIZE; B4FVM3_MAIZE; Q6RHR2_MAIZE 

B4FC14_MAIZE 4 B4FC14_MAIZE; UCRI_MAIZE; B4FBQ8_MAIZE; B4F892_MAIZE 

B4FE18_MAIZE 4 B4FE18_MAIZE; B6T1U2_MAIZE; H2B5_MAIZE; B6UDW6_MAIZE 

B4FEN4_MAIZE 4 B4FEN4_MAIZE; B6T493_MAIZE; B6UGM4_MAIZE; B4FF20_MAIZE 

B4FI06_MAIZE 4 B4FI06_MAIZE; B6T8B3_MAIZE; B6U9B8_MAIZE; B4FTK3_MAIZE 

B4FI47_MAIZE 4 B4FI47_MAIZE; B6UCU1_MAIZE; B4FCS1_MAIZE; B6TFI3_MAIZE 

B4FVI8_MAIZE 4 B4FVI8_MAIZE; B4FQ56_MAIZE; B6T909_MAIZE; B6UF65_MAIZE 

B4FS84_MAIZE 4 B4FS84_MAIZE; B6UI46_MAIZE; B4FSR8_MAIZE; B6T0H2_MAIZE 

B4G1M9_MAIZE 4 B4G1M9_MAIZE; B6T4R7_MAIZE; B6TNR3_MAIZE; B6TM39_MAIZE 

B6TL29_MAIZE 4 B6TL29_MAIZE; B6SVI7_MAIZE; B6TMU1_MAIZE; B4FB42_MAIZE 

B6T925_MAIZE 4 B6T925_MAIZE; B6TAQ0_MAIZE; Q9M7F3_MAIZE; B6SXB1_MAIZE 

B6TB46_MAIZE 4 B6TB46_MAIZE; B6SZS5_MAIZE; B6TMM5_MAIZE; B6UBL7_MAIZE 

B6TC19_MAIZE 4 B6TC19_MAIZE; B6TBX0_MAIZE; B4FXX5_MAIZE; B4FE08_MAIZE 

B4FAQ2_MAIZE 4 B4FAQ2_MAIZE; B6SSA3_MAIZE; B6TQF3_MAIZE; B6UF09_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FE90_MAIZE 4 B4FE90_MAIZE; RS8_MAIZE; B4FGG1_MAIZE; Q6QP50_MAIZE 

B4FUZ2_MAIZE 4 B4FUZ2_MAIZE; B4FWQ0_MAIZE; B6SGX6_MAIZE; B4FP43_MAIZE 

B6TC12_MAIZE 4 B6TC12_MAIZE; B4FI68_MAIZE; B4FH47_MAIZE; B4FN17_MAIZE 

B6TLA2_MAIZE 4 B6TLA2_MAIZE; B4FMX6_MAIZE; B6TPI3_MAIZE; B4FQ13_MAIZE 

B6TN41_MAIZE 4 B6TN41_MAIZE; B6TMV2_MAIZE; B6SIZ9_MAIZE; B6SM84_MAIZE 

B6TRV3_MAIZE 4 B6TRV3_MAIZE; B4FDY7_MAIZE; B6TPA9_MAIZE; B6TB03_MAIZE 

B4F9B5_MAIZE 4 B4F9B5_MAIZE; CYSP2_MAIZE; B6TAF8_MAIZE; Q43705_MAIZE 

B4F9K2_MAIZE 4 B4F9K2_MAIZE; B6TT83_MAIZE; B6SND5_MAIZE; B4FSS2_MAIZE 

B4FML8_MAIZE 4 B4FML8_MAIZE; RS13_MAIZE; B6TZ10_MAIZE; B4FJR7_MAIZE 

B6TVJ7_MAIZE 4 B6TVJ7_MAIZE; B4FMZ0_MAIZE; B4FJ83_MAIZE; B4FHG5_MAIZE 

B4FY98_MAIZE 4 B4FY98_MAIZE; B6SRK3_MAIZE; B6SS03_MAIZE; B4FV40_MAIZE 

B4G087_MAIZE 4 B4G087_MAIZE; B6TYX3_MAIZE; B6TWJ6_MAIZE; B6T3Z2_MAIZE 

B4G1K3_MAIZE 4 B4G1K3_MAIZE; B6SN82_MAIZE; B6U2W2_MAIZE; B6T6M1_MAIZE 

B6SK06_MAIZE 4 B6SK06_MAIZE; B6TQC3_MAIZE; HDT3_MAIZE; HDT1_MAIZE 

B6SUD1_MAIZE 4 B6SUD1_MAIZE; ADH2_MAIZE; Q41767_MAIZE; B4FWA9_MAIZE 

B6T903_MAIZE 4 B6T903_MAIZE; B6TNQ5_MAIZE; B6SRH8_MAIZE; B6UB36_MAIZE 

B6U0P4_MAIZE 4 B6U0P4_MAIZE; B4F8M9_MAIZE; B6T983_MAIZE; B6TJ82_MAIZE 

B4FAF8_MAIZE 4 B4FAF8_MAIZE; B4FVC4_MAIZE; B6TRI1_MAIZE; B6UG36_MAIZE 

B4FYD7_MAIZE 4 B4FYD7_MAIZE; B6TKF2_MAIZE; B6TRM8_MAIZE; B6U2P1_MAIZE 

B4G195_MAIZE 4 B4G195_MAIZE; B6TK79_MAIZE; B4FY87_MAIZE; B6TDJ2_MAIZE 

B6T8U7_MAIZE 4 B6T8U7_MAIZE; B6SI47_MAIZE; B6SGJ8_MAIZE; B4FKC1_MAIZE 



ID best hit # of 
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B6TF74_MAIZE 4 B6TF74_MAIZE; Q9XGC8_MAIZE; Q9XGC7_MAIZE; B6SP01_MAIZE 

GSTF4_MAIZE 4 GSTF4_MAIZE; Q9S8E9_MAIZE; Q9S8F1_MAIZE; Q9S8F0_MAIZE 

Q9ZQY2_MAIZE 4 Q9ZQY2_MAIZE; B6T6H3_MAIZE; Q9ZQY1_MAIZE; B6TC14_MAIZE 

A3FMB9_MAIZE 4 A3FMB9_MAIZE; B6T206_MAIZE; B6TIY7_MAIZE; B4FU28_MAIZE 

B4FFF1_MAIZE 4 B4FFF1_MAIZE; B6T9E7_MAIZE; B6TRU5_MAIZE; B6U2T0_MAIZE 

B4FGR6_MAIZE 4 B4FGR6_MAIZE; B6TPW4_MAIZE; B4FJ14_MAIZE; B6TW31_MAIZE 

B4FPT7_MAIZE 4 B4FPT7_MAIZE; B6UD37_MAIZE; B6UD35_MAIZE; B6T7T6_MAIZE 

B4FS52_MAIZE 4 B4FS52_MAIZE; Q9FQA8_MAIZE; Q9FQA5_MAIZE; B6STJ5_MAIZE 

B4FSW5_MAIZE 4 B4FSW5_MAIZE; B6T173_MAIZE; B6TY84_MAIZE; B4FK72_MAIZE 

B4G1C9_MAIZE 4 B4G1C9_MAIZE; B4FD17_MAIZE; B6TE06_MAIZE; B6U9U3_MAIZE 

B6SHZ1_MAIZE 4 B6SHZ1_MAIZE; B6UGL6_MAIZE; B4FFF8_MAIZE; B6TMY6_MAIZE 

Q9ZRH5_MAIZE 4 Q9ZRH5_MAIZE; Q8W000_MAIZE; A0A4Y2_MAIZE; B6UEC6_MAIZE 

B4F7U0_MAIZE 4 B4F7U0_MAIZE; B6SNV8_MAIZE; B6TQJ6_MAIZE; B6TPY0_MAIZE 

B4F820_MAIZE 4 B4F820_MAIZE; B4FTJ0_MAIZE; B6UG30_MAIZE; B4FCE2_MAIZE 

B4G0S0_MAIZE 4 B4G0S0_MAIZE; B6T8L8_MAIZE; Q9LKI4_MAIZE; B6TJQ0_MAIZE 

B6SLS0_MAIZE 4 B6SLS0_MAIZE; B6U2V3_MAIZE; B4FF86_MAIZE; B6SHC4_MAIZE 

B6SZS2_MAIZE 4 B6SZS2_MAIZE; B6TH64_MAIZE; B6UHX7_MAIZE; B4FCK4_MAIZE 

B6T969_MAIZE 4 B6T969_MAIZE; B6TS78_MAIZE; B4FCQ5_MAIZE; B6UFZ3_MAIZE 

B6TAJ3_MAIZE 4 B6TAJ3_MAIZE; B4FKJ9_MAIZE; B6TNX7_MAIZE; B6TN99_MAIZE 

ADHX_MAIZE 4 ADHX_MAIZE; B4F8B9_MAIZE; B6T6Q8_MAIZE; B6TC62_MAIZE 

B4FQA2_MAIZE 4 B4FQA2_MAIZE; B4FRZ2_MAIZE; B6TK41_MAIZE; B6SJQ3_MAIZE 
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B4FYU6_MAIZE 4 B4FYU6_MAIZE; B6SJB3_MAIZE; REHY_MAIZE; B4FZB0_MAIZE 

B6T5Z1_MAIZE 4 B6T5Z1_MAIZE; B6T856_MAIZE; LDH_MAIZE; B4FEG4_MAIZE 

P93852_MAIZE 4 P93852_MAIZE; B6T9P7_MAIZE; O49215_MAIZE; B6UBM8_MAIZE 

B4FHN3_MAIZE 4 B4FHN3_MAIZE; B6TL69_MAIZE; B6TEY2_MAIZE; B4G232_MAIZE 

B4FZ84_MAIZE 4 B4FZ84_MAIZE; B6SSF3_MAIZE; B6TIC4_MAIZE; B6SSQ8_MAIZE 

B6T2R0_MAIZE 4 B6T2R0_MAIZE; B4FHH4_MAIZE; B4FY90_MAIZE; B6SUT7_MAIZE 

B6TPH0_MAIZE 4 B6TPH0_MAIZE; Q6XC06_MAIZE; B6U6K8_MAIZE; B6TJ39_MAIZE 

A1XCH8_MAIZE 4 A1XCH8_MAIZE; Q8W0V3_MAIZE; B4FZX9_MAIZE; B4FBD1_MAIZE 

B4FID1_MAIZE 4 B4FID1_MAIZE; B6UH57_MAIZE; B6TNB7_MAIZE; B6UFC3_MAIZE 

B4F9G6_MAIZE 4 B4F9G6_MAIZE; B6T410_MAIZE; B6T751_MAIZE; B6U4B1_MAIZE 

B4FS49_MAIZE 4 B4FS49_MAIZE; B4FQL5_MAIZE; B6TSC6_MAIZE; B6TA48_MAIZE 

B6TDF8_MAIZE 4 B6TDF8_MAIZE; IPI:CON_00713814.2; B6SPZ2_MAIZE; B4F7Y7_MAIZE 

B4FAV3_MAIZE 4 B4FAV3_MAIZE; B6T1Y0_MAIZE; B6U2J3_MAIZE; B6TEI5_MAIZE 

B4FQ98_MAIZE 4 B4FQ98_MAIZE; B4FTE2_MAIZE; B6T6U3_MAIZE; B4FWC1_MAIZE 

B4FR61_MAIZE 4 B4FR61_MAIZE; B6TCC8_MAIZE; GLNA1_MAIZE; Q7XAT3_MAIZE 

B4FTW5_MAIZE 4 B4FTW5_MAIZE; B6TYZ6_MAIZE; B4FKX2_MAIZE; B6TKG1_MAIZE 

B4FP94_MAIZE 4 B4FP94_MAIZE; B4FWB3_MAIZE; B6U7C8_MAIZE; B4FXG1_MAIZE 

B4FQZ2_MAIZE 4 B4FQZ2_MAIZE; B6TAE2_MAIZE; B6TDQ0_MAIZE; B6UG65_MAIZE 

MDHC_MAIZE 4 MDHC_MAIZE; B2ZAF9_MAIZE; B6SLL8_MAIZE; Q93XD0_MAIZE 

B6SRI4_MAIZE 4 B6SRI4_MAIZE; B6SHF0_MAIZE; B6SHK4_MAIZE; B6U4A4_MAIZE 

B6T7L9_MAIZE 4 B6T7L9_MAIZE; B4FT47_MAIZE; B6SZB9_MAIZE; B6TBD8_MAIZE 
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B4F9K0_MAIZE 4 B4F9K0_MAIZE; B6STY9_MAIZE; B6T887_MAIZE; B6U837_MAIZE 

B4F946_MAIZE 4 B4F946_MAIZE; TBB4_MAIZE; B6TF38_MAIZE; TBB3_MAIZE 

Q9ZQY0_MAIZE 4 Q9ZQY0_MAIZE; B4FGJ4_MAIZE; B6TD94_MAIZE; B6T6V1_MAIZE 

B6U284_MAIZE 4 B6U284_MAIZE; B6T109_MAIZE; B6TDI1_MAIZE; B6U951_MAIZE 

G3PE_MAIZE 4 G3PE_MAIZE; B4G0L9_MAIZE; Q43359_MAIZE; B6TG76_MAIZE 

B4FAL8_MAIZE 4 B4FAL8_MAIZE; B6TFC2_MAIZE; B4FC55_MAIZE; Q5NKQ4_MAIZE 

B4FAD1_MAIZE 4 B4FAD1_MAIZE; B6UB80_MAIZE; B6TYL3_MAIZE; B6T165_MAIZE 

B4FAJ4_MAIZE 4 B4FAJ4_MAIZE; B6U1T9_MAIZE; B6U4S1_MAIZE; B6UG02_MAIZE 

B6TQ08_MAIZE 4 B6TQ08_MAIZE; B6T9K1_MAIZE; B6T516_MAIZE; B6TYF2_MAIZE 

B4FF57_MAIZE 4 B4FF57_MAIZE; B6T8Q5_MAIZE; B6U118_MAIZE; B6T7U9_MAIZE 

BGLC_MAIZE 4 BGLC_MAIZE; Q53WW9_MAIZE; Q9S8L5_MAIZE; Q9S8L6_MAIZE 

ATPBM_MAIZE 4 ATPBM_MAIZE; ATPB_MAIZE; Q5SBI3_MAIZE; Q5SBI2_MAIZE 

B6SZ69_MAIZE 4 B6SZ69_MAIZE; B6U1E4_MAIZE; Q9S985_MAIZE; Q9S984_MAIZE 

Q9LKL4_MAIZE 4 Q9LKL4_MAIZE; B6U297_MAIZE; Q0GQW8_MAIZE; B6SZR9_MAIZE 

B4FAL9_MAIZE 4 B4FAL9_MAIZE; ALF_MAIZE; B6SI53_MAIZE; B6SSU6_MAIZE 

Q5EUE1_MAIZE 4 Q5EUE1_MAIZE; PDI_MAIZE; A5A5E7_MAIZE; B6T129_MAIZE 

B6U4D6_MAIZE 4 B6U4D6_MAIZE; Q8VXG7_MAIZE; Q08063_MAIZE; B4G0M9_MAIZE 

B4F8L0_MAIZE 5 B4F8L0_MAIZE; B4FVE8_MAIZE; B6T6V3_MAIZE; B4FC21_MAIZE; B6SHN9_MAIZE 

B4FB85_MAIZE 5 B4FB85_MAIZE; B4FH70_MAIZE; B6U2X9_MAIZE; B6UER0_MAIZE; B6UC18_MAIZE 

B4FCB4_MAIZE 5 B4FCB4_MAIZE; B4FWQ4_MAIZE; B6TM29_MAIZE; B4FHA4_MAIZE; B6TS87_MAIZE 

B4FEB2_MAIZE 5 B4FEB2_MAIZE; B4FS36_MAIZE; Q6PNA1_MAIZE; B6TPK8_MAIZE; B6TUT3_MAIZE 
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B6T3E6_MAIZE 5 B6T3E6_MAIZE; B6SGQ2_MAIZE; B4FGJ8_MAIZE; B4FVT7_MAIZE; B6UBY0_MAIZE 

B6SMT2_MAIZE 5 B6SMT2_MAIZE; B6TVU1_MAIZE; Q7XBD3_MAIZE; Q8SA96_MAIZE; Q9ATX2_MAIZE 

B6SNE0_MAIZE 5 B6SNE0_MAIZE; B6TH68_MAIZE; B6T1M6_MAIZE; B6U454_MAIZE; B6TKR9_MAIZE 

B6T292_MAIZE 5 B6T292_MAIZE; B6ST95_MAIZE; B6TM71_MAIZE; B6SMA8_MAIZE; B6TWP2_MAIZE 

B6UBN3_MAIZE 5 B6UBN3_MAIZE; B6T9A6_MAIZE; A6XB85_MAIZE; B4FVF9_MAIZE; NFYB_MAIZE 

Q64HB8_MAIZE 5 Q64HB8_MAIZE; Q64HB7_MAIZE; B6TZW1_MAIZE; Q64HB6_MAIZE; Q64HB5_MAIZE 

A1JUJ0_MAIZE 5 A1JUJ0_MAIZE; B6T9P4_MAIZE; INO1_MAIZE; B6TLC6_MAIZE; B6UIB3_MAIZE 

B4F8H9_MAIZE 5 B4F8H9_MAIZE; B4FS66_MAIZE; B4FX01_MAIZE; B6SPT5_MAIZE; B6SK66_MAIZE 

B4F9L9_MAIZE 5 B4F9L9_MAIZE; B6TDC9_MAIZE; Q6QP47_MAIZE; B6TWY1_MAIZE; B4FCQ3_MAIZE 

B4FDX9_MAIZE 5 B4FDX9_MAIZE; B6T4J0_MAIZE; B6SGI3_MAIZE; B4FD26_MAIZE; B6SN87_MAIZE 

B4FIP2_MAIZE 5 B4FIP2_MAIZE; B6TRF8_MAIZE; B6THJ6_MAIZE; B6UEA7_MAIZE; B6TVY7_MAIZE 

B4FMM6_MAIZE 5 B4FMM6_MAIZE; B6SK31_MAIZE; B6TY08_MAIZE; B6UGC4_MAIZE; B6SVY4_MAIZE 

B4FMP2_MAIZE 5 B4FMP2_MAIZE; B6TCA5_MAIZE; B4FLI7_MAIZE; B4FMT6_MAIZE; B6TR08_MAIZE 

B4FMX0_MAIZE 5 B4FMX0_MAIZE; B6THZ6_MAIZE; B6SI81_MAIZE; B6T455_MAIZE; B4FFS9_MAIZE 

B4FP46_MAIZE 5 B4FP46_MAIZE; B6TK13_MAIZE; B4FK96_MAIZE; B6SLV0_MAIZE; B6SM72_MAIZE 

B6SWB3_MAIZE 5 B6SWB3_MAIZE; B6T965_MAIZE; B6TLY3_MAIZE; B4FR21_MAIZE; B4FH63_MAIZE 

B4FRH7_MAIZE 5 B4FRH7_MAIZE; B4FZF7_MAIZE; B6T8T3_MAIZE; B6TCM4_MAIZE; B6SY09_MAIZE 

B4FTP9_MAIZE 5 B4FTP9_MAIZE; B4G0G4_MAIZE; B6T728_MAIZE; B6TCG5_MAIZE; B6UET4_MAIZE 

B6TH74_MAIZE 5 B6TH74_MAIZE; B4FU52_MAIZE; B6T2D5_MAIZE; B6SIR8_MAIZE; B6U3Z5_MAIZE 

B4G1B3_MAIZE 5 B4G1B3_MAIZE; RLA3_MAIZE; B6T321_MAIZE; B6TH48_MAIZE; B6SQZ1_MAIZE 

B4G210_MAIZE 5 B4G210_MAIZE; B6SX81_MAIZE; B4FPW3_MAIZE; B6U5R2_MAIZE; B6TCH9_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6SJF5_MAIZE 5 B6SJF5_MAIZE; Q41765_MAIZE; B6TRB6_MAIZE; B6U944_MAIZE; P93702_MAIZE 

B6T8Y0_MAIZE 5 B6T8Y0_MAIZE; B6TR21_MAIZE; B6SLA5_MAIZE; B6T333_MAIZE; B6TW78_MAIZE 

B6U2N8_MAIZE 5 B6U2N8_MAIZE; B6UCZ9_MAIZE; B6SLI1_MAIZE; B6SRJ3_MAIZE; B6UIM8_MAIZE 

B6U1Q4_MAIZE 5 B6U1Q4_MAIZE; B6SQE1_MAIZE; B6T125_MAIZE; B6UEL5_MAIZE; B6T248_MAIZE 

B6TDD0_MAIZE 5 B6TDD0_MAIZE; B6SZK4_MAIZE; B6TH65_MAIZE; B4FSB4_MAIZE; B6SSG2_MAIZE 

B6T3X8_MAIZE 5 B6T3X8_MAIZE; B4FAF6_MAIZE; B4FSS7_MAIZE; B6TBN0_MAIZE; B6SIP1_MAIZE 

B6TWF2_MAIZE 5 B6TWF2_MAIZE; B4FH14_MAIZE; B6T4F7_MAIZE; B6TJP8_MAIZE; B6TS06_MAIZE 

P93630_MAIZE 5 P93630_MAIZE; B4FQM3_MAIZE; B6T2V7_MAIZE; Q8W511_MAIZE; P93631_MAIZE 

Q84L97_MAIZE 5 Q84L97_MAIZE; Q8L6A2_MAIZE; Q8S2U8_MAIZE; Q8RUJ5_MAIZE; Q8RUJ4_MAIZE 

Q9ZQX9_MAIZE 5 Q9ZQX9_MAIZE; B6TFY4_MAIZE; B6TSC5_MAIZE; B6UFT6_MAIZE; B6TUY0_MAIZE 

B4F891_MAIZE 5 B4F891_MAIZE; B4FEZ7_MAIZE; B0I503_MAIZE; B6TIL2_MAIZE; B6TUP3_MAIZE 

B4FA94_MAIZE 5 B4FA94_MAIZE; B6T6X8_MAIZE; B6U269_MAIZE; B6TSZ2_MAIZE; B6TQF4_MAIZE 

B4FAS3_MAIZE 5 B4FAS3_MAIZE; B6U208_MAIZE; B6SKR2_MAIZE; B4FD79_MAIZE; B4FF31_MAIZE 

B6TGE5_MAIZE 5 B6TGE5_MAIZE; B4FB74_MAIZE; B6SSR2_MAIZE; B6TS42_MAIZE; B6TT95_MAIZE 

B6T1G0_MAIZE 5 B6T1G0_MAIZE; B4FBW9_MAIZE; B6SJN8_MAIZE; H32_MAIZE; B6TTP0_MAIZE 

B4FFH9_MAIZE 5 B4FFH9_MAIZE; B6SLR4_MAIZE; B4FDT9_MAIZE; B6TKB1_MAIZE; B6UA75_MAIZE 

B4FM31_MAIZE 5 B4FM31_MAIZE; B6SGP2_MAIZE; B4FEP4_MAIZE; B6TG03_MAIZE; B6U715_MAIZE 

B4FY73_MAIZE 5 B4FY73_MAIZE; B6TKE1_MAIZE; B6TU44_MAIZE; B6UAU9_MAIZE; B6UGQ9_MAIZE 

B4G0R0_MAIZE 5 B4G0R0_MAIZE; B4FT65_MAIZE; B6SQE0_MAIZE; B6U733_MAIZE; B6U9F4_MAIZE 

B6SNY0_MAIZE 5 B6SNY0_MAIZE; B6UGN8_MAIZE; Q4FZ49_MAIZE; Q4A1J4_MAIZE; B6TKU3_MAIZE 

B6T401_MAIZE 5 B6T401_MAIZE; B6UDR1_MAIZE; B6U8R4_MAIZE; B6TEF5_MAIZE; B6TAJ5_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B6TKU6_MAIZE 5 B6TKU6_MAIZE; B6U1B6_MAIZE; B6T366_MAIZE; B6T6N4_MAIZE; B6SHB3_MAIZE 

B6TBM0_MAIZE 5 B6TBM0_MAIZE; B4F836_MAIZE; B6SSK1_MAIZE; B4FRV4_MAIZE; B6SQR9_MAIZE 

B4FCQ4_MAIZE 5 B4FCQ4_MAIZE; B6SN47_MAIZE; B6UF31_MAIZE; B6STB2_MAIZE; B6UC95_MAIZE 

B4FEE7_MAIZE 5 B4FEE7_MAIZE; B6T1S7_MAIZE; B6SYW0_MAIZE; B6T188_MAIZE; B6U6R8_MAIZE 

B4FFB0_MAIZE 5 B4FFB0_MAIZE; B6T6G9_MAIZE; B4FZ61_MAIZE; B6U299_MAIZE; Q4W1F5_MAIZE 

B4FHT6_MAIZE 5 B4FHT6_MAIZE; Q53AV6_MAIZE; B6U4I7_MAIZE; B6TZW3_MAIZE; B6U190_MAIZE 

B4FSH6_MAIZE 5 B4FSH6_MAIZE; B6SUS6_MAIZE; B6STR3_MAIZE; B6U7C0_MAIZE; B4FPV0_MAIZE 

B4FV48_MAIZE 5 B4FV48_MAIZE; B6T883_MAIZE; Q4A1J7_MAIZE; Q4FZ52_MAIZE; B6UBS9_MAIZE 

B6SJ19_MAIZE 5 B6SJ19_MAIZE; B6TTG6_MAIZE; RL30_MAIZE; B6TZ97_MAIZE; B6U1X5_MAIZE 

B6T0Z6_MAIZE 5 B6T0Z6_MAIZE; B6T361_MAIZE; RLA1_MAIZE; B6TQN7_MAIZE; B6T1I2_MAIZE 

B6TB21_MAIZE 5 B6TB21_MAIZE; B6U842_MAIZE; B6U2Y2_MAIZE; B6T4G3_MAIZE; B6TLA6_MAIZE 

MCM31_MAIZE 5 MCM31_MAIZE; MCM32_MAIZE; MCM33_MAIZE; Q9XHR1_MAIZE; Q9SX02_MAIZE 

ATP5E_MAIZE 5 ATP5E_MAIZE; B6T0Y2_MAIZE; B6TF45_MAIZE; B6TFL5_MAIZE; B6UHU2_MAIZE 

B4FFL4_MAIZE 5 B4FFL4_MAIZE; B6SHP3_MAIZE; B6SIN0_MAIZE; B6SZ42_MAIZE; B6U9E4_MAIZE 

B4FW07_MAIZE 5 B4FW07_MAIZE; B6TAT4_MAIZE; B6SGX0_MAIZE; B6UCS3_MAIZE; B6SYJ3_MAIZE 

B4G0T4_MAIZE 5 B4G0T4_MAIZE; IF4E1_MAIZE; B6TBD1_MAIZE; B6TFS4_MAIZE; B6U956_MAIZE 

B6SIU1_MAIZE 5 B6SIU1_MAIZE; B6SYI7_MAIZE; B6T650_MAIZE; B6UG63_MAIZE; B6TZJ4_MAIZE 

B6T872_MAIZE 5 B6T872_MAIZE; B4FI53_MAIZE; B6SGV8_MAIZE; B6UH19_MAIZE; RL32_MAIZE 

B6TMW7_MAIZE 5 B6TMW7_MAIZE; B6U1Y5_MAIZE; B6TW35_MAIZE; B4FEH9_MAIZE; B6TXH5_MAIZE 

B6U0X3_MAIZE 5 B6U0X3_MAIZE; B4FAY4_MAIZE; B4FSH2_MAIZE; B6TZA3_MAIZE; B4FVI2_MAIZE 

B4F925_MAIZE 5 B4F925_MAIZE; SODM2_MAIZE; Q43273_MAIZE; SODM1_MAIZE; SODM3_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FBW1_MAIZE 5 B4FBW1_MAIZE; B4G1P2_MAIZE; B6TDQ5_MAIZE; B6SU35_MAIZE; B6U1X4_MAIZE 

B4FU56_MAIZE 5 B4FU56_MAIZE; B6TX75_MAIZE; B4FYA3_MAIZE; Q9SX19_MAIZE; B6U806_MAIZE 

B6SKY1_MAIZE 5 B6SKY1_MAIZE; B6TIN6_MAIZE; B6TWJ8_MAIZE; B4FWB5_MAIZE; B6TG22_MAIZE 

B6TJE9_MAIZE 5 B6TJE9_MAIZE; Q9ZWJ5_MAIZE; B4FTG6_MAIZE; Q6RXW7_MAIZE; B6TI26_MAIZE 

B4FH88_MAIZE 5 B4FH88_MAIZE; B6T3G6_MAIZE; B4FPB0_MAIZE; Q8W526_MAIZE; Q8W528_MAIZE 

B4FNZ5_MAIZE 5 B4FNZ5_MAIZE; B6TR61_MAIZE; B6SSP7_MAIZE; B4FDZ6_MAIZE; B6UHF8_MAIZE 

B4FQR3_MAIZE 5 B4FQR3_MAIZE; B6TLR8_MAIZE; B6TH11_MAIZE; B4F940_MAIZE; B4G1H7_MAIZE 

B6STP1_MAIZE 5 B6STP1_MAIZE; B6TF92_MAIZE; B6TFB6_MAIZE; B6STL6_MAIZE; B6SRQ9_MAIZE 

Q41824_MAIZE 5 Q41824_MAIZE; B6SS21_MAIZE; B6TN77_MAIZE; B4G1H1_MAIZE; B6UFE3_MAIZE 

Q8S531_MAIZE 5 Q8S531_MAIZE; Q8S532_MAIZE; Q8S529_MAIZE; Q8S530_MAIZE; B6TJL4_MAIZE 

B4FM69_MAIZE 5 B4FM69_MAIZE; B6TJ93_MAIZE; B6UFH4_MAIZE; B6T8K8_MAIZE; B6TDD7_MAIZE 

B4FUF3_MAIZE 5 B4FUF3_MAIZE; B6TQB1_MAIZE; B4F9U8_MAIZE; Q6QP37_MAIZE; B6UDK2_MAIZE 

B4FDT0_MAIZE 5 B4FDT0_MAIZE; B6T8K2_MAIZE; B6U4I9_MAIZE; B4FH82_MAIZE; B6T1M2_MAIZE 

B4FL79_MAIZE 5 B4FL79_MAIZE; B6TLA8_MAIZE; B6TCX7_MAIZE; B6T3I1_MAIZE; B6SYN7_MAIZE 

B4FS63_MAIZE 5 B4FS63_MAIZE; B4FT82_MAIZE; B6TEA4_MAIZE; B6TAA1_MAIZE; B6UG25_MAIZE 

B6TAK0_MAIZE 5 B6TAK0_MAIZE; B4FMU0_MAIZE; B6UAK5_MAIZE; B4FZ59_MAIZE; B6U099_MAIZE 

B6TH57_MAIZE 5 B6TH57_MAIZE; B4FIV0_MAIZE; B6T428_MAIZE; B6TPR1_MAIZE; B4FU60_MAIZE 

A1XCI6_MAIZE 5 A1XCI6_MAIZE; Q06XS2_MAIZE; A1XCI5_MAIZE; Q06XS3_MAIZE; B4FBR3_MAIZE 

B4FH44_MAIZE 5 B4FH44_MAIZE; B6SX54_MAIZE; B6T183_MAIZE; Q4W1F6_MAIZE; B6T090_MAIZE 

B6T2A5_MAIZE 5 B6T2A5_MAIZE; RS11_MAIZE; B6SIL5_MAIZE; B6TDP8_MAIZE; B6TDU4_MAIZE 

B6TLM5_MAIZE 5 B6TLM5_MAIZE; Q9FQB9_MAIZE; B6TK27_MAIZE; B6TP77_MAIZE; Q9FQ98_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FRC3_MAIZE 5 B4FRC3_MAIZE; B6TC80_MAIZE; B6T7M3_MAIZE; B6TDE4_MAIZE; B4FME8_MAIZE 

B6T5F2_MAIZE 5 B6T5F2_MAIZE; B6UIJ6_MAIZE; B6TMI2_MAIZE; B4FYQ8_MAIZE; B4FWR7_MAIZE 

B6SIQ7_MAIZE 5 B6SIQ7_MAIZE; B6T6T3_MAIZE; Q5UCF6_MAIZE; B4FJZ4_MAIZE; RS20_MAIZE 

B4FMF7_MAIZE 5 B4FMF7_MAIZE; B6SUB8_MAIZE; B6U891_MAIZE; B4F7S7_MAIZE; B4FGA4_MAIZE 

B4FSF1_MAIZE 5 B4FSF1_MAIZE; B4G124_MAIZE; B4G109_MAIZE; B6TM93_MAIZE; B4FWW8_MAIZE 

A2T1W7_MAIZE 5 A2T1W7_MAIZE; B6TRN5_MAIZE; B6STZ8_MAIZE; B6T993_MAIZE; Q4W1F2_MAIZE 

B4FNW1_MAIZE 5 B4FNW1_MAIZE; TPIS_MAIZE; B6SIG5_MAIZE; B6SHM9_MAIZE; B6UCW4_MAIZE 

B4FXF9_MAIZE 5 B4FXF9_MAIZE; IPYR_MAIZE; B6UE00_MAIZE; B6UE15_MAIZE; B6T1I3_MAIZE 

Q546I4_MAIZE 5 Q546I4_MAIZE; TBA5_MAIZE; TBA6_MAIZE; Q8VX28_MAIZE; Q8VWM6_MAIZE 

TBB5_MAIZE 5 TBB5_MAIZE; TBB8_MAIZE; TBB2_MAIZE; B4G1F3_MAIZE; B6T9E0_MAIZE 

B6SV64_MAIZE 5 B6SV64_MAIZE; B4FNE0_MAIZE; B6ST30_MAIZE; B4FVU2_MAIZE; B4FM04_MAIZE 

B4FA63_MAIZE 5 B4FA63_MAIZE; B4FQT3_MAIZE; B4FRN3_MAIZE; B6T954_MAIZE; B6SQY0_MAIZE 

B4FSL4_MAIZE 6 B4FSL4_MAIZE; B6T4M6_MAIZE; B4FBJ4_MAIZE; B6TEJ7_MAIZE; B4FYY3_MAIZE; B6TWF5_MAIZE 

B6SJR1_MAIZE 6 B6SJR1_MAIZE; B6TB38_MAIZE; B4FGF0_MAIZE; B6SQ91_MAIZE; B6TYV7_MAIZE; B4FXT8_MAIZE 

B4FLI5_MAIZE 6 B4FLI5_MAIZE; B6T9G6_MAIZE; B6TI85_MAIZE; B4FJB8_MAIZE; B6U6S5_MAIZE; B6UHT9_MAIZE 

B4FPL1_MAIZE 6 B4FPL1_MAIZE; B6T113_MAIZE; B6SLG2_MAIZE; B6SPP9_MAIZE; B6UDZ3_MAIZE; B4FYK1_MAIZE 

B6TIM1_MAIZE 6 B6TIM1_MAIZE; B6UE39_MAIZE; B6UF99_MAIZE; B6U168_MAIZE; B6U5E9_MAIZE; B6UBG3_MAIZE 

Q9FQY2_MAIZE 6 Q9FQY2_MAIZE; B4FMS9_MAIZE; B4FRY4_MAIZE; B6TDZ9_MAIZE; B6TG77_MAIZE; B6SJH8_MAIZE 

B6TB83_MAIZE 6 B6TB83_MAIZE; B4FQX6_MAIZE; B4FP96_MAIZE; B6T746_MAIZE; B4F9M1_MAIZE; B6SPZ6_MAIZE 

B6TM12_MAIZE 6 B6TM12_MAIZE; B4FRR4_MAIZE; B6UH90_MAIZE; B6TD62_MAIZE; B6TRV0_MAIZE; B6UA72_MAIZE 

B6SK95_MAIZE 6 B6SK95_MAIZE; B6SXC3_MAIZE; B6T2W1_MAIZE; B6TNY9_MAIZE; B6UAE3_MAIZE; B6STE1_MAIZE 
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B6T365_MAIZE 6 B6T365_MAIZE; B6UH71_MAIZE; Q9MAZ0_MAIZE; B6SIH6_MAIZE; B4FZ39_MAIZE; B6U7J0_MAIZE 

A1YLY4_MAIZE 6 A1YLY4_MAIZE; B6T8Z7_MAIZE; A1YLY2_MAIZE; A1YLY6_MAIZE; A1YLY8_MAIZE; Q8H6J1_MAIZE 

B4FF47_MAIZE 6 B4FF47_MAIZE; B6TA70_MAIZE; B4FQM8_MAIZE; B6TJA4_MAIZE; B6TLR4_MAIZE; B4FY66_MAIZE 

B4FXB2_MAIZE 6 B4FXB2_MAIZE; B4FH55_MAIZE; B6T3F2_MAIZE; B6SKW9_MAIZE; B6SQ88_MAIZE; B6TXY4_MAIZE 

B6T2D8_MAIZE 6 B6T2D8_MAIZE; B6T938_MAIZE; B4FNC9_MAIZE; B6SRB7_MAIZE; B6TAF2_MAIZE; B6T868_MAIZE 

B6TVJ4_MAIZE 6 B6TVJ4_MAIZE; B6U4S6_MAIZE; B6SI26_MAIZE; B6SHW5_MAIZE; Q4W1F7_MAIZE; B6T2J0_MAIZE 

B6SKR4_MAIZE 6 B6SKR4_MAIZE; B6TGS7_MAIZE; CYC_MAIZE; B4FYS2_MAIZE; B6T4T7_MAIZE; B6U1Y6_MAIZE 

B6U6D8_MAIZE 6 B6U6D8_MAIZE; B6SN90_MAIZE; B6TR62_MAIZE; B6TLG0_MAIZE; B6UCF1_MAIZE; B4FGW9_MAIZE 

B6T0Q2_MAIZE 6 B6T0Q2_MAIZE; B6T101_MAIZE; B4FJK0_MAIZE; B6T7E7_MAIZE; B6TMR1_MAIZE; B6T0V3_MAIZE 

B4FB47_MAIZE 6 B4FB47_MAIZE; B4FQZ7_MAIZE; B6TB41_MAIZE; B4FC47_MAIZE; B6TJP4_MAIZE; B6TNF0_MAIZE 

B6TI93_MAIZE 6 B6TI93_MAIZE; B4FBY5_MAIZE; B6T6W0_MAIZE; B4FMD3_MAIZE; Q8H6J0_MAIZE; B6U6N9_MAIZE 

B4FG22_MAIZE 6 B4FG22_MAIZE; B6SX33_MAIZE; B6SMC3_MAIZE; B6UGU0_MAIZE; B6TF26_MAIZE; B6T5M4_MAIZE 

B4FJ27_MAIZE 6 B4FJ27_MAIZE; B4FNV6_MAIZE; Q9FUL7_MAIZE; B6T8Y2_MAIZE; B6T018_MAIZE; B6TMF7_MAIZE 

B4FUB4_MAIZE 6 B4FUB4_MAIZE; B6T1B3_MAIZE; B6T1K2_MAIZE; B6T3C1_MAIZE; B6T5Z3_MAIZE; B6T5E1_MAIZE 

B6TXV6_MAIZE 6 B6TXV6_MAIZE; B6SYU7_MAIZE; B6TKB9_MAIZE; B6T269_MAIZE; B6TMH9_MAIZE; B6TU93_MAIZE 

B6TGT0_MAIZE 6 B6TGT0_MAIZE; B6TIQ9_MAIZE; B4F9R4_MAIZE; B4FJS6_MAIZE; B4FCE7_MAIZE; B6U6M8_MAIZE 

B4FRS1_MAIZE 6 B4FRS1_MAIZE; B4G1R3_MAIZE; B4FVJ6_MAIZE; B6STE7_MAIZE; B6U334_MAIZE; B6SX45_MAIZE 

B4FCG9_MAIZE 6 B4FCG9_MAIZE; B6T2I0_MAIZE; B4FGL9_MAIZE; B6T3F4_MAIZE; B6T1K7_MAIZE; B6U137_MAIZE 

B4FNE9_MAIZE 6 B4FNE9_MAIZE; B4FWV3_MAIZE; B6TZU6_MAIZE; B4FDP4_MAIZE; B4FE41_MAIZE; B6TYF6_MAIZE 

CALM_MAIZE 6 CALM_MAIZE; Q7DLR7_MAIZE; B6T1V6_MAIZE; B6T376_MAIZE; Q43699_MAIZE; O22641_MAIZE 

B4FTC8_MAIZE 6 B4FTC8_MAIZE; B6THT6_MAIZE; B6T8A3_MAIZE; B6T8T5_MAIZE; B4G1H6_MAIZE; B6TV60_MAIZE 
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Q5XLD9_MAIZE 6 Q5XLD9_MAIZE; B6SJB0_MAIZE; B4FMT3_MAIZE; B6U1Y4_MAIZE; B6U961_MAIZE; B6TCT3_MAIZE 

B6SU81_MAIZE 6 B6SU81_MAIZE; B4FPY3_MAIZE; B4FIL2_MAIZE; B6T9T9_MAIZE; B4FJP6_MAIZE; B4FNK4_MAIZE 

B6SVM3_MAIZE 6 B6SVM3_MAIZE; B6TE72_MAIZE; B6SWS5_MAIZE; B6TI30_MAIZE; B6TD59_MAIZE; B4FBH7_MAIZE 

Q53CF4_MAIZE 6 Q53CF4_MAIZE; B6SVI3_MAIZE; B6TGG6_MAIZE; B4G044_MAIZE; B6SWI7_MAIZE; Q8W518_MAIZE 

B4FB66_MAIZE 6 B4FB66_MAIZE; B6SI83_MAIZE; B6T803_MAIZE; B6TTU0_MAIZE; B6T449_MAIZE; B6UBK6_MAIZE 

B4FNT0_MAIZE 6 B4FNT0_MAIZE; B6SJH2_MAIZE; RL17_MAIZE; B6T1L4_MAIZE; B6UDY2_MAIZE; B6TGV2_MAIZE 

B6SHX4_MAIZE 6 B6SHX4_MAIZE; B6T1J9_MAIZE; B6U9A2_MAIZE; B6U9A6_MAIZE; B6U973_MAIZE; B6U8T1_MAIZE 

B6SI39_MAIZE 6 B6SI39_MAIZE; B6SQU6_MAIZE; B6T7Z4_MAIZE; B6TSR0_MAIZE; B6TS73_MAIZE; B6T4B2_MAIZE 

B6T3T7_MAIZE 6 B6T3T7_MAIZE; B4FBT1_MAIZE; B6TD19_MAIZE; B4FKY9_MAIZE; B6SUB7_MAIZE; B6U607_MAIZE 

O65160_MAIZE 6 O65160_MAIZE; B6T8D5_MAIZE; B4FJC3_MAIZE; B6U9R0_MAIZE; B6TKY8_MAIZE; B6T369_MAIZE 

B6UHJ9_MAIZE 6 B6UHJ9_MAIZE; B4FKI3_MAIZE; B6T761_MAIZE; B6TN30_MAIZE; O81229_MAIZE; B6UE09_MAIZE 

B4FPT8_MAIZE 6 B4FPT8_MAIZE; B6T5B9_MAIZE; B6TAQ2_MAIZE; B6TD86_MAIZE; B6UGR9_MAIZE; RL10_MAIZE 

B6SKA0_MAIZE 6 B6SKA0_MAIZE; B6U1A7_MAIZE; GSTF1_MAIZE; B6U4F4_MAIZE; B6SJ05_MAIZE; B6SY36_MAIZE 

ADT1_MAIZE 6 ADT1_MAIZE; ADT2_MAIZE; B4G178_MAIZE; B6SKZ6_MAIZE; B4G119_MAIZE; B4G0F4_MAIZE 

B4F9R6_MAIZE 6 B4F9R6_MAIZE; B4FU90_MAIZE; B6UAV8_MAIZE; B6UE23_MAIZE; B6TTE6_MAIZE; B4FZ04_MAIZE 

B6SXY1_MAIZE 6 B6SXY1_MAIZE; B4FII0_MAIZE; B4FIA2_MAIZE; B4FTM5_MAIZE; B4FR09_MAIZE; B6UCS8_MAIZE 

B4FLA2_MAIZE 6 B4FLA2_MAIZE; B6T4U1_MAIZE; B6UDX4_MAIZE; B4FRH6_MAIZE; B4FTP6_MAIZE; B6TDE2_MAIZE 

B4G031_MAIZE 6 B4G031_MAIZE; B6TVL8_MAIZE; Q41772_MAIZE; B4FWL1_MAIZE; B6UB69_MAIZE; B6TJF8_MAIZE 

B6TL20_MAIZE 6 B6TL20_MAIZE; Q9FQB7_MAIZE; B6SL71_MAIZE; B6SN42_MAIZE; B6SQ03_MAIZE; B4FLH5_MAIZE 

B6SLK4_MAIZE 6 B6SLK4_MAIZE; B6SIK8_MAIZE; B6T1G9_MAIZE; B6UCR7_MAIZE; B6TLX3_MAIZE; B6TZU9_MAIZE 

B4FZW5_MAIZE 6 B4FZW5_MAIZE; B6SHX1_MAIZE; B4G024_MAIZE; B6TBP6_MAIZE; B4FWV1_MAIZE; B6TIR2_MAIZE 
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B4FSV6_MAIZE 6 B4FSV6_MAIZE; O81238_MAIZE; B4FQL4_MAIZE; Q9ZTT0_MAIZE; Q9ZTS5_MAIZE; B4G1E9_MAIZE 

B4F989_MAIZE 6 B4F989_MAIZE; B6TND8_MAIZE; P93635_MAIZE; B4FMG7_MAIZE; A1XCI2_MAIZE; B6SSM9_MAIZE 

SUS2_MAIZE 6 SUS2_MAIZE; Q43706_MAIZE; B2ZG28_MAIZE; B4FFF0_MAIZE; B4FUL9_MAIZE; B6T941_MAIZE 

B4FT08_MAIZE 7 B4FT08_MAIZE; B4F9C8_MAIZE; B4FJC9_MAIZE; B6T785_MAIZE; B4FIG5_MAIZE; B6UBI1_MAIZE; B4FW43_MAIZE 

B4FTU3_MAIZE 7 B4FTU3_MAIZE; B6TEP5_MAIZE; P93643_MAIZE; B6T9N3_MAIZE; P93642_MAIZE; B4FUL7_MAIZE; B4FET1_MAIZE 

B4FAJ3_MAIZE 7 B4FAJ3_MAIZE; Q9SBX2_MAIZE; B6TAL1_MAIZE; Q9FER7_MAIZE; Q9SBX3_MAIZE; Q9FER6_MAIZE; 
Q9ZP28_MAIZE 

B4FKA5_MAIZE 7 B4FKA5_MAIZE; B4FNH4_MAIZE; B6UDW2_MAIZE; B6UG34_MAIZE; B6UGP6_MAIZE; B6T5E5_MAIZE; 
B6T8W6_MAIZE 

B6SUL0_MAIZE 7 B6SUL0_MAIZE; B6SH45_MAIZE; B6U3J5_MAIZE; B6TTZ6_MAIZE; B6SHP5_MAIZE; B6SRS1_MAIZE; B6UAV2_MAIZE 

B6SYU0_MAIZE 7 B6SYU0_MAIZE; B6SYW4_MAIZE; B6T3E9_MAIZE; B6T832_MAIZE; B6T0P6_MAIZE; B6T0T2_MAIZE; B6T0Y8_MAIZE 

Q03462_MAIZE 7 Q03462_MAIZE; Q41757_MAIZE; B4FJ00_MAIZE; B6TPN0_MAIZE; B6T8Y4_MAIZE; Q41786_MAIZE; B4FU08_MAIZE 

B4FFR7_MAIZE 7 B4FFR7_MAIZE; B6T1G6_MAIZE; B6TLK1_MAIZE; B6TTC4_MAIZE; B6T6E3_MAIZE; B4FKH2_MAIZE; B6T9Y5_MAIZE 

Q94IJ4_MAIZE 7 Q94IJ4_MAIZE; Q94IJ5_MAIZE; B4G007_MAIZE; Q93W70_MAIZE; Q94IJ3_MAIZE; B6TCP3_MAIZE; B6SVR2_MAIZE 

B6SNL8_MAIZE 7 B6SNL8_MAIZE; B6SPK5_MAIZE; B6UE19_MAIZE; B4FHI7_MAIZE; B6SPI9_MAIZE; B6T9V8_MAIZE; B6SSH1_MAIZE 

B6TRZ5_MAIZE 7 B6TRZ5_MAIZE; B6TY18_MAIZE; B4FUS5_MAIZE; B6TI17_MAIZE; B6T9T7_MAIZE; B4FQY8_MAIZE; B6TR97_MAIZE 

Q4W437_MAIZE 7 Q4W437_MAIZE; Q5K3Q7_MAIZE; B6UEE8_MAIZE; B6UC99_MAIZE; Q41758_MAIZE; B6UDJ7_MAIZE; 
A0MWC0_MAIZE 

B6UCD5_MAIZE 7 B6UCD5_MAIZE; B6SZ45_MAIZE; B4FM63_MAIZE; B6TH58_MAIZE; B4F982_MAIZE; B6TI53_MAIZE; B6T4H4_MAIZE 

B4FAY8_MAIZE 7 B4FAY8_MAIZE; B4FUX8_MAIZE; B6SN23_MAIZE; B6T3V2_MAIZE; B6UD88_MAIZE; B6UFQ1_MAIZE; 
B6UGF4_MAIZE 

B4FPU2_MAIZE 7 B4FPU2_MAIZE; B6T1K9_MAIZE; B4FQ38_MAIZE; B6SJY4_MAIZE; B6SJ12_MAIZE; B6T1P5_MAIZE; B6T7C3_MAIZE 

B6SP06_MAIZE 7 B6SP06_MAIZE; B6TP60_MAIZE; B6U2B9_MAIZE; B6U1J5_MAIZE; B6U9G6_MAIZE; B6TF36_MAIZE; B6TWI1_MAIZE 



ID best hit # of 
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B4FL64_MAIZE 7 B4FL64_MAIZE; B6T7A2_MAIZE; B6T1F1_MAIZE; B4FJZ7_MAIZE; B6TQ68_MAIZE; RL19_MAIZE; B6T208_MAIZE 

B4FW18_MAIZE 7 B4FW18_MAIZE; RS28_MAIZE; B6T557_MAIZE; B6T1V2_MAIZE; B6UEA6_MAIZE; B6SP50_MAIZE; B6UB35_MAIZE 

B6SLI2_MAIZE 7 B6SLI2_MAIZE; B6TR37_MAIZE; B6TN68_MAIZE; B6UB85_MAIZE; B6UEU8_MAIZE; B6U907_MAIZE; B6SKB4_MAIZE 

Q5EUC9_MAIZE 7 Q5EUC9_MAIZE; B4G162_MAIZE; Q5EUC8_MAIZE; B6TAS7_MAIZE; B6TET6_MAIZE; Q93Y96_MAIZE; 
B4FTT5_MAIZE 

B4FAF4_MAIZE 7 B4FAF4_MAIZE; B6SY08_MAIZE; B6TCE1_MAIZE; B6T3Q5_MAIZE; B6TRJ7_MAIZE; B4FQ72_MAIZE; B6T7D3_MAIZE 

B6T8R3_MAIZE 7 B6T8R3_MAIZE; B4FSW0_MAIZE; B6T8E7_MAIZE; B6SIW4_MAIZE; B4FB39_MAIZE; B6UCK5_MAIZE; B6U9S9_MAIZE 

B4FNZ1_MAIZE 7 B4FNZ1_MAIZE; B4FDG9_MAIZE; B6TS75_MAIZE; SPP1_MAIZE; B6U8R8_MAIZE; SPP2_MAIZE; B6U804_MAIZE 

B6SJC8_MAIZE 7 B6SJC8_MAIZE; B6T6K5_MAIZE; B4FLV3_MAIZE; B6UD74_MAIZE; B6U1P7_MAIZE; B6TSH4_MAIZE; B4FID0_MAIZE 

Q94F77_MAIZE 7 Q94F77_MAIZE; Q9LKY2_MAIZE; B6TD89_MAIZE; Q8L8G4_MAIZE; Q9LKY1_MAIZE; Q9LKY0_MAIZE; B4FM90_MAIZE 

B6ETR5_MAIZE 7 B6ETR5_MAIZE; B5U8J8_MAIZE; B6U1V5_MAIZE; B5U8J9_MAIZE; B6ETR6_MAIZE; B4FF81_MAIZE; ASNS_MAIZE 

Q9M584_MAIZE 7 Q9M584_MAIZE; B6SUV6_MAIZE; Q9FS40_MAIZE; B6TN93_MAIZE; Q9M583_MAIZE; B6TBQ1_MAIZE; 
Q9M582_MAIZE 

B4FK84_MAIZE 7 B4FK84_MAIZE; Q9ZP62_MAIZE; B4FTD1_MAIZE; Q9SM20_MAIZE; GSTF3_MAIZE; B6T2A3_MAIZE; B6U9I9_MAIZE 

B4FZZ2_MAIZE 7 B4FZZ2_MAIZE; B6T4C7_MAIZE; CYPH_MAIZE; B6TBX8_MAIZE; B6T7U8_MAIZE; B6U7A6_MAIZE; B6U0Q7_MAIZE 

B6SIS5_MAIZE 7 B6SIS5_MAIZE; B6UGK6_MAIZE; B4FN28_MAIZE; B6T533_MAIZE; B6T8K3_MAIZE; B4FDA7_MAIZE; B6T8C6_MAIZE 

Q8W0V2_MAIZE 7 Q8W0V2_MAIZE; Q9AXG8_MAIZE; Q9XFL9_MAIZE; A1XCH9_MAIZE; A1XCI0_MAIZE; B4FLR8_MAIZE; B4FBI5_MAIZE 

B6SPX4_MAIZE 7 B6SPX4_MAIZE; TBA1_MAIZE; TBA2_MAIZE; Q08333_MAIZE; Q9LKY5_MAIZE; B6TNM7_MAIZE; Q8VWM7_MAIZE 

B6SJZ8_MAIZE 7 B6SJZ8_MAIZE; G3PC_MAIZE; B6U7P1_MAIZE; B6TTQ5_MAIZE; B6T7H9_MAIZE; B6T727_MAIZE; Q7DMJ8_MAIZE 

B6SHR1_MAIZE 8 B6SHR1_MAIZE; B4FQM4_MAIZE; B6STC6_MAIZE; B6SIZ7_MAIZE; B6U4Z3_MAIZE; B6SKS0_MAIZE; 
B6TXS2_MAIZE; B6UAP7_MAIZE 

B6SX26_MAIZE 8 B6SX26_MAIZE; B6SHB6_MAIZE; B6U0N8_MAIZE; B6U9A8_MAIZE; B6SHZ9_MAIZE; B6T1F3_MAIZE; B6U939_MAIZE; 
B6U942_MAIZE 
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B6SVH7_MAIZE 8 B6SVH7_MAIZE; B4FUN3_MAIZE; B6T3H1_MAIZE; B6TB10_MAIZE; B6STN1_MAIZE; B6SXE0_MAIZE; B6SVI0_MAIZE; 
B6UAH4_MAIZE 

B6TAN3_MAIZE 8 B6TAN3_MAIZE; B6SPN3_MAIZE; B4FDE3_MAIZE; B6SH48_MAIZE; B6TXC9_MAIZE; P93626_MAIZE; RS21_MAIZE; 
B6SP70_MAIZE 

B4FI88_MAIZE 8 B4FI88_MAIZE; B6U978_MAIZE; B6SIG8_MAIZE; RLA2A_MAIZE; Q9ZRF5_MAIZE; B6TMG3_MAIZE; B6UE07_MAIZE; 
B6T655_MAIZE 

B6TAE3_MAIZE 8 B6TAE3_MAIZE; B6TDD9_MAIZE; B6TIM3_MAIZE; B6SI86_MAIZE; B6TE75_MAIZE; B6TPW6_MAIZE; B6SVV7_MAIZE; 
B4FFF7_MAIZE 

B4F9Q1_MAIZE 8 B4F9Q1_MAIZE; B6TYP2_MAIZE; B6SNC1_MAIZE; B6T7F2_MAIZE; Q3HUP7_MAIZE; Q3HUP8_MAIZE; 
B6TI44_MAIZE; B4FC53_MAIZE 

B6STA5_MAIZE 8 B6STA5_MAIZE; B6SP74_MAIZE; Q41810_MAIZE; B6SU96_MAIZE; B6SRW2_MAIZE; B6SZ13_MAIZE; B6T6T6_MAIZE; 
B6U1A4_MAIZE 

B4FMB1_MAIZE 8 B4FMB1_MAIZE; B6T4B0_MAIZE; B6TB58_MAIZE; B6TQU8_MAIZE; B6UCD2_MAIZE; B6UCA3_MAIZE; 
B6TZ39_MAIZE; B4FCB8_MAIZE 

B6SZK9_MAIZE 8 B6SZK9_MAIZE; Q9M639_MAIZE; B4FAK1_MAIZE; B6T4G0_MAIZE; B4FHM3_MAIZE; Q6QP55_MAIZE; 
B6SJT7_MAIZE; B6TUH6_MAIZE 

B4FN19_MAIZE 8 B4FN19_MAIZE; B6T1H5_MAIZE; B6TDJ0_MAIZE; B4FKR5_MAIZE; B6T1W9_MAIZE; B6U0C7_MAIZE; 
B4FBS9_MAIZE; B6SJN7_MAIZE 

B4FQY4_MAIZE 8 B4FQY4_MAIZE; B4FC26_MAIZE; YPTM2_MAIZE; B6T6Z0_MAIZE; B6UDW8_MAIZE; YPTM1_MAIZE; B6SZ24_MAIZE; 
B6TU40_MAIZE 

B6SYW9_MAIZE 8 B6SYW9_MAIZE; B6TVI3_MAIZE; B4FCL6_MAIZE; B6UGM5_MAIZE; B6TSH6_MAIZE; B4FCW1_MAIZE; 
B6T2T6_MAIZE; B6TNK4_MAIZE 

B4FI29_MAIZE 8 B4FI29_MAIZE; B4F9I6_MAIZE; B6T207_MAIZE; B6TWD4_MAIZE; B4FPM6_MAIZE; B6SPT4_MAIZE; B6UEL3_MAIZE; 
B4FGY8_MAIZE 

B6SII4_MAIZE 8 B6SII4_MAIZE; B6UDY1_MAIZE; B6T379_MAIZE; B6T6W2_MAIZE; B6UGP9_MAIZE; B4FPI1_MAIZE; B6U476_MAIZE; 
B6SHS8_MAIZE 



ID best hit # of 
Proteins Protein IDs 

Q9SPD7_MAIZE 8 Q9SPD7_MAIZE; B6UDM4_MAIZE; B6UCL4_MAIZE; VDAC_MAIZE; B4FH98_MAIZE; B4FX24_MAIZE; B6SLD1_MAIZE; 
B6U9C1_MAIZE 

B4FIX8_MAIZE 8 B4FIX8_MAIZE; B4FFK3_MAIZE; B4FMJ0_MAIZE; ARF_MAIZE; B4FP40_MAIZE; B6T2E7_MAIZE; B4FR67_MAIZE; 
B6SGR2_MAIZE 

B6T4E7_MAIZE 8 B6T4E7_MAIZE; Q9FYS0_MAIZE; B6T1H0_MAIZE; O04014_MAIZE; B6TC42_MAIZE; B6TBF2_MAIZE; B6T8L5_MAIZE; 
B6SK07_MAIZE 

Q6RFK3_MAIZE 8 Q6RFK3_MAIZE; Q6RFK5_MAIZE; Q6RFL1_MAIZE; Q6RFK0_MAIZE; Q6RFL0_MAIZE; Q9FEQ7_MAIZE; 
B4FVT1_MAIZE; B6T771_MAIZE 

B4FAM6_MAIZE 8 B4FAM6_MAIZE; B6SJA0_MAIZE; B6SKW3_MAIZE; B6UGM0_MAIZE; B6SM32_MAIZE; B6UE57_MAIZE; 
B6THB5_MAIZE; B6SNL4_MAIZE 

B4FL17_MAIZE 8 B4FL17_MAIZE; B6SID8_MAIZE; TCTP_MAIZE; B6TQ22_MAIZE; B4FYA4_MAIZE; B6TLQ6_MAIZE; B6UAL9_MAIZE; 
B6TY35_MAIZE 

B6SIL7_MAIZE 8 B6SIL7_MAIZE; IF5A_MAIZE; B6TM76_MAIZE; B6TCR2_MAIZE; B6U3I2_MAIZE; B6TSP6_MAIZE; B6T8C9_MAIZE; 
B6T7V4_MAIZE 

B4FMI5_MAIZE 8 B4FMI5_MAIZE; RS4_MAIZE; Q6QU83_MAIZE; B6TYK0_MAIZE; B4FC75_MAIZE; B4FMF2_MAIZE; B6SR09_MAIZE; 
B6TGG9_MAIZE 

14331_MAIZE 8 14331_MAIZE; B6TJT5_MAIZE; B6TBY1_MAIZE; B6SJ22_MAIZE; B6U8W2_MAIZE; Q9S9H1_MAIZE; B4FEW4_MAIZE; 
B6TED9_MAIZE 

B4F7S3_MAIZE 9 B4F7S3_MAIZE; PIP15_MAIZE; B4FUM4_MAIZE; PIP13_MAIZE; B4FQW8_MAIZE; PIP12_MAIZE; PIP11_MAIZE; 
B6TRG6_MAIZE; B6UBD9_MAIZE 

B4FMH2_MAIZE 9 B4FMH2_MAIZE; B6T690_MAIZE; Q06979_MAIZE; B4FBG8_MAIZE; B4FFB3_MAIZE; Q06978_MAIZE; B4FG99_MAIZE; 
B6TBQ8_MAIZE; B4FZ00_MAIZE 

B6SZ05_MAIZE 9 B6SZ05_MAIZE; B4FMH5_MAIZE; B6SJQ6_MAIZE; B6T1A6_MAIZE; B6T1D6_MAIZE; H2A_MAIZE; B6T8C2_MAIZE; 
B6SGC4_MAIZE; B6U985_MAIZE 

B4FQA9_MAIZE 9 B4FQA9_MAIZE; B4G0X5_MAIZE; B6THJ1_MAIZE; B6U3R5_MAIZE; B4F7T9_MAIZE; B4FH35_MAIZE; B4FVT4_MAIZE; 
B6UI45_MAIZE; B6SUM1_MAIZE 
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A3R4A6_MAIZE 9 A3R4A6_MAIZE; Q9FQF5_MAIZE; B4FFS6_MAIZE; CSK2A_MAIZE; Q9ST47_MAIZE; Q9LKM6_MAIZE; B4FFH1_MAIZE; 
B6TPC3_MAIZE; B4FE48_MAIZE 

B4FFG3_MAIZE 9 B4FFG3_MAIZE; SUI1_MAIZE; B6SIX5_MAIZE; B4FG80_MAIZE; B6SY24_MAIZE; B6U6D0_MAIZE; B4FEL0_MAIZE; 
B4FNR8_MAIZE; B4FIY8_MAIZE 

B6SIX0_MAIZE 9 B6SIX0_MAIZE; B6T2J9_MAIZE; B6TGQ2_MAIZE; B6UGR5_MAIZE; B6SIH3_MAIZE; B6TTC8_MAIZE; B4G197_MAIZE; 
Q43701_MAIZE; B6T1I4_MAIZE 

B4FKL1_MAIZE 9 B4FKL1_MAIZE; Q5XZE5_MAIZE; B6T9M0_MAIZE; B4FGF6_MAIZE; B6STS0_MAIZE; B4FLM2_MAIZE; 
B6UA53_MAIZE; B4G0M6_MAIZE; B6U6H9_MAIZE 

B6SUH6_MAIZE 9 B6SUH6_MAIZE; B6SYH1_MAIZE; B6TW65_MAIZE; B6SKG0_MAIZE; B6T7E0_MAIZE; B4FZJ2_MAIZE; 
B6U498_MAIZE; B4FJU8_MAIZE; B6TRH5_MAIZE 

Q8S4W9_MAIZE 9 Q8S4W9_MAIZE; Q8S4W8_MAIZE; B4G0U4_MAIZE; B6TXL9_MAIZE; Q8RUU6_MAIZE; PDC3_MAIZE; 
B6SXK0_MAIZE; PDC1_MAIZE; PDC2_MAIZE 

B4FB55_MAIZE 9 B4FB55_MAIZE; B4FNJ6_MAIZE; B4FTQ4_MAIZE; B4FV50_MAIZE; B6SPA7_MAIZE; B4FE17_MAIZE; B4FVL7_MAIZE; 
B6T8A6_MAIZE; B4FVZ2_MAIZE 

B6T147_MAIZE 9 B6T147_MAIZE; B6SMC7_MAIZE; B6UE01_MAIZE; B6SYX5_MAIZE; B6TIE3_MAIZE; B6U2I7_MAIZE; B6T0H3_MAIZE; 
B6T158_MAIZE; B6U9V0_MAIZE 

B4FGL4_MAIZE 9 B4FGL4_MAIZE; B4FRN9_MAIZE; B4FHX3_MAIZE; B6UGQ7_MAIZE; B6T5B4_MAIZE; B6SJK2_MAIZE; 
B6T2K0_MAIZE; B6UI98_MAIZE; B6U7H9_MAIZE 

B4FIB2_MAIZE 9 B4FIB2_MAIZE; B6TJP1_MAIZE; B4FEN1_MAIZE; B4G0B5_MAIZE; B6T1N3_MAIZE; B6U632_MAIZE; B4FC99_MAIZE; 
B4FLV9_MAIZE; Q41830_MAIZE 

Q9SAZ6_MAIZE 9 Q9SAZ6_MAIZE; B4F8W3_MAIZE; CAPP1_MAIZE; Q43267_MAIZE; Q84KR7_MAIZE; B4FA25_MAIZE; B4FAP2_MAIZE; 
B4FUJ8_MAIZE; Q43268_MAIZE 

B4FIC7_MAIZE 10 B4FIC7_MAIZE; B6SK54_MAIZE; P93801_MAIZE; SODC5_MAIZE; B4FCS0_MAIZE; B6TIS2_MAIZE; SODC4_MAIZE; 
B6T056_MAIZE; SODC2_MAIZE; P93800_MAIZE 

B6SJE9_MAIZE 10 B6SJE9_MAIZE; B6TIP9_MAIZE; HSP23_MAIZE; B4F9K4_MAIZE; B6T339_MAIZE; HSP22_MAIZE; B6TPF4_MAIZE; 
B6TL62_MAIZE; HSP21_MAIZE; B6T5N0_MAIZE 
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B4FGQ6_MAIZE 10 B4FGQ6_MAIZE; B6T098_MAIZE; B6T8R5_MAIZE; B6U6W1_MAIZE; B6UE26_MAIZE; B6UGU1_MAIZE; 
B6UH15_MAIZE; B4FXX2_MAIZE; B6SIF8_MAIZE; B4FLR4_MAIZE 

B6UDA6_MAIZE 10 B6UDA6_MAIZE; Q41729_MAIZE; Q41728_MAIZE; B4F9E2_MAIZE; B4F9L3_MAIZE; B6SVK2_MAIZE; B6SU63_MAIZE; 
B4G262_MAIZE; B6TLF0_MAIZE; Q08056_MAIZE 

O24566_MAIZE 10 O24566_MAIZE; Q8RUZ9_MAIZE; Q8RV15_MAIZE; Q8RV47_MAIZE; Q8S2X0_MAIZE; Q8RV48_MAIZE; 
Q8S2W9_MAIZE; Q8S2X2_MAIZE; Q8S2W8_MAIZE; Q8S2X1_MAIZE 

B4F872_MAIZE 10 B4F872_MAIZE; Q49HE4_MAIZE; Q49HE3_MAIZE; B6U0S9_MAIZE; Q49HE1_MAIZE; Q49HE0_MAIZE; 
B4FLS8_MAIZE; Q49HD9_MAIZE; B6TN54_MAIZE; B6TX78_MAIZE 

B4FBY6_MAIZE 10 B4FBY6_MAIZE; B4FBW7_MAIZE; B4FQS6_MAIZE; B6T148_MAIZE; B6SLW1_MAIZE; Q43698_MAIZE; 
B6TT49_MAIZE; B6UHK0_MAIZE; B6T1Q7_MAIZE; B6T0A2_MAIZE 

B6TIP7_MAIZE 10 B6TIP7_MAIZE; B4FYT3_MAIZE; B6UE49_MAIZE; B4FA77_MAIZE; B6TK56_MAIZE; B6TB16_MAIZE; B6SKZ8_MAIZE; 
B6SYN3_MAIZE; B6U8Z6_MAIZE; B6SYI5_MAIZE 

B4FP22_MAIZE 11 B4FP22_MAIZE; B4F9H1_MAIZE; B6SSN2_MAIZE; B4FQ88_MAIZE; B6SSE4_MAIZE; B6SRY5_MAIZE; 
B4FGC2_MAIZE; B6SUB6_MAIZE; B6TEJ5_MAIZE; B6TCK9_MAIZE; B6TIS8_MAIZE 

B4FMW5_MAIZE 11 B4FMW5_MAIZE; B6SX68_MAIZE; B6TPN9_MAIZE; B4FHM5_MAIZE; B6TIA2_MAIZE; B6T831_MAIZE; 
B6TBB9_MAIZE; B6TH14_MAIZE; B6UCV6_MAIZE; B6TBP5_MAIZE; B6TJN1_MAIZE 

B4FMB3_MAIZE 11 B4FMB3_MAIZE; B4FUW2_MAIZE; B4G0W2_MAIZE; B6SJU8_MAIZE; B6T267_MAIZE; B6TP42_MAIZE; 
B4FZX7_MAIZE; B6T4D0_MAIZE; B6U159_MAIZE; B6T6A6_MAIZE; B6SWX0_MAIZE 

B4F7Y0_MAIZE 11 B4F7Y0_MAIZE; B6TCD1_MAIZE; B6TBU7_MAIZE; B6TM48_MAIZE; B4FLR7_MAIZE; B4FAL1_MAIZE; B4FQJ0_MAIZE; 
B4FSV7_MAIZE; B6TLE3_MAIZE; B6TQ56_MAIZE; B6TLG6_MAIZE 

Q5GA23_MAIZE 11 Q5GA23_MAIZE; ADH1_MAIZE; Q43264_MAIZE; Q41766_MAIZE; Q7DN06_MAIZE; Q43263_MAIZE; O50067_MAIZE; 
Q93WK4_MAIZE; B6SKP9_MAIZE; B6TK30_MAIZE; B6UAP6_MAIZE 

B6T484_MAIZE 11 B6T484_MAIZE; Q6T6J8_MAIZE; Q1ZYQ3_MAIZE; B4FH09_MAIZE; B4G052_MAIZE; B6TV49_MAIZE; B4FJ92_MAIZE; 
B6UC15_MAIZE; B4FZ23_MAIZE; B4FRK6_MAIZE; Q6QZQ5_MAIZE 

SCRK2_MAIZE 11 SCRK2_MAIZE; B6TB39_MAIZE; B6THF2_MAIZE; B6TP93_MAIZE; B6T8L6_MAIZE; B6TB29_MAIZE; B6TPJ8_MAIZE; 
B6TA36_MAIZE; B6TD90_MAIZE; B6TAD0_MAIZE; B6T8A9_MAIZE 
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B4FBK8_MAIZE 11 B4FBK8_MAIZE; B6TIL6_MAIZE; B6TEB4_MAIZE; B4FEA8_MAIZE; B4FJ87_MAIZE; B6UC92_MAIZE; Q8RUD4_MAIZE; 
Q8RUZ1_MAIZE; B6UFD3_MAIZE; Q8RUD5_MAIZE; B6SZN8_MAIZE 

B4FIA6_MAIZE 12 B4FIA6_MAIZE; B4FQ57_MAIZE; B6T1L5_MAIZE; B6TP07_MAIZE; B6U997_MAIZE; B4FWW3_MAIZE; B6TX83_MAIZE; 
B6TJN3_MAIZE; B4FGE3_MAIZE; B6TBI4_MAIZE; B6T4E4_MAIZE; B6T1J5_MAIZE 

B6TD30_MAIZE 13 B6TD30_MAIZE; B4G1J5_MAIZE; B6T2U9_MAIZE; B4F7T7_MAIZE; B4FL56_MAIZE; B4FWB7_MAIZE; B4FZI6_MAIZE; 
B6SUC6_MAIZE; B6TI34_MAIZE; B4F968_MAIZE; B6TSS2_MAIZE; B6T2S2_MAIZE; B6U2C1_MAIZE 

B4FBS3_MAIZE 13 B4FBS3_MAIZE; B6T522_MAIZE; B4FJ48_MAIZE; RS141_MAIZE; B6T4A4_MAIZE; B6UH09_MAIZE; B6UHC8_MAIZE; 
B6T281_MAIZE; RS142_MAIZE; B6UE59_MAIZE; B6TGQ9_MAIZE; B6T4D7_MAIZE; B6T8C5_MAIZE 

B4FB72_MAIZE 13 B4FB72_MAIZE; Q41851_MAIZE; Q9M5A7_MAIZE; B6T717_MAIZE; Q41776_MAIZE; RIP9_MAIZE; Q41777_MAIZE; 
B4FLJ4_MAIZE; B6SK87_MAIZE; RIP3_MAIZE; RIPX_MAIZE; Q4VQ82_MAIZE; ALB3_MAIZE 

Q41743_MAIZE 14 
Q41743_MAIZE; Q7XYR4_MAIZE; Q7XYR3_MAIZE; Q08367_MAIZE; Q43248_MAIZE; Q94FR7_MAIZE; 
Q94FR6_MAIZE; Q94FR5_MAIZE; Q7XYR1_MAIZE; Q7XYR2_MAIZE; Q3V4H5_MAIZE; Q3V4E6_MAIZE; 
B4FFR9_MAIZE; Q850M7_MAIZE 

B6TEN9_MAIZE 15 
B6TEN9_MAIZE; A4KA56_MAIZE; A4KA58_MAIZE; A4KA59_MAIZE; A4KA60_MAIZE; A5HNY4_MAIZE; 
B4FCP0_MAIZE; A4KA61_MAIZE; B6T6Y5_MAIZE; A4KA55_MAIZE; A4KA57_MAIZE; B6T699_MAIZE; PROF1_MAIZE; 
PROF2_MAIZE; PROF3_MAIZE 

B6TCJ3_MAIZE 16 
B6TCJ3_MAIZE; Q66RZ2_MAIZE; B4FGM3_MAIZE; B4FN11_MAIZE; B6TDL2_MAIZE; Q5DNX1_MAIZE; 
B4FZN9_MAIZE; Q5DNX2_MAIZE; Q5DNX3_MAIZE; Q00GA5_MAIZE; A1Z197_MAIZE; B6TJX6_MAIZE; 
Q00GA6_MAIZE; B4FY46_MAIZE; B6SUI6_MAIZE; B4FEV5_MAIZE 

Q43274_MAIZE 16 
Q43274_MAIZE; Q94G64_MAIZE; B6T715_MAIZE; Q7FWR0_MAIZE; Q8RUR9_MAIZE; Q94FX6_MAIZE; 
Q94FY1_MAIZE; Q94FX4_MAIZE; Q94FX5_MAIZE; Q94FX8_MAIZE; B4FM48_MAIZE; Q93VN4_MAIZE; 
Q93WH7_MAIZE; Q94FX9_MAIZE; Q94FY0_MAIZE; Q94FX3_MAIZE 

CAMT1_MAIZE 17 
CAMT1_MAIZE; Q5GLK6_MAIZE; Q6VWJ0_MAIZE; Q6VWG8_MAIZE; Q6VWH0_MAIZE; Q7XYW7_MAIZE; 
Q7XYW8_MAIZE; Q7X6T5_MAIZE; Q7X874_MAIZE; Q7X875_MAIZE; Q7XYW6_MAIZE; CAMT2_MAIZE; 
Q5GLU7_MAIZE; Q7X5Y7_MAIZE; Q7X6T0_MAIZE; B6TML0_MAIZE; B6T3U8_MAIZE 

B6TKG5_MAIZE 17 
B6TKG5_MAIZE; Q6VWG3_MAIZE; Q6VWF3_MAIZE; Q6VWE9_MAIZE; Q6VWG2_MAIZE; COMT1_MAIZE; 
Q5GLJ6_MAIZE; Q6VWF7_MAIZE; Q6VWE5_MAIZE; Q6VWE8_MAIZE; Q6VWF2_MAIZE; Q6VWF6_MAIZE; 
Q6VWE6_MAIZE; Q6VWF1_MAIZE; Q6VWG5_MAIZE; B6TJ94_MAIZE; B6SMV2_MAIZE 



ID best hit # of 
Proteins Protein IDs 

B4FG60_MAIZE 19 

B4FG60_MAIZE; B6TMM8_MAIZE; Q9ZWJ6_MAIZE; Q6RXW6_MAIZE; B4FN55_MAIZE; B4F8S8_MAIZE; 
B4FAT1_MAIZE; B6UC79_MAIZE; Q6TAR9_MAIZE; B4F907_MAIZE; B6SYP5_MAIZE; B4FQC8_MAIZE; 
B4FLW5_MAIZE; B6TCF2_MAIZE; Q2PYM8_MAIZE; B6TES5_MAIZE; B6UH68_MAIZE; B6TCD5_MAIZE; 
Q6RXW8_MAIZE 

B6SIL9_MAIZE 19 
B6SIL9_MAIZE; B6T1Y8_MAIZE; B6TSG5_MAIZE; Q41753_MAIZE; Q41752_MAIZE; Q42415_MAIZE; Q41751_MAIZE; 
Q41754_MAIZE; B6SJU5_MAIZE; B6SJ80_MAIZE; B6SHQ0_MAIZE; B6SL77_MAIZE; B6SHW9_MAIZE; B6SJR5_MAIZE; 
UBIQ_MAIZE; B6SS90_MAIZE; B6TTQ7_MAIZE; B6U6N5_MAIZE; Q9SAT2_MAIZE 

Q8S2Y8_MAIZE 26 

Q8S2Y8_MAIZE; Q8RVC1_MAIZE; Q8S2X4_MAIZE; Q8S2X9_MAIZE; Q8RVA3_MAIZE; Q8S2Y2_MAIZE; 
O48554_MAIZE; B6TDT8_MAIZE; Q8S2Y6_MAIZE; Q8S2Y1_MAIZE; Q8S2Y3_MAIZE; Q8S2X6_MAIZE; 
Q8S2X7_MAIZE; Q8S2Y5_MAIZE; Q8RUB3_MAIZE; Q8S2X8_MAIZE; Q8S2Y4_MAIZE; B6T298_MAIZE; 
Q8S2Y7_MAIZE; Q8RUC2_MAIZE; Q8S2X5_MAIZE; Q8S2Y0_MAIZE; B6T5N8_MAIZE; B6U1T4_MAIZE; 
B4FFS8_MAIZE; B6SYS2_MAIZE 

 



Table S4: IDs of protein groups identified by only one peptide that were not further analyzed. 

Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

RK14_MAIZE 50S ribosomal protein L14, 
chloroplastic 8.1 13.494 123 4.40E-05 749070 

B6TNY0_MAIZE; 
TIP21_MAIZE Aquaporin TIP2-1 6.4 24.942 249 7.73E-25 9111000 

TIP22_MAIZE Aquaporin TIP2-2 6.4 25.044 250 1.27E-09 2450600 

B4FFJ0_MAIZE Asparagine synthetase 3.4 66.321 591 6.57E-12 927350 

A3RL74_MAIZE; 
B4FA80_MAIZE; 
B0L9J2_MAIZE; 
B6TNW6_MAIZE 

Aspartokinase 2.1 62.723 581 1.11E-04 113840 

A1DZD5_MAIZE; 
B6SST3_MAIZE; 
A1DZD4_MAIZE; 
B6T9D6_MAIZE; 
Q9SEC8_MAIZE; 
B4FK77_MAIZE 

Brittle stalk-2-like protein 4 2.4 49.841 449 4.43E-05 431770 

O04981_MAIZE; 
O04982_MAIZE; 
B4F935_MAIZE; 
B4FJ26_MAIZE; 
B4FNW6_MAIZE 

Cystathionine gamma-synthase  4.1 54.802 509 1.25E-14 919390 

B6TK00_MAIZE; 
B4F8F5_MAIZE; 
Q1T6Y2_MAIZE 

Delta-12 fatty acid desaturase 
(FAD2) 4.3 44.638 394 2.47E-02 241290 

A8QM11_MAIZE Diacylglycerol kinase 2 3.6 55.599 500 1.18E-19 336340 

B6U9S1_MAIZE; 
B6UCP1_MAIZE; 
Q94FY6_MAIZE 

Diphosphonucleotide phosphatase 
2 1.6 56.853 512 1.90E-02 243530 

Q8SA98_MAIZE Glycyl-tRNA synthetase 5.5 20.989 199 4.48E-03 496270 

Q94F81_MAIZE HD2 type histone deacetylase 
HDA106 3.5 30.808 286 4.40E-02 1925400 

B6TFC8_MAIZE; 
Q9XGD1_MAIZE HMG1 protein 14.6 13.651 123 3.87E-04 59947 

B6SXM5_MAIZE; 
Q93XF6_MAIZE Kinesin heavy chain 1.5 89.248 804 2.46E-02 292160 

Q5D1L6_MAIZE; 
Q70NS1_MAIZE 

KZM2; Putative inward rectifying 
potassium channel 2.8 81.23 705 3.64E-02 127000000

NU3M_MAIZE; 
Q6R9F4_MAIZE 

NADH-ubiquinone oxidoreductase 
chain 3 12.7 13.711 118 1.26E-03 40465 

B6TY60_MAIZE; 
Q8L886_MAIZE Nucellin-like aspartic protease 2.4 44.647 415 6.08E-08 0 



Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B6TMJ4_MAIZE; 
Q2UVH9_MAIZE; 
B4FXC3_MAIZE 

Phosphomethylpyrimidine 
kinase/thiamin-phosphate 

pyrophosphorylase  
2.2 58.003 551 7.72E-03 662610 

B6TBH5_MAIZE; 
O24556_MAIZE; 
B6T836_MAIZE 

Physical impedance induced 
protein 7.8 13.499 129 2.81E-03 747000 

Q5EUD2_MAIZE; 
B6SNP8_MAIZE Protein disulfide isomerase 3.8 47.18 420 2.16E-02 109950 

B6TQ02_MAIZE; 
Q5EUD1_MAIZE Protein disulfide isomerase 3.7 54.67 485 3.54E-16 199830 

B6T013_MAIZE; 
Q42420_MAIZE 

Proteinase inhibitor; Substilin 
/chymotrypsin-like inhibitor 17.8 7.6037 73 3.13E-02 31551 

Q4FZ50_MAIZE Putative cystatin  9.5 12.33 116 4.96E-02 39221 

B6TKG0_MAIZE; 
A5HEG3_MAIZE; 
B4FN96_MAIZE; 
B6U737_MAIZE; 
A5HEG9_MAIZE 

Putative growth-regulating factor 4 4.7 29.201 274 4.96E-17 1210000 

B6TS31_MAIZE; 
Q9FQ75_MAIZE; 
Q9FQ76_MAIZE 

Putative tryptophan synthase alpha 6.9 29.01 274 5.89E-20 487940 

B4F7Y2_MAIZE Putative uncharacterized protein 8.3 34.92 327 5.59E-14 223830 

B4F7Z6_MAIZE Putative uncharacterized protein 3.3 41.422 393 1.15E-02 593230 

B4F8J3_MAIZE Putative uncharacterized protein 3.6 38.97 359 1.15E-02 101260 

B4F9S6_MAIZE Putative uncharacterized protein 8.7 14.071 127 4.96E-02 71810 

B4FA28_MAIZE Putative uncharacterized protein 4.2 32.544 313 1.47E-03 204960 

B4FAQ5_MAIZE Putative uncharacterized protein 5.4 21.2 202 3.57E-04 124790 

B4FC32_MAIZE Putative uncharacterized protein 5.7 29.157 264 7.01E-11 287520 

B4FC96_MAIZE Putative uncharacterized protein 3.7 28.645 271 1.84E-04 233300 

B4FD88_MAIZE Putative uncharacterized protein 10.3 9.7071 87 9.73E-03 247040 

B4FDJ2_MAIZE Putative uncharacterized protein 3.6 34.825 307 5.66E-08 275130 

B4FDK0_MAIZE Putative uncharacterized protein 2.1 53.774 474 1.62E-03 519690 

B4FDQ5_MAIZE Putative uncharacterized protein 6.5 18.5 170 2.95E-05 425220 

B4FE15_MAIZE Putative uncharacterized protein 7.9 26.072 227 9.21E-02 459560 

B4FEQ4_MAIZE Putative uncharacterized protein 1.9 39.972 364 4.49E-02 56388000 

B4FFX5_MAIZE Putative uncharacterized protein 4 36.358 328 1.00E-11 786760 

B4FGD3_MAIZE Putative uncharacterized protein 1.9 46.022 427 2.92E-02 577050 

B4FGP9_MAIZE Putative uncharacterized protein 3.1 38.996 357 6.15E-03 655170 



Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B4FH18_MAIZE Putative uncharacterized protein 5.5 37.709 344 5.89E-20 545780 

B4FHJ5_MAIZE Putative uncharacterized protein 7.9 18.59 165 2.50E-15 1459900 

B4FHS7_MAIZE Putative uncharacterized protein 5.2 35.468 327 1.37E-17 182670 

B4FIB7_MAIZE Putative uncharacterized protein 7.2 15.771 139 1.84E-04 753010 

B4FIM9_MAIZE Putative uncharacterized protein 5.2 34.344 308 5.87E-44 483270 

B4FJA8_MAIZE Putative uncharacterized protein 3.6 50.882 468 1.37E-17 607530 

B4FJP0_MAIZE Putative uncharacterized protein 16.9 14.529 142 1.68E-04 195050 

B4FJT1_MAIZE Putative uncharacterized protein 2.4 54.729 501 7.72E-03 275560 

B4FJT6_MAIZE Putative uncharacterized protein 2.6 38.043 345 9.73E-03 545430 

B4FK54_MAIZE Putative uncharacterized protein 17.5 11.152 103 1.05E-02 2477300 

B4FKC8_MAIZE Putative uncharacterized protein 4.4 43.454 386 2.72E-05 221100 

B4FKX0_MAIZE Putative uncharacterized protein 3.8 35.729 319 2.62E-07 422340 

B4FLD7_MAIZE Putative uncharacterized protein 5 19.791 180 3.32E-02 123530 

B4FLG1_MAIZE Putative uncharacterized protein 7.3 33.04 303 4.64E-06 665040 

B4FMJ7_MAIZE Putative uncharacterized protein 6.2 26.108 243 2.37E-16 251210 

B4FMK7_MAIZE Putative uncharacterized protein 9.6 13.105 115 4.96E-02 688300 

B4FMT8_MAIZE Putative uncharacterized protein 5.2 44.788 405 9.62E-03 943860 

B4FN12_MAIZE Putative uncharacterized protein 13.8 12.278 116 7.42E-06 380630 

B4FNJ3_MAIZE Putative uncharacterized protein 4.6 19.292 173 1.90E-02 529100 

B4FNT8_MAIZE Putative uncharacterized protein 8 37.425 350 2.43E-21 294590 

B4FNU5_MAIZE Putative uncharacterized protein 5.9 38.24 353 2.92E-02 3631900 

B4FP27_MAIZE Putative uncharacterized protein 2.3 52.301 474 1.67E-02 213030 

B4FP39_MAIZE Putative uncharacterized protein 8.3 30.653 289 1.82E-07 149550 

B4FPE8_MAIZE Putative uncharacterized protein 15 11.14 107 1.82E-38 462030 

B4FPS3_MAIZE Putative uncharacterized protein 4 21.179 199 5.06E-02 2543600 

B4FQ12_MAIZE Putative uncharacterized protein 12.6 10.117 87 4.48E-03 14580 

B4FQU0_MAIZE Putative uncharacterized protein 3.4 23.651 205 4.49E-02 101850 

B4FQW0_MAIZE Putative uncharacterized protein 8.1 24.666 235 4.44E-10 185300 

B4FR32_MAIZE Putative uncharacterized protein 3.6 53.284 498 9.03E-03 179880 

B4FRH1_MAIZE Putative uncharacterized protein 8.8 19.56 182 7.42E-06 108700 

B4FRV6_MAIZE Putative uncharacterized protein 1.7 57.062 520 3.32E-02 751050 

B4FSG2_MAIZE Putative uncharacterized protein 2.7 36.697 328 1.63E-07 759690 

B4FSM7_MAIZE Putative uncharacterized protein 5.5 18.278 165 9.73E-03 427160 



Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B4FSY2_MAIZE Putative uncharacterized protein 4.6 32.129 280 8.46E-03 1456300 

B4FT45_MAIZE Putative uncharacterized protein 4.1 33.459 295 1.11E-04 384360 

B4FT69_MAIZE Putative uncharacterized protein 3.5 54.214 483 4.07E-45 861270 

B4FTS2_MAIZE Putative uncharacterized protein 3.6 39.605 357 2.50E-15 464150 

B4FU66_MAIZE Putative uncharacterized protein 4.6 19.621 175 5.06E-02 60906 

B4FUJ6_MAIZE Putative uncharacterized protein 1.8 50.837 453 2.92E-02 116340 

B4FVB5_MAIZE Putative uncharacterized protein 2.4 53.952 490 6.74E-02 2259900 

B4FW80_MAIZE Putative uncharacterized protein 1.7 72.766 651 1.67E-02 154590 

B4FWH2_MAIZE Putative uncharacterized protein 2.8 51.102 472 3.13E-02 550580 

B4FX70_MAIZE Putative uncharacterized protein 4 37.7 347 2.00E-19 2555800 

B4FX94_MAIZE Putative uncharacterized protein 4.4 28.115 250 1.67E-02 161780 

B4FXE6_MAIZE Putative uncharacterized protein 8.8 24.6 226 1.77E-03 200410 

B4FXU3_MAIZE Putative uncharacterized protein 5.5 35.076 311 1.64E-02 158260 

B4FY24_MAIZE Putative uncharacterized protein 11 12.408 109 7.72E-03 122150 

B4FY79_MAIZE Putative uncharacterized protein 2.9 38.585 345 5.76E-06 549210 

B4FYU1_MAIZE Putative uncharacterized protein 4.6 21.139 194 1.01E-02 627520 

B4FZP8_MAIZE Putative uncharacterized protein 7.6 25.723 237 1.02E-02 237830 

B4G0U8_MAIZE Putative uncharacterized protein 7 25.061 215 2.05E-04 782900 

B4G169_MAIZE Putative uncharacterized protein 1.7 50.672 459 5.06E-02 1959100 

B4G198_MAIZE Putative uncharacterized protein 2.3 40.328 355 2.92E-02 31509 

B4G1S2_MAIZE Putative uncharacterized protein 4.5 37.657 353 3.87E-06 711880 

B6SH44_MAIZE Putative uncharacterized protein 6.1 22.635 198 7.72E-03 308750 

B6SH94_MAIZE Putative uncharacterized protein 34.9 4.6353 43 2.04E-04 1135600 

B6SH99_MAIZE Putative uncharacterized protein 4.1 54.771 510 8.95E-08 201860 

B6SHC3_MAIZE Putative uncharacterized protein 1.5 89.635 800 7.72E-03 137830 

B6SHI6_MAIZE Putative uncharacterized protein 5.3 43.736 398 9.86E-04 231260 

B6SI41_MAIZE Putative uncharacterized protein 3.1 40.051 351 4.96E-02 9025300 

B6SIQ4_MAIZE Putative uncharacterized protein 20.9 7.0469 67 3.56E-04 51498 

B6SIS9_MAIZE Putative uncharacterized protein 6.2 30.785 289 4.65E-12 662950 

B6SJ79_MAIZE Putative uncharacterized protein 12.7 11.687 110 3.56E-04 149060 

B6SJC1_MAIZE Putative uncharacterized protein 11.9 12.608 118 2.25E-03 25008 

B6SJR3_MAIZE Putative uncharacterized protein 20.3 8.544 79 7.73E-25 486010 

B6SKX3_MAIZE Putative uncharacterized protein 1.8 54.855 489 3.32E-02 304810 
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Coverage 

[%]c 

Mol. 
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Sequence 
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B6SL10_MAIZE Putative uncharacterized protein 2.6 44.655 420 4.96E-02 360960 

B6SLC9_MAIZE Putative uncharacterized protein 19.3 12.045 114 1.91E-01 1478400 

B6SLW6_MAIZE Putative uncharacterized protein 1.5 59.287 521 1.90E-02 14173000 

B6SLZ5_MAIZE Putative uncharacterized protein 7 16.38 157 4.96E-02 30292 

B6SM71_MAIZE Putative uncharacterized protein 23.9 5.4041 46 2.05E-05 112720 

B6SMJ1_MAIZE Putative uncharacterized protein 20 8.3252 70 1.95E-13 364110 

B6SN55_MAIZE Putative uncharacterized protein 4.3 25.092 258 1.62E-12 2135300 

B6SNF9_MAIZE Putative uncharacterized protein 2.2 33.491 318 6.89E-02 191530 

B6SNV0_MAIZE Putative uncharacterized protein 11 9.9825 82 3.21E-03 278450 

B6SP23_MAIZE Putative uncharacterized protein 27 6.5427 63 1.37E-17 184220 

B6SR83_MAIZE Putative uncharacterized protein 22.7 10.278 97 2.13E-01 58021 

B6SSD5_MAIZE Putative uncharacterized protein 2.5 50.514 473 2.00E-01 84446 

B6SST0_MAIZE Putative uncharacterized protein 4.3 66.963 608 7.02E-03 406330 

B6SSZ7_MAIZE Putative uncharacterized protein 0.8 100.93 958 5.06E-02 8622200 

B6STK6_MAIZE Putative uncharacterized protein 2.4 37.116 337 5.06E-02 714120 

B6SUP3_MAIZE Putative uncharacterized protein 3.7 35.979 300 4.96E-02 15728000 

B6SUY2_MAIZE Putative uncharacterized protein 23.4 5.4733 47 5.66E-08 1903100 

B6SVC7_MAIZE Putative uncharacterized protein 1.4 64.357 575 2.92E-02 1798800 

B6SWY7_MAIZE Putative uncharacterized protein 1.1 82.914 736 5.06E-02 45864 

B6SXR4_MAIZE Putative uncharacterized protein 3 45.816 429 3.40E-02 0 

B6SXY0_MAIZE Putative uncharacterized protein 1.6 62.453 578 9.39E-03 377040 

B6SXY2_MAIZE Putative uncharacterized protein 3.7 46.736 431 9.46E-03 130850 

B6SYW6_MAIZE Putative uncharacterized protein 21.5 9.7943 93 4.53E-07 349890 

B6SZ87_MAIZE Putative uncharacterized protein 12.9 21.173 201 4.68E-10 180550 

B6SZC4_MAIZE Putative uncharacterized protein 5.5 26.387 235 6.20E-03 108410 

B6SZF6_MAIZE Putative uncharacterized protein 3.7 26.703 246 9.73E-03 497990 

B6SZW9_MAIZE Putative uncharacterized protein 9.1 16.838 154 2.96E-06 129330 

B6T191_MAIZE Putative uncharacterized protein 19.4 6.7178 62 1.11E-04 2239600 

B6T1H9_MAIZE Putative uncharacterized protein 9.1 12.693 110 1.84E-04 80066 

B6T1Y2_MAIZE Putative uncharacterized protein 7 18.392 157 4.48E-03 168050 

B6T213_MAIZE Putative uncharacterized protein 23.2 10.17 95 5.49E-04 44512 

B6T245_MAIZE Putative uncharacterized protein 3.7 28.727 273 5.45E-09 1020100 

B6T2N6_MAIZE Putative uncharacterized protein 12.7 12.372 110 2.96E-06 677810 
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[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B6T2S6_MAIZE Putative uncharacterized protein 2 65.654 597 9.64E-17 601140 

B6T398_MAIZE Putative uncharacterized protein 6 32.536 299 3.54E-16 322870 

B6T3N1_MAIZE Putative uncharacterized protein 4.6 31.939 284 1.15E-02 480250 

B6T3Q3_MAIZE Putative uncharacterized protein 8.1 18.763 173 1.49E-02 59629 

B6T3T8_MAIZE Putative uncharacterized protein 3.4 41.863 381 2.24E-01 28866 

B6T442_MAIZE Putative uncharacterized protein 4.4 27.915 252 4.48E-03 182130 

B6T443_MAIZE Putative uncharacterized protein 4.3 43.726 396 3.42E-29 432510 

B6T4G2_MAIZE Putative uncharacterized protein 5.9 27.937 255 1.04E-33 579150 

B6T4K9_MAIZE Putative uncharacterized protein 20.8 8.4705 77 1.90E-03 97705 

B6T4T1_MAIZE Putative uncharacterized protein 6.3 31.748 287 2.85E-09 212560 

B6T531_MAIZE Putative uncharacterized protein 4.2 28.034 264 4.48E-03 313570 

B6T5L1_MAIZE Putative uncharacterized protein 12.2 12.666 115 3.51E-02 37146 

B6T5P9_MAIZE Putative uncharacterized protein 5.1 17.471 157 1.90E-02 364030 

B6T6E2_MAIZE Putative uncharacterized protein 8 29.023 264 2.92E-02 171540 

B6T6I3_MAIZE Putative uncharacterized protein 2.5 43.192 397 1.25E-02 922530 

B6T6S7_MAIZE Putative uncharacterized protein 6.3 30.354 270 2.72E-05 109900 

B6T724_MAIZE Putative uncharacterized protein 2.8 34.624 327 3.30E-03 570380 

B6T7F1_MAIZE Putative uncharacterized protein 4.9 29.466 267 4.29E-02 774200 

B6T7U3_MAIZE Putative uncharacterized protein 4.8 33.343 315 1.04E-33 776000 

B6T844_MAIZE Putative uncharacterized protein 2.7 43.023 372 4.40E-02 2450500 

B6T8M0_MAIZE Putative uncharacterized protein 5.3 25.266 226 2.62E-07 101560 

B6T8V1_MAIZE Putative uncharacterized protein 4.2 29.76 262 3.57E-04 1762300 

B6T999_MAIZE Putative uncharacterized protein 3 52.146 471 1.95E-13 118110 

B6TAI2_MAIZE Putative uncharacterized protein 2.1 51.456 467 1.25E-02 957260 

B6TAI5_MAIZE Putative uncharacterized protein 4.3 40.249 370 7.01E-14 409080 

B6TAR3_MAIZE Putative uncharacterized protein 5 22.949 220 4.43E-05 79958 

B6TBF4_MAIZE Putative uncharacterized protein 1.9 57.676 513 1.84E-04 594410 

B6TBV7_MAIZE Putative uncharacterized protein 2.6 61.012 539 2.25E-03 335000 

B6TCC3_MAIZE Putative uncharacterized protein 3.4 36.282 328 4.29E-02 262540 

B6TCM6_MAIZE Putative uncharacterized protein 1.8 47.311 445 3.48E-02 315910 

B6TCV8_MAIZE Putative uncharacterized protein 5.9 17.179 152 2.38E-01 0 

B6TCX5_MAIZE Putative uncharacterized protein 17.1 8.3105 76 1.56E-17 153590 

B6TD25_MAIZE Putative uncharacterized protein 2.6 53.464 499 2.50E-15 644320 
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B6TDC0_MAIZE Putative uncharacterized protein 17.1 8.8776 82 2.09E-30 12453000 

B6TDW9_MAIZE Putative uncharacterized protein 3 33.416 298 9.73E-03 700780 

B6TE52_MAIZE Putative uncharacterized protein 4.9 18.856 163 2.92E-02 579690 

B6TE77_MAIZE Putative uncharacterized protein 4.7 34.604 318 2.70E-56 779000 

B6TEF0_MAIZE Putative uncharacterized protein 4.5 22.2 202 1.01E-02 411940 

B6TEM7_MAIZE Putative uncharacterized protein 7.7 18.982 169 1.00E-11 1740000 

B6TEX0_MAIZE Putative uncharacterized protein 5.2 28.864 267 1.95E-13 242430 

B6TGG5_MAIZE Putative uncharacterized protein 2 45.296 399 1.90E-02 687350 

B6TGL6_MAIZE Putative uncharacterized protein 7.1 18.491 183 1.47E-03 622400 

B6TGN3_MAIZE Putative uncharacterized protein 3.8 55.094 495 1.41E-07 295490 

B6TGV6_MAIZE Putative uncharacterized protein 11.7 9.5972 94 3.60E-06 88814 

B6TI32_MAIZE Putative uncharacterized protein 7.3 28.577 261 5.63E-03 206080 

B6TID9_MAIZE Putative uncharacterized protein 1.7 56.921 518 3.32E-02 717340 

B6TIK7_MAIZE Putative uncharacterized protein 4.1 22.942 218 3.21E-03 1335800 

B6TIV5_MAIZE Putative uncharacterized protein 3.9 25.875 230 1.01E-02 2233100 

B6TJC5_MAIZE Putative uncharacterized protein 4.3 44.578 399 1.43E-21 596420 

B6TJK1_MAIZE Putative uncharacterized protein 3.3 28.591 275 1.01E-02 262600 

B6TJS6_MAIZE Putative uncharacterized protein 2.3 61.712 558 4.68E-05 542710 

B6TKJ4_MAIZE Putative uncharacterized protein 3 39.875 365 6.35E-09 1938500 

B6TLL7_MAIZE Putative uncharacterized protein 5.6 39.687 391 6.50E-45 1224400 

B6TM05_MAIZE Putative uncharacterized protein 5.4 16.136 149 2.34E-03 2562300 

B6TMS6_MAIZE Putative uncharacterized protein 15.5 7.6884 71 4.48E-03 115440 

B6TMU3_MAIZE Putative uncharacterized protein 7.7 16.472 143 4.43E-05 548760 

B6TNH8_MAIZE Putative uncharacterized protein 5.7 28.364 261 7.01E-11 105650 

B6TNI0_MAIZE Putative uncharacterized protein 7.1 18.061 170 1.11E-04 70575 

B6TNT9_MAIZE Putative uncharacterized protein 2.8 56.372 533 4.00E-03 1074900 

B6TNV0_MAIZE Putative uncharacterized protein 6.9 23.977 202 1.32E-03 51671 

B6TPI5_MAIZE Putative uncharacterized protein 8.6 25.214 244 1.08E-14 188270 

B6TPL4_MAIZE Putative uncharacterized protein 2.4 48.52 453 4.48E-03 419380 

B6TQ00_MAIZE Putative uncharacterized protein 7.6 10.986 92 4.49E-02 143210 

B6TQ13_MAIZE Putative uncharacterized protein 2.3 37.82 345 5.06E-02 499980 

B6TQG2_MAIZE Putative uncharacterized protein 5.8 27.802 259 1.26E-03 56701 

B6TQI6_MAIZE Putative uncharacterized protein 11.3 8.0144 71 2.34E-03 238920 
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B6TRK6_MAIZE Putative uncharacterized protein 4 32.469 298 7.72E-03 59412 

B6TRQ2_MAIZE Putative uncharacterized protein 8.1 16.789 160 3.13E-02 223890 

B6TSW8_MAIZE Putative uncharacterized protein 5 34.831 322 7.42E-06 411360 

B6TT18_MAIZE Putative uncharacterized protein 3.1 56.936 516 1.82E-38 431100 

B6TT27_MAIZE Putative uncharacterized protein 2.2 55.972 499 4.96E-02 381710 

B6TTA5_MAIZE Putative uncharacterized protein 2.9 33.261 306 3.32E-02 21484 

B6TU79_MAIZE Putative uncharacterized protein 2 48.137 459 3.32E-02 2341300 

B6TU84_MAIZE Putative uncharacterized protein 4.2 31.166 285 2.46E-02 1489700 

B6TUM9_MAIZE Putative uncharacterized protein 8.1 18.862 172 1.95E-13 121210 

B6TUZ6_MAIZE Putative uncharacterized protein 10.4 12.009 115 1.60E-02 93468 

B6TV20_MAIZE Putative uncharacterized protein 6.5 16.624 154 1.25E-02 2393600 

B6TV80_MAIZE Putative uncharacterized protein 2 49.994 457 3.21E-03 2957500 

B6TWA8_MAIZE Putative uncharacterized protein 11.3 12.612 115 1.15E-02 377530 

B6TWK4_MAIZE Putative uncharacterized protein 3.8 44.354 420 2.16E-02 1878900 

B6TXI7_MAIZE Putative uncharacterized protein 13.5 12.18 111 4.63E-02 224720 

B6TYM6_MAIZE Putative uncharacterized protein 20.3 14.222 138 4.99E-19 2685500 

B6TYX8_MAIZE Putative uncharacterized protein 8.9 21.119 192 1.43E-21 1212000 

B6TZ03_MAIZE Putative uncharacterized protein 3.7 45.028 427 7.01E-14 405650 

B6TZP1_MAIZE Putative uncharacterized protein 1.7 59.225 531 3.32E-02 589660 

B6TZR7_MAIZE Putative uncharacterized protein 3.3 45.538 429 1.95E-13 59906 

B6TZZ4_MAIZE Putative uncharacterized protein 6.1 23.126 212 2.61E-08 407960 

B6U088_MAIZE Putative uncharacterized protein 17 10.394 94 7.01E-14 200270 

B6U098_MAIZE Putative uncharacterized protein 3.1 28.778 262 2.92E-02 2685400 

B6U0C6_MAIZE Putative uncharacterized protein 10.7 14.052 122 2.61E-08 244410 

B6U0D3_MAIZE Putative uncharacterized protein 4.7 29.666 278 4.68E-05 45792 

B6U0E2_MAIZE Putative uncharacterized protein 2.8 61.882 569 1.81E-01 70743 

B6U0X0_MAIZE Putative uncharacterized protein 2.2 66.111 579 2.61E-08 5383400 

B6U0X2_MAIZE Putative uncharacterized protein 4.7 25.464 235 3.57E-04 953920 

B6U114_MAIZE Putative uncharacterized protein 1.2 74.824 691 2.92E-02 248330 

B6U144_MAIZE Putative uncharacterized protein 5.8 26.477 242 6.31E-03 109420 

B6U1P8_MAIZE Putative uncharacterized protein 2.5 77.291 764 5.13E-03 15096 

B6U1R8_MAIZE Putative uncharacterized protein 5.3 46.847 450 1.00E-07 314260 

B6U242_MAIZE Putative uncharacterized protein 6.7 23.244 208 1.49E-02 378270 
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B6U276_MAIZE Putative uncharacterized protein 7.1 17.201 155 1.16E-04 252460 

B6U2C3_MAIZE Putative uncharacterized protein 2.2 57.334 535 1.98E-03 19537000 

B6U2F8_MAIZE Putative uncharacterized protein 1.6 70.003 623 1.25E-02 528840 

B6U2J5_MAIZE Putative uncharacterized protein 2.1 50.472 469 4.40E-02 1080700 

B6U2S9_MAIZE Putative uncharacterized protein 4 27.292 247 2.81E-03 870200 

B6U3R0_MAIZE Putative uncharacterized protein 3.7 25.166 242 1.01E-02 166400 

B6U432_MAIZE Putative uncharacterized protein 3.6 22.635 222 2.92E-02 90266 

B6U4M6_MAIZE Putative uncharacterized protein 2.7 67.324 594 7.01E-14 1092400 

B6U4S0_MAIZE Putative uncharacterized protein 1.3 72.228 629 5.06E-02 36310000 

B6U4S7_MAIZE Putative uncharacterized protein 1.6 71.48 643 9.29E-03 95147 

B6U4T0_MAIZE Putative uncharacterized protein 2.1 75.263 674 3.56E-04 200620 

B6U4Y1_MAIZE Putative uncharacterized protein 10.1 14.074 129 1.47E-03 519660 

B6U5D4_MAIZE Putative uncharacterized protein 5 33.722 302 1.95E-05 300200 

B6U5D8_MAIZE Putative uncharacterized protein 7.8 17.455 153 1.60E-02 820980 

B6U5Q8_MAIZE Putative uncharacterized protein 5.4 24.107 239 6.20E-03 113370 

B6U5U8_MAIZE Putative uncharacterized protein 4.4 41.007 387 1.43E-21 316680 

B6U661_MAIZE Putative uncharacterized protein 11 9.0193 82 1.01E-02 7295900 

B6U676_MAIZE Putative uncharacterized protein 3.4 46.217 406 2.25E-03 527310 

B6U6C3_MAIZE Putative uncharacterized protein 3.8 23.002 211 5.06E-02 114850 

B6U6H2_MAIZE Putative uncharacterized protein 8.7 17.363 172 4.63E-02 144040 

B6U6N6_MAIZE Putative uncharacterized protein 1.5 66.645 609 9.39E-03 174950 

B6U704_MAIZE Putative uncharacterized protein 19.4 14.104 134 5.89E-09 417730 

B6U792_MAIZE Putative uncharacterized protein 4.6 57.24 525 6.01E-07 50439 

B6U7Q9_MAIZE Putative uncharacterized protein 9.6 17.109 177 1.54E-12 246250 

B6U8P0_MAIZE Putative uncharacterized protein 2.2 60.594 542 1.98E-03 1689600 

B6U8Z7_MAIZE Putative uncharacterized protein 7.4 16.186 149 3.57E-04 156310 

B6U9H3_MAIZE Putative uncharacterized protein 13.4 17.262 164 6.76E-08 319860 

B6UA22_MAIZE Putative uncharacterized protein 6.9 40.404 347 6.81E-03 109930 

B6UAD8_MAIZE Putative uncharacterized protein 7.1 27.03 255 2.10E-02 265800 

B6UAN9_MAIZE Putative uncharacterized protein 3.3 31.946 274 1.01E-02 368080 

B6UB58_MAIZE Putative uncharacterized protein 18.1 10.72 94 1.22E-02 53631 

B6UCP6_MAIZE Putative uncharacterized protein 17.5 7.9818 80 2.09E-30 3633800 

B6UD99_MAIZE Putative uncharacterized protein 3.4 59.397 554 4.44E-10 222810 
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B6UDX0_MAIZE Putative uncharacterized protein 4.8 22.084 208 5.76E-06 2367300 

B6UEJ6_MAIZE Putative uncharacterized protein 2.5 32.581 314 5.06E-02 3456500 

B6UEK3_MAIZE Putative uncharacterized protein 2.1 57.13 524 3.57E-04 1646800 

B6UF18_MAIZE Putative uncharacterized protein 5.8 14.26 137 1.90E-02 186710 

B6UFC9_MAIZE Putative uncharacterized protein 5.3 23.848 226 1.68E-09 123250 

B6UFP3_MAIZE Putative uncharacterized protein 2 54.427 492 1.45E-01 3711900 

B6UFR9_MAIZE Putative uncharacterized protein 7.5 19.023 174 8.46E-03 2123500 

B6UFY0_MAIZE Putative uncharacterized protein 4.6 20.258 173 5.06E-02 88121 

B6UFY5_MAIZE Putative uncharacterized protein 4.1 22.005 193 2.92E-02 16080000 

B6UG44_MAIZE Putative uncharacterized protein 5.6 26.634 249 2.00E-19 321810 

B6UGS8_MAIZE Putative uncharacterized protein 2.8 30.507 284 5.06E-02 1378400 

B6UHC0_MAIZE Putative uncharacterized protein 2.2 74.932 674 2.05E-04 179440 

B4F8A7_MAIZE; 
B6T255_MAIZE Putative uncharacterized protein 4.2 30.112 308 3.13E-02 156350 

B4F8T1_MAIZE; 
B6SRU8_MAIZE Putative uncharacterized protein 1.7 57.136 530 9.53E-03 328890 

B4F985_MAIZE; 
B6SZI1_MAIZE Putative uncharacterized protein 3.6 39.608 357 4.68E-05 553630 

B4FTI4_MAIZE; 
B4F9E6_MAIZE Putative uncharacterized protein 3.6 43.849 393 1.95E-13 240970 

B4F9N6_MAIZE; 
B4FKR9_MAIZE Putative uncharacterized protein 2.7 40.145 369 1.26E-02 112180 

B4FAA0_MAIZE; 
B6SJV8_MAIZE Putative uncharacterized protein 4.7 34.764 339 7.73E-25 269370 

B4FF97_MAIZE; 
B4FAA1_MAIZE Putative uncharacterized protein 2 60.898 549 4.96E-02 120780 

B4FB53_MAIZE; 
B6SJE7_MAIZE Putative uncharacterized protein 11.2 17.297 152 1.09E-02 242870 

B6T5W2_MAIZE; 
B4FBB5_MAIZE Putative uncharacterized protein 2.9 45.346 420 7.72E-03 219120 

B4FWC4_MAIZE; 
B4FBM8_MAIZE Putative uncharacterized protein 3.4 59.682 537 1.77E-34 473430 

B4FBN8_MAIZE; 
B6SZG2_MAIZE Putative uncharacterized protein 4.5 31.128 286 1.47E-03 658840 

B6SUH2_MAIZE; 
B4FCI5_MAIZE Putative uncharacterized protein 3.5 50.335 455 7.73E-25 620690 

B4FD03_MAIZE; 
B6T9W8_MAIZE Putative uncharacterized protein 3 42.904 394 2.62E-07 865260 



Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B4FQF7_MAIZE; 
B4FD11_MAIZE Putative uncharacterized protein 5.3 45.759 417 6.40E-03 23423 

B6T6J8_MAIZE; 
B4FD56_MAIZE Putative uncharacterized protein 11.5 13.652 122 6.31E-03 119100 

B4FDG2_MAIZE; 
B6TW30_MAIZE Putative uncharacterized protein 11.4 14.987 140 9.46E-03 117430 

B4FE29_MAIZE; 
B6U4Q1_MAIZE Putative uncharacterized protein 9.1 37.993 351 2.10E-01 787700 

B4FE78_MAIZE; 
B6TLR0_MAIZE Putative uncharacterized protein 7.2 39.666 360 5.14E-10 1336800 

B4FER1_MAIZE; 
B6TCV4_MAIZE Putative uncharacterized protein 4.5 40.342 378 1.51E-07 227300 

B6U5I8_MAIZE; 
B4FEV0_MAIZE Putative uncharacterized protein 8.2 19.965 183 5.05E-03 133140 

B4FEW1_MAIZE; 
B6T3L8_MAIZE Putative uncharacterized protein 4.8 29.789 273 6.20E-03 74519 

B6TF16_MAIZE; 
B4FEW7_MAIZE Putative uncharacterized protein 3.4 34.16 293 3.38E-02 734580 

B4FFR3_MAIZE; 
B6SJW2_MAIZE Putative uncharacterized protein 6.1 15.618 148 1.01E-02 309190 

B6TNA5_MAIZE; 
B4FG73_MAIZE Putative uncharacterized protein 5.5 39.395 365 2.38E-03 318080 

B4FGJ9_MAIZE; 
B6TYB9_MAIZE Putative uncharacterized protein 3.5 41.665 397 7.68E-22 612870 

B4FGL6_MAIZE; 
B6U6I3_MAIZE Putative uncharacterized protein 4.8 17.183 167 5.06E-02 1976800 

B4FGX1_MAIZE; 
B6TAW6_MAIZE Putative uncharacterized protein 9.9 12.838 111 4.33E-02 23830 

B4FH10_MAIZE; 
B6SP07_MAIZE Putative uncharacterized protein 3.8 31.341 292 3.57E-04 376730 

B4FSN5_MAIZE; 
B4FHH9_MAIZE Putative uncharacterized protein 3.3 52.466 457 6.37E-03 106210 

B6SN13_MAIZE; 
B4FHN2_MAIZE Putative uncharacterized protein 3.6 27.567 250 1.01E-02 261610 

B4FHW9_MAIZE; 
B4FTZ5_MAIZE Putative uncharacterized protein 11.5 12.759 113 1.47E-03 61097 

B4FIF8_MAIZE; 
B6SSZ8_MAIZE Putative uncharacterized protein 2.7 58.742 525 2.96E-06 383700 

B6SVF1_MAIZE; 
B4FIX2_MAIZE Putative uncharacterized protein 2.3 51.138 477 1.67E-02 298440 

B6TBZ1_MAIZE; 
B4FJF1_MAIZE Putative uncharacterized protein 3.4 40.802 382 3.13E-02 447860 
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B4FJV4_MAIZE; 
B6SXT6_MAIZE Putative uncharacterized protein 3.6 35.04 331 1.95E-03 144140 

B6TW91_MAIZE; 
B4FJW3_MAIZE Putative uncharacterized protein 12 8.8801 75 1.01E-02 637300 

B4FK08_MAIZE; 
B6TJS3_MAIZE Putative uncharacterized protein 3.5 28.242 254 1.01E-02 190420 

B4FL92_MAIZE; 
B6THB2_MAIZE Putative uncharacterized protein 6.5 24.704 215 3.56E-04 207550 

B4FLA3_MAIZE; 
B6UCH4_MAIZE Putative uncharacterized protein 18.2 9.7101 88 2.16E-02 82729 

B4FLG4_MAIZE; 
B6UIE4_MAIZE Putative uncharacterized protein 3.4 28.552 261 9.73E-03 351640 

B4FLK6_MAIZE; 
B6UAR7_MAIZE Putative uncharacterized protein 3.2 38.452 342 5.66E-08 460470 

B6U1B5_MAIZE; 
B4FMP1_MAIZE Putative uncharacterized protein 2.3 60.208 556 4.68E-05 229950 

B4FNN2_MAIZE; 
B6SGL6_MAIZE Putative uncharacterized protein 18.6 10.215 97 1.05E-02 101710 

B4FNR4_MAIZE; 
B6TL11_MAIZE Putative uncharacterized protein 8.1 14.6 135 4.48E-03 27392 

B6TPA2_MAIZE; 
B4FNW5_MAIZE Putative uncharacterized protein 2.3 40.884 390 1.01E-02 2876300 

B6TEL3_MAIZE; 
B4FP21_MAIZE Putative uncharacterized protein 7.8 28.793 257 3.79E-06 259030 

B4FQ62_MAIZE; 
B6TCF8_MAIZE Putative uncharacterized protein 1.9 48.107 427 5.06E-02 339680 

B4FQ87_MAIZE; 
B6UBZ4_MAIZE Putative uncharacterized protein 9.2 14.476 130 7.72E-03 256210 

B4FR84_MAIZE; 
B6TVR5_MAIZE Putative uncharacterized protein 4.8 47.052 416 1.84E-02 270480 

B4FRJ2_MAIZE; 
B6T9Y8_MAIZE Putative uncharacterized protein 2.3 46.559 435 4.40E-02 60595 

B4FYA8_MAIZE; 
B4FRW3_MAIZE Putative uncharacterized protein 2.5 39.339 355 1.63E-07 550700 

B4FS53_MAIZE; 
B6SNE2_MAIZE Putative uncharacterized protein 9.2 19.028 163 2.05E-04 623900 

B4FS67_MAIZE; 
B6T4X6_MAIZE Putative uncharacterized protein 9.9 11.581 111 9.88E-04 147760 

B4FSC2_MAIZE; 
B6T6A4_MAIZE Putative uncharacterized protein 5.3 18.292 169 1.01E-02 111210 

B4FTL2_MAIZE; 
B6U4I8_MAIZE Putative uncharacterized protein 2.9 30.08 280 5.06E-02 356150 
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B4FTS4_MAIZE; 
B6T7H5_MAIZE Putative uncharacterized protein 4.8 25.11 251 1.98E-03 2183200 

B4FTY5_MAIZE; 
B6TCG2_MAIZE Putative uncharacterized protein 5.5 34.073 308 6.97E-03 296120 

B4FU01_MAIZE; 
B4FXS6_MAIZE Putative uncharacterized protein 3.6 50.063 470 1.54E-12 343970 

B4FU03_MAIZE; 
B4G1Q4_MAIZE Putative uncharacterized protein 3.9 49.001 439 5.63E-03 335180 

B4FUA8_MAIZE; 
B6TA28_MAIZE Putative uncharacterized protein 5.3 48.399 415 4.74E-40 207930 

B4FVB9_MAIZE; 
B6TJH0_MAIZE Putative uncharacterized protein 2.4 50.126 455 3.60E-06 935950 

B4FW52_MAIZE; 
B6U646_MAIZE Putative uncharacterized protein 1.4 69.114 639 3.32E-02 20708000 

B4FW73_MAIZE; 
B6U7G5_MAIZE Putative uncharacterized protein 2 44.992 405 1.65E-01 3462200 

B4FWS6_MAIZE; 
B6TVG7_MAIZE Putative uncharacterized protein 4.9 34.564 329 7.01E-14 158270 

B6TV15_MAIZE; 
B4FX96_MAIZE Putative uncharacterized protein 3.4 49.746 471 2.16E-02 22970 

B4FXQ9_MAIZE; 
B6TD70_MAIZE Putative uncharacterized protein 3.5 36.072 314 4.96E-02 181720 

B4FYK9_MAIZE; 
B6U8E6_MAIZE Putative uncharacterized protein 4.1 47.664 439 4.65E-12 302640 

B6TES1_MAIZE; 
B4FYQ7_MAIZE Putative uncharacterized protein 6.6 21.014 198 4.68E-05 473720 

B4FZG7_MAIZE; 
B6U145_MAIZE Putative uncharacterized protein 2.9 45.66 417 1.60E-02 343870 

B4FZS2_MAIZE; 
B6SYI4_MAIZE Putative uncharacterized protein 6.2 23.095 210 1.47E-03 250470 

B4G033_MAIZE; 
B6T4Y1_MAIZE Putative uncharacterized protein 8.1 19.988 186 6.37E-03 213300 

B4G097_MAIZE; 
B6TRD8_MAIZE Putative uncharacterized protein 3.6 40.008 359 1.53E-11 513770 

B6SIN8_MAIZE; 
EC_MAIZE Putative uncharacterized protein 23.4 7.7056 77 8.94E-06 62189 

B6SJ00_MAIZE; 
B6UDE4_MAIZE Putative uncharacterized protein 19.4 6.7318 62 7.72E-03 623890 

B6SJ49_MAIZE; 
B6SJE6_MAIZE Putative uncharacterized protein 10.1 8.8704 79 5.06E-02 152750 

B6SJI8_MAIZE; 
O22632_MAIZE Putative uncharacterized protein 12.5 8.7585 80 4.40E-02 417880 
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B6SL37_MAIZE; 
B6TR31_MAIZE Putative uncharacterized protein 2.9 42.137 384 5.04E-04 589290 

B6SLS1_MAIZE; 
B6TUN0_MAIZE Putative uncharacterized protein 22.5 8.7933 80 2.85E-09 291530 

B6SN41_MAIZE; 
B6SPI7_MAIZE Putative uncharacterized protein 3.3 36.221 359 2.00E-01 1732000 

B6SUY9_MAIZE; 
B6SN60_MAIZE Putative uncharacterized protein 4.3 25.641 233 1.84E-04 139800 

B6TK34_MAIZE; 
B6SNE5_MAIZE Putative uncharacterized protein 4.7 29.109 256 7.72E-03 575320 

B6SPH6_MAIZE; 
B6T0X3_MAIZE Putative uncharacterized protein 13.5 6.0489 52 4.49E-02 27441 

B6SPS1_MAIZE; 
B6T2N5_MAIZE Putative uncharacterized protein 14.3 7.9054 70 2.81E-03 140050 

B6SS78_MAIZE; 
B6SVQ7_MAIZE Putative uncharacterized protein 1.3 77.171 703 9.73E-03 3129400 

B6TC68_MAIZE; 
B6SSG9_MAIZE Putative uncharacterized protein 4 27.524 253 1.62E-03 508530 

B6TJ17_MAIZE; 
B6STI9_MAIZE Putative uncharacterized protein 7.7 23.27 209 9.46E-03 329300 

B6T7N7_MAIZE; 
B6SU53_MAIZE Putative uncharacterized protein 7.6 22.983 210 4.21E-20 342170 

B6SUF1_MAIZE; 
B6TDN3_MAIZE Putative uncharacterized protein 8.1 20.865 197 7.42E-06 71742 

B6SUN1_MAIZE; 
B6TP91_MAIZE Putative uncharacterized protein 4.6 41.568 391 1.59E-01 1334600 

B6SWA2_MAIZE; 
B6SVH2_MAIZE Putative uncharacterized protein 3 63.994 624 5.63E-03 514270 

B6TRF2_MAIZE; 
B6SVK0_MAIZE Putative uncharacterized protein 1.5 51.175 470 4.49E-02 443140 

B6SWK9_MAIZE; 
B6UF13_MAIZE Putative uncharacterized protein 2.1 69.584 655 2.96E-06 147560 

B6T232_MAIZE; 
B6UE97_MAIZE Putative uncharacterized protein 15.6 8.5207 77 1.11E-04 87988 

B6T246_MAIZE; 
B6TAQ6_MAIZE Putative uncharacterized protein 12.2 10.616 98 2.05E-12 79678 

B6T355_MAIZE; 
B6TKC8_MAIZE Putative uncharacterized protein 5.7 35.273 334 7.02E-03 599340 

B6T3R0_MAIZE; 
B6T911_MAIZE Putative uncharacterized protein 2.9 41.787 378 1.67E-02 134420 

B6T4E5_MAIZE; 
B6TCW9_MAIZE Putative uncharacterized protein 18 11.518 111 2.16E-03 53336 
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B6T4M0_MAIZE; 
B6TN62_MAIZE Putative uncharacterized protein 3.3 52.232 478 1.48E-07 225860 

B6T577_MAIZE; 
B6TN74_MAIZE Putative uncharacterized protein 2.5 34.628 314 2.92E-02 454800 

B6TP86_MAIZE; 
B6T582_MAIZE Putative uncharacterized protein 11.6 12.402 112 4.68E-05 120450 

B6T8Y6_MAIZE; 
B6TNB2_MAIZE Putative uncharacterized protein 9.6 11.479 104 1.84E-04 117980 

B6TBL1_MAIZE; 
B6TGZ7_MAIZE Putative uncharacterized protein 4.8 33.615 294 1.95E-13 894260 

B6TE85_MAIZE; 
B6TMH2_MAIZE Putative uncharacterized protein 3.7 29.005 272 1.84E-04 117950 

B6TH36_MAIZE; 
B6UC66_MAIZE Putative uncharacterized protein 8.8 18.86 160 2.25E-03 72774 

B6TH56_MAIZE; 
B6TZZ1_MAIZE Putative uncharacterized protein 4.8 23.859 210 1.62E-03 651420 

B6THA4_MAIZE; 
B6TWC0_MAIZE Putative uncharacterized protein 3 40.094 370 4.96E-02 635980 

B6THZ4_MAIZE; 
B6U6X7_MAIZE Putative uncharacterized protein 4.9 20.931 183 1.01E-02 24018 

B6TIG8_MAIZE; 
B6UH80_MAIZE Putative uncharacterized protein 3.6 43.113 384 2.96E-06 319840 

B6TJ32_MAIZE; 
B6TVB5_MAIZE Putative uncharacterized protein 3.5 36.635 340 1.60E-02 754690 

B6TK50_MAIZE; 
B6U627_MAIZE Putative uncharacterized protein 2.7 40.688 372 1.25E-02 337900 

B6TKR8_MAIZE; 
B6U9F0_MAIZE Putative uncharacterized protein 7.7 18.097 182 2.96E-06 205370 

B6TKT2_MAIZE; 
B6UB83_MAIZE Putative uncharacterized protein 2.5 39.221 359 1.01E-02 1534700 

B6TL82_MAIZE; 
B6UDN2_MAIZE Putative uncharacterized protein 7.5 25.13 228 1.37E-17 386820 

B6TP03_MAIZE; 
B6TZN5_MAIZE Putative uncharacterized protein 11.1 10.936 99 3.57E-04 203460 

B6TPB9_MAIZE; 
B6TRW5_MAIZE Putative uncharacterized protein 3.1 45.556 419 4.68E-05 742000 

B6TYM4_MAIZE; 
B6TQC4_MAIZE Putative uncharacterized protein 2 46.436 444 9.73E-03 693310 

B6TRJ5_MAIZE; 
B6U3A0_MAIZE Putative uncharacterized protein 3.5 34.079 316 5.66E-08 2923000 

B6TTB2_MAIZE; 
B6TSD1_MAIZE Putative uncharacterized protein 8.7 22.105 207 3.54E-16 341590 



Protein IDsa Protein descriptionb 
Sequence 
Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B6TSH8_MAIZE; 
B6TUK9_MAIZE Putative uncharacterized protein 6.1 13.646 132 5.06E-02 17961 

B6TTC2_MAIZE; 
B6UFI7_MAIZE Putative uncharacterized protein 3 50.267 465 3.56E-04 141440 

B6U664_MAIZE; 
B6TU33_MAIZE Putative uncharacterized protein 10.9 13.968 138 1.26E-03 39473 

B6TV54_MAIZE; 
B6U3D0_MAIZE Putative uncharacterized protein 4 32.726 299 4.52E-03 18075000 

B6U7S4_MAIZE; 
B6U7G0_MAIZE Putative uncharacterized protein 5.2 24.879 230 1.68E-09 489000 

B6U9L4_MAIZE; 
B6UF85_MAIZE Putative uncharacterized protein 8.3 16.745 156 4.68E-05 415760 

B6UBZ3_MAIZE; 
B6UFU9_MAIZE Putative uncharacterized protein 8.3 15.889 144 7.72E-03 108180 

B6UEQ8_MAIZE; 
B6UFM3_MAIZE Putative uncharacterized protein 7.5 18.356 159 2.62E-07 43238 

B4F7W9_MAIZE; 
B4FNX5_MAIZE; 
B6T997_MAIZE 

Putative uncharacterized protein 7.6 26.394 237 3.54E-16 368200 

B4F867_MAIZE; 
B6TYI9_MAIZE; 
B4FNE2_MAIZE 

Putative uncharacterized protein 5.1 35.554 331 1.91E-01 42146 

B6TG74_MAIZE; 
B4F8H8_MAIZE; 
B6TYG5_MAIZE 

Putative uncharacterized protein 4.2 27.429 261 4.96E-02 1180800 

B4F912_MAIZE; 
B6TYJ2_MAIZE; 
B4FQP8_MAIZE 

Putative uncharacterized protein 3.8 54.387 495 5.89E-20 244920 

B6SH90_MAIZE; 
B4F939_MAIZE; 
B4FE36_MAIZE 

Putative uncharacterized protein 2.1 76.762 701 2.05E-04 147070 

B6U175_MAIZE; 
B4F9E8_MAIZE; 
B6TU62_MAIZE 

Putative uncharacterized protein 7.5 18.7 174 3.13E-02 224630 

B4FAD8_MAIZE; 
B6U4K3_MAIZE; 
B6UF71_MAIZE 

Putative uncharacterized protein 2.2 70.325 632 2.25E-03 242310 

B4FAJ0_MAIZE; 
B6U5T2_MAIZE; 
B4FD62_MAIZE 

Putative uncharacterized protein 4.3 39.477 370 7.62E-40 3468900 

B4FCX1_MAIZE; 
B6U153_MAIZE; 
B6TMI0_MAIZE 

Putative uncharacterized protein 6.1 30.334 262 1.27E-09 354220 



Protein IDsa Protein descriptionb 
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Coverage 

[%]c 

Mol. 
Weight 
[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B4FD65_MAIZE; 
B6TTI6_MAIZE; 
B6U8X1_MAIZE 

Putative uncharacterized protein 5.2 30.168 288 2.05E-04 868320 

B4FDA0_MAIZE; 
B6UHC7_MAIZE; 
B6SZ43_MAIZE 

Putative uncharacterized protein 6.1 20.615 196 1.11E-04 927840 

B6SRP3_MAIZE; 
B4FEG1_MAIZE; 
B6TWK9_MAIZE 

Putative uncharacterized protein 7.1 24.012 226 1.87E-02 586140 

B4FET2_MAIZE; 
B6SGU9_MAIZE; 
B6T9R2_MAIZE 

Putative uncharacterized protein 7.9 24.805 216 1.51E-07 271780 

B4FFU4_MAIZE; 
B6TA09_MAIZE; 
B6TXT3_MAIZE 

Putative uncharacterized protein 14.9 7.4363 67 1.84E-04 2836800 

B6TIH5_MAIZE; 
B4FH69_MAIZE; 
B6U9P7_MAIZE 

Putative uncharacterized protein 3.9 25.591 233 1.01E-02 250280 

B4FSI5_MAIZE; 
B6UFP8_MAIZE; 
B4FI15_MAIZE 

Putative uncharacterized protein 4.4 29.476 273 1.98E-03 2023700 

B4FJS2_MAIZE; 
B6TIV8_MAIZE; 
B6TL35_MAIZE 

Putative uncharacterized protein 6.1 25.313 229 1.49E-02 103150 

B6T9I0_MAIZE; 
B4FLF6_MAIZE; 
B6TI71_MAIZE 

Putative uncharacterized protein 1.8 41.934 384 4.49E-02 353110 

B4FLH9_MAIZE; 
B6SJM9_MAIZE; 
B6SMZ0_MAIZE 

Putative uncharacterized protein 4.7 24.303 211 5.76E-06 91538 

B4FMV3_MAIZE; 
B4FPE4_MAIZE; 
B4FVZ9_MAIZE 

Putative uncharacterized protein 8.2 12.248 110 1.01E-02 258300 

B4FNN8_MAIZE; 
B4FWQ7_MAIZE; 
B6TD17_MAIZE 

Putative uncharacterized protein 4.8 35.378 315 1.26E-03 202250 

B4FZ47_MAIZE; 
B6TB81_MAIZE; 
B4FQ73_MAIZE 

Putative uncharacterized protein 8.2 30.646 269 5.51E-15 388360 

B4FQH9_MAIZE; 
B6TL64_MAIZE; 
B4FTD4_MAIZE 

Putative uncharacterized protein 3.7 56.717 509 6.40E-03 175220 

B6SSC5_MAIZE; 
B4FR53_MAIZE; 
B4FQL3_MAIZE 

Putative uncharacterized protein 2.3 60.086 559 2.50E-15 1435700 



Protein IDsa Protein descriptionb 
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Coverage 

[%]c 

Mol. 
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[kDa]d 

Sequence 
Lengthe PEPf Intensityg 

B4FQX4_MAIZE; 
B4FV35_MAIZE; 
B6TFV2_MAIZE 

Putative uncharacterized protein 6.8 20.68 190 1.15E-02 606660 

B6SJL2_MAIZE; 
B6U579_MAIZE; 
B4FRE4_MAIZE 

Putative uncharacterized protein 6.1 23.421 230 7.64E-09 511910 

B6TP97_MAIZE; 
B6SUP6_MAIZE; 
B4FS82_MAIZE 

Putative uncharacterized protein 9 22.707 222 1.32E-42 437070 

B4FSH1_MAIZE; 
B6TR23_MAIZE; 
B6U5D0_MAIZE 

Putative uncharacterized protein 5.3 27.947 245 1.47E-03 426590 

B4FT02_MAIZE; 
B6TAM4_MAIZE; 
B6TJZ0_MAIZE 

Putative uncharacterized protein 2.2 52.513 454 1.84E-04 730750 

B4FUB9_MAIZE; 
B6SK76_MAIZE; 
B6TBZ2_MAIZE 

Putative uncharacterized protein 10.8 16.678 166 6.30E-02 3077300 

B6TRU3_MAIZE; 
B4FUQ9_MAIZE; 
B6U157_MAIZE 

Putative uncharacterized protein 3.5 22.123 201 4.49E-02 340750 

B6TQ80_MAIZE; 
B4FV46_MAIZE; 
B6TEE3_MAIZE 

Putative uncharacterized protein 4.1 22.942 221 3.32E-02 3501 

B6TNW4_MAIZE; 
B6UHA7_MAIZE; 
B4FWF4_MAIZE 

Putative uncharacterized protein 11.2 14.166 134 4.63E-02 78238 

B6SWQ5_MAIZE 
B6SYL3_MAIZE; 
B4FZK1_MAIZE 

Putative uncharacterized protein 4.3 68.973 623 3.43E-05 1129000 

B6T3T6_MAIZE; 
B6SJZ1_MAIZE; 
B4FZP6_MAIZE 

Putative uncharacterized protein 1.7 46.241 414 4.49E-02 9063400 

B6TQB4_MAIZE; 
B4G1N1_MAIZE; 
B6UFM5_MAIZE 

Putative uncharacterized protein 4.9 37.746 350 1.19E-02 530630 

B4G263_MAIZE; 
B6T7S2_MAIZE; 
B6TC74_MAIZE 

Putative uncharacterized protein 5.6 15.782 144 1.90E-02 158850 

B6U4A6_MAIZE; 
B6U6I9_MAIZE; 
B6SR24_MAIZE 

Putative uncharacterized protein 10.8 12.392 120 3.13E-02 415250 

B6SSE1_MAIZE; 
B6T666_MAIZE; 
B6UED4_MAIZE 

Putative uncharacterized protein 10.4 11.909 106 3.57E-04 92434 
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B6TD16_MAIZE; 
B6TV22_MAIZE; 
B6STI8_MAIZE 

Putative uncharacterized protein 4.7 25.347 234 4.48E-03 373540 

B6T273_MAIZE; 
B6TE44_MAIZE; 
B6TA61_MAIZE 

Putative uncharacterized protein 11.7 12.071 103 1.63E-05 332750 

B6TGT9_MAIZE; 
B6U4T4_MAIZE; 
B6UBU4_MAIZE 

Putative uncharacterized protein 17.9 8.5051 78 1.49E-02 16323 

B6UF75_MAIZE; 
B6UGE0_MAIZE; 
B6TR98_MAIZE 

Putative uncharacterized protein 4.2 26.198 240 2.81E-03 169740 

B6U921_MAIZE; 
B6TRL7_MAIZE; 
B6U8M8_MAIZE 

Putative uncharacterized protein 7.6 16.125 145 3.57E-04 98133 

B6TUF5_MAIZE; 
B6TUP8_MAIZE; 
B6UFJ5_MAIZE 

Putative uncharacterized protein 12 13.229 125 1.14E-02 33033 

B4FN92_MAIZE; 
B4FNZ8_MAIZE; 
B4F808_MAIZE; 
B6T8Q7_MAIZE 

Putative uncharacterized protein 5.7 31.523 281 7.73E-25 606110 

B4F8M4_MAIZE; 
B4FAX5_MAIZE; 
B6SW46_MAIZE; 
B6SML0_MAIZE 

Putative uncharacterized protein 2.7 57.194 514 1.95E-13 595860 

B6TBI3_MAIZE; 
B4FBZ3_MAIZE; 
B6T8N9_MAIZE; 
B6TXZ0_MAIZE 

Putative uncharacterized protein 3.4 26.95 236 2.92E-02 331330 

B4FDW8_MAIZE; 
B4FT46_MAIZE; 

IN21_MAIZE; 
B6UBH8_MAIZE 

Putative uncharacterized protein 4.5 27.435 245 3.60E-06 343600 

B4FLT4_MAIZE; 
B4FUL3_MAIZE; 
B4FZP0_MAIZE; 
Q4FE78_MAIZE 

Putative uncharacterized protein 2.2 48.83 450 1.62E-03 191440 

B6SIV2_MAIZE; 
B6TAV9_MAIZE; 
B6TPL8_MAIZE; 
B6U1F8_MAIZE 

Putative uncharacterized protein 10.6 18.029 160 1.24E-09 56419 

B6SK28_MAIZE; 
B6T128_MAIZE; 
B6U2Y5_MAIZE; 
B6UA35_MAIZE 

Putative uncharacterized protein 6.7 20.283 179 1.98E-03 78026 
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B6T867_MAIZE; 
B6TK57_MAIZE; 
B6UC31_MAIZE; 
B6SNN9_MAIZE 

Putative uncharacterized protein 8 14.926 138 3.60E-06 167170 

B6T134_MAIZE; 
B6SP56_MAIZE; 
B6T0M6_MAIZE; 
B6T233_MAIZE 

Putative uncharacterized protein 20.6 7.3716 68 2.96E-06 187270 

B6SX61_MAIZE; 
B6UDT6_MAIZE; 
B6UI37_MAIZE; 
B6UIG7_MAIZE 

Putative uncharacterized protein 10.8 9.3005 83 3.32E-02 62164 

B6TD55_MAIZE; 
B6T223_MAIZE; 
B6TXU0_MAIZE; 
B6U7H6_MAIZE 

Putative uncharacterized protein 2.4 46.897 423 1.84E-04 3125200 

B6TBL6_MAIZE; 
B6U9F2_MAIZE; 
B6UC80_MAIZE; 
B6U9D7_MAIZE 

Putative uncharacterized protein 4.2 24.675 216 3.32E-02 622190 

B6TP62_MAIZE; 
B6U0D8_MAIZE; 
B6THK3_MAIZE; 
B6U7Y5_MAIZE 

Putative uncharacterized protein 6.3 21.83 189 4.52E-03 512820 

B4FJV1_MAIZE; 
B6T924_MAIZE; 
B4F8C6_MAIZE; 
B6TB48_MAIZE; 
B6UHY7_MAIZE 

Putative uncharacterized protein 5 29.765 260 1.91E-07 161570 

B4FPF6_MAIZE; 
B4F8F0_MAIZE; 
B4FCP1_MAIZE; 
B6TED1_MAIZE; 
B6UF68_MAIZE 

Putative uncharacterized protein 3.8 28.723 264 1.25E-02 179830 

B4FAU3_MAIZE; 
B6TUD9_MAIZE; 

KN1_MAIZE; 
Q53ZF1_MAIZE; 
Q4TV03_MAIZE 

Putative uncharacterized protein 3.9 39.825 359 3.51E-02 501290 

B6UFW3_MAIZE; 
B4FCD1_MAIZE; 
B4FFZ4_MAIZE; 
B6TDX3_MAIZE; 
B6TC43_MAIZE 

Putative uncharacterized protein 2.8 42.406 397 4.96E-02 2521600 

B6SQL0_MAIZE; 
B4FEA0_MAIZE; 
B6SNR4_MAIZE; 
B6T3C5_MAIZE; 
B6T8C8_MAIZE 

Putative uncharacterized protein 13.6 8.9462 81 4.48E-03 548890 
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B4FEC8_MAIZE; 
B6SYW8_MAIZE; 

B6TII0_MAIZE; 
B6TPT9_MAIZE; 
B6U313_MAIZE 

Putative uncharacterized protein 12.3 8.2173 81 2.81E-03 42453 

B4FF19_MAIZE; 
B6T814_MAIZE; 
B6TX84_MAIZE; 
B6U1I7_MAIZE; 
B6UDN3_MAIZE 

Putative uncharacterized protein 6.3 20.048 175 1.67E-02 67235 

B6TQW4_MAIZE; 
B4FFJ1_MAIZE; 
B6T216_MAIZE; 
B6T8U6_MAIZE; 
B6UE33_MAIZE 

Putative uncharacterized protein 10.4 8.6129 77 2.39E-02 918860 

B4FGH4_MAIZE; 
B4FK94_MAIZE; 
B6SU77_MAIZE; 
B6SY05_MAIZE; 
B6SWB2_MAIZE 

Putative uncharacterized protein 4.5 32.433 287 2.50E-15 717270 

B4FH08_MAIZE; 
B6SGR7_MAIZE; 
B6TH89_MAIZE; 
B6TJ27_MAIZE; 
B6ST93_MAIZE 

Putative uncharacterized protein 11.2 17.315 152 5.13E-09 8926000 

B4FJQ5_MAIZE; 
B4FWC5_MAIZE; 
B6TGY7_MAIZE; 
B4FQ79_MAIZE; 
B4FNM0_MAIZE 

Putative uncharacterized protein 5.9 33.328 304 2.85E-09 126990 

B6SIX9_MAIZE; 
B4FJY6_MAIZE; 
B6U9C0_MAIZE; 
B6U975_MAIZE; 
B6T2A0_MAIZE 

Putative uncharacterized protein 4.3 22.78 210 1.01E-02 721830 

B6TFT7_MAIZE; 
B4FSJ5_MAIZE; 
B6TSY1_MAIZE; 
B6TT07_MAIZE; 
B6SGN1_MAIZE 

Putative uncharacterized protein 4.6 20.041 175 5.06E-02 10743 

B6T2J7_MAIZE; 
B6TLF6_MAIZE; 
B6SLS7_MAIZE; 
B4FVS5_MAIZE; 
B4G1U7_MAIZE 

Putative uncharacterized protein 5.1 25.313 235 2.05E-12 4641800 

B6UEA2_MAIZE; 
B6SJR0_MAIZE; 
B6SQG4_MAIZE; 
B6T1Q2_MAIZE; 
B6U548_MAIZE 

Putative uncharacterized protein 12.4 9.8039 89 4.96E-02 244340 
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B6SL85_MAIZE; 
B6STD5_MAIZE; 
B6TJQ9_MAIZE; 
B6TZF6_MAIZE; 
B6SRA0_MAIZE 

Putative uncharacterized protein 13.4 9.2477 82 1.67E-02 123920 

B4FIR2_MAIZE; 
B4FE49_MAIZE; 
B6SRQ1_MAIZE; 
B6T2R5_MAIZE; 
B6U444_MAIZE; 
B4FED8_MAIZE 

Putative uncharacterized protein 9.1 28.365 265 1.50E-08 758760 

B4FUH7_MAIZE; 
B6SKR6_MAIZE; 

TIP11_MAIZE; 
B6UBZ2_MAIZE; 
B6SN18_MAIZE; 
B6SP76_MAIZE 

Putative uncharacterized protein 6.4 25.821 250 7.42E-06 5574000 

B6SSU4_MAIZE; 
B6U2P4_MAIZE; 
B4FDP1_MAIZE; 
B4FW26_MAIZE; 
B6TIQ5_MAIZE; 
B6UI16_MAIZE; 
B4FCF1_MAIZE 

Putative uncharacterized protein 2.4 49.715 465 3.60E-06 381080 

B6T670_MAIZE; 
B6UF11_MAIZE; 
B6TLT4_MAIZE; 
B6SGI4_MAIZE; 
B6T0Z1_MAIZE; 
B6T4D2_MAIZE; 
B6TBV6_MAIZE; 
B6T0V8_MAIZE 

Putative uncharacterized protein 6.3 20.001 189 1.98E-03 941080 

B4FMR3_MAIZE; 
B6U4P4_MAIZE; 
B6UAB6_MAIZE; 
B4FR82_MAIZE; 
B4FSL7_MAIZE; 
Q94KS8_MAIZE; 
B6T629_MAIZE; 
Q94KS7_MAIZE; 
B4FE20_MAIZE; 
Q94KT1_MAIZE; 
Q94KS9_MAIZE; 
B6T9C4_MAIZE 

Putative uncharacterized protein 2.8 33.908 318 3.21E-03 609550 

Q9XHF3_MAIZE Putative uncharacterized protein 
334B7.2 4.7 25.532 235 1.52E-02 581780 

Q948Y5_MAIZE; 
B4FYF4_MAIZE; 
B6U139_MAIZE; 
B4FPN0_MAIZE; 
B4FK98_MAIZE 

Replication licensing factor MCM7 
homologue 1.9 80.834 720 7.64E-09 1033100 
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Q948L2_MAIZE; 
Q9AV93_MAIZE Response regulator 10 2.2 73.905 686 2.37E-16 256560 

Q94LW1_MAIZE Response regulator 9 1.3 68.732 631 1.90E-02 553630 

Q9ZQT1_MAIZE Root cap protein 2 6 37.199 349 6.98E-04 59756 

B6U899_MAIZE; 
Q8LPU2_MAIZE; 
Q84XG4_MAIZE 

SET domain protein 105; SET 
domain protein SDG111 2.4 74.96 678 2.01E-03 153290 

B1PEY4_MAIZE; 
B6T1E2_MAIZE Superoxide dismutase [Cu-Zn 6.3 20.895 206 7.68E-03 234490 

B6THJ2_MAIZE; 
Q8S4C4_MAIZE Uncoupling protein 2.9 35.809 340 1.25E-02 435000 

B2LXS7_MAIZE Whirly family nucleic acid binding 
protein 5.3 29.438 266 2.96E-06 288670 

B4XAV4_MAIZE ZMM15 MADS-box protein 5.3 28.083 245 2.50E-01 1161800 

 
a Protein IDs: Protein accessions of closely related proteins that were identified by only one peptide identification. 

These proteins were not further analyzed. 
b Protein description: annotation of protein function via maizegdb.org. 
c Sequence coverage[%]: percent coverage of the predicted protein by identified peptides.  
d Mol. Weight [kDa]: molecular weight of predicted protein. 
e Sequence length: number of amino acids of predicted proteins. 
f PEP: posterior error probability (PEP) rate of all identified proteins calculated according to Käll et al., (2008). 
g Intensity: summed peptide intensity for the identified protein group. 

 
 



Table S5: Functional annotation and description of all 2,573 identified proteins. 

Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B6TWB2_MAIZE Putative uncharacterized protein gb|ACG41395.1| ACT domain containing protein 
[Zea mays] Amino acid metabolism 13 lcl|B6TWB2_MAIZE 

B4FQA8_MAIZE Putative uncharacterized protein gb|ACG39937.1| methylglutaconyl-CoA 
hydratase [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B4FQA8_MAIZE 

B4FQL1_MAIZE Putative uncharacterized protein gb|EEF47028.1| 3-hydroxybutyryl-CoA 
dehydratase, putative [Ricinus communis] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B4FQL1_MAIZE 

B6TF44_MAIZE Putative uncharacterized protein gb|ACG35727.1| 3-hydroxybutyryl-CoA 
dehydratase [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B6TF44_MAIZE 

B6TN48_MAIZE Putative uncharacterized protein gb|ACG38531.1| 3-hydroxyisobutyryl-CoA 
hydrolase/ catalytic [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B6TN48_MAIZE 

B6TPA4_MAIZE Putative uncharacterized protein gb|ACG38937.1| carnitine racemase/ catalytic 
[Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B6TPA4_MAIZE 

B6UCN8_MAIZE Putative uncharacterized protein gb|AAG13484.1|AC026758_21 putative enoyl-
CoA-hydratase [Oryza sativa Japonica Group] 

Amino acid metabolism.degradation.aromatic 
aa.tryptophan 13.2.6.3 lcl|B6UCN8_MAIZE 

B4F891_MAIZE Putative uncharacterized protein 
dbj|BAD23582.1| putative nicotianamine 

aminotransferase A [Oryza sativa Japonica 
Group] 

Amino acid metabolism.degradation.aromatic 
aa.tyrosine 13.2.6.2 lcl|B4F891_MAIZE 

B4FRJ7_MAIZE Putative uncharacterized protein gb|ACG41004.1| fumarylacetoacetate hydrolase 
domain-containing protein 1 [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tyrosine 13.2.6.2 lcl|B4FRJ7_MAIZE 

B6SIX2_MAIZE Putative uncharacterized protein gb|ACG37990.1| fumarylacetoacetate hydrolase 
domain-containing protein 1 [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tyrosine 13.2.6.2 lcl|B6SIX2_MAIZE 

B6TLK7_MAIZE Putative uncharacterized protein gb|ACG37990.1| fumarylacetoacetate hydrolase 
domain-containing protein 1 [Zea mays] 

Amino acid metabolism.degradation.aromatic 
aa.tyrosine 13.2.6.2 lcl|B6TLK7_MAIZE 

B4FRN6_MAIZE Putative uncharacterized protein gb|ACG34240.1| methionyl-tRNA 
formyltransferase [Zea mays] 

Amino acid metabolism.degradation.aspartate 
family.methionine 13.2.3.4 lcl|B4FRN6_MAIZE 

B6T440_MAIZE Putative uncharacterized protein gb|ACG31873.1| adenosylhomocysteinase [Zea 
mays] 

Amino acid metabolism.degradation.aspartate 
family.methionine 13.2.3.4 lcl|B6T440_MAIZE 

B6SGV9_MAIZE Putative uncharacterized protein gb|ACG24092.1| lactoylglutathione lyase [Zea 
mays] 

Amino acid metabolism.degradation.aspartate 
family.threonine 13.2.3.2 lcl|B6SGV9_MAIZE 

B4FFY3_MAIZE Putative uncharacterized protein gb|ACG45252.1| hydroxymethylglutaryl-CoA 
lyase [Zea mays] 

Amino acid metabolism.degradation.branched-chain 
group.leucine 13.2.4.4 lcl|B4FFY3_MAIZE 

B4FQ64_MAIZE Putative uncharacterized protein gb|EEF36039.1| acyl-CoA dehydrogenase, 
putative [Ricinus communis] 

Amino acid metabolism.degradation.branched-chain 
group.leucine 13.2.4.4 lcl|B4FQ64_MAIZE 

B6SWZ4_MAIZE Putative uncharacterized protein gb|ACG29377.1| propionyl-CoA carboxylase beta 
chain [Zea mays] 

Amino acid metabolism.degradation.branched-chain 
group.leucine 13.2.4.4 lcl|B6SWZ4_MAIZE 
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B4FBK8_MAIZE Putative uncharacterized protein gb|ACG36949.1| 3-ketoacyl-CoA thiolase 2, 
peroxisomal precursor [Zea mays] 

Amino acid metabolism.degradation.branched-chain 
group.shared 13.2.4.1 lcl|B4FBK8_MAIZE 

B4FQH0_MAIZE Putative uncharacterized protein 
gb|ACG37417.1| dihydrolipoyllysine-residue 

acetyltransferase component of 
pyruvatedehydrogenase complex [Zea mays] 

Amino acid metabolism.degradation.branched-chain 
group.shared 13.2.4.1 lcl|B4FQH0_MAIZE 

B6TR05_MAIZE Putative uncharacterized protein gb|AAK54299.1|AC034258_17 putative thiolase 
[Oryza sativa Japonica Group] 

Amino acid metabolism.degradation.branched-chain 
group.shared 13.2.4.1 lcl|B6TR05_MAIZE 

B4FQ58_MAIZE Putative uncharacterized protein gb|EEF50355.1| arginase, putative [Ricinus 
communis] 

Amino acid metabolism.degradation.glutamate 
family.arginine 13.2.2.3 lcl|B4FQ58_MAIZE 

B6STQ5_MAIZE Putative uncharacterized protein gb|ACG28238.1| urease accessory protein ureG 
[Zea mays] 

Amino acid metabolism.degradation.glutamate 
family.arginine 13.2.2.3 lcl|B6STQ5_MAIZE 

B6U262_MAIZE Putative uncharacterized protein dbj|BAB78715.1| urease [Oryza sativa Indica 
group] 

Amino acid metabolism.degradation.glutamate 
family.arginine 13.2.2.3 lcl|B6U262_MAIZE 

Q4TZJ2_MAIZE Pyrroline-5-carboxylate reductase gb|AAY45745.1| pyrroline 5-carboxylate 
reductase [Zea mays] 

Amino acid metabolism.degradation.glutamate 
family.arginine 13.2.2.3 lcl|Q4TZJ2_MAIZE 

Q94F76_MAIZE Silencing group B protein gb|AAK67148.1|AF384038_1 silencing group B 
protein [Zea mays] 

Amino acid metabolism.degradation.glutamate 
family.glutamine 13.2.2.1 lcl|Q94F76_MAIZE 

B6SSZ0_MAIZE Putative uncharacterized protein gb|ACG27973.1| proline oxidase [Zea mays] Amino acid metabolism.degradation.glutamate 
family.proline 13.2.2.2 lcl|B6SSZ0_MAIZE 

Q8W0Q2_MAIZE Putative aldehyde dehydrogenase MIS1 gb|AAL70108.1|AF467541_1 putative aldehyde 
dehydrogenase MIS1 [Zea mays] 

Amino acid metabolism.degradation.glutamate 
family.proline 13.2.2.2 lcl|Q8W0Q2_MAIZE 

B6SU81_MAIZE Putative uncharacterized protein 
gb|ABA99272.1| thiosulfate sulfurtransferase, 
putative, expressed [Oryza sativa Japonica 

Group] 

Amino acid metabolism.degradation.serine-glycine-
cysteine group.cysteine 13.2.5.3 lcl|B6SU81_MAIZE 

B6TQ06_MAIZE Putative uncharacterized protein gb|EEF43843.1| aminomethyltransferase, 
putative [Ricinus communis] 

Amino acid metabolism.degradation.serine-glycine-
cysteine group.glycine 13.2.5.2 lcl|B6TQ06_MAIZE 

Q8W523_MAIZE Glycine cleavage complex P-protein gb|AAL33595.1| glycine cleavage complex P-
protein [Zea mays] 

Amino acid metabolism.degradation.serine-glycine-
cysteine group.glycine 13.2.5.2 lcl|Q8W523_MAIZE 

B6SNX1_MAIZE Putative uncharacterized protein gb|ACG26554.1| aminomethyltransferase [Zea 
mays] 

Amino acid metabolism.degradation.serine-glycine-
cysteine group.glycine 13.2.5.2 lcl|B6SNX1_MAIZE 

B6TAK0_MAIZE Putative uncharacterized protein gb|ACG40701.1| phospho-2-dehydro-3-
deoxyheptonate aldolase 1 [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.3-deoxy-D-arabino-heptulosonate 7-

phosphate synthase 
13.1.6.1.01 lcl|B6TAK0_MAIZE 

B6TUB8_MAIZE Putative uncharacterized protein gb|ACG40701.1| phospho-2-dehydro-3-
deoxyheptonate aldolase 1 [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.3-deoxy-D-arabino-heptulosonate 7-

phosphate synthase 
13.1.6.1.01 lcl|B6TUB8_MAIZE 
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O24566_MAIZE 3-phosphoshikimate 1-
carboxyvinyltransferase 

emb|CAA44974.1| 3-phosphoshikimate 1-
carboxyvinyltransferase; EPSP-synthase [Zea 

mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.5-enolpyruvylshikimate-3-phosphate 

synthase 
13.1.6.1.06 lcl|O24566_MAIZE 

B4FLA2_MAIZE Putative uncharacterized protein gb|ACG32124.1| chorismate synthase 2 [Zea 
mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.chorismate synthase 13.1.6.1.07 lcl|B4FLA2_MAIZE 

B4FAK2_MAIZE Putative uncharacterized protein gb|ACG40194.1| shikimate dehydrogenase [Zea 
mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.dehydroquinate/shikimate 

dehydrogenase 
13.1.6.1.010 lcl|B4FAK2_MAIZE 

B6UCV5_MAIZE Putative uncharacterized protein gb|ACG47188.1| shikimate biosynthesis protein 
aroDE [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.chorismate.dehydroquinate/shikimate 

dehydrogenase 
13.1.6.1.010 lcl|B6UCV5_MAIZE 

B4F8E9_MAIZE Putative uncharacterized protein gb|ACG38590.1| shikimate kinase [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.chorismate.shikimate kinase 13.1.6.1.5 lcl|B4F8E9_MAIZE 

B4FPS0_MAIZE Putative uncharacterized protein gb|ACG36319.1| shikimate kinase [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.chorismate.shikimate kinase 13.1.6.1.5 lcl|B4FPS0_MAIZE 

B6TMW7_MAIZE Putative uncharacterized protein gb|ACG38450.1| transaminase/ transferase, 
transferring nitrogenous groups [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.phenylalanine and tyrosine 13.1.6.2 lcl|B6TMW7_MAIZE 

B4FNK8_MAIZE Putative uncharacterized protein gb|ACG40583.1| chorismate mutase [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.phenylalanine and tyrosine.chorismate mutase 13.1.6.2.01 lcl|B4FNK8_MAIZE 

B6TF54_MAIZE Putative uncharacterized protein gb|ACG40583.1| chorismate mutase [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.phenylalanine and tyrosine.chorismate mutase 13.1.6.2.01 lcl|B6TF54_MAIZE 

B4FSJ7_MAIZE Putative uncharacterized protein gb|ACF17637.1| putative arogenate dehydratase 
[Capsicum annuum] 

Amino acid metabolism.synthesis.aromatic 
aa.phenylalanine.arogenate dehydratase / 

prephenate dehydratase 
13.1.6.3.01 lcl|B4FSJ7_MAIZE 

B4FB65_MAIZE Putative uncharacterized protein 
gb|AAM19104.1|AC104427_2 Putative 

phosphoribosylanthranilate transferase [Oryza 
sativa Japonica Group] 

Amino acid metabolism.synthesis.aromatic 
aa.tryptophan.anthranilate phosphoribosyltransferase 13.1.6.5.02 lcl|B4FB65_MAIZE 

B4FS35_MAIZE Putative uncharacterized protein gb|ACG48581.1| indole-3-glycerol phosphate 
synthase [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.tryptophan.indole-3-glycerol phosphate synthase 13.1.6.5.04 lcl|B4FS35_MAIZE 

B2Y0K4_MAIZE Tryptophan synthase alpha gb|ACA25187.1| tryptophan synthase alpha [Zea 
mays] 

Amino acid metabolism.synthesis.aromatic 
aa.tryptophan.tryptophan synthase 13.1.6.5.05 lcl|B2Y0K4_MAIZE 

TRPB2_MAIZE Tryptophan synthase beta chain 2, 
chloroplastic 

gb|AAA33491.1| tryptophan synthase beta-
subunit [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.tryptophan.tryptophan synthase 13.1.6.5.05 lcl|TRPB2_MAIZE 

B4FY98_MAIZE Putative uncharacterized protein gb|ACG27486.1| arogenate dehydrogenase 
isoform 2 [Zea mays] 

Amino acid metabolism.synthesis.aromatic 
aa.tyrosine.arogenate dehydrogenase \& prephenate 

dehydrogenase 
13.1.6.4.01 lcl|B4FY98_MAIZE 

B4FNE9_MAIZE Putative uncharacterized protein gb|ACG42629.1| pirin-like protein [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.tyrosine.prephenate dehydrogenase 13.1.6.4.02 lcl|B4FNE9_MAIZE 
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B6TS20_MAIZE Putative uncharacterized protein gb|ACG39903.1| pirin-like protein [Zea mays] Amino acid metabolism.synthesis.aromatic 
aa.tyrosine.prephenate dehydrogenase 13.1.6.4.02 lcl|B6TS20_MAIZE 

B6ETR5_MAIZE Asparagine synthetase emb|CAR82080.1| asparagine synthetase [Zea 
mays] 

Amino acid metabolism.synthesis.aspartate 
family.asparagine 13.1.3.1 lcl|B6ETR5_MAIZE 

B4F8D4_MAIZE Dihydrodipicolinate synthase, 
chloroplastic emb|CAA37038.1| dihydrodipicolinate [Zea mays] Amino acid metabolism.synthesis.aspartate 

family.lysine 13.1.3.5 lcl|B4F8D4_MAIZE 

B4FK44_MAIZE Putative uncharacterized protein gb|ACG32269.1| dihydrodipicolinate synthase 2 
[Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.lysine 13.1.3.5 lcl|B4FK44_MAIZE 

B4FT32_MAIZE Putative uncharacterized protein gb|ACG31656.1| diaminopimelate decarboxylase 
[Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.diaminopimelate decarboxylase 13.1.3.5.05 lcl|B4FT32_MAIZE 

B6T9Q7_MAIZE Putative uncharacterized protein gb|ACG33840.1| diaminopimelate decarboxylase 
[Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.diaminopimelate decarboxylase 13.1.3.5.05 lcl|B6T9Q7_MAIZE 

B4F833_MAIZE Putative uncharacterized protein 
gb|ABG22051.1| Diaminopimelate epimerase, 

putative, expressed [Oryza sativa Japonica 
Group] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.diaminopimelate epimerase 13.1.3.5.04 lcl|B4F833_MAIZE 

B4FVI8_MAIZE Putative uncharacterized protein gb|ACG26070.1| diaminopimelate epimerase 
[Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.diaminopimelate epimerase 13.1.3.5.04 lcl|B4FVI8_MAIZE 

B4FH75_MAIZE Putative uncharacterized protein gb|EEF29033.1| dihydrodipicolinate reductase, 
putative [Ricinus communis] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.dihydrodipicolinate reductase 13.1.3.5.02 lcl|B4FH75_MAIZE 

B6TIG6_MAIZE Putative uncharacterized protein gb|ACG36899.1| transaminase/ transferase, 
transferring nitrogenous groups [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.lysine.LL-diaminopimelic acid 

aminotransferase 
13.1.3.5.03 lcl|B6TIG6_MAIZE 

B4FAD1_MAIZE Putative uncharacterized protein gb|ACG42196.1| S-adenosylmethionine 
synthetase 1 [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B4FAD1_MAIZE 

B4FIE9_MAIZE Putative uncharacterized protein gb|ACG32614.1| S-adenosylmethionine 
synthetase 1 [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B4FIE9_MAIZE 

B4FUE7_MAIZE Putative uncharacterized protein gb|ACG32614.1| S-adenosylmethionine 
synthetase 1 [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B4FUE7_MAIZE 

B4G1T4_MAIZE Putative uncharacterized protein gb|AAL33589.1| methionine synthase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B4G1T4_MAIZE 

B6T681_MAIZE Putative uncharacterized protein gb|ACG32614.1| S-adenosylmethionine 
synthetase 1 [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B6T681_MAIZE 

B6TK96_MAIZE Homocysteine S-methyltransferase 2 gb|ACG37529.1| homocysteine S-
methyltransferase 3 [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B6TK96_MAIZE 

B6UF55_MAIZE Putative uncharacterized protein 
gb|ACG47988.1| 5-

methyltetrahydropteroyltriglutamate--
homocysteine methyltransferase [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|B6UF55_MAIZE 
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MMT1_MAIZE Methionine S-methyltransferase gb|AAD34585.2| S-adenosyl-L-methionine:L-
methionine S-methyltransferase [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|MMT1_MAIZE 

O82578_MAIZE Methionine synthase gb|AAC64165.1| methionine synthase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|O82578_MAIZE 

Q8W529_MAIZE Methionine synthase gb|AAL33589.1| methionine synthase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.methionine 13.1.3.4 lcl|Q8W529_MAIZE 

B4G038_MAIZE Putative uncharacterized protein 
gb|ACG33821.1| bifunctional 

aspartokinase/homoserine dehydrogenase [Zea 
mays] 

Amino acid metabolism.synthesis.aspartate 
family.Misc.homoserine.aspartate kinase 13.1.3.6.1.01 lcl|B4G038_MAIZE 

B4F8G4_MAIZE Putative uncharacterized protein gb|ACG41594.1| aspartate-semialdehyde 
dehydrogenase [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.Misc.homoserine.aspartate semialdehyde 

dehydrogenase 
13.1.3.6.1.02 lcl|B4F8G4_MAIZE 

B6TWW1_MAIZE Putative uncharacterized protein gb|ACG41594.1| aspartate-semialdehyde 
dehydrogenase [Zea mays] 

Amino acid metabolism.synthesis.aspartate 
family.Misc.homoserine.aspartate semialdehyde 

dehydrogenase 
13.1.3.6.1.02 lcl|B6TWW1_MAIZE 

B4FKF4_MAIZE Putative uncharacterized protein gb|ACG46592.1| homoserine kinase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.Misc.homoserine.homoserine kinase 13.1.3.6.1.04 lcl|B4FKF4_MAIZE 

B6THZ8_MAIZE Putative uncharacterized protein gb|ACG36731.1| threonine synthase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.threonine.threonine synthase 13.1.3.2.01 lcl|B6THZ8_MAIZE 

B6TPP7_MAIZE Putative uncharacterized protein gb|ACG39080.1| threonine synthase [Zea mays] Amino acid metabolism.synthesis.aspartate 
family.threonine.threonine synthase 13.1.3.2.01 lcl|B6TPP7_MAIZE 

B4FAJ4_MAIZE Putative uncharacterized protein gb|ACG43322.1| 2-hydroxyphytanoyl-CoA lyase 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.common 13.1.4.1 lcl|B4FAJ4_MAIZE 

B4FFZ2_MAIZE Putative uncharacterized protein gb|ACG35752.1| ketol-acid reductoisomerase 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.common 13.1.4.1 lcl|B4FFZ2_MAIZE 

B4G0C6_MAIZE Acetolactate synthase 2, chloroplastic gb|AAX14282.1| acetolactate synthase [Oryza 
sativa Japonica Group] 

Amino acid metabolism.synthesis.branched chain 
group.common 13.1.4.1 lcl|B4G0C6_MAIZE 

B6U4F8_MAIZE Putative uncharacterized protein gb|ACG35752.1| ketol-acid reductoisomerase 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.common 13.1.4.1 lcl|B6U4F8_MAIZE 

ILVB1_MAIZE Acetolactate synthase 1, chloroplastic emb|CAA45116.1| acetohydroxyacid synthase 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.common 13.1.4.1 lcl|ILVB1_MAIZE 

B4F9X9_MAIZE Putative uncharacterized protein gb|AAK43507.1|AC020666_17 putative 
aminotransferase [Oryza sativa Japonica Group] 

Amino acid metabolism.synthesis.branched chain 
group.common.branched-chain Amino acid 

aminotransferase 
13.1.4.1.4 lcl|B4F9X9_MAIZE 

B4FQ91_MAIZE Putative uncharacterized protein emb|CAC03680.1| branched-chain amino acid 
transaminase 5 [Arabidopsis thaliana] 

Amino acid metabolism.synthesis.branched chain 
group.common.branched-chain Amino acid 

aminotransferase 
13.1.4.1.4 lcl|B4FQ91_MAIZE 
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B6STR2_MAIZE Putative uncharacterized protein gb|ACG28245.1| branched-chain-amino-acid 
aminotransferase [Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.common.branched-chain Amino acid 

aminotransferase 
13.1.4.1.4 lcl|B6STR2_MAIZE 

B6SH97_MAIZE Putative uncharacterized protein gb|ACG24230.1| 2-isopropylmalate synthase B 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.2-isopropylmalate synthase 13.1.4.4.01 lcl|B6SH97_MAIZE 

B6SWM0_MAIZE Putative uncharacterized protein gb|ACG29253.1| 2-isopropylmalate synthase B 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.2-isopropylmalate synthase 13.1.4.4.01 lcl|B6SWM0_MAIZE 

B6SWN1_MAIZE Putative uncharacterized protein gb|ACG29264.1| 2-isopropylmalate synthase B 
[Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.2-isopropylmalate synthase 13.1.4.4.01 lcl|B6SWN1_MAIZE 

B6THR9_MAIZE Putative uncharacterized protein gb|ACG36652.1| 3-isopropylmalate 
dehydrogenase 2 [Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.3-isopropylmalate 

dehydrogenase 
13.1.4.4.03 lcl|B6THR9_MAIZE 

B6TVD6_MAIZE Putative uncharacterized protein gb|ACG41069.1| 3-isopropylmalate 
dehydrogenase 2 [Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.3-isopropylmalate 

dehydrogenase 
13.1.4.4.03 lcl|B6TVD6_MAIZE 

B6SZA5_MAIZE Putative uncharacterized protein gb|ACG30188.1| 3-isopropylmalate dehydratase 
small subunit 2 [Zea mays] 

Amino acid metabolism.synthesis.branched chain 
group.leucine specific.3-isopropylmalate 

dehydrogenase 
13.1.4.4.03 lcl|B6SZA5_MAIZE 

B4FWX5_MAIZE Putative uncharacterized protein gb|EEF44267.1| dihydroxy-acid dehydratase, 
putative [Ricinus communis] 

Amino acid metabolism.synthesis.branched chain 
group.valine specific 13.1.4.3 lcl|B4FWX5_MAIZE 

B4FG03_MAIZE Putative uncharacterized protein gb|AAC62456.1| alanine aminotransferase [Zea 
mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine aminotransferase 13.1.1.3.01 lcl|B4FG03_MAIZE 

B6TBZ8_MAIZE Putative uncharacterized protein gb|ACG34631.1| alanine aminotransferase 2 [Zea 
mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine aminotransferase 13.1.1.3.01 lcl|B6TBZ8_MAIZE 

O82443_MAIZE Alanine aminotransferase gb|AAC62456.1| alanine aminotransferase [Zea 
mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine aminotransferase 13.1.1.3.01 lcl|O82443_MAIZE 

Q5GAU1_MAIZE Putative alanine aminotransferase gb|AAV64199.1| putative alanine 
aminotransferase [Zea mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine aminotransferase 13.1.1.3.01 lcl|Q5GAU1_MAIZE 

B6TW99_MAIZE Putative uncharacterized protein gb|EEF31063.1| alanine-glyoxylate 
aminotransferase, putative [Ricinus communis] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine-glyoxylate 

aminotransferase 
13.1.1.3.011 lcl|B6TW99_MAIZE 

B6U6Q5_MAIZE Putative uncharacterized protein gb|ACG45038.1| alanine--glyoxylate 
aminotransferase 2 [Zea mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.alanine.alanine-glyoxylate 

aminotransferase 
13.1.1.3.011 lcl|B6U6Q5_MAIZE 

B4F9G1_MAIZE Putative uncharacterized protein emb|CAA45024.1| aspartate aminotransferase 
[Panicum miliaceum] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.aspartate.aspartate aminotransferase 13.1.1.2.1 lcl|B4F9G1_MAIZE 

B4FUH2_MAIZE Putative uncharacterized protein gb|ABY58643.1| aspartate aminotransferase 
[Triticum aestivum] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.aspartate.aspartate aminotransferase 13.1.1.2.1 lcl|B4FUH2_MAIZE 
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B4G195_MAIZE Putative uncharacterized protein gb|ACG37512.1| aspartate aminotransferase 
[Zea mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.aspartate.aspartate aminotransferase 13.1.1.2.1 lcl|B4G195_MAIZE 

B6T9J4_MAIZE Putative uncharacterized protein gb|ACG33777.1| aspartate aminotransferase 
[Zea mays] 

Amino acid metabolism.synthesis.central Amino acid 
metabolism.aspartate.aspartate aminotransferase 13.1.1.2.1 lcl|B6T9J4_MAIZE 

B6TK65_MAIZE Putative uncharacterized protein gb|ACG42136.1| ornithine carbamoyltransferase 
[Zea mays] 

Amino acid metabolism.synthesis.glutamate 
family.arginine 13.1.2.3 lcl|B6TK65_MAIZE 

B6TYF3_MAIZE Putative uncharacterized protein gb|ACG42136.1| ornithine carbamoyltransferase 
[Zea mays] 

Amino acid metabolism.synthesis.glutamate 
family.arginine 13.1.2.3 lcl|B6TYF3_MAIZE 

B4FAI1_MAIZE Putative uncharacterized protein 
gb|AAM92821.1| putative N-acetyl-gamma-
glutamyl-phosphate reductase [Oryza sativa 

Japonica Group] 

Amino acid metabolism.synthesis.glutamate 
family.arginine 

13.1.2.3.100
2 lcl|B4FAI1_MAIZE 

B4FAV4_MAIZE Putative uncharacterized protein gb|EEF48628.1| argininosuccinate lyase, putative 
[Ricinus communis] 

Amino acid metabolism.synthesis.glutamate 
family.arginine.argininosuccinate lyase 13.1.2.3.023 lcl|B4FAV4_MAIZE 

B4FZ29_MAIZE Putative uncharacterized protein gb|ACG38001.1| argininosuccinate synthase [Zea 
mays] 

Amino acid metabolism.synthesis.glutamate 
family.arginine.arginosuccinate synthase 13.1.2.3.022 lcl|B4FZ29_MAIZE 

B6T989_MAIZE Putative uncharacterized protein gb|ABV03819.1| delta-1-pyrroline-5-carboxylate 
synthetase [Saccharum arundinaceum] 

Amino acid metabolism.synthesis.glutamate 
family.proline 13.1.2.2 lcl|B6T989_MAIZE 

B4FAQ2_MAIZE Putative uncharacterized protein gb|EEF43824.1| proline synthetase associated 
protein, putative [Ricinus communis] 

Amino acid metabolism.synthesis.glutamate 
family.proline 13.1.2.2 lcl|B4FAQ2_MAIZE 

B4FAW7_MAIZE Putative uncharacterized protein gb|ACG39804.1| histidinol-phosphate 
aminotransferase [Zea mays] Amino acid metabolism.synthesis.histidine 13.1.7 lcl|B4FAW7_MAIZE 

B6TZ66_MAIZE Putative uncharacterized protein gb|ACG42399.1| histidinol dehydrogenase [Zea 
mays] Amino acid metabolism.synthesis.histidine 13.1.7 lcl|B6TZ66_MAIZE 

B4FED7_MAIZE Putative uncharacterized protein gb|AAN05502.1| Putative ATP phosphoribosyl 
transferase [Oryza sativa Japonica Group] 

Amino acid metabolism.synthesis.histidine.ATP 
phosphoribosyl transferase 13.1.7.01 lcl|B4FED7_MAIZE 

B6TBG0_MAIZE Putative uncharacterized protein gb|AAT74590.1| chloroplast ATP phosphoribosyl 
transferase [Alyssum lesbiacum] 

Amino acid metabolism.synthesis.histidine.ATP 
phosphoribosyl transferase 13.1.7.01 lcl|B6TBG0_MAIZE 

B6TR63_MAIZE Putative uncharacterized protein gb|ACG39596.1| histidine biosynthesis 
bifunctional protein hisIE [Zea mays] 

Amino acid 
metabolism.synthesis.histidine.bifunctional 
phosphoribosyl-ATP diphosphatase and 

phosphoribosyl-AMP cyclohydrolase 

13.1.7.02 lcl|B6TR63_MAIZE 

B4FIP2_MAIZE Putative uncharacterized protein 
gb|ACG39691.1| 1-(5-phosphoribosyl)-5-[(5-

phosphoribosylamino)methylideneamino]imidazol
e-4-carboxamide isomerase [Zea mays] 

Amino acid metabolism.synthesis.histidine.glutamine 
amidotransferase/cyclase 13.1.7.04 lcl|B4FIP2_MAIZE 

B6SNW4_MAIZE Putative uncharacterized protein gb|ACG26547.1| glutamine amidotransferase 
subunit pdxT [Zea mays] 

Amino acid metabolism.synthesis.histidine.glutamine 
amidotransferase/cyclase 13.1.7.04 lcl|B6SNW4_MAIZE 
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B6U033_MAIZE Putative uncharacterized protein 
gb|EEF32475.1| imidazole glycerol phosphate 

synthase subunit hisf, putative [Ricinus 
communis] 

Amino acid metabolism.synthesis.histidine.Imidazole 
glycerol phosphate synthase 13.1.7.010 lcl|B6U033_MAIZE 

B4FLP7_MAIZE Putative uncharacterized protein gb|ACG32103.1| cysteine desulfurase [Zea mays] Amino acid metabolism.synthesis.serine-glycine-
cysteine group.cysteine 13.1.5.3 lcl|B4FLP7_MAIZE 

B4FR08_MAIZE Putative uncharacterized protein gb|EEF37491.1| cysteine synthase, putative 
[Ricinus communis] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.cysteine.OASTL 13.1.5.3.01 lcl|B4FR08_MAIZE 

CYSK_MAIZE Cysteine synthase emb|CAA59798.1| O-acetylserine (thiol) lyase; 
cysteine synthase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.cysteine.OASTL 13.1.5.3.01 lcl|CYSK_MAIZE 

B6T7Q7_MAIZE Serine hydroxymethyltransferase gb|ACG33140.1| serine 
hydroxymethyltransferase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.glycine 13.1.5.2 lcl|B6T7Q7_MAIZE 

B4FG35_MAIZE Putative uncharacterized protein gb|ABA22831.1| Alpha/beta hydrolase fold 
[Anabaena variabilis ATCC 29413] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine 

13.1.5.1.100
1 lcl|B4FG35_MAIZE 

B4FWI4_MAIZE Putative uncharacterized protein gb|ACG25384.1| D-3-phosphoglycerate 
dehydrogenase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoglycerate 

dehydrogenase 
13.1.5.1.01 lcl|B4FWI4_MAIZE 

B6SL40_MAIZE Putative uncharacterized protein gb|ACG25573.1| D-3-phosphoglycerate 
dehydrogenase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoglycerate 

dehydrogenase 
13.1.5.1.01 lcl|B6SL40_MAIZE 

B6TZX0_MAIZE Putative uncharacterized protein gb|ACG25573.1| D-3-phosphoglycerate 
dehydrogenase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoglycerate 

dehydrogenase 
13.1.5.1.01 lcl|B6TZX0_MAIZE 

B4FRI1_MAIZE Putative uncharacterized protein gb|ACG41901.1| phosphoserine 
aminotransferase [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoserine 

aminotransferase 
13.1.5.1.02 lcl|B4FRI1_MAIZE 

B6SU38_MAIZE Putative uncharacterized protein gb|ACG28371.1| phosphoserine phosphatase 
[Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoserine phosphatase 13.1.5.1.03 lcl|B6SU38_MAIZE 

B4FHW6_MAIZE Putative uncharacterized protein gb|ACG39578.1| magnesium-dependent 
phosphatase 1 [Zea mays] 

Amino acid metabolism.synthesis.serine-glycine-
cysteine group.serine.phosphoserine phosphatase 13.1.5.1.03 lcl|B4FHW6_MAIZE 

B4FGF5_MAIZE Putative uncharacterized protein gb|ACG31465.1| hydroxyacylglutathione 
hydrolase [Zea mays] 

Biodegradation of Xenobiotics.hydroxyacylglutathione 
hydrolase 24.01 lcl|B4FGF5_MAIZE 

B6TF86_MAIZE Putative uncharacterized protein gb|ACG35769.1| hydroxyacylglutathione 
hydrolase 3 [Zea mays] 

Biodegradation of Xenobiotics.hydroxyacylglutathione 
hydrolase 24.01 lcl|B6TF86_MAIZE 

B6SGF3_MAIZE Putative uncharacterized protein gb|ACG23936.1| glyoxalase family protein 
superfamily [Zea mays] 

Biodegradation of Xenobiotics.lactoylglutathione 
lyase 24.02 lcl|B6SGF3_MAIZE 

B6TBM0_MAIZE Putative uncharacterized protein gb|EEF48208.1| lactoylglutathione lyase, putative 
[Ricinus communis] 

Biodegradation of Xenobiotics.lactoylglutathione 
lyase 24.02 lcl|B6TBM0_MAIZE 
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B6TPH0_MAIZE Glyoxalase I gb|ACG39003.1| lactoylglutathione lyase [Zea 
mays] 

Biodegradation of Xenobiotics.lactoylglutathione 
lyase 24.02 lcl|B6TPH0_MAIZE 

B6SMX7_MAIZE Putative uncharacterized protein gb|ACG26210.1| regulator of ribonuclease activity 
A [Zea mays] C1-metabolism 25 lcl|B6SMX7_MAIZE 

B6TN41_MAIZE Putative uncharacterized protein gb|ACG38524.1| regulator of ribonuclease activity 
A [Zea mays] C1-metabolism 25 lcl|B6TN41_MAIZE 

B6TRR5_MAIZE Formate dehydrogenase gb|ACG39798.1| formate dehydrogenase 1 [Zea 
mays] C1-metabolism 25 lcl|B6TRR5_MAIZE 

MTHR1_MAIZE Methylenetetrahydrofolate reductase 1 gb|AAD51733.1|AF174486_1 
methylenetetrahydrofolate reductase [Zea mays] C1-metabolism 25 lcl|MTHR1_MAIZE 

Q8W525_MAIZE Formate tetrahyrofolate ligase gb|AAL33593.1| formate tetrahyrofolate ligase 
[Zea mays] C1-metabolism 25 lcl|Q8W525_MAIZE 

B4FPQ2_MAIZE Putative uncharacterized protein gb|ACG25683.1| dihydroneopterin aldolase [Zea 
mays] C1-metabolism.dihydroneopterin aldolase 25.09 lcl|B4FPQ2_MAIZE 

B6TSN5_MAIZE Putative uncharacterized protein gb|ACG47042.1| dihydroneopterin aldolase [Zea 
mays] C1-metabolism.dihydroneopterin aldolase 25.09 lcl|B6TSN5_MAIZE 

B6U8D5_MAIZE Putative uncharacterized protein 
dbj|BAD30585.1| putative 2-amino-4-hydroxy-6- 
hydroxymethyldihydropteridine diphosphokinase 

[Oryza sativa Japonica Group] 
C1-metabolism.dihydropteridine diphosphokinase 25.03 lcl|B6U8D5_MAIZE 

B4FD77_MAIZE Putative uncharacterized protein 
dbj|BAD38226.1| putative formate--

tetrahydrofolate ligase [Oryza sativa Japonica 
Group] 

C1-metabolism.formate-tetrahydrofolate ligase 25.02 lcl|B4FD77_MAIZE 

B4FBF4_MAIZE Putative uncharacterized protein gb|ACG33080.1| serine 
hydroxymethyltransferase [Zea mays] C1-metabolism.glycine hydroxymethyltransferase 25.01 lcl|B4FBF4_MAIZE 

B6T7J7_MAIZE Putative uncharacterized protein gb|ACG33080.1| serine 
hydroxymethyltransferase [Zea mays] C1-metabolism.glycine hydroxymethyltransferase 25.01 lcl|B6T7J7_MAIZE 

B4FTG2_MAIZE Putative uncharacterized protein gb|ACG37842.1| 3-methyl-2-oxobutanoate 
hydroxymethyltransferase [Zea mays] C1-metabolism.glycine hydroxymethyltransferase 25.01 lcl|B4FTG2_MAIZE 

B4FYW7_MAIZE Putative uncharacterized protein dbj|BAA83368.1| MutT/nudix protein-like [Oryza 
sativa Japonica Group] C1-metabolism.GTP cyclohydrolase I 25.07 lcl|B4FYW7_MAIZE 

B4FH88_MAIZE Putative uncharacterized protein gb|ACG31649.1| C-1-tetrahydrofolate synthase, 
cytoplasmic [Zea mays] 

C1-metabolism.Methylenetetrahydrofolate 
dehydrogenase & Methenyltetrahydrofolate 

cyclohydrolase 
25.5 lcl|B4FH88_MAIZE 

B6SJR7_MAIZE 
Methylenetetrahydrofolate 

dehydrogenase/methylenetetrahydrofolat
e cylcohydrolase isoform 2 

gb|ACG25100.1| C-1-tetrahydrofolate synthase, 
cytoplasmic [Zea mays] 

C1-metabolism.Methylenetetrahydrofolate 
dehydrogenase & Methenyltetrahydrofolate 

cyclohydrolase 
25.5 lcl|B6SJR7_MAIZE 

B4FB81_MAIZE Putative uncharacterized protein gb|ABI95404.1| fasciclin-like protein FLA14 
[Triticum aestivum] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B4FB81_MAIZE 
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B6SHU5_MAIZE Putative uncharacterized protein gb|ACG24428.1| fasciclin-like arabinogalactan 
protein 7 precursor [Zea mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6SHU5_MAIZE 

B6SSV3_MAIZE Putative uncharacterized protein gb|ACG27936.1| fasciclin-like arabinogalactan 
protein 7 precursor [Zea mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6SSV3_MAIZE 

B6ST53_MAIZE Putative uncharacterized protein gb|ACG28036.1| fasciclin-like arabinogalactan 
protein 7 precursor [Zea mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6ST53_MAIZE 

B4FK47_MAIZE Putative uncharacterized protein gb|ACG27915.1| arabinogalactan protein [Zea 
mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B4FK47_MAIZE 

B6SST2_MAIZE Putative uncharacterized protein gb|ACG27915.1| arabinogalactan protein [Zea 
mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6SST2_MAIZE 

B6T8F8_MAIZE Putative uncharacterized protein gb|ACG33391.1| arabinogalactan protein [Zea 
mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6T8F8_MAIZE 

B6TE21_MAIZE Putative uncharacterized protein gb|ACG35354.1| fasciclin-like arabinogalactan 
protein 7 precursor [Zea mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6TE21_MAIZE 

B6TRG3_MAIZE Putative uncharacterized protein gb|ACG39696.1| fasciclin domain [Zea mays] Cell wall.cell wall proteins.AGPs 10.5.1 lcl|B6TRG3_MAIZE 

B4FTE5_MAIZE Putative uncharacterized protein gb|AAM61695.1| hydroxyproline-rich 
glycoprotein-like protein [Arabidopsis thaliana] Cell wall.cell wall proteins.HRGP 10.5.4 lcl|B4FTE5_MAIZE 

B4FR31_MAIZE Putative uncharacterized protein gb|ACG28239.1| receptor protein kinase 
CLAVATA1 precursor [Zea mays] Cell wall.cell wall proteins.LRR 10.5.3 lcl|B4FR31_MAIZE 

B6ST18_MAIZE Putative uncharacterized protein dbj|BAB91812.1| extensin precursor-like [Oryza 
sativa Japonica Group] Cell wall.cell wall proteins.LRR 10.5.3 lcl|B6ST18_MAIZE 

B4FGH8_MAIZE Putative uncharacterized protein gb|ACG48861.1| pistil-specific extensin-like 
protein precursor [Zea mays] Cell wall.cell wall proteins.LRR 10.5.3 lcl|B4FGH8_MAIZE 

B4FQX1_MAIZE Alpha-1,4-glucan-protein synthase [UDP-
forming] 

gb|AAB49896.1| golgi associated protein se-
wap41 [Zea mays] Cell wall.cell wall proteins.RGP 10.5.5 lcl|B4FQX1_MAIZE 

B4FX25_MAIZE Putative uncharacterized protein gb|ACG43402.1| alpha-1,4-glucan-protein 
synthase [Zea mays] Cell wall.cell wall proteins.RGP 10.5.5 lcl|B4FX25_MAIZE 

B4G039_MAIZE Putative uncharacterized protein gb|AAB49896.1| golgi associated protein se-
wap41 [Zea mays] Cell wall.cell wall proteins.RGP 10.5.5 lcl|B4G039_MAIZE 

B6T9G3_MAIZE Putative uncharacterized protein gb|ACG33746.1| alpha-1,4-glucan-protein 
synthase 1 [Zea mays] Cell wall.cell wall proteins.RGP 10.5.5 lcl|B6T9G3_MAIZE 

B4F8M8_MAIZE Exoglucanase gb|AAF79936.1| exoglucanase precursor [Zea 
mays] 

Cell wall.degradation.cellulases and beta -1,4-
glucanases 10.6.1 lcl|B4F8M8_MAIZE 

Q9XE93_MAIZE Exhydrolase II gb|AAD28356.1|AF064707_1 exhydrolase II [Zea 
mays] 

Cell wall.degradation.cellulases and beta -1,4-
glucanases 10.6.1 lcl|Q9XE93_MAIZE 
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B6T994_MAIZE Putative uncharacterized protein gb|ACG33677.1| polygalacturonase [Zea mays] Cell wall.degradation.pectate lyases and 
polygalacturonases 10.6.3 lcl|B6T994_MAIZE 

B6TN57_MAIZE Putative uncharacterized protein gb|ACG38540.1| beta-expansin 2 precursor [Zea 
mays] Cell wall.modification 10.7 lcl|B6TN57_MAIZE 

B6TNS1_MAIZE Putative uncharacterized protein 
gb|ACG38754.1| xyloglucan 

endotransglucosylase/hydrolase protein 5 
precursor [Zea mays] 

Cell wall.modification 10.7 lcl|B6TNS1_MAIZE 

B6TWP1_MAIZE Putative uncharacterized protein 
gb|ACG41524.1| xyloglucan 

endotransglucosylase/hydrolase protein 26 
precursor [Zea mays] 

Cell wall.modification 10.7 lcl|B6TWP1_MAIZE 

Q94KS6_MAIZE Beta-expansin 8 gb|AAK56131.1|AF332181_1 beta-expansin 8 
[Zea mays] Cell wall.modification 10.7 lcl|Q94KS6_MAIZE 

B6U063_MAIZE Putative uncharacterized protein gb|ACG42746.1| carboxylic ester hydrolase [Zea 
mays] Cell wall.pectin*esterases.acetyl esterase 10.8.02 lcl|B6U063_MAIZE 

B4FRH7_MAIZE Putative uncharacterized protein gb|ACG34360.1| UDP-N-acetylglucosamine 
pyrophosphorylase [Zea mays] Cell wall.precursor synthesis 10.1 lcl|B4FRH7_MAIZE 

B6T9B9_MAIZE Putative uncharacterized protein gb|ACG33702.1| alpha-N-arabinofuranosidase A 
precursor [Zea mays] Cell wall.precursor synthesis 10.1 lcl|B6T9B9_MAIZE 

B4FUF3_MAIZE Putative uncharacterized protein gb|ACG34600.1| bifunctional polymyxin 
resistance arnA protein [Zea mays] Cell wall.precursor synthesis.AXS 10.1.03 lcl|B4FUF3_MAIZE 

B6TMJ8_MAIZE Putative uncharacterized protein gb|ACG38331.1| GDP-L-fucose synthase 1 [Zea 
mays] Cell wall.precursor synthesis.GER 10.1.08 lcl|B6TMJ8_MAIZE 

B6TA81_MAIZE Root cap-specific protein gb|ACG34014.1| GDP-mannose 4,6 dehydratase 
2 [Zea mays] Cell wall.precursor synthesis.GMD 10.1.07 lcl|B6TA81_MAIZE 

B4FEP8_MAIZE Putative uncharacterized protein gb|EEF38151.1| mannose-1-phosphate 
guanyltransferase, putative [Ricinus communis] 

Cell wall.precursor synthesis.NDP sugar 
pyrophosphorylase.GDP mannose 10.1.1.01 lcl|B4FEP8_MAIZE 

B6UC67_MAIZE Putative uncharacterized protein gb|ACG46950.1| UDP-sugar pyrophospharylase 
[Zea mays] 

Cell wall.precursor synthesis.NDP sugar 
pyrophosphorylase.multiple NDP-Sugars 10.1.1.20 lcl|B6UC67_MAIZE 

B4FR89_MAIZE Putative uncharacterized protein gb|ACV41082.1| phosphomannomutase B1 
[Triticum turgidum] Cell wall.precursor synthesis.phosphomannomutase 10.1.021 lcl|B4FR89_MAIZE 

B6U0P4_MAIZE Putative uncharacterized protein gb|ACG42927.1| RHM1 [Zea mays] Cell wall.precursor synthesis.RHM 10.1.010 lcl|B6U0P4_MAIZE 

B6UIE1_MAIZE Putative uncharacterized protein gb|ACG49124.1| dTDP-4-dehydrorhamnose 
reductase [Zea mays] Cell wall.precursor synthesis.RHM 10.1.010 lcl|B6UIE1_MAIZE 

B6T9P0_MAIZE Putative uncharacterized protein gb|ACG33823.1| UDP-glucose 6-dehydrogenase 
[Zea mays] Cell wall.precursor synthesis.UGD 10.1.04 lcl|B6T9P0_MAIZE 

B6TBY8_MAIZE Putative uncharacterized protein gb|ACG34621.1| UDP-glucose 6-dehydrogenase 
[Zea mays] Cell wall.precursor synthesis.UGD 10.1.04 lcl|B6TBY8_MAIZE 
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B6U5L3_MAIZE Putative uncharacterized protein gb|ACG44646.1| UDP-glucose 6-dehydrogenase 
[Zea mays] Cell wall.precursor synthesis.UGD 10.1.04 lcl|B6U5L3_MAIZE 

B4FAG0_MAIZE Putative uncharacterized protein emb|CAC14890.1| d-TDP-glucose dehydratase 
[Phragmites australis] Cell wall.precursor synthesis.UXS 10.1.5 lcl|B4FAG0_MAIZE 

B4FF24_MAIZE Putative uncharacterized protein emb|CAC14890.1| d-TDP-glucose dehydratase 
[Phragmites australis] Cell wall.precursor synthesis.UXS 10.1.5 lcl|B4FF24_MAIZE 

B4FP94_MAIZE Putative uncharacterized protein dbj|BAD24936.1| UDP-glucuronic acid 
decarboxylase [Oryza sativa Japonica Group] Cell wall.precursor synthesis.UXS 10.1.5 lcl|B4FP94_MAIZE 

B6SHM4_MAIZE Putative uncharacterized protein gb|AAV31405.1| putative UDP-glucuronic acid 
decarboxylase [Oryza sativa Japonica Group] Cell wall.precursor synthesis.UXS 10.1.5 lcl|B6SHM4_MAIZE 

B6TY47_MAIZE Putative uncharacterized protein gb|ACG42030.1| UDP-glucuronic acid 
decarboxylase 1 [Zea mays] Cell wall.precursor synthesis.UXS 10.1.5 lcl|B6TY47_MAIZE 

B4FMS7_MAIZE Prohibitin gb|AAF68387.1|AF236371_1 prohibitin [Zea 
mays] Cell.cycle 31.3 lcl|B4FMS7_MAIZE 

B4FSK8_MAIZE Putative uncharacterized protein gb|ACG24083.1| cyclin-dependent kinases 
regulatory subunit [Zea mays] Cell.cycle 31.3 lcl|B4FSK8_MAIZE 

B6TK89_MAIZE Putative uncharacterized protein gb|EEF40482.1| peptidyl-prolyl cis-trans 
isomerase d, ppid, putative [Ricinus communis] Cell.cycle 31.3 lcl|B6TK89_MAIZE 

B6TQC5_MAIZE Putative uncharacterized protein gb|ACG39308.1| peptidyl-prolyl cis-trans 
isomerase 1 [Zea mays] Cell.cycle 31.3 lcl|B6TQC5_MAIZE 

Q9M588_MAIZE Prohibitin gb|AAF68385.1|AF236369_1 prohibitin [Zea 
mays] Cell.cycle 31.3 lcl|Q9M588_MAIZE 

Q9M589_MAIZE Prohibitin gb|ACG33462.1| mitochondrial prohibitin complex 
protein 2 [Zea mays] Cell.cycle 31.3 lcl|Q9M589_MAIZE 

B4F9F0_MAIZE Putative uncharacterized protein gb|ACG31348.1| CDK5RAP3-like protein [Zea 
mays] Cell.cycle 31.3 lcl|B4F9F0_MAIZE 

B4FFV2_MAIZE Putative uncharacterized protein gb|ACG24534.1| SWIb domain-containing protein 
[Zea mays] Cell.cycle 31.3 lcl|B4FFV2_MAIZE 

B6SIC9_MAIZE Putative uncharacterized protein gb|ACG36570.1| SWIb domain-containing protein 
[Zea mays] Cell.cycle 31.3 lcl|B6SIC9_MAIZE 

B6SWA1_MAIZE Putative uncharacterized protein gb|ACG29134.1| dek protein [Zea mays] Cell.cycle 31.3 lcl|B6SWA1_MAIZE 

B6SZA4_MAIZE Putative uncharacterized protein gb|ACG30187.1| SWIB/MDM2 domain containing 
protein [Zea mays] Cell.cycle 31.3 lcl|B6SZA4_MAIZE 

B6TD34_MAIZE Putative uncharacterized protein gb|ACG35017.1| SWIB/MDM2 domain containing 
protein [Zea mays] Cell.cycle 31.3 lcl|B6TD34_MAIZE 
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B6TTM2_MAIZE Putative uncharacterized protein gb|ACG40455.1| SWIb domain-containing protein 
[Zea mays] Cell.cycle 31.3 lcl|B6TTM2_MAIZE 

B4FUB5_MAIZE Putative uncharacterized protein gb|ACG31509.1| peptidyl-prolyl cis-trans 
isomerase-like 1 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B4FUB5_MAIZE 

B4FUK2_MAIZE Putative uncharacterized protein gb|ACG45893.1| FK506-binding protein 2-1 
precursor [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B4FUK2_MAIZE 

B4FZZ2_MAIZE Putative uncharacterized protein gb|ACG31960.1| peptidyl-prolyl cis-trans 
isomerase [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B4FZZ2_MAIZE 

B6SRE7_MAIZE Putative uncharacterized protein gb|ACG27430.1| peptidyl-prolyl cis-trans 
isomerase CYP19-3 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6SRE7_MAIZE 

B6SYF5_MAIZE Putative uncharacterized protein gb|ACG29888.1| FK506-binding protein 2-1 
precursor [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6SYF5_MAIZE 

B6T401_MAIZE Putative uncharacterized protein gb|ACG31834.1| peptidyl-prolyl cis-trans 
isomerase NIMA-interacting 4 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6T401_MAIZE 

B6TBT3_MAIZE Putative uncharacterized protein gb|ACG34566.1| peptidyl-prolyl cis-trans 
isomerase H [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TBT3_MAIZE 

B6TCE9_MAIZE Putative uncharacterized protein gb|ACG34782.1| peptidyl-prolyl cis-trans 
isomerase [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TCE9_MAIZE 

B6TH00_MAIZE Putative uncharacterized protein gb|ACG36383.1| peptidyl-prolyl cis-trans 
isomerase-like 3 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TH00_MAIZE 

B6TI78_MAIZE Putative uncharacterized protein gb|ACG36811.1| peptidyl-prolyl isomerase [Zea 
mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TI78_MAIZE 

B6TIP7_MAIZE Putative uncharacterized protein gb|ACG36980.1| peptidyl-prolyl cis-trans 
isomerase CYP19-4 precursor [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TIP7_MAIZE 

B6TNI1_MAIZE Putative uncharacterized protein gb|ACG38664.1| peptidyl-prolyl cis-trans 
isomerase CYP21-3 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TNI1_MAIZE 

B6TYW9_MAIZE Putative uncharacterized protein gb|ACG42302.1| peptidyl-prolyl cis-trans 
isomerase-like 3 [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TYW9_MAIZE 

B6TB21_MAIZE Putative uncharacterized protein gb|EEF51001.1| Anamorsin, putative [Ricinus 
communis] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|B6TB21_MAIZE 

PPIM_MAIZE Peptidyl-prolyl cis-trans isomerase, 
microsomal 

gb|ACG36980.1| peptidyl-prolyl cis-trans 
isomerase CYP19-4 precursor [Zea mays] Cell.cycle.peptidylprolyl isomerase 31.3.1 lcl|PPIM_MAIZE 

B4FT34_MAIZE Putative uncharacterized protein gb|ACG36412.1| cell division protein ftsZ [Zea 
mays] Cell.division 31.2 lcl|B4FT34_MAIZE 

B6SLG1_MAIZE Putative uncharacterized protein 
gb|AAP53974.2| Cell division cycle protein 48, 

putative, expressed [Oryza sativa Japonica 
Group] 

Cell.division 31.2 lcl|B6SLG1_MAIZE 
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B6TAV8_MAIZE Putative uncharacterized protein gb|ACG34241.1| ribosome recycling factor [Zea 
mays] Cell.division 31.2 lcl|B6TAV8_MAIZE 

B6TKI9_MAIZE Putative uncharacterized protein gb|ACG37622.1| rae1-like protein [Zea mays] Cell.division 31.2 lcl|B6TKI9_MAIZE 

B6UE89_MAIZE Putative uncharacterized protein gb|EAX88735.1| Beige/BEACH domain 
containing protein [Trichomonas vaginalis G3] Cell.division 31.3 lcl|B6UE89_MAIZE 

B4FSB7_MAIZE Putative uncharacterized protein gb|EEC09802.1| spindle pole body protein, 
putative [Ixodes scapularis] Cell.division 31.2 lcl|B4FSB7_MAIZE 

B6T5R2_MAIZE Putative uncharacterized protein gb|ACG32445.1| mitochondria fission 1 protein 
[Zea mays] Cell.division 31.2 lcl|B6T5R2_MAIZE 

B6TRK0_MAIZE Putative uncharacterized protein gb|ACG39733.1| mitochondria fission 1 protein 
[Zea mays] Cell.division 31.2 lcl|B6TRK0_MAIZE 

B6U5C0_MAIZE Putative uncharacterized protein gb|ACG44553.1| protein yippee-like [Zea mays] Cell.division 31.2 lcl|B6U5C0_MAIZE 

B6U7X1_MAIZE Putative uncharacterized protein gb|ACG45454.1| maf-like protein CV_0124 [Zea 
mays] Cell.division 31.2 lcl|B6U7X1_MAIZE 

B6UE68_MAIZE Putative uncharacterized protein gb|ACG47651.1| EMB1374 [Zea mays] Cell.division 31.2 lcl|B6UE68_MAIZE 

ADF1_MAIZE Actin-depolymerizing factor 1 emb|CAA56786.1| actin-depolymerizing factor 
[Zea mays] Cell.organisation 31.1 lcl|ADF1_MAIZE 

ADF2_MAIZE Actin-depolymerizing factor 2 emb|CAA66310.1| actin depolymerizing factor 
[Zea mays] Cell.organisation 31.1 lcl|ADF2_MAIZE 

ADF3_MAIZE Actin-depolymerizing factor 3 gb|ACG24771.1| actin-depolymerizing factor 3 
[Zea mays] Cell.organisation 31.1 lcl|ADF3_MAIZE 

B4F946_MAIZE Tubulin beta-4 chain emb|CAA52719.1| beta-4 tubulin [Zea mays] Cell.organisation 31.1 lcl|B4F946_MAIZE 

B4F989_MAIZE Putative uncharacterized protein gb|AAU93346.1| actin [Saccharum officinarum] Cell.organisation 31.1 lcl|B4F989_MAIZE 

B4FAB6_MAIZE Putative uncharacterized protein gb|ACG25477.1| kinesin light chain [Zea mays] Cell.organisation 31.1 lcl|B4FAB6_MAIZE 

B4FAP9_MAIZE Putative uncharacterized protein gb|ACG26820.1| kinesin light chain [Zea mays] Cell.organisation 31.1 lcl|B4FAP9_MAIZE 

B4FHT1_MAIZE Annexin p35 emb|CAA66901.1| annexin p35 [Zea mays] Cell.organisation 31.1 lcl|B4FHT1_MAIZE 

B4FN29_MAIZE Putative uncharacterized protein gb|ABS50669.1| beta-tubulin [Eucalyptus grandis] Cell.organisation 31.1 lcl|B4FN29_MAIZE 

B4FNB4_MAIZE Putative uncharacterized protein gb|ACG40489.1| actin-like protein 6A [Zea mays] Cell.organisation 31.1 lcl|B4FNB4_MAIZE 

B4FPG2_MAIZE Actin-1 gb|ACG32389.1| actin-1 [Zea mays] Cell.organisation 31.1 lcl|B4FPG2_MAIZE 

B4FRH8_MAIZE Actin gb|ACG38362.1| actin-7 [Zea mays] Cell.organisation 31.1 lcl|B4FRH8_MAIZE 

B4FRP8_MAIZE Putative uncharacterized protein gb|ACG39141.1| plastid-lipid-associated protein 2 
[Zea mays] Cell.organisation 31.1 lcl|B4FRP8_MAIZE 
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B4FSS8_MAIZE Putative uncharacterized protein gb|EEF49584.1| annexin, putative [Ricinus 
communis] Cell.organisation 31.1 lcl|B4FSS8_MAIZE 

B4FSW2_MAIZE Putative uncharacterized protein gb|ACG24757.1| actin-depolymerizing factor 3 
[Zea mays] Cell.organisation 31.1 lcl|B4FSW2_MAIZE 

B4FTM1_MAIZE Tubulin beta-6 chain gb|AAA20186.1| beta-6 tubulin [Zea mays] Cell.organisation 31.1 lcl|B4FTM1_MAIZE 

B4FTP0_MAIZE Putative uncharacterized protein gb|ACG24829.1| actin-depolymerizing factor 6 
[Zea mays] Cell.organisation 31.1 lcl|B4FTP0_MAIZE 

B4FTP9_MAIZE Putative uncharacterized protein gb|ACG32911.1| nuclear migration protein nudC 
[Zea mays] Cell.organisation 31.1 lcl|B4FTP9_MAIZE 

B4FTX3_MAIZE Putative uncharacterized protein gb|AAB86960.1| profilin [Zea mays] Cell.organisation 31.1 lcl|B4FTX3_MAIZE 

B4FV68_MAIZE Profilin-5 gb|AAG35601.1|AF201459_1 profilin 5 [Zea 
mays] Cell.organisation 31.1 lcl|B4FV68_MAIZE 

B4FV86_MAIZE Putative uncharacterized protein gb|ACG30166.1| actin-7 [Zea mays] Cell.organisation 31.1 lcl|B4FV86_MAIZE 

B4FVB1_MAIZE Putative uncharacterized protein gb|AAN59956.1| actin [Hordeum vulgare] Cell.organisation 31.1 lcl|B4FVB1_MAIZE 

B4FXH4_MAIZE Putative uncharacterized protein gb|ABF96039.1| Villin-3, putative, expressed 
[Oryza sativa Japonica Group] Cell.organisation 31.1 lcl|B4FXH4_MAIZE 

B6SPX4_MAIZE Tubulin alpha-1 chain gb|ACG26907.1| tubulin alpha-3 chain [Zea 
mays] Cell.organisation 31.1 lcl|B6SPX4_MAIZE 

B6SW05_MAIZE Putative uncharacterized protein gb|ACG29038.1| fimbrin 1 [Zea mays] Cell.organisation 31.1 lcl|B6SW05_MAIZE 

B6T304_MAIZE Putative uncharacterized protein gb|ACG31487.1| actin-depolymerizing factor [Zea 
mays] Cell.organisation 31.1 lcl|B6T304_MAIZE 

B6T8B1_MAIZE Putative uncharacterized protein gb|ACG33344.1| actin-depolymerizing factor [Zea 
mays] Cell.organisation 31.1 lcl|B6T8B1_MAIZE 

B6T8S7_MAIZE Putative uncharacterized protein gb|ACG33510.1| tonneau 1b [Zea mays] Cell.organisation 31.1 lcl|B6T8S7_MAIZE 

B6TBS1_MAIZE Putative uncharacterized protein gb|ACG34554.1| ankyrin-1 [Zea mays] Cell.organisation 31.1 lcl|B6TBS1_MAIZE 

B6TEN9_MAIZE Profilin gb|ACG35572.1| profilin A [Zea mays] Cell.organisation 31.1 lcl|B6TEN9_MAIZE 

B6TFP6_MAIZE Putative uncharacterized protein gb|EEF33219.1| tubulin-specific chaperone B, 
putative [Ricinus communis] Cell.organisation 31.1 lcl|B6TFP6_MAIZE 

B6TJJ7_MAIZE Putative uncharacterized protein gb|ACG37280.1| actin-depolymerizing factor 1 
[Zea mays] Cell.organisation 31.1 lcl|B6TJJ7_MAIZE 

B6TPX4_MAIZE Putative uncharacterized protein gb|ACG39157.1| plastid-lipid-associated protein 2 
[Zea mays] Cell.organisation 31.1 lcl|B6TPX4_MAIZE 

B6TQ08_MAIZE Putative uncharacterized protein gb|ACG39191.1| actin-1 [Zea mays] Cell.organisation 31.1 lcl|B6TQ08_MAIZE 
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B6TS93_MAIZE Putative uncharacterized protein dbj|BAA02505.1| beta-tubulin [Oryza sativa 
Japonica Group] Cell.organisation 31.1 lcl|B6TS93_MAIZE 

B6TVP3_MAIZE Putative uncharacterized protein gb|ACG41176.1| phloem-specific lectin [Zea 
mays] Cell.organisation 31.1 lcl|B6TVP3_MAIZE 

B6U1S0_MAIZE Putative uncharacterized protein gb|ACG43303.1| ATMAP70-3 [Zea mays] Cell.organisation 31.1 lcl|B6U1S0_MAIZE 

B6U422_MAIZE Putative uncharacterized protein gb|ACG44105.1| actin-depolymerizing factor [Zea 
mays] Cell.organisation 31.1 lcl|B6U422_MAIZE 

B6U4I4_MAIZE Putative uncharacterized protein gb|ACG44267.1| microtubule-associated protein 
MAP65-1a [Zea mays] Cell.organisation 31.1 lcl|B6U4I4_MAIZE 

B6U4S2_MAIZE Putative uncharacterized protein gb|ACG44355.1| tubulin--tyrosine ligase-like 
protein 12 [Zea mays] Cell.organisation 31.1 lcl|B6U4S2_MAIZE 

B6U9F3_MAIZE Putative uncharacterized protein gb|ACG45986.1| tonneau 1b [Zea mays] Cell.organisation 31.1 lcl|B6U9F3_MAIZE 

P93633_MAIZE Actin gb|AAB40102.1| actin [Zea mays] Cell.organisation 31.1 lcl|P93633_MAIZE 

P93637_MAIZE Actin gb|AAB40106.1| actin [Zea mays] Cell.organisation 31.1 lcl|P93637_MAIZE 

Q43863_MAIZE Annexin p33 gb|ACG33806.1| annexin-like protein RJ4 [Zea 
mays Cell.organisation 31.1 lcl|Q43863_MAIZE 

Q546I4_MAIZE Alpha tubulin emb|CAA44862.1| alpha-tubulin #5 [Zea mays] Cell.organisation 31.1 lcl|Q546I4_MAIZE 

Q9XEI4_MAIZE Unconventional myosin heavy chain] gb|AAD17931.2| unconventional myosin heavy 
chain [Zea mays] Cell.organisation 31.1 lcl|Q9XEI4_MAIZE 

TBA3_MAIZE Tubulin alpha-3 chain gb|AAA33518.1| alpha-3 tubulin [Zea mays] Cell.organisation 31.1 lcl|TBA3_MAIZE 

TBB5_MAIZE Tubulin beta-5 chain gb|AAD20181.1| beta-tubulin 4 [Eleusine indica] Cell.organisation 31.1 lcl|TBB5_MAIZE 

TBB7_MAIZE Tubulin beta-7 chain gb|AAA19708.1| beta-7 tubulin [Zea mays] Cell.organisation 31.1 lcl|TBB7_MAIZE 

B4FDW2_MAIZE Putative uncharacterized protein gb|ACG32914.1| myosin-like protein [Zea mays] Cell.organisation 31.1 lcl|B4FDW2_MAIZE 

B4G1K7_MAIZE Putative uncharacterized protein gb|ACG29569.1| adhesion regulating molecule 
conserved region family protein [Zea mays] Cell.organisation 31.1 lcl|B4G1K7_MAIZE 

B6SI08_MAIZE Putative uncharacterized protein gb|ACG27075.1| kinesin like protein [Zea mays] Cell.organisation 31.1 lcl|B6SI08_MAIZE 

B6ST34_MAIZE Putative uncharacterized protein dbj|BAB02553.1| formin binding protein-like 
[Arabidopsis thaliana] Cell.organisation 31.1 lcl|B6ST34_MAIZE 

B6U136_MAIZE Putative uncharacterized protein gb|ACO87662.1| myosin heavy chain 
[Brachypodium sylvaticum] Cell.organisation 31.1 lcl|B6U136_MAIZE 

B6UEH7_MAIZE Putative uncharacterized protein gb|EEF39633.1| Paramyosin, putative [Ricinus 
communis] Cell.organisation 31.1 lcl|B6UEH7_MAIZE 
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Q41759_MAIZE Putative uncharacterized protein gb|ACO28822.1| collagen triple helix repeat 
protein [Bacillus cereus 03BB102] Cell.organisation 31.1 lcl|Q41759_MAIZE 

B6TRL2_MAIZE Putative methyl-binding domain protein 
MBD105 

gb|ACG39745.1| brain acid soluble protein 1 [Zea 
mays] Cell.organisation 31.1 lcl|B6TRL2_MAIZE 

B4G1W8_MAIZE Putative uncharacterized protein gb|ACG35334.1| myosin-like protein [Zea mays] Cell.organisation 31.2 lcl|B4G1W8_MAIZE 

B4FL17_MAIZE Translationally-controlled tumor protein 
homo 

gb|ACG24638.1| translationally-controlled tumor 
protein [Zea mays] Cell.unspecified 31.99 lcl|B4FL17_MAIZE 

B4FN06_MAIZE Putative uncharacterized protein gb|ACG36999.1| programmed cell death protein 
5 [Zea mays] Cell.unspecified 31.99 lcl|B4FN06_MAIZE 

B4FT61_MAIZE Putative uncharacterized protein gb|EEF46922.1| Protein C2orf4, putative [Ricinus 
communis] Cell.unspecified 31.99 lcl|B4FT61_MAIZE 

B6SIF5_MAIZE Putative uncharacterized protein gb|ACG33214.1| translationally-controlled tumor 
protein [Zea mays] Cell.unspecified 31.99 lcl|B6SIF5_MAIZE 

B6T9M2_MAIZE Putative uncharacterized protein 
gb|EEF46601.1| AMME syndrome 

candidateprotein 1 protein, putative [Ricinus 
communis] 

Cell.unspecified 31.99 lcl|B6T9M2_MAIZE 

B6UFL7_MAIZE Putative uncharacterized protein gb|ACG48150.1| periodic tryptophan protein 1 
[Zea mays] Cell.unspecified 31.99 lcl|B6UFL7_MAIZE 

B4F9V2_MAIZE Putative uncharacterized protein gb|EEF33458.1| vesicle-associated membrane 
protein, putative [Ricinus communis] Cell.vesicle transport 31.4 lcl|B4F9V2_MAIZE 

B4FD27_MAIZE Putative uncharacterized protein gb|AAK18837.1|AC082645_7 putative alpha-coat 
protein [Oryza sativa] Cell.vesicle transport 31.4 lcl|B4FD27_MAIZE 

B4FEN4_MAIZE Putative uncharacterized protein gb|ACG31926.1| SNARE domain containing 
protein [Zea mays] Cell.vesicle transport 31.4 lcl|B4FEN4_MAIZE 

B4FF84_MAIZE Putative uncharacterized protein gb|ABA91061.1| Clathrin heavy chain, putative, 
expressed [Oryza sativa Japonica Group] Cell.vesicle transport 31.4 lcl|B4FF84_MAIZE 

B4FH61_MAIZE Putative uncharacterized protein gb|AAL32718.1| TOM (target of myb1)-like 
protein [Arabidopsis thaliana] Cell.vesicle transport 31.4 lcl|B4FH61_MAIZE 

B4FIP7_MAIZE Putative uncharacterized protein gb|ABL85047.1| coatomer complex subunit 
[Brachypodium sylvaticum] Cell.vesicle transport 31.4 lcl|B4FIP7_MAIZE 

B4FLD1_MAIZE Putative uncharacterized protein gb|ACG31926.1| SNARE domain containing 
protein [Zea mays] Cell.vesicle transport 31.4 lcl|B4FLD1_MAIZE 

B4FLU0_MAIZE Putative uncharacterized protein gb|ACG26035.1| vesicle transport v-SNARE 13 
[Zea mays] Cell.vesicle transport 31.4 lcl|B4FLU0_MAIZE 

B4FPC4_MAIZE Putative uncharacterized protein gb|ACG46038.1| oxysterol-binding protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B4FPC4_MAIZE 
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B4FUC2_MAIZE Putative uncharacterized protein gb|ACG38907.1| structural molecule [Zea mays] Cell.vesicle transport 31.4 lcl|B4FUC2_MAIZE 

B4FYD3_MAIZE Putative uncharacterized protein gb|ACG32336.1| protein transporter [Zea mays] Cell.vesicle transport 31.4 lcl|B4FYD3_MAIZE 

B4G0V4_MAIZE Putative uncharacterized protein gb|ACG35251.1| coatomer subunit delta [Zea 
mays] Cell.vesicle transport 31.4 lcl|B4G0V4_MAIZE 

B6SPZ8_MAIZE Putative uncharacterized protein gb|ACG26931.1| VAMP-like protein YKT62 [Zea 
mays] Cell.vesicle transport 31.4 lcl|B6SPZ8_MAIZE 

B6ST94_MAIZE Putative uncharacterized protein gb|ACG28077.1| syntaxin 23 [Zea mays] Cell.vesicle transport 31.4 lcl|B6ST94_MAIZE 

B6SV32_MAIZE Putative uncharacterized protein dbj|BAC84213.1| putative coatomer protein 
gamma 2-subunit [Oryza sativa Japonica Group] Cell.vesicle transport 31.4 lcl|B6SV32_MAIZE 

B6SV75_MAIZE Putative uncharacterized protein gb|ACG28758.1| AP-1 complex subunit gamma-1 
[Zea mays] Cell.vesicle transport 31.4 lcl|B6SV75_MAIZE 

B6SWL8_MAIZE Putative uncharacterized protein dbj|BAF00742.1| auxilin-like protein [Arabidopsis 
thaliana] Cell.vesicle transport 31.4 lcl|B6SWL8_MAIZE 

B6SWS4_MAIZE Putative uncharacterized protein gb|EEF42540.1| AP-1 complex subunit gamma-2, 
putative [Ricinus communis] Cell.vesicle transport 31.4 lcl|B6SWS4_MAIZE 

B6SY37_MAIZE Putative uncharacterized protein gb|ACG29770.1| VHS and GAT domain protein 
[Zea mays] Cell.vesicle transport 31.4 lcl|B6SY37_MAIZE 

B6SZK9_MAIZE Epsilon-COP (Putative uncharacterized 
protein) 

gb|ACG30292.1| coatomer subunit epsilon [Zea 
mays] Cell.vesicle transport 31.4 lcl|B6SZK9_MAIZE 

B6T259_MAIZE AP-2 complex subunit sigma-1 gb|ACG31192.1| AP-2 complex subunit sigma-1 
[Zea mays] Cell.vesicle transport 31.4 lcl|B6T259_MAIZE 

B6TB83_MAIZE Putative uncharacterized protein gb|ACG34366.1| vesicle-associated membrane 
protein 725 [Zea mays] Cell.vesicle transport 31.4 lcl|B6TB83_MAIZE 

B6TDM3_MAIZE Putative uncharacterized protein gb|ACG35206.1| syntaxin 132 [Zea mays] Cell.vesicle transport 31.4 lcl|B6TDM3_MAIZE 

B6TE97_MAIZE Putative uncharacterized protein gb|AAS58474.1| coatomer alpha subunit 
[Hordeum vulgare subsp. vulgare] Cell.vesicle transport 31.4 lcl|B6TE97_MAIZE 

B6THW9_MAIZE Putative uncharacterized protein gb|ACG36702.1| syntaxin 32 [Zea mays] Cell.vesicle transport 31.4 lcl|B6THW9_MAIZE 

B6TK42_MAIZE Putative uncharacterized protein gb|ACG37475.1| syntaxin 72 [Zea mays] Cell.vesicle transport 31.4 lcl|B6TK42_MAIZE 

B6TUE7_MAIZE Putative uncharacterized protein gb|ACG40730.1| vesicle transport v-SNARE 13 
[Zea mays] Cell.vesicle transport 31.4 lcl|B6TUE7_MAIZE 

B6TXF5_MAIZE Putative uncharacterized protein gb|ACG41788.1| golgi SNARE 12 protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B6TXF5_MAIZE 

B6U245_MAIZE Putative uncharacterized protein gb|ACG43428.1| adaptin N terminal region family 
protein [Zea mays] Cell.vesicle transport 31.4 lcl|B6U245_MAIZE 
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B6U266_MAIZE Putative uncharacterized protein gb|ACG43449.1| protein transporter [Zea mays] Cell.vesicle transport 31.4 lcl|B6U266_MAIZE 

B6U726_MAIZE Putative uncharacterized protein gb|ACG45159.1| vesicle-associated membrane 
protein 712 [Zea mays] Cell.vesicle transport 31.4 lcl|B6U726_MAIZE 

B6U9K5_MAIZE Putative uncharacterized protein gb|ACG46038.1| oxysterol-binding protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B6U9K5_MAIZE 

B6UA40_MAIZE Putative uncharacterized protein 
gb|ABF96009.1| Adapter-related protein complex 

1 beta 1 subunit, putative, expressed [Oryza 
sativa Japonica Group] 

Cell.vesicle transport 31.4 lcl|B6UA40_MAIZE 

B6UCF6_MAIZE Putative uncharacterized protein 
dbj|BAB17749.1| putative coatmer beta subunit 

(beta-coat protein) (beta-COP) [Oryza sativa 
Japonica Group] 

Cell.vesicle transport 31.4 lcl|B6UCF6_MAIZE 

B6UGD8_MAIZE Putative uncharacterized protein gb|ACG48421.1| vesicle-associated membrane 
protein-associated protein A [Zea mays] Cell.vesicle transport 31.4 lcl|B6UGD8_MAIZE 

Q9M640_MAIZE Delta-COP gb|AAF67098.1|AF216852_1 delta-COP [Zea 
mays] Cell.vesicle transport 31.4 lcl|Q9M640_MAIZE 

B4F876_MAIZE Putative uncharacterized protein gb|ACG28140.1| clathrin binding protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B4F876_MAIZE 

B4FAZ6_MAIZE Putative uncharacterized protein gb|EEF32550.1| Adaptin ear-binding coat-
associated protein, putative [Ricinus communis] Cell.vesicle transport 31.4 lcl|B4FAZ6_MAIZE 

B4FRD1_MAIZE Putative uncharacterized protein gb|EEF37246.1| Adaptin ear-binding coat-
associated protein, putative [Ricinus communis] Cell.vesicle transport 31.4 lcl|B4FRD1_MAIZE 

B4FYF0_MAIZE Putative uncharacterized protein gb|ACG28140.1| clathrin binding protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B4FYF0_MAIZE 

B6T6P3_MAIZE Putative uncharacterized protein gb|ACG32776.1| clathrin binding protein [Zea 
mays] Cell.vesicle transport 31.4 lcl|B6T6P3_MAIZE 

B4FIZ5_MAIZE Putative uncharacterized protein ref|NP_565921.1| protein binding / structural 
molecule [Arabidopsis thaliana] Cell.vesicle transport 31.4 lcl|B4FIZ5_MAIZE 

B6T271_MAIZE Putative uncharacterized protein gb|ACG31204.1| hematopoietic stem/progenitor 
cells 176 [Zea mays] Cell.vesicle transport 31.4 lcl|B6T271_MAIZE 

B6T5B3_MAIZE Putative uncharacterized protein gb|EDQ68370.1| Qc-SNARE, plant SFT1-family 
[Physcomitrella patens subsp. patens] Cell.vesicle transport 31.4 lcl|B6T5B3_MAIZE 

B4FQA2_MAIZE Putative uncharacterized protein gb|ACG25086.1| pyridoxin biosynthesis protein 
ER1 [Zea mays] Co-factor and vitamine metabolism 18 lcl|B4FQA2_MAIZE 

B4FI64_MAIZE Putative uncharacterized protein gb|ACG38175.1| biotin synthase [Zea mays] Co-factor and vitamine metabolism.biotin.biotin 
synthase 18.6.01 lcl|B4FI64_MAIZE 

B4FS26_MAIZE Putative uncharacterized protein gb|ACG25003.1| 3-dehydroquinate synthase [Zea 
mays] 

Co-factor and vitamine metabolism.folate & vitamine 
K 18.5 lcl|B4FS26_MAIZE 
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B6TGN6_MAIZE Putative uncharacterized protein gb|ACG36269.1| 3-dehydroquinate synthase [Zea 
mays] 

Co-factor and vitamine metabolism.folate & vitamine 
K 18.5 lcl|B6TGN6_MAIZE 

B6SJW9_MAIZE Putative uncharacterized protein gb|EEF60859.1| NAD-dependent 
epimerase/dehydratase [bacterium Ellin514] Co-factor and vitamine metabolism.NADH kinase 18.012 lcl|B6SJW9_MAIZE 

B6TFD8_MAIZE Putative uncharacterized protein gb|ACG35821.1| pantothenate kinase 4 [Zea 
mays] 

Co-factor and vitamine 
metabolism.pantothenate.pantothenate kinase 18.4.1 lcl|B6TFD8_MAIZE 

B4FBV7_MAIZE Putative uncharacterized protein gb|ACG35456.1| 6,7-dimethyl-8-ribityllumazine 
synthase [Zea mays] 

Co-factor and vitamine 
metabolism.riboflavin.riboflavin synthase 18.3.02 lcl|B4FBV7_MAIZE 

B6TDF2_MAIZE Putative uncharacterized protein gb|ACG35135.1| riboflavin synthase alpha chain 
[Zea mays] 

Co-factor and vitamine 
metabolism.riboflavin.riboflavin synthase 18.3.02 lcl|B6TDF2_MAIZE 

B6TGS8_MAIZE Putative uncharacterized protein gb|ACG36311.1| 6,7-dimethyl-8-ribityllumazine 
synthase [Zea mays] 

Co-factor and vitamine 
metabolism.riboflavin.riboflavin synthase 18.3.02 lcl|B6TGS8_MAIZE 

B6TU74_MAIZE Putative uncharacterized protein 

dbj|BAD54224.1| putative 4-methyl-5(B-
hydroxyethyl)-thiazol monophosphate 

biosynthesis enzyme [Oryza sativa Japonica 
Group] 

Co-factor and vitamine metabolism.thiamine 18.2 lcl|B6TU74_MAIZE 

B6SN96_MAIZE Putative uncharacterized protein gb|ACG26329.1| thiamin pyrophosphokinase 1 
[Zea mays] 

Co-factor and vitamine metabolism.thiamine.thiamine 
diphosphokinase 18.2.1 lcl|B6SN96_MAIZE 

B6TJ85_MAIZE Putative uncharacterized protein gb|ACG37168.1| ubiquinone biosynthesis protein 
COQ9 [Zea mays] Co-factor and vitamine metabolism.ubiquinone 18.8 lcl|B6TJ85_MAIZE 

B6U3U5_MAIZE Putative uncharacterized protein gb|ACG37168.1| ubiquinone biosynthesis protein 
COQ9 [Zea mays] Co-factor and vitamine metabolism.ubiquinone 18.8 lcl|B6U3U5_MAIZE 

B6SQN8_MAIZE Putative uncharacterized protein gb|ACG27171.1| protein phosphatase inhibitor 2 
containing protein [Zea mays] Development.inhibitor proteins 33.50 lcl|B6SQN8_MAIZE 

B4F9K0_MAIZE Putative uncharacterized protein gb|ACG28322.1| salt tolerance protein [Zea 
mays] Development.late embryogenesis abundant 33.2 lcl|B4F9K0_MAIZE 

B4G1C1_MAIZE Putative uncharacterized protein gb|ACT53873.1| late-embryogenesis-abundant 
protein [Saccharum officinarum] Development.late embryogenesis abundant 33.2 lcl|B4G1C1_MAIZE 

B6UI06_MAIZE Putative uncharacterized protein gb|ACG48989.1| late embryogenesis abundant 
protein, group 3 [Zea mays] Development.late embryogenesis abundant 33.2 lcl|B6UI06_MAIZE 

B4FJP3_MAIZE Putative uncharacterized protein gb|ACG39226.1| seed maturation protein [Zea 
mays] Development.late embryogenesis abundant 33.2 lcl|B4FJP3_MAIZE 

B6SGN7_MAIZE Putative uncharacterized protein gb|ACG24020.1| embryonic protein DC-8 [Zea 
mays] Development.late embryogenesis abundant 33.2 lcl|B6SGN7_MAIZE 

B6SID7_MAIZE Late embryogenesis abundant protein, 
group 3 

gb|ACG24620.1| late embryogenesis abundant 
protein, group 3 [Zea mays] Development.late embryogenesis abundant 33.2 lcl|B6SID7_MAIZE 

B6TFX9_MAIZE Legumin-like protein gb|ACG36012.1| legumin-like protein [Zea mays] Development.storage proteins 33.1 lcl|B6TFX9_MAIZE 
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B6THG1_MAIZE Putative uncharacterized protein gb|ACG36544.1| legumin-like protein [Zea mays] Development.storage proteins 33.1 lcl|B6THG1_MAIZE 

B6TV55_MAIZE Putative uncharacterized protein gb|ACG40988.1| stem 28 kDa glycoprotein 
precursor [Zea mays] Development.storage proteins 33.1 lcl|B6TV55_MAIZE 

Q84TL7_MAIZE Legumin-like protein gb|AAO63266.1| legumin-like protein [Zea mays] Development.storage proteins 33.1 lcl|Q84TL7_MAIZE 

B6ST99_MAIZE Putative uncharacterized protein gb|ACG38666.1| PVR3-like protein [Zea mays] Development.storage proteins 33.1 lcl|B6ST99_MAIZE 

B6TA30_MAIZE Putative uncharacterized protein gb|ACG31713.1| seed specific protein Bn15D14A 
[Zea mays] Development.storage proteins 33.1 lcl|B6TA30_MAIZE 

B4F8L1_MAIZE Putative uncharacterized protein gb|ACG41554.1| COP9 signalosome complex 
subunit 7 [Zea mays] Development.unspecified 33.99 lcl|B4F8L1_MAIZE 

B4FEW6_MAIZE Putative uncharacterized protein 
gb|ACI23521.1| putative S-adenosylmethionine-

dependent methyltransferase [Aegilops 
speltoides] 

Development.unspecified 33.99 lcl|B4FEW6_MAIZE 

B4FGH1_MAIZE Putative uncharacterized protein dbj|BAD15974.1| putative fibroblast growth factor 
2-interacting factor [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4FGH1_MAIZE 

B4FKM1_MAIZE Putative uncharacterized protein gb|ACG24854.1| guanine nucleotide-binding 
protein beta subunit-like protein [Zea mays] Development.unspecified 33.99 lcl|B4FKM1_MAIZE 

B4FPL8_MAIZE Putative uncharacterized protein dbj|BAD25223.1| putative LIM domain protein 
PLIM-2 [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4FPL8_MAIZE 

B4FS88_MAIZE Putative uncharacterized protein gb|AAK14409.1|AC087851_1 putative angio-
associated migratory cell protein [Oryza sativa] Development.unspecified 33.99 lcl|B4FS88_MAIZE 

B4FUK9_MAIZE Putative uncharacterized protein gb|ACG36237.1| COP9 signalosome complex 
subunit 5b [Zea mays] Development.unspecified 33.99 lcl|B4FUK9_MAIZE 

B4FX41_MAIZE Putative uncharacterized protein gb|ACG26985.1| COP9 signalosome complex 
subunit 8 [Zea mays] Development.unspecified 33.99 lcl|B4FX41_MAIZE 

B4FZN1_MAIZE Putative uncharacterized protein dbj|BAC99935.1| putative Nucleoporin Nup43 
[Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4FZN1_MAIZE 

B4FZY9_MAIZE Nucleosome/chromatin assembly factor 
104 

gb|AAM28229.1| nucleosome/chromatin 
assembly factor 104 [Zea mays] Development.unspecified 33.99 lcl|B4FZY9_MAIZE 

B4G0V8_MAIZE Putative uncharacterized protein gb|ACF88001.1| unknown [Zea mays] Development.unspecified 33.99 lcl|B4G0V8_MAIZE 

B4G0V9_MAIZE Putative uncharacterized protein gb|ACG43887.1| lipase/lipooxygenase, 
PLAT/LH2 [Zea mays] Development.unspecified 33.99 lcl|B4G0V9_MAIZE 

B4G1G6_MAIZE Putative uncharacterized protein gb|ACG31749.1| serine-threonine kinase 
receptor-associated protein [Zea mays] Development.unspecified 33.99 lcl|B4G1G6_MAIZE 

B6SJ21_MAIZE Putative uncharacterized protein gb|ACG24854.1| guanine nucleotide-binding 
protein beta subunit-like protein [Zea mays] Development.unspecified 33.99 lcl|B6SJ21_MAIZE 
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B6SJX7_MAIZE Putative uncharacterized protein gb|ACG25160.1| DAG protein [Zea mays] Development.unspecified 33.99 lcl|B6SJX7_MAIZE 

B6SU00_MAIZE Putative uncharacterized protein gb|ACG28333.1| pollen-specific protein SF3 [Zea 
mays] Development.unspecified 33.99 lcl|B6SU00_MAIZE 

B6T144_MAIZE Putative uncharacterized protein gb|ACG30827.1| B12D protein [Zea mays] Development.unspecified 33.99 lcl|B6T144_MAIZE 

B6T1H8_MAIZE Putative uncharacterized protein gb|ACG30961.1| B12D protein [Zea mays] Development.unspecified 33.99 lcl|B6T1H8_MAIZE 

B6T2Z0_MAIZE Putative uncharacterized protein gb|ACG31473.1| B12D protein [Zea mays] Development.unspecified 33.99 lcl|B6T2Z0_MAIZE 

B6T534_MAIZE Putative uncharacterized protein ref|NP_178164.3| TPR1 (TOPLESS-RELATED 1) 
[Arabidopsis thaliana] Development.unspecified 33.99 lcl|B6T534_MAIZE 

B6T6D8_MAIZE Putative uncharacterized protein gb|ACG32671.1| DCL protein [Zea mays] Development.unspecified 33.99 lcl|B6T6D8_MAIZE 

B6T925_MAIZE Putative uncharacterized protein gb|ACG33608.1| pollen-specific protein SF3 [Zea 
mays] Development.unspecified 33.99 lcl|B6T925_MAIZE 

B6TD97_MAIZE Putative uncharacterized protein gb|ACG35080.1| hypothetical protein [Zea mays] Development.unspecified 33.99 lcl|B6TD97_MAIZE 

B6TDH1_MAIZE Putative uncharacterized protein gb|ACG35154.1| DAG protein [Zea mays] Development.unspecified 33.99 lcl|B6TDH1_MAIZE 

B6TMC1_MAIZE Putative uncharacterized protein gb|ACG38254.1| DAG protein [Zea mays] Development.unspecified 33.99 lcl|B6TMC1_MAIZE 

B6TTZ1_MAIZE Putative uncharacterized protein gb|ACG40574.1| tetraspanin family protein [Zea 
mays] Development.unspecified 33.99 lcl|B6TTZ1_MAIZE 

B6TX72_MAIZE Putative uncharacterized protein gb|ACG41705.1| embryonic abundant protein-like 
[Zea mays] Development.unspecified 33.99 lcl|B6TX72_MAIZE 

B6U4D9_MAIZE Putative uncharacterized protein gb|ACG44222.1| protein SEY1 [Zea mays] Development.unspecified 33.99 lcl|B6U4D9_MAIZE 

B6U6J1_MAIZE Putative uncharacterized protein gb|ACG44974.1| senescence-associated protein 
DIN1 [Zea mays] Development.unspecified 33.99 lcl|B6U6J1_MAIZE 

B6U770_MAIZE Putative uncharacterized protein gb|ACG45203.1| DAG protein [Zea mays] Development.unspecified 33.99 lcl|B6U770_MAIZE 

B6UDC2_MAIZE Putative uncharacterized protein gb|ACG47355.1| stress protein [Zea mays] Development.unspecified 33.99 lcl|B6UDC2_MAIZE 

Q8W514_MAIZE MSI type nucleosome/chromatin 
assembly factor C 

gb|AAL33648.1|AF440219_1 MSI type 
nucleosome/chromatin assembly factor C [Zea 

mays] 
Development.unspecified 33.99 lcl|Q8W514_MAIZE 

Q94F77_MAIZE Nucleosome/chromatin assembly factor 
C 

gb|AAK67147.1|AF384037_1 
nucleosome/chromatin assembly factor C [Zea 

mays] 
Development.unspecified 33.99 lcl|Q94F77_MAIZE 

B6TAE3_MAIZE Putative uncharacterized protein gb|ACG34076.1| TPR domain containing protein 
[Zea mays] Development.unspecified 33.99 lcl|B6TAE3_MAIZE 

B4F8J5_MAIZE Putative uncharacterized protein gb|ACG32549.1| seed maturation protein [Zea 
mays] Development.unspecified 33.99 lcl|B4F8J5_MAIZE 
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B4FH20_MAIZE Putative uncharacterized protein tpg|DAA01822.1| TPA: TPA_inf: HN1-like protein 
isoform 1 [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4FH20_MAIZE 

B4FSL4_MAIZE Putative uncharacterized protein tpg|DAA01822.1| TPA: TPA_inf: HN1-like protein 
isoform 1 [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4FSL4_MAIZE 

B4G1F8_MAIZE Putative uncharacterized protein tpg|DAA01822.1| TPA: TPA_inf: HN1-like protein 
isoform 1 [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B4G1F8_MAIZE 

B6SXE5_MAIZE Putative uncharacterized protein gb|ACG29528.1| flowering promoting factor-like 1 
[Zea mays] Development.unspecified 33.99 lcl|B6SXE5_MAIZE 

B6SZN0_MAIZE Putative uncharacterized protein gb|ACG30313.1| mtN19-like protein [Zea mays] Development.unspecified 33.99 lcl|B6SZN0_MAIZE 

B6T2N1_MAIZE Putative uncharacterized protein gb|EEF43575.1| brg-1 associated factor, putative 
[Ricinus communis] Development.unspecified 33.99 lcl|B6T2N1_MAIZE 

B6T7J1_MAIZE Putative uncharacterized protein tpg|DAA01822.1| TPA: TPA_inf: HN1-like protein 
isoform 1 [Oryza sativa Japonica Group] Development.unspecified 33.99 lcl|B6T7J1_MAIZE 

B6TK66_MAIZE Putative uncharacterized protein gb|ACG37499.1| embryonic protein DC-8 [Zea 
mays] Development.unspecified 33.99 lcl|B6TK66_MAIZE 

B6TP17_MAIZE Putative uncharacterized protein gb|ACG38850.1| enzyme of the cupin superfamily 
[Zea mays] Development.unspecified 33.99 lcl|B6TP17_MAIZE 

B6TQ43_MAIZE Putative uncharacterized protein gb|ACG39226.1| seed maturation protein [Zea 
mays] Development.unspecified 33.99 lcl|B6TQ43_MAIZE 

B6TTY6_MAIZE Putative uncharacterized protein gb|EEF41791.1| brg-1 associated factor, putative 
[Ricinus communis] Development.unspecified 33.99 lcl|B6TTY6_MAIZE 

B6U0U2_MAIZE Putative uncharacterized protein emb|CAE00862.1| VHS1 protein [Oryza sativa 
Japonica Group] Development.unspecified 33.99 lcl|B6U0U2_MAIZE 

B6UGS5_MAIZE Putative uncharacterized protein gb|AAF01699.1|AF181461_1 dehydrin; DHN11 
[Hordeum vulgare] Development.unspecified 33.99 lcl|B6UGS5_MAIZE 

P93644_MAIZE Phytase gb|AAB52233.1| phytase [Zea mays] Development.unspecified 33.99 lcl|P93644_MAIZE 

Q9ZRQ5_MAIZE Phytase (Putative uncharacterized 
protein) emb|CAA11391.1| phytase [Zea mays] Development.unspecified 33.99 lcl|Q9ZRQ5_MAIZE 

B4FJ52_MAIZE Putative uncharacterized protein gb|ACG34054.1| early fruit mRNA [Zea mays] Development.unspecified 33.99 lcl|B4FJ52_MAIZE 

B4FR10_MAIZE Putative uncharacterized protein gb|ACG35819.1| DNA repair protein RAD23 [Zea 
mays] DNA.repair 28.2 lcl|B4FR10_MAIZE 

B4FZM9_MAIZE Putative uncharacterized protein gb|ACG37645.1| DNA repair protein RAD23 [Zea 
mays] DNA.repair 28.2 lcl|B4FZM9_MAIZE 

B6T790_MAIZE Putative uncharacterized protein gb|ACG32973.1| DNA repair protein RAD23-1 
[Zea mays] DNA.repair 28.2 lcl|B6T790_MAIZE 
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B6TB61_MAIZE Putative uncharacterized protein gb|ACG34344.1| DNA repair protein RAD23 [Zea 
mays] DNA.repair 28.2 lcl|B6TB61_MAIZE 

B6TXN0_MAIZE Putative uncharacterized protein gb|ACG41863.1| DNA-damage-repair/toleration 
protein DRT102 [Zea mays] DNA.repair 28.2 lcl|B6TXN0_MAIZE 

B6TIS3_MAIZE Putative uncharacterized protein gb|ACG37006.1| pollen-specific protein like [Zea 
mays] DNA.repair 28.2 lcl|B6TIS3_MAIZE 

B4F916_MAIZE Putative uncharacterized protein gb|EEF47552.1| alpha DNA polymerase, putative 
[Ricinus communis] DNA.synthesis/chromatin structure 28.1 lcl|B4F916_MAIZE 

B4F9I2_MAIZE Putative uncharacterized protein 
dbj|BAC83028.1| putative RuvB-like protein 1,49-
kDa TATA box-binding protein-interacting protein 

[Oryza sativa Japonica Group] 
DNA.synthesis/chromatin structure 28.1 lcl|B4F9I2_MAIZE 

B6SWS8_MAIZE Putative uncharacterized protein gb|ACG29311.1| DNA replication licensing factor 
mcm4 [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|B6SWS8_MAIZE 

B6T329_MAIZE Putative uncharacterized protein gb|ACG31512.1| nuclease PA3 [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|B6T329_MAIZE 

B6UCY8_MAIZE Putative uncharacterized protein gb|ACG47221.1| pre-mRNA-splicing factor prp45 
[Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|B6UCY8_MAIZE 

MCM31_MAIZE DNA replication licensing factor MCM3 
homolog 1 emb|CAA82556.2| ROA protein [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|MCM31_MAIZE 

Q5I285_MAIZE Minichromosome maintenance protein gb|AAW55593.1| minichromosome maintenance 
protein [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|Q5I285_MAIZE 

Q84UX6_MAIZE Nucleosome/chromatin assembly factor 
group A 

gb|AAO84021.1| nucleosome/chromatin 
assembly factor group A [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|Q84UX6_MAIZE 

Q8L8G5_MAIZE Nucleosome/chromatin assembly factor 
group A 

gb|AAM77038.1| nucleosome/chromatin 
assembly factor group A [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|Q8L8G5_MAIZE 

Q94F78_MAIZE Nucleosome/chromatin assembly factor 
A (Putative uncharacterized protein) 

gb|AAK67146.1|AF384036_1 
nucleosome/chromatin assembly factor A [Zea 

mays] 
DNA.synthesis/chromatin structure 28.1 lcl|Q94F78_MAIZE 

Q94F79_MAIZE Nucleosome/chromatin assembly factor 
A (Putative uncharacterized protein) 

gb|AAK67145.1|AF384035_1 
nucleosome/chromatin assembly factor A [Zea 

mays] 
DNA.synthesis/chromatin structure 28.1 lcl|Q94F79_MAIZE 

B6T1J1_MAIZE Putative uncharacterized protein gb|ACG30974.1| PHD finger-like domain-
containing protein 5A [Zea mays] DNA.synthesis/chromatin structure 28.1 lcl|B6T1J1_MAIZE 

B4FE18_MAIZE Putative uncharacterized protein emb|CAA42530.1| histone H2B [Triticum 
aestivum] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B4FE18_MAIZE 

B4FIA6_MAIZE Putative uncharacterized protein gb|ACG25048.1| histone H2A.3 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B4FIA6_MAIZE 

B4FSE9_MAIZE Histone H2B.1 gb|ACG31075.1| histone H2B.1 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B4FSE9_MAIZE 
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B4FXB2_MAIZE Putative uncharacterized protein gb|ACG24497.1| histone H2A variant 1 [Zea 
mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B4FXB2_MAIZE 

B4G237_MAIZE Putative uncharacterized protein gb|ACG30998.1| histone H2A.2 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B4G237_MAIZE 

B6SIV8_MAIZE Putative uncharacterized protein gb|AAB49545.1| histone H3.1 [Medicago sativa] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SIV8_MAIZE 

B6SJQ5_MAIZE Putative uncharacterized protein gb|ACG25088.1| histone H3 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SJQ5_MAIZE 

B6SJU3_MAIZE Putative uncharacterized protein gb|ACG24462.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SJU3_MAIZE 

B6SYU0_MAIZE Putative uncharacterized protein gb|ACG30047.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SYU0_MAIZE 

B6SZ05_MAIZE Putative uncharacterized protein gb|ACG30088.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SZ05_MAIZE 

B6T0Q2_MAIZE Putative uncharacterized protein gb|ACG30784.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6T0Q2_MAIZE 

B6T1G0_MAIZE Putative uncharacterized protein gb|ACG30943.1| histone H3 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6T1G0_MAIZE 

B6T1P2_MAIZE Putative uncharacterized protein gb|ACG25178.1| histone H2B.2 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6T1P2_MAIZE 

B6T543_MAIZE Putative uncharacterized protein gb|ACG32226.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6T543_MAIZE 

B6T878_MAIZE Putative uncharacterized protein gb|ACG33311.1| histone H2B.1 [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6T878_MAIZE 

B6TH74_MAIZE Putative uncharacterized protein gb|ACG36457.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6TH74_MAIZE 

B6UIQ0_MAIZE Putative uncharacterized protein gb|ACG49233.1| histone H2A [Zea mays] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6UIQ0_MAIZE 

B6SKT6_MAIZE Putative uncharacterized protein gb|EEF41569.1| Protein LRP16, putative [Ricinus 
communis] DNA.synthesis/chromatin structure.histone 28.1.3 lcl|B6SKT6_MAIZE 

B6UHS0_MAIZE Putative uncharacterized protein gb|AAN62228.1|AF440524_15 putative 
transposase [Pseudomonas aeruginosa] 

DNA.synthesis/chromatin 
structure.retrotransposon/transposase 28.1.1 lcl|B6UHS0_MAIZE 

B4F8Y4_MAIZE Putative uncharacterized protein gb|EEF32978.1| Endosomal P24A protein 
precursor, putative [Ricinus communis] DNA.unspecified 28.99 lcl|B4F8Y4_MAIZE 

B4F9P6_MAIZE Putative uncharacterized protein dbj|BAD17540.1| cyclase-like protein [Oryza 
sativa Japonica Group] DNA.unspecified 28.99 lcl|B4F9P6_MAIZE 

B4FR03_MAIZE Putative uncharacterized protein gb|ACG24413.1| OB-fold nucleic acid binding 
domain containing protein [Zea mays] DNA.unspecified 28.99 lcl|B4FR03_MAIZE 

B4FSC5_MAIZE Putative uncharacterized protein gb|ACG37872.1| OB-fold nucleic acid binding 
domain containing protein [Zea mays] DNA.unspecified 28.99 lcl|B4FSC5_MAIZE 

B4FT80_MAIZE Putative uncharacterized protein gb|ACG35851.1| OB-fold nucleic acid binding 
domain containing protein [Zea mays] DNA.unspecified 28.99 lcl|B4FT80_MAIZE 

B4FU36_MAIZE Putative uncharacterized protein gb|ACG48390.1| DNA binding protein [Zea mays] DNA.unspecified 28.99 lcl|B4FU36_MAIZE 

B6SHT0_MAIZE Putative uncharacterized protein gb|ACG24413.1| OB-fold nucleic acid binding 
domain containing protein [Zea mays] DNA.unspecified 28.99 lcl|B6SHT0_MAIZE 
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B6ST61_MAIZE Putative uncharacterized protein gb|ACG28044.1| transmembrane 9 superfamily 
protein member 2 precursor [Zea mays] DNA.unspecified 28.99 lcl|B6ST61_MAIZE 

B6SW65_MAIZE Putative uncharacterized protein gb|ACG29098.1| topoisomerase-like protein [Zea 
mays] DNA.unspecified 28.99 lcl|B6SW65_MAIZE 

B6T6D1_MAIZE Putative uncharacterized protein gb|ACG31437.1| OB-fold nucleic acid binding 
domain containing protein [Zea mays] DNA.unspecified 28.99 lcl|B6T6D1_MAIZE 

B6TDY7_MAIZE Putative uncharacterized protein gb|ACG35320.1| exosome complex exonuclease 
RRP40 [Zea mays] DNA.unspecified 28.99 lcl|B6TDY7_MAIZE 

B6TZ24_MAIZE Putative uncharacterized protein gb|ACG42357.1| transmembrane 9 superfamily 
protein member 1 precursor [Zea mays] DNA.unspecified 28.99 lcl|B6TZ24_MAIZE 

Q9FYS5_MAIZE High mobility group I/Y-2 gb|AAG00601.1|AF291748_1 high mobility group 
I/Y-2 [Zea mays] DNA.unspecified 28.100 lcl|Q9FYS5_MAIZE 

B6T3B4_MAIZE Putative uncharacterized protein gb|EET62360.1| DNA processing protein DprA 
[Bryantella formatexigens DSM 14469] DNA.unspecified 28.99 lcl|B6T3B4_MAIZE 

B6T7L5_MAIZE Putative uncharacterized protein gb|ACG33098.1| THAP domain-containing 
protein 4 [Zea mays] DNA.unspecified 28.99 lcl|B6T7L5_MAIZE 

B6TWE3_MAIZE Putative uncharacterized protein emb|CAB40848.2| HMGI/Y protein [Zea mays] DNA.unspecified 28.99 lcl|B6TWE3_MAIZE 

MNB1B_MAIZE DNA-binding protein MNB1B emb|CAA46876.1| DNA-binding protein [Zea 
mays] DNA.unspecified 28.99 lcl|MNB1B_MAIZE 

P93630_MAIZE HMGc1 protein (Putative 
uncharacterized protein) emb|CAB46753.1| HMGc1 protein [Zea mays] DNA.unspecified 28.99 lcl|P93630_MAIZE 

Q5I204_MAIZE Putative methyl-binding domain protein 
MBD115 

gb|AAM93219.1|AF527618_1 methyl binding 
domain protein MBD109 [Zea mays] DNA.unspecified 28.99 lcl|Q5I204_MAIZE 

Q8LK06_MAIZE Methyl binding domain protein MBD109 gb|AAM93219.1|AF527618_1 methyl binding 
domain protein MBD109 [Zea mays] DNA.unspecified 28.99 lcl|Q8LK06_MAIZE 

Q94IQ8_MAIZE Putative methyl-binding domain protein 
MBD106 

gb|AAK40308.1| putative methyl-binding domain 
protein MBD106 [Zea mays] DNA.unspecified 28.99 lcl|Q94IQ8_MAIZE 

ADHX_MAIZE Alcohol dehydrogenase class-3 emb|CAA71913.1| glutothione-dependent 
formaldehyde dehydrogenase [Zea mays] Fermentation.ADH 5.03 lcl|ADHX_MAIZE 

B4FGN7_MAIZE Putative uncharacterized protein gb|ACG35040.1| alcohol dehydrogenase 1 [Zea 
mays] Fermentation.ADH 5.03 lcl|B4FGN7_MAIZE 

B4FPE6_MAIZE Putative uncharacterized protein gb|ACG32355.1| alcohol dehydrogenase 1 [Zea 
mays] Fermentation.ADH 5.03 lcl|B4FPE6_MAIZE 

B4FTP4_MAIZE Putative uncharacterized protein gb|ACG35040.1| alcohol dehydrogenase 1 [Zea 
mays] Fermentation.ADH 5.03 lcl|B4FTP4_MAIZE 
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B6SUD1_MAIZE Alcohol dehydrogenase 2 gb|ACG28464.1| alcohol dehydrogenase 2 [Zea 
mays] Fermentation.ADH 5.03 lcl|B6SUD1_MAIZE 

B6T6Y2_MAIZE Putative uncharacterized protein 
gb|ACG32865.1| S-glutathione 

dehydrogenase/class III alcohol dehydrogenase 
[Zea mays] 

Fermentation.ADH 5.03 lcl|B6T6Y2_MAIZE 

Q5GA23_MAIZE Alcohol dehydrogenase 1 gb|AAU93529.1| alcohol dehydrogenase 1 [Zea 
mays] Fermentation.ADH 5.03 lcl|Q5GA23_MAIZE 

B4FUA7_MAIZE Putative uncharacterized protein gb|ACG29168.1| aldehyde dehydrogenase, 
dimeric NADP-preferring [Zea mays] Fermentation.aldehyde dehydrogenase 5.10 lcl|B4FUA7_MAIZE 

B6SXW4_MAIZE Putative uncharacterized protein gb|ACG29697.1| aldehyde dehydrogenase, 
dimeric NADP-preferring [Zea mays] Fermentation.aldehyde dehydrogenase 5.10 lcl|B6SXW4_MAIZE 

Q43274_MAIZE T cytoplasm male sterility restorer factor 
2 

gb|AAG43988.1|AF215823_1 T cytoplasm male 
sterility restorer factor 2 [Zea mays] Fermentation.aldehyde dehydrogenase 5.10 lcl|Q43274_MAIZE 

Q8S531_MAIZE Cytosolic aldehyde dehydrogenase 
RF2C 

gb|AAL99609.1|AF348413_1 cytosolic aldehyde 
dehydrogenase RF2C [Zea mays] Fermentation.aldehyde dehydrogenase 5.10 lcl|Q8S531_MAIZE 

B6T5Z1_MAIZE L-lactate dehydrogenase gb|ACG32524.1| L-lactate dehydrogenase A [Zea 
mays] Fermentation.LDH 5.01 lcl|B6T5Z1_MAIZE 

B6TB11_MAIZE Putative uncharacterized protein gb|ACG34294.1| aldehyde dehydrogenase family 
7 member A1 [Zea mays] Fermentation.LDH 5.01 lcl|B6TB11_MAIZE 

Q8S4W9_MAIZE Pyruvate decarboxylase gb|ACG43025.1| pyruvate decarboxylase 
isozyme 2 [Zea mays] Fermentation.PDC 5.02 lcl|Q8S4W9_MAIZE 

B6TV27_MAIZE Putative uncharacterized protein 
dbj|BAD27711.1| putative Citrate synthase, 
glyoxysomal precursor (GCS) [Oryza sativa 

Japonica Group] 
Gluconeogenese/ glyoxylate cycle.citrate synthase 6.01 lcl|B6TV27_MAIZE 

MASY_MAIZE Malate synthase, glyoxysomal gb|AAB04118.1| malate synthase [Zea mays] Gluconeogenese/ glyoxylate cycle.malate synthase 6.02 lcl|MASY_MAIZE 

PEPCK_MAIZE Phosphoenolpyruvate carboxykinase 
[ATP] 

dbj|BAA36483.1| phosphoenolpyruvate 
carboxykinase [Zea mays] Gluconeogenese/ glyoxylate cycle.PEPCK 6.04 lcl|PEPCK_MAIZE 

PPDK1_MAIZE Pyruvate, phosphate dikinase 1, 
chloroplastic 

gb|AAA33498.1| pyruvate,orthophosphate 
dikinase [Zea mays] Gluconeogenese/ glyoxylate cycle.pyruvate dikinase 6.5 lcl|PPDK1_MAIZE 

B6SJ37_MAIZE Putative uncharacterized protein gb|ACG24870.1| acylphosphatase [Zea mays] Gluconeogenese/ glyoxylate cycle.pyruvate dikinase 6.05 lcl|B6SJ37_MAIZE 

B4FFV3_MAIZE Putative uncharacterized protein gb|ACG34976.1| malate dehydrogenase [Zea 
mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FFV3_MAIZE 

B4FG53_MAIZE Putative uncharacterized protein gb|ACG34976.1| malate dehydrogenase [Zea 
mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FG53_MAIZE 

B4FRJ1_MAIZE Putative uncharacterized protein gb|ACG36184.1| malate dehydrogenase [Zea 
mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FRJ1_MAIZE 
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B4FVH1_MAIZE Putative uncharacterized protein gb|ACG36184.1| malate dehydrogenase [Zea 
mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FVH1_MAIZE 

B4FZU8_MAIZE Putative uncharacterized protein gb|ACG36184.1| malate dehydrogenase [Zea 
mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FZU8_MAIZE 

B4FZW5_MAIZE Putative uncharacterized protein gb|ACG24454.1| malate dehydrogenase, 
glyoxysomal precursor [Zea mays] Gluconeogenesis.Malate DH 6.3 lcl|B4FZW5_MAIZE 

B4FAL9_MAIZE Fructose-bisphosphate aldolase, 
cytoplasmic isozyme 

emb|CAA31366.1| fructose bisphosphate 
aldolase [Zea mays] Glycolysis.aldolase 4.7 lcl|B4FAL9_MAIZE 

B4FWP0_MAIZE Putative uncharacterized protein gb|ACG37623.1| fructose-bisphosphate aldolase 
cytoplasmic isozyme [Zea mays] Glycolysis.aldolase 4.7 lcl|B4FWP0_MAIZE 

B4G191_MAIZE Putative uncharacterized protein gb|ACG36250.1| enolase [Zea mays] Glycolysis.enolase 4.012 lcl|B4G191_MAIZE 

B6T3P9_MAIZE Enolase 2 gb|ACG31732.1| enolase [Zea mays] Glycolysis.enolase 4.012 lcl|B6T3P9_MAIZE 

B6TGL7_MAIZE Putative uncharacterized protein gb|ACG36250.1| enolase [Zea mays] Glycolysis.enolase 4.012 lcl|B6TGL7_MAIZE 

ENO1_MAIZE Enolase 1 emb|CAA39454.1| enolase [Zea mays] Glycolysis.enolase 4.012 lcl|ENO1_MAIZE 

B4FQC6_MAIZE Putative uncharacterized protein gb|ACG29317.1| glucose-6-phosphate isomerase 
[Zea mays] Glycolysis.G6PIsomerase 4.03 lcl|B4FQC6_MAIZE 

B4G0N0_MAIZE Glucose-6-phosphate isomerase, 
cytosolic 

gb|ACG35658.1| glucose-6-phosphate 
isomerase, cytosolic B [Zea mays] Glycolysis.G6PIsomerase 4.03 lcl|B4G0N0_MAIZE 

B6TAY2_MAIZE Putative uncharacterized protein gb|ACG29317.1| glucose-6-phosphate isomerase 
[Zea mays] Glycolysis.G6PIsomerase 4.03 lcl|B6TAY2_MAIZE 

B4FAK9_MAIZE Putative uncharacterized protein gb|ACG35141.1| glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic [Zea mays] 

Glycolysis.glyceraldehyde 3-phosphate 
dehydrogenase 4.9 lcl|B4FAK9_MAIZE 

B6SJZ8_MAIZE Glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic 1 

gb|ACG25181.1| glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic [Zea mays] 

Glycolysis.glyceraldehyde 3-phosphate 
dehydrogenase 4.9 lcl|B6SJZ8_MAIZE 

B6TDF8_MAIZE Putative uncharacterized protein gb|ACG35141.1| glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic [Zea mays] 

Glycolysis.glyceraldehyde 3-phosphate 
dehydrogenase 4.9 lcl|B6TDF8_MAIZE 

G3PE_MAIZE Glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic 3 

gb|ACG36109.1| glyceraldehyde-3-phosphate 
dehydrogenase, cytosolic 3 [Zea mays] 

Glycolysis.glyceraldehyde 3-phosphate 
dehydrogenase 4.9 lcl|G3PE_MAIZE 

CAPP2_MAIZE Phosphoenolpyruvate carboxylase 2 emb|CAA43709.1| phosphoenolpyruvate 
carboxylase [Zea mays] Glycolysis.PEPCase 4.014 lcl|CAPP2_MAIZE 

Q9SAZ6_MAIZE Phosphoenolpyruvate carboxylase dbj|BAA28170.1| phosphoenolpyruvate 
carboxylase [Zea mays] Glycolysis.PEPCase 4.014 lcl|Q9SAZ6_MAIZE 

B4FAE5_MAIZE Phosphoglucomutase gb|AAC50048.1| phosphoglucomutase 1 [Zea 
mays] Glycolysis.PGM 4.02 lcl|B4FAE5_MAIZE 
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PGMC2_MAIZE Phosphoglucomutase, cytoplasmic 2 gb|AAC50049.1| phosphoglucomutase 2 [Zea 
mays] Glycolysis.PGM 4.02 lcl|PGMC2_MAIZE 

B4FDU0_MAIZE Putative uncharacterized protein gb|ACG47999.1| 2,3-bisphosphoglycerate-
dependent phosphoglycerate mutase [Zea mays] Glycolysis.phosphoglycerate mutase 4.011 lcl|B4FDU0_MAIZE 

B6STY4_MAIZE Putative uncharacterized protein gb|ABA91368.2| phosphoglycerate mutase family 
protein, expressed [Oryza sativa Japonica Group] Glycolysis.phosphoglycerate mutase 4.011 lcl|B6STY4_MAIZE 

B6SVJ5_MAIZE Putative uncharacterized protein 
emb|CAQ58628.1| Putative 2-3 

biphosphoglycerate independant 
phosphoglycerate mutase [Vitis vinifera] 

Glycolysis.phosphoglycerate mutase 4.011 lcl|B6SVJ5_MAIZE 

B6TGG2_MAIZE Putative uncharacterized protein 
gb|ACG36195.1| 2,3-bisphosphoglycerate-

independent phosphoglycerate mutase [Zea 
mays] 

Glycolysis.phosphoglycerate mutase 4.011 lcl|B6TGG2_MAIZE 

B4F850_MAIZE Putative uncharacterized protein gb|ACG32785.1| phosphoglycerate mutase-like 
protein [Zea mays] Glycolysis.phosphoglycerate mutase 4.011 lcl|B4F850_MAIZE 

B6SU17_MAIZE Putative uncharacterized protein gb|ACG28350.1| phosphoglycerate mutase-like 
protein [Zea mays] Glycolysis.phosphoglycerate mutase 4.011 lcl|B6SU17_MAIZE 

B4F8J8_MAIZE Putative uncharacterized protein gb|ACG37476.1| pyruvate kinase, cytosolic 
isozyme [Zea mays] Glycolysis.PK 4.013 lcl|B4F8J8_MAIZE 

B4F9G8_MAIZE Putative uncharacterized protein gb|ACG34519.1| pyruvate kinase, cytosolic 
isozyme [Zea mays] Glycolysis.PK 4.013 lcl|B4F9G8_MAIZE 

B6T574_MAIZE Putative uncharacterized protein gb|ACG32257.1| pyruvate kinase, cytosolic 
isozyme [Zea mays] Glycolysis.PK 4.013 lcl|B6T574_MAIZE 

B6TBN6_MAIZE Putative uncharacterized protein gb|ACG34519.1| pyruvate kinase, cytosolic 
isozyme [Zea mays] Glycolysis.PK 4.013 lcl|B6TBN6_MAIZE 

B6TII5_MAIZE Putative uncharacterized protein gb|ACG36918.1| pyruvate kinase, cytosolic 
isozyme [Zea mays] Glycolysis.PK 4.013 lcl|B6TII5_MAIZE 

Q6IUP7_MAIZE Pyruvate kinase gb|AAT41588.1| putative pyruvate kinase [Zea 
mays] Glycolysis.PK 4.013 lcl|Q6IUP7_MAIZE 

B4FAW1_MAIZE Putative uncharacterized protein 
dbj|BAB11328.1| pyrophosphate-fructose-6-
phosphate 1-phosphotransferase-like protein 

[Arabidopsis thaliana] 
Glycolysis.PPFK 4.04 lcl|B4FAW1_MAIZE 

B6SVM3_MAIZE Putative uncharacterized protein gb|ACG28906.1| 6-phosphofructokinase [Zea 
mays Glycolysis.PPFK 4.04 lcl|B6SVM3_MAIZE 

B6SXT5_MAIZE Putative uncharacterized protein gb|ACG29668.1| 6-phosphofructokinase 2 [Zea 
mays] Glycolysis.PPFK 4.04 lcl|B6SXT5_MAIZE 

B4FQM2_MAIZE Putative uncharacterized protein 
gb|ACG32090.1| pyrophosphate--fructose 6-

phosphate 1-phosphotransferase beta subunit 
[Zea mays] 

Glycolysis.pyrophosphate-fructose-6-P 
phosphotransferase 4.05 lcl|B4FQM2_MAIZE 
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B6SGB6_MAIZE Putative uncharacterized protein 
gb|ACG23899.1| pyrophosphate--fructose 6-

phosphate 1-phosphotransferase alpha subunit 
[Zea mays] 

Glycolysis.pyrophosphate-fructose-6-P 
phosphotransferase 4.05 lcl|B6SGB6_MAIZE 

B6SHF8_MAIZE Putative uncharacterized protein 
gb|ACG24291.1| pyrophosphate--fructose 6-

phosphate 1-phosphotransferase alpha subunit 
[Zea mays] 

Glycolysis.pyrophosphate-fructose-6-P 
phosphotransferase 4.05 lcl|B6SHF8_MAIZE 

B6U1H6_MAIZE Putative uncharacterized protein 
gb|ACG32090.1| pyrophosphate--fructose 6-

phosphate 1-phosphotransferase beta subunit 
[Zea mays] 

Glycolysis.pyrophosphate-fructose-6-P 
phosphotransferase 4.05 lcl|B6U1H6_MAIZE 

B4F820_MAIZE Putative uncharacterized protein gb|ACG48313.1| triosephosphate isomerase [Zea 
mays] Glycolysis.TPI 4.08 lcl|B4F820_MAIZE 

B4FDF4_MAIZE Putative uncharacterized protein gb|ACG48313.1| triosephosphate isomerase [Zea 
mays] Glycolysis.TPI 4.08 lcl|B4FDF4_MAIZE 

B4FNW1_MAIZE Triosephosphate isomerase, cytosolic gb|AAB81110.1| triosephosphate isomerase 1 
[Zea mays] Glycolysis.TPI 4.08 lcl|B4FNW1_MAIZE 

B6SMQ5_MAIZE Putative uncharacterized protein gb|ACG26138.1| triosephosphate isomerase, 
cytosolic [Zea mays] Glycolysis.TPI 4.08 lcl|B6SMQ5_MAIZE 

B6T2R0_MAIZE Putative uncharacterized protein gb|ACG31393.1| triosephosphate isomerase, 
cytosolic [Zea mays] Glycolysis.TPI 4.08 lcl|B6T2R0_MAIZE 

B4FAD9_MAIZE Putative uncharacterized protein gb|ACN65405.1| UDP-glucose 
pyrophosphorylase [Bambusa oldhamii] Glycolysis.UGPase 4.01 lcl|B4FAD9_MAIZE 

B6T4R3_MAIZE Putative uncharacterized protein gb|ACG32096.1| UTP--glucose-1-phosphate 
uridylyltransferase [Zea mays] Glycolysis.UGPase 4.01 lcl|B6T4R3_MAIZE 

B4FF76_MAIZE Putative uncharacterized protein gb|ACG39882.1| FIP1 [Zea mays] Hormone metabolism.abscisic acid.induced-
regulated-responsive-activated 17.1.3 lcl|B4FF76_MAIZE 

B4FJD7_MAIZE Putative uncharacterized protein gb|ACG26510.1| FIP1 [Zea mays] Hormone metabolism.abscisic acid.induced-
regulated-responsive-activated 17.1.3 lcl|B4FJD7_MAIZE 

B6SJ51_MAIZE Putative uncharacterized protein gb|ACG24884.1| FIP1 [Zea mays] Hormone metabolism.abscisic acid.induced-
regulated-responsive-activated 17.1.3 lcl|B6SJ51_MAIZE 

B6U0T2_MAIZE Putative uncharacterized protein gb|ACG24884.1| FIP1 [Zea mays] Hormone metabolism.abscisic acid.induced-
regulated-responsive-activated 17.1.3 lcl|B6U0T2_MAIZE 

B6U8P6_MAIZE Putative uncharacterized protein gb|ACG45729.1| ABA-responsive protein [Zea 
mays] 

Hormone metabolism.abscisic acid.induced-
regulated-responsive-activated 17.1.3 lcl|B6U8P6_MAIZE 

B6T4E6_MAIZE Putative uncharacterized protein gb|ACG31979.1| mo-molybdopterin cofactor 
sulfurase [Zea mays] 

Hormone metabolism.abscisic acid.synthesis-
degradation 17.1.1 lcl|B6T4E6_MAIZE 

O23887_MAIZE Aldehyde oxidase dbj|BAA23226.1| aldehyde oxidase [Zea mays] Hormone metabolism.abscisic acid.synthesis-
degradation 17.1.1 lcl|O23887_MAIZE 
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O23888_MAIZE Aldehyde oxidase-2 dbj|BAA23227.1| aldehyde oxidase-2 [Zea mays] Hormone metabolism.abscisic acid.synthesis-
degradation 17.1.1 lcl|O23888_MAIZE 

B4F840_MAIZE Putative uncharacterized protein gb|ACG32359.1| auxin-induced protein PCNT115 
[Zea mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B4F840_MAIZE 

B4FT62_MAIZE IN2-2 protein gb|ACG35067.1| auxin-induced protein PCNT115 
[Zea mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B4FT62_MAIZE 

B6ST21_MAIZE Putative uncharacterized protein gb|ACG28004.1| membrane protein [Zea mays] Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6ST21_MAIZE 

B6T2A6_MAIZE Putative uncharacterized protein gb|ACG31239.1| stem-specific protein TSJT1 
[Zea mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6T2A6_MAIZE 

B6TD84_MAIZE Putative uncharacterized protein gb|ACG35067.1| auxin-induced protein PCNT115 
[Zea mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6TD84_MAIZE 

B6TJT2_MAIZE Putative uncharacterized protein gb|ACG37365.1| auxin-induced protein PCNT115 
[Zea mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6TJT2_MAIZE 

B6TVE5_MAIZE Putative uncharacterized protein gb|EEF49668.1| aldo/keto reductase, putative 
[Ricinus communis] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6TVE5_MAIZE 

B6UBU0_MAIZE Putative uncharacterized protein gb|ACG46823.1| AIR12 [Zea mays] Hormone metabolism.auxin.induced-regulated-
responsive-activated 17.2.3 lcl|B6UBU0_MAIZE 

B4FEB2_MAIZE Putative uncharacterized protein 
gb|AAO65877.1| putative ubiquitin-activating 
enzyme (alternative splicing product) [Oryza 

sativa Japonica Group] 
Hormone metabolism.auxin.signal transduction 17.2.2 lcl|B4FEB2_MAIZE 

B4F861_MAIZE Putative uncharacterized protein gb|AAU06081.1| auxin amidohydrolase [Triticum 
aestivum] Hormone metabolism.auxin.synthesis-degradation 17.2.1 lcl|B4F861_MAIZE 

B6U0C2_MAIZE Putative uncharacterized protein gb|ACG42805.1| phenazine biosynthesis protein 
[Zea mays] 

Hormone metabolism.brassinosteroid.signal 
transduction.other 17.3.2.99 lcl|B6U0C2_MAIZE 

Q5YFA2_MAIZE Brassinosteroid biosynthesis-like protein gb|AAS90832.1| brassinosteroid biosynthesis-like 
protein [Zea mays] 

Hormone metabolism.brassinosteroid.synthesis-
degradation.sterols.DWF1 17.3.1.2.08 lcl|Q5YFA2_MAIZE 

P93852_MAIZE Endosperm C-24 sterol 
methyltransferase 

gb|AAB70886.1| endosperm C-24 sterol 
methyltransferase [Zea mays] 

Hormone metabolism.brassinosteroid.synthesis-
degradation.sterols.SMT 17.3.1.2.01 lcl|P93852_MAIZE 

B4FB47_MAIZE Putative uncharacterized protein gb|ACG37327.1| 24-methylenesterol C-
methyltransferase 2 [Zea mays] 

Hormone metabolism.brassinosteroid.synthesis-
degradation.sterols.SMT 17.3.1.2.02 lcl|B4FB47_MAIZE 

B4FGM4_MAIZE Putative uncharacterized protein gb|ACO36694.1| multiprotein bridging factor 1 
[Triticum aestivum] 

Hormone metabolism.ethylene.induced-regulated-
responsive-activated 17.5.3 lcl|B4FGM4_MAIZE 

B4FH43_MAIZE Putative uncharacterized protein gb|ACG26484.1| universal stress protein [Zea 
mays] 

Hormone metabolism.ethylene.induced-regulated-
responsive-activated 17.5.3 lcl|B4FH43_MAIZE 

B4FI06_MAIZE Putative uncharacterized protein gb|ACG33346.1| endothelial differentiation-
related factor 1 [Zea mays] 

Hormone metabolism.ethylene.induced-regulated-
responsive-activated 17.5.3 lcl|B4FI06_MAIZE 
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B6T8B9_MAIZE Putative uncharacterized protein gb|ACG33352.1| ER6 protein [Zea mays] Hormone metabolism.ethylene.induced-regulated-
responsive-activated 17.5.3 lcl|B6T8B9_MAIZE 

B6U2R1_MAIZE Putative uncharacterized protein gb|ACG43644.1| ethylene-responsive protein 
[Zea mays] 

Hormone metabolism.ethylene.induced-regulated-
responsive-activated 17.5.3 lcl|B6U2R1_MAIZE 

B6TH05_MAIZE Putative uncharacterized protein dbj|BAD72532.1| apoptosis-related protein 
PNAS-4 like [Oryza sativa Japonica Group] Hormone metabolism.ethylene.signal transduction 17.5.2 lcl|B6TH05_MAIZE 

B4F8H9_MAIZE Putative uncharacterized protein gb|ACC95419.1| D-cysteine desulfhydrase 
[Solanum lycopersicum] Hormone metabolism.ethylene.synthesis-degradation 17.5.1 lcl|B4F8H9_MAIZE 

B6T4W5_MAIZE Putative uncharacterized protein gb|ACG32148.1| hyoscyamine 6-dioxygenase 
[Zea mays] Hormone metabolism.ethylene.synthesis-degradation 17.5.1 lcl|B6T4W5_MAIZE 

B6TY79_MAIZE Putative uncharacterized protein 
gb|AAP54999.1| oxidoreductase, 2OG-Fe 

oxygenase family protein, expressed [Oryza 
sativa Japonica Group] 

Hormone metabolism.ethylene.synthesis-degradation 17.5.1 lcl|B6TY79_MAIZE 

B6U9L0_MAIZE Putative uncharacterized protein gb|ACG46043.1| leucoanthocyanidin 
dioxygenase [Zea mays] Hormone metabolism.ethylene.synthesis-degradation 17.5.1 lcl|B6U9L0_MAIZE 

B4FR59_MAIZE Putative uncharacterized protein gb|EEE82934.1| 2-oxoglutarate-dependent 
dioxygenase [Populus trichocarpa] 

Hormone metabolism.gibberelin.synthesis-
degradation 17.6.1 lcl|B4FR59_MAIZE 

B4F872_MAIZE 12-oxo-phytodienoic acid reductase gb|AAY26521.1| 12-oxo-phytodienoic acid 
reductase [Zea mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.12-Oxo-PDA-reductase 17.7.1.05 lcl|B4F872_MAIZE 

B6TAL4_MAIZE 12-oxo-phytodienoic acid reductase 
(Putative uncharacterized protein) 

gb|ACG34147.1| 12-oxophytodienoate reductase 
3 [Zea mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.12-Oxo-PDA-reductase 17.7.1.05 lcl|B6TAL4_MAIZE 

Q49HE2_MAIZE 12-oxo-phytodienoic acid reductase 
(Putative uncharacterized protein) 

gb|AAY26523.1| 12-oxo-phytodienoic acid 
reductase [Zea mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.12-Oxo-PDA-reductase 17.7.1.05 lcl|Q49HE2_MAIZE 

B4FUX0_MAIZE Putative uncharacterized protein gb|ACG39242.1| allene oxide cyclase 4 [Zea 
mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.allene oxidase cyclase 17.7.1.04 lcl|B4FUX0_MAIZE 

B6T737_MAIZE Allene oxide cyclase (Putative 
uncharacterized protein) 

gb|ACG32920.1| allene oxide cyclase 4 [Zea 
mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.allene oxidase cyclase 17.7.1.04 lcl|B6T737_MAIZE 

B6SUP5_MAIZE Putative uncharacterized protein gb|ACG28578.1| cytochrome P450 CYP74A19 
[Zea mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.allene oxidase synthase 17.7.1.03 lcl|B6SUP5_MAIZE 

Q6RW10_MAIZE Allene oxide synthase gb|AAR33048.1| allene oxide synthase [Zea 
mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.allene oxidase synthase 17.7.1.03 lcl|Q6RW10_MAIZE 

A1XCH8_MAIZE Lipoxygenase gb|ABC59686.1| lipoxygenase [Zea mays] Hormone metabolism.jasmonate.synthesis-
degradation.lipoxygenase 17.7.1.02 lcl|A1XCH8_MAIZE 

A1XCI6_MAIZE Lipoxygenase gb|ABC59694.1| lipoxygenase [Zea mays] Hormone metabolism.jasmonate.synthesis-
degradation.lipoxygenase 17.7.1.02 lcl|A1XCI6_MAIZE 

Q8W0V2_MAIZE Lipoxygenase gb|AAL73499.1|AF465643_1 lipoxygenase [Zea 
mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.lipoxygenase 17.7.1.02 lcl|Q8W0V2_MAIZE 
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Q9LKL4_MAIZE Lipoxygenase gb|AAF76207.1|AF271894_1 lipoxygenase [Zea 
mays] 

Hormone metabolism.jasmonate.synthesis-
degradation.lipoxygenase 17.7.1.02 lcl|Q9LKL4_MAIZE 

B4F906_MAIZE Putative uncharacterized protein gb|EEF52590.1| pentatricopeptide repeat-
containing protein, putative [Ricinus communis] 

Hormone metabolism.salicylic acid.synthesis-
degradation 17.8.1 lcl|B4F906_MAIZE 

B4FLE3_MAIZE Putative uncharacterized protein gb|ACG32174.1| prostaglandin E synthase 3 [Zea 
mays] Lipid metabolism 11.1001 lcl|B4FLE3_MAIZE 

B6T9V0_MAIZE Putative uncharacterized protein gb|ACG33883.1| prostaglandin E synthase 3 [Zea 
mays] Lipid metabolism 11.1001 lcl|B6T9V0_MAIZE 

B4FP93_MAIZE Putative uncharacterized protein gb|EEF52812.1| estradiol 17 beta-
dehydrogenase, putative [Ricinus communis] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B4FP93_MAIZE 

B4FWD0_MAIZE Putative uncharacterized protein gb|ACG44157.1| minor allergen Alt a 7 [Zea 
mays] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B4FWD0_MAIZE 

B6SPB2_MAIZE Putative uncharacterized protein gb|ACG26695.1| flavoprotein wrbA [Zea mays] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B6SPB2_MAIZE 

B6TFN1_MAIZE Putative uncharacterized protein gb|ACG35914.1| minor allergen Alt a 7 [Zea 
mays] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B6TFN1_MAIZE 

B6TQ98_MAIZE Putative uncharacterized protein gb|ACG39281.1| peroxisomal multifunctional 
enzyme type 2 [Zea mays] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B6TQ98_MAIZE 

B6U724_MAIZE Putative uncharacterized protein gb|ACG45157.1| flavoprotein wrbA [Zea mays] Lipid metabolism.''exotics'' (steroids, squalene etc) 11.8 lcl|B6U724_MAIZE 

B4FTR5_MAIZE Putative uncharacterized protein 
gb|ACG40942.1| 3-beta hydroxysteroid 

dehydrogenase/isomerase family protein [Zea 
mays] 

Lipid metabolism.''exotics'' (steroids, squalene etc).3-
beta hydroxysteroid dehydrogenase/isomerase 11.8.04 lcl|B4FTR5_MAIZE 

Q41743_MAIZE Acetyl-coenzyme A carboxylase gb|AAA80214.1| acetyl-coenzyme A carboxylase 
[Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.Acetyl CoA Carboxylation 11.1.1 lcl|Q41743_MAIZE 

B6TNM0_MAIZE Putative uncharacterized protein gb|ACG38703.1| malonyl CoA-acyl carrier protein 
transacylase [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.Acetyl CoA Transacylase 11.1.02 lcl|B6TNM0_MAIZE 

B4F9Q1_MAIZE Putative uncharacterized protein gb|ACG42225.1| acyl-desaturase [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP desaturase 11.1.015 lcl|B4F9Q1_MAIZE 

B6TMD0_MAIZE Putative uncharacterized protein gb|ACG38263.1| acyl-desaturase [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP desaturase 11.1.015 lcl|B6TMD0_MAIZE 

B4FTC8_MAIZE Putative uncharacterized protein gb|ACG36669.1| 3-oxoacyl-reductase [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP oxoacyl reductase 11.1.04 lcl|B4FTC8_MAIZE 

B4FK69_MAIZE Putative uncharacterized protein gb|ACG31902.1| acyl carrier protein [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP protein 11.1.012 lcl|B4FK69_MAIZE 

B6SJF5_MAIZE Acyl carrier protein gb|ACG24988.1| acyl carrier protein 3 [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP protein 11.1.012 lcl|B6SJF5_MAIZE 
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B6SND3_MAIZE Putative uncharacterized protein gb|ACG26366.1| acyl carrier protein [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.ACP protein 11.1.012 lcl|B6SND3_MAIZE 

B4FAE2_MAIZE Putative uncharacterized protein gb|ACG29870.1| AMP-binding protein [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.acyl coa ligase 11.1.08 lcl|B4FAE2_MAIZE 

B6UBI2_MAIZE Putative uncharacterized protein gb|ACG46715.1| peroxisomal-coenzyme A 
synthetase [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.acyl coa ligase 11.1.08 lcl|B6UBI2_MAIZE 

B4FCW6_MAIZE Putative uncharacterized protein gb|ACG32608.1| peroxisomal coenzyme A 
diphosphatase NUDT7 [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.acyl coa ligase 11.1.08 lcl|B4FCW6_MAIZE 

B4FER8_MAIZE Putative uncharacterized protein gb|ACG46576.1| acyl-CoA-binding protein [Zea 
mays] 

Lipid metabolism.FA synthesis and FA 
elongation.acyl-CoA binding protein 11.1.13 lcl|B4FER8_MAIZE 

B6U8G5_MAIZE Putative uncharacterized protein gb|ACG45648.1| acyl-CoA binding protein [Zea 
mays] 

Lipid metabolism.FA synthesis and FA 
elongation.acyl-CoA binding protein 11.1.13 lcl|B6U8G5_MAIZE 

B6SKY1_MAIZE Putative uncharacterized protein gb|AAT58880.1| putative beta-hydroxyacyl-ACP 
dehydratase [Oryza sativa Japonica Group] 

Lipid metabolism.FA synthesis and FA 
elongation.beta hydroxyacyl ACP dehydratase 11.1.05 lcl|B6SKY1_MAIZE 

B6TFF6_MAIZE Putative uncharacterized protein gb|ACG35839.1| enoyl-[acyl-carrier-protein] 
reductase [NADH] [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.enoyl ACP reductase 11.1.06 lcl|B6TFF6_MAIZE 

B6TYG2_MAIZE Putative uncharacterized protein emb|CAA05816.1| enoyl-ACP reductase [Oryza 
sativa Japonica Group] 

Lipid metabolism.FA synthesis and FA 
elongation.enoyl ACP reductase 11.1.06 lcl|B6TYG2_MAIZE 

B6SM26_MAIZE Putative uncharacterized protein gb|ACG25909.1| 3-oxoacyl-synthase III [Zea 
mays] 

Lipid metabolism.FA synthesis and FA 
elongation.ketoacyl ACP synthase 11.1.03 lcl|B6SM26_MAIZE 

B6TGG7_MAIZE Putative uncharacterized protein gb|ACG36200.1| 3-oxoacyl-synthase I [Zea 
mays] 

Lipid metabolism.FA synthesis and FA 
elongation.ketoacyl ACP synthase 11.1.03 lcl|B6TGG7_MAIZE 

B6SVK5_MAIZE Putative uncharacterized protein gb|ACG28888.1| ACS-like protein [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.long chain fatty acid CoA ligase 11.1.09 lcl|B6SVK5_MAIZE 

B6SWC4_MAIZE Putative uncharacterized protein gb|ACG29157.1| AMP-binding protein [Zea mays] Lipid metabolism.FA synthesis and FA 
elongation.long chain fatty acid CoA ligase 11.1.09 lcl|B6SWC4_MAIZE 

B6UC45_MAIZE Putative uncharacterized protein gb|EEF47228.1| long-chain-fatty-acid CoA ligase, 
putative [Ricinus communis] 

Lipid metabolism.FA synthesis and FA 
elongation.long chain fatty acid CoA ligase 11.1.09 lcl|B6UC45_MAIZE 

B6T565_MAIZE Putative uncharacterized protein gb|ACG32248.1| pyruvate dehydrogenase E1 
component subunit beta [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.pyruvate DH 11.1.031 lcl|B6T565_MAIZE 

B6TQ36_MAIZE Putative uncharacterized protein gb|ACG39219.1| pyruvate dehydrogenase E1 
component subunit beta [Zea mays] 

Lipid metabolism.FA synthesis and FA 
elongation.pyruvate DH 11.1.031 lcl|B6TQ36_MAIZE 

B4FYH2_MAIZE Putative uncharacterized protein gb|AAL86487.1|AC077693_26 putative pyruvate 
kinase [Oryza sativa Japonica Group] 

Lipid metabolism.FA synthesis and FA 
elongation.pyruvate kinase 11.1.030 lcl|B4FYH2_MAIZE 

B6TZ71_MAIZE Putative uncharacterized protein gb|AAR18687.1| glycerol kinase-like protein 
[Oryza sativa Japonica Group] Lipid metabolism.glyceral metabolism.glycerol kinase 11.5.01 lcl|B6TZ71_MAIZE 
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B4F8X3_MAIZE Putative uncharacterized protein gb|EEF37074.1| acyl-CoA oxidase, putative 
[Ricinus communis] 

Lipid metabolism.lipid degradation.beta-oxidation.acyl 
CoA DH 11.9.4.02 lcl|B4F8X3_MAIZE 

B4G0E0_MAIZE Putative uncharacterized protein gb|ACG31721.1| glutaryl-CoA dehydrogenase 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-oxidation.acyl 
CoA DH 11.9.4.02 lcl|B4G0E0_MAIZE 

B6U7U8_MAIZE Putative uncharacterized protein gb|ACG45431.1| acyl-coenzyme A oxidase 2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-oxidation.acyl 
CoA DH 11.9.4.02 lcl|B6U7U8_MAIZE 

B4FVV2_MAIZE Putative uncharacterized protein gb|AAR21571.1| acyl-CoA thioesterase 
[Arabidopsis thaliana] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B4FVV2_MAIZE 

B6TC25_MAIZE Putative uncharacterized protein gb|ACG34658.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TC25_MAIZE 

B6TIA5_MAIZE Putative uncharacterized protein gb|ACG36838.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TIA5_MAIZE 

B6TKK2_MAIZE Putative uncharacterized protein gb|ACG37635.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TKK2_MAIZE 

B6TLN8_MAIZE Putative uncharacterized protein gb|ACG38021.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TLN8_MAIZE 

B6TMI7_MAIZE Putative uncharacterized protein gb|ACG38320.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TMI7_MAIZE 

B6TRC0_MAIZE Putative uncharacterized protein gb|ACG39653.1| gibberellin receptor GID1L2 
[Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TRC0_MAIZE 

B6TLJ7_MAIZE Putative uncharacterized protein gb|ACG37980.1| acyl-CoA thioesterase/ catalytic/ 
hydrolase, acting on ester bonds [Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.acyl-CoA thioesterase 11.9.4.5 lcl|B6TLJ7_MAIZE 

B6SXV4_MAIZE Putative uncharacterized protein gb|ACG29687.1| peroxisomal fatty acid beta-
oxidation multifunctional protein [Zea mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.mutifunctional 11.9.4.09 lcl|B6SXV4_MAIZE 

B6UC41_MAIZE Putative uncharacterized protein 
gb|ACG46924.1| glyoxysomal fatty acid beta-
oxidation multifunctional protein MFP-a [Zea 

mays] 

Lipid metabolism.lipid degradation.beta-
oxidation.mutifunctional 11.9.4.09 lcl|B6UC41_MAIZE 

B4FK75_MAIZE Putative uncharacterized protein gb|AAL87258.1| putative phospholipase 
[Arabidopsis thaliana] Lipid metabolism.lipid degradation.lipases 11.9.2 lcl|B4FK75_MAIZE 

PLDA1_MAIZE Phospholipase D alpha 1 dbj|BAA11135.1| phospholipase D [Zea mays] Lipid metabolism.lipid 
degradation.lysophospholipases 11.9.3 lcl|PLDA1_MAIZE 

B4FKD4_MAIZE Putative uncharacterized protein gb|ACG32084.1| acyl-protein thioesterase 2 [Zea 
mays] 

Lipid metabolism.lipid 
degradation.lysophospholipases.carboxylesterase 11.9.3.2 lcl|B4FKD4_MAIZE 

B6T1C9_MAIZE Putative uncharacterized protein gb|ACG39837.1| acyl-protein thioesterase 2 [Zea 
mays] 

Lipid metabolism.lipid 
degradation.lysophospholipases.carboxylesterase 11.9.3.2 lcl|B6T1C9_MAIZE 

B6U7L3_MAIZE Putative uncharacterized protein gb|ACG45346.1| acyl-protein thioesterase 1 [Zea 
mays] 

Lipid metabolism.lipid 
degradation.lysophospholipases.carboxylesterase 11.9.3.2 lcl|B6U7L3_MAIZE 
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B6SGP1_MAIZE Putative uncharacterized protein gb|ACG31468.1| esterase D [Zea mays] Lipid metabolism.lipid 
degradation.lysophospholipases.carboxylesterase 11.9.3.02 lcl|B6SGP1_MAIZE 

B6T2Y5_MAIZE Putative uncharacterized protein gb|ACG31468.1| esterase D [Zea mays] Lipid metabolism.lipid 
degradation.lysophospholipases.carboxylesterase 11.9.3.02 lcl|B6T2Y5_MAIZE 

B4F7Z4_MAIZE Putative uncharacterized protein gb|ACG31627.1| glycerophosphodiester 
phosphodiesterase [Zea mays] 

Lipid metabolism.lipid 
degradation.lysophospholipases.glycerophosphodiest

er phosphodiesterase 
11.9.3.03 lcl|B4F7Z4_MAIZE 

B4FB54_MAIZE Putative uncharacterized protein gb|ACG41114.1| nonspecific lipid-transfer protein 
3 precursor [Zea mays] Lipid metabolism.lipid transfer proteins etc 11.6 lcl|B4FB54_MAIZE 

B6SGP7_MAIZE Non-specific lipid-transfer protein gb|ABA33846.1| phospholipid transfer protein 1 
[Zea mays subsp. parviglumis] Lipid metabolism.lipid transfer proteins etc 11.6 lcl|B6SGP7_MAIZE 

B6SY96_MAIZE Non-specific lipid-transfer protein gb|ACG29829.1| nonspecific lipid-transfer protein 
1 precursor [Zea mays] Lipid metabolism.lipid transfer proteins etc 11.6 lcl|B6SY96_MAIZE 

B6T8R8_MAIZE Putative phosphoethanolamine N-
methyltransferase 

gb|ACG33501.1| phosphoethanolamine N-
methyltransferase [Zea mays] Lipid metabolism.Phospholipid synthesis 11.3 lcl|B6T8R8_MAIZE 

B6TU35_MAIZE Putative uncharacterized protein gb|ACG42701.1| choline/ethanolamine kinase 
[Zea mays] 

Lipid metabolism.Phospholipid synthesis.choline 
kinase 11.3.02 lcl|B6TU35_MAIZE 

B4F7T8_MAIZE Putative uncharacterized protein dbj|BAA09642.1| CTP:phosphocholine 
cytidylyltransferase [Brassica napus] 

Lipid metabolism.Phospholipid synthesis.choline-
phosphate cytidylyltransferase 11.3.06 lcl|B4F7T8_MAIZE 

B4FJN0_MAIZE Putative uncharacterized protein 
gb|ABF93554.1| protein tyrosine phosphatase, 

putative, expressed [Oryza sativa Japonica 
Group] 

Major CHO metabolism.degradation.starch 2.2.2 lcl|B4FJN0_MAIZE 

AMYB_MAIZE Beta-amylase emb|CAA81091.1| beta-amylase [Zea mays] Major CHO metabolism.degradation.starch.starch 
cleavage 2.2.2.1 lcl|AMYB_MAIZE 

B5AMJ8_MAIZE Starch phosphorylase 2 gb|ACF94691.1| starch phosphorylase 2 
precursor [Zea mays] 

Major CHO metabolism.degradation.starch.starch 
phosphorylase 2.2.2.02 lcl|B5AMJ8_MAIZE 

B4FBJ5_MAIZE Fructokinase-1 gb|AAP42805.1| fructokinase 1 [Zea mays] Major CHO 
metabolism.degradation.sucrose.fructokinase 2.2.1.01 lcl|B4FBJ5_MAIZE 

B6U666_MAIZE Putative uncharacterized protein gb|ACG44849.1| fructokinase-1 [Zea mays] Major CHO 
metabolism.degradation.sucrose.fructokinase 2.2.1.01 lcl|B6U666_MAIZE 

SCRK2_MAIZE Fructokinase-2 gb|AAP42806.1| fructokinase 2 [Zea mays] Major CHO 
metabolism.degradation.sucrose.fructokinase 2.2.1.01 lcl|SCRK2_MAIZE 

B4FB85_MAIZE Putative uncharacterized protein gb|ACG43712.1| hexokinase-1 [Zea mays] Major CHO 
metabolism.degradation.sucrose.hexokinase 2.2.1.04 lcl|B4FB85_MAIZE 

B6TL75_MAIZE Putative uncharacterized protein gb|ACG37858.1| hexokinase-1 [Zea mays] Major CHO 
metabolism.degradation.sucrose.hexokinase 2.2.1.04 lcl|B6TL75_MAIZE 
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B6U4K6_MAIZE Hexokinase gb|ACG44289.1| hexokinase-2 [Zea mays] Major CHO 
metabolism.degradation.sucrose.hexokinase 2.2.1.04 lcl|B6U4K6_MAIZE 

Q8L5G8_MAIZE Hexokinase gb|AAM80479.1| hexokinase [Zea mays] Major CHO 
metabolism.degradation.sucrose.hexokinase 2.2.1.04 lcl|Q8L5G8_MAIZE 

INVA_MAIZE Beta-fructofuranosidase, cell wall 
isozyme gb|AAA64487.1| invertase [Zea mays] Major CHO 

metabolism.degradation.sucrose.invertases.cell wall 2.2.1.3.2 lcl|INVA_MAIZE 

B6UC57_MAIZE Putative uncharacterized protein gb|ACG46940.1| mitochondrion protein [Zea 
mays] 

Major CHO 
metabolism.degradation.sucrose.invertases.cell wall 2.2.1.3.2 lcl|B6UC57_MAIZE 

B4F9D4_MAIZE Putative uncharacterized protein gb|ABA08442.1| neutral/alkaline invertase 
[Manihot esculenta] 

Major CHO 
metabolism.degradation.sucrose.invertases.neutral 2.2.1.3.01 lcl|B4F9D4_MAIZE 

B4FP50_MAIZE Putative uncharacterized protein emb|CAL26914.1| alkaline invertase [Triticum 
aestivum] 

Major CHO 
metabolism.degradation.sucrose.invertases.neutral 2.2.1.3.01 lcl|B4FP50_MAIZE 

B6U8D3_MAIZE Putative uncharacterized protein 
gb|ABG22388.1| Neutral/alkaline invertase, 
putative, expressed [Oryza sativa Japonica 

Group] 

Major CHO 
metabolism.degradation.sucrose.invertases.neutral 2.2.1.3.01 lcl|B6U8D3_MAIZE 

B6STI3_MAIZE Putative uncharacterized protein gb|AAF87245.1|AF276703_1 vacuolar acid 
invertase [Oryza sativa] 

Major CHO 
metabolism.degradation.sucrose.invertases.vacuolar 2.2.1.3.03 lcl|B6STI3_MAIZE 

B6T0A9_MAIZE Vacuolar invertase gb|ACG30542.1| beta-fructofuranosidase 1 
precursor [Zea mays] 

Major CHO 
metabolism.degradation.sucrose.invertases.vacuolar 2.2.1.3.03 lcl|B6T0A9_MAIZE 

INV1_MAIZE Beta-fructofuranosidase 1 gb|AAA83439.1| invertase [Zea mays] Major CHO 
metabolism.degradation.sucrose.invertases.vacuolar 2.2.1.3.03 lcl|INV1_MAIZE 

B4F8R3_MAIZE Putative uncharacterized protein gb|AAM89473.1| sucrose synthase 3 [Zea mays] Major CHO metabolism.degradation.sucrose.Susy 2.2.1.05 lcl|B4F8R3_MAIZE 

B6U1D7_MAIZE Putative uncharacterized protein gb|ACG43170.1| sucrose synthase 1 [Zea mays] Major CHO metabolism.degradation.sucrose.Susy 2.2.1.05 lcl|B6U1D7_MAIZE 

Q8L5H0_MAIZE Sucrose synthase 3 gb|AAM89473.1| sucrose synthase 3 [Zea mays] Major CHO metabolism.degradation.sucrose.Susy 2.2.1.05 lcl|Q8L5H0_MAIZE 

SUS1_MAIZE Sucrose synthase 1 gb|ACG43170.1| sucrose synthase 1 [Zea mays] Major CHO metabolism.degradation.sucrose.Susy 2.2.1.05 lcl|SUS1_MAIZE 

SUS2_MAIZE Sucrose synthase 2 gb|AAA33514.1| UDP-glucose:D-fructose 2-
glucosyl-transferase [Zea mays] Major CHO metabolism.degradation.sucrose.Susy 2.2.1.05 lcl|SUS2_MAIZE 

Q84UE5_MAIZE Isoamylase-type starch debranching 
enzyme ISO3 

gb|AAO17049.2| isoamylase-type starch 
debranching enzyme ISO3 [Zea mays] Major CHO metabolism.synthesis.starch.debranching 2.1.2.04 lcl|Q84UE5_MAIZE 

ADT1_MAIZE ADP,ATP carrier protein 1, mitochondrial emb|CAA40781.1| adenine nucleotide 
translocator [Zea mays] Major CHO metabolism.synthesis.starch.transporter 2.1.2.05 lcl|ADT1_MAIZE 

B4FSA7_MAIZE Putative uncharacterized protein gb|ACG39962.1| ADP,ATP carrier protein [Zea 
mays] Major CHO metabolism.synthesis.starch.transporter 2.1.2.05 lcl|B4FSA7_MAIZE 

B4FNZ1_MAIZE Putative uncharacterized protein gb|ACG39958.1| sucrose phosphate synthase 
[Zea mays] Major CHO metabolism.synthesis.sucrose.SPP 2.1.1.02 lcl|B4FNZ1_MAIZE 
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B6TBB6_MAIZE Putative uncharacterized protein dbj|BAA19242.1| sucrose-phosphate synthase 
[Saccharum officinarum] Major CHO metabolism.synthesis.sucrose.SPS 2.1.1.01 lcl|B6TBB6_MAIZE 

B4FAL8_MAIZE Putative uncharacterized protein gb|ACG35805.1| selenium-binding protein [Zea 
mays] Metal handling 15 lcl|B4FAL8_MAIZE 

Q5YLM2_MAIZE Roothairless 3 gb|AAQ81633.1| roothairless 3 [Zea mays] Metal handling 15 lcl|Q5YLM2_MAIZE 

B4FRL5_MAIZE Ferritin-2, chloroplastic emb|CAA58147.1| ferritin [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B4FRL5_MAIZE 

B6SPL7_MAIZE Putative uncharacterized protein gb|ACG26800.1| copper chaperone [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B6SPL7_MAIZE 

B6SQL3_MAIZE Putative uncharacterized protein dbj|BAD73816.1| putative copper chaperone 
[Oryza sativa Japonica Group] Metal handling.binding, chelation and storage 15.2 lcl|B6SQL3_MAIZE 

B6T7K9_MAIZE Putative uncharacterized protein emb|CAA58146.1| ferritin [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B6T7K9_MAIZE 

FRI1_MAIZE Ferritin-1, chloroplastic emb|CAA43663.1| ferritin [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|FRI1_MAIZE 

B6SL54_MAIZE Putative uncharacterized protein gb|ACG25587.1| HESB-like domain-containing 
protein 2 [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B6SL54_MAIZE 

B6T2K9_MAIZE Putative uncharacterized protein gb|ACG31342.1| protein aq_1857 [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B6T2K9_MAIZE 

B6T8X1_MAIZE Putative uncharacterized protein gb|ACG33554.1| G10-like protein [Zea mays] Metal handling.binding, chelation and storage 15.2 lcl|B6T8X1_MAIZE 

B6SKN3_MAIZE Putative uncharacterized protein gb|ACG25416.1| 1,2-dihydroxy-3-keto-5-
methylthiopentene dioxygenase 2 [Zea mays] Metal handling.regulation 15.3 lcl|B6SKN3_MAIZE 

B4F9X0_MAIZE Putative uncharacterized protein gb|ACG27087.1| alpha-galactosidase precursor 
[Zea mays] 

Minor CHO metabolism.galactose.alpha-
galactosidases 3.8.2 lcl|B4F9X0_MAIZE 

B4FA27_MAIZE Putative uncharacterized protein gb|AAL67017.1| putative alpha-galactosidase 
[Arabidopsis thaliana] 

Minor CHO metabolism.galactose.alpha-
galactosidases 3.8.2 lcl|B4FA27_MAIZE 

B4FFJ4_MAIZE Putative uncharacterized protein gb|AAM92832.1| putative alpha-galactosidase 
preproprotein [Oryza sativa Japonica Group] 

Minor CHO metabolism.galactose.alpha-
galactosidases 3.8.2 lcl|B4FFJ4_MAIZE 

B6TZ40_MAIZE Putative uncharacterized protein gb|ACG42373.1| galactokinase [Zea mays] Minor CHO metabolism.galactose.galactokinases 3.8.01 lcl|B6TZ40_MAIZE 

B6TFN9_MAIZE Putative uncharacterized protein gb|ACG35922.1| galactose-1-phosphate uridyl 
transferase-like protein [Zea mays] 

Minor CHO metabolism.galactose.galactose-1-
phosphate uridyl transferases 3.8.3 lcl|B6TFN9_MAIZE 

B6SMK8_MAIZE Putative uncharacterized protein gb|ACG26091.1| inositol-1-monophosphatase 
[Zea mays] 

Minor CHO metabolism.myo-inositol.inositol 
phosphatase 3.4.5 lcl|B6SMK8_MAIZE 

B6TNW8_MAIZE Putative uncharacterized protein gb|ACG38801.1| inosine triphosphate 
pyrophosphatase [Zea mays] 

Minor CHO metabolism.myo-inositol.inositol 
phosphatase 3.4.05 lcl|B6TNW8_MAIZE 

A1JUJ0_MAIZE Putative inositol-3-phosphate synthase emb|CAL26915.1| putative inositol-3-phosphate 
synthase [Zea mays] Minor CHO metabolism.myo-inositol.InsP Synthases 3.4.03 lcl|A1JUJ0_MAIZE 

B4FA10_MAIZE Putative uncharacterized protein gb|ACS45396.1| myo-inositol oxygenase 
[Solanum lycopersicum] 

Minor CHO metabolism.myo-inositol.myo inositol 
oxygenases 3.4.04 lcl|B4FA10_MAIZE 
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A2T1W7_MAIZE Aldose reductase gb|ABF61890.1| aldose reductase [Zea mays] Minor CHO metabolism.others 3.5 lcl|A2T1W7_MAIZE 

B4F7V1_MAIZE Putative uncharacterized protein 
gb|AAO72599.1| putative 2-dehydro-3-

deoxyphosphooctonate aldolase [Oryza sativa 
Japonica Group] 

Minor CHO metabolism.others 3.5 lcl|B4F7V1_MAIZE 

B4F9A4_MAIZE Deoxymugineic acid synthase1 dbj|BAF03164.1| deoxymugineic acid synthase1 
[Zea mays] Minor CHO metabolism.others 3.5 lcl|B4F9A4_MAIZE 

B4FID4_MAIZE Putative uncharacterized protein gb|ACG36524.1| aldose reductase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FID4_MAIZE 

B4FJJ9_MAIZE Putative uncharacterized protein 
gb|ABA92626.1| YjeF-related protein, C-terminus 

containing protein, expressed [Oryza sativa 
Japonica Group] 

Minor CHO metabolism.others 3.5 lcl|B4FJJ9_MAIZE 

B4FMF7_MAIZE Putative uncharacterized protein gb|ACG28451.1| aldose 1-epimerase precursor 
[Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FMF7_MAIZE 

B4FMP6_MAIZE Putative uncharacterized protein gb|ACG34223.1| NADP-dependent D-sorbitol-6-
phosphate dehydrogenase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FMP6_MAIZE 

B4FPM2_MAIZE Putative uncharacterized protein gb|EEF31898.1| aldose-1-epimerase, putative 
[Ricinus communis] Minor CHO metabolism.others 3.5 lcl|B4FPM2_MAIZE 

B4FQ84_MAIZE Putative uncharacterized protein gb|ACG34309.1| apospory-associated protein C 
[Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FQ84_MAIZE 

B4FQR3_MAIZE Putative uncharacterized protein gb|ACG38051.1| NAD(P)H-dependent 
oxidoreductase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FQR3_MAIZE 

B4G0F3_MAIZE Putative uncharacterized protein gb|ACG32666.1| hydrolase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4G0F3_MAIZE 

B6SWP6_MAIZE Putative uncharacterized protein gb|ABN08096.1| Galactose mutarotase-like 
[Medicago truncatula] Minor CHO metabolism.others 3.5 lcl|B6SWP6_MAIZE 

B6SZK3_MAIZE Putative uncharacterized protein gb|ACG30286.1| NAD(P)H-dependent 
oxidoreductase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6SZK3_MAIZE 

B6T4R0_MAIZE Putative uncharacterized protein gb|ACG32093.1| 3,4-dihydroxy-2-butanone 
kinase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6T4R0_MAIZE 

B6T6S5_MAIZE Putative uncharacterized protein gb|ACG32808.1| apospory-associated protein C 
[Zea mays] Minor CHO metabolism.others 3.5 lcl|B6T6S5_MAIZE 

B6TBG6_MAIZE Putative uncharacterized protein gb|ABN08096.1| Galactose mutarotase-like 
[Medicago truncatula] Minor CHO metabolism.others 3.5 lcl|B6TBG6_MAIZE 

B6TFE4_MAIZE Putative uncharacterized protein gb|ACG35827.1| ribokinase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6TFE4_MAIZE 

B6TJH7_MAIZE Putative uncharacterized protein gb|ACG37260.1| pyridoxal kinase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6TJH7_MAIZE 

B6TKQ4_MAIZE Putative uncharacterized protein gb|ACG37687.1| NAD(P)H-dependent 
oxidoreductase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6TKQ4_MAIZE 
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Q7FS90_MAIZE Putative aldose reductase-related 
protein 

gb|ACG34377.1| nucleic acid binding protein [Zea 
mays] Minor CHO metabolism.others 3.5 lcl|Q7FS90_MAIZE 

B4FN43_MAIZE Putative uncharacterized protein gb|ACG31754.1| catalytic/ hydrolase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FN43_MAIZE 

B6UBZ5_MAIZE Putative uncharacterized protein gb|ACG46878.1| hydrolase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6UBZ5_MAIZE 

B4FQS1_MAIZE Putative uncharacterized protein gb|ACG25555.1| 4,5-DOPA dioxygenase 
extradiol [Zea mays] Minor CHO metabolism.others 3.5 lcl|B4FQS1_MAIZE 

B6SZF0_MAIZE Putative uncharacterized protein gb|ACG30233.1| metal-dependent 
phosphohydrolase, HD subdomain [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6SZF0_MAIZE 

B6T4P9_MAIZE Putative uncharacterized protein gb|ACG32082.1| esterase [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6T4P9_MAIZE 

B6TJL6_MAIZE Putative uncharacterized protein gb|ACG37299.1| amidohydrolase family protein 
[Zea mays] Minor CHO metabolism.others 3.5 lcl|B6TJL6_MAIZE 

B6TKK1_MAIZE Putative uncharacterized protein gb|ABF93650.1| hydrolase, alpha/beta fold family 
protein, expressed [Oryza sativa Japonica Group] Minor CHO metabolism.others 3.5 lcl|B6TKK1_MAIZE 

B6TMM7_MAIZE Putative uncharacterized protein gb|ACG38360.1| HAD-superfamily hydrolase, 
subfamily IIA [Zea mays] Minor CHO metabolism.others 3.5 lcl|B6TMM7_MAIZE 

B6U740_MAIZE Putative uncharacterized protein gb|EEF26684.1| leukotriene A-4 hydrolase, 
putative [Ricinus communis] Minor CHO metabolism.others 3.5 lcl|B6U740_MAIZE 

B4FHJ2_MAIZE Putative uncharacterized protein gb|ACG35698.1| xylose isomerase [Zea mays] Minor CHO metabolism.others.Xylose isomerase 3.5.01 lcl|B4FHJ2_MAIZE 

B4FIH9_MAIZE Putative uncharacterized protein gb|ACG42142.1| xylose isomerase [Zea mays] Minor CHO metabolism.others.Xylose isomerase 3.5.01 lcl|B4FIH9_MAIZE 

B6UBW7_MAIZE Putative uncharacterized protein gb|ACG46850.1| stachyose synthase precursor 
[Zea mays] 

Minor CHO metabolism.raffinose family.raffinose 
synthases.putative 3.1.2.2 lcl|B6UBW7_MAIZE 

Q575Z7_MAIZE Alkaline alpha galactosidase 2 gb|AAQ07252.2|AF497511_1 alkaline alpha 
galactosidase 2 [Zea mays] 

Minor CHO metabolism.raffinose family.raffinose 
synthases.putative 3.1.2.2 lcl|Q575Z7_MAIZE 

B6TEC1_MAIZE Putative uncharacterized protein gb|ACG35454.1| sorbitol dehydrogenase [Zea 
mays] Minor CHO metabolism.sugar alcohols 3.3 lcl|B6TEC1_MAIZE 

Q0QWI2_MAIZE Sorbitol dehydrogenase gb|ABA70761.1| sorbitol dehydrogenase [Zea 
mays] Minor CHO metabolism.sugar alcohols 3.3 lcl|Q0QWI2_MAIZE 

B6T9R4_MAIZE Putative uncharacterized protein gb|ACG33847.1| xylulose kinase [Zea mays] Minor CHO metabolism.sugar kinases 3.7 lcl|B6T9R4_MAIZE 

B4FVF6_MAIZE Putative uncharacterized protein gb|ACG46468.1| trehalose-phosphate 
phosphatase [Zea mays] Minor CHO metabolism.trehalose.TPP 3.2.2 lcl|B4FVF6_MAIZE 

B4FFA5_MAIZE Putative uncharacterized protein gb|ACG29244.1| nucleotide 
pyrophosphatase/phosphodiesterase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B4FFA5_MAIZE 

B4FM74_MAIZE Putative uncharacterized protein gb|ACG41595.1| purple acid phosphatase 1 [Zea 
mays] Misc.acid and other phosphatases 26.13 lcl|B4FM74_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FR72_MAIZE Putative uncharacterized protein gb|ACG29312.1| purple acid phosphatase 
precursor [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B4FR72_MAIZE 

B4G027_MAIZE Putative uncharacterized protein gb|ACG41512.1| acid phosphatase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B4G027_MAIZE 

B6SLG3_MAIZE Putative uncharacterized protein gb|ACG25696.1| acid phosphatase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B6SLG3_MAIZE 

B6TC70_MAIZE Putative uncharacterized protein gb|ACG34703.1| acid phosphatase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B6TC70_MAIZE 

B6TE04_MAIZE Putative uncharacterized protein gb|ACG35337.1| purple acid phosphatase 1 [Zea 
mays] Misc.acid and other phosphatases 26.13 lcl|B6TE04_MAIZE 

B6UE38_MAIZE Putative uncharacterized protein gb|ACG47621.1| hydrolase/ protein 
serine/threonine phosphatase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B6UE38_MAIZE 

B4FL38_MAIZE Putative uncharacterized protein gb|ACG36562.1| phosphatase [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B4FL38_MAIZE 

B4F9H7_MAIZE Putative uncharacterized protein dbj|BAD10224.1| transducin / WD-40 repeat 
protein-like [Oryza sativa Japonica Group] Misc.acid and other phosphatases 26.13 lcl|B4F9H7_MAIZE 

B6T0Y0_MAIZE Putative uncharacterized protein gb|ACG30763.1| Ser/Thr protein phosphatase 
family [Zea mays] Misc.acid and other phosphatases 26.13 lcl|B6T0Y0_MAIZE 

B6SHC8_MAIZE Putative uncharacterized protein gb|AAL36371.1| putative N-terminal 
acetyltransferase [Arabidopsis thaliana] Misc.acyl transferases 26.5 lcl|B6SHC8_MAIZE 

B4G1Y5_MAIZE Putative uncharacterized protein gb|ACG38940.1| dihydroflavonol-4-reductase 
[Zea mays] Misc.alcohol dehydrogenases 26.11 lcl|B4G1Y5_MAIZE 

B6TJW0_MAIZE Putative uncharacterized protein 

gb|EDP58293.1| bifunctional N-
succinyldiaminopimelate-

aminotransferase/acetylornithine transaminase 
protein [Vibrio campbellii AND4] 

Misc.aminotransferases 26.26 lcl|B6TJW0_MAIZE 

B4FA75_MAIZE Putative uncharacterized protein gb|AAD10386.1| beta-1,3-glucanase precursor 
[Oryza sativa] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B4FA75_MAIZE 

B4FNA7_MAIZE Putative uncharacterized protein gb|AAL35900.1|AF443600_1 endo-1,3-beta-
glucanase [Oryza sativa] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B4FNA7_MAIZE 

B6T391_MAIZE Putative uncharacterized protein gb|ACG31574.1| lichenase-2 precursor [Zea 
mays] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B6T391_MAIZE 

B6THD2_MAIZE Putative uncharacterized protein gb|ACG36515.1| glucan endo-1,3-beta-
glucosidase precursor [Zea mays] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B6THD2_MAIZE 

B6TIF7_MAIZE Putative uncharacterized protein gb|ACG36890.1| glucan endo-1,3-beta-
glucosidase A6 precursor [Zea mays] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B6TIF7_MAIZE 

B4FB16_MAIZE Putative uncharacterized protein gb|ACG27548.1| heparanase-like protein 2 
precursor [Zea mays] Misc.beta 1,3 glucan hydrolases 26.4 lcl|B4FB16_MAIZE 

B6SUM0_MAIZE Putative uncharacterized protein gb|ACG28553.1| vacuolar protein sorting 29 [Zea 
mays] Misc.calcineurin-like phosphoesterase family protein 26.27 lcl|B6SUM0_MAIZE 
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B4FTN5_MAIZE Putative uncharacterized protein dbj|BAB08430.1| GAMM1 protein-like 
[Arabidopsis thaliana] Misc.calcineurin-like phosphoesterase family protein 26.27 lcl|B4FTN5_MAIZE 

B4FDS5_MAIZE Putative uncharacterized protein gb|ACG25686.1| cytochrome P450 CYP98A29 
[Zea mays] Misc.cytochrome P450 26.10 lcl|B4FDS5_MAIZE 

B4FQH2_MAIZE Putative uncharacterized protein gb|ACG34412.1| trans-cinnamate 4-
monooxygenase [Zea mays] Misc.cytochrome P450 26.10 lcl|B4FQH2_MAIZE 

B4FQS9_MAIZE Putative uncharacterized protein gb|ACG34412.1| trans-cinnamate 4-
monooxygenase [Zea mays] Misc.cytochrome P450 26.10 lcl|B4FQS9_MAIZE 

B6SXS5_MAIZE Putative uncharacterized protein gb|ACG29658.1| cytochrome P450 CYP72A123 
[Zea mays] Misc.cytochrome P450 26.10 lcl|B6SXS5_MAIZE 

Q8LGM8_MAIZE 
Cytochrome P450 monooxygenase 
CYP72A5 (Putative uncharacterized 

protein) 

gb|AAM77716.1|AF465265_1 cytochrome P450 
monooxygenase CYP72A16 [Zea mays] Misc.cytochrome P450 26.10 lcl|Q8LGM8_MAIZE 

B6SKP8_MAIZE Putative uncharacterized protein gb|ACG25431.1| dynamin-related protein 1C [Zea 
mays] Misc.dynamin 26.17 lcl|B6SKP8_MAIZE 

B6SWL9_MAIZE Putative uncharacterized protein gb|EEF29191.1| dynamin, putative [Ricinus 
communis] Misc.dynamin 26.17 lcl|B6SWL9_MAIZE 

B6U1C4_MAIZE Putative uncharacterized protein gb|ACG43157.1| dynamin-related protein 1C [Zea 
mays] Misc.dynamin 26.17 lcl|B6U1C4_MAIZE 

B6U1K3_MAIZE Putative uncharacterized protein gb|EEF29620.1| dynamin, putative [Ricinus 
communis] Misc.dynamin 26.17 lcl|B6U1K3_MAIZE 

B6U4J8_MAIZE Putative uncharacterized protein gb|ACG44281.1| dynamin-related protein 1A [Zea 
mays] Misc.dynamin 26.17 lcl|B6U4J8_MAIZE 

B6UEQ3_MAIZE Putative uncharacterized protein gb|ACG47836.1| dynamin-2A [Zea mays] Misc.dynamin 26.17 lcl|B6UEQ3_MAIZE 

B6SUK9_MAIZE Putative uncharacterized protein gb|ACG28542.1| N-acetyltransferase [Zea mays] Misc.GCN5-related N-acetyltransferase 26.24 lcl|B6SUK9_MAIZE 

B6T7X0_MAIZE Putative uncharacterized protein gb|ACG33203.1| pre-mRNA-splicing factor cwc24 
[Zea mays] Misc.GCN5-related N-acetyltransferase 26.24 lcl|B6T7X0_MAIZE 

B6TIB6_MAIZE Putative uncharacterized protein gb|ACG36849.1| glucosamine 6-phosphate N-
acetyltransferase [Zea mays] Misc.GCN5-related N-acetyltransferase 26.24 lcl|B6TIB6_MAIZE 

B4FA08_MAIZE Putative uncharacterized protein gb|AAM22734.1|AC092388_18 putative lipase 
[Oryza sativa Japonica Group] Misc.GDSL-motif lipase 26.28 lcl|B4FA08_MAIZE 

B4FG74_MAIZE Putative uncharacterized protein dbj|BAD19158.1| lipase-like [Oryza sativa 
Japonica Group] Misc.GDSL-motif lipase 26.28 lcl|B4FG74_MAIZE 

B4G0J2_MAIZE Putative uncharacterized protein gb|ACG35357.1| esterase precursor [Zea mays] Misc.GDSL-motif lipase 26.28 lcl|B4G0J2_MAIZE 

B6THH7_MAIZE Putative uncharacterized protein gb|ACG36560.1| isoamyl acetate-hydrolyzing 
esterase [Zea mays] Misc.GDSL-motif lipase 26.28 lcl|B6THH7_MAIZE 
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B6TZ91_MAIZE Putative uncharacterized protein gb|ACG42424.1| esterase precursor [Zea mays] Misc.GDSL-motif lipase 26.28 lcl|B6TZ91_MAIZE 

B4G004_MAIZE Putative uncharacterized protein gb|AAA84906.3| beta-glucosidase [Oryza sativa 
Japonica Group] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B4G004_MAIZE 

B5AK47_MAIZE Dhurrinase-like B-glucosidase gb|ACF71489.1| dhurrinase-like B-glucosidase 
[Zea mays] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B5AK47_MAIZE 

B6SIH5_MAIZE Putative uncharacterized protein 
gb|ABF94648.1| Neutral alpha-glucosidase AB 
precursor, putative, expressed [Oryza sativa 

Japonica Group] 
Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6SIH5_MAIZE 

B6SLP8_MAIZE Putative uncharacterized protein dbj|BAG72145.1| alpha-glucosidase like protein 
[Hordeum vulgare subsp. vulgare] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6SLP8_MAIZE 

B6SSJ4_MAIZE Putative uncharacterized protein gb|ABG22500.1| Glycosyl hydrolases family 38 
protein, expressed [Oryza sativa Japonica Group] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6SSJ4_MAIZE 

B6ST72_MAIZE Putative uncharacterized protein gb|AAF76254.1| high pI alpha-glucosidase 
[Hordeum vulgare] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6ST72_MAIZE 

B6SUH6_MAIZE Putative uncharacterized protein gb|ACG28509.1| non-cyanogenic beta-
glucosidase precursor [Zea mays] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6SUH6_MAIZE 

B6TYF1_MAIZE Putative uncharacterized protein gb|AAP51059.1| latex cyanogenic beta 
glucosidase [Hevea brasiliensis] Misc.gluco-, galacto- and mannosidases 26.3 lcl|B6TYF1_MAIZE 

BGLC_MAIZE Beta-glucosidase, chloroplastic emb|CAA52293.1| beta-glucosidase [Zea mays] Misc.gluco-, galacto- and mannosidases 26.3 lcl|BGLC_MAIZE 

Q41761_MAIZE Beta-D-glucosidase gb|AAD09850.1| beta-D-glucosidase precursor 
[Zea mays] Misc.gluco-, galacto- and mannosidases 26.3 lcl|Q41761_MAIZE 

B6TBI6_MAIZE Putative uncharacterized protein gb|ACG34469.1| HGA4 [Zea mays] Misc.gluco-, galacto- and mannosidases.glycosyl 
hydrolase family 5 26.3.05 lcl|B6TBI6_MAIZE 

B6TD26_MAIZE Putative uncharacterized protein gb|ACG35009.1| HGA4 [Zea mays] Misc.gluco-, galacto- and mannosidases.glycosyl 
hydrolase family 5 26.3.05 lcl|B6TD26_MAIZE 

B4FB36_MAIZE Putative uncharacterized protein gb|ACG44169.1| glutathione S-transferase 
GSTU6 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FB36_MAIZE 

B4FK84_MAIZE Glutathione transferase III(A) emb|CAB38118.1| Glutathione transferase III(a) 
[Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FK84_MAIZE 

B4FLH3_MAIZE Putative uncharacterized protein gb|ACG42477.1| microsomal glutathione S-
transferase 3 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FLH3_MAIZE 

B4FS52_MAIZE Glutathione S-transferase GST 31 gb|AAG34839.1|AF244696_1 glutathione S-
transferase GST 31 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FS52_MAIZE 

B4FSR6_MAIZE Glutathione S-transferase GST 21 gb|AAG34829.1|AF244686_1 glutathione S-
transferase GST 21 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FSR6_MAIZE 
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B4FTF8_MAIZE Glutathione S-transferase GST 10 gb|AAG34818.1|AF244675_1 glutathione S-
transferase GST 10 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B4FTF8_MAIZE 

B4FVJ9_MAIZE Glutathione S-transferase GST 19 gb|ACG39365.1| glutathione S-transferase [Zea 
mays] Misc.glutathione S transferases 26.9 lcl|B4FVJ9_MAIZE 

B6SKA0_MAIZE Glutathione S-transferase 1 gb|ACG25283.1| glutathione S-transferase 
GSTF2 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6SKA0_MAIZE 

B6SUR9_MAIZE Putative uncharacterized protein gb|ACG28602.1| glutathione S-transferase [Zea 
mays] Misc.glutathione S transferases 26.9 lcl|B6SUR9_MAIZE 

B6SZY7_MAIZE Glutathione S-transferase GST 8 gb|ACG30420.1| glutathione S-transferase IV 
[Zea mays] Misc.glutathione S transferases 26.9 lcl|B6SZY7_MAIZE 

B6T033_MAIZE Glutathione S-transferase GST 42 gb|ACG30466.1| glutathione S-transferase 
GSTU6 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6T033_MAIZE 

B6T7B6_MAIZE Putative uncharacterized protein gb|ACG32999.1| glutathione S-transferase, C-
terminal-like [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6T7B6_MAIZE 

B6TJ22_MAIZE Putative uncharacterized protein gb|ACG37105.1| glutathione S-transferase parA 
[Zea mays] Misc.glutathione S transferases 26.9 lcl|B6TJ22_MAIZE 

B6TL20_MAIZE Glutathione S-transferase GST 22 gb|ACG37803.1| glutathione S-transferase 
GSTU6 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6TL20_MAIZE 

B6TLM5_MAIZE Glutathione S-transferase GST 20 gb|ACG38008.1| glutathione S-transferase 
GSTU6 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6TLM5_MAIZE 

B6TYS6_MAIZE Glutathione S-transferase GST 17 gb|ACG42259.1| glutathione S-transferase zeta 
class [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6TYS6_MAIZE 

B6UAW8_MAIZE Glutathione S-transferase GST 37 gb|ACG46501.1| glutathione S-transferase 
GSTU6 [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6UAW8_MAIZE 

GSTF4_MAIZE Glutathione S-transferase 4 gb|AAA20585.1| glutathione S-transferase IV 
[Zea mays] Misc.glutathione S transferases 26.9 lcl|GSTF4_MAIZE 

O24595_MAIZE Glutathione transferase emb|CAA73369.1| glutathione transferase [Zea 
mays] Misc.glutathione S transferases 26.9 lcl|O24595_MAIZE 

Q9FQ99_MAIZE Glutathione S-transferase GST 40 gb|AAG34848.1|AF244705_1 glutathione S-
transferase GST 40 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQ99_MAIZE 

Q9FQA1_MAIZE Glutathione S-transferase GST 38 gb|AAG34846.1|AF244703_1 glutathione S-
transferase GST 38 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQA1_MAIZE 

Q9FQA3_MAIZE Glutathione S-transferase GST 36 gb|AAG34844.1|AF244701_1 glutathione S-
transferase GST 36 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQA3_MAIZE 

Q9FQA4_MAIZE Glutathione S-transferase GST 35 gb|AAG34843.1|AF244700_1 glutathione S-
transferase GST 35 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQA4_MAIZE 
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Q9FQB0_MAIZE Glutathione S-transferase GST 29 gb|AAG34837.1|AF244694_1 glutathione S-
transferase GST 29 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQB0_MAIZE 

Q9FQB5_MAIZE Glutathione S-transferase GST 24 gb|AAG34832.2|AF244689_1 glutathione S-
transferase GST 24 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQB5_MAIZE 

Q9FQC1_MAIZE Glutathione S-transferase GST 18 gb|AAG34826.1|AF244683_1 glutathione S-
transferase GST 18 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQC1_MAIZE 

Q9FQC4_MAIZE Glutathione S-transferase GST 15 gb|AAG34823.1|AF244680_1 glutathione S-
transferase GST 15 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQC4_MAIZE 

Q9FQC6_MAIZE Glutathione S-transferase GST 13 gb|AAG34821.1|AF244678_1 glutathione S-
transferase GST 13 [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9FQC6_MAIZE 

Q9ZP60_MAIZE GST7 protein (Putative uncharacterized 
protein) 

gb|ACG47313.1| glutathione S-transferase [Zea 
mays] Misc.glutathione S transferases 26.9 lcl|Q9ZP60_MAIZE 

Q9ZP61_MAIZE GST6 protein emb|CAB38120.1| GST6 protein [Zea mays] Misc.glutathione S transferases 26.9 lcl|Q9ZP61_MAIZE 

B6SVH7_MAIZE Putative uncharacterized protein gb|ACG31654.1| IN2-1 protein [Zea mays] Misc.glutathione S transferases 26.9 lcl|B6SVH7_MAIZE 

B6T292_MAIZE Putative uncharacterized protein gb|ACG31225.1| ripening-related protein [Zea 
mays] 

Misc.invertase/pectin methylesterase inhibitor family 
protein 26.18 lcl|B6T292_MAIZE 

B4FAT8_MAIZE Putative uncharacterized protein gb|ACG46051.1| epoxide hydrolase 2 [Zea mays] Misc.misc2 26.01 lcl|B4FAT8_MAIZE 

B4FPA0_MAIZE Putative uncharacterized protein gb|ACG32824.1| endo-1,3;1,4-beta-D-glucanase 
precursor [Zea mays] Misc.misc2 26.01 lcl|B4FPA0_MAIZE 

B4FTK9_MAIZE Putative uncharacterized protein gb|ACG32441.1| endo-1,3;1,4-beta-D-glucanase 
precursor [Zea mays Misc.misc2 26.01 lcl|B4FTK9_MAIZE 

B4FU92_MAIZE Putative uncharacterized protein gb|AAO16703.1| ATPase-like protein [Sorghum 
bicolor] Misc.misc2 26.01 lcl|B4FU92_MAIZE 

B4FY74_MAIZE Putative uncharacterized protein gb|ACG38448.1| retrotransposon protein Ty1-
copia subclass [Zea mays] Misc.misc2 26.01 lcl|B4FY74_MAIZE 

B4FZ10_MAIZE Putative uncharacterized protein 

gb|ACG34608.1| dolichyl-
diphosphooligosaccharide--protein 

glycosyltransferase 48 kDasubunit precursor [Zea 
mays] 

Misc.misc2 26.01 lcl|B4FZ10_MAIZE 

B6SRY1_MAIZE Putative uncharacterized protein gb|ACG27614.1| glyoxylate reductase [Zea mays] Misc.misc2 26.01 lcl|B6SRY1_MAIZE 

B6SUW2_MAIZE Putative uncharacterized protein gb|ACG28645.1| epoxide hydrolase 2 [Zea mays] Misc.misc2 26.01 lcl|B6SUW2_MAIZE 

B6T599_MAIZE Putative uncharacterized protein 
gb|AAC25934.1| putative 

carboxymethylenebutenolidase [Arabidopsis 
thaliana] 

Misc.misc2 26.01 lcl|B6T599_MAIZE 

B6TL24_MAIZE Putative uncharacterized protein gb|ACG37807.1| glyoxylate reductase [Zea mays] Misc.misc2 26.01 lcl|B6TL24_MAIZE 
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B6TXX8_MAIZE Putative uncharacterized protein gb|ACG41961.1| epoxide hydrolase 2 [Zea mays] Misc.misc2 26.01 lcl|B6TXX8_MAIZE 

B6TZA4_MAIZE Putative uncharacterized protein 
gb|AAC25934.1| putative 

carboxymethylenebutenolidase [Arabidopsis 
thaliana] 

Misc.misc2 26.01 lcl|B6TZA4_MAIZE 

B4F9F8_MAIZE Putative uncharacterized protein dbj|BAD43084.1| metallo-beta-lactamase family 
protein [Arabidopsis thaliana] Misc.misc2 26.01 lcl|B4F9F8_MAIZE 

B4FUK7_MAIZE Putative uncharacterized protein gb|AAN64997.1| Putative r40c1 protein - rice 
[Oryza sativa Japonica Group] Misc.misc2 26.01 lcl|B4FUK7_MAIZE 

B4G0K5_MAIZE Putative uncharacterized protein gb|AAN64997.1| Putative r40c1 protein - rice 
[Oryza sativa Japonica Group] Misc.misc2 26.01 lcl|B4G0K5_MAIZE 

A0FDH4_MAIZE Beta-glucosidase aggregating factor 1 gb|ABJ97445.1| beta-glucosidase aggregating 
factor 1 [Zea mays] Misc.myrosinases-lectin-jacalin 26.16 lcl|A0FDH4_MAIZE 

B6T315_MAIZE Putative uncharacterized protein gb|ACG31498.1| jasmonate-induced protein [Zea 
mays] Misc.myrosinases-lectin-jacalin 26.16 lcl|B6T315_MAIZE 

B4F7S2_MAIZE Putative uncharacterized protein gb|ACG25042.1| jasmonate-induced protein [Zea 
mays] Misc.myrosinases-lectin-jacalin 26.16 lcl|B4F7S2_MAIZE 

B4FSG4_MAIZE Putative uncharacterized protein gb|ACG38562.1| jasmonate-induced protein [Zea 
mays] Misc.myrosinases-lectin-jacalin 26.16 lcl|B4FSG4_MAIZE 

B6SJJ4_MAIZE Putative uncharacterized protein gb|ACG25027.1| jasmonate-induced protein [Zea 
mays] Misc.myrosinases-lectin-jacalin 26.16 lcl|B6SJJ4_MAIZE 

B6SU37_MAIZE Putative uncharacterized protein 
gb|AAB33361.1| JIP60=60 kda jasmonate-

induced protein [Hordeum vulgare=barley, cv. 
Bonus, Peptide, 560 aa] 

Misc.myrosinases-lectin-jacalin 26.16 lcl|B6SU37_MAIZE 

A4ULE0_MAIZE Nitrilase 1) gb|ABO93185.1| nitrilase 1 [Zea mays] Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|A4ULE0_MAIZE 

B4FFM6_MAIZE Putative uncharacterized protein gb|ACG28624.1| tropinone reductase 2 [Zea 
mays] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B4FFM6_MAIZE 

B4FVC7_MAIZE Putative uncharacterized protein gb|ACF22671.1| nitrilase [Brachypodium 
distachyon] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B4FVC7_MAIZE 

B6SKS2_MAIZE Putative uncharacterized protein ref|NP_196765.2| carbon-nitrogen hydrolase 
family protein [Arabidopsis thaliana] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6SKS2_MAIZE 

B6SZL1_MAIZE Putative uncharacterized protein gb|ACG30294.1| tropinone reductase 2 [Zea 
mays] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6SZL1_MAIZE 

B6T4W6_MAIZE Putative uncharacterized protein gb|ACG32149.1| aminoacylase-1 [Zea mays] Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6T4W6_MAIZE 

B6TAE7_MAIZE Putative uncharacterized protein gb|ACG34080.1| tropinone reductase [Zea mays] Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6TAE7_MAIZE 
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B6TC19_MAIZE Putative uncharacterized protein gb|ACG34652.1| dehydrogenase/reductase SDR 
family member 2 [Zea mays] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6TC19_MAIZE 

B6U2I9_MAIZE Putative uncharacterized protein gb|ACG43572.1| esterase PIR7B [Zea mays] Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6U2I9_MAIZE 

B6UHK5_MAIZE Putative uncharacterized protein gb|ABA94086.2| amidase family protein, putative, 
expressed [Oryza sativa Japonica Group] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6UHK5_MAIZE 

B6SPJ4_MAIZE Putative uncharacterized protein gb|ACG26777.1| nitrilase-associated protein [Zea 
mays] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6SPJ4_MAIZE 

B6TUH5_MAIZE Putative uncharacterized protein gb|ACG40758.1| gamma-interferon-inducible 
lysosomal thiol reductase precursor [Zea  mays] 

Misc.nitrilases, *nitrile lyases, berberine bridge 
enzymes, reticuline oxidases, troponine reductases 26.8 lcl|B6TUH5_MAIZE 

B4FGT5_MAIZE Putative uncharacterized protein gb|ACG35468.1| prolyl 4-hydroxylase [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B4FGT5_MAIZE 

B4FJT5_MAIZE Putative uncharacterized protein gb|ACG31381.1| chloroplastic quinone-
oxidoreductase [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B4FJT5_MAIZE 

B4FSR0_MAIZE Putative uncharacterized protein gb|ACG35844.1| NADP-dependent 
oxidoreductase P1 [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B4FSR0_MAIZE 

B6SQX0_MAIZE Putative uncharacterized protein gb|ACG35123.1| NADP-dependent 
oxidoreductase P1 [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B6SQX0_MAIZE 

B6T2P8_MAIZE Putative uncharacterized protein gb|ACG31381.1| chloroplastic quinone-
oxidoreductase [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B6T2P8_MAIZE 

B6TDE0_MAIZE Putative uncharacterized protein gb|ACG35123.1| NADP-dependent 
oxidoreductase P1 [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B6TDE0_MAIZE 

B6TEK2_MAIZE Putative uncharacterized protein gb|ACG35535.1| reticulon-4-interacting protein 1 
[Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B6TEK2_MAIZE 

B6TKH4_MAIZE Putative uncharacterized protein 
gb|ABF93481.1| oxidoreductase, zinc-binding 

dehydrogenase family protein, expressed [Oryza 
sativa Japonica Group] 

Misc.oxidases - copper, flavone etc. 26.7 lcl|B6TKH4_MAIZE 

Q5GAV6_MAIZE Putative uncharacterized protein gb|ACG35468.1| prolyl 4-hydroxylase [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|Q5GAV6_MAIZE 

B6TT08_MAIZE Putative uncharacterized protein gb|ACG40241.1| hypothetical protein [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B6TT08_MAIZE 

B4F9U6_MAIZE Putative uncharacterized protein gb|ACG36034.1| reticulon [Zea mays] Misc.oxidases - copper, flavone etc. 26.7 lcl|B4F9U6_MAIZE 

A5H8G4_MAIZE Plasma membrane-bound peroxidase 1 gb|ABN48856.1| plasma membrane-bound 
peroxidase 1 [Zea mays] Misc.peroxidases 26.12 lcl|A5H8G4_MAIZE 

B4FBC8_MAIZE Putative uncharacterized protein gb|ACG45093.1| peroxidase 52 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FBC8_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FBI1_MAIZE Putative uncharacterized protein 

dbj|BAD11654.1| putative peroxidase [Oryza 
sativa Japonica Group] tpe|CAH69361.1| TPA: 
class III peroxidase 119 precursor [Oryza sativa 

Japonica Group] 

Misc.peroxidases 26.12 lcl|B4FBI1_MAIZE 

B4FCI9_MAIZE Putative uncharacterized protein gb|ACG36543.1| peroxidase 12 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FCI9_MAIZE 

B4FG39_MAIZE Putative uncharacterized protein gb|ACG42590.1| peroxidase 12 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FG39_MAIZE 

B4FH68_MAIZE Putative uncharacterized protein gb|ACA05817.1| anionic peroxidase [Zea mays] Misc.peroxidases 26.12 lcl|B4FH68_MAIZE 

B4FHG3_MAIZE Anionic peroxidase gb|ACA05820.1| anionic peroxidase [Zea mays] Misc.peroxidases 26.12 lcl|B4FHG3_MAIZE 

B4FQA9_MAIZE Putative uncharacterized protein gb|ACG42428.1| peroxidase 16 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FQA9_MAIZE 

B4FSW5_MAIZE Putative uncharacterized protein gb|ACG30856.1| peroxidase 1 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FSW5_MAIZE 

B4FY83_MAIZE Putative uncharacterized protein gb|ACG42817.1| peroxidase 2 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B4FY83_MAIZE 

B4FYH1_MAIZE Putative uncharacterized protein gb|AAG46133.1|AC082644_15 putative 
peroxidase [Oryza sativa] Misc.peroxidases 26.12 lcl|B4FYH1_MAIZE 

B6SIA9_MAIZE Putative uncharacterized protein gb|ACG24592.1| peroxidase 1 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6SIA9_MAIZE 

B6SIU4_MAIZE Putative uncharacterized protein gb|ACG24777.1| peroxidase 24 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6SIU4_MAIZE 

B6SMR2_MAIZE Putative uncharacterized protein gb|ACG26145.1| peroxidase 52 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6SMR2_MAIZE 

B6T3V1_MAIZE Putative uncharacterized protein gb|ACG31784.1| peroxidase 72 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6T3V1_MAIZE 

B6T6D4_MAIZE Putative uncharacterized protein gb|ACG32667.1| peroxidase 27 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6T6D4_MAIZE 

B6THU9_MAIZE Putative uncharacterized protein gb|ACG36682.1| peroxidase 39 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6THU9_MAIZE 

B6TJQ7_MAIZE Peroxidase gb|ACG37340.1| peroxidase 66 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6TJQ7_MAIZE 

B6TMI9_MAIZE Putative uncharacterized protein gb|ACG38322.1| peroxidase 1 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6TMI9_MAIZE 

B6TSH0_MAIZE Putative uncharacterized protein gb|ACG40053.1| peroxidase [Zea mays] Misc.peroxidases 26.12 lcl|B6TSH0_MAIZE 
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B6U6B1_MAIZE Putative uncharacterized protein gb|AAT94047.1| putative peroxidase [Oryza 
sativa Japonica Group] Misc.peroxidases 26.12 lcl|B6U6B1_MAIZE 

B6U6W0_MAIZE Putative uncharacterized protein gb|ACG45093.1| peroxidase 52 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6U6W0_MAIZE 

B6UB27_MAIZE Putative uncharacterized protein gb|ACG46560.1| peroxidase 56 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6UB27_MAIZE 

B6UBA1_MAIZE Putative uncharacterized protein gb|ACG46634.1| peroxidase 1 precursor [Zea 
mays] Misc.peroxidases 26.12 lcl|B6UBA1_MAIZE 

Q6RFK3_MAIZE Peroxidase gb|AAS75401.1| peroxidase [Zea mays] Misc.peroxidases 26.12 lcl|Q6RFK3_MAIZE 

B4FAB0_MAIZE Putative uncharacterized protein gb|ACG40270.1| blue copper protein precursor 
[Zea mays] Misc.plastocyanin-like 26.19 lcl|B4FAB0_MAIZE 

B6SQI9_MAIZE Putative uncharacterized protein gb|ACG27122.1| uclacyanin-2 precursor [Zea 
mays] Misc.plastocyanin-like 26.19 lcl|B6SQI9_MAIZE 

B6UDV3_MAIZE Putative uncharacterized protein gb|ACG47536.1| chemocyanin precursor [Zea 
mays] Misc.plastocyanin-like 26.19 lcl|B6UDV3_MAIZE 

B6SNY0_MAIZE Putative cystatin gb|ACG26563.1| cystatin [Zea mays] Misc.protease inhibitor/seed storage/lipid transfer 
protein (LTP) family Protein.protease inhibitor 26.21.1 lcl|B6SNY0_MAIZE 

Q4FZ47_MAIZE Putative cystatin tpe|CAG29029.1| TPA: putative cystatin [Zea 
mays] 

Misc.protease inhibitor/seed storage/lipid transfer 
protein (LTP) family Protein.protease inhibitor 26.21.1 lcl|Q4FZ47_MAIZE 

B4FDW3_MAIZE Putative uncharacterized protein gb|ACG27689.1| isomerase [Zea mays] Misc.rhodanese 26.23 lcl|B4FDW3_MAIZE 

B6TQK1_MAIZE Putative uncharacterized protein gb|AAU11500.1| rhodanese-like protein [Holcus 
lanatus] Misc.rhodanese 26.23 lcl|B6TQK1_MAIZE 

B4FKX6_MAIZE Putative uncharacterized protein gb|EEE70271.1| hypothetical protein OsJ_30418 
[Oryza sativa Japonica Group] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B4FKX6_MAIZE 

B6T2Z1_MAIZE Putative uncharacterized protein gb|ACG31474.1| short-chain 
dehydrogenase/reductase SDR [Zea mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6T2Z1_MAIZE 

B6T3T7_MAIZE Putative uncharacterized protein gb|ACG31770.1| carbonyl reductase 3 [Zea 
mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6T3T7_MAIZE 

B6T3V9_MAIZE Putative uncharacterized protein gb|ACG31792.1| sex determination protein 
tasselseed-2 [Zea mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6T3V9_MAIZE 

B6TKU7_MAIZE Putative uncharacterized protein gb|ACG37730.1| sex determination protein 
tasselseed-2 [Zea mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6TKU7_MAIZE 

B6TPJ3_MAIZE Putative uncharacterized protein dbj|BAD72526.1| putative short-chain alcohol 
dehydrogenase [Oryza sativa Japonica Group] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6TPJ3_MAIZE 

B6TRS7_MAIZE Putative uncharacterized protein gb|ACG39810.1| carbonyl reductase 3 [Zea 
mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6TRS7_MAIZE 
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B6U3Y1_MAIZE Putative uncharacterized protein gb|ACG44064.1| versicolorin reductase [Zea 
mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6U3Y1_MAIZE 

B6U543_MAIZE Putative uncharacterized protein gb|ACG44476.1| versicolorin reductase [Zea 
mays] Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6U543_MAIZE 

B6U8U1_MAIZE Putative uncharacterized protein 
dbj|BAC81152.1| putative sex determination 
protein tasselseed 2 [Oryza sativa Japonica 

Group] 
Misc.short chain dehydrogenase/reductase (SDR) 26.22 lcl|B6U8U1_MAIZE 

B4F9P0_MAIZE Putative uncharacterized protein gb|ACG35511.1| anthocyanidin 5,3-O-
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4F9P0_MAIZE 

B4FP22_MAIZE Putative uncharacterized protein gb|ACG27865.1| hydroquinone 
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4FP22_MAIZE 

B4FQW1_MAIZE Putative uncharacterized protein gb|ACG39685.1| transferase, transferring 
glycosyl groups [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4FQW1_MAIZE 

B4G072_MAIZE UDP-glucosyltransferase BX9 gb|AAL57038.1|AF331855_1 UDP-
glucosyltransferase BX9 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4G072_MAIZE 

B4G1X4_MAIZE Putative uncharacterized protein emb|CAK26792.1| putative glucosyl transferase 
[Sporobolus stapfianus] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4G1X4_MAIZE 

B6STN8_MAIZE Putative uncharacterized protein gb|ACG28221.1| cytokinin-N-glucosyltransferase 
1 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6STN8_MAIZE 

B6SWX3_MAIZE Putative uncharacterized protein gb|ACG29356.1| anthocyanidin 3-O-
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6SWX3_MAIZE 

B6SZW3_MAIZE Putative uncharacterized protein gb|ACG30396.1| hydroquinone 
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6SZW3_MAIZE 

B6T8U9_MAIZE Putative uncharacterized protein gb|ACG33532.1| anthocyanidin 3-O-
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6T8U9_MAIZE 

B6TD30_MAIZE Putative uncharacterized protein gb|ACG35013.1| secondary cell wall-related 
glycosyltransferase family 47 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6TD30_MAIZE 

B6TKT5_MAIZE Putative uncharacterized protein gb|ACG37718.1| glycosyltransferase 5 [Zea 
mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6TKT5_MAIZE 

B6TRK5_MAIZE Putative uncharacterized protein gb|ACG39738.1| anthocyanidin 3-O-
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6TRK5_MAIZE 

B6TSL5_MAIZE Putative uncharacterized protein gb|ACG40098.1| indole-3-acetate beta-
glucosyltransferase [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6TSL5_MAIZE 

B6TY52_MAIZE Putative uncharacterized protein gb|ACG42035.1| cytokinin-O-glucosyltransferase 
2 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6TY52_MAIZE 

B6U0X3_MAIZE Putative uncharacterized protein gb|ACG43006.1| cytokinin-O-glucosyltransferase 
1 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B6U0X3_MAIZE 
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Q8W2B7_MAIZE UDP-glucosyltransferase BX8 gb|AAL57037.1|AF331854_1 UDP-
glucosyltransferase BX8 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|Q8W2B7_MAIZE 

B4FAX1_MAIZE Putative uncharacterized protein emb|CAI30076.1| glycosyltransferase [Triticum 
aestivum] Misc.UDP glucosyl and glucoronyl transferases 26.2 lcl|B4FAX1_MAIZE 

B6TMK6_MAIZE Alternative oxidase gb|ACG38339.1| transposon protein [Zea mays] Mitochondrial electron transport / ATP 
synthesis.alternative oxidase 9.04 lcl|B6TMK6_MAIZE 

B4FHM1_MAIZE Putative uncharacterized protein gb|ACG29302.1| cytochrome c1, heme protein 
[Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c 9.6 lcl|B4FHM1_MAIZE 

B6SKR4_MAIZE Cytochrome c gb|ACG25447.1| cytochrome c [Zea mays] Mitochondrial electron transport / ATP 
synthesis.cytochrome c 9.6 lcl|B6SKR4_MAIZE 

B4FCQ4_MAIZE Putative uncharacterized protein gb|ACG47964.1| cytochrome c oxidase subunit 
[Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B4FCQ4_MAIZE 

B4FIN0_MAIZE Putative uncharacterized protein gb|ACG24703.1| cytochrome c oxidase 
polypeptide Vb [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B4FIN0_MAIZE 

B4FLA5_MAIZE Putative uncharacterized protein gb|ACG34050.1| SCO1 protein [Zea mays] Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B4FLA5_MAIZE 

B4FNN1_MAIZE Putative uncharacterized protein gb|ACG47964.1| cytochrome c oxidase subunit 
[Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B4FNN1_MAIZE 

B6SIM0_MAIZE Putative uncharacterized protein gb|ACG24703.1| cytochrome c oxidase 
polypeptide Vb [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B6SIM0_MAIZE 

B6U4H2_MAIZE Putative uncharacterized protein gb|ACG44255.1| cytochrome c oxidase 
polypeptide Vb [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B6U4H2_MAIZE 

B6T5Q6_MAIZE Putative uncharacterized protein gb|EEF39643.1| Neighbor of COX4, putative 
[Ricinus communis] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B6T5Q6_MAIZE 

B6U1Q4_MAIZE Putative uncharacterized protein gb|ACG43287.1| COX VIIa-like protein [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B6U1Q4_MAIZE 

B6U9L3_MAIZE Putative uncharacterized protein gb|ACG46046.1| COX VIIa-like protein [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c oxidase 9.7 lcl|B6U9L3_MAIZE 

B4FC14_MAIZE Cytochrome b-c1 complex subunit 
Rieske, mitochondrial 

gb|ACG35467.1| ubiquinol-cytochrome c 
reductase iron-sulfur subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B4FC14_MAIZE 

B4FET5_MAIZE Putative uncharacterized protein 
gb|AAF19563.1|AC011708_6 putative ubiquinol-
cytochrome C reductase complex ubiquinone-
binding protein (QP-C) [Arabidopsis thaliana] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B4FET5_MAIZE 

B6SPA1_MAIZE Putative uncharacterized protein 
dbj|BAD28073.1| putative ubiquinol-cytochrome 

C reductase complex 7.8 kDa protein [Oryza 
sativa Japonica Group] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6SPA1_MAIZE 
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B6SPG4_MAIZE Putative uncharacterized protein gb|ACG26747.1| ubiquinol-cytochrome c 
reductase complex 8.0 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6SPG4_MAIZE 

B6SPL8_MAIZE Putative uncharacterized protein gb|ACG26801.1| ubiquinol-cytochrome c 
reductase complex 8.0 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6SPL8_MAIZE 

B6TEX6_MAIZE Putative uncharacterized protein gb|ACG35659.1| ubiquinol-cytochrome c 
reductase complex 14 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6TEX6_MAIZE 

B6TLS6_MAIZE Putative uncharacterized protein gb|ACG38059.1| ubiquinol-cytochrome c 
reductase complex 7.8 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6TLS6_MAIZE 

B6TMP9_MAIZE Putative uncharacterized protein gb|ACG38382.1| ubiquinol-cytochrome c 
reductase complex 14 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6TMP9_MAIZE 

B6UBZ9_MAIZE Putative uncharacterized protein gb|ACG46882.1| ubiquinol-cytochrome c 
reductase complex 14 kDa protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.cytochrome c reductase 9.05 lcl|B6UBZ9_MAIZE 

B4F8E3_MAIZE Putative uncharacterized protein gb|EEF39563.1| electron transport 
oxidoreductase, putative [Ricinus communis] 

Mitochondrial electron transport / ATP 
synthesis.electron transfer flavoprotein 9.3 lcl|B4F8E3_MAIZE 

B6TPR6_MAIZE Putative uncharacterized protein gb|ACG39099.1| electron transfer flavoprotein 
beta-subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.electron transfer flavoprotein 9.3 lcl|B6TPR6_MAIZE 

ATP5E_MAIZE ATP synthase subunit epsilon, 
mitochondrial 

gb|ACG30765.1| ATP synthase epsilon chain, 
mitochondrial [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|ATP5E_MAIZE 

B4F9I5_MAIZE Putative uncharacterized protein gb|ACG27922.1| ATP synthase delta chain [Zea 
mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B4F9I5_MAIZE 

B4FJB5_MAIZE Putative uncharacterized protein gb|ACG24605.1| hydrogen-transporting ATP 
synthase, rotational mechanism [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B4FJB5_MAIZE 

B4FS99_MAIZE Putative uncharacterized protein gb|ACG25408.1| ATP synthase D chain, 
mitochondrial [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B4FS99_MAIZE 

B6SIP2_MAIZE Putative uncharacterized protein gb|ACG24725.1| hydrogen-transporting ATP 
synthase, rotational mechanism [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6SIP2_MAIZE 

B6SST9_MAIZE Putative uncharacterized protein gb|ACG27922.1| ATP synthase delta chain [Zea 
mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6SST9_MAIZE 

B6T556_MAIZE Putative uncharacterized protein gb|ACG41912.1| ATP synthase gamma chain 
[Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6T556_MAIZE 

B6T8N8_MAIZE Putative uncharacterized protein gb|ACU44655.1| mitochondrial ATP synthase 6 
kDa subunit [Oryza sativa Indica group] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6T8N8_MAIZE 

B6TBW2_MAIZE Putative uncharacterized protein gb|ACG34595.1| ATP synthase delta chain [Zea 
mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6TBW2_MAIZE 

B6TCR9_MAIZE Putative uncharacterized protein gb|ACG38121.1| mitochondrial ATP synthase 
precursor [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6TCR9_MAIZE 
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B6TLY8_MAIZE Putative uncharacterized protein gb|ACG38121.1| mitochondrial ATP synthase 
precursor [Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6TLY8_MAIZE 

B6TXS9_MAIZE Putative uncharacterized protein gb|ACG41912.1| ATP synthase gamma chain 
[Zea mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6TXS9_MAIZE 

MI25_MAIZE ATP synthase protein MI25 gb|ABE98668.1| ATPase subunit 4 [Zea mays 
subsp. mays] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|MI25_MAIZE 

Q6R9J5_MAIZE ATPase subunit 4 gb|AAR91067.1| ATPase subunit 4 [Zea mays] Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|Q6R9J5_MAIZE 

B6T5U0_MAIZE Putative uncharacterized protein dbj|BAD13133.1| putative F1F0-ATPase inhibitor 
protein [Oryza sativa Japonica Group] 

Mitochondrial electron transport / ATP synthesis.F1-
ATPase 9.09 lcl|B6T5U0_MAIZE 

B6T3C8_MAIZE Putative uncharacterized protein gb|EEF52598.1| Protein yrdA, putative [Ricinus 
communis] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.complex I.carbonic anhydrase 9.1.1.05 lcl|B6T3C8_MAIZE 

B6TDS2_MAIZE Putative uncharacterized protein gb|ACG35255.1| transcription factor APFI [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.complex I.carbonic anhydrase 9.1.1.05 lcl|B6TDS2_MAIZE 

B6TMG9_MAIZE Putative uncharacterized protein gb|ACG38302.1| mitochondrial NADH ubiquinone 
oxidoreductase 29 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.complex I.carbonic anhydrase 9.1.1.05 lcl|B6TMG9_MAIZE 

B4F8V5_MAIZE Putative uncharacterized protein gb|ACG43573.1| NADH-ubiquinone 
oxidoreductase 75 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4F8V5_MAIZE 

B4F980_MAIZE Putative uncharacterized protein 
gb|AAP55147.1| NADH-ubiquinone 

oxidoreductase, putative, expressed [Oryza 
sativa Japonica Group] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4F980_MAIZE 

B4FBW1_MAIZE Putative uncharacterized protein gb|ACG35238.1| NADH-ubiquinone 
oxidoreductase 20 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FBW1_MAIZE 

B4FCV1_MAIZE Putative uncharacterized protein 
gb|EEF42345.1| NADH-ubiquinone 

oxidoreductase subunit B17.2, putative [Ricinus 
communis] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FCV1_MAIZE 

B4FGH7_MAIZE Putative uncharacterized protein gb|ACG40694.1| NADH-ubiquinone 
oxidoreductase 18 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FGH7_MAIZE 

B4FPX5_MAIZE Putative uncharacterized protein gb|ACG38498.1| NADH-ubiquinone 
oxidoreductase 24 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FPX5_MAIZE 

B4FQ98_MAIZE Putative uncharacterized protein gb|ACG32826.1| NADH-ubiquinone 
oxidoreductase 51 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FQ98_MAIZE 

B4FUH1_MAIZE Putative uncharacterized protein gb|ACG33383.1| NADH-ubiquinone 
oxidoreductase 23 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FUH1_MAIZE 

B4FUI0_MAIZE Putative uncharacterized protein gb|ACG34074.1| NADH-ubiquinone 
oxidoreductase 39 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FUI0_MAIZE 
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B4FYG9_MAIZE Putative uncharacterized protein gb|ACG26253.1| NADH-ubiquinone 
oxidoreductase 13 kDa-B subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FYG9_MAIZE 

B6SPR5_MAIZE Putative uncharacterized protein gb|ACG26848.1| fb14 [Zea mays] Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6SPR5_MAIZE 

B6SRH1_MAIZE Putative uncharacterized protein gb|ACG27454.1| NADH-ubiquinone 
oxidoreductase 18 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6SRH1_MAIZE 

B6T8F0_MAIZE Putative uncharacterized protein gb|ACG33383.1| NADH-ubiquinone 
oxidoreductase 23 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T8F0_MAIZE 

B6TLX0_MAIZE Putative uncharacterized protein gb|ACG38103.1| NADH-ubiquinone 
oxidoreductase 10.5 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6TLX0_MAIZE 

B6TZR1_MAIZE Putative uncharacterized protein gb|ACG42594.1| NADH-ubiquinone 
oxidoreductase 13 kDa-B subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6TZR1_MAIZE 

B6UD55_MAIZE Putative uncharacterized protein gb|ACG47288.1| NADH-ubiquinone 
oxidoreductase 19 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6UD55_MAIZE 

Q5K097_MAIZE NADH-ubiquinone oxidoreductase emb|CAI23792.1| NADH dehydrogenase, subunit 
9 [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|Q5K097_MAIZE 

B4FHZ4_MAIZE Putative uncharacterized protein gb|EEF49529.1| NADH dehydrogenase, putative 
[Ricinus communis] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FHZ4_MAIZE 

B4FQI3_MAIZE Putative uncharacterized protein gb|ACG32222.1| NADH-ubiquinone 
oxidoreductase B16.6 subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FQI3_MAIZE 

B4FVE1_MAIZE Putative uncharacterized protein gb|ACG47380.1| NADPH quinone 
oxidoreductase 1 [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FVE1_MAIZE 

B4FWN1_MAIZE Putative uncharacterized protein gb|ACG37809.1| NADPH quinone 
oxidoreductase 2 [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B4FWN1_MAIZE 

B6SHX4_MAIZE Putative uncharacterized protein gb|ACG24457.1| NADH ubiquinone 
oxidoreductase B22-like subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6SHX4_MAIZE 

B6SQD4_MAIZE Putative uncharacterized protein gb|ACG27067.1| catalytic/ oxidoreductase, acting 
on NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6SQD4_MAIZE 

B6T0D7_MAIZE Putative uncharacterized protein gb|ACG30570.1| catalytic/ oxidoreductase, acting 
on NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T0D7_MAIZE 

B6T2Q2_MAIZE Putative uncharacterized protein gb|ACG31385.1| NADH-ubiquinone 
oxidoreductase B16.6 subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T2Q2_MAIZE 

B6T653_MAIZE Putative uncharacterized protein gb|ACG32586.1| NADPH quinone 
oxidoreductase 1 [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T653_MAIZE 

B6T7M6_MAIZE Putative uncharacterized protein gb|ACG33109.1| disulfide oxidoreductase/ 
electron carrier/ oxidoreductase [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T7M6_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B6TSM6_MAIZE Putative uncharacterized protein gb|ACG40109.1| catalytic/ oxidoreductase, acting 
on NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6TSM6_MAIZE 

B6SNU7_MAIZE Putative uncharacterized protein gb|ACG26530.1| complex 1 protein containing 
protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6SNU7_MAIZE 

B6T8Q2_MAIZE Putative uncharacterized protein gb|AAN08213.1| putative polyketide synthase 
[Oryza sativa Japonica Group] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6T8Q2_MAIZE 

B6TVJ7_MAIZE Putative uncharacterized protein gb|ACG41130.1| NAD dependent 
epimerase/dehydratase family protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 9.1.2 lcl|B6TVJ7_MAIZE 

B6SVE6_MAIZE Putative uncharacterized protein 
gb|ABD32606.1| FAD-dependent pyridine 

nucleotide-disulphide oxidoreductase; Calcium-
binding EF-hand [Medicago truncatula] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.type II.external 9.2.02 lcl|B6SVE6_MAIZE 

B4FX08_MAIZE Putative uncharacterized protein gb|ACG25812.1| uncharacterized ACR, 
COG1565 family protein [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.unspecified 9.99 lcl|B4FX08_MAIZE 

GLTB_MAIZE Ferredoxin-dependent glutamate 
synthase, chloroplastic 

gb|AAA33463.1| ferredoxin-dependent glutamate 
synthase [Zea mays] 

N-metabolism.ammonia metabolism.glutamate 
synthase 12.2.1 lcl|GLTB_MAIZE 

B4F9A2_MAIZE Glutamine synthetase root isozyme 2 emb|CAA46720.1| glutamine synthetase [Zea 
mays] 

N-metabolism.ammonia metabolism.glutamine 
synthase 12.2.02 lcl|B4F9A2_MAIZE 

B4FR61_MAIZE Glutamine synthetase root isozyme 1 dbj|BAA03433.1| glutamine synthetase [Zea 
mays] 

N-metabolism.ammonia metabolism.glutamine 
synthase 12.2.02 lcl|B4FR61_MAIZE 

B4G1P1_MAIZE Putative uncharacterized protein dbj|BAA03431.1| glutamine synthetase [Zea 
mays] 

N-metabolism.ammonia metabolism.glutamine 
synthase 12.2.02 lcl|B4G1P1_MAIZE 

GLNA4_MAIZE Glutamine synthetase root isozyme 4 emb|CAA46722.1| glutamine synthetase [Zea 
mays] 

N-metabolism.ammonia metabolism.glutamine 
synthase 12.2.02 lcl|GLNA4_MAIZE 

B4FTM3_MAIZE Putative uncharacterized protein 
gb|ACG36485.1| haloacid dehalogenase-like 
hydrolase domain-containing protein 1A [Zea 

mays] 
N-metabolism.ammonia metabolism.unspecified 12.2.99 lcl|B4FTM3_MAIZE 

B4F9J5_MAIZE Glutamate dehydrogenase gb|ACG34153.1| glutamate dehydrogenase [Zea 
mays] 

N-metabolism.N-degradation.glutamate 
dehydrogenase 12.3.1 lcl|B4F9J5_MAIZE 

B4FFP2_MAIZE Putative uncharacterized protein gb|EEF51639.1| glutamate dehydrogenase, 
putative [Ricinus communis] 

N-metabolism.N-degradation.glutamate 
dehydrogenase 12.3.1 lcl|B4FFP2_MAIZE 

B4FKH7_MAIZE Putative uncharacterized protein gb|ACG40422.1| cytochrome b5 [Zea mays] N-metabolism.nitrate metabolism.NR 12.1.01 lcl|B4FKH7_MAIZE 

B6T7Z2_MAIZE Putative uncharacterized protein gb|ACG33225.1| cytochrome b5 [Zea mays] N-metabolism.nitrate metabolism.NR 12.1.01 lcl|B6T7Z2_MAIZE 

B6TCK3_MAIZE Putative uncharacterized protein gb|ACG34836.1| NADH-cytochrome b5 
reductase-like protein [Zea mays] N-metabolism.nitrate metabolism.NR 12.1.01 lcl|B6TCK3_MAIZE 

Q9ZPN0_MAIZE Cytochrome b5 reductase gb|AAD17694.1| cytochrome b5 reductase [Zea 
mays] N-metabolism.nitrate metabolism.NR 12.1.01 lcl|Q9ZPN0_MAIZE 
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B4FEK4_MAIZE Putative uncharacterized protein gb|EEF40867.1| Protein FAM96B, putative 
[Ricinus communis] Not assigned.no ontology 35.1 lcl|B4FEK4_MAIZE 

B6T2E1_MAIZE DANA2 gb|ACG31274.1| DANA2 [Zea mays] Not assigned.no ontology 35.1 lcl|B6T2E1_MAIZE 

B6T672_MAIZE Putative uncharacterized protein gb|ACG36305.1| fb27 [Zea mays] Not assigned.no ontology 35.1 lcl|B6T672_MAIZE 

B6TGS2_MAIZE Putative uncharacterized protein gb|ACG36305.1| fb27 [Zea mays] Not assigned.no ontology 35.1 lcl|B6TGS2_MAIZE 

B6TLX2_MAIZE Putative uncharacterized protein gb|ACG38105.1| fiber protein Fb15 [Zea mays] Not assigned.no ontology 35.1 lcl|B6TLX2_MAIZE 

B6U821_MAIZE Putative uncharacterized protein gb|AAQ84307.1| fiber protein Fb4 [Gossypium 
barbadense] Not assigned.no ontology 35.1 lcl|B6U821_MAIZE 

B6T420_MAIZE Putative uncharacterized protein gb|ACG31853.1| cp protein [Zea mays] Not assigned.no ontology 35.1 lcl|B6T420_MAIZE 

B6T6A1_MAIZE Putative uncharacterized protein gb|ACQ58694.1| C1orf123 homolog 
[Anoplopoma fimbria] Not assigned.no ontology 35.1 lcl|B6T6A1_MAIZE 

B6TIH4_MAIZE Putative uncharacterized protein gb|ACQ58694.1| C1orf123 homolog 
[Anoplopoma fimbria] Not assigned.no ontology 35.1 lcl|B6TIH4_MAIZE 

B6TJ89_MAIZE Putative uncharacterized protein gb|ACG37172.1| cp protein [Zea mays] Not assigned.no ontology 35.1 lcl|B6TJ89_MAIZE 

Q6QP56_MAIZE Putative uncharacterized protein gb|AAL68853.1|AF466199_12 gb protein 
[Sorghum bicolor] Not assigned.no ontology 35.1 lcl|Q6QP56_MAIZE 

B4F8P3_MAIZE Putative uncharacterized protein gb|EEF40483.1| Armadillo repeat-containing 
protein, putative [Ricinus communis] 

Not assigned.no ontology.armadillo/beta-catenin 
repeat family protein 35.1.3 lcl|B4F8P3_MAIZE 

B6ST26_MAIZE Putative uncharacterized protein gb|ACG28009.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6ST26_MAIZE 

B6SGZ1_MAIZE Putative uncharacterized protein gb|ACG24124.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SGZ1_MAIZE 

A8IK79_MAIZE Asr protein (Putative uncharacterized 
protein) no hit Not assigned.unknown 35.2 lcl|A8IK79_MAIZE 

B4F7S5_MAIZE Putative uncharacterized protein gb|ACF78168.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4F7S5_MAIZE 

B4F7U1_MAIZE Putative uncharacterized protein gb|ACG37588.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B4F7U1_MAIZE 

B4F845_MAIZE Putative uncharacterized protein gb|ACG35605.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B4F845_MAIZE 

B4F8B3_MAIZE Putative uncharacterized protein gb|AAM20411.1| putative protein [Arabidopsis 
thaliana] Not assigned.unknown 35.2 lcl|B4F8B3_MAIZE 

B4FAF8_MAIZE Putative uncharacterized protein gb|ACF79101.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FAF8_MAIZE 

B4FC49_MAIZE Putative uncharacterized protein emb|CAN71035.1| hypothetical protein [Vitis 
vinifera] Not assigned.unknown 35.2 lcl|B4FC49_MAIZE 

B4FCI3_MAIZE Putative uncharacterized protein gb|EEF42217.1| conserved hypothetical protein 
[Ricinus communis] Not assigned.unknown 35.2 lcl|B4FCI3_MAIZE 
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B4FCR0_MAIZE Putative uncharacterized protein gb|EER93786.1| hypothetical protein 
SORBIDRAFT_01g014240 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B4FCR0_MAIZE 

B4FDF2_MAIZE Putative uncharacterized protein gb|ACF80145.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FDF2_MAIZE 

B4FFQ3_MAIZE Putative uncharacterized protein gb|ACU14118.1| unknown [Glycine max] Not assigned.unknown 35.2 lcl|B4FFQ3_MAIZE 

B4FHU9_MAIZE Putative uncharacterized protein gb|ACF81692.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FHU9_MAIZE 

B4FJ69_MAIZE Putative uncharacterized protein gb|ACF82162.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FJ69_MAIZE 

B4FJF0_MAIZE Putative uncharacterized protein gb|ACF82243.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FJF0_MAIZE 

B4FMB6_MAIZE Putative uncharacterized protein B4FMB6 SubName: Full=Putative 
uncharacterized protein; [Zea mays (Maize).] Not assigned.unknown 35.2 lcl|B4FMB6_MAIZE 

B4FNE4_MAIZE Putative uncharacterized protein gb|ACF83637.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FNE4_MAIZE 

B4FP18_MAIZE Putative uncharacterized protein gb|AAM20610.1| unknown protein [Arabidopsis 
thaliana] Not assigned.unknown 35.2 lcl|B4FP18_MAIZE 

B4FRQ0_MAIZE Putative uncharacterized protein gb|ACG38142.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B4FRQ0_MAIZE 

B4FSH6_MAIZE Putative uncharacterized protein gb|ACF85069.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FSH6_MAIZE 

B4FSL0_MAIZE Putative uncharacterized protein gb|ACF85103.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FSL0_MAIZE 

B4FUJ3_MAIZE Putative uncharacterized protein gb|ACF85786.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FUJ3_MAIZE 

B4FUP2_MAIZE Putative uncharacterized protein gb|ACF85835.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FUP2_MAIZE 

B4FUW7_MAIZE Putative uncharacterized protein gb|ACF85910.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FUW7_MAIZE 

B4FV90_MAIZE Putative uncharacterized protein gb|ACF86033.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FV90_MAIZE 

B4FXD6_MAIZE Putative uncharacterized protein gb|ACF86779.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B4FXD6_MAIZE 

B6SGK5_MAIZE Putative uncharacterized protein gb|ACG23988.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SGK5_MAIZE 

B6T8C0_MAIZE Putative uncharacterized protein gb|ACG33353.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T8C0_MAIZE 

B6T8D6_MAIZE Putative uncharacterized protein gb|ACN34330.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B6T8D6_MAIZE 

B6TB50_MAIZE Putative uncharacterized protein gb|EES14022.1| hypothetical protein 
SORBIDRAFT_07g023270 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6TB50_MAIZE 

B6TBG4_MAIZE Putative uncharacterized protein emb|CAR22746.1| KLTH0D10912p [Lachancea 
thermotolerans] Not assigned.unknown 35.2 lcl|B6TBG4_MAIZE 

B6TC81_MAIZE Putative uncharacterized protein gb|ACG34714.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TC81_MAIZE 

B6TCA8_MAIZE Putative uncharacterized protein gb|EES07330.1| hypothetical protein 
SORBIDRAFT_04g029290 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6TCA8_MAIZE 
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B6TDH3_MAIZE Putative uncharacterized protein gb|ACG35156.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TDH3_MAIZE 

B6TDK1_MAIZE Putative uncharacterized protein gb|ACG35184.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TDK1_MAIZE 

B6TEW3_MAIZE Putative uncharacterized protein gb|ACR37788.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B6TEW3_MAIZE 

B6TFQ5_MAIZE Putative uncharacterized protein gb|ACR34214.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B6TFQ5_MAIZE 

B6TFW9_MAIZE Putative uncharacterized protein B6TFW9 Putative uncharacterized protein; [Zea 
mays (Maize).] Not assigned.unknown 35.2 lcl|B6TFW9_MAIZE 

B6TG05_MAIZE Putative uncharacterized protein gb|ACG36038.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TG05_MAIZE 

B6TGW1_MAIZE Putative uncharacterized protein gb|ACG36344.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TGW1_MAIZE 

B6TH45_MAIZE Putative uncharacterized protein gb|ACR38749.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B6TH45_MAIZE 

B6THW0_MAIZE Putative uncharacterized protein gb|ACG36693.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6THW0_MAIZE 

B6TIM1_MAIZE Putative uncharacterized protein gb|ACG36954.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TIM1_MAIZE 

B6TJT9_MAIZE Putative uncharacterized protein gb|ACG37372.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TJT9_MAIZE 

B6TKN5_MAIZE Putative uncharacterized protein gb|EER94770.1| hypothetical protein 
SORBIDRAFT_01g033790 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6TKN5_MAIZE 

B6TL18_MAIZE Putative uncharacterized protein gb|ACG37801.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TL18_MAIZE 

B6TL71_MAIZE Putative uncharacterized protein gb|ACF80997.1| unknown [Zea mays] Not assigned.unknown 35.2 lcl|B6TL71_MAIZE 

B6TPZ1_MAIZE Putative uncharacterized protein gb|ACG39174.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TPZ1_MAIZE 

B6TQA2_MAIZE Putative uncharacterized protein gb|ACG39285.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TQA2_MAIZE 

B6TT79_MAIZE Putative uncharacterized protein ref|NP_001144411.1| hypothetical protein 
LOC100277347 [Zea mays] Not assigned.unknown 35.2 lcl|B6TT79_MAIZE 

B6TU01_MAIZE Putative uncharacterized protein gb|ACG40584.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TU01_MAIZE 

B6TU24_MAIZE Putative uncharacterized protein gb|EER91474.1| hypothetical protein 
SORBIDRAFT_01g019080 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6TU24_MAIZE 

B6TUR3_MAIZE Putative uncharacterized protein gb|ACG40846.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TUR3_MAIZE 

B6TUV0_MAIZE Putative uncharacterized protein gb|ACG40883.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TUV0_MAIZE 

B6TVU3_MAIZE Putative uncharacterized protein gb|ACG41226.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TVU3_MAIZE 

B6TW88_MAIZE Putative uncharacterized protein gb|ACG41371.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TW88_MAIZE 

B6TWU1_MAIZE Putative uncharacterized protein gb|ACG41574.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6TWU1_MAIZE 

B6U1E6_MAIZE Putative uncharacterized protein gb|EEC79677.1| hypothetical protein OsI_20938 
[Oryza sativa Indica group] Not assigned.unknown 35.2 lcl|B6U1E6_MAIZE 
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B6U5Q2_MAIZE Putative uncharacterized protein gb|EER93358.1| hypothetical protein 
SORBIDRAFT_01g006383 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6U5Q2_MAIZE 

B6U6D8_MAIZE Putative uncharacterized protein gb|ACG44921.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6U6D8_MAIZE 

B6U8Y6_MAIZE Putative uncharacterized protein gb|ACG45819.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6U8Y6_MAIZE 

B6UA28_MAIZE Putative uncharacterized protein gb|ACG46211.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6UA28_MAIZE 

B6UDU2_MAIZE Putative uncharacterized protein gb|ACG47525.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6UDU2_MAIZE 

B6UE82_MAIZE Putative uncharacterized protein gb|ACG47665.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6UE82_MAIZE 

B6UF04_MAIZE Putative uncharacterized protein gb|EER97349.1| hypothetical protein 
SORBIDRAFT_02g035710 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6UF04_MAIZE 

B6UF37_MAIZE Putative uncharacterized protein gb|ACG47970.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6UF37_MAIZE 

B6UGW2_MAIZE Putative uncharacterized protein gb|ACG48595.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6UGW2_MAIZE 

B4FPC9_MAIZE Putative uncharacterized protein gb|ACG36247.1| protein pob [Zea mays] Not assigned.unknown 35.2 lcl|B4FPC9_MAIZE 

B6SGC5_MAIZE Putative uncharacterized protein gb|ACF22769.1| DUF614 containing protein 
[Brachypodium distachyon] Not assigned.unknown 35.2 lcl|B6SGC5_MAIZE 

B6SHS3_MAIZE Putative uncharacterized protein gb|ACG32348.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SHS3_MAIZE 

B6SI58_MAIZE Putative uncharacterized protein gb|EER93148.1| hypothetical protein 
SORBIDRAFT_01g002260 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6SI58_MAIZE 

B6SJY2_MAIZE Putative uncharacterized protein gb|ACG25165.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SJY2_MAIZE 

B6SLD0_MAIZE Putative uncharacterized protein gb|ACG25663.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SLD0_MAIZE 

B6SLN4_MAIZE Putative uncharacterized protein gb|ACG25767.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SLN4_MAIZE 

B6SMT2_MAIZE Putative uncharacterized protein gb|ACG26165.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SMT2_MAIZE 

B6SPZ3_MAIZE Putative uncharacterized protein gb|ACG26926.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SPZ3_MAIZE 

B6SQB3_MAIZE Putative uncharacterized protein B6SQB3 SubName: Full=Putative 
uncharacterized protein; [Zea mays (Maize).] Not assigned.unknown 35.2 lcl|B6SQB3_MAIZE 

B6SQL2_MAIZE Putative uncharacterized protein gb|ACG27145.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SQL2_MAIZE 

B6SR23_MAIZE Putative uncharacterized protein gb|ACG27306.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SR23_MAIZE 

B6SR37_MAIZE Putative uncharacterized protein gb|ACG27320.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SR37_MAIZE 

B6SRG1_MAIZE Putative uncharacterized protein gb|ACG27444.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SRG1_MAIZE 

B6SSM0_MAIZE Putative uncharacterized protein B6SSM0 SubName: Full=Putative 
uncharacterized protein; [Zea mays (Maize).] Not assigned.unknown 35.2 lcl|B6SSM0_MAIZE 
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B6SSQ5_MAIZE Putative uncharacterized protein gb|ACG27888.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6SSQ5_MAIZE 

B6T0S8_MAIZE Putative uncharacterized protein gb|ACG30711.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T0S8_MAIZE 

B6T174_MAIZE Putative uncharacterized protein gb|EES15958.1| hypothetical protein 
SORBIDRAFT_08g014050 [Sorghum bicolor] Not assigned.unknown 35.2 lcl|B6T174_MAIZE 

B6T175_MAIZE Putative uncharacterized protein gb|ACG30858.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T175_MAIZE 

B6T337_MAIZE Putative uncharacterized protein gb|ACG31520.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T337_MAIZE 

B6T5T8_MAIZE Putative uncharacterized protein gb|ACG32471.1| hypothetical protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T5T8_MAIZE 

B6T5B2_MAIZE Putative uncharacterized protein gb|ACG32295.1| CHCH domain containing 
protein [Zea mays] Not assigned.unknown 35.2 lcl|B6T5B2_MAIZE 

B6TC50_MAIZE Putative uncharacterized protein gb|ACG34683.1| ZCW7 [Zea mays] Not assigned.unknown 35.2 lcl|B6TC50_MAIZE 

B6TH09_MAIZE Putative uncharacterized protein gb|ACG45915.1| immediate-early protein RSP40 
[Zea mays] Not assigned.unknown 35.2 lcl|B6TH09_MAIZE 

B6TNK2_MAIZE Putative uncharacterized protein gb|ACB70456.1| X7 [Silene diclinis] Not assigned.unknown 35.2 lcl|B6TNK2_MAIZE 

B6TP05_MAIZE Putative uncharacterized protein gb|ACG38838.1| FLP1 [Zea mays] Not assigned.unknown 35.2 lcl|B6TP05_MAIZE 

B6TXV6_MAIZE Putative uncharacterized protein gb|ACG37552.1| p8MTCP1 [Zea mays] Not assigned.unknown 35.2 lcl|B6TXV6_MAIZE 

Q9ST24_MAIZE ZmGR2b protein dbj|BAA74806.1| ZmGR2b [Zea mays] Not assigned.unknown 35.2 lcl|Q9ST24_MAIZE 

B6TLU6_MAIZE Putative uncharacterized protein gb|ACG26969.1| cytidine/deoxycytidylate 
deaminase family protein [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B6TLU6_MAIZE 

B4FJ97_MAIZE Putative uncharacterized protein gb|AAH59805.1| LSM12 homolog (S. cerevisiae) 
[Danio rerio] Nucleotide metabolism.degradation 23.2 lcl|B4FJ97_MAIZE 

B4FKI8_MAIZE Putative uncharacterized protein ref|NP_001131123.1| LSM12 homolog [Gallus 
gallus] Nucleotide metabolism.degradation 23.2 lcl|B4FKI8_MAIZE 

A1YLY4_MAIZE Putative cytidine deaminase gb|ABL74485.1| putative cytidine deaminase [Zea 
mays] Nucleotide metabolism.degradation 23.2 lcl|A1YLY4_MAIZE 

B4FE54_MAIZE Putative uncharacterized protein gb|ABL74483.1| putative cytidine deaminase [Zea 
mays] Nucleotide metabolism.degradation 23.2 lcl|B4FE54_MAIZE 

B4FFT0_MAIZE Putative uncharacterized protein gb|ACG32356.1| pyrimidine-specific 
ribonucleoside hydrolase rihA [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B4FFT0_MAIZE 

B4FL83_MAIZE Putative uncharacterized protein gb|ACG39125.1| pyrimidine-specific 
ribonucleoside hydrolase rihA [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B4FL83_MAIZE 

B4FQJ2_MAIZE Putative uncharacterized protein dbj|BAB44078.1| putative dihydropyrimidine 
amidohydrolase [Oryza sativa Japonica Group] Nucleotide metabolism.degradation 23.2 lcl|B4FQJ2_MAIZE 
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B4FSZ8_MAIZE Putative uncharacterized protein gb|ACG36909.1| beta-ureidopropionase [Zea 
mays] Nucleotide metabolism.degradation 23.2 lcl|B4FSZ8_MAIZE 

B4FTA4_MAIZE Putative uncharacterized protein gb|ACG35901.1| uricase [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B4FTA4_MAIZE 

B4FZU9_MAIZE Putative uncharacterized protein gb|AAN64920.1| putative dehydrogenase 
[Lycopersicon esculentum] Nucleotide metabolism.degradation 23.2 lcl|B4FZU9_MAIZE 

B6T563_MAIZE Putative uncharacterized protein gb|ACG32246.1| pyrimidine-specific 
ribonucleoside hydrolase rihB [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B6T563_MAIZE 

B6T613_MAIZE Putative uncharacterized protein gb|AAC49121.1| 3'(2'),5-diphosphonucleoside 
3'(2') phosphohydrolase [Oryza sativa] Nucleotide metabolism.degradation 23.2 lcl|B6T613_MAIZE 

B6THD4_MAIZE Putative uncharacterized protein gb|ACG36517.1| pyrimidine-specific 
ribonucleoside hydrolase rihA [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B6THD4_MAIZE 

B6TJW3_MAIZE Putative uncharacterized protein gb|ACG37396.1| CDA1 [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B6TJW3_MAIZE 

B6UC30_MAIZE Putative uncharacterized protein gb|ACG26969.1| cytidine/deoxycytidylate 
deaminase family protein [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|B6UC30_MAIZE 

Q94G04_MAIZE Diphosphonucleotide phosphatase 1 gb|AAK57915.1| diphosphonucleotide 
phosphatase 1 [Zea mays] Nucleotide metabolism.degradation 23.2 lcl|Q94G04_MAIZE 

B4FI76_MAIZE Putative uncharacterized protein gb|EEF51816.1| adenylate kinase 1, putative 
[Ricinus communis] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B4FI76_MAIZE 

B6SLP1_MAIZE Putative uncharacterized protein gb|ACG25774.1| adenylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B6SLP1_MAIZE 

B6TAT1_MAIZE Putative uncharacterized protein gb|EEF51816.1| adenylate kinase 1, putative 
[Ricinus communis] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B6TAT1_MAIZE 

B6THB3_MAIZE Putative uncharacterized protein gb|ACG36496.1| adenylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B6THB3_MAIZE 

B6TPR8_MAIZE Putative uncharacterized protein gb|ACG25774.1| adenylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B6TPR8_MAIZE 

B6U6M1_MAIZE Putative uncharacterized protein gb|EEF51816.1| adenylate kinase 1, putative 
[Ricinus communis] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.adenylate kinase 23.4.01 lcl|B6U6M1_MAIZE 

B4FV93_MAIZE Putative uncharacterized protein gb|ACG39888.1| guanylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.guanylate kinase 23.4.02 lcl|B4FV93_MAIZE 

B4FCR7_MAIZE Putative uncharacterized protein gb|ACG41455.1| soluble inorganic 
pyrophosphatase [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B4FCR7_MAIZE 

B4FJX6_MAIZE Putative uncharacterized protein gb|ACG30432.1| soluble inorganic 
pyrophosphatase [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B4FJX6_MAIZE 

B4FRR1_MAIZE Putative uncharacterized protein gb|ACG27183.1| inorganic pyrophosphatase [Zea 
mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B4FRR1_MAIZE 
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B4FWT5_MAIZE Putative uncharacterized protein gb|ACG39548.1| soluble inorganic 
pyrophosphatase [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B4FWT5_MAIZE 

B4FXF9_MAIZE Soluble inorganic pyrophosphatase gb|AAB88618.1| inorganic pyrophosphatase [Zea 
mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B4FXF9_MAIZE 

B6SGJ5_MAIZE Putative uncharacterized protein 
gb|ACG23978.1| ectonucleotide 

pyrophosphatase/phosphodiesterase 1 [Zea 
mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B6SGJ5_MAIZE 

B6TB84_MAIZE Putative uncharacterized protein gb|ACG34367.1| soluble inorganic 
pyrophosphatase [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B6TB84_MAIZE 

B6TEB2_MAIZE Putative uncharacterized protein gb|ACG35445.1| acetylglutamate kinase [Zea 
mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.misc 23.4.99 lcl|B6TEB2_MAIZE 

B4FK49_MAIZE Putative uncharacterized protein dbj|BAA12982.1| PNDKN1 [Pisum sativum] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.nucleoside diphosphate kinase 23.4.010 lcl|B4FK49_MAIZE 

B4G0R1_MAIZE Putative uncharacterized protein gb|ACG38095.1| nucleoside diphosphate kinase 
2 [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.nucleoside diphosphate kinase 23.4.010 lcl|B4G0R1_MAIZE 

B6TG38_MAIZE Putative uncharacterized protein gb|AAT70416.1| nucleoside diphosphate kinase 
1; OsNDPK1 [Oryza sativa Japonica Group] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.nucleoside diphosphate kinase 23.4.010 lcl|B6TG38_MAIZE 

B6TKC5_MAIZE Putative uncharacterized protein gb|ACG37558.1| nucleoside diphosphate kinase 
4 [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.nucleoside diphosphate kinase 23.4.010 lcl|B6TKC5_MAIZE 

B6TMG4_MAIZE Putative uncharacterized protein gb|ACG38297.1| nucleoside diphosphate kinase 
4 [Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.nucleoside diphosphate kinase 23.4.010 lcl|B6TMG4_MAIZE 

B6TN98_MAIZE Putative uncharacterized protein gb|ACG38581.1| thymidylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.thymidylate kinase 23.4.04 lcl|B6TN98_MAIZE 

B4FM96_MAIZE Putative uncharacterized protein gb|ACG32648.1| uridylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.uridylate kinase 23.4.03 lcl|B4FM96_MAIZE 

B6T904_MAIZE Putative uncharacterized protein gb|ACG33587.1| UMP-CMP kinase family protein 
[Zea mays] 

Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.uridylate kinase 23.4.03 lcl|B6T904_MAIZE 

B6TE58_MAIZE Putative uncharacterized protein gb|ACG35391.1| adenylate kinase [Zea mays] Nucleotide metabolism.phosphotransfer and 
pyrophosphatases.uridylate kinase 23.4.03 lcl|B6TE58_MAIZE 

B4FFH8_MAIZE Adenosine kinase emb|CAB40376.1| adenosine kinase [Zea mays] Nucleotide metabolism.salvage.nucleoside 
kinases.adenosine kinase 23.3.2.01 lcl|B4FFH8_MAIZE 

B6TNC1_MAIZE Putative uncharacterized protein gb|ACG38604.1| placental protein 11 precursor 
[Zea mays] 

Nucleotide metabolism.salvage.nucleoside 
kinases.uridine kinase 23.3.2.02 lcl|B6TNC1_MAIZE 

B4FN69_MAIZE Putative uncharacterized protein gb|ACG34939.1| ATP binding protein [Zea mays] Nucleotide metabolism.salvage.nucleoside 
kinases.uridine kinase 23.3.2.02 lcl|B4FN69_MAIZE 

B4FS03_MAIZE Putative uncharacterized protein gb|ACG33603.1| adenine 
phosphoribosyltransferase 1 [Zea mays] 

Nucleotide 
metabolism.salvage.phosphoribosyltransferases.aprt 23.3.1.01 lcl|B4FS03_MAIZE 
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B6T3X8_MAIZE Putative uncharacterized protein 
dbj|BAD21822.1| putative uracil 

phosphoribosyltransferase [Oryza sativa 
Japonica Group] 

Nucleotide 
metabolism.salvage.phosphoribosyltransferases.upp 23.3.1.03 lcl|B6T3X8_MAIZE 

B6T7J2_MAIZE Putative uncharacterized protein gb|ACG33075.1| uridine/cytidine kinase-like 1 
[Zea mays] 

Nucleotide 
metabolism.salvage.phosphoribosyltransferases.upp 23.3.1.03 lcl|B6T7J2_MAIZE 

B6TXX0_MAIZE Putative uncharacterized protein gb|ACG41953.1| ribose-phosphate 
pyrophosphokinase 4 [Zea mays] Nucleotide metabolism.synthesis.PRS-PP 23.1.03 lcl|B6TXX0_MAIZE 

B4FDL8_MAIZE Putative uncharacterized protein 
gb|ABF98378.1| Adenylosuccinate synthetase, 

chloroplast precursor, putative, expressed [Oryza 
sativa Japonica Group] 

Nucleotide 
metabolism.synthesis.purine.adenylosuccinate 

synthase 
23.1.2.20 lcl|B4FDL8_MAIZE 

PURA_MAIZE Adenylosuccinate synthetase, 
chloroplastic 

gb|AAB16830.1| adenylosuccinate synthetase 
[Zea mays] 

Nucleotide 
metabolism.synthesis.purine.adenylosuccinate 

synthase 
23.1.2.20 lcl|PURA_MAIZE 

B6T882_MAIZE Putative uncharacterized protein gb|EEF47295.1| phosphoribosylamine-glycine 
ligase, putative [Ricinus communis] Nucleotide metabolism.synthesis.purine.AIR synthase 23.1.2.05 lcl|B6T882_MAIZE 

B4FB70_MAIZE Putative uncharacterized protein 
dbj|BAD82369.1| putative formylglycineamide 

ribotide amidotransferase [Oryza sativa Japonica 
Group] 

Nucleotide metabolism.synthesis.purine.FGAR 
amidotransferase 23.1.2.04 lcl|B4FB70_MAIZE 

B6SW54_MAIZE Putative uncharacterized protein gb|ACG29087.1| phosphoribosylamine--glycine 
ligase [Zea mays] 

Nucleotide metabolism.synthesis.purine.GAR 
Synthetase 23.1.2.02 lcl|B6SW54_MAIZE 

B4FNP2_MAIZE Putative uncharacterized protein gb|AAD45353.2|AF160196_1 glycinamide 
ribonucleotide transformylase [Vigna unguiculata] 

Nucleotide metabolism.synthesis.purine.GAR 
transformylase 23.1.2.03 lcl|B4FNP2_MAIZE 

B6TFG0_MAIZE Putative uncharacterized protein gb|EEF34646.1| GMP synthase, putative [Ricinus 
communis] 

Nucleotide metabolism.synthesis.purine.GMP 
synthetase 23.1.2.031 lcl|B6TFG0_MAIZE 

B4FYH6_MAIZE Putative uncharacterized protein dbj|BAD52604.1| putative SAC domain protein 9 
[Oryza sativa Japonica Group] 

Nucleotide metabolism.synthesis.purine.IMP 
dehydrogenase 23.1.2.030 lcl|B4FYH6_MAIZE 

B6SKW5_MAIZE Putative uncharacterized protein gb|ACG25498.1| inosine-5-monophosphate 
dehydrogenase 2 [Zea mays] 

Nucleotide metabolism.synthesis.purine.IMP 
dehydrogenase 23.1.2.030 lcl|B6SKW5_MAIZE 

B4F8Z3_MAIZE Putative uncharacterized protein gb|ACG43292.1| adenylosuccinate lyase [Zea 
mays] 

Nucleotide metabolism.synthesis.purine.SAICAR 
lyase 23.1.2.08 lcl|B4F8Z3_MAIZE 

B4FY50_MAIZE Putative uncharacterized protein gb|ACG34132.1| phosphoribosylaminoimidazole-
succinocarboxamide synthase [Zea mays] 

Nucleotide metabolism.synthesis.purine.SAICAR 
synthetase 23.1.2.07 lcl|B4FY50_MAIZE 

B4FLG7_MAIZE Putative uncharacterized protein gb|ACG40134.1| adenylate cyclase [Zea mays] Nucleotide metabolism.synthesis.purines 23.1.2.1001 lcl|B4FLG7_MAIZE 

B4FNZ5_MAIZE Putative uncharacterized protein gb|ACG39594.1| MTA/SAH nucleosidase [Zea 
mays] Nucleotide metabolism.synthesis.purines 23.1.2.1002 lcl|B4FNZ5_MAIZE 

B6T6Q7_MAIZE Putative uncharacterized protein gb|ACG32790.1| aspartate carbamoyltransferase 
1 [Zea mays] 

Nucleotide metabolism.synthesis.pyrimidine.aspartate 
transcarbamoylase 23.1.1.02 lcl|B6T6Q7_MAIZE 
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B4FF47_MAIZE Putative uncharacterized protein gb|ACG34003.1| carbamoyl-phosphate synthase 
small chain [Zea mays] 

Nucleotide 
metabolism.synthesis.pyrimidine.carbamoyl 

phosphate synthetase 
23.1.1.01 lcl|B4FF47_MAIZE 

B6SHC1_MAIZE Putative uncharacterized protein gb|ACG24254.1| CTP synthase [Zea mays] Nucleotide metabolism.synthesis.pyrimidine.CTP 
synthetase 23.1.1.010 lcl|B6SHC1_MAIZE 

B6SXZ9_MAIZE Putative uncharacterized protein gb|ACG29732.1| CTP synthase [Zea mays] Nucleotide metabolism.synthesis.pyrimidine.CTP 
synthetase 23.1.1.010 lcl|B6SXZ9_MAIZE 

B6U892_MAIZE Putative uncharacterized protein gb|ACG45575.1| dihydroorotate dehydrogenase 
[Zea mays] 

Nucleotide 
metabolism.synthesis.pyrimidine.dihydroorotate 

dehydrogenase 
23.1.1.04 lcl|B6U892_MAIZE 

B4G0S0_MAIZE UMP synthase gb|AAF86339.1|AF277454_1 UMP synthase [Zea 
mays] 

Nucleotide metabolism.synthesis.pyrimidine.UMP 
Synthase 23.1.1.05 lcl|B4G0S0_MAIZE 

B6U6P0_MAIZE Putative uncharacterized protein gb|ACG45023.1| cyclic phosphodiesterase [Zea 
mays] Nucleotide metabolism.synthesis.unspecified 23.1.99 lcl|B6U6P0_MAIZE 

B6T8Y0_MAIZE Putative uncharacterized protein gb|ACG33563.1| ferredoxin [Zea mays] OPP.electron transfer 7.3 lcl|B6T8Y0_MAIZE 

B6TVC7_MAIZE Putative uncharacterized protein gb|ACG41060.1| ferredoxin [Zea mays] OPP.electron transfer 7.3 lcl|B6TVC7_MAIZE 

B4FI05_MAIZE Putative uncharacterized protein gb|ACG35047.1| ferredoxin--NADP reductase, 
embryo isozyme [Zea mays] OPP.electron transfer 7.3 lcl|B4FI05_MAIZE 

B4G043_MAIZE Ferredoxin--NADP reductase gb|ACG39703.1| ferredoxin--NADP reductase, 
root isozyme [Zea mays] OPP.electron transfer 7.3 lcl|B4G043_MAIZE 

B6TI56_MAIZE Putative uncharacterized protein gb|ACG36789.1| ribose-5-phosphate isomerase 
[Zea mays] OPP.non-reductive PP.ribose 5-phosphate isomerase 7.2.04 lcl|B6TI56_MAIZE 

B6TS38_MAIZE Putative uncharacterized protein gb|ACG39921.1| ribose-5-phosphate isomerase 
[Zea mays] OPP.non-reductive PP.ribose 5-phosphate isomerase 7.2.04 lcl|B6TS38_MAIZE 

B6U823_MAIZE Putative uncharacterized protein gb|ACG45506.1| ribose-5-phosphate isomerase 
[Zea mays] OPP.non-reductive PP.ribose 5-phosphate isomerase 7.2.04 lcl|B6U823_MAIZE 

B6TIR4_MAIZE Putative uncharacterized protein gb|ACG36997.1| ribulose-phosphate 3-epimerase 
[Zea mays] 

OPP.non-reductive PP.ribulose-phosphate 3-
epimerase 7.2.03 lcl|B6TIR4_MAIZE 

B4FRC9_MAIZE Putative uncharacterized protein gb|ACG39146.1| transaldolase 2 [Zea mays] OPP.non-reductive PP.transaldolase 7.2.02 lcl|B4FRC9_MAIZE 

B6TS84_MAIZE Putative uncharacterized protein gb|ACG39967.1| transaldolase 2 [Zea mays] OPP.non-reductive PP.transaldolase 7.2.02 lcl|B6TS84_MAIZE 

B4FSV6_MAIZE 6-phosphogluconate dehydrogenase, 
decarboxylating 

gb|AAC27703.1| putative cytosolic 6-
phosphogluconate dehydrogenase [Zea mays] 

OPP.oxidative PP.6-phosphogluconate 
dehydrogenase 7.1.03 lcl|B4FSV6_MAIZE 

B6T4X5_MAIZE Putative uncharacterized protein gb|ACG32158.1| 2-hydroxy-3-oxopropionate 
reductase [Zea mays] 

OPP.oxidative PP.6-phosphogluconate 
dehydrogenase 7.1.03 lcl|B6T4X5_MAIZE 

B6TX10_MAIZE Putative uncharacterized protein gb|ACG41643.1| 6-phosphogluconate 
dehydrogenase, decarboxylating [Zea mays] 

OPP.oxidative PP.6-phosphogluconate 
dehydrogenase 7.1.03 lcl|B6TX10_MAIZE 
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O81237_MAIZE 6-phosphogluconate dehydrogenase, 
decarboxylating 

gb|AAC27702.1| putative cytosolic 6-
phosphogluconate dehydrogenase [Zea mays] 

OPP.oxidative PP.6-phosphogluconate 
dehydrogenase 7.1.03 lcl|O81237_MAIZE 

Q9SBJ3_MAIZE 6-phosphogluconate dehydrogenase 
isoenzyme A 

gb|AAC79949.1| 6-phosphogluconate 
dehydrogenase isoenzyme A [Zea mays] 

OPP.oxidative PP.6-phosphogluconate 
dehydrogenase 7.1.03 lcl|Q9SBJ3_MAIZE 

B6U705_MAIZE Putative uncharacterized protein gb|ACG45138.1| 6-phosphogluconolactonase 
[Zea mays] OPP.oxidative PP.6-phosphogluconolactonase 7.1.02 lcl|B6U705_MAIZE 

B6UAK0_MAIZE Putative uncharacterized protein gb|ACG46383.1| 6-phosphogluconolactonase 
[Zea mays] OPP.oxidative PP.6-phosphogluconolactonase 7.1.02 lcl|B6UAK0_MAIZE 

B6SWV1_MAIZE Putative uncharacterized protein gb|ACG29334.1| glucose-6-phosphate 1-
dehydrogenase 2 [Zea mays] OPP.oxidative PP.G6PD 7.1.01 lcl|B6SWV1_MAIZE 

B6TSB3_MAIZE Putative uncharacterized protein gb|ACG39996.1| glucose-6-phosphate 1-
dehydrogenase, cytoplasmic isoform [Zea mays] OPP.oxidative PP.G6PD 7.1.01 lcl|B6TSB3_MAIZE 

PAO_MAIZE Polyamine oxidase emb|CAA05249.1| polyamine oxidase [Zea mays] Polyamine metabolism.degradation.polyamin oxidase 22.2.1 lcl|PAO_MAIZE 

B6TJ57_MAIZE Putative uncharacterized protein gb|ACG37140.1| agmatine deiminase [Zea mays] Polyamine metabolism.synthesis.agmatine deiminase 22.1.04 lcl|B6TJ57_MAIZE 

B6TGE6_MAIZE Putative uncharacterized protein gb|EEF46118.1| nitrilase and fragile histidine triad 
fusion protein, putative [Ricinus communis] 

Polyamine metabolism.synthesis.N-
carbamoylputrescine amidohydrolase 22.1.05 lcl|B6TGE6_MAIZE 

B6TKZ3_MAIZE Putative uncharacterized protein gb|ACG37776.1| hydrolase, carbon-nitrogen 
family [Zea mays] 

Polyamine metabolism.synthesis.N-
carbamoylputrescine amidohydrolase 22.1.05 lcl|B6TKZ3_MAIZE 

B6TA19_MAIZE Putative uncharacterized protein gb|ACG33952.1| spermidine synthase 1 [Zea 
mays] 

Polyamine metabolism.synthesis.spermidine 
synthase 22.1.06 lcl|B6TA19_MAIZE 

B6TCM9_MAIZE Putative uncharacterized protein gb|ACG34862.1| spermidine synthase 1 [Zea 
mays] 

Polyamine metabolism.synthesis.spermidine 
synthase 22.1.06 lcl|B6TCM9_MAIZE 

B6TCZ1_MAIZE Putative uncharacterized protein gb|ACG34974.1| spermidine synthase 1 [Zea 
mays] 

Polyamine metabolism.synthesis.spermidine 
synthase 22.1.06 lcl|B6TCZ1_MAIZE 

B4FSA2_MAIZE Putative uncharacterized protein gb|ACG36637.1| thioredoxin domain-containing 
protein 9 [Zea mays] Protein.aa activation 29.1 lcl|B4FSA2_MAIZE 

B6SUK1_MAIZE Putative uncharacterized protein gb|ACG28534.1| ligatin [Zea mays] Protein.aa activation 29.1 lcl|B6SUK1_MAIZE 

B6T773_MAIZE Putative uncharacterized protein gb|ACG32956.1| tryptophanyl-tRNA synthetase 
[Zea mays] Protein.aa activation 29.1 lcl|B6T773_MAIZE 

B4FVK0_MAIZE Putative uncharacterized protein gb|ACG29841.1| arginyl-tRNA synthetase [Zea 
mays] Protein.aa activation.arginine-tRNA ligase 29.1.019 lcl|B4FVK0_MAIZE 

B6SVU1_MAIZE Putative uncharacterized protein gb|ACG28974.1| asparaginyl-tRNA synthetase, 
cytoplasmic 3 [Zea mays] Protein.aa activation.asparagine-tRNA ligase 29.1.022 lcl|B6SVU1_MAIZE 

B6TIG4_MAIZE Putative uncharacterized protein gb|ACG36897.1| aspartyl-tRNA synthetase [Zea 
mays] Protein.aa activation.aspartate-tRNA ligase 29.1.012 lcl|B6TIG4_MAIZE 
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B4FNF8_MAIZE Putative uncharacterized protein 
gb|ABA97739.1| Bifunctional aminoacyl-tRNA 
synthetase, putative, expressed [Oryza sativa 

Japonica Group] 

Protein.aa activation.bifunctional aminoacyl-tRNA 
synthetase 29.1.040 lcl|B4FNF8_MAIZE 

B6SH65_MAIZE Putative uncharacterized protein gb|ACG24198.1| cysteinyl-tRNA synthetase [Zea 
mays] Protein.aa activation.cysteine-tRNA ligase 29.1.016 lcl|B6SH65_MAIZE 

B6SRU1_MAIZE Putative uncharacterized protein gb|ACG27574.1| glutamyl-tRNA synthetase, 
cytoplasmic [Zea mays] Protein.aa activation.glutamate-tRNA ligase 29.1.017 lcl|B6SRU1_MAIZE 

B6UC34_MAIZE Putative uncharacterized protein gb|ACG46917.1| glutaminyl-tRNA synthetase 
[Zea mays] Protein.aa activation.glutamine-tRNA ligase 29.1.018 lcl|B6UC34_MAIZE 

B6SML1_MAIZE Putative uncharacterized protein gb|EEF50124.1| glycyl-tRNA synthetase, putative 
[Ricinus communis] Protein.aa activation.glycine-tRNA ligase 29.1.014 lcl|B6SML1_MAIZE 

B6U749_MAIZE Putative uncharacterized protein gb|AAM64494.1| glycyl tRNA synthetase, putative 
[Arabidopsis thaliana] Protein.aa activation.glycine-tRNA ligase 29.1.014 lcl|B6U749_MAIZE 

B6UAF3_MAIZE Putative uncharacterized protein gb|EEF35924.1| leucyl-tRNA synthetase, putative 
[Ricinus communis] Protein.aa activation.leucine-tRNA ligase 29.1.04 lcl|B6UAF3_MAIZE 

B4FY29_MAIZE Putative uncharacterized protein gb|ACG24307.1| lysyl-tRNA synthetase [Zea 
mays] Protein.aa activation.lysine-tRNA ligase 29.1.06 lcl|B4FY29_MAIZE 

B6SHH4_MAIZE Putative uncharacterized protein gb|ACG24307.1| lysyl-tRNA synthetase [Zea 
mays] Protein.aa activation.lysine-tRNA ligase 29.1.06 lcl|B6SHH4_MAIZE 

B6T3D4_MAIZE Putative uncharacterized protein gb|ACG31617.1| methionyl-tRNA synthetase 
[Zea mays] Protein.aa activation.methionine-tRNA ligase 29.1.010 lcl|B6T3D4_MAIZE 

B6SHI1_MAIZE Putative uncharacterized protein gb|ACG24314.1| phenylalanyl-tRNA synthetase 
beta chain [Zea mays] Protein.aa activation.phenylalanine-tRNA ligase 29.1.020 lcl|B6SHI1_MAIZE 

B6SS66_MAIZE Putative uncharacterized protein 
gb|ABB47545.1| phenylalanyl-tRNA synthetase 
alpha chain, putative, expressed [Oryza sativa 

Japonica Group] 
Protein.aa activation.phenylalanine-tRNA ligase 29.1.020 lcl|B6SS66_MAIZE 

B4FSU2_MAIZE Putative uncharacterized protein gb|ACG27494.1| rho guanine nucleotide 
exchange factor [Zea mays] Protein.aa activation.proline-tRNA ligase 29.1.015 lcl|B4FSU2_MAIZE 

B6TJ63_MAIZE Putative uncharacterized protein ref|NP_001031149.1| YbaK/prolyl-tRNA 
synthetase family protein [Arabidopsis thaliana] Protein.aa activation.proline-tRNA ligase 29.1.015 lcl|B6TJ63_MAIZE 

B4FQC4_MAIZE Putative uncharacterized protein emb|CAA07600.1| seryl-tRNA synthetase [Zea 
mays] Protein.aa activation.serine-tRNA ligase 29.1.011 lcl|B4FQC4_MAIZE 

B4FRC4_MAIZE Seryl-tRNA synthetase emb|CAA07600.1| seryl-tRNA synthetase [Zea 
mays] Protein.aa activation.serine-tRNA ligase 29.1.011 lcl|B4FRC4_MAIZE 

B4FKK9_MAIZE Putative uncharacterized protein gb|ACG34598.1| tyrosyl-tRNA synthetase [Zea 
mays] Protein.aa activation.tyrosine-tRNA ligase 29.1.01 lcl|B4FKK9_MAIZE 
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B6T638_MAIZE Putative uncharacterized protein gb|ACG32571.1| tyrosyl-tRNA synthetase [Zea 
mays] Protein.aa activation.tyrosine-tRNA ligase 29.1.01 lcl|B6T638_MAIZE 

B4FN02_MAIZE Putative uncharacterized protein gb|ACG24501.1| nifU-like N-terminal domain-
containing protein [Zea mays] Protein.assembly and cofactor ligation 29.8 lcl|B4FN02_MAIZE 

B4FT76_MAIZE Putative uncharacterized protein gb|EEF38723.1| abc transporter, putative 
[Ricinus communis] Protein.assembly and cofactor ligation 29.8 lcl|B4FT76_MAIZE 

B4FU40_MAIZE Putative uncharacterized protein gb|ACG35436.1| nucleotide-binding protein 1 
[Zea mays] Protein.assembly and cofactor ligation 29.8 lcl|B4FU40_MAIZE 

A6YSM2_MAIZE PL5L15 gb|ACG27992.1| ATP-dependent Clp protease 
proteolytic subunit 2 [Zea mays] Protein.degradation 29.5 lcl|A6YSM2_MAIZE 

B4F869_MAIZE Putative uncharacterized protein gb|EEF40239.1| proline iminopeptidase, putative 
[Ricinus communis] Protein.degradation 29.5 lcl|B4F869_MAIZE 

B4F871_MAIZE Putative uncharacterized protein gb|ACG24486.1| YLS5 [Zea mays] Protein.degradation 29.5 lcl|B4F871_MAIZE 

B4FH62_MAIZE Putative uncharacterized protein gb|ACG33645.1| NAD-dependent 
epimerase/dehydratase [Zea mays] Protein.degradation 29.5 lcl|B4FH62_MAIZE 

B4FNB7_MAIZE Putative uncharacterized protein gb|ACG59943.1| metacaspase type II [Nicotiana 
tabacum] Protein.degradation 29.5 lcl|B4FNB7_MAIZE 

B4FW57_MAIZE Putative uncharacterized protein dbj|BAA98181.1| oligopeptidase A [Arabidopsis 
thaliana] Protein.degradation 29.5 lcl|B4FW57_MAIZE 

B4FZ01_MAIZE Putative uncharacterized protein gb|ABG73442.1| UBX domain-containing protein 
[Oryza brachyantha] Protein.degradation 29.5 lcl|B4FZ01_MAIZE 

B4G1E4_MAIZE Putative uncharacterized protein gb|ACG46729.1| gamma-glutamyl hydrolase 
precursor [Zea mays] Protein.degradation 29.5 lcl|B4G1E4_MAIZE 

B4G1Z4_MAIZE Putative uncharacterized protein gb|AAD13216.1| latex-abundant protein [Hevea 
brasiliensis] Protein.degradation 29.5 lcl|B4G1Z4_MAIZE 

B6SP44_MAIZE Putative uncharacterized protein gb|ACG26627.1| glutamate carboxypeptidase 2 
[Zea mays] Protein.degradation 29.5 lcl|B6SP44_MAIZE 

B6T6P7_MAIZE Putative uncharacterized protein gb|ACG32780.1| UBA and UBX domain-
containing protein [Zea mays] Protein.degradation 29.5 lcl|B6T6P7_MAIZE 

B6T962_MAIZE Putative uncharacterized protein gb|ACG33645.1| NAD-dependent 
epimerase/dehydratase [Zea mays] Protein.degradation 29.5 lcl|B6T962_MAIZE 

B6TBW4_MAIZE Putative uncharacterized protein gb|ACG34597.1| proliferation-associated protein 
2G4 [Zea mays] Protein.degradation 29.5 lcl|B6TBW4_MAIZE 

B6TEJ4_MAIZE Putative uncharacterized protein gb|ACG35527.1| pyrrolidone carboxyl peptidase 
[Zea mays] Protein.degradation 29.5 lcl|B6TEJ4_MAIZE 
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B6THK8_MAIZE Putative uncharacterized protein gb|ACG36591.1| UBA and UBX domain-
containing protein [Zea mays] Protein.degradation 29.5 lcl|B6THK8_MAIZE 

B6TIJ2_MAIZE Putative uncharacterized protein gb|ACG36925.1| acetylornithine deacetylase [Zea 
mays] Protein.degradation 29.5 lcl|B6TIJ2_MAIZE 

B6TLS0_MAIZE Putative uncharacterized protein gb|ACG38053.1| ubiquitin carboxyl-terminal 
hydrolase isozyme L3 [Zea mays] Protein.degradation 29.5 lcl|B6TLS0_MAIZE 

B6TPF1_MAIZE Putative uncharacterized protein gb|AAD56314.1|AC009326_1 putative signal 
peptidase [Arabidopsis thaliana] Protein.degradation 29.5 lcl|B6TPF1_MAIZE 

B6TRZ5_MAIZE Putative uncharacterized protein gb|ACG39878.1| ATP-dependent Clp protease 
proteolytic subunit [Zea mays] Protein.degradation 29.5 lcl|B6TRZ5_MAIZE 

B6U0I0_MAIZE Putative uncharacterized protein gb|ACG42863.1| xaa-Pro aminopeptidase 1 [Zea 
mays] Protein.degradation 29.5 lcl|B6U0I0_MAIZE 

B6U134_MAIZE Putative uncharacterized protein gb|AAL86330.1| putative prolyl endopeptidase 
[Arabidopsis thaliana] Protein.degradation 29.5 lcl|B6U134_MAIZE 

B6U4F7_MAIZE Putative uncharacterized protein gb|ACG44240.1| acylamino-acid-releasing 
enzyme [Zea mays] Protein.degradation 29.5 lcl|B6U4F7_MAIZE 

B6U6Q9_MAIZE Putative uncharacterized protein gb|ABG73442.1| UBX domain-containing protein 
[Oryza brachyantha] Protein.degradation 29.5 lcl|B6U6Q9_MAIZE 

B6UBJ6_MAIZE Putative uncharacterized protein gb|ACG46729.1| gamma-glutamyl hydrolase 
precursor [Zea mays] Protein.degradation 29.5 lcl|B6UBJ6_MAIZE 

B4FFH4_MAIZE Putative uncharacterized protein dbj|BAA13101.1| N-ethylmaleimide sensitive 
fusion protein [Nicotiana tabacum] Protein.degradation.AAA type 29.5.9 lcl|B4FFH4_MAIZE 

B4FNM6_MAIZE Putative uncharacterized protein gb|ACG38020.1| vacuolar sorting protein 4b [Zea 
mays] Protein.degradation.AAA type 29.5.9 lcl|B4FNM6_MAIZE 

B6SP25_MAIZE Putative uncharacterized protein dbj|BAA97497.1| aspartyl aminopeptidase 
[Arabidopsis thaliana] Protein.degradation.aspartate protease 29.5.04 lcl|B6SP25_MAIZE 

B6T706_MAIZE Putative uncharacterized protein gb|ACG32889.1| aspartic proteinase oryzasin-1 
precursor [Zea mays] Protein.degradation.aspartate protease 29.5.04 lcl|B6T706_MAIZE 

B6TSQ9_MAIZE Putative uncharacterized protein gb|ACG40142.1| aspartic proteinase oryzasin-1 
precursor [Zea mays] Protein.degradation.aspartate protease 29.5.04 lcl|B6TSQ9_MAIZE 

B6TY21_MAIZE Putative uncharacterized protein dbj|BAA02242.1| aspartic proteinase [Oryza 
sativa Japonica Group] Protein.degradation.aspartate protease 29.5.04 lcl|B6TY21_MAIZE 

B6SIF1_MAIZE Putative uncharacterized protein gb|ACG24634.1| autophagy-related protein 8 
precursor [Zea mays] Protein.degradation.autophagy 29.5.2 lcl|B6SIF1_MAIZE 

B6SUL0_MAIZE Putative uncharacterized protein gb|ACG28543.1| autophagy-related protein 8 
precursor [Zea mays] Protein.degradation.autophagy 29.5.2 lcl|B6SUL0_MAIZE 
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B6U6K9_MAIZE Putative uncharacterized protein gb|ACG44992.1| autophagy-related protein 3 
[Zea mays] Protein.degradation.autophagy 29.5.2 lcl|B6U6K9_MAIZE 

B4F9B5_MAIZE Cysteine proteinase 2 dbj|BAA08245.1| cysteine proteinase [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4F9B5_MAIZE 

B4FS65_MAIZE Putative uncharacterized protein gb|ACG30386.1| thiol protease SEN102 
precursor [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4FS65_MAIZE 

B4FS90_MAIZE Putative uncharacterized protein gb|ACG38208.1| cysteine protease 1 precursor 
[Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4FS90_MAIZE 

B4FU56_MAIZE Putative uncharacterized protein gb|ACG41708.1| cysteine proteinase RD21a 
precursor [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4FU56_MAIZE 

B4FV48_MAIZE Putative uncharacterized protein gb|ACG33316.1| multidomain cystatin [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4FV48_MAIZE 

B4FX40_MAIZE Cysteine proteinase 1 dbj|BAA08244.1| cysteine proteinase [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B4FX40_MAIZE 

B6TGM9_MAIZE Putative uncharacterized protein gb|ACG36262.1| cysteine protease 1 precursor 
[Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TGM9_MAIZE 

B6TIC7_MAIZE Putative uncharacterized protein gb|ACG36860.1| xylem cysteine proteinase 2 
precursor [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TIC7_MAIZE 

B6TLR9_MAIZE Putative uncharacterized protein gb|ACG38052.1| cathepsin B-like cysteine 
proteinase 3 precursor [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TLR9_MAIZE 

B6TMF0_MAIZE Cystatin-1 gb|ACG38283.1| cystatin-1 precursor [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TMF0_MAIZE 

B6TMV9_MAIZE Putative uncharacterized protein gb|ACG38442.1| cysteine protease 1 precursor 
[Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TMV9_MAIZE 

B6TV98_MAIZE Putative uncharacterized protein gb|ACG41031.1| OTU domain-containing protein 
6B [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|B6TV98_MAIZE 

O22499_MAIZE Cysteine proteinase Mir2 gb|AAB88262.1| cysteine proteinase Mir2 [Zea 
mays] Protein.degradation.cysteine protease 29.5.3 lcl|O22499_MAIZE 

P93627_MAIZE Cysteine proteinase inhibitor (Putative 
cystatin) 

dbj|BAA09666.1| cysteine proteinase inhibitor 
[Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|P93627_MAIZE 

Q4FZ53_MAIZE Putative cystatin tpe|CAG29023.1| TPA: putative cystatin [Zea 
mays] Protein.degradation.cysteine protease 29.5.3 lcl|Q4FZ53_MAIZE 

Q9SLY9_MAIZE Cysteine protease component of 
protease-inhibitor 

dbj|BAA88898.1| cysteine protease component of 
protease-inhibitor complex [Zea mays] Protein.degradation.cysteine protease 29.5.3 lcl|Q9SLY9_MAIZE 

B4FZK6_MAIZE Putative uncharacterized protein gb|ACG35172.1| methionine aminopeptidase 1A 
[Zea mays] Protein.degradation.metalloprotease 29.5.7 lcl|B4FZK6_MAIZE 

B4G1F6_MAIZE Putative uncharacterized protein gb|ACG36123.1| methionine aminopeptidase 1A 
[Zea mays] Protein.degradation.metalloprotease 29.5.7 lcl|B4G1F6_MAIZE 
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B6SWK4_MAIZE Putative uncharacterized protein gb|EEH57326.1| pub domain/WLM domain 
protein [Micromonas pusilla CCMP1545] Protein.degradation.metalloprotease 29.5.7 lcl|B6SWK4_MAIZE 

B6T4I0_MAIZE Putative uncharacterized protein emb|CAL55762.1| Mitochondrial inner membrane 
protease, subunit IMP2 (ISS) [Ostreococcus tauri] Protein.degradation.serine protease 29.5.5 lcl|B6T4I0_MAIZE 

B6UG11_MAIZE Putative uncharacterized protein 
emb|CAL56388.1| 

Phospholipase/carboxyhydrolase (ISS) 
[Ostreococcus tauri] 

Protein.degradation.serine protease 29.5.5 lcl|B6UG11_MAIZE 

B4FBF2_MAIZE Putative uncharacterized protein gb|ACG46232.1| serine carboxypeptidase-like 
precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B4FBF2_MAIZE 

B4FCB4_MAIZE Putative uncharacterized protein gb|ACG38162.1| serine carboxypeptidase 
K10B2.2 precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B4FCB4_MAIZE 

B4FL89_MAIZE Putative uncharacterized protein gb|EEF46889.1| chaperone clpb, putative 
[Ricinus communis] Protein.degradation.serine protease 29.5.5 lcl|B4FL89_MAIZE 

B4FNF5_MAIZE Putative uncharacterized protein 
dbj|BAD81195.1| putative ATP-dependent Clp 

protease proteolytic subunit [Oryza sativa 
Japonica Group] 

Protein.degradation.serine protease 29.5.5 lcl|B4FNF5_MAIZE 

B4FRC3_MAIZE Putative uncharacterized protein gb|ACG34713.1| serine carboxypeptidase 1 
precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B4FRC3_MAIZE 

B4G1Q6_MAIZE Putative uncharacterized protein gb|ACG39906.1| protein Z [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B4G1Q6_MAIZE 

B6SKN2_MAIZE Putative uncharacterized protein gb|ACG46590.1| lysosomal protective protein 
precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B6SKN2_MAIZE 

B6THH6_MAIZE Putative uncharacterized protein gb|ACG36559.1| prolyl carboxypeptidase like 
protein [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B6THH6_MAIZE 

B6TQW0_MAIZE Putative uncharacterized protein gb|EEF33996.1| serine carboxypeptidase, 
putative [Ricinus communis] Protein.degradation.serine protease 29.5.5 lcl|B6TQW0_MAIZE 

B6TXF8_MAIZE Putative uncharacterized protein gb|ACG41791.1| serine carboxypeptidase 1 
precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B6TXF8_MAIZE 

B6TZH2_MAIZE Putative uncharacterized protein dbj|BAB08738.1| ATP-dependent Clp protease, 
ATP-binding subunit [Arabidopsis thaliana] Protein.degradation.serine protease 29.5.5 lcl|B6TZH2_MAIZE 

B6U5U4_MAIZE Putative uncharacterized protein gb|ACG44727.1| virulence-related protein Nf314 
[Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B6U5U4_MAIZE 

B6UB57_MAIZE Putative uncharacterized protein gb|ACG46590.1| lysosomal protective protein 
precursor [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|B6UB57_MAIZE 

LONH2_MAIZE Lon protease homolog 2, mitochondrial gb|AAC50021.1| LON2 [Zea mays] Protein.degradation.serine protease 29.5.5 lcl|LONH2_MAIZE 

B4FRU4_MAIZE Putative uncharacterized protein gb|ACG37494.1| 26S proteasome non-ATPase 
regulatory subunit 4 [Zea mays] Protein.degradation.ubiquitin 29.5.11 lcl|B4FRU4_MAIZE 
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B4G0G8_MAIZE Putative uncharacterized protein 
gb|EEF41224.1| ubiquitin-associated uba/ubx 
domain-containing protein, putative [Ricinus 

communis] 
Protein.degradation.ubiquitin 29.5.11 lcl|B4G0G8_MAIZE 

B6SXA8_MAIZE Putative uncharacterized protein gb|ACG29491.1| ubiquitin-fold modifier 1 
precursor [Zea mays] Protein.degradation.ubiquitin 29.5.11 lcl|B6SXA8_MAIZE 

B6TBJ6_MAIZE Putative uncharacterized protein gb|ACG34479.1| ubiquitin fusion degradation 
protein 1 [Zea mays] Protein.degradation.ubiquitin 29.5.11 lcl|B6TBJ6_MAIZE 

B6TK61_MAIZE Putative uncharacterized protein gb|ACG37494.1| 26S proteasome non-ATPase 
regulatory subunit 4 [Zea mays] Protein.degradation.ubiquitin 29.5.11 lcl|B6TK61_MAIZE 

B6U9C6_MAIZE Putative uncharacterized protein 
gb|EEF42982.1| ubiquitin carboxyl-terminal 

hydrolase isozyme L5, putative [Ricinus 
communis] 

Protein.degradation.ubiquitin 29.5.11 lcl|B6U9C6_MAIZE 

B4FTG1_MAIZE Putative uncharacterized protein gb|ACG39900.1| ubiquitin-like 1-activating 
enzyme E1A [Zea mays] Protein.degradation.ubiquitin.E1 29.5.11.02 lcl|B4FTG1_MAIZE 

B6UD98_MAIZE Putative uncharacterized protein gb|EEF49457.1| ubiquitin-activating enzyme E1b, 
putative [Ricinus communis] Protein.degradation.ubiquitin.E1 29.5.11.02 lcl|B6UD98_MAIZE 

B6T7R3_MAIZE Putative uncharacterized protein gb|ACG33146.1| ufm1-conjugating enzyme 1 
[Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6T7R3_MAIZE 

B4FA99_MAIZE Putative uncharacterized protein gb|ACA24139.1| ubiquitin-conjugating enzyme 
[Lolium temulentum] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FA99_MAIZE 

B4FCQ9_MAIZE Putative uncharacterized protein gb|ACG44283.1| ubiquitin-conjugating enzyme 
E2-17 kDa [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FCQ9_MAIZE 

B4FDX9_MAIZE Putative uncharacterized protein gb|ACG32023.1| ubiquitin-conjugating enzyme 
E2 variant 1 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FDX9_MAIZE 

B4FFL4_MAIZE Putative uncharacterized protein gb|ACG24376.1| ubiquitin-conjugating enzyme 
E2-21 kDa 1 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FFL4_MAIZE 

B4FIK1_MAIZE Putative uncharacterized protein 
gb|ABB47726.2| Ubiquitin-conjugating enzyme 
E2-23 kDa, putative, expressed [Oryza sativa 

Japonica Group] 
Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FIK1_MAIZE 

B4FIY7_MAIZE Ubiquitin carrier protein gb|ACG48807.1| NEDD8-conjugating enzyme 
Ubc12-like [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FIY7_MAIZE 

B4FMX0_MAIZE Putative uncharacterized protein gb|ACG36729.1| ubiquitin-conjugating enzyme 
E2 W [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FMX0_MAIZE 

B4FNT2_MAIZE Putative uncharacterized protein gb|AAC12662.1| ubiquitin-conjugating enzyme 
protein E2 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FNT2_MAIZE 

B4FPA1_MAIZE Putative uncharacterized protein gb|ACG31105.1| ubiquitin-conjugating enzyme 
E2 N [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B4FPA1_MAIZE 
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B6SIC6_MAIZE Putative uncharacterized protein gb|ACG31105.1| ubiquitin-conjugating enzyme 
E2 N [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6SIC6_MAIZE 

B6SIU1_MAIZE Putative uncharacterized protein gb|ACG29920.1| ubiquitin-conjugating enzyme 
E2-17 kDa 9 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6SIU1_MAIZE 

B6SK03_MAIZE Putative uncharacterized protein gb|ACG25186.1| ubiquitin-conjugating enzyme 
spm2 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6SK03_MAIZE 

B6T1X2_MAIZE Putative uncharacterized protein gb|ACG31105.1| ubiquitin-conjugating enzyme 
E2 N [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6T1X2_MAIZE 

B6TBV0_MAIZE Putative uncharacterized protein gb|ACG25186.1| ubiquitin-conjugating enzyme 
spm2 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6TBV0_MAIZE 

B6TNG3_MAIZE Putative uncharacterized protein gb|ACG38646.1| ubiquitin-conjugating enzyme 
E2-22 kDa [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6TNG3_MAIZE 

B6U4L3_MAIZE Putative uncharacterized protein gb|ACG25186.1| ubiquitin-conjugating enzyme 
spm2 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6U4L3_MAIZE 

B6UHU0_MAIZE Putative uncharacterized protein gb|ACG48923.1| ubiquitin-conjugating enzyme 
E2-21 kDa 1 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|B6UHU0_MAIZE 

O22656_MAIZE Ubiquitin carrier protein gb|AAC12662.1| ubiquitin-conjugating enzyme 
protein E2 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|O22656_MAIZE 

O24560_MAIZE Ubiquitin carrier protein gb|ACG38976.1| ubiquitin-conjugating enzyme 
E2 7 [Zea mays] Protein.degradation.ubiquitin.E2 29.5.11.03 lcl|O24560_MAIZE 

B4FMP2_MAIZE Putative uncharacterized protein gb|ACG34738.1| nitric oxide synthase interacting 
protein [Zea mays] Protein.degradation.ubiquitin.E3.RING 29.5.11.4.2 lcl|B4FMP2_MAIZE 

B6SXY9_MAIZE Putative uncharacterized protein gb|ACG29722.1| spotted leaf protein 11 [Zea 
mays] Protein.degradation.ubiquitin.E3.RING 29.5.11.4.2 lcl|B6SXY9_MAIZE 

B4FDU1_MAIZE Putative uncharacterized protein gb|ACG46345.1| SKP1-like protein 1A [Zea 
mays] Protein.degradation.ubiquitin.E3.SCF.SKP 29.5.11.4.3.1 lcl|B4FDU1_MAIZE 

B4FST4_MAIZE Putative uncharacterized protein gb|ACG31014.1| SKP1-like protein 1A [Zea 
mays] Protein.degradation.ubiquitin.E3.SCF.SKP 29.5.11.4.3.1 lcl|B4FST4_MAIZE 

B4FGY0_MAIZE Putative uncharacterized protein gb|ACG26315.1| calcyclin-binding protein [Zea 
mays] Protein.degradation.ubiquitin.E3.unspecified 29.5.11.4.99 lcl|B4FGY0_MAIZE 

B4FLI5_MAIZE Putative uncharacterized protein gb|ACG33749.1| DCN1-like protein 4 [Zea mays] Protein.degradation.ubiquitin.E3.unspecified 29.5.11.4.99 lcl|B4FLI5_MAIZE 

B4G1K3_MAIZE Putative uncharacterized protein gb|ACG33385.1| calcyclin-binding protein [Zea 
mays] Protein.degradation.ubiquitin.E3.unspecified 29.5.11.4.99 lcl|B4G1K3_MAIZE 

B6TM27_MAIZE Putative uncharacterized protein gb|ACG38160.1| DCN1-like protein 2 [Zea mays] Protein.degradation.ubiquitin.E3.unspecified 29.5.11.4.99 lcl|B6TM27_MAIZE 

B6TM99_MAIZE Putative uncharacterized protein gb|ACG38232.1| ubiquitin thioesterase otubain-
like protein [Zea mays] Protein.degradation.ubiquitin.E3.unspecified 29.5.11.4.99 lcl|B6TM99_MAIZE 
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B6U249_MAIZE Putative uncharacterized protein gb|ACG31683.1| 26S protease regulatory subunit 
S10B [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6U249_MAIZE 

B4FX39_MAIZE Putative uncharacterized protein gb|ACG39982.1| mov34/MPN/PAD-1 family 
protein [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FX39_MAIZE 

A3FMB9_MAIZE Proteasome subunit alpha type gb|ABN50362.1| 20S proteasome alpha 4 subunit 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|A3FMB9_MAIZE 

B4F7U0_MAIZE Putative uncharacterized protein emb|CAC19494.1| maize 20S proteasome alpha 
subunit [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4F7U0_MAIZE 

B4F822_MAIZE Putative uncharacterized protein gb|ABN50362.1| 20S proteasome alpha 4 subunit 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4F822_MAIZE 

B4FAR8_MAIZE Putative uncharacterized protein gb|EEF51721.1| proteasome subunit alpha type, 
putative [Ricinus communis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FAR8_MAIZE 

B4FBJ7_MAIZE Putative uncharacterized protein 
dbj|BAD72286.1| putative 26S proteasome 

regulatory particle triple-A ATPase subunit5a 
[Oryza sativa Japonica Group] 

Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FBJ7_MAIZE 

B4FCX3_MAIZE Putative uncharacterized protein gb|ACG39248.1| proteasome subunit beta type 4 
precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FCX3_MAIZE 

B4FCY9_MAIZE Putative uncharacterized protein gb|ACG40420.1| 26S proteasome non-ATPase 
regulatory subunit 8 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FCY9_MAIZE 

B4FDY6_MAIZE Putative uncharacterized protein gb|EEF51721.1| proteasome subunit alpha type, 
putative [Ricinus communis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FDY6_MAIZE 

B4FF65_MAIZE Putative uncharacterized protein gb|ACG31862.1| 26S proteasome non-ATPase 
regulatory subunit 11 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FF65_MAIZE 

B4FFJ8_MAIZE Putative uncharacterized protein gb|ACG37070.1| proteasome subunit alpha type 
7 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FFJ8_MAIZE 

B4FFX7_MAIZE Putative uncharacterized protein gb|ACG33652.1| proteasome subunit alpha type 
2 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FFX7_MAIZE 

B4FI86_MAIZE Putative uncharacterized protein dbj|BAA96838.1| beta 5 subunit of 20S 
proteasome [Oryza sativa Japonica Group] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FI86_MAIZE 

B4FJY5_MAIZE Putative uncharacterized protein gb|ACG35243.1| proteasome subunit beta type 7-
A precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FJY5_MAIZE 

B4FLQ8_MAIZE Putative uncharacterized protein gb|EEF52440.1| 26S proteasome non-ATPase 
regulatory subunit, putative [Ricinus communis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FLQ8_MAIZE 

B4FN21_MAIZE Putative uncharacterized protein gb|ACG33740.1| proteasome subunit beta type 4 
precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FN21_MAIZE 

B4FNK1_MAIZE Putative uncharacterized protein gb|ACG36246.1| proteasome subunit beta type 6 
precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FNK1_MAIZE 
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B4FPX0_MAIZE Putative uncharacterized protein gb|ACG38527.1| 26S proteasome non-ATPase 
regulatory subunit 9 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FPX0_MAIZE 

B4FQ29_MAIZE Putative uncharacterized protein gb|ACG36721.1| 26S proteasome non-ATPase 
regulatory subunit 13 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FQ29_MAIZE 

B4FQJ6_MAIZE Putative uncharacterized protein 
dbj|BAB17624.1| 26S proteasome regulatory 

particle triple-A ATPase subunit1 [Oryza sativa 
Japonica Group] 

Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FQJ6_MAIZE 

B4FQZ2_MAIZE Putative uncharacterized protein gb|ACG34075.1| 26S proteasome non-ATPase 
regulatory subunit 3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FQZ2_MAIZE 

B4FRD9_MAIZE Putative uncharacterized protein gb|EEF35495.1| eukaryotic translation initiation 
factor 3f, eif3f, putative [Ricinus communis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FRD9_MAIZE 

B4FRJ3_MAIZE Putative uncharacterized protein gb|ACG36246.1| proteasome subunit beta type 6 
precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FRJ3_MAIZE 

B4FRQ7_MAIZE Putative uncharacterized protein gb|ACG24603.1| proteasome subunit beta type 1 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FRQ7_MAIZE 

B4FS63_MAIZE Putative uncharacterized protein gb|ACF06631.1| 26S proteasome regulatory 
particle non-ATPase subunit 8 [Elaeis guineensis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FS63_MAIZE 

B4FSF1_MAIZE Putative uncharacterized protein gb|ACG38713.1| 26S protease regulatory subunit 
8 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FSF1_MAIZE 

B4FSH3_MAIZE Putative uncharacterized protein dbj|BAD73312.1| vacuolar protein sorting factor 
4B-like [Oryza sativa Japonica Group] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FSH3_MAIZE 

B4FSV5_MAIZE Putative uncharacterized protein gb|ACG37308.1| 26S protease regulatory subunit 
6A [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FSV5_MAIZE 

B4FTB5_MAIZE Putative uncharacterized protein gb|ACG27874.1| proteasome subunit beta type 7-
A precursor [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FTB5_MAIZE 

B4FTV9_MAIZE Putative uncharacterized protein gb|ACG31683.1| 26S protease regulatory subunit 
S10B [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FTV9_MAIZE 

B4FTW8_MAIZE Putative uncharacterized protein gb|ACG46313.1| 26S proteasome non-ATPase 
regulatory subunit 13 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FTW8_MAIZE 

B4FU37_MAIZE Putative uncharacterized protein gb|ACG34697.1| proteasome subunit alpha type 
3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FU37_MAIZE 

B4FVL1_MAIZE Putative uncharacterized protein gb|ACG31591.1| 26S proteasome non-ATPase 
regulatory subunit 6 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FVL1_MAIZE 

B4FY92_MAIZE Putative uncharacterized protein gb|ACN85156.1| 26S protease regulatory subunit 
S10B [Oryza nivara] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FY92_MAIZE 

B4FZ41_MAIZE Putative uncharacterized protein dbj|BAD25149.1| Proteasome subunit beta type 3 
[Oryza sativa Japonica Group] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FZ41_MAIZE 
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B4FZM3_MAIZE Putative uncharacterized protein 
gb|AAP53974.2| Cell division cycle protein 48, 

putative, expressed [Oryza sativa Japonica 
Group] 

Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4FZM3_MAIZE 

B4G120_MAIZE Putative uncharacterized protein dbj|BAG16528.1| putative 26S proteasome 
subunit RPN2a [Capsicum chinense] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B4G120_MAIZE 

B6SIM7_MAIZE Putative uncharacterized protein gb|ACG24710.1| proteasome subunit beta type 2 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6SIM7_MAIZE 

B6SMN8_MAIZE Putative uncharacterized protein gb|ACG26121.1| proteasome subunit beta type 1 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6SMN8_MAIZE 

B6T2S0_MAIZE Putative uncharacterized protein gb|ACG31403.1| 26S protease regulatory subunit 
4 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T2S0_MAIZE 

B6T3Y2_MAIZE Putative uncharacterized protein gb|ACG31815.1| vacuolar sorting protein 4b [Zea 
mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T3Y2_MAIZE 

B6T4A2_MAIZE Putative uncharacterized protein gb|ACG31935.1| proteasome subunit beta type 2 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T4A2_MAIZE 

B6T504_MAIZE Putative uncharacterized protein gb|ACG37199.1| proteasome subunit alpha type 
5 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T504_MAIZE 

B6T6B3_MAIZE Putative uncharacterized protein gb|ACG32646.1| PCI domain containing protein 
[Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T6B3_MAIZE 

B6T8X9_MAIZE Putative uncharacterized protein 
gb|AAP53974.2| Cell division cycle protein 48, 

putative, expressed [Oryza sativa Japonica 
Group] 

Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T8X9_MAIZE 

B6T969_MAIZE Putative uncharacterized protein gb|ACG33652.1| proteasome subunit alpha type 
2 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T969_MAIZE 

B6T9G1_MAIZE Putative uncharacterized protein gb|ACG33744.1| 26S proteasome non-ATPase 
regulatory subunit 6 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T9G1_MAIZE 

B6T9J2_MAIZE Putative uncharacterized protein dbj|BAA04615.1| rice homologue of Tat binding 
protein [Oryza sativa Japonica Group] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6T9J2_MAIZE 

B6TAJ3_MAIZE Putative uncharacterized protein gb|ACG34126.1| proteasome subunit alpha type 
1 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TAJ3_MAIZE 

B6TBF5_MAIZE Putative uncharacterized protein gb|ACF06585.1| 26S proteasome subunit RPN5b 
[Elaeis guineensis] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TBF5_MAIZE 

B6TBG8_MAIZE Putative uncharacterized protein gb|ACG34451.1| 26S proteasome non-ATPase 
regulatory subunit 3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TBG8_MAIZE 

B6TDT1_MAIZE proteasome regulatory complex ATPase 
RP 

gb|ACG39710.1| 26S protease regulatory subunit 
6B [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TDT1_MAIZE 
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B6TE60_MAIZE Putative uncharacterized protein dbj|BAC57725.1| proteasome inhibitor-like protein 
[Oryza sativa Japonica Group] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TE60_MAIZE 

B6TJB6_MAIZE Putative uncharacterized protein gb|ACG37199.1| proteasome subunit alpha type 
5 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TJB6_MAIZE 

B6TKD6_MAIZE Putative uncharacterized protein gb|ACG37569.1| proteasome subunit alpha type 
3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TKD6_MAIZE 

B6TWL4_MAIZE Putative uncharacterized protein gb|ACG41497.1| 26S proteasome non-ATPase 
regulatory subunit 11 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6TWL4_MAIZE 

B6UCR8_MAIZE Putative uncharacterized protein gb|ACG47151.1| proteasome subunit alpha type 
3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6UCR8_MAIZE 

B6UFQ0_MAIZE Putative uncharacterized protein gb|ACG48183.1| proteasome subunit alpha type 
3 [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|B6UFQ0_MAIZE 

Q5XML0_MAIZE Proteasome subunit beta type gb|AAU93515.1| putative beta 4 proteasome 
subunit [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|Q5XML0_MAIZE 

Q9FER4_MAIZE Proteasome subunit alpha type emb|CAC19494.1| maize 20S proteasome alpha 
subunit [Zea mays] Protein.degradation.ubiquitin.proteasom 29.5.11.20 lcl|Q9FER4_MAIZE 

B4FHK5_MAIZE Putative uncharacterized protein gb|ACG37912.1| NPL4 family protein [Zea mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.01 lcl|B4FHK5_MAIZE 

B4FFL1_MAIZE Putative uncharacterized protein gb|ACG27415.1| ubiquitin-like protein 5 [Zea 
mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B4FFL1_MAIZE 

B4FLL1_MAIZE Putative uncharacterized protein gb|ACG27415.1| ubiquitin-like protein 5 [Zea 
mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B4FLL1_MAIZE 

B4FPT7_MAIZE Putative uncharacterized protein gb|ACG31645.1| polyubiquitin 2 [Zea mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B4FPT7_MAIZE 

B4FV61_MAIZE Putative uncharacterized protein emb|CAI39214.1| BCL-2 binding anthanogene-1 
[Hordeum vulgare subsp. vulgare] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B4FV61_MAIZE 

B6SIL9_MAIZE Putative uncharacterized protein gb|ACG24702.1| 40S ribosomal protein S27a 
[Zea mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B6SIL9_MAIZE 

B6T2D8_MAIZE Putative uncharacterized protein gb|ACG24440.1| ubiquitin-like protein SMT3 [Zea 
mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|B6T2D8_MAIZE 

Q6LCT7_MAIZE Ubiquitin fusion protein (Putative 
uncharacterized protein) 

gb|ACG24702.1| 40S ribosomal protein S27a 
[Zea mays] Protein.degradation.ubiquitin.ubiquitin 29.5.11.1 lcl|Q6LCT7_MAIZE 

B4F9F9_MAIZE Putative uncharacterized protein gb|AAW39027.1| putative zinc finger protein 
[Oryza sativa Japonica Group] Protein.degradation.ubiquitin.ubiquitin protease 29.5.11.05 lcl|B4F9F9_MAIZE 

B4FGT6_MAIZE Putative uncharacterized protein dbj|BAC83609.1| putative ubiquitin-specific 
protease [Oryza sativa Japonica Group] Protein.degradation.ubiquitin.ubiquitin protease 29.5.11.05 lcl|B4FGT6_MAIZE 
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B4FHY8_MAIZE Putative uncharacterized protein 
gb|ABA98280.2| ubiquitin-specific protease 12, 

putative, expressed [Oryza sativa Japonica 
Group] 

Protein.degradation.ubiquitin.ubiquitin protease 29.5.11.05 lcl|B4FHY8_MAIZE 

B4FK00_MAIZE Putative uncharacterized protein gb|AAW39027.1| putative zinc finger protein 
[Oryza sativa Japonica Group] Protein.degradation.ubiquitin.ubiquitin protease 29.5.11.05 lcl|B4FK00_MAIZE 

B6T6V5_MAIZE Putative uncharacterized protein gb|ACG32838.1| ubiquitin carboxyl-terminal 
hydrolase 6 [Zea mays] Protein.degradation.ubiquitin.ubiquitin protease 29.5.11.05 lcl|B6T6V5_MAIZE 

B6SLQ1_MAIZE VIP3 protein gb|ACG25784.1| prefoldin subunit 4 [Zea mays] Protein.folding 29.6 lcl|B6SLQ1_MAIZE 

B6T5S0_MAIZE Putative uncharacterized protein gb|ACG32453.1| prefoldin subunit 6 [Zea mays] Protein.folding 29.6 lcl|B6T5S0_MAIZE 

B6TB46_MAIZE Putative uncharacterized protein gb|ACG34329.1| prefoldin subunit 2 [Zea mays] Protein.folding 29.6 lcl|B6TB46_MAIZE 

B4F848_MAIZE Putative uncharacterized protein gb|ACG41110.1| chaperonin [Zea mays] Protein.folding 29.6 lcl|B4F848_MAIZE 

B4F8V9_MAIZE Putative uncharacterized protein dbj|BAD16520.1| putative cytosolic chaperonin 
delta-subunit [Oryza sativa Japonica Group] Protein.folding 29.6 lcl|B4F8V9_MAIZE 

B4FAE4_MAIZE Putative uncharacterized protein gb|ACG27064.1| CHL-CPN10 [Zea mays] Protein.folding 29.6 lcl|B4FAE4_MAIZE 

B4FBN1_MAIZE Putative uncharacterized protein gb|ACG44161.1| CHL-CPN10 [Zea mays Protein.folding 29.6 lcl|B4FBN1_MAIZE 

B4FBP0_MAIZE Putative uncharacterized protein dbj|BAD45605.1| putative t-complex protein 1 
theta chain [Oryza sativa Japonica Group] Protein.folding 29.6 lcl|B4FBP0_MAIZE 

B4FE30_MAIZE Putative uncharacterized protein gb|ACG25854.1| chaperonin [Zea mays] Protein.folding 29.6 lcl|B4FE30_MAIZE 

B4FF57_MAIZE Putative uncharacterized protein gb|ACG33488.1| T-complex protein 1 subunit 
zeta [Zea mays] Protein.folding 29.6 lcl|B4FF57_MAIZE 

B4FLR0_MAIZE Putative uncharacterized protein gb|ACG38006.1| protein grpE [Zea mays] Protein.folding 29.6 lcl|B4FLR0_MAIZE 

B4FMM3_MAIZE Putative uncharacterized protein gb|EEF34967.1| chaperonin-60kD, ch60, putative 
[Ricinus communis] Protein.folding 29.6 lcl|B4FMM3_MAIZE 

B4FN51_MAIZE Putative uncharacterized protein gb|AAT45013.1| GrpE2 [Saccharum hybrid 
cultivar SP80-3280] Protein.folding 29.6 lcl|B4FN51_MAIZE 

B4FNZ2_MAIZE Putative uncharacterized protein gb|ACG31117.1| tubulin-specific chaperone A 
[Zea mays] Protein.folding 29.6 lcl|B4FNZ2_MAIZE 

B4FPZ7_MAIZE Putative uncharacterized protein gb|AAT45012.1| GrpE1 [Saccharum hybrid 
cultivar SP80-3280] Protein.folding 29.6 lcl|B4FPZ7_MAIZE 

B4FS49_MAIZE Putative uncharacterized protein gb|ACG33991.1| T-complex protein 1 subunit 
epsilon [Zea mays] Protein.folding 29.6 lcl|B4FS49_MAIZE 

B6SH83_MAIZE Putative uncharacterized protein gb|ACG24216.1| ruBisCO large subunit-binding 
protein subunit beta [Zea mays] Protein.folding 29.6 lcl|B6SH83_MAIZE 

B6SLX1_MAIZE Putative uncharacterized protein gb|ACG25854.1| chaperonin [Zea mays] Protein.folding 29.6 lcl|B6SLX1_MAIZE 
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B6SXW8_MAIZE Putative uncharacterized protein gb|ACG29701.1| ruBisCO large subunit-binding 
protein subunit alpha [Zea mays] Protein.folding 29.6 lcl|B6SXW8_MAIZE 

B6T8U7_MAIZE Putative uncharacterized protein gb|ACG33530.1| chaperonin [Zea mays] Protein.folding 29.6 lcl|B6T8U7_MAIZE 

B6T8X5_MAIZE Putative uncharacterized protein gb|ACG33558.1| T-complex protein 1 subunit 
beta [Zea mays] Protein.folding 29.6 lcl|B6T8X5_MAIZE 

B6TAA7_MAIZE Putative uncharacterized protein gb|ACG34040.1| chaperonin [Zea mays] Protein.folding 29.6 lcl|B6TAA7_MAIZE 

B6TJR6_MAIZE Putative uncharacterized protein 
gb|AAF05855.1|AC011698_6 putative T-complex 

protein 1, theta subunit (TCP-1-Theta) 
[Arabidopsis thaliana] 

Protein.folding 29.6 lcl|B6TJR6_MAIZE 

B6TKY3_MAIZE Putative uncharacterized protein gb|ACG37766.1| T-complex protein 1 subunit 
alpha [Zea mays] Protein.folding 29.6 lcl|B6TKY3_MAIZE 

B6TVY4_MAIZE Putative uncharacterized protein emb|CBA13552.1| cytosolic chaperonin, delta 
subunit [Glycine max] Protein.folding 29.6 lcl|B6TVY4_MAIZE 

B6TXQ6_MAIZE Putative uncharacterized protein gb|ACG41889.1| protein grpE [Zea mays] Protein.folding 29.6 lcl|B6TXQ6_MAIZE 

B6U280_MAIZE Putative uncharacterized protein gb|ACG24216.1| ruBisCO large subunit-binding 
protein subunit beta [Zea mays] Protein.folding 29.6 lcl|B6U280_MAIZE 

B6UCD0_MAIZE Putative uncharacterized protein gb|ACG47013.1| T-complex protein 1 subunit 
gamma [Zea mays] Protein.folding 29.6 lcl|B6UCD0_MAIZE 

CH61_MAIZE Chaperonin CPN60-1, mitochondrial gb|AAA33450.1| chaperonin 60 [Zea mays] Protein.folding 29.6 lcl|CH61_MAIZE 

CH62_MAIZE Chaperonin CPN60-2, mitochondrial emb|CAA78101.1| mitochondrial chaperonin-60 
[Zea mays] Protein.folding 29.6 lcl|CH62_MAIZE 

Q5XLE1_MAIZE Peptidyl-prolyl cis-trans isomerase gb|AAV28625.1| immunophilin [Zea mays] Protein.folding 29.6 lcl|Q5XLE1_MAIZE 

Q6B7Q9_MAIZE RuBisCo subunit binding-protein beta 
subunit 

gb|AAT90346.1| RuBisCo subunit binding-protein 
beta subunit [Zea mays] Protein.folding 29.6 lcl|Q6B7Q9_MAIZE 

B6TCC9_MAIZE Putative uncharacterized protein 

gb|ACG34762.1| dolichyl-
diphosphooligosaccharide--protein 

glycosyltransferase 67 kDasubunit precursor [Zea 
mays] 

Protein.glycosylation 29.7 lcl|B6TCC9_MAIZE 

B4FX20_MAIZE Putative uncharacterized protein gb|ACG49243.1| AKIN gamma [Zea mays] Protein.postranslational modification 29.4 lcl|B4FX20_MAIZE 

B6T8I6_MAIZE Putative uncharacterized protein dbj|BAD68291.1| putative Kelch-like protein 5 
[Oryza sativa Japonica Group] Protein.postranslational modification 29.4 lcl|B6T8I6_MAIZE 

B4FXY5_MAIZE Putative uncharacterized protein 
ref|NP_193847.2| HAP6 (HAPLESS 6); dolichyl-

diphosphooligosaccharide-protein 
glycotransferase [Arabidopsis thaliana] 

Protein.postranslational modification 29.4 lcl|B4FXY5_MAIZE 

B6T7K5_MAIZE Putative uncharacterized protein emb|CAD32336.1| transglutaminase [Zea mays] Protein.postranslational modification 29.4 lcl|B6T7K5_MAIZE 
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B6TCV9_MAIZE Putative uncharacterized protein gb|ACG34942.1| lanC-like protein 2 [Zea mays] Protein.postranslational modification 29.4 lcl|B6TCV9_MAIZE 

A3R4A6_MAIZE HD6 gb|ABO09630.1| HD6 [Zea mays] Protein.postranslational modification 29.4 lcl|A3R4A6_MAIZE 

B0ZBJ2_MAIZE MAP kinase kinase gb|ACA21846.1| MAP kinase kinase [Zea mays] Protein.postranslational modification 29.4 lcl|B0ZBJ2_MAIZE 

B4F7V3_MAIZE Putative uncharacterized protein gb|AAS86762.1| protein phosphatase 2C 
[Lycopersicon esculentum] Protein.postranslational modification 29.4 lcl|B4F7V3_MAIZE 

B4F7Y0_MAIZE Putative uncharacterized protein gb|ACG34764.1| PP2Ac-5 - Phosphatase 2A 
isoform 5 belonging to family 2 [Zea mays] Protein.postranslational modification 29.4 lcl|B4F7Y0_MAIZE 

B4F7Z0_MAIZE Putative uncharacterized protein gb|ACG32398.1| serine/threonine-protein 
phosphatase PP1 [Zea mays] Protein.postranslational modification 29.4 lcl|B4F7Z0_MAIZE 

B4F9L2_MAIZE Putative uncharacterized protein ref|XP_002281672.1| PREDICTED: similar to 
catalytic [Vitis vinifera] Protein.postranslational modification 29.4 lcl|B4F9L2_MAIZE 

B4FBQ5_MAIZE Putative uncharacterized protein gb|ACG31900.1| protein phosphatase 2C isoform 
epsilon [Zea mays] Protein.postranslational modification 29.4 lcl|B4FBQ5_MAIZE 

B4FCK7_MAIZE Putative uncharacterized protein 

gb|ABF97885.1| kelch repeat-containing 
serine/threonine phosphoesterase family protein, 

putative, expressed [Oryza sativa Japonica 
Group] 

Protein.postranslational modification 29.4 lcl|B4FCK7_MAIZE 

B4FGU9_MAIZE Putative uncharacterized protein gb|ABL85029.1| methyl sulfoxide reductase 
[Brachypodium sylvaticum] Protein.postranslational modification 29.4 lcl|B4FGU9_MAIZE 

B4FKL1_MAIZE Putative salt-inducible protein kinase gb|ACG33803.1| serine/threonine-protein kinase 
SAPK6 [Zea mays] Protein.postranslational modification 29.4 lcl|B4FKL1_MAIZE 

B4FLQ3_MAIZE Putative uncharacterized protein emb|CAQ58626.1| Serine-threonine phosphatase 
type 1 [Vitis vinifera] Protein.postranslational modification 29.4 lcl|B4FLQ3_MAIZE 

B4FQV3_MAIZE Putative uncharacterized protein gb|ACG34278.1| suppressor of G2 allele of SKP1 
[Zea mays] Protein.postranslational modification 29.4 lcl|B4FQV3_MAIZE 

B4FS28_MAIZE Putative uncharacterized protein gb|AAA74625.1| protein phosphatase 1 [Oryza 
sativa] Protein.postranslational modification 29.4 lcl|B4FS28_MAIZE 

B4FVS0_MAIZE Putative uncharacterized protein emb|CAA87385.1| Ser/Thr protein phosphatase 
homologous to PPX [Malus x domestica] Protein.postranslational modification 29.4 lcl|B4FVS0_MAIZE 

B4FVS8_MAIZE Putative uncharacterized protein gb|EEF46832.1| protein phosphatase 2c, putative 
[Ricinus communis] Protein.postranslational modification 29.4 lcl|B4FVS8_MAIZE 

B4FW31_MAIZE Protein phosphatase 2C gb|AAT40439.1| protein phosphatase 2C [Zea 
mays] Protein.postranslational modification 29.4 lcl|B4FW31_MAIZE 

B4FXM2_MAIZE Putative uncharacterized protein dbj|BAD72339.1| TA9 protein-like [Oryza sativa 
Japonica Group] Protein.postranslational modification 29.4 lcl|B4FXM2_MAIZE 
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B4G1M9_MAIZE Putative uncharacterized protein gb|ACG32100.1| PP2Ac-2 - Phosphatase 2A 
isoform 2 belonging to family 2 [Zea mays] Protein.postranslational modification 29.4 lcl|B4G1M9_MAIZE 

B6SGQ1_MAIZE Putative uncharacterized protein gb|ACG24034.1| transposon protein [Zea mays] Protein.postranslational modification 29.4 lcl|B6SGQ1_MAIZE 

B6SJF7_MAIZE 14 kDa zinc-binding protein gb|ACG24990.1| zinc-binding protein [Zea mays] Protein.postranslational modification 29.4 lcl|B6SJF7_MAIZE 

B6SRM6_MAIZE Putative uncharacterized protein gb|EEF36076.1| ATP binding protein, putative 
[Ricinus communis] Protein.postranslational modification 29.4 lcl|B6SRM6_MAIZE 

B6STV2_MAIZE Putative uncharacterized protein dbj|BAC79897.1| putative ankyrin-kinase [Oryza 
sativa Japonica Group] Protein.postranslational modification 29.4 lcl|B6STV2_MAIZE 

B6T2X9_MAIZE Putative uncharacterized protein gb|ACG31462.1| low molecular weight protein-
tyrosine-phosphatase slr0328 [Zea mays] Protein.postranslational modification 29.4 lcl|B6T2X9_MAIZE 

B6T7G0_MAIZE Putative uncharacterized protein gb|ACG33043.1| glycylpeptide N-
tetradecanoyltransferase 1 [Zea mays] Protein.postranslational modification 29.4 lcl|B6T7G0_MAIZE 

B6T7P7_MAIZE Putative uncharacterized protein gb|ACG33130.1| serine/threonine-protein kinase 
SAPK2 [Zea mays] Protein.postranslational modification 29.4 lcl|B6T7P7_MAIZE 

B6TEB8_MAIZE Putative uncharacterized protein 
gb|ACG35451.1| catalytic/ protein phosphatase 
type 2C/ protein serine/threonine phosphatase 

[Zea mays] 
Protein.postranslational modification 29.4 lcl|B6TEB8_MAIZE 

B6TEV5_MAIZE Putative uncharacterized protein gb|ACG35638.1| palmitoyl-protein thioesterase 1 
precursor [Zea mays] Protein.postranslational modification 29.4 lcl|B6TEV5_MAIZE 

B6TGC0_MAIZE Casein kinase II alpha subunit gb|ACG36153.1| casein kinase II subunit alpha-2 
[Zea mays] Protein.postranslational modification 29.4 lcl|B6TGC0_MAIZE 

B6TKH0_MAIZE Putative uncharacterized protein gb|ACG37603.1| serine/threonine-protein 
phosphatase 5 [Zea mays] Protein.postranslational modification 29.4 lcl|B6TKH0_MAIZE 

B6TL80_MAIZE Putative uncharacterized protein gb|ACG34231.1| serine/threonine-protein kinase 
SAPK7 [Zea mays] Protein.postranslational modification 29.4 lcl|B6TL80_MAIZE 

B6TLT1_MAIZE Putative uncharacterized protein 
gb|ACG38064.1| serine/threonine-protein 

phosphatase 2A 65 kDa regulatory subunit Abeta 
isoform [Zea mays] 

Protein.postranslational modification 29.4 lcl|B6TLT1_MAIZE 

B6TMT2_MAIZE Putative uncharacterized protein gb|ACG38415.1| glycylpeptide N-
tetradecanoyltransferase 1 [Zea mays] Protein.postranslational modification 29.4 lcl|B6TMT2_MAIZE 

B6TPK0_MAIZE Putative uncharacterized protein gb|ACG39033.1| CAK1AT [Zea mays] Protein.postranslational modification 29.4 lcl|B6TPK0_MAIZE 

B6U8S9_MAIZE Putative uncharacterized protein gb|ACG45762.1| peptide methionine sulfoxide 
reductase [Zea mays] Protein.postranslational modification 29.4 lcl|B6U8S9_MAIZE 

B6UEC0_MAIZE Putative uncharacterized protein 
dbj|BAD19136.1| cticosapeptide/Phox/Bem1p 
(PB1) domain-containing protein-like [Oryza 

sativa Japonica Group] 
Protein.postranslational modification 29.4 lcl|B6UEC0_MAIZE 
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B6UED8_MAIZE Putative uncharacterized protein gb|ACG47721.1| Ca2+/calmodulin-dependent 
protein kinase phosphatase [Zea mays] Protein.postranslational modification 29.4 lcl|B6UED8_MAIZE 

O49975_MAIZE Protein kinase ZmMEK1 gb|AAC83393.1| protein kinase ZmMEK1 [Zea 
mays] Protein.postranslational modification 29.4 lcl|O49975_MAIZE 

PP1_MAIZE Serine/threonine-protein phosphatase 
PP1 

gb|AAA33545.1| protein phosphatase-1 [Zea 
mays] Protein.postranslational modification 29.4 lcl|PP1_MAIZE 

Q0VH26_MAIZE High affinity nitrate transporter gb|AAY40796.1| high affinity nitrate transporter 
[Zea mays] Protein.postranslational modification 29.4 lcl|Q0VH26_MAIZE 

Q9FQY2_MAIZE Protein phosphatase type-2C gb|AAG43835.1|AF213455_1 protein 
phosphatase type-2C [Zea mays] Protein.postranslational modification 29.4 lcl|Q9FQY2_MAIZE 

Q9FUY5_MAIZE Protein kinase AKINbetagamma-1 gb|AAG31751.1|AF276085_1 protein kinase 
AKINbetagamma-1 [Zea mays] Protein.postranslational modification 29.4 lcl|Q9FUY5_MAIZE 

B4F957_MAIZE Putative uncharacterized protein gb|ACG32088.1| pro-resilin precursor [Zea mays] Protein.postranslational modification.kinase 29.4.1 lcl|B4F957_MAIZE 

B6SJF4_MAIZE Putative uncharacterized protein gb|ACG24987.1| snRK1-interacting protein 1 
[Zea mays] Protein.postranslational modification.kinase 29.4.1 lcl|B6SJF4_MAIZE 

B6TIS1_MAIZE Putative uncharacterized protein gb|ACG37004.1| snRK1-interacting protein 1 
[Zea mays] Protein.postranslational modification.kinase 29.4.1 lcl|B6TIS1_MAIZE 

B6TJX4_MAIZE Putative uncharacterized protein gb|ACG37407.1| snRK1-interacting protein 1 
[Zea mays] Protein.postranslational modification.kinase 29.4.1 lcl|B6TJX4_MAIZE 

B6TP06_MAIZE Putative uncharacterized protein gb|ACG38839.1| snRK1-interacting protein 1 
[Zea mays] Protein.postranslational modification.kinase 29.4.1 lcl|B6TP06_MAIZE 

B4FW61_MAIZE Putative Pti1-like kinase gb|ACG35108.1| protein kinase Pti1 [Zea mays] Protein.postranslational modification.kinase.receptor 
like cytoplasmatic kinase VII 29.4.1.57 lcl|B4FW61_MAIZE 

B6TCJ3_MAIZE Putative uncharacterized protein gb|AAU11815.1| salt-inducible putative protein 
serine/threonine/tyrosine kinase [Zea mays] 

Protein.postranslational modification.kinase.receptor 
like cytoplasmatic kinase VII 29.4.1.57 lcl|B6TCJ3_MAIZE 

B4FH57_MAIZE Putative uncharacterized protein gb|AAG32661.1| translational elongation factor 
EF-TuM [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B4FH57_MAIZE 

B4FHF0_MAIZE Putative uncharacterized protein gb|EEF37773.1| elongation factor ts, putative 
[Ricinus communis] Protein.synthesis.elongation 29.2.4 lcl|B4FHF0_MAIZE 

B4FL79_MAIZE Putative uncharacterized protein gb|ACG33586.1| nascent polypeptide-associated 
complex alpha subunit-like protein [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B4FL79_MAIZE 

B4FNT1_MAIZE Putative uncharacterized protein gb|ACG34770.1| elongation factor 1-delta 1 [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|B4FNT1_MAIZE 

B4FVB2_MAIZE Elongation factor Tu gb|AAG32661.1| translational elongation factor 
EF-TuM [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B4FVB2_MAIZE 
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B4G270_MAIZE Putative uncharacterized protein gb|ACG32981.1| transcription elongation factor A 
protein 2 [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B4G270_MAIZE 

B6SLK4_MAIZE Putative uncharacterized protein gb|ACG25737.1| elongation factor 1-beta [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|B6SLK4_MAIZE 

B6T2L6_MAIZE Putative uncharacterized protein 
gb|AAK53868.1|AC016781_22 Mitochondrial 
elongation factor G [Oryza sativa Japonica 

Group] 
Protein.synthesis.elongation 29.2.4 lcl|B6T2L6_MAIZE 

B6T7G7_MAIZE Putative uncharacterized protein gb|ACG33050.1| elongation factor 1-gamma 3 
[Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6T7G7_MAIZE 

B6T903_MAIZE Putative uncharacterized protein gb|ACG33586.1| nascent polypeptide-associated 
complex alpha subunit-like protein [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6T903_MAIZE 

B6TAH3_MAIZE Putative uncharacterized protein gb|ACG34106.1| elongation factor P [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6TAH3_MAIZE 

B6TFK5_MAIZE Putative uncharacterized protein gb|ACG35888.1| elongation factor Tu [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6TFK5_MAIZE 

B6TGB2_MAIZE Putative uncharacterized protein gb|ACG36145.1| elongation factor 1-gamma 3 
[Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6TGB2_MAIZE 

B6THG3_MAIZE Putative uncharacterized protein gb|ACG42059.1| elongation factor 1-gamma 2 
[Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6THG3_MAIZE 

B6THU5_MAIZE Putative uncharacterized protein gb|ACG36678.1| elongation factor 1-delta 1 [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|B6THU5_MAIZE 

B6TWN7_MAIZE Putative uncharacterized protein gb|ACG41520.1| elongation factor 1-alpha [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|B6TWN7_MAIZE 

B6TY76_MAIZE Putative uncharacterized protein gb|ACG42059.1| elongation factor 1-gamma 2 
[Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6TY76_MAIZE 

B6U0S1_MAIZE Putative uncharacterized protein gb|ACG42954.1| elongation factor 2 [Zea mays] Protein.synthesis.elongation 29.2.4 lcl|B6U0S1_MAIZE 

B6UHJ4_MAIZE Putative uncharacterized protein gb|ACG48827.1| elongation factor 1-alpha [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|B6UHJ4_MAIZE 

O50018_MAIZE Elongation factor 1-alpha gb|AAB64207.1| elongation factor 1-alpha [Zea 
mays] Protein.synthesis.elongation 29.2.4 lcl|O50018_MAIZE 

B6TXU4_MAIZE Putative uncharacterized protein gb|ACG41927.1| RWD domain-containing protein 
1 [Zea mays] Protein.synthesis.elongation.deoxyhypusine synthase 29.2.4.01 lcl|B6TXU4_MAIZE 

B6TDT6_MAIZE Putative uncharacterized protein gb|ACG35269.1| methylthioribose kinase [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|B6TDT6_MAIZE 

B4F9Y2_MAIZE Putative uncharacterized protein dbj|BAD35456.1| putative DEAD-box protein 3 
[Oryza sativa Japonica Group] Protein.synthesis.initiation 29.2.3 lcl|B4F9Y2_MAIZE 

B4FAX3_MAIZE Putative uncharacterized protein gb|ACG39665.1| eukaryotic translation initiation 
factor 4B [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FAX3_MAIZE 
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B4FB35_MAIZE Putative uncharacterized protein dbj|BAD72209.1| putative density regulated 
protein drp1 [Oryza sativa Japonica Group] Protein.synthesis.initiation 29.2.3 lcl|B4FB35_MAIZE 

B4FBK3_MAIZE Eukaryotic initiation factor 4A gb|ACG41480.1| eukaryotic initiation factor 4A 
[Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FBK3_MAIZE 

B4FBV8_MAIZE Putative uncharacterized protein gb|AAG53636.1|AF291712_1 initiation factor 3g 
[Arabidopsis thaliana] Protein.synthesis.initiation 29.2.3 lcl|B4FBV8_MAIZE 

B4FDE1_MAIZE Putative uncharacterized protein gb|AAQ08194.1| eukaryotic translation initiation 
factor 5A isoform IV [Hevea brasiliensis] Protein.synthesis.initiation 29.2.3 lcl|B4FDE1_MAIZE 

B4FDT6_MAIZE Eukaryotic translation initiation factor 4E-
2 

gb|AAC27715.1| eukaryotic translation initiation 
factor p28 subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FDT6_MAIZE 

B4FFG3_MAIZE Protein translation factor SUI1 homolog gb|AAB88615.1| translation initiation factor; 
GOS2 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FFG3_MAIZE 

B4FGA3_MAIZE Putative uncharacterized protein gb|ACG31883.1| eukaryotic translation initiation 
factor 4E type 3 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FGA3_MAIZE 

B4FGK8_MAIZE Putative uncharacterized protein 
emb|CAI29542.1| eukaryotic translation initiation 

factor 2 alpha [Oryza sativa (Indica cultivar 
Group)] 

Protein.synthesis.initiation 29.2.3 lcl|B4FGK8_MAIZE 

B4FGR6_MAIZE Putative uncharacterized protein gb|ACG39147.1| eukaryotic translation initiation 
factor 2 beta subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FGR6_MAIZE 

B4FI21_MAIZE Putative uncharacterized protein gb|ACG39841.1| eukaryotic initiation factor 5C 
CG2922-PF, isoform F [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FI21_MAIZE 

B4FIS8_MAIZE Putative uncharacterized protein gb|AAG53615.1|AF285834_1 eukaryotic initiation 
factor 3B1 subunit [Arabidopsis thaliana] Protein.synthesis.initiation 29.2.3 lcl|B4FIS8_MAIZE 

B4FKD5_MAIZE Putative uncharacterized protein gb|ACG33598.1| eukaryotic translation initiation 
factor 6 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FKD5_MAIZE 

B4FLV6_MAIZE Putative uncharacterized protein gb|ACG41169.1| protein translation factor SUI1 
[Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FLV6_MAIZE 

B4FUJ1_MAIZE Putative uncharacterized protein gb|ACG33755.1| eukaryotic translation initiation 
factor 1A [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FUJ1_MAIZE 

B4FWK0_MAIZE Putative uncharacterized protein gb|ACG44335.1| eukaryotic translation initiation 
factor 3 subunit 7 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4FWK0_MAIZE 

B4FX58_MAIZE Putative uncharacterized protein dbj|BAD88053.1| putative HLA-B associated 
transcript 1 [Oryza sativa Japonica Group] Protein.synthesis.initiation 29.2.3 lcl|B4FX58_MAIZE 

B4G0T4_MAIZE Putative uncharacterized protein gb|AAC27714.1| eukaryotic translation initiation 
factor small subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B4G0T4_MAIZE 

B6SHE0_MAIZE Putative uncharacterized protein gb|ACG24273.1| eukaryotic translation initiation 
factor 3 subunit 3 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6SHE0_MAIZE 
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B6SIL7_MAIZE Eukaryotic translation initiation factor 5A gb|ACG24700.1| eukaryotic translation initiation 
factor 5A [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6SIL7_MAIZE 

B6SLS0_MAIZE Putative uncharacterized protein gb|ACG43686.1| ATP-dependent RNA helicase 
DBP5 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6SLS0_MAIZE 

B6SQI8_MAIZE Putative uncharacterized protein gb|ACG27121.1| density-regulated protein [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|B6SQI8_MAIZE 

B6SSB6_MAIZE Putative uncharacterized protein gb|ACG27749.1| eukaryotic translation initiation 
factor 3 subunit 2 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6SSB6_MAIZE 

B6SWB3_MAIZE Putative uncharacterized protein gb|ACG29146.1| ATP-dependent RNA helicase 
dhh1 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6SWB3_MAIZE 

B6T1D2_MAIZE Putative uncharacterized protein gb|ACG30915.1| eukaryotic translation initiation 
factor 4E-2 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6T1D2_MAIZE 

B6T3J2_MAIZE Putative uncharacterized protein gb|ACG31675.1| eukaryotic translation initiation 
factor 2 beta subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6T3J2_MAIZE 

B6T7C2_MAIZE Eukaryotic translation initiation factor 5 gb|ACG33005.1| eukaryotic translation initiation 
factor 5 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6T7C2_MAIZE 

B6T9H2_MAIZE Putative uncharacterized protein gb|ACG33755.1| eukaryotic translation initiation 
factor 1A [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6T9H2_MAIZE 

B6T9Y1_MAIZE Putative uncharacterized protein 
gb|AAU10658.1| putative eukaryotic translation 
initiation factor (eIF3d) [Oryza sativa Japonica 

Group] 
Protein.synthesis.initiation 29.2.3 lcl|B6T9Y1_MAIZE 

B6TE13_MAIZE Putative uncharacterized protein gb|ACG35346.1| spliceosome RNA helicase 
BAT1 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TE13_MAIZE 

B6TEB3_MAIZE Putative uncharacterized protein gb|ACG27121.1| density-regulated protein [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|B6TEB3_MAIZE 

B6TI18_MAIZE Putative uncharacterized protein gb|ACG36751.1| eukaryotic translation initiation 
factor 2 beta subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TI18_MAIZE 

B6TL88_MAIZE Isopentenyl-diphosphate delta 
isomerase 2 

gb|ACG37871.1| methylthioribose-1-phosphate 
isomerase [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TL88_MAIZE 

B6TNU0_MAIZE Putative uncharacterized protein gb|ACG38773.1| eukaryotic translation initiation 
factor 2 gamma subunit [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TNU0_MAIZE 

B6TRD2_MAIZE Putative uncharacterized protein gb|ACG39665.1| eukaryotic translation initiation 
factor 4B [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TRD2_MAIZE 

B6TRV3_MAIZE Putative uncharacterized protein gb|ACG39836.1| eukaryotic translation initiation 
factor 3 subunit 6 [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TRV3_MAIZE 

B6TRV8_MAIZE Putative uncharacterized protein gb|ACG39841.1| eukaryotic initiation factor 5C 
CG2922-PF, isoform F [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TRV8_MAIZE 
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B6TVN6_MAIZE Putative uncharacterized protein gb|ACG41169.1| protein translation factor SUI1 
[Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TVN6_MAIZE 

B6TZD9_MAIZE Putative uncharacterized protein gb|ACG42472.1| eukaryotic translation initiation 
factor 4B [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6TZD9_MAIZE 

B6U0P5_MAIZE Putative uncharacterized protein gb|ACG42928.1| ubiquitin family protein [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|B6U0P5_MAIZE 

B6U1U5_MAIZE Putative uncharacterized protein gb|ACG42472.1| eukaryotic translation initiation 
factor 4B [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6U1U5_MAIZE 

B6U5R6_MAIZE Putative uncharacterized protein 
dbj|BAD07951.1| putative Eukaryotic translation 

initiation factor 3 subunit 8 [Oryza sativa Japonica 
Group] 

Protein.synthesis.initiation 29.2.3 lcl|B6U5R6_MAIZE 

B6U9I3_MAIZE Putative uncharacterized protein gb|ACG46016.1| eukaryotic translation initiation 
factor 3 subunit 1 alpha, 35kDa [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|B6U9I3_MAIZE 

EIF3A_MAIZE Eukaryotic translation initiation factor 3 
subunit A 

gb|AAD39834.1|AF073329_1 eukaryotic 
translation initiation factor 3 large subunit [Zea 

mays] 
Protein.synthesis.initiation 29.2.3 lcl|EIF3A_MAIZE 

O24558_MAIZE Translation initiation factor gb|AAB64289.1| translation initiation factor [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|O24558_MAIZE 

Q2MJJ9_MAIZE Putative RH2 protein (RNA helicase 2) 
(Putative uncharacterized protein) gb|ABC55720.1| putative RH2 protein [Zea mays] Protein.synthesis.initiation 29.2.3 lcl|Q2MJJ9_MAIZE 

Q6S4Y1_MAIZE DEAD box RNA helicase gb|AAR29370.1| DEAD box RNA helicase [Zea 
mays] Protein.synthesis.initiation 29.2.3 lcl|Q6S4Y1_MAIZE 

B4FQQ1_MAIZE Putative uncharacterized protein dbj|BAC66487.1| translation-inhibitor protein 
[Gentiana triflora] Protein.synthesis.misc 29.2.99 lcl|B4FQQ1_MAIZE 

B6SL65_MAIZE Putative uncharacterized protein gb|ABM36640.1| phosphoesterase, DHHA1 
[Polaromonas naphthalenivorans CJ2] Protein.synthesis.misc 29.2.99 lcl|B6SL65_MAIZE 

B4FB72_MAIZE rRNA N-glycosidase gb|AAF60304.1|AF233881_1 ribosome-
inactivating protein [Zea mays] Protein.synthesis.misc ribososomal protein 29.2.2 lcl|B4FB72_MAIZE 

B4FKM9_MAIZE Putative uncharacterized protein gb|ACG35720.1| 60S ribosome subunit 
biogenesis protein NIP7 [Zea mays] Protein.synthesis.misc ribososomal protein 29.2.2 lcl|B4FKM9_MAIZE 

B4FLS7_MAIZE Putative uncharacterized protein gb|ACG39235.1| ribosome recycling factor [Zea 
mays] Protein.synthesis.release 29.2.5 lcl|B4FLS7_MAIZE 

B4FQK5_MAIZE Putative uncharacterized protein gb|ACG43222.1| eukaryotic peptide chain release 
factor subunit 1-1 [Zea mays] Protein.synthesis.release 29.2.5 lcl|B4FQK5_MAIZE 

B4FW06_MAIZE Putative uncharacterized protein gb|ACG49205.1| 40S ribosomal protein S10 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S10 

29.2.1.2.1.01
0 lcl|B4FW06_MAIZE 
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B6T8R3_MAIZE Putative uncharacterized protein gb|ACG33496.1| 40S ribosomal protein S10 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S10 

29.2.1.2.1.01
0 lcl|B6T8R3_MAIZE 

B6UIM2_MAIZE Putative uncharacterized protein gb|ACG49205.1| 40S ribosomal protein S10 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S10 

29.2.1.2.1.01
0 lcl|B6UIM2_MAIZE 

B6T2A5_MAIZE S ribosomal protein S11 gb|EEF35885.1| 40S ribosomal protein S11, 
putative [Ricinus communis] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S11 

29.2.1.2.1.01
1 lcl|B6T2A5_MAIZE 

B4FGC8_MAIZE Uroporphyrinogen decarboxylase, 
chloroplastic 

gb|ACG24471.1| 40S ribosomal protein S12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S12 

29.2.1.2.1.01
2 lcl|B4FGC8_MAIZE 

B6SGF1_MAIZE Putative uncharacterized protein gb|ACG23934.1| 40S ribosomal protein S12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S12 

29.2.1.2.1.01
2 lcl|B6SGF1_MAIZE 

B6SKZ9_MAIZE Putative uncharacterized protein gb|ACG25532.1| 40S ribosomal protein S12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S12 

29.2.1.2.1.01
2 lcl|B6SKZ9_MAIZE 

B4FML8_MAIZE 40S ribosomal protein S13 emb|CAA44311.1| cytoplasmatic ribosomal 
protein S13 [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S13 

29.2.1.2.1.01
3 lcl|B4FML8_MAIZE 

B4FBS3_MAIZE Putative uncharacterized protein gb|ACG37570.1| 40S ribosomal protein S14 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S14 

29.2.1.2.1.01
4 lcl|B4FBS3_MAIZE 

B4FKA4_MAIZE Putative uncharacterized protein gb|ACF06620.1| ribosomal protein S14 [Elaeis 
guineensis] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S14 

29.2.1.2.1.01
4 lcl|B4FKA4_MAIZE 

B6SHK0_MAIZE Putative uncharacterized protein gb|ACG32205.1| 40S ribosomal protein S14 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S14 

29.2.1.2.1.01
4 lcl|B6SHK0_MAIZE 

B6SII4_MAIZE Putative uncharacterized protein gb|ACG47564.1| 40S ribosomal protein S15 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S15 

29.2.1.2.1.01
5 lcl|B6SII4_MAIZE 

B6SII7_MAIZE Putative uncharacterized protein gb|ACG24670.1| 40S ribosomal protein S15 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S15 

29.2.1.2.1.01
5 lcl|B6SII7_MAIZE 

B4FM69_MAIZE Putative uncharacterized protein gb|ACG37176.1| 40S ribosomal protein S15a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S15A 

29.2.1.2.1.05
15 lcl|B4FM69_MAIZE 

B4FQ61_MAIZE Putative uncharacterized protein gb|ACG24846.1| 40S ribosomal protein S15a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S15A 

29.2.1.2.1.05
15 lcl|B4FQ61_MAIZE 

B6TG61_MAIZE Putative uncharacterized protein gb|ACG36094.1| 40S ribosomal protein S16 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S16 

29.2.1.2.1.01
6 lcl|B6TG61_MAIZE 

B6TVN0_MAIZE Putative uncharacterized protein gb|ACG41163.1| 40S ribosomal protein S16 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S16 

29.2.1.2.1.01
6 lcl|B6TVN0_MAIZE 

B4FID1_MAIZE Putative uncharacterized protein gb|ACG48690.1| 40S ribosomal protein S17-4 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S17 

29.2.1.2.1.01
7 lcl|B4FID1_MAIZE 

B6TD69_MAIZE Putative uncharacterized protein gb|ACG35052.1| 40S ribosomal protein S17-4 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S17 

29.2.1.2.1.01
7 lcl|B6TD69_MAIZE 
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B4FUS2_MAIZE Putative uncharacterized protein gb|ACG24818.1| 40S ribosomal protein S18 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S18 

29.2.1.2.1.01
8 lcl|B4FUS2_MAIZE 

B4G286_MAIZE Putative uncharacterized protein gb|ACG24818.1| 40S ribosomal protein S18 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S18 

29.2.1.2.1.01
8 lcl|B4G286_MAIZE 

B6TEP8_MAIZE Putative uncharacterized protein gb|ACG31647.1| 40S ribosomal protein S19 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S19 

29.2.1.2.1.01
9 lcl|B6TEP8_MAIZE 

B4FD90_MAIZE Putative uncharacterized protein 
gb|ABF96702.1| retrotransposon protein, 

putative, Ty1-copia subclass [Oryza sativa 
Japonica Group] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S19 

29.2.1.2.1.01
9 lcl|B4FD90_MAIZE 

B4FP25_MAIZE Putative uncharacterized protein gb|ACG31647.1| 40S ribosomal protein S19 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S19 

29.2.1.2.1.01
9 lcl|B4FP25_MAIZE 

B6TFA7_MAIZE Putative uncharacterized protein gb|ACG38751.1| 40S ribosomal protein S2 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S2 29.2.1.2.1.02 lcl|B6TFA7_MAIZE 

B6TNR8_MAIZE Putative uncharacterized protein gb|ACG38751.1| 40S ribosomal protein S2 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S2 29.2.1.2.1.02 lcl|B6TNR8_MAIZE 

B4FDT0_MAIZE Putative uncharacterized protein gb|ACG44272.1| 40S ribosomal protein S20 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S20 

29.2.1.2.1.02
0 lcl|B4FDT0_MAIZE 

B6SIQ7_MAIZE Ribosomal protein S10p/S20e gb|ACG32816.1| 40S ribosomal protein S20 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S20 

29.2.1.2.1.02
0 lcl|B6SIQ7_MAIZE 

B6TAN3_MAIZE Putative uncharacterized protein gb|ACG26816.1| 40S ribosomal protein S21 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S21 

29.2.1.2.1.02
1 lcl|B6TAN3_MAIZE 

B6TI93_MAIZE Putative uncharacterized protein gb|ACG36826.1| 40S ribosomal protein S23 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S23 

29.2.1.2.1.02
3 lcl|B6TI93_MAIZE 

B4FJ27_MAIZE 40S ribosomal protein S24 gb|ACG24632.1| 40S ribosomal protein S24 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S24 

29.2.1.2.1.02
4 lcl|B4FJ27_MAIZE 

B6SIX3_MAIZE Putative uncharacterized protein gb|ACG24806.1| 40S ribosomal protein S24 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S24 

29.2.1.2.1.02
4 lcl|B6SIX3_MAIZE 

B6TRB9_MAIZE Putative uncharacterized protein gb|ACG39652.1| 40S ribosomal protein S24 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S24 

29.2.1.2.1.02
4 lcl|B6TRB9_MAIZE 

B4FG22_MAIZE Putative uncharacterized protein gb|ACG29416.1| 40S ribosomal protein S25-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S25 

29.2.1.2.1.02
5 lcl|B4FG22_MAIZE 

B4FSL2_MAIZE Putative uncharacterized protein gb|ACG29416.1| 40S ribosomal protein S25-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S25 

29.2.1.2.1.02
5 lcl|B4FSL2_MAIZE 

B6TAF5_MAIZE Putative uncharacterized protein gb|ACG27276.1| 40S ribosomal protein S25-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S25 

29.2.1.2.1.02
5 lcl|B6TAF5_MAIZE 

B4FEE7_MAIZE Putative uncharacterized protein gb|ACG31060.1| 40S ribosomal protein S26 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S26 

29.2.1.2.1.02
6 lcl|B4FEE7_MAIZE 
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B6SIA2_MAIZE Putative uncharacterized protein gb|ACG41869.1| 40S ribosomal protein S26 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S26 

29.2.1.2.1.02
6 lcl|B6SIA2_MAIZE 

B6SIP4_MAIZE Putative uncharacterized protein gb|ACG31060.1| 40S ribosomal protein S26 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S26 

29.2.1.2.1.02
6 lcl|B6SIP4_MAIZE 

Q9ZQX9_MAIZE Ribosomal protein S27 gb|ACG24578.1| 40S ribosomal protein S27 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S27 

29.2.1.2.1.02
7 lcl|Q9ZQX9_MAIZE 

B4FW18_MAIZE 40S ribosomal protein S28 gb|AAP80664.1|AF479045_1 S28 ribosomal 
protein [Triticum aestivum] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S28 

29.2.1.2.1.02
8 lcl|B4FW18_MAIZE 

B6T147_MAIZE Putative uncharacterized protein gb|ACG30830.1| 40S ribosomal protein S29 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S29 

29.2.1.2.1.02
9 lcl|B6T147_MAIZE 

B4FHH2_MAIZE Putative uncharacterized protein gb|EEF48015.1| 40S ribosomal protein S3, 
putative [Ricinus communis] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3 29.2.1.2.1.03 lcl|B4FHH2_MAIZE 

B6TB97_MAIZE Putative uncharacterized protein gb|ACG34380.1| 40S ribosomal protein S3 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3 29.2.1.2.1.03 lcl|B6TB97_MAIZE 

B6TM40_MAIZE Putative uncharacterized protein gb|ACG38173.1| 40S ribosomal protein S3 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3 29.2.1.2.1.03 lcl|B6TM40_MAIZE 

B6U2N8_MAIZE Putative uncharacterized protein gb|ACG25714.1| 40S ribosomal protein S30 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S30 

29.2.1.2.1.03
0 lcl|B6U2N8_MAIZE 

B4FAV3_MAIZE Putative uncharacterized protein gb|ACG48293.1| 40S ribosomal protein S3a [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3A 

29.2.1.2.1.05
3 lcl|B4FAV3_MAIZE 

B6TAQ5_MAIZE Putative uncharacterized protein gb|ACG34188.1| 40S ribosomal protein S3a [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3A 

29.2.1.2.1.05
3 lcl|B6TAQ5_MAIZE 

B6UG10_MAIZE Putative uncharacterized protein gb|ACG48293.1| 40S ribosomal protein S3a [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S3A 

29.2.1.2.1.05
3 lcl|B6UG10_MAIZE 

B4FMI5_MAIZE 40S ribosomal protein S4 gb|AAB66899.1| ribosomal protein S4 type I [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S4 29.2.1.2.1.04 lcl|B4FMI5_MAIZE 

O22453_MAIZE Ribsomal protein S4 gb|AAB67831.1| ribsomal protein S4 [Zea mays] Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S4 29.2.1.2.1.04 lcl|O22453_MAIZE 

B4FB66_MAIZE Putative uncharacterized protein gb|ACG24566.1| 40S ribosomal protein S5 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S5 29.2.1.2.1.05 lcl|B4FB66_MAIZE 

B6SHZ1_MAIZE Putative uncharacterized protein gb|ACG24474.1| 40S ribosomal protein S5 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S5 29.2.1.2.1.05 lcl|B6SHZ1_MAIZE 

B6T4E7_MAIZE Ribosomal protein s6 RPS6-2 gb|ACG31980.1| 40S ribosomal protein S6 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S6 29.2.1.2.1.06 lcl|B6T4E7_MAIZE 

B4FZN6_MAIZE Putative uncharacterized protein gb|ACG35364.1| 40S ribosomal protein S7 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S7 29.2.1.2.1.07 lcl|B4FZN6_MAIZE 
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B6SHM7_MAIZE Putative uncharacterized protein 
gb|ABF95451.1| 40S ribosomal protein S7, 
putative, expressed [Oryza sativa Japonica 

Group] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S7 29.2.1.2.1.07 lcl|B6SHM7_MAIZE 

B4FE90_MAIZE 40S ribosomal protein S8 gb|ACG24637.1| 40S ribosomal protein S8 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S8 29.2.1.2.1.08 lcl|B4FE90_MAIZE 

B6SZS2_MAIZE Putative uncharacterized protein gb|ACG36447.1| 40S ribosomal protein S9 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S9 29.2.1.2.1.09 lcl|B6SZS2_MAIZE 

B6T7B2_MAIZE Putative uncharacterized protein gb|ACG32995.1| 40S ribosomal protein S9 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.S9 29.2.1.2.1.09 lcl|B6T7B2_MAIZE 

B4FTD2_MAIZE Putative uncharacterized protein gb|ACG32855.1| 40S ribosomal protein SA [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.SA 

29.2.1.2.1.03
1 lcl|B4FTD2_MAIZE 

B4FZ84_MAIZE Putative uncharacterized protein gb|ACG27786.1| 40S ribosomal protein SA [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.SA 

29.2.1.2.1.03
1 lcl|B4FZ84_MAIZE 

B4G194_MAIZE Putative uncharacterized protein gb|ACG34897.1| 40S ribosomal protein SA [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.40S 
subunit.SA 

29.2.1.2.1.03
1 lcl|B4G194_MAIZE 

B4FPT8_MAIZE Putative uncharacterized protein gb|ACG32302.1| 60S ribosomal protein L10-3 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L10 

29.2.1.2.2.01
0 lcl|B4FPT8_MAIZE 

B4FCG9_MAIZE Putative uncharacterized protein gb|ACG39381.1| 60S ribosomal protein L11-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L11 

29.2.1.2.2.01
1 lcl|B4FCG9_MAIZE 

B4FFZ3_MAIZE Putative uncharacterized protein gb|ACG36357.1| 60S ribosomal protein L11-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L11 

29.2.1.2.2.01
1 lcl|B4FFZ3_MAIZE 

B4FN19_MAIZE Putative uncharacterized protein gb|ACG35173.1| 60S ribosomal protein L12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L12 

29.2.1.2.2.01
2 lcl|B4FN19_MAIZE 

B4FRM7_MAIZE Putative uncharacterized protein gb|ACG33825.1| 60S ribosomal protein L12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L12 

29.2.1.2.2.01
2 lcl|B4FRM7_MAIZE 

B6T6G1_MAIZE Putative uncharacterized protein gb|ACG32694.1| 60S ribosomal protein L12 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L12 

29.2.1.2.2.01
2 lcl|B6T6G1_MAIZE 

B6T5F2_MAIZE Putative uncharacterized protein gb|ACG32335.1| 60S ribosomal protein L13-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L13 

29.2.1.2.2.01
3 lcl|B6T5F2_MAIZE 

B4FAM6_MAIZE Putative uncharacterized protein gb|ACG24933.1| 60S ribosomal protein L13a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L13A 

29.2.1.2.2.05
13 lcl|B4FAM6_MAIZE 

B6UCF3_MAIZE Putative uncharacterized protein gb|ACG32651.1| 60 ribosomal protein L14 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L14 

29.2.1.2.2.01
4 lcl|B6UCF3_MAIZE 

B4FUA9_MAIZE Putative uncharacterized protein gb|ACG38379.1| 60 ribosomal protein L14 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L14 

29.2.1.2.2.01
4 lcl|B4FUA9_MAIZE 

B4FMB3_MAIZE Putative uncharacterized protein gb|ACG32179.1| 60S ribosomal protein L15 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L15 

29.2.1.2.2.01
5 lcl|B4FMB3_MAIZE 
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B4FHE4_MAIZE Putative uncharacterized protein gb|ACG24712.1| 60S ribosomal protein L17 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L17 

29.2.1.2.2.01
7 lcl|B4FHE4_MAIZE 

B4FNT0_MAIZE 60S ribosomal protein L17 gb|ACG25005.1| 60S ribosomal protein L17 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L17 

29.2.1.2.2.01
7 lcl|B4FNT0_MAIZE 

B6SJ08_MAIZE Putative uncharacterized protein gb|AAW50985.1| ribosomal protein L18 [Triticum 
aestivum] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L18 

29.2.1.2.2.01
8 lcl|B6SJ08_MAIZE 

B6SJC8_MAIZE Putative uncharacterized protein gb|ACG24961.1| 60S ribosomal protein L18 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L18 

29.2.1.2.2.01
8 lcl|B6SJC8_MAIZE 

B4F9R6_MAIZE Putative uncharacterized protein gb|ACG29474.1| 60S ribosomal protein L18a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L18A 

29.2.1.2.2.05
18 lcl|B4F9R6_MAIZE 

B6SX76_MAIZE Putative uncharacterized protein gb|ACG29459.1| 60S ribosomal protein L18a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L18A 

29.2.1.2.2.05
18 lcl|B6SX76_MAIZE 

B4FL64_MAIZE Putative uncharacterized protein gb|ACG32985.1| 60S ribosomal protein L19-3 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L19 

29.2.1.2.2.01
9 lcl|B4FL64_MAIZE 

B6SYW9_MAIZE Putative uncharacterized protein gb|ACG30052.1| 60S ribosomal protein L21 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L21 

29.2.1.2.2.02
1 lcl|B6SYW9_MAIZE 

B6T1F2_MAIZE Putative uncharacterized protein gb|ACG30935.1| 60S ribosomal protein L21 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L21 

29.2.1.2.2.02
1 lcl|B6T1F2_MAIZE 

B4FCK9_MAIZE Putative uncharacterized protein gb|ACG45931.1| 60S ribosomal protein L22-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L22 

29.2.1.2.2.02
2 lcl|B4FCK9_MAIZE 

B6THM9_MAIZE Putative uncharacterized protein gb|ACG36612.1| 60S ribosomal protein L22-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L22 

29.2.1.2.2.02
2 lcl|B6THM9_MAIZE 

B6TXN7_MAIZE Putative uncharacterized protein gb|ACG41870.1| 60S ribosomal protein L22-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L22 

29.2.1.2.2.02
2 lcl|B6TXN7_MAIZE 

B4FGL4_MAIZE Putative uncharacterized protein ref|NP_001148342.1| 60S ribosomal protein L23 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L23 

29.2.1.2.2.02
3 lcl|B4FGL4_MAIZE 

B4FZQ0_MAIZE Putative uncharacterized protein gb|ACG38513.1| 60S ribosomal protein L23a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L23A 

29.2.1.2.2.05
23 lcl|B4FZQ0_MAIZE 

B6SLQ7_MAIZE Putative uncharacterized protein gb|ACG25790.1| 60S ribosomal protein L23a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L23A 

29.2.1.2.2.05
23 lcl|B6SLQ7_MAIZE 

B6UHJ9_MAIZE Putative uncharacterized protein gb|ACG48832.1| 60S ribosomal protein L23a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L23A 

29.2.1.2.2.05
23 lcl|B6UHJ9_MAIZE 

B4FFR7_MAIZE Putative uncharacterized protein gb|ACG37984.1| 60S ribosomal protein L24 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L24 

29.2.1.2.2.02
4 lcl|B4FFR7_MAIZE 

B6TPG2_MAIZE Putative uncharacterized protein gb|ACG38995.1| 60S ribosomal protein L26-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L26 

29.2.1.2.2.02
6 lcl|B6TPG2_MAIZE 
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O82579_MAIZE Ribosomal protein L26 gb|ACG38995.1| 60S ribosomal protein L26-1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L26 

29.2.1.2.2.02
6 lcl|O82579_MAIZE 

B4FEE3_MAIZE Putative uncharacterized protein gb|ACG38303.1| 60S ribosomal protein L27 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27 

29.2.1.2.2.02
7 lcl|B4FEE3_MAIZE 

B4FTA3_MAIZE Putative uncharacterized protein gb|ACG24674.1| 60S ribosomal protein L27 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27 

29.2.1.2.2.02
7 lcl|B4FTA3_MAIZE 

B6TMH0_MAIZE Putative uncharacterized protein gb|ACG38303.1| 60S ribosomal protein L27 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27 

29.2.1.2.2.02
7 lcl|B6TMH0_MAIZE 

B4FQD7_MAIZE Putative uncharacterized protein gb|ACG30782.1| 60S ribosomal protein L27a-3 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27A 

29.2.1.2.2.05
27 lcl|B4FQD7_MAIZE 

B4G0Z5_MAIZE Putative uncharacterized protein gb|ACG49110.1| 60S ribosomal protein L27a-3 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27A 

29.2.1.2.2.05
27 lcl|B4G0Z5_MAIZE 

B4G1Q1_MAIZE Putative uncharacterized protein gb|ACG25197.1| 60S ribosomal protein L27a-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L27A 

29.2.1.2.2.05
27 lcl|B4G1Q1_MAIZE 

B4FM15_MAIZE Putative uncharacterized protein gb|ACG27035.1| 60S ribosomal protein L28 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L28 

29.2.1.2.2.02
8 lcl|B4FM15_MAIZE 

B4FYR2_MAIZE Putative uncharacterized protein gb|ACG26688.1| 60S ribosomal protein L28 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L28 

29.2.1.2.2.02
8 lcl|B4FYR2_MAIZE 

B4FBM9_MAIZE Putative uncharacterized protein gb|AAQ62075.1| ribosomal protein L3 [Triticum 
aestivum] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L3 29.2.1.2.2.03 lcl|B4FBM9_MAIZE 

B6SJ19_MAIZE 60S ribosomal protein L30 gb|AAB88620.1| ribosomal protein L30 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L30 

29.2.1.2.2.03
0 lcl|B6SJ19_MAIZE 

B6U9H6_MAIZE Putative uncharacterized protein gb|ACG46009.1| 60S ribosomal protein L30 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L30 

29.2.1.2.2.03
0 lcl|B6U9H6_MAIZE 

B6SJJ1_MAIZE Putative uncharacterized protein gb|ACG25024.1| 60S ribosomal protein L31 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L31 

29.2.1.2.2.03
1 lcl|B6SJJ1_MAIZE 

Q5XLD9_MAIZE Putative 60S ribosomal protein L31 gb|AAV28627.1| putative 60S ribosomal protein 
L31 [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L31 

29.2.1.2.2.03
1 lcl|Q5XLD9_MAIZE 

B4FFZ7_MAIZE Putative uncharacterized protein gb|ACG29450.1| 60S ribosomal protein L32 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L32 

29.2.1.2.2.03
2 lcl|B4FFZ7_MAIZE 

B6T872_MAIZE Putative uncharacterized protein gb|ACG33305.1| 60S ribosomal protein L32 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L32 

29.2.1.2.2.03
2 lcl|B6T872_MAIZE 

B4FGQ6_MAIZE Putative uncharacterized protein gb|ACG48648.1| 60S ribosomal protein L34 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L34 

29.2.1.2.2.03
4 lcl|B4FGQ6_MAIZE 

B6SX73_MAIZE Putative uncharacterized protein gb|ACG29456.1| 60S ribosomal protein L35 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L35 

29.2.1.2.2.03
5 lcl|B6SX73_MAIZE 
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B6T2K5_MAIZE Putative uncharacterized protein gb|ACG31338.1| 60S ribosomal protein L35 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L35 

29.2.1.2.2.03
5 lcl|B6T2K5_MAIZE 

B4G0R0_MAIZE Putative uncharacterized protein gb|ACG27073.1| 60S ribosomal protein L33-B 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L35A 

29.2.1.2.2.05
35 lcl|B4G0R0_MAIZE 

B6T8S6_MAIZE Putative uncharacterized protein gb|ACG33509.1| 60S ribosomal protein L33-B 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L35A 

29.2.1.2.2.05
35 lcl|B6T8S6_MAIZE 

B4FW07_MAIZE Putative uncharacterized protein gb|ACG34217.1| 60S ribosomal protein L36-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L36 

29.2.1.2.2.03
6 lcl|B4FW07_MAIZE 

B6SHJ5_MAIZE Putative uncharacterized protein gb|ACG24328.1| 60S ribosomal protein L44 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L36A 

29.2.1.2.2.05
36 lcl|B6SHJ5_MAIZE 

B4FMW5_MAIZE Putative uncharacterized protein gb|ACG39072.1| 60S ribosomal protein L37a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L37A 

29.2.1.2.2.05
37 lcl|B4FMW5_MAIZE 

B6SIV4_MAIZE Putative uncharacterized protein gb|ACG24787.1| 60S ribosomal protein L38 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L38 

29.2.1.2.2.03
8 lcl|B6SIV4_MAIZE 

B6SNL8_MAIZE Putative uncharacterized protein gb|ACG26451.1| 60S ribosomal protein L38 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L38 

29.2.1.2.2.03
8 lcl|B6SNL8_MAIZE 

B4F8D2_MAIZE Putative uncharacterized protein gb|AAP44673.1| putative 60S ribosomal protein 
L1 [Oryza sativa Japonica Group] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L4/L1 

29.2.1.2.2.14
1 lcl|B4F8D2_MAIZE 

B4F9G0_MAIZE Putative uncharacterized protein gb|AAP44673.1| putative 60S ribosomal protein 
L1 [Oryza sativa Japonica Group] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L4/L1 

29.2.1.2.2.14
1 lcl|B4F9G0_MAIZE 

B4FVJ0_MAIZE Putative uncharacterized protein gb|ACG25262.1| 60S ribosomal protein L4 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L4/L1 

29.2.1.2.2.14
1 lcl|B4FVJ0_MAIZE 

B6TX31_MAIZE Putative uncharacterized protein gb|ACG25262.1| 60S ribosomal protein L4 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L4/L1 

29.2.1.2.2.14
1 lcl|B6TX31_MAIZE 

B6THG9_MAIZE Putative uncharacterized protein gb|ACG36552.1| 60S ribosomal protein L5-1 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L5 29.2.1.2.2.05 lcl|B6THG9_MAIZE 

B6TYP7_MAIZE Putative uncharacterized protein gb|ACG42230.1| 60S ribosomal protein L5-1 [Zea 
mays 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L5 29.2.1.2.2.05 lcl|B6TYP7_MAIZE 

B6TFG3_MAIZE Putative uncharacterized protein gb|ACG24863.1| 60S ribosomal protein L6 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L6 29.2.1.2.2.06 lcl|B6TFG3_MAIZE 

B4F9G6_MAIZE Putative uncharacterized protein gb|ACG24443.1| 60S ribosomal protein L6 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L6 29.2.1.2.2.06 lcl|B4F9G6_MAIZE 

B6SHW0_MAIZE Putative uncharacterized protein gb|ACG24443.1| 60S ribosomal protein L6 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L6 29.2.1.2.2.06 lcl|B6SHW0_MAIZE 

B4F8K1_MAIZE Putative uncharacterized protein gb|ACG30340.1| 60S ribosomal protein L7-2 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L7 29.2.1.2.2.07 lcl|B4F8K1_MAIZE 
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B4FSG3_MAIZE Putative uncharacterized protein gb|ACG31082.1| 60S ribosomal protein L7-1 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L7 29.2.1.2.2.07 lcl|B4FSG3_MAIZE 

B4FTW5_MAIZE Putative uncharacterized protein gb|ACG32628.1| 60S ribosomal protein L7-1 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L7 29.2.1.2.2.07 lcl|B4FTW5_MAIZE 

B4F7Y1_MAIZE Putative uncharacterized protein gb|ACG47588.1| 60S ribosomal protein L7a [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L7A 

29.2.1.2.2.05
7 lcl|B4F7Y1_MAIZE 

B6T769_MAIZE Putative uncharacterized protein gb|ACG32952.1| 60S ribosomal protein L7a [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L7A 

29.2.1.2.2.05
7 lcl|B6T769_MAIZE 

B6SI39_MAIZE Putative uncharacterized protein gb|ACG24522.1| 60S ribosomal protein L9 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L9 29.2.1.2.2.09 lcl|B6SI39_MAIZE 

B6TH42_MAIZE Putative uncharacterized protein gb|ACG36425.1| 60S ribosomal protein L9 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.L9 29.2.1.2.2.09 lcl|B6TH42_MAIZE 

B4FNM4_MAIZE 60S acidic ribosomal protein P0 emb|CAA69256.1| 60S acidic ribosomal protein 
P0 [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P0 29.2.1.2.2.80 lcl|B4FNM4_MAIZE 

B4FT06_MAIZE Putative uncharacterized protein gb|ACG32396.1| mRNA turnover protein 4 [Zea 
mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P0 29.2.1.2.2.80 lcl|B4FT06_MAIZE 

B4FWI0_MAIZE Putative uncharacterized protein emb|CAA69256.1| 60S acidic ribosomal protein 
P0 [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P0 29.2.1.2.2.80 lcl|B4FWI0_MAIZE 

B4FUB4_MAIZE Putative uncharacterized protein gb|ACG30985.1| 60S acidic ribosomal protein P1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P1 29.2.1.2.2.81 lcl|B4FUB4_MAIZE 

B6T0Z6_MAIZE 60S acidic ribosomal protein P1 gb|ACG30779.1| 60S acidic ribosomal protein P1 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P1 29.2.1.2.2.81 lcl|B6T0Z6_MAIZE 

B4FD78_MAIZE 60S acidic ribosomal protein P2B gb|AAB71080.1| acidic ribosomal protein P2b 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P2 29.2.1.2.2.82 lcl|B4FD78_MAIZE 

B4FI88_MAIZE Putative uncharacterized protein gb|ACG37632.1| 60S acidic ribosomal protein 
P2A [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P2 29.2.1.2.2.82 lcl|B4FI88_MAIZE 

B4FVI4_MAIZE Putative uncharacterized protein gb|ACG24768.1| 60S acidic ribosomal protein 
P2A [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P2 29.2.1.2.2.82 lcl|B4FVI4_MAIZE 

B6SIT5_MAIZE Acidic ribosomal protein P2a-3 gb|ACG24768.1| 60S acidic ribosomal protein 
P2A [Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P2 29.2.1.2.2.82 lcl|B6SIT5_MAIZE 

Q9SM26_MAIZE Acidic ribosomal protein P2a-2 gb|AAD11459.1| acidic ribosomal protein P2a-2 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P2 29.2.1.2.2.82 lcl|Q9SM26_MAIZE 

B4G1B3_MAIZE 60S acidic ribosomal protein P3 gb|AAB71078.1| acidic ribosomal protein P3a 
[Zea mays] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.P3 29.2.1.2.2.83 lcl|B4G1B3_MAIZE 

B6TVY0_MAIZE Putative uncharacterized protein dbj|BAD21594.1| 60S ribosomal protein-like 
[Oryza sativa Japonica Group] 

Protein.synthesis.ribosomal Protein.eukaryotic.60S 
subunit.unknown 29.2.1.2.2.99 lcl|B6TVY0_MAIZE 
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B6TB66_MAIZE Putative uncharacterized protein gb|ACG34349.1| 50S ribosomal protein L1 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L1 

29.2.1.1.1.2.
01 lcl|B6TB66_MAIZE 

B6U897_MAIZE Putative uncharacterized protein gb|ACG45580.1| structural constituent of 
ribosome [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L10 

29.2.1.1.1.2.
010 lcl|B6U897_MAIZE 

B4FC48_MAIZE Putative uncharacterized protein gb|ACG47479.1| 50S ribosomal protein L11 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L11 

29.2.1.1.1.2.
011 lcl|B4FC48_MAIZE 

B4FBL2_MAIZE Putative uncharacterized protein gb|EEF51996.1| 50S ribosomal protein L7/L12, 
putative [Ricinus communis] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L12 

29.2.1.1.1.2.
012 lcl|B4FBL2_MAIZE 

B6TKU6_MAIZE Putative uncharacterized protein gb|ACG37729.1| 50S ribosomal protein L14 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L14 

29.2.1.1.1.2.
014 lcl|B6TKU6_MAIZE 

B6TDF5_MAIZE Putative uncharacterized protein gb|ABC26877.1| putative L19 ribosomal protein 
[Solanum lycopersicum] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L19 

29.2.1.1.1.2.
019 lcl|B6TDF5_MAIZE 

B6TGT0_MAIZE Putative uncharacterized protein gb|ACG36313.1| 60S ribosomal protein L2 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L2 

29.2.1.1.1.2.
02 lcl|B6TGT0_MAIZE 

B4FI28_MAIZE Putative uncharacterized protein gb|ACG37281.1| 50S ribosomal protein L21 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L21 

29.2.1.1.1.2.
021 lcl|B4FI28_MAIZE 

B4FZW6_MAIZE Putative uncharacterized protein gb|ACG33406.1| 50S ribosomal protein L24 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L24 

29.2.1.1.1.2.
024 lcl|B4FZW6_MAIZE 

B6SNE0_MAIZE Putative uncharacterized protein gb|ACG29519.1| 50S ribosomal protein L28 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L28 

29.2.1.1.1.2.
028 lcl|B6SNE0_MAIZE 

B6TFD9_MAIZE Putative uncharacterized protein gb|ACG35822.1| 50S ribosomal protein L3-2 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L3 

29.2.1.1.1.2.
03 lcl|B6TFD9_MAIZE 

B6TQS8_MAIZE Putative uncharacterized protein ref|NP_001144311.1| hypothetical protein 
LOC100277203 [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.chloroplast.50S subunit.L4 

29.2.1.1.1.2.
04 lcl|B6TQS8_MAIZE 

B6TWC4_MAIZE Putative uncharacterized protein gb|ABK21823.1| unknown [Picea sitchensis] Protein.synthesis.ribosomal 
Protein.prokaryotic.mitochondrion.30S subunit.S27 

29.2.1.1.2.1.
027 lcl|B6TWC4_MAIZE 

B6STW7_MAIZE Putative uncharacterized protein gb|ACG28300.1| 39S ribosomal protein L47 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.mitochondrion.50S subunit.L29 

29.2.1.1.2.2.
029 lcl|B6STW7_MAIZE 

B6SGK3_MAIZE Putative uncharacterized protein gb|ACG23986.1| hypothetical protein [Zea mays] Protein.synthesis.ribosomal 
Protein.prokaryotic.mitochondrion.50S subunit.L37 

29.2.1.1.2.2.
037 lcl|B6SGK3_MAIZE 

B4FD14_MAIZE Putative uncharacterized protein 
gb|EEB06715.1| mitochondrial ribosomal protein 
subunit Mrp10 [Schizosaccharomyces japonicus 

yFS275] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.mitochondrion.L51/S25/CI-B8 

29.2.1.1.2.05
1 lcl|B4FD14_MAIZE 

B4FA94_MAIZE Putative uncharacterized protein gb|ACG32861.1| mitochondrial ribosomal protein 
L43 [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.mitochondrion.L51/S25/CI-B8 

29.2.1.1.2.05
1 lcl|B4FA94_MAIZE 
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B4FT78_MAIZE Putative uncharacterized protein gb|ACG37441.1| ribosomal protein S15 
containing protein [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.30S 

subunit.S15 

29.2.1.1.3.1.
015 lcl|B4FT78_MAIZE 

B4FMH4_MAIZE Putative uncharacterized protein gb|ACG37983.1| 30S ribosomal protein S17 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.30S 

subunit.S17 

29.2.1.1.3.1.
017 lcl|B4FMH4_MAIZE 

B6SIS5_MAIZE Putative uncharacterized protein gb|ACG24758.1| 60S ribosomal protein L10a-1 
[Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L10A 

29.2.1.1.3.2.
0510 lcl|B6SIS5_MAIZE 

B6U986_MAIZE Putative uncharacterized protein gb|ACF06489.1| ribosomal protein L10a [Elaeis 
guineensis] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L10A 

29.2.1.1.3.2.
0510 lcl|B6U986_MAIZE 

B6SMG7_MAIZE Putative uncharacterized protein gb|ACG26050.1| 50S ribosomal protein L18 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L18 

29.2.1.1.3.2.
018 lcl|B6SMG7_MAIZE 

B6SIR6_MAIZE Putative uncharacterized protein gb|ACG24749.1| 50S ribosomal protein L20 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L20 

29.2.1.1.3.2.
020 lcl|B6SIR6_MAIZE 

B6TN36_MAIZE Putative uncharacterized protein gb|ACG38519.1| 5S rRNA binding protein [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L25 

29.2.1.1.3.2.
025 lcl|B6TN36_MAIZE 

B6SIL2_MAIZE Putative uncharacterized protein gb|ACG24695.1| structural constituent of 
ribosome [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L30 

29.2.1.1.3.2.
030 lcl|B6SIL2_MAIZE 

B6T030_MAIZE Putative uncharacterized protein gb|ACG30463.1| 50S ribosomal protein L33 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L33 

29.2.1.1.3.2.
033 lcl|B6T030_MAIZE 

B4FYM2_MAIZE Putative uncharacterized protein gb|EEF40008.1| 50S ribosomal protein L25, 
putative [Ricinus communis] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L35 

29.2.1.1.3.2.
035 lcl|B4FYM2_MAIZE 

B6SPY9_MAIZE Putative uncharacterized protein gb|ACG26922.1| 50S ribosomal protein L4 [Zea 
mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L4 

29.2.1.1.3.2.
04 lcl|B6SPY9_MAIZE 

B6T3L4_MAIZE Putative uncharacterized protein gb|ACG31697.1| ribosomal protein L9, N-terminal 
domain containing protein [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.50S 

subunit.L9 

29.2.1.1.3.2.
09 lcl|B6T3L4_MAIZE 

B6THL0_MAIZE Putative uncharacterized protein gb|ACG36593.1| h/ACA ribonucleoprotein 
complex subunit 2 [Zea mays] 

Protein.synthesis.ribosomal 
Protein.prokaryotic.unknown organellar.unknown 29.2.1.1.3.99 lcl|B6THL0_MAIZE 

B4FEK7_MAIZE Putative uncharacterized protein gb|ACG46365.1| chloroplast-localized Ptr ToxA-
binding protein1 [Zea mays] Protein.targeting 29.3 lcl|B4FEK7_MAIZE 
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B6SN99_MAIZE Putative uncharacterized protein gb|ACG26332.1| translocon-associated protein 
beta containing protein [Zea mays] Protein.targeting 29.3 lcl|B6SN99_MAIZE 

B4FYE0_MAIZE Putative uncharacterized protein 
gb|AAG13554.1|AC023240_27 putative 

chloroplast inner envelope protein [Oryza sativa 
Japonica Group] 

Protein.targeting.chloroplast 29.3.3 lcl|B4FYE0_MAIZE 

B4G0Y4_MAIZE Putative uncharacterized protein emb|CAB77551.1| Toc34-2 protein [Zea mays] Protein.targeting.chloroplast 29.3.3 lcl|B4G0Y4_MAIZE 

B4F8L5_MAIZE Putative uncharacterized protein gb|ACG41339.1| SAM domain family protein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B4F8L5_MAIZE 

B4FCW3_MAIZE Putative uncharacterized protein gb|ACG38234.1| SAM domain family protein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FCW3_MAIZE 

B4FET7_MAIZE Putative uncharacterized protein 
gb|EEF50285.1| Import inner membrane 
translocase subunit tim21, mitochondrial 
precursor, putative [Ricinus communis] 

Protein.targeting.mitochondria 29.3.2 lcl|B4FET7_MAIZE 

B6SLJ2_MAIZE Putative uncharacterized protein gb|ACG25725.1| mitochondrial import inner 
membrane translocase subunit Tim8 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6SLJ2_MAIZE 

B6TGT3_MAIZE Putative uncharacterized protein gb|ACG36316.1| mitochondrial import inner 
membrane translocase subunit TIM16 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TGT3_MAIZE 

B6UGA4_MAIZE Putative uncharacterized protein gb|ACG48387.1| mitochondrial import inner 
membrane translocase subunit TIM16 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6UGA4_MAIZE 

B4FPU2_MAIZE Putative uncharacterized protein gb|ACG37552.1| p8MTCP1 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FPU2_MAIZE 

B4FWA7_MAIZE Putative uncharacterized protein gb|ACG25942.1| brain protein 44 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FWA7_MAIZE 

B4FZA1_MAIZE Putative uncharacterized protein gb|ACG48282.1| mitochondrial glycoprotein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FZA1_MAIZE 

B6T3V3_MAIZE Putative uncharacterized protein gb|ACG31786.1| mitochondrial import receptor 
subunit TOM22 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6T3V3_MAIZE 

B6TFV4_MAIZE Putative uncharacterized protein gb|ACG35987.1| mitochondrial glycoprotein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TFV4_MAIZE 

B6TJH8_MAIZE Putative uncharacterized protein gb|ACG37261.1| mitochondrial glycoprotein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TJH8_MAIZE 

B6TKL5_MAIZE Putative uncharacterized protein gb|ACG37648.1| mitochondrial glycoprotein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TKL5_MAIZE 

B6TNB6_MAIZE Putative uncharacterized protein gb|ACG38599.1| mitochondrial glycoprotein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TNB6_MAIZE 

B6TFF3_MAIZE Putative uncharacterized protein gb|EEF37285.1| Optic atrophy 3 protein, putative 
[Ricinus communis] Protein.targeting.mitochondria 29.3.2 lcl|B6TFF3_MAIZE 
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B4F932_MAIZE Putative uncharacterized protein gb|ACG36103.1| mitochondrial-processing 
peptidase beta subunit [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B4F932_MAIZE 

B4FR35_MAIZE Putative uncharacterized protein dbj|BAD81527.1| putative ubiquinol-cytochrome-c 
reductase [Oryza sativa Japonica Group] Protein.targeting.mitochondria 29.3.2 lcl|B4FR35_MAIZE 

B4FSZ7_MAIZE Putative uncharacterized protein gb|ACG39762.1| mitochondrial-processing 
peptidase alpha subunit [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FSZ7_MAIZE 

B4FU14_MAIZE Putative uncharacterized protein gb|ACG47748.1| mitochondrial import inner 
membrane translocase subunit Tim9 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B4FU14_MAIZE 

B6SJS3_MAIZE Putative uncharacterized protein gb|ACG25106.1| mitochondrial import inner 
membrane translocase subunit tim23 [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6SJS3_MAIZE 

B6SVV8_MAIZE Putative uncharacterized protein gb|ACG39762.1| mitochondrial-processing 
peptidase alpha subunit [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6SVV8_MAIZE 

B6T3E6_MAIZE Putative uncharacterized protein gb|ACG24035.1| SAM domain family protein [Zea 
mays] Protein.targeting.mitochondria 29.3.2 lcl|B6T3E6_MAIZE 

B6TG70_MAIZE Putative uncharacterized protein gb|ACG36103.1| mitochondrial-processing 
peptidase beta subunit [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TG70_MAIZE 

B6TTP4_MAIZE Putative uncharacterized protein gb|ACG40477.1| stress-inducible membrane pore 
protein [Zea mays] Protein.targeting.mitochondria 29.3.2 lcl|B6TTP4_MAIZE 

B6T863_MAIZE Putative uncharacterized protein gb|AAL86478.1|AC077693_17 putative nuclear 
protein [Oryza sativa Japonica Group] Protein.targeting.nucleus 29.3.1 lcl|B6T863_MAIZE 

B6U4C3_MAIZE Putative uncharacterized protein gb|EEF32391.1| nuclear matrix protein, putative 
[Ricinus communis] Protein.targeting.nucleus 29.3.1 lcl|B6U4C3_MAIZE 

B6UHU4_MAIZE Putative uncharacterized protein gb|ACG48927.1| acidic leucine-rich nuclear 
phosphoprotein 32 family member A [Zea mays] Protein.targeting.nucleus 29.3.1 lcl|B6UHU4_MAIZE 

B4FC92_MAIZE Putative uncharacterized protein gb|ABL97965.1| putative nuclear transport factor 
2 [Brassica rapa] Protein.targeting.nucleus 29.3.1 lcl|B4FC92_MAIZE 

B4FFP7_MAIZE Putative uncharacterized protein gb|EEF34618.1| Importin-7, putative [Ricinus 
communis] Protein.targeting.nucleus 29.3.1 lcl|B4FFP7_MAIZE 

B4FJT7_MAIZE Putative uncharacterized protein gb|ACG28035.1| RNA-binding protein-like [Zea 
mays] Protein.targeting.nucleus 29.3.1 lcl|B4FJT7_MAIZE 

B4FWY8_MAIZE Putative uncharacterized protein dbj|BAA88950.1| importin alpha 1b [Oryza sativa 
Japonica Group] Protein.targeting.nucleus 29.3.1 lcl|B4FWY8_MAIZE 

B6SNN1_MAIZE Putative uncharacterized protein dbj|BAA88950.1| importin alpha 1b [Oryza sativa 
Japonica Group] Protein.targeting.nucleus 29.3.1 lcl|B6SNN1_MAIZE 

B6T451_MAIZE Putative uncharacterized protein gb|ACG31884.1| importin alpha-1b subunit [Zea 
mays] Protein.targeting.nucleus 29.3.1 lcl|B6T451_MAIZE 
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B6T5S5_MAIZE Putative uncharacterized protein gb|ACG32458.1| RNA binding protein [Zea mays] Protein.targeting.nucleus 29.3.1 lcl|B6T5S5_MAIZE 

B6T5X8_MAIZE Putative uncharacterized protein gb|ACG28035.1| RNA-binding protein-like [Zea 
mays] Protein.targeting.nucleus 29.3.1 lcl|B6T5X8_MAIZE 

B6TQ25_MAIZE Putative uncharacterized protein gb|ACG39208.1| RNA-binding protein-like [Zea 
mays] Protein.targeting.nucleus 29.3.1 lcl|B6TQ25_MAIZE 

B6UBU3_MAIZE Putative uncharacterized protein gb|EEF29634.1| RNA binding protein, putative 
[Ricinus communis] Protein.targeting.nucleus 29.3.1 lcl|B6UBU3_MAIZE 

B4FVB4_MAIZE Putative uncharacterized protein gb|EEF36371.1| phytanoyl-CoA dioxygenase 
domain containing, putative [Ricinus communis] Protein.targeting.peroxisomes 29.3.5 lcl|B4FVB4_MAIZE 

B6TDJ8_MAIZE Putative uncharacterized protein gb|ACG35181.1| peroxin Pex14 [Zea mays] Protein.targeting.peroxisomes 29.3.5 lcl|B6TDJ8_MAIZE 

B6TK69_MAIZE Putative uncharacterized protein gb|ACG37502.1| peroxin Pex14 [Zea mays] Protein.targeting.peroxisomes 29.3.5 lcl|B6TK69_MAIZE 

B6T325_MAIZE Putative uncharacterized protein gb|ACG31508.1| selenoprotein precursor [Zea 
mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6T325_MAIZE 

B6T6X0_MAIZE Putative uncharacterized protein gb|AAD11797.1| putative type 1 membrane 
protein [Arabidopsis thaliana] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6T6X0_MAIZE 

B6TEF3_MAIZE Putative uncharacterized protein gb|ACG35486.1| selT/selW/selH selenoprotein 
domain containing protein [Zea mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6TEF3_MAIZE 

B6TGL5_MAIZE Putative uncharacterized protein gb|ACG36248.1| seed maturation protein [Zea 
mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6TGL5_MAIZE 

B6TJS8_MAIZE Putative uncharacterized protein gb|EEF37548.1| bcr-associated protein, bap, 
putative [Ricinus communis] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6TJS8_MAIZE 

B4FJ28_MAIZE Putative uncharacterized protein gb|ACG36221.1| signal recognition particle 9 kDa 
protein [Zea mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B4FJ28_MAIZE 

B4FK58_MAIZE Putative uncharacterized protein gb|ACG26555.1| signal recognition particle 19 
kDa protein [Zea mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B4FK58_MAIZE 

B6TGI8_MAIZE Signal recognition particle 9 kDa protein gb|ACG36221.1| signal recognition particle 9 kDa 
protein [Zea mays] Protein.targeting.secretory pathway.ER 29.3.4.1 lcl|B6TGI8_MAIZE 

B6UFN8_MAIZE Putative uncharacterized protein gb|ACG48171.1| ALG2-interacting protein X [Zea 
mays] Protein.targeting.secretory pathway.golgi 29.3.4.2 lcl|B6UFN8_MAIZE 

B4F918_MAIZE Putative uncharacterized protein gb|AAO22730.1| putative transport protein 
[Arabidopsis thaliana] Protein.targeting.secretory pathway.golgi 29.3.4.2 lcl|B4F918_MAIZE 

B4FHN0_MAIZE Putative uncharacterized protein gb|AAM97042.1| putative Sec24-like COPII 
protein [Arabidopsis thaliana] Protein.targeting.secretory pathway.golgi 29.3.4.2 lcl|B4FHN0_MAIZE 

B4F8L0_MAIZE Putative uncharacterized protein gb|ACG32836.1| membrane-associated 30 kDa 
protein [Zea mays] 

Protein.targeting.secretory pathway.plasma 
membrane 29.3.4.4 lcl|B4F8L0_MAIZE 
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B4FZF8_MAIZE Putative uncharacterized protein gb|ACG25361.1| nicalin precursor [Zea mays] Protein.targeting.secretory pathway.plasma 
membrane 29.3.4.4 lcl|B4FZF8_MAIZE 

B4FQL2_MAIZE Putative uncharacterized protein gb|ACG37410.1| SEC13-related protein [Zea 
mays] 

Protein.targeting.secretory pathway.plasma 
membrane 29.3.4.4 lcl|B4FQL2_MAIZE 

B6SSJ8_MAIZE Putative uncharacterized protein gb|AAD20128.1| putative SEC1 family transport 
protein [Arabidopsis thaliana] 

Protein.targeting.secretory pathway.plasma 
membrane 29.3.4.4 lcl|B6SSJ8_MAIZE 

B6U7R7_MAIZE Putative uncharacterized protein gb|EDQ59957.1| SM/Sec1-family protein 
[Physcomitrella patens subsp. patens] 

Protein.targeting.secretory pathway.plasma 
membrane 29.3.4.4 lcl|B6U7R7_MAIZE 

B6TIF5_MAIZE Putative uncharacterized protein gb|EEF34597.1| clathrin assembly protein, 
putative [Ricinus communis] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6TIF5_MAIZE 

B6UEM6_MAIZE Putative uncharacterized protein gb|ACG47809.1| protein transport protein Sec61 
beta subunit [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6UEM6_MAIZE 

B4FFK9_MAIZE Putative uncharacterized protein gb|ACG49039.1| secreted protein [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FFK9_MAIZE 

B6SNM4_MAIZE Putative uncharacterized protein gb|ACG26457.1| protein transport protein Sec61 
beta subunit [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6SNM4_MAIZE 

B6UI56_MAIZE Putative uncharacterized protein gb|ACG49039.1| secreted protein [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6UI56_MAIZE 

B4F8B0_MAIZE Putative uncharacterized protein dbj|BAD05682.1| putative ADP-ribosylation factor 
3 [Oryza sativa Japonica Group] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4F8B0_MAIZE 

B4FA33_MAIZE Putative uncharacterized protein gb|ACG48550.1| ADP-ribosylation factor-like 
protein 5A [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FA33_MAIZE 

B4FBG7_MAIZE Putative uncharacterized protein gb|ACG36178.1| ADP-ribosylation factor [Zea 
mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FBG7_MAIZE 

B4FBP3_MAIZE Putative uncharacterized protein gb|ACG44235.1| signal recognition particle 68 
kDa protein [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FBP3_MAIZE 

B4FDR1_MAIZE Putative uncharacterized protein gb|ACG38002.1| signal recognition particle 
receptor beta subunit [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FDR1_MAIZE 

B4FIW7_MAIZE Putative uncharacterized protein dbj|BAB03029.1| coated vesicle membrane 
protein-like [Arabidopsis thaliana] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FIW7_MAIZE 

B4FIX8_MAIZE Putative uncharacterized protein dbj|BAA90347.1| putative ADP-ribosylation factor 
[Oryza sativa Japonica Group] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FIX8_MAIZE 

B4FQ20_MAIZE Putative uncharacterized protein gb|EEF51947.1| clathrin coat assembly protein 
ap-1, putative [Ricinus communis] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FQ20_MAIZE 

B4FUG2_MAIZE Putative uncharacterized protein gb|EEF32488.1| gamma-soluble nsf attachment 
protein, putative [Ricinus communis] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FUG2_MAIZE 

B4FV79_MAIZE Putative uncharacterized protein gb|EEF45227.1| coated vesicle membrane 
protein, putative [Ricinus communis] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B4FV79_MAIZE 
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B6SPB6_MAIZE Putative uncharacterized protein gb|ACG26699.1| protein transport protein SEC61 
gamma subunit [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6SPB6_MAIZE 

B6SUS5_MAIZE Putative uncharacterized protein gb|ACG28608.1| transmembrane emp24 domain-
containing protein 3 precursor [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6SUS5_MAIZE 

B6SUV2_MAIZE Putative uncharacterized protein gb|ACG28635.1| ADP-ribosylation factor-like 
protein 8A [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6SUV2_MAIZE 

B6T365_MAIZE Putative uncharacterized protein gb|ACG31548.1| coatomer subunit zeta-1 [Zea 
mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6T365_MAIZE 

B6T570_MAIZE Putative uncharacterized protein gb|ACG32253.1| coatomer subunit zeta-1 [Zea 
mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6T570_MAIZE 

B6T9P5_MAIZE Nonclathrin coat protein zeta1-COP gb|ACG33828.1| coatomer subunit zeta-1 [Zea 
mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6T9P5_MAIZE 

B6TA16_MAIZE Putative uncharacterized protein gb|ACG33949.1| ADP-ribosylation factor-like 
protein 8B [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6TA16_MAIZE 

B6TBM1_MAIZE Putative uncharacterized protein gb|ACG34504.1| alpha-soluble NSF attachment 
protein [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6TBM1_MAIZE 

B6TGE5_MAIZE Putative uncharacterized protein gb|ACG36178.1| ADP-ribosylation factor [Zea 
mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6TGE5_MAIZE 

B6TMY9_MAIZE Putative uncharacterized protein gb|ACG38472.1| 25.3 kDa vesicle transport 
protein [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6TMY9_MAIZE 

B6U212_MAIZE Putative uncharacterized protein gb|ACG43395.1| ADP-ribosylation factor-like 
protein 8A [Zea mays] Protein.targeting.secretory pathway.unspecified 29.3.4.99 lcl|B6U212_MAIZE 

B6SHU1_MAIZE Putative uncharacterized protein gb|ACG24424.1| vacuolar protein sorting protein 
25 [Zea mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B6SHU1_MAIZE 

B6TWB5_MAIZE Putative uncharacterized protein gb|ACG41398.1| vacuolar protein sorting 37C 
[Zea mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B6TWB5_MAIZE 

B4FAJ3_MAIZE Legumain-like protease emb|CAB64545.1| legumain-like protease [Zea 
mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B4FAJ3_MAIZE 

B4FF26_MAIZE Putative uncharacterized protein gb|ACG47931.1| vacuolar protein sorting 26 [Zea 
mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B4FF26_MAIZE 

B4FT16_MAIZE Putative uncharacterized protein gb|ACG32643.1| vacuolar protein sorting 26 [Zea 
mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B4FT16_MAIZE 

B6SGD2_MAIZE Putative uncharacterized protein gb|ACG43588.1| vacuolar protein sorting 35 [Zea 
mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B6SGD2_MAIZE 

B6U0J6_MAIZE Putative uncharacterized protein gb|ACG42879.1| vacuolar sorting receptor 1 
precursor [Zea mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B6U0J6_MAIZE 
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B6U2K5_MAIZE Putative uncharacterized protein gb|ACG43588.1| vacuolar protein sorting 35 [Zea 
mays] Protein.targeting.secretory pathway.vacuole 29.3.4.3 lcl|B6U2K5_MAIZE 

B4FTE1_MAIZE Putative uncharacterized protein gb|ACG33298.1| signal peptidase complex 
subunit 2 [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B4FTE1_MAIZE 

B4F8J4_MAIZE Putative uncharacterized protein gb|EAL66669.1| DUF410 family protein 
[Dictyostelium discoideum AX4] Protein.targeting.unknown 29.03.99 lcl|B4F8J4_MAIZE 

B4FYV4_MAIZE Putative uncharacterized protein gb|ACG37496.1| saposin-like type B, region 1 
family protein [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B4FYV4_MAIZE 

B6SM05_MAIZE Putative uncharacterized protein gb|ACG25888.1| transport protein particle 
component, Bet3 containing protein [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6SM05_MAIZE 

B6T6D7_MAIZE Putative uncharacterized protein gb|ACG32670.1| MIR-interacting saposin-like 
protein precursor [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6T6D7_MAIZE 

B6TD22_MAIZE Putative uncharacterized protein gb|ACG35005.1| stromal cell-derived factor 2 
precursor [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6TD22_MAIZE 

B6TVP8_MAIZE Putative uncharacterized protein gb|ACG41181.1| stromal cell-derived factor 2 
precursor [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6TVP8_MAIZE 

B4G1I6_MAIZE Putative uncharacterized protein gb|ACG30315.1| ATP-dependent Clp protease 
ATP-binding subunit clpA [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B4G1I6_MAIZE 

B6SIK6_MAIZE Putative uncharacterized protein gb|ACG24689.1| signal peptidase complex 
subunit 1 [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6SIK6_MAIZE 

B6SJA3_MAIZE Putative uncharacterized protein gb|ACG24936.1| signal peptidase complex 
subunit 1 [Zea mays] Protein.targeting.unknown 29.3.99 lcl|B6SJA3_MAIZE 

B6UE86_MAIZE Putative uncharacterized protein gb|ACG47669.1| fructose-bisphosphate aldolase 
[Zea mays] PS.calvin cyle.aldolase 1.3.06 lcl|B6UE86_MAIZE 

B4G0K4_MAIZE Putative uncharacterized protein gb|ACG36709.1| phosphoglycerate kinase, 
cytosolic [Zea mays] PS.calvin cyle.phosphoglycerate kinase 1.3.3 lcl|B4G0K4_MAIZE 

B6STH5_MAIZE Putative uncharacterized protein gb|ACG28158.1| phosphoglycerate kinase [Zea 
mays] PS.calvin cyle.phosphoglycerate kinase 1.3.3 lcl|B6STH5_MAIZE 

Q8LLS4_MAIZE Phosphoglycerate kinase gb|AAM51721.1|AF343495_1 3-
phosphoglycerate kinase [Zea mays] PS.calvin cyle.phosphoglycerate kinase 1.3.3 lcl|Q8LLS4_MAIZE 

B4FRQ1_MAIZE Putative uncharacterized protein gb|ACG32126.1| ribulose-phosphate 3-epimerase 
[Zea mays] PS.calvin cyle.RPE 1.3.011 lcl|B4FRQ1_MAIZE 

B4G177_MAIZE Putative uncharacterized protein gb|AAN65341.1| thioredoxin/transketolase fusion 
protein [synthetic construct] PS.calvin cyle.transketolase 1.3.08 lcl|B4G177_MAIZE 

TKTC_MAIZE Transketolase, chloroplastic gb|AAO33154.1| putative transketolase [Oryza 
sativa Japonica Group] PS.calvin cyle.transketolase 1.3.08 lcl|TKTC_MAIZE 
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ATPA_MAIZE ATP synthase subunit alpha, 
chloroplastic 

emb|CAA60283.1| ATPase subunit alpha [Zea 
mays] PS.lightreaction.ATP synthase 1.1.4 lcl|ATPA_MAIZE 

ATPAM_MAIZE ATP synthase subunit alpha, 
mitochondrial 

gb|AAA70269.1| F1-ATPase alpha subunit [Zea 
mays] PS.lightreaction.ATP synthase 1.1.4 lcl|ATPAM_MAIZE 

ATPBM_MAIZE ATP synthase subunit beta, 
mitochondrial 

gb|AAA70268.1| mitochondrial F-1-ATPase 
subunit 2 [Zea mays] PS.lightreaction.ATP synthase 1.1.4 lcl|ATPBM_MAIZE 

B4FSV4_MAIZE Putative uncharacterized protein gb|AAA33560.1| mitochondrial ATPase alpha-
subunit [Neurospora crassa] PS.lightreaction.ATP synthase 1.1.4 lcl|B4FSV4_MAIZE 

B6SVV9_MAIZE Putative uncharacterized protein gb|ACG28992.1| ATP synthase beta chain [Zea 
mays] PS.lightreaction.ATP synthase 1.1.4 lcl|B6SVV9_MAIZE 

B6T9C0_MAIZE Putative uncharacterized protein gb|ACG33703.1| vacuolar ATP synthase subunit 
B isoform 1 [Zea mays] PS.lightreaction.ATP synthase 1.1.4 lcl|B6T9C0_MAIZE 

Q6R9G1_MAIZE NADH dehydrogenase subunit 7 gb|AAR91198.1| NADH dehydrogenase subunit 7 
[Zea mays] PS.lightreaction.cyclic electron flow-chlororespiration 1.1.40 lcl|Q6R9G1_MAIZE 

B4FUR6_MAIZE Putative uncharacterized protein gb|ACG48830.1| glycine cleavage system H 
protein 1 [Zea mays] PS.photorespiration.glycine cleavage 1.2.4 lcl|B4FUR6_MAIZE 

B6UHJ7_MAIZE Putative uncharacterized protein gb|ACG48830.1| glycine cleavage system H 
protein 1 [Zea mays] PS.photorespiration.glycine cleavage 1.2.4 lcl|B6UHJ7_MAIZE 

B4FCA3_MAIZE Putative uncharacterized protein gb|AAO17067.1| glycolate oxidase [Zantedeschia 
aethiopica] PS.photorespiration.glycolate oxydase 1.2.02 lcl|B4FCA3_MAIZE 

B4FPD1_MAIZE Putative uncharacterized protein gb|ACG24706.1| membrane steroid-binding 
protein 1 [Zea mays] Redox.ascorbate and glutathione 21.2 lcl|B4FPD1_MAIZE 

B4FQJ5_MAIZE Putative uncharacterized protein gb|ACG31566.1| cytoplasm protein [Zea mays] Redox.ascorbate and glutathione 21.2 lcl|B4FQJ5_MAIZE 

B6TAT5_MAIZE Putative uncharacterized protein dbj|BAA77282.1| monodehydroascorbate 
reductase [Oryza sativa Japonica Group] Redox.ascorbate and glutathione 21.2 lcl|B6TAT5_MAIZE 

B6TM12_MAIZE Putative uncharacterized protein gb|ACG38145.1| membrane steroid-binding 
protein 1 [Zea mays] Redox.ascorbate and glutathione 21.2 lcl|B6TM12_MAIZE 

B4F817_MAIZE Putative uncharacterized protein gb|ACG47205.1| chloride intracellular channel 6 
[Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4F817_MAIZE 

B4FA06_MAIZE Putative uncharacterized protein gb|ABQ53157.1| peroxisomal ascorbate 
peroxidase [Triticum aestivum] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4FA06_MAIZE 

B4FHN3_MAIZE Putative uncharacterized protein gb|AAN77158.1| thylakoid-bound ascorbate 
peroxidase [Triticum aestivum] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4FHN3_MAIZE 

B4FQK0_MAIZE Putative uncharacterized protein gb|ACF22775.1| monodehydroascorbate 
reductase [Brachypodium distachyon] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4FQK0_MAIZE 
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B4FT31_MAIZE Putative uncharacterized protein gb|ACG47205.1| chloride intracellular channel 6 
[Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4FT31_MAIZE 

B4G031_MAIZE Putative uncharacterized protein gb|ACG41151.1| APx2 - Cytosolic Ascorbate 
Peroxidase [Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B4G031_MAIZE 

B6T684_MAIZE Putative uncharacterized protein gb|ACG32617.1| APx3 - Peroxisomal Ascorbate 
Peroxidase [Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B6T684_MAIZE 

B6T6L0_MAIZE Putative uncharacterized protein dbj|BAA78552.1| thylakoid-bound ascorbate 
peroxidase [Nicotiana tabacum] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B6T6L0_MAIZE 

B6TM55_MAIZE Putative uncharacterized protein gb|ACG38188.1| APx1 - Cytosolic Ascorbate 
Peroxidase [Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B6TM55_MAIZE 

B6U9S6_MAIZE Putative uncharacterized protein gb|ACG46109.1| APx1 - Cytosolic Ascorbate 
Peroxidase [Zea mays] Redox.ascorbate and glutathione.ascorbate 21.2.1 lcl|B6U9S6_MAIZE 

B4FBC2_MAIZE Putative uncharacterized protein gb|ACG32271.1| GDP-mannose 3,5-epimerase 1 
[Zea mays] Redox.ascorbate and glutathione.ascorbate.GME 21.2.1.01 lcl|B4FBC2_MAIZE 

B6TIL4_MAIZE Putative uncharacterized protein gb|ACG36947.1| GDP-mannose 3,5-epimerase 2 
[Zea mays] Redox.ascorbate and glutathione.ascorbate.GME 21.2.1.01 lcl|B6TIL4_MAIZE 

B6TWX5_MAIZE Putative uncharacterized protein 
gb|ACJ38538.1| mitochondrial galactono-1,4-

lactone dehydrogenase [Oncidium Gower 
Ramsey] 

Redox.ascorbate and glutathione.ascorbate.L-
Galactono-1,4-lactone dehydrogenase 21.2.1.5 lcl|B6TWX5_MAIZE 

B4FWU6_MAIZE Putative uncharacterized protein dbj|BAA36283.1| cytosolic glutathione reductase 
[Oryza sativa Japonica Group] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|B4FWU6_MAIZE 

B6SU31_MAIZE Glutathione peroxidase gb|ACG28364.1| phospholipid hydroperoxide 
glutathione peroxidase [Zea mays] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|B6SU31_MAIZE 

B6T5N2_MAIZE Putative uncharacterized protein gb|ACG32415.1| glutathione peroxidase 4 [Zea 
mays] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|B6T5N2_MAIZE 

B6TX91_MAIZE Putative uncharacterized protein gb|ACG32415.1| glutathione peroxidase 4 [Zea 
mays] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|B6TX91_MAIZE 

Q6JAH6_MAIZE Glutathione peroxidase gb|ACG39625.1| phospholipid hydroperoxide 
glutathione peroxidase [Zea mays] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|Q6JAH6_MAIZE 

Q8W4W3_MAIZ
E 

Putative gamma-glutamylcysteine 
synthetase 

emb|CAC83005.1| putative gamma-
glutamylcysteine synthetase [Zea mays] Redox.ascorbate and glutathione.glutathione 21.2.2 lcl|Q8W4W3_MAIZE 

B4F925_MAIZE Putative uncharacterized protein gb|AAA33512.1| manganese superoxide 
dismutase (SOD-3) (EC 1.15.1.1) Redox.dismutases and catalases 21.6 lcl|B4F925_MAIZE 

B4F9H6_MAIZE Superoxide dismutase [Mn] 3.4, 
mitochondrial 

gb|ACT53877.1| super-oxide dismutase 
[Saccharum officinarum] Redox.dismutases and catalases 21.6 lcl|B4F9H6_MAIZE 

B4FIC7_MAIZE Superoxide dismutase [Cu-Zn] emb|CAB57992.1| superoxide dismutase-4AP 
[Zea mays] Redox.dismutases and catalases 21.6 lcl|B4FIC7_MAIZE 
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B6UHU1_MAIZE Catalase isozyme 1 gb|ACG48924.1| catalase isozyme B [Zea mays] Redox.dismutases and catalases 21.6 lcl|B6UHU1_MAIZE 

CATA3_MAIZE Catalase isozyme 3 gb|AAC37357.1| catalase [Zea mays] Redox.dismutases and catalases 21.6 lcl|CATA3_MAIZE 

B4FIR4_MAIZE Putative uncharacterized protein gb|ACG32167.1| Grx_S12 - glutaredoxin 
subgroup I [Zea mays] Redox.glutaredoxins 21.4 lcl|B4FIR4_MAIZE 

B4FRD4_MAIZE Putative uncharacterized protein gb|ACG32167.1| Grx_S12 - glutaredoxin 
subgroup I [Zea mays] Redox.glutaredoxins 21.4 lcl|B4FRD4_MAIZE 

B6SN61_MAIZE Putative uncharacterized protein gb|ACG26294.1| Grx_C2.1 - glutaredoxin 
subgroup I [Zea mays] Redox.glutaredoxins 21.4 lcl|B6SN61_MAIZE 

B6T828_MAIZE Putative uncharacterized protein gb|ACG33261.1| Grx_C4 - glutaredoxin subgroup 
I [Zea mays] Redox.glutaredoxins 21.4 lcl|B6T828_MAIZE 

B6THA1_MAIZE Putative uncharacterized protein gb|ACG36484.1| Grx_C2.2 - glutaredoxin 
subgroup I [Zea mays] Redox.glutaredoxins 21.4 lcl|B6THA1_MAIZE 

Q3S3T0_MAIZE Hemoglobin 2 gb|AAZ98790.1| hemoglobin 2 [Zea mays] Redox.heme 21.03 lcl|Q3S3T0_MAIZE 

B6ST04_MAIZE Putative uncharacterized protein gb|ACG27987.1| beta-hexosaminidase beta 
chain precursor [Zea mays] Redox.misc 21.99 lcl|B6ST04_MAIZE 

B4FM07_MAIZE Putative uncharacterized protein gb|ACG35092.1| 2-cys peroxiredoxin BAS1 [Zea 
mays] Redox.peroxiredoxin 21.5 lcl|B4FM07_MAIZE 

B4FN24_MAIZE Putative uncharacterized protein gb|ACG27262.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin 21.5 lcl|B4FN24_MAIZE 

B4FSM5_MAIZE Putative uncharacterized protein gb|ACG36663.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin 21.5 lcl|B4FSM5_MAIZE 

B4FYU6_MAIZE 1-Cys peroxiredoxin PER1 gb|ABD24377.1| 1-Cys peroxiredoxin antioxidant 
[Zea mays] Redox.peroxiredoxin 21.5 lcl|B4FYU6_MAIZE 

B6T2Y1_MAIZE Putative uncharacterized protein gb|ACG31464.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin 21.5 lcl|B6T2Y1_MAIZE 

B6T9B3_MAIZE Putative uncharacterized protein gb|ACG33696.1| 2-cys peroxiredoxin BAS1 [Zea 
mays] Redox.peroxiredoxin 21.5 lcl|B6T9B3_MAIZE 

B4FKW0_MAIZE Putative uncharacterized protein gb|ACG43779.1| DSBA-like thioredoxin domain 
containing protein [Zea mays] Redox.thioredoxin 21.1 lcl|B4FKW0_MAIZE 

B4FLB0_MAIZE PDI-like protein gb|AAD04231.1| PDI-like protein [Zea mays] Redox.thioredoxin 21.1 lcl|B4FLB0_MAIZE 

B4FPP1_MAIZE Putative uncharacterized protein gb|ACG33557.1| thioredoxin family Trp26 [Zea 
mays] Redox.thioredoxin 21.1 lcl|B4FPP1_MAIZE 

B4FR02_MAIZE Putative uncharacterized protein gb|ACG24478.1| thioredoxin-like protein 1 [Zea 
mays] Redox.thioredoxin 21.1 lcl|B4FR02_MAIZE 

B4FT12_MAIZE Putative uncharacterized protein gb|ACG24478.1| thioredoxin-like protein 1 [Zea 
mays] Redox.thioredoxin 21.1 lcl|B4FT12_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B6TP19_MAIZE Putative uncharacterized protein gb|ACG38852.1| thioredoxin-like protein 5 [Zea 
mays] Redox.thioredoxin 21.1 lcl|B6TP19_MAIZE 

B4FF90_MAIZE Putative uncharacterized protein gb|EEF50942.1| Phosducin, putative [Ricinus 
communis] Redox.thioredoxin 21.1 lcl|B4FF90_MAIZE 

B4FLN0_MAIZE Putative uncharacterized protein gb|EEF50942.1| Phosducin, putative [Ricinus 
communis] Redox.thioredoxin 21.1 lcl|B4FLN0_MAIZE 

B4FH44_MAIZE Putative uncharacterized protein gb|ACG30866.1| thioredoxin H-type [Zea mays] Redox.thioredoxin 21.1 lcl|B4FH44_MAIZE 

B4FQ54_MAIZE Putative uncharacterized protein gb|ACG36711.1| Grx_S17 - glutaredoxin 
subgroup II [Zea mays] Redox.thioredoxin 21.1 lcl|B4FQ54_MAIZE 

B4FSW8_MAIZE Putative uncharacterized protein gb|ACG36711.1| Grx_S17 - glutaredoxin 
subgroup II [Zea mays] Redox.thioredoxin 21.1 lcl|B4FSW8_MAIZE 

B6SL60_MAIZE Putative uncharacterized protein gb|ACG25593.1| thioredoxin H-type 5 [Zea mays] Redox.thioredoxin 21.1 lcl|B6SL60_MAIZE 

B6SMC1_MAIZE Putative uncharacterized protein gb|ACG26004.1| thioredoxin H-type [Zea mays] Redox.thioredoxin 21.1 lcl|B6SMC1_MAIZE 

B6STD1_MAIZE Putative uncharacterized protein gb|ACG36647.1| thioredoxin-like 4 [Zea mays] Redox.thioredoxin 21.1 lcl|B6STD1_MAIZE 

B6T375_MAIZE Putative uncharacterized protein gb|ACG31558.1| thioredoxin H-type 5 [Zea mays] Redox.thioredoxin 21.1 lcl|B6T375_MAIZE 

B6TFF1_MAIZE Putative uncharacterized protein gb|ACG35834.1| thioredoxin domain-containing 
protein 2 [Zea mays] Redox.thioredoxin 21.1 lcl|B6TFF1_MAIZE 

B6TL91_MAIZE Putative uncharacterized protein gb|ACG37874.1| hsc70-interacting protein [Zea 
mays] Redox.thioredoxin 21.1 lcl|B6TL91_MAIZE 

B6TLA2_MAIZE Putative uncharacterized protein gb|ACG37885.1| thioredoxin reductase 2 [Zea 
mays] Redox.thioredoxin 21.1 lcl|B6TLA2_MAIZE 

B6TM50_MAIZE Protein disulfide isomerase gb|ACG38183.1| PDIL5-1 - Zea mays protein 
disulfide isomerase Redox.thioredoxin 21.1 lcl|B6TM50_MAIZE 

B6TMB2_MAIZE Protein disulfide isomerase gb|ACG38245.1| PDIL2-2 - Zea mays protein 
disulfide isomerase Redox.thioredoxin 21.1 lcl|B6TMB2_MAIZE 

B6TV19_MAIZE Putative uncharacterized protein gb|EEF43570.1| Thioredoxin domain-containing 
protein, putative [Ricinus communis] Redox.thioredoxin 21.1 lcl|B6TV19_MAIZE 

B6TVJ4_MAIZE Putative uncharacterized protein gb|ACG41127.1| thioredoxin H-type [Zea mays] Redox.thioredoxin 21.1 lcl|B6TVJ4_MAIZE 

B6U6U3_MAIZE Putative uncharacterized protein gb|ACG37745.1| thioredoxin M-type [Zea mays] Redox.thioredoxin 21.1 lcl|B6U6U3_MAIZE 

Q5EUD0_MAIZE Protein disulfide isomerase gb|AAX09971.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUD0_MAIZE 

Q5EUD5_MAIZE Protein disulfide isomerase gb|AAX09966.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUD5_MAIZE 
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Q5EUD6_MAIZE Protein disulfide isomerase gb|AAX09965.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUD6_MAIZE 

Q5EUD8_MAIZE Protein disulfide isomerase gb|AAX09963.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUD8_MAIZE 

Q5EUD9_MAIZE Protein disulfide isomerase gb|AAX09962.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUD9_MAIZE 

Q5EUE0_MAIZE Protein disulfide isomerase gb|AAX09961.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUE0_MAIZE 

Q5EUE1_MAIZE Protein disulfide isomerase gb|AAX09960.1| protein disulfide isomerase [Zea 
mays] Redox.thioredoxin 21.1 lcl|Q5EUE1_MAIZE 

B6TCJ0_MAIZE Putative uncharacterized protein emb|CAA15924.1| rRNA processing protein Fcf2 
(predicted) [Schizosaccharomyces pombe] RNA.processing 27.1 lcl|B6TCJ0_MAIZE 

B6TEL7_MAIZE Putative uncharacterized protein gb|AAX96077.1| ProFAR isomerase associated, 
putative [Oryza sativa Japonica Group] RNA.processing 27.1 lcl|B6TEL7_MAIZE 

B4FAF0_MAIZE Putative uncharacterized protein gb|ACG39790.1| pre-mRNA-splicing factor 19 
[Zea mays] RNA.processing 27.1 lcl|B4FAF0_MAIZE 

B4FAZ3_MAIZE Putative uncharacterized protein gb|EEF46011.1| spliceosome associated protein, 
putative [Ricinus communis] RNA.processing 27.1 lcl|B4FAZ3_MAIZE 

B4FCE3_MAIZE Putative uncharacterized protein dbj|BAD23667.1| putative Sm protein F [Oryza 
sativa Japonica Group] RNA.processing 27.1 lcl|B4FCE3_MAIZE 

B4FFH9_MAIZE Putative uncharacterized protein 
gb|AAV32147.1| putative small nuclear 

ribonucleoprotein D2 [Oryza sativa Japonica 
Group] 

RNA.processing 27.1 lcl|B4FFH9_MAIZE 

B4FGA5_MAIZE Putative uncharacterized protein gb|ACG26700.1| small nuclear ribonucleoprotein 
G [Zea mays] RNA.processing 27.1 lcl|B4FGA5_MAIZE 

B4FHB3_MAIZE Putative uncharacterized protein gb|ACG31747.1| polyadenylate-binding protein 2 
[Zea mays] RNA.processing 27.1 lcl|B4FHB3_MAIZE 

B4FJ31_MAIZE Putative uncharacterized protein gb|ACG39075.1| small nuclear ribonucleoprotein 
F [Zea mays] RNA.processing 27.1 lcl|B4FJ31_MAIZE 

B4FKA5_MAIZE Putative uncharacterized protein gb|ACG31630.1| small nuclear ribonucleoprotein 
Sm D3 [Zea mays] RNA.processing 27.1 lcl|B4FKA5_MAIZE 

B4FMM6_MAIZE Putative uncharacterized protein gb|ACG26700.1| small nuclear ribonucleoprotein 
G [Zea mays] RNA.processing 27.1 lcl|B4FMM6_MAIZE 

B4FP70_MAIZE Putative uncharacterized protein gb|ACG31832.1| small nuclear ribonucleoprotein-
associated protein B [Zea mays] RNA.processing 27.1 lcl|B4FP70_MAIZE 

B4FPJ2_MAIZE Putative uncharacterized protein gb|ACG35908.1| U6 snRNA-associated Sm-like 
protein LSm3 [Zea mays] RNA.processing 27.1 lcl|B4FPJ2_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FZJ1_MAIZE Putative uncharacterized protein gb|ACG47113.1| polyadenylate-binding protein 2 
[Zea mays] RNA.processing 27.1 lcl|B4FZJ1_MAIZE 

B6SII9_MAIZE Putative uncharacterized protein gb|ACG24672.1| small nuclear ribonucleoprotein 
LSM1 [Zea mays] RNA.processing 27.1 lcl|B6SII9_MAIZE 

B6SK95_MAIZE Putative uncharacterized protein gb|ACG25278.1| small nuclear ribonucleoprotein 
E [Zea mays] RNA.processing 27.1 lcl|B6SK95_MAIZE 

B6T4G7_MAIZE Putative uncharacterized protein gb|ACG32000.1| fibrillarin-2 [Zea mays] RNA.processing 27.1 lcl|B6T4G7_MAIZE 

B6T6E9_MAIZE Putative uncharacterized protein gb|ACG32682.1| LSM7-like [Zea mays] RNA.processing 27.1 lcl|B6T6E9_MAIZE 

B6TJQ6_MAIZE Putative uncharacterized protein gb|ACG37339.1| polyadenylate-binding protein 2 
[Zea mays] RNA.processing 27.1 lcl|B6TJQ6_MAIZE 

B6TS72_MAIZE Putative uncharacterized protein gb|ACG39955.1| U2 small nuclear 
ribonucleoprotein A [Zea mays] RNA.processing 27.1 lcl|B6TS72_MAIZE 

B6TXH2_MAIZE Putative uncharacterized protein gb|ACG30989.1| small nuclear ribonucleoprotein 
Sm D1 [Zea mays] RNA.processing 27.1 lcl|B6TXH2_MAIZE 

B6U4M0_MAIZE Putative uncharacterized protein gb|ACG44303.1| polyadenylate-binding protein 2 
[Zea mays] RNA.processing 27.1 lcl|B6U4M0_MAIZE 

B6UB12_MAIZE Putative uncharacterized protein gb|ACG46545.1| U6 snRNA-associated Sm-like 
protein LSm4 [Zea mays] RNA.processing 27.1 lcl|B6UB12_MAIZE 

B6UER1_MAIZE Putative uncharacterized protein dbj|BAC99422.1| putative snRNP core protein 
SMX5d [Oryza sativa Japonica Group] RNA.processing 27.1 lcl|B6UER1_MAIZE 

B6UI47_MAIZE Putative uncharacterized protein dbj|BAC99422.1| putative snRNP core protein 
SMX5d [Oryza sativa Japonica Group] RNA.processing 27.1 lcl|B6UI47_MAIZE 

B4FCC0_MAIZE Putative uncharacterized protein gb|ACG36234.1| ribonuclease 2 precursor [Zea 
mays] RNA.processing.ribonucleases 27.1.19 lcl|B4FCC0_MAIZE 

B6TQD0_MAIZE Putative uncharacterized protein gb|AAS01727.1| S-like RNase [Triticum aestivum] RNA.processing.ribonucleases 27.1.19 lcl|B6TQD0_MAIZE 

B6TYW3_MAIZE Putative uncharacterized protein gb|ACG42296.1| ribonuclease 1 precursor [Zea 
mays] RNA.processing.ribonucleases 27.1.19 lcl|B6TYW3_MAIZE 

Q29SB6_MAIZE Pathogenesis-related protein 10 
(Putative uncharacterized protein) 

gb|ACG29538.1| pathogenesis-related protein 1 
[Zea mays] RNA.processing.ribonucleases 27.1.19 lcl|Q29SB6_MAIZE 

B4FWP6_MAIZE Putative uncharacterized protein gb|EEF34978.1| dead box ATP-dependent RNA 
helicase, putative [Ricinus communis] RNA.processing.RNA helicase 27.1.2 lcl|B4FWP6_MAIZE 

B6SKY4_MAIZE Putative uncharacterized protein gb|AAD23001.1| putative ATP-dependent RNA 
helicase [Arabidopsis thaliana] RNA.processing.RNA helicase 27.1.2 lcl|B6SKY4_MAIZE 

B6SVL6_MAIZE Putative uncharacterized protein gb|ACG28899.1| ATP-dependent RNA helicase 
DDX41 [Zea mays] RNA.processing.RNA helicase 27.1.2 lcl|B6SVL6_MAIZE 
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B6T8I5_MAIZE Putative uncharacterized protein gb|ACG33418.1| pre-mRNA-splicing factor ATP-
dependent RNA helicase [Zea mays] RNA.processing.RNA helicase 27.1.2 lcl|B6T8I5_MAIZE 

B4FUX9_MAIZE Putative uncharacterized protein gb|AAH78268.1| Coiled-coil domain containing 12 
[Danio rerio] RNA.processing.splicing 27.1.1 lcl|B4FUX9_MAIZE 

B4FXL2_MAIZE Putative uncharacterized protein gb|ACG32775.1| cleavage and polyadenylation 
specificity factor 5 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B4FXL2_MAIZE 

B6T6P2_MAIZE Putative uncharacterized protein gb|ACG32775.1| cleavage and polyadenylation 
specificity factor 5 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6T6P2_MAIZE 

B4FAF4_MAIZE Putative uncharacterized protein gb|ACG34774.1| splicing factor U2af 38 kDa 
subunit [Zea mays] RNA.processing.splicing 27.1.1 lcl|B4FAF4_MAIZE 

B4FD21_MAIZE Putative uncharacterized protein 
gb|ABG22574.1| transposon protein, putative, 
CACTA, En/Spm sub-class, expressed [Oryza 

sativa Japonica Group] 
RNA.processing.splicing 27.1.1 lcl|B4FD21_MAIZE 

B4FEY3_MAIZE Putative uncharacterized protein gb|ACG27529.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B4FEY3_MAIZE 

B4FI47_MAIZE Putative uncharacterized protein gb|ACG25020.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B4FI47_MAIZE 

B4FK63_MAIZE Putative uncharacterized protein gb|ACG37099.1| spliceosomal protein [Zea mays] RNA.processing.splicing 27.1.1 lcl|B4FK63_MAIZE 

B4FL42_MAIZE Putative uncharacterized protein gb|AAK64048.1| putative splicing factor 3a 
[Arabidopsis thaliana] RNA.processing.splicing 27.1.1 lcl|B4FL42_MAIZE 

B4FND7_MAIZE Putative uncharacterized protein gb|ACG38247.1| SR repressor protein [Zea 
mays] RNA.processing.splicing 27.1.1 lcl|B4FND7_MAIZE 

B4FNE5_MAIZE Putative uncharacterized protein gb|EEF43236.1| Splicing factor 3B subunit, 
putative [Ricinus communis] RNA.processing.splicing 27.1.1 lcl|B4FNE5_MAIZE 

B4FPN9_MAIZE Putative uncharacterized protein gb|EEF30895.1| serine/arginine rich splicing 
factor, putative [Ricinus communis] RNA.processing.splicing 27.1.1 lcl|B4FPN9_MAIZE 

B6SJI7_MAIZE Putative uncharacterized protein gb|ACG25020.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6SJI7_MAIZE 

B6SL90_MAIZE Putative uncharacterized protein gb|ACG25623.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6SL90_MAIZE 

B6TJ91_MAIZE Putative uncharacterized protein gb|ACG37174.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6TJ91_MAIZE 

B6U285_MAIZE Putative uncharacterized protein gb|AAC62852.1| small nuclear ribonucleoprotein 
U1A [Arabidopsis thaliana] RNA.processing.splicing 27.1.1 lcl|B6U285_MAIZE 

B6U4H0_MAIZE Putative uncharacterized protein gb|ACG44253.1| splicing factor, arginine/serine-
rich 7 [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6U4H0_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B6UDT4_MAIZE Putative uncharacterized protein gb|ACG47517.1| splicing factor U2AF 65 kDa 
subunit [Zea mays] RNA.processing.splicing 27.1.1 lcl|B6UDT4_MAIZE 

Q64HB8_MAIZE ASF/SF2-like pre-mRNA splicing factor 
SRP31'' 

gb|AAU29335.1| ASF/SF2-like pre-mRNA 
splicing factor SRP31'' [Zea mays] RNA.processing.splicing 27.1.1 lcl|Q64HB8_MAIZE 

Q64HC3_MAIZE 
ASF/SF2-like pre-mRNA splicing factor 

SRP32 (Putative uncharacterized 
protein) 

gb|AAU29329.1| ASF/SF2-like pre-mRNA 
splicing factor SRP32' [Zea mays] RNA.processing.splicing 27.1.1 lcl|Q64HC3_MAIZE 

B6TIU3_MAIZE Putative uncharacterized protein gb|EEF50759.1| pentatricopeptide repeat-
containing protein, putative [Ricinus communis] RNA.regulation of transcription 27.3 lcl|B6TIU3_MAIZE 

B4F8Z9_MAIZE Putative uncharacterized protein emb|CAA05629.1| membrane-associated salt-
inducible protein like [Arabidopsis thaliana] RNA.regulation of transcription 27.3 lcl|B4F8Z9_MAIZE 

B4FA01_MAIZE Putative uncharacterized protein gb|EEF36291.1| pentatricopeptide repeat-
containing protein, putative [Ricinus communis] RNA.regulation of transcription 27.3 lcl|B4FA01_MAIZE 

B4FVQ0_MAIZE Putative uncharacterized protein gb|ACG32077.1| membrane-associated salt-
inducible protein [Zea mays] RNA.regulation of transcription 27.3 lcl|B4FVQ0_MAIZE 

B6SVM0_MAIZE Putative uncharacterized protein dbj|BAG70980.1| pentatricopeptide (PPR) repeat-
containing protein [Musa balbisiana] RNA.regulation of transcription 27.3 lcl|B6SVM0_MAIZE 

B4G137_MAIZE Putative uncharacterized protein gb|ACG45923.1| ankyrin repeat domain-
containing protein 2 [Zea mays] 

RNA.regulation of transcription.AtSR Transcription 
Factor family 27.3.39 lcl|B4G137_MAIZE 

B6TNC0_MAIZE Putative uncharacterized protein gb|ACG38603.1| ankyrin repeat domain-
containing protein 2 [Zea mays] 

RNA.regulation of transcription.AtSR Transcription 
Factor family 27.3.39 lcl|B6TNC0_MAIZE 

B4FMH2_MAIZE Ocs-element binding factor 3.2 gb|AAT28674.1| bZIP transcription factor [Oryza 
sativa Japonica Group] 

RNA.regulation of transcription.bZIP transcription 
factor family 27.3.35 lcl|B4FMH2_MAIZE 

Q03462_MAIZE Opaque2 heterodimerizing protein 1 gb|AAA33488.1| opaque2 heterodimerizing 
protein 1 [Zea mays] 

RNA.regulation of transcription.bZIP transcription 
factor family 27.3.35 lcl|Q03462_MAIZE 

B6T9A8_MAIZE Putative uncharacterized protein gb|AAP54306.2| Zinc finger, C3HC4 type family 
protein, expressed [Oryza sativa Japonica Group] 

RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B6T9A8_MAIZE 

B4FBU2_MAIZE Putative uncharacterized protein dbj|BAD53623.1| zinc finger protein-like [Oryza 
sativa Japonica Group] 

RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B4FBU2_MAIZE 

B4FFK7_MAIZE Putative uncharacterized protein gb|ACG45569.1| GTPase activating protein [Zea 
mays] 

RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B4FFK7_MAIZE 

B6SK25_MAIZE Putative uncharacterized protein gb|EEF47408.1| transcription factor, putative 
[Ricinus communis] 

RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B6SK25_MAIZE 

B6T759_MAIZE Putative uncharacterized protein dbj|BAD25461.1| putative zinc finger and C2 
domain protein [Oryza sativa Japonica Group] 

RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B6T759_MAIZE 

B6TSD4_MAIZE Putative uncharacterized protein gb|ACG40017.1| ZAC [Zea mays] RNA.regulation of transcription.C2H2 zinc finger 
family 27.3.11 lcl|B6TSD4_MAIZE 
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B4F7X6_MAIZE Putative uncharacterized protein gb|ACG46570.1| zinc finger C-x8-C-x5-C-x3-H 
type family protein [Zea mays] RNA.regulation of transcription.C3H zinc finger family 27.3.12 lcl|B4F7X6_MAIZE 

B4FB09_MAIZE Putative uncharacterized protein gb|ACG46570.1| zinc finger C-x8-C-x5-C-x3-H 
type family protein [Zea mays] RNA.regulation of transcription.C3H zinc finger family 27.3.12 lcl|B4FB09_MAIZE 

B6TSP3_MAIZE Putative uncharacterized protein gb|ACG40126.1| zinc finger C-x8-C-x5-C-x3-H 
type family protein [Zea mays] RNA.regulation of transcription.C3H zinc finger family 27.3.12 lcl|B6TSP3_MAIZE 

B6UBN3_MAIZE Putative uncharacterized protein gb|ACG46766.1| nuclear transcription factor Y 
subunit B-3 [Zea mays] 

RNA.regulation of transcription.CCAAT box binding 
factor family, HAP3 27.3.15 lcl|B6UBN3_MAIZE 

B4G050_MAIZE Putative uncharacterized protein dbj|BAA77395.1| SLL2-S9-protein [Brassica rapa] RNA.regulation of transcription.DNA 
methyltransferases 27.3.46 lcl|B4G050_MAIZE 

B6SHG7_MAIZE Putative uncharacterized protein gb|ACG24300.1| tRNA (guanine-N(1)-)-
methyltransferase [Zea mays] 

RNA.regulation of transcription.DNA 
methyltransferases 27.3.46 lcl|B6SHG7_MAIZE 

B4FFP6_MAIZE Putative uncharacterized protein gb|ABF99925.1| NAC domain containing protein, 
expressed [Oryza sativa Japonica Group] RNA.regulation of transcription.General Transcription 27.3.50 lcl|B4FFP6_MAIZE 

B4FL49_MAIZE Putative uncharacterized protein gb|ACG40165.1| transcription factor BTF3 [Zea 
mays] RNA.regulation of transcription.General Transcription 27.3.50 lcl|B4FL49_MAIZE 

B6SJS7_MAIZE Putative uncharacterized protein gb|ACG25110.1| transcription factor BTF3 [Zea 
mays] RNA.regulation of transcription.General Transcription 27.3.50 lcl|B6SJS7_MAIZE 

B6TL29_MAIZE Putative uncharacterized protein gb|ACG38424.1| transcription factor BTF3 [Zea 
mays] RNA.regulation of transcription.General Transcription 27.3.50 lcl|B6TL29_MAIZE 

B4FIB4_MAIZE Putative uncharacterized protein gb|ACG24960.1| histone deacetylase complex 
subunit SAP18 [Zea mays] RNA.regulation of transcription.HDA 27.3.55 lcl|B4FIB4_MAIZE 

B6SJC7_MAIZE Putative uncharacterized protein gb|ACG24960.1| histone deacetylase complex 
subunit SAP18 [Zea mays] RNA.regulation of transcription.HDA 27.3.55 lcl|B6SJC7_MAIZE 

B4FHA8_MAIZE Histone deacetylase HDT2 gb|ACG25189.1| histone deacetylase 2b [Zea 
mays] RNA.regulation of transcription.HDA 27.3.55 lcl|B4FHA8_MAIZE 

B6SK06_MAIZE Putative uncharacterized protein gb|AAB63262.1| nucleolar histone deacetylase 
HD2-p39 [Zea mays] RNA.regulation of transcription.HDA 27.3.55 lcl|B6SK06_MAIZE 

Q94IQ6_MAIZE Putative methyl-binding domain protein 
MBD111 gb|ABO69708.1| MBD2 [Triticum aestivum] RNA.regulation of transcription.Methyl binding 

domain proteins 27.3.59 lcl|Q94IQ6_MAIZE 

Q94IQ7_MAIZE 
Putative methyl-binding domain protein 

MBD108 (Putative uncharacterized 
protein) 

gb|ABO69708.1| MBD2 [Triticum aestivum] RNA.regulation of transcription.Methyl binding 
domain proteins 27.3.59 lcl|Q94IQ7_MAIZE 

B6TBW6_MAIZE Putative uncharacterized protein gb|ACG34599.1| D-tyrosyl-tRNA [Zea mays] RNA.regulation of transcription.Orphan family 27.3.34 lcl|B6TBW6_MAIZE 

B6TBL7_MAIZE Putative uncharacterized protein gb|ACG34500.1| transport protein particle 
component, Bet3 containing protein [Zea mays] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B6TBL7_MAIZE 
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B4FKG3_MAIZE Putative uncharacterized protein gb|ACG28054.1| DNA-binding protein [Zea mays] RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B4FKG3_MAIZE 

B4FSE0_MAIZE Putative uncharacterized protein 
dbj|BAC79194.1| chloroplast nucleoid DNA-

binding protein -like protein [Oryza sativa 
Japonica Group] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B4FSE0_MAIZE 

B4FT08_MAIZE Putative uncharacterized protein gb|AAX92726.1| Dcp1-like decapping family, 
putative [Oryza sativa Japonica Group] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B4FT08_MAIZE 

B4FU81_MAIZE Putative uncharacterized protein gb|ACG47555.1| remorin [Zea mays] RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B4FU81_MAIZE 

B4FY48_MAIZE Putative uncharacterized protein 
gb|AAP54975.2| transcriptional regulator, 

putative, expressed [Oryza sativa Japonica 
Group] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B4FY48_MAIZE 

B6ST71_MAIZE Putative uncharacterized protein gb|ACG28054.1| DNA-binding protein [Zea mays] RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B6ST71_MAIZE 

B6T2C6_MAIZE Putative uncharacterized protein gb|ACG31259.1| peptide methionine sulfoxide 
reductase msrB [Zea mays] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B6T2C6_MAIZE 

B6TNS0_MAIZE Putative uncharacterized protein gb|ACG38753.1| nucleolar protein Nop56 [Zea 
mays] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|B6TNS0_MAIZE 

PCNA_MAIZE Proliferating cell nuclear antigen emb|CAA55669.1| proliferative cell nuclear 
antigen [Zea mays] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|PCNA_MAIZE 

Q9SAQ3_MAIZE Proliferating cell nuclear antigen gb|AAD10528.1| proliferating cell nuclear antigen 
[Zea mays] 

RNA.regulation of transcription.putative transcription 
regulator 27.3.67 lcl|Q9SAQ3_MAIZE 

B4F8L9_MAIZE Putative uncharacterized protein gb|ACG30556.1| charged multivesicular body 
protein 4b [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B4F8L9_MAIZE 

B4FJ73_MAIZE Putative uncharacterized protein gb|ACG35989.1| charged multivesicular body 
protein 6 [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B4FJ73_MAIZE 

B4FP46_MAIZE Putative uncharacterized protein gb|ACG28525.1| charged multivesicular body 
protein 3 [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B4FP46_MAIZE 

B6T5E0_MAIZE Putative uncharacterized protein gb|ACG32323.1| charged multivesicular body 
protein 2b [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B6T5E0_MAIZE 

B6T6R7_MAIZE Putative uncharacterized protein gb|ACG42274.1| charged multivesicular body 
protein 5 [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B6T6R7_MAIZE 

B6TIJ7_MAIZE Putative uncharacterized protein gb|ACG36930.1| charged multivesicular body 
protein 4b [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B6TIJ7_MAIZE 

B6TWF2_MAIZE Putative uncharacterized protein gb|ACG41435.1| charged multivesicular body 
protein 2a [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B6TWF2_MAIZE 
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B6UES0_MAIZE Putative uncharacterized protein gb|ACG47853.1| charged multivesicular body 
protein 4b [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|B6UES0_MAIZE 

Q84LS4_MAIZE Superal1 gb|AAP15161.1| superal1 [Zea mays] RNA.regulation of transcription.SNF7 27.3.71 lcl|Q84LS4_MAIZE 

B4FQ71_MAIZE Putative uncharacterized protein gb|ACG28711.1| proline-rich protein [Zea mays] RNA.regulation of transcription.Trihelix, Triple-Helix 
transcription factor family 27.3.30 lcl|B4FQ71_MAIZE 

B4FI73_MAIZE Putative uncharacterized protein gb|EEF35238.1| nucleic acid binding protein, 
putative [Ricinus communis] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FI73_MAIZE 

B6SZV0_MAIZE Putative uncharacterized protein gb|ACG30383.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6SZV0_MAIZE 

B6T3P2_MAIZE Putative uncharacterized protein gb|ACG31725.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6T3P2_MAIZE 

B6THA7_MAIZE Putative uncharacterized protein gb|EEF46575.1| nucleic acid binding protein, 
putative [Ricinus communis] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6THA7_MAIZE 

B4FKM4_MAIZE Putative uncharacterized protein gb|ACG28070.1| protein mago nashi [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FKM4_MAIZE 

B4FMB1_MAIZE Putative uncharacterized protein 
dbj|BAD54251.1| putative susceptibility 

homeodomain transcription factor [Oryza sativa 
Japonica Group] 

RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FMB1_MAIZE 

B6SJN3_MAIZE Putative uncharacterized protein gb|ACG28070.1| protein mago nashi [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6SJN3_MAIZE 

B6TLX6_MAIZE Putative uncharacterized protein gb|ACG38109.1| PYM protein [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TLX6_MAIZE 

B4F9C9_MAIZE Putative uncharacterized protein gb|ACG39896.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4F9C9_MAIZE 

B4F9G5_MAIZE Putative uncharacterized protein gb|ABF97193.1| RNA recognition motif family 
protein, expressed [Oryza sativa Japonica Group] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4F9G5_MAIZE 

B4F9T3_MAIZE Putative uncharacterized protein 
gb|AAO50709.1| putative 

carboxyphosphonoenolpyruvate mutase 
[Arabidopsis thaliana] 

RNA.regulation of transcription.unclassified 27.3.99 lcl|B4F9T3_MAIZE 

B4FBF5_MAIZE Putative uncharacterized protein gb|ACG35399.1| aspartic proteinase 
nepenthesin-1 precursor [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FBF5_MAIZE 

B4FEA4_MAIZE Putative uncharacterized protein dbj|BAD05744.1| putative RNA Binding Protein 
45 [Oryza sativa Japonica Group] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FEA4_MAIZE 

B4FEN5_MAIZE Putative uncharacterized protein 
gb|ABF99222.1| Cell differentiation protein rcd1, 

putative, expressed [Oryza sativa Japonica 
Group] 

RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FEN5_MAIZE 

B4FHE5_MAIZE Putative uncharacterized protein 
gb|EEF33103.1| Single-stranded DNA-binding 

protein, mitochondrial precursor, putative [Ricinus 
communis] 

RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FHE5_MAIZE 
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B4FHE9_MAIZE Putative uncharacterized protein gb|EEF45909.1| lupus la ribonucleoprotein, 
putative [Ricinus communis] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FHE9_MAIZE 

B4FRF4_MAIZE Putative uncharacterized protein gb|ACG44545.1| single-stranded DNA-binding 
protein [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FRF4_MAIZE 

B4FTB0_MAIZE Putative uncharacterized protein gb|EEF52759.1| zinc finger protein, putative 
[Ricinus communis] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FTB0_MAIZE 

B4FTW4_MAIZE Putative uncharacterized protein dbj|BAD05744.1| putative RNA Binding Protein 
45 [Oryza sativa Japonica Group] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FTW4_MAIZE 

B4FUA0_MAIZE Putative uncharacterized protein gb|EEF33874.1| zinc finger protein, putative 
[Ricinus communis] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FUA0_MAIZE 

B4FUH4_MAIZE Putative uncharacterized protein gb|ACG39896.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FUH4_MAIZE 

B4FXQ1_MAIZE Putative uncharacterized protein emb|CAJ26370.1| chloroplast nucleoid binding 
protein [Brachypodium sylvaticum] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FXQ1_MAIZE 

B4FYX0_MAIZE Putative uncharacterized protein gb|ACG37051.1| PUR ALPHA-1 [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4FYX0_MAIZE 

B4G1B0_MAIZE Putative uncharacterized protein gb|ACG26230.1| remorin [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B4G1B0_MAIZE 

B6SP06_MAIZE Putative uncharacterized protein gb|ACG38893.1| glycine-rich protein 2b [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6SP06_MAIZE 

B6SVB8_MAIZE Putative uncharacterized protein gb|ACG28801.1| CCR4-NOT transcription 
complex subunit 2 [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6SVB8_MAIZE 

B6T6U2_MAIZE Putative uncharacterized protein gb|ACG32825.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6T6U2_MAIZE 

B6T754_MAIZE Putative uncharacterized protein gb|ACG32937.1| ATP12 ATPase [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6T754_MAIZE 

B6TD33_MAIZE Putative uncharacterized protein gb|ACG35016.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TD33_MAIZE 

B6TIN9_MAIZE Putative uncharacterized protein gb|ACG36972.1| ARF GAP-like zinc finger-
containing protein ZIGA3 [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TIN9_MAIZE 

B6TJ76_MAIZE Putative uncharacterized protein gb|ACG37159.1| nucleic acid binding protein [Zea 
mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TJ76_MAIZE 

B6TT21_MAIZE Putative uncharacterized protein gb|ACG40254.1| DNA binding protein [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TT21_MAIZE 

B6TXA5_MAIZE Putative uncharacterized protein dbj|BAF00138.1| RNA-binding protein like 
[Arabidopsis thaliana] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6TXA5_MAIZE 

B6U0G4_MAIZE Putative uncharacterized protein gb|ACG42847.1| pre-mRNA-splicing factor 
SLT11 [Zea mays RNA.regulation of transcription.unclassified 27.3.99 lcl|B6U0G4_MAIZE 
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B6U4F3_MAIZE Putative uncharacterized protein dbj|BAD33940.1| putative nucleic acid binding 
protein [Oryza sativa Japonica Group] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6U4F3_MAIZE 

B6UDM7_MAIZE Putative uncharacterized protein gb|ACG47460.1| zinc finger C-x8-C-x5-C-x3-H 
type family protein [Zea mays] RNA.regulation of transcription.unclassified 27.3.99 lcl|B6UDM7_MAIZE 

B4FUS0_MAIZE Putative uncharacterized protein gb|ACG34540.1| RNA-binding protein Luc7-like 2 
[Zea mays] RNA.RNA binding 27.4 lcl|B4FUS0_MAIZE 

B6SGY5_MAIZE Putative uncharacterized protein gb|ACG24118.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6SGY5_MAIZE 

B6T7I1_MAIZE Putative uncharacterized protein gb|ACG33064.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6T7I1_MAIZE 

B6T7K3_MAIZE Putative uncharacterized protein gb|ACG33086.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6T7K3_MAIZE 

B6UFF2_MAIZE Putative uncharacterized protein gb|ACG33086.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6UFF2_MAIZE 

B4FEL3_MAIZE Putative uncharacterized protein 
gb|AAS01974.1| putative chloroplastic RNA-

binding protein, with alternative splicing isoforms 
[Oryza sativa Japonica Group] 

RNA.RNA binding 27.4 lcl|B4FEL3_MAIZE 

B6SJQ4_MAIZE Putative uncharacterized protein gb|AAU90323.1| KH domain containing protein 
[Solanum demissum] RNA.RNA binding 27.4 lcl|B6SJQ4_MAIZE 

B6T0T9_MAIZE Putative uncharacterized protein gb|ACG30722.1| RNA and export factor-binding 
protein 2 [Zea mays] RNA.RNA binding 27.4 lcl|B6T0T9_MAIZE 

B4F899_MAIZE Putative uncharacterized protein gb|EEF29005.1| glycine-rich RNA-binding 
protein, putative [Ricinus communis] RNA.RNA binding 27.4 lcl|B4F899_MAIZE 

B4F9N8_MAIZE Putative uncharacterized protein 
gb|AAX95168.1| RNA recognition motif. (a.k.a. 
RRM, RBD, or RNP domain), putative [Oryza 

sativa Japonica Group] 
RNA.RNA binding 27.4 lcl|B4F9N8_MAIZE 

B4FE67_MAIZE Putative uncharacterized protein gb|ACG33855.1| heterogeneous nuclear 
ribonucleoprotein 27C [Zea mays] RNA.RNA binding 27.4 lcl|B4FE67_MAIZE 

B4FF68_MAIZE Putative uncharacterized protein dbj|BAC80073.1| putative RNA and export factor 
binding protein [Oryza sativa Japonica Group] RNA.RNA binding 27.4 lcl|B4FF68_MAIZE 

B4FG12_MAIZE Putative uncharacterized protein gb|ACG47441.1| nucleic acid binding protein [Zea 
mays] RNA.RNA binding 27.4 lcl|B4FG12_MAIZE 

B4FHJ8_MAIZE Putative uncharacterized protein gb|ACG36152.1| heterogeneous nuclear 
ribonucleoprotein A3 [Zea mays] RNA.RNA binding 27.4 lcl|B4FHJ8_MAIZE 

B4FK28_MAIZE Putative uncharacterized protein gb|ACG34206.1| RNA-binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B4FK28_MAIZE 

B4FLF5_MAIZE Putative uncharacterized protein gb|ABF95360.1| RNA recognition motif family 
protein, expressed [Oryza sativa Japonica Group] RNA.RNA binding 27.4 lcl|B4FLF5_MAIZE 

B4FMA8_MAIZE Putative uncharacterized protein 
gb|EEF39644.1| Heterogeneous nuclear 
ribonucleoprotein A1, putative [Ricinus 

communis] 
RNA.RNA binding 27.4 lcl|B4FMA8_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FR90_MAIZE Putative uncharacterized protein gb|ACG33523.1| plasminogen activator inhibitor 1 
RNA-binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B4FR90_MAIZE 

B4FS84_MAIZE Putative uncharacterized protein gb|ACG49029.1| RNA-binding protein Nova-1 
[Zea mays] RNA.RNA binding 27.4 lcl|B4FS84_MAIZE 

B4FTP3_MAIZE Putative uncharacterized protein gb|ACG31679.1| RNA-binding protein 25 [Zea 
mays] RNA.RNA binding 27.4 lcl|B4FTP3_MAIZE 

B4FUT7_MAIZE Putative uncharacterized protein gb|ACG38400.1| THO complex subunit 4 [Zea 
mays] RNA.RNA binding 27.4 lcl|B4FUT7_MAIZE 

B4FZJ8_MAIZE Putative uncharacterized protein dbj|BAD82237.1| QUAKING isoform 5-like [Oryza 
sativa Japonica Group] RNA.RNA binding 27.4 lcl|B4FZJ8_MAIZE 

B6SHQ9_MAIZE Putative uncharacterized protein gb|ACG24392.1| RNA-binding region-containing 
protein 1 [Zea mays] RNA.RNA binding 27.4 lcl|B6SHQ9_MAIZE 

B6SIF0_MAIZE Putative uncharacterized protein gb|ACG24633.1| glycine-rich RNA-binding protein 
2 [Zea mays] RNA.RNA binding 27.4 lcl|B6SIF0_MAIZE 

B6SJR1_MAIZE Putative uncharacterized protein gb|ACG27024.1| h/ACA ribonucleoprotein 
complex subunit 1-like protein 1 [Zea mays] RNA.RNA binding 27.4 lcl|B6SJR1_MAIZE 

B6SLI2_MAIZE Putative uncharacterized protein gb|ACG25715.1| RNA-binding protein 8A [Zea 
mays] RNA.RNA binding 27.4 lcl|B6SLI2_MAIZE 

B6SN85_MAIZE Putative uncharacterized protein dbj|BAD21599.1| nucleolar RNA-binding Nop10p-
like protein [Oryza sativa Japonica Group] RNA.RNA binding 27.4 lcl|B6SN85_MAIZE 

B6STA5_MAIZE Glycine-rich protein gb|ACG28088.1| glycine-rich RNA-binding protein 
2 [Zea mays] RNA.RNA binding 27.4 lcl|B6STA5_MAIZE 

B6SXV2_MAIZE Putative uncharacterized protein gb|ACG29685.1| RNA-binding protein AKIP1 
[Zea mays] RNA.RNA binding 27.4 lcl|B6SXV2_MAIZE 

B6T346_MAIZE Putative uncharacterized protein gb|ACG38400.1| THO complex subunit 4 [Zea 
mays] RNA.RNA binding 27.4 lcl|B6T346_MAIZE 

B6T430_MAIZE Putative uncharacterized protein 
gb|EEF34049.1| Heterogeneous nuclear 
ribonucleoprotein 27C, putative [Ricinus 

communis] 
RNA.RNA binding 27.4 lcl|B6T430_MAIZE 

B6T4Q3_MAIZE Putative uncharacterized protein gb|ACG32086.1| plasminogen activator inhibitor 1 
RNA-binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6T4Q3_MAIZE 

B6T5L0_MAIZE Putative uncharacterized protein gb|ACG32393.1| KH domain containing protein 
[Zea mays] RNA.RNA binding 27.4 lcl|B6T5L0_MAIZE 

B6T6H4_MAIZE Putative uncharacterized protein gb|ACG32707.1| mRNA 3-UTR binding protein 
[Zea mays] RNA.RNA binding 27.4 lcl|B6T6H4_MAIZE 

B6T8U0_MAIZE Putative uncharacterized protein gb|ACG33523.1| plasminogen activator inhibitor 1 
RNA-binding protein [Zea mays RNA.RNA binding 27.4 lcl|B6T8U0_MAIZE 
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B6TDH6_MAIZE Putative uncharacterized protein gb|ACG35159.1| h/ACA ribonucleoprotein 
complex subunit 3-like protein [Zea mays] RNA.RNA binding 27.4 lcl|B6TDH6_MAIZE 

B6TDW6_MAIZE Putative uncharacterized protein gb|ACG40041.1| cell wall integrity protein scw1 
[Zea mays] RNA.RNA binding 27.4 lcl|B6TDW6_MAIZE 

B6TEG2_MAIZE Putative uncharacterized protein gb|ACG35495.1| Zn-finger, RanBP-type, 
containing protein [Zea mays] RNA.RNA binding 27.4 lcl|B6TEG2_MAIZE 

B6TF12_MAIZE Putative uncharacterized protein gb|ACG35695.1| glycine-rich RNA-binding protein 
8 [Zea mays] RNA.RNA binding 27.4 lcl|B6TF12_MAIZE 

B6TFJ5_MAIZE Putative uncharacterized protein gb|ACG35878.1| h/ACA ribonucleoprotein 
complex subunit 1-like protein 1 [Zea mays] RNA.RNA binding 27.4 lcl|B6TFJ5_MAIZE 

B6TI13_MAIZE Putative uncharacterized protein gb|ACG46628.1| glycine-rich RNA-binding protein 
7 [Zea mays] RNA.RNA binding 27.4 lcl|B6TI13_MAIZE 

B6TI68_MAIZE Putative uncharacterized protein gb|ACG36801.1| nucleic acid binding protein [Zea 
mays] RNA.RNA binding 27.4 lcl|B6TI68_MAIZE 

B6TJJ4_MAIZE Putative uncharacterized protein gb|ACG37277.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6TJJ4_MAIZE 

B6TKN1_MAIZE Putative uncharacterized protein gb|ACG31145.1| pre-mRNA branch site p14-like 
protein [Zea mays] RNA.RNA binding 27.4 lcl|B6TKN1_MAIZE 

B6TR84_MAIZE Putative uncharacterized protein gb|ACG39617.1| glycine-rich RNA-binding protein 
7 [Zea mays] RNA.RNA binding 27.4 lcl|B6TR84_MAIZE 

B6TV58_MAIZE Putative uncharacterized protein gb|ACG40991.1| heterogeneous nuclear 
ribonucleoprotein A3-like protein 2 [Zea mays] RNA.RNA binding 27.4 lcl|B6TV58_MAIZE 

B6TZ75_MAIZE Putative uncharacterized protein 
dbj|BAD17623.1| putative heterogeneous 
nuclearribonucleoprotein A2 [Oryza sativa 

Japonica Group] 
RNA.RNA binding 27.4 lcl|B6TZ75_MAIZE 

B6U275_MAIZE Putative uncharacterized protein gb|ACG43458.1| heterogeneous nuclear 
ribonucleoprotein 27C [Zea mays] RNA.RNA binding 27.4 lcl|B6U275_MAIZE 

B6U2B4_MAIZE Putative uncharacterized protein gb|ACG43497.1| nucleic acid binding protein [Zea 
mays] RNA.RNA binding 27.4 lcl|B6U2B4_MAIZE 

B6U752_MAIZE Putative uncharacterized protein gb|ACG45185.1| heterogeneous nuclear 
ribonucleoprotein R [Zea mays] RNA.RNA binding 27.4 lcl|B6U752_MAIZE 

B6UDK8_MAIZE Putative uncharacterized protein gb|ACG47441.1| nucleic acid binding protein [Zea 
mays] RNA.RNA binding 27.4 lcl|B6UDK8_MAIZE 

B6UFA0_MAIZE Putative uncharacterized protein gb|ACG48033.1| RNA binding protein [Zea mays] RNA.RNA binding 27.4 lcl|B6UFA0_MAIZE 

Q41834_MAIZE Nucleic acid-binding protein gb|AAA33486.1| nucleic acid-binding protein RNA.RNA binding 27.4 lcl|Q41834_MAIZE 

Q42361_MAIZE Transcribed sequence 1087 protein emb|CAA54960.1| transcribed sequence 1087 
[Zea mays] RNA.RNA binding 27.4 lcl|Q42361_MAIZE 
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Q8S2Y8_MAIZE Glycine-rich RNA binding protein gb|AAM16003.1| glycine-rich RNA binding protein 
[Zea mays] RNA.RNA binding 27.4 lcl|Q8S2Y8_MAIZE 

B6SQF9_MAIZE Putative uncharacterized protein gb|ACG27092.1| ngg1 interacting factor 3 like 1 
binding protein 1 isoform 1 [Zea mays] RNA.transcription 27.2 lcl|B6SQF9_MAIZE 

B6SX26_MAIZE Putative uncharacterized protein gb|ACG29409.1| transcription elongation factor 1 
[Zea mays] RNA.transcription 27.2 lcl|B6SX26_MAIZE 

B6SYA1_MAIZE Putative uncharacterized protein 
dbj|BAD81321.1| putative eukaryotic translation 

initiation factor 3 subunit 6 interacting protein 
[Oryza sativa Japonica Group] 

RNA.transcription 27.2 lcl|B6SYA1_MAIZE 

B4FHS1_MAIZE Putative uncharacterized protein gb|ACG36522.1| transcription initiation factor IIB 
[Zea mays] RNA.transcription 27.2 lcl|B4FHS1_MAIZE 

B4FJG4_MAIZE Putative uncharacterized protein gb|ACG30061.1| DNA-directed RNA polymerase 
II 8.2 kDa polypeptide [Zea mays] RNA.transcription 27.2 lcl|B4FJG4_MAIZE 

B4FJS1_MAIZE Putative uncharacterized protein 
gb|EEF44619.1| DNA-directed RNA polymerase 

II 13.6 kD polypeptide, putative [Ricinus 
communis] 

RNA.transcription 27.2 lcl|B4FJS1_MAIZE 

B4FKC9_MAIZE Putative uncharacterized protein gb|ACG36875.1| ATP binding protein [Zea mays] RNA.transcription 27.2 lcl|B4FKC9_MAIZE 

B4FPA6_MAIZE Putative uncharacterized protein gb|ACG25777.1| DNA-directed RNA polymerases 
I, II, and III 17.1 kDa polypeptide [Zea mays] RNA.transcription 27.2 lcl|B4FPA6_MAIZE 

B4FU06_MAIZE Putative uncharacterized protein gb|ACF06443.1| DNA-directed RNA polymerases 
II 24 kDa polypeptide [Elaeis guineensis] RNA.transcription 27.2 lcl|B4FU06_MAIZE 

B4FWM3_MAIZE Putative uncharacterized protein gb|EEF36880.1| nucleic acid binding protein, 
putative [Ricinus communis] RNA.transcription 27.2 lcl|B4FWM3_MAIZE 

B6T7E5_MAIZE Putative uncharacterized protein gb|ACG33028.1| transcription initiation factor IIF, 
alpha subunit [Zea mays] RNA.transcription 27.2 lcl|B6T7E5_MAIZE 

B6U6T8_MAIZE Putative uncharacterized protein gb|EEF45804.1| nucleic acid binding protein, 
putative [Ricinus communis] RNA.transcription 27.2 lcl|B6U6T8_MAIZE 

B6UD68_MAIZE Adenylyl-sulfate kinase gb|ACG47301.1| adenylyl-sulfate kinase [Zea 
mays] S-assimilation.AKN 14.015 lcl|B6UD68_MAIZE 

Q5EUC9_MAIZE Adenosine 5'-phosphosulfate reductase 
1 

gb|AAW63051.1| adenosine 5'-phosphosulfate 
reductase 1 [Zea mays] S-assimilation.APR 14.02 lcl|Q5EUC9_MAIZE 

O23813_MAIZE Ferredoxin-sulfite reductase dbj|BAA23641.1| ferredoxin-sulfite reductase 
precursor [Zea mays] S-assimilation.sulfite redox 14.03 lcl|O23813_MAIZE 

B4FX16_MAIZE Putative uncharacterized protein gb|ACG24934.1| macrophage migration inhibitory 
factor [Zea mays] 

Secondary 
metabolismflavonoids.anthocyanins.anthocyanin 5-

aromatic acyltransferase 
16.8.1.021 lcl|B4FX16_MAIZE 
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B4FDB1_MAIZE Putative uncharacterized protein gb|ACG41993.1| dihydroflavonol-4-reductase 
[Zea mays] Secondary metabolismflavonoids.dihydroflavonols 16.8.3 lcl|B4FDB1_MAIZE 

B4FN73_MAIZE Putative uncharacterized protein gb|ACG35507.1| gibberellin 20 oxidase 2 [Zea 
mays] Secondary metabolismflavonoids.dihydroflavonols 16.8.3 lcl|B4FN73_MAIZE 

B4FED4_MAIZE Putative uncharacterized protein 
gb|AAK92621.1|AC079633_1 Putative 

dihydroflavonal-4-reductase [Oryza sativa 
Japonica Group] 

Secondary metabolismflavonoids.flavonols 16.8.4 lcl|B4FED4_MAIZE 

B4FHD0_MAIZE Putative uncharacterized protein gb|ACG46450.1| prenyltransferase/ zinc ion 
binding protein [Zea mays] Secondary metabolismisoprenoids 16.1 lcl|B4FHD0_MAIZE 

B4F9B2_MAIZE Putative uncharacterized protein gb|ACG32450.1| acetyl-CoA acetyltransferase, 
cytosolic 1 [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.acetyl-CoA C-acyltransferase 16.1.2.01 lcl|B4F9B2_MAIZE 

B4FSN1_MAIZE Putative uncharacterized protein gb|ACG34735.1| acetyl-CoA acetyltransferase, 
cytosolic 1 [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.acetyl-CoA C-acyltransferase 16.1.2.01 lcl|B4FSN1_MAIZE 

B4FYM0_MAIZE Putative uncharacterized protein gb|ACG34735.1| acetyl-CoA acetyltransferase, 
cytosolic 1 [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.acetyl-CoA C-acyltransferase 16.1.2.01 lcl|B4FYM0_MAIZE 

FPPS_MAIZE Farnesyl pyrophosphate synthetase gb|ACG33796.1| farnesyl pyrophosphate 
synthetase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.farnesyl pyrophosphate synthetase 16.1.2.09 lcl|FPPS_MAIZE 

B4FAA3_MAIZE Putative uncharacterized protein gb|ACG33137.1| hydroxymethylglutaryl-CoA 
synthase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.HMG-CoA synthase 16.1.2.02 lcl|B4FAA3_MAIZE 

B6T895_MAIZE Putative uncharacterized protein gb|ACG33328.1| hydroxymethylglutaryl-CoA 
synthase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.HMG-CoA synthase 16.1.2.02 lcl|B6T895_MAIZE 

B6T9Y0_MAIZE Putative uncharacterized protein gb|AAQ14869.1|AF330034_1 isopentenyl 
pyrophosphate isomerase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.isopentenyl pyrophosphate:dimethyllallyl 

pyrophosphate isomerase 
16.1.2.07 lcl|B6T9Y0_MAIZE 

Q71RX2_MAIZE Isopentenyl pyrophosphate isomerase gb|AAQ14869.1|AF330034_1 isopentenyl 
pyrophosphate isomerase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.isopentenyl pyrophosphate:dimethyllallyl 

pyrophosphate isomerase 
16.1.2.07 lcl|Q71RX2_MAIZE 

B6TCA9_MAIZE Putative uncharacterized protein gb|ACG34742.1| diphosphomevalonate 
decarboxylase [Zea mays] 

Secondary metabolismisoprenoids.mevalonate 
pathway.mevalonate diphosphate decarboxylase 16.1.2.06 lcl|B6TCA9_MAIZE 

B4FP01_MAIZE Putative uncharacterized protein 
dbj|BAD82245.1| putative 2-C-methyl-D-erythritol 

4-phosphate cytidyltransferase [Oryza sativa 
Japonica Group] 

Secondary metabolismisoprenoids.non-mevalonate 
pathway.CMS 16.1.1.03 lcl|B4FP01_MAIZE 

Q672R6_MAIZE Hydroxymethylbutenyl 4-diphosphate 
synthase 

gb|AAT70081.1| hydroxymethylbutenyl 4-
diphosphate synthase [Zea mays] 

Secondary metabolismisoprenoids.non-mevalonate 
pathway.HDS 16.1.1.6 lcl|Q672R6_MAIZE 

B6TL41_MAIZE Putative uncharacterized protein gb|ACG40003.1| 2-C-methyl-D-erythritol 2,4-
cyclodiphosphate synthase [Zea mays] 

Secondary metabolismisoprenoids.non-mevalonate 
pathway.MCS 16.1.1.05 lcl|B6TL41_MAIZE 

B6TSC0_MAIZE Putative uncharacterized protein gb|ACG40003.1| 2-C-methyl-D-erythritol 2,4-
cyclodiphosphate synthase [Zea mays] 

Secondary metabolismisoprenoids.non-mevalonate 
pathway.MCS 16.1.1.05 lcl|B6TSC0_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FYG3_MAIZE Putative uncharacterized protein gb|ACG39019.1| succinate semialdehyde 
dehydrogenase [Zea mays] Secondary metabolismN Misc.betaine 16.4.2 lcl|B4FYG3_MAIZE 

B4G066_MAIZE Putative uncharacterized protein gb|AAC03055.1| methylmalonate semi-aldehyde 
dehydrogenase [Oryza sativa] Secondary metabolismN Misc.betaine 16.4.2 lcl|B4G066_MAIZE 

B6SLU3_MAIZE Putative uncharacterized protein gb|ACG25826.1| succinate semialdehyde 
dehydrogenase [Zea mays] Secondary metabolismN Misc.betaine 16.4.2 lcl|B6SLU3_MAIZE 

Q53CF4_MAIZE Betaine aldehyde dehydrogenase gb|AAT70230.1| betaine aldehyde 
dehydrogenase [Zea mays] Secondary metabolismN Misc.betaine 16.4.2 lcl|Q53CF4_MAIZE 

B1P123_MAIZE O-methyltransferase BX7 gb|ABY59051.1| O-methyltransferase BX7 [Zea 
mays] Secondary metabolismphenylpropanoids 16.2 lcl|B1P123_MAIZE 

B4G1P9_MAIZE Putative uncharacterized protein gb|ACG41565.1| 3-N-debenzoyl-2-deoxytaxol N-
benzoyltransferase [Zea mays] Secondary metabolismphenylpropanoids 16.2 lcl|B4G1P9_MAIZE 

B6SXY1_MAIZE Putative uncharacterized protein gb|ACG29714.1| anthranilate N-
benzoyltransferase protein 1 [Zea mays] Secondary metabolismphenylpropanoids 16.2 lcl|B6SXY1_MAIZE 

B6T9B1_MAIZE Putative uncharacterized protein gb|ACG33694.1| O-methyltransferase ZRP4 [Zea 
mays] Secondary metabolismphenylpropanoids 16.2 lcl|B6T9B1_MAIZE 

B6T9H3_MAIZE Putative uncharacterized protein dbj|BAE86874.1| putative asparate 
aminotransferase [Hordeum vulgare] Secondary metabolismphenylpropanoids 16.2 lcl|B6T9H3_MAIZE 

B6T9T0_MAIZE Putative uncharacterized protein gb|ACG33863.1| O-methyltransferase ZRP4 [Zea 
mays] Secondary metabolismphenylpropanoids 16.2 lcl|B6T9T0_MAIZE 

B6TS22_MAIZE Putative uncharacterized protein gb|ACG39905.1| O-methyltransferase ZRP4 [Zea 
mays] Secondary metabolismphenylpropanoids 16.2 lcl|B6TS22_MAIZE 

B6UD26_MAIZE Herbicide safener binding protein gb|ACG47259.1| O-methyltransferase ZRP4 [Zea 
mays] Secondary metabolismphenylpropanoids 16.2 lcl|B6UD26_MAIZE 

B4FNA2_MAIZE Putative uncharacterized protein dbj|BAD82768.1| putative 4-coumarate:coenzyme 
A ligase [Oryza sativa Japonica Group] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.4CL 16.2.1.03 lcl|B4FNA2_MAIZE 

B4FQP4_MAIZE 4-coumarate coenzyme A ligase gb|AAS67644.1| 4-coumarate coenzyme A ligase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.4CL 16.2.1.03 lcl|B4FQP4_MAIZE 

B6SVJ9_MAIZE Putative uncharacterized protein gb|ACG28731.1| 4-coumarate--CoA ligase 2 [Zea 
mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.4CL 16.2.1.03 lcl|B6SVJ9_MAIZE 

B6T4K1_MAIZE Putative uncharacterized protein gb|ACA09448.1| 4-coumarate:CoA ligase 
[Neosinocalamus affinis] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.4CL 16.2.1.03 lcl|B6T4K1_MAIZE 

B4FBW5_MAIZE Putative uncharacterized protein gb|ACG28596.1| mannitol dehydrogenase [Zea 
mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CAD 16.2.1.010 lcl|B4FBW5_MAIZE 

B4FR97_MAIZE Putative uncharacterized protein gb|ABC88229.1| cinnamyl alcohol 
dehydrogenase [Phleum pratense] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CAD 16.2.1.010 lcl|B4FR97_MAIZE 
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B4FU39_MAIZE Putative uncharacterized protein dbj|BAD28500.1| putative cinnamyl alcohol 
dehydrogenase [Oryza sativa Japonica Group] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CAD 16.2.1.010 lcl|B4FU39_MAIZE 

B4FVN5_MAIZE Putative uncharacterized protein dbj|BAD28504.1| putative cinnamyl alcohol 
dehydrogenase [Oryza sativa Japonica Group] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CAD 16.2.1.010 lcl|B4FVN5_MAIZE 

B6U7D8_MAIZE Cinnamyl alcohol dehydrogenase emb|CAA06687.1| cinnamyl alcohol 
dehydrogenase [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CAD 16.2.1.010 lcl|B6U7D8_MAIZE 

B4G080_MAIZE Putative uncharacterized protein gb|ACG26181.1| caffeoyl-CoA O-
methyltransferase 1 [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CCoAOMT 16.2.1.06 lcl|B4G080_MAIZE 

B4G0G6_MAIZE Putative uncharacterized protein gb|ACG36166.1| caffeoyl-CoA O-
methyltransferase 1 [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CCoAOMT 16.2.1.06 lcl|B4G0G6_MAIZE 

B6UF45_MAIZE Putative uncharacterized protein gb|ACG47978.1| caffeoyl-CoA O-
methyltransferase 1 [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CCoAOMT 16.2.1.06 lcl|B6UF45_MAIZE 

CAMT1_MAIZE Caffeoyl-CoA O-methyltransferase 1 gb|AAQ89899.1| caffeoyl-CoA 3-O-
methyltransferase 1 [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.CCoAOMT 16.2.1.06 lcl|CAMT1_MAIZE 

B6TG62_MAIZE Putative uncharacterized protein gb|ACG36095.1| caffeic acid 3-O-
methyltransferase [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.COMT 16.2.1.09 lcl|B6TG62_MAIZE 

B6TKG5_MAIZE O-methyltransferase (Flavonoid O-
methyltransferase) 

gb|ACG37598.1| quercetin 3-O-methyltransferase 
1 [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.COMT 16.2.1.09 lcl|B6TKG5_MAIZE 

B4G029_MAIZE Putative uncharacterized protein 
dbj|BAD86875.1| 3'-N-debenzoyltaxol N-

benzoyltransferase -like [Oryza sativa Japonica 
Group] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.HCT 16.2.1.04 lcl|B4G029_MAIZE 

B6TJ78_MAIZE Putative uncharacterized protein gb|ACG37161.1| 3-N-debenzoyl-2-deoxytaxol N-
benzoyltransferase [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.HCT 16.2.1.04 lcl|B6TJ78_MAIZE 

B6TQC0_MAIZE Putative uncharacterized protein gb|ACG39303.1| 3-N-debenzoyl-2-deoxytaxol N-
benzoyltransferase [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.HCT 16.2.1.04 lcl|B6TQC0_MAIZE 

B6TXM6_MAIZE Putative uncharacterized protein gb|ACG41859.1| 10-deacetylbaccatin III 10-O-
acetyltransferase [Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.HCT 16.2.1.04 lcl|B6TXM6_MAIZE 

B4FW68_MAIZE Putative uncharacterized protein gb|ACG43023.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B4FW68_MAIZE 

B4FWE4_MAIZE Putative uncharacterized protein gb|ACG43023.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B4FWE4_MAIZE 

B6SRL9_MAIZE Putative uncharacterized protein gb|ACG27502.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B6SRL9_MAIZE 

B6SWA0_MAIZE Putative uncharacterized protein gb|ACG29133.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B6SWA0_MAIZE 

B6T075_MAIZE Putative uncharacterized protein gb|ACG43023.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B6T075_MAIZE 
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B6U4D6_MAIZE Phenylalanine ammonia-lyase gb|ACG44219.1| phenylalanine ammonia-lyase 
[Zea mays] 

Secondary metabolismphenylpropanoids.lignin 
biosynthesis.PAL 16.2.1.01 lcl|B6U4D6_MAIZE 

B6THV4_MAIZE Putative uncharacterized protein gb|ACG36687.1| alliin lyase precursor [Zea mays] Secondary metabolismsulfur-containing.Misc.alliinase 16.5.99.01 lcl|B6THV4_MAIZE 

B6SUB0_MAIZE Putative uncharacterized protein gb|ACG28443.1| root border cell-specific protein 
[Zea mays] Secondary metabolismunspecified 16.99.1009 lcl|B6SUB0_MAIZE 

14331_MAIZE 14-3-3-like protein GF14-6 gb|ACG37368.1| 14-3-3-like protein GF14-6 [Zea 
mays] Signalling.14-3-3 proteins 30.7 lcl|14331_MAIZE 

14332_MAIZE 14-3-3-like protein GF14-12 
gb|AAB33305.1| GF14-12=GRF2 product/14-3-3 
protein homolog [Zea mays, XL80, Peptide, 261 

aa] 
Signalling.14-3-3 proteins 30.7 lcl|14332_MAIZE 

B4FRG1_MAIZE Putative uncharacterized protein gb|ACG39356.1| 14-3-3-like protein [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B4FRG1_MAIZE 

B4FT23_MAIZE Putative uncharacterized protein gb|ACG35674.1| 14-3-3-like protein [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B4FT23_MAIZE 

B6SRI4_MAIZE Putative uncharacterized protein gb|ACG27467.1| 14-3-3-like protein [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B6SRI4_MAIZE 

B6T7L9_MAIZE Putative uncharacterized protein gb|ACG33102.1| 14-3-3-like protein [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B6T7L9_MAIZE 

B6TFS9_MAIZE Putative uncharacterized protein gb|ACG35962.1| 14-3-3-like protein A [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B6TFS9_MAIZE 

B6U284_MAIZE Putative uncharacterized protein gb|ACG43467.1| 14-3-3-like protein [Zea mays] Signalling.14-3-3 proteins 30.7 lcl|B6U284_MAIZE 

Q5XPI0_MAIZE Putative 14-3-3 protein gb|AAP48904.1| 14-3-3-like protein [Saccharum 
hybrid cultivar CP65-357] Signalling.14-3-3 proteins 30.7 lcl|Q5XPI0_MAIZE 

B4FAK8_MAIZE Calnexin gb|ACG38634.1| calnexin precursor [Zea mays] Signalling.calcium 30.3 lcl|B4FAK8_MAIZE 

B4FAS3_MAIZE Putative uncharacterized protein gb|ACG43391.1| YT521-B-like family protein [Zea 
mays] Signalling.calcium 30.3 lcl|B4FAS3_MAIZE 

B4FBY6_MAIZE Putative uncharacterized protein gb|AAP37876.1| caffeoyl CoA 3-O-
methyltransferase [Zea mays] Signalling.calcium 30.3 lcl|B4FBY6_MAIZE 

B4FDJ3_MAIZE Putative uncharacterized protein gb|ACF80186.1| unknown [Zea mays] Signalling.calcium 30.3 lcl|B4FDJ3_MAIZE 

B4FNQ8_MAIZE Putative uncharacterized protein gb|ACG32131.1| calmodulin [Zea mays] Signalling.calcium 30.3 lcl|B4FNQ8_MAIZE 

B4FPT9_MAIZE Putative uncharacterized protein gb|ACG43126.1| EH-domain-containing protein 1 
[Zea mays] Signalling.calcium 30.3 lcl|B4FPT9_MAIZE 

B4FTL0_MAIZE Putative uncharacterized protein gb|ACG31397.1| IQ calmodulin-binding motif 
family protein [Zea mays] Signalling.calcium 30.3 lcl|B4FTL0_MAIZE 

B4FY36_MAIZE Putative caltractin gb|ACG30977.1| caltractin [Zea mays] Signalling.calcium 30.3 lcl|B4FY36_MAIZE 

B6SNX9_MAIZE Putative uncharacterized protein gb|ACG26562.1| grancalcin [Zea mays] Signalling.calcium 30.3 lcl|B6SNX9_MAIZE 

B6T4U8_MAIZE Putative uncharacterized protein gb|ACG32131.1| calmodulin [Zea mays] Signalling.calcium 30.3 lcl|B6T4U8_MAIZE 
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B6TNF1_MAIZE Putative uncharacterized protein gb|ACG38634.1| calnexin precursor [Zea mays] Signalling.calcium 30.3 lcl|B6TNF1_MAIZE 

B6TVI9_MAIZE Putative uncharacterized protein gb|EEF47461.1| yth domain-containing protein, 
putative [Ricinus communis] Signalling.calcium 30.3 lcl|B6TVI9_MAIZE 

B6U639_MAIZE Putative uncharacterized protein gb|ACG43126.1| EH-domain-containing protein 1 
[Zea mays] Signalling.calcium 30.3 lcl|B6U639_MAIZE 

B6UF43_MAIZE Putative uncharacterized protein gb|ACG47976.1| calcium-dependent protein 
kinase, isoform 2 [Zea mays] Signalling.calcium 30.3 lcl|B6UF43_MAIZE 

CALM_MAIZE Calmodulin emb|CAA52602.1| Calmodulin [Zea mays] Signalling.calcium 30.3 lcl|CALM_MAIZE 

CDPK2_MAIZE Calcium-dependent protein kinase 2 gb|AAA69507.1| calcium-dependent protein 
kinase [Zea mays] Signalling.calcium 30.3 lcl|CDPK2_MAIZE 

Q41790_MAIZE Calcium-dependent protein kinase dbj|BAA12715.1| calcium-dependent protein 
kinase [Zea mays] Signalling.calcium 30.3 lcl|Q41790_MAIZE 

Q41793_MAIZE Calcium-dependent protein kinase gb|AAA61682.1| calcium-dependent protein 
kinase [Zea mays] Signalling.calcium 30.3 lcl|Q41793_MAIZE 

Q43712_MAIZE Calcium-binding protein gb|ACG33126.1| calreticulin precursor [Zea 
mays] Signalling.calcium 30.3 lcl|Q43712_MAIZE 

Q7Y037_MAIZE 
Calcium-dependent protein kinase 

ZmCPK11 (Putative uncharacterized 
protein) 

gb|AAP57564.2| calcium-dependent protein 
kinase ZmCPK11 [Zea mays] Signalling.calcium 30.3 lcl|Q7Y037_MAIZE 

B6T8I4_MAIZE Putative uncharacterized protein gb|ACG33417.1| pre-mRNA-splicing factor ISY1 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6T8I4_MAIZE 

B4F7V4_MAIZE Putative uncharacterized protein gb|ACG24465.1| ras-related protein Rab11C [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4F7V4_MAIZE 

B4F7V6_MAIZE Putative uncharacterized protein gb|ACG28400.1| ras-related protein RHN1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4F7V6_MAIZE 

B4F917_MAIZE Putative uncharacterized protein gb|ACG32377.1| ran GTPase activating protein 
[Zea mays] Signalling.G-proteins 30.5 lcl|B4F917_MAIZE 

B4F944_MAIZE Putative uncharacterized protein gb|ACG28400.1| ras-related protein RHN1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4F944_MAIZE 

B4FAE1_MAIZE Putative uncharacterized protein gb|ACF06500.1| Ras-related protein RIC1 [Elaeis 
guineensis] Signalling.G-proteins 30.5 lcl|B4FAE1_MAIZE 

B4FB55_MAIZE Putative uncharacterized protein gb|ACG36104.1| ras-related protein ARA-3 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FB55_MAIZE 

B4FCM3_MAIZE Putative uncharacterized protein emb|CAI38678.1| meiotic recombination protein 
[Oryza sativa (Indica cultivar Group)] Signalling.G-proteins 30.5 lcl|B4FCM3_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FFF1_MAIZE Putative uncharacterized protein gb|ACG33730.1| ran-binding protein 1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FFF1_MAIZE 

B4FHT6_MAIZE Putative zinc finger protein ZF2 gb|ACG25092.1| RNA-binding protein cabeza 
[Zea mays] Signalling.G-proteins 30.5 lcl|B4FHT6_MAIZE 

B4FI29_MAIZE Putative uncharacterized protein gb|AAO67728.1| small GTP binding protein 
[Oryza sativa (Indica cultivar Group)] Signalling.G-proteins 30.5 lcl|B4FI29_MAIZE 

B4FIB2_MAIZE Putative uncharacterized protein gb|ACG34127.1| ras-related protein RIC2 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FIB2_MAIZE 

B4FJ62_MAIZE Putative uncharacterized protein emb|CAA98179.1| RAB11C [Lotus japonicus] Signalling.G-proteins 30.5 lcl|B4FJ62_MAIZE 

B4FJB2_MAIZE Putative uncharacterized protein gb|ACG41502.1| ras-related protein Rab11D [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FJB2_MAIZE 

B4FL36_MAIZE Putative uncharacterized protein emb|CAA54822.1| yptm3 [Zea mays] Signalling.G-proteins 30.5 lcl|B4FL36_MAIZE 

B4FM31_MAIZE Putative uncharacterized protein gb|ACG47295.1| ras-related protein ARA-4 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FM31_MAIZE 

B4FPT6_MAIZE Putative ras-like small GTP binding 
ptotein 

gb|ACD03829.1| GTPase SAR1 [Triticum 
aestivum] Signalling.G-proteins 30.5 lcl|B4FPT6_MAIZE 

B4FQ28_MAIZE Putative uncharacterized protein gb|ACG41695.1| ras-related protein Rab11B [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FQ28_MAIZE 

B4FQY4_MAIZE Putative uncharacterized protein emb|CAA44919.1| yptm2 [Zea mays] Signalling.G-proteins 30.5 lcl|B4FQY4_MAIZE 

B4FRS1_MAIZE Putative uncharacterized protein gb|ACG38463.1| ras-related protein Rab-6A [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FRS1_MAIZE 

B4FSB0_MAIZE Putative uncharacterized protein gb|AAR06264.1| GDP dissociation inhibitor 
protein [Hordeum vulgare] Signalling.G-proteins 30.5 lcl|B4FSB0_MAIZE 

B4FTQ0_MAIZE Putative uncharacterized protein gb|ACG26194.1| prenylated Rab receptor 2 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B4FTQ0_MAIZE 

B4FUE0_MAIZE Putative uncharacterized protein gb|ACG38260.1| GTP-binding protein PTD004 
[Zea mays] Signalling.G-proteins 30.5 lcl|B4FUE0_MAIZE 

B4FYD7_MAIZE Putative uncharacterized protein gb|ACG39761.1| ranBP1 domain containing 
protein [Zea mays] Signalling.G-proteins 30.5 lcl|B4FYD7_MAIZE 

B4G082_MAIZE Putative uncharacterized protein gb|ACG41958.1| rab GDP dissociation inhibitor 
alpha [Zea mays] Signalling.G-proteins 30.5 lcl|B4G082_MAIZE 

B4G1P4_MAIZE Ran-related GTP binding protein gb|AAL30396.1|AF433653_1 small Ras-related 
GTP-binding protein [Triticum aestivum] Signalling.G-proteins 30.5 lcl|B4G1P4_MAIZE 

B6SNF6_MAIZE Putative uncharacterized protein gb|ACG26389.1| ras-related protein Rab11C [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6SNF6_MAIZE 
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B6SR99_MAIZE Putative uncharacterized protein gb|ABF48401.1| GTP-binding protein [Triticum 
aestivum] Signalling.G-proteins 30.5 lcl|B6SR99_MAIZE 

B6T0Y1_MAIZE Putative uncharacterized protein gb|ACG30764.1| ras-related protein RIC2 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6T0Y1_MAIZE 

B6T2W6_MAIZE Putative uncharacterized protein gb|ACG31449.1| RNA-binding protein cabeza 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6T2W6_MAIZE 

B6T3J9_MAIZE Putative uncharacterized protein gb|ACG31682.1| prenylated rab acceptor family 
protein [Zea mays] Signalling.G-proteins 30.5 lcl|B6T3J9_MAIZE 

B6T5R1_MAIZE Putative uncharacterized protein gb|ACG32444.1| ran-binding protein 1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6T5R1_MAIZE 

B6T6T0_MAIZE Putative uncharacterized protein gb|ACG32813.1| cellular retinaldehyde-
binding/triple function, C-terminal [Zea mays] Signalling.G-proteins 30.5 lcl|B6T6T0_MAIZE 

B6T8F4_MAIZE Putative uncharacterized protein gb|ACG33387.1| ran-binding protein 1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6T8F4_MAIZE 

B6TBX3_MAIZE Putative uncharacterized protein gb|ACG34606.1| GTP-binding nuclear protein 
Ran-A1 [Zea mays] Signalling.G-proteins 30.5 lcl|B6TBX3_MAIZE 

B6TCF9_MAIZE Putative uncharacterized protein gb|ACG34792.1| ras-related protein Rab-18 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6TCF9_MAIZE 

B6TCI5_MAIZE Putative uncharacterized protein gb|ACG34818.1| ras-related protein RHN1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6TCI5_MAIZE 

B6TG58_MAIZE Putative uncharacterized protein gb|ACG36091.1| GTP-binding protein SAR1A 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6TG58_MAIZE 

B6TGJ7_MAIZE Putative uncharacterized protein gb|ACG36230.1| ras-related protein Rab-18 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6TGJ7_MAIZE 

B6TH40_MAIZE Putative uncharacterized protein gb|ACG36423.1| ras-related protein Rab11C [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6TH40_MAIZE 

B6TJR4_MAIZE Putative uncharacterized protein gb|AAM20668.1| U3 snoRNP-associated-like 
protein [Arabidopsis thaliana] Signalling.G-proteins 30.5 lcl|B6TJR4_MAIZE 

B6TLN5_MAIZE Putative uncharacterized protein gb|ACG38018.1| rab GDP dissociation inhibitor 
alpha [Zea mays] Signalling.G-proteins 30.5 lcl|B6TLN5_MAIZE 

B6TQB3_MAIZE Putative uncharacterized protein gb|ACG39296.1| ran-binding protein 1 [Zea 
mays] Signalling.G-proteins 30.5 lcl|B6TQB3_MAIZE 

B6U232_MAIZE Ras-related protein Rab-2-B gb|ACG43415.1| ras-related protein Rab-2-A 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6U232_MAIZE 

B6U4D3_MAIZE Putative uncharacterized protein gb|ABR67417.1| ATP/GTP/Ca++ binding protein 
[Cucumis melo] Signalling.G-proteins 30.5 lcl|B6U4D3_MAIZE 
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B6U832_MAIZE Putative uncharacterized protein gb|ACG45515.1| GTP binding protein [Zea mays] Signalling.G-proteins 30.5 lcl|B6U832_MAIZE 

B6U9Y9_MAIZE Putative uncharacterized protein gb|ACG29275.1| rac GTPase activating protein 1 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6U9Y9_MAIZE 

B6UCD5_MAIZE Putative uncharacterized protein gb|ACG47018.1| rho GDP-dissociation inhibitor 1 
[Zea mays] Signalling.G-proteins 30.5 lcl|B6UCD5_MAIZE 

B6UF30_MAIZE Putative uncharacterized protein gb|ACG47963.1| guanine nucleotide-binding 
protein-like 3 [Zea mays] Signalling.G-proteins 30.5 lcl|B6UF30_MAIZE 

B4FA19_MAIZE Putative uncharacterized protein gb|ABA97759.2| cysteine desulfurase, putative, 
expressed [Oryza sativa Japonica Group] Signalling.in sugar and nutrient physiology 30.1.01 lcl|B4FA19_MAIZE 

B4FCA4_MAIZE Putative uncharacterized protein gb|EEF52546.1| cop9 complex subunit, putative 
[Ricinus communis] Signalling.light.COP9 signalosome 30.11.1 lcl|B4FCA4_MAIZE 

B6T9N4_MAIZE Putative uncharacterized protein dbj|BAD82253.1| MAPK activating protein-like 
[Oryza sativa Japonica Group] Signalling.MAP kinases 30.6 lcl|B6T9N4_MAIZE 

B4FG60_MAIZE Putative uncharacterized protein gb|ACG38361.1| MPK3 - putative MAPK [Zea 
mays] Signalling.MAP kinases 30.6 lcl|B4FG60_MAIZE 

B4FNL7_MAIZE Putative uncharacterized protein emb|CAB16796.1| MAP3K-like protein kinase 
[Arabidopsis thaliana] Signalling.MAP kinases 30.6 lcl|B4FNL7_MAIZE 

B6T484_MAIZE Salt-induced MAP kinase 1 gb|ACG31917.1| MPK4 - putative MAPK [Zea 
mays] Signalling.MAP kinases 30.6 lcl|B6T484_MAIZE 

B6TJE9_MAIZE MAP kinase 5 gb|ACG37232.1| MPK6 - putative MAPK [Zea 
mays] Signalling.MAP kinases 30.6 lcl|B6TJE9_MAIZE 

B4FL77_MAIZE Putative uncharacterized protein gb|ACG38010.1| rickettsia 17 kDa surface 
antigen family protein [Zea mays] Signalling.misc 30.8 lcl|B4FL77_MAIZE 

B6SQM0_MAIZE Putative uncharacterized protein gb|ACG27153.1| major pollen allergen Car b 1 
isoforms 1A and 1B [Zea mays] Signalling.misc 30.8 lcl|B6SQM0_MAIZE 

B6T411_MAIZE Putative uncharacterized protein gb|ACG31844.1| elicitor-responsive protein 1 
[Zea mays] Signalling.misc 30.8 lcl|B6T411_MAIZE 

O24582_MAIZE Putative uncharacterized protein gb|ACG48610.1| elicitor-responsive protein 3 
[Zea mays] Signalling.misc 30.8 lcl|O24582_MAIZE 

B4FI08_MAIZE Putative uncharacterized protein gb|EEF32063.1| sorting nexin 3, putative [Ricinus 
communis] Signalling.phosphinositides 30.4. lcl|B4FI08_MAIZE 

B6TJ44_MAIZE Inositol-tetrakisphosphate 1-kinase 1 gb|ACG37127.1| inositol-tetrakisphosphate 1-
kinase 1 [Zea mays] 

Signalling.phosphinositides.inositol-1,3,4-
trisphosphate 5/6-kinase 30.4.05 lcl|B6TJ44_MAIZE 

Q9ST01_MAIZE Histidine-containing phosphotransfer 
protein 

dbj|BAA84993.1| histidine-containing 
phosphotransfer protein [Zea mays] Signalling.phosphorelay 30.10 lcl|Q9ST01_MAIZE 
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B6UFW7_MAIZE Putative uncharacterized protein gb|ACG48250.1| receptor protein kinase-like 
protein [Zea mays] Signalling.receptor kinases 30.2 lcl|B6UFW7_MAIZE 

B6TEZ5_MAIZE Putative uncharacterized protein 
gb|ABA92216.2| Protein kinase domain 

containing protein, expressed [Oryza sativa 
Japonica Group] 

Signalling.receptor kinases.DUF 26 30.2.17 lcl|B6TEZ5_MAIZE 

B6TXE2_MAIZE Putative uncharacterized protein gb|ABN45792.1| serine/threonine protein kinase 
[Hordeum vulgare subsp. vulgare] Signalling.receptor kinases.DUF 26 30.2.17 lcl|B6TXE2_MAIZE 

Q94IJ4_MAIZE Somatic embryogenesis receptor-like 
kinase 2 emb|CAC37639.1| SERK2 protein [Zea mays] Signalling.receptor kinases.leucine rich repeat II 30.2.2 lcl|Q94IJ4_MAIZE 

B6UCN1_MAIZE Putative uncharacterized protein gb|ACG47114.1| atypical receptor-like kinase 
MARK [Zea mays] Signalling.receptor kinases.leucine rich repeat III 30.2.3 lcl|B6UCN1_MAIZE 

B6TDD0_MAIZE Putative uncharacterized protein gb|ACG35113.1| polygalacturonase inhibitor 1 
precursor [Zea mays] Signalling.receptor kinases.leucine rich repeat XI 30.2.11 lcl|B6TDD0_MAIZE 

B6TES9_MAIZE Putative uncharacterized protein gb|ACG35612.1| protein lap1 [Zea mays] Signalling.receptor kinases.leucine rich repeat XI 30.2.11 lcl|B6TES9_MAIZE 

B6TRI3_MAIZE Putative uncharacterized protein gb|ACG39716.1| leucine-rich repeat-containing 
protein 40 [Zea mays] Signalling.receptor kinases.leucine rich repeat XI 30.2.11 lcl|B6TRI3_MAIZE 

B4FA29_MAIZE Putative uncharacterized protein emb|CAH58633.1| nod factor-like protein 
[Plantago major] Signalling.receptor kinases.misc 30.2.99 lcl|B4FA29_MAIZE 

B4FCV7_MAIZE Putative uncharacterized protein emb|CAH58633.1| nod factor-like protein 
[Plantago major] Signalling.receptor kinases.misc 30.2.99 lcl|B4FCV7_MAIZE 

B6SWE4_MAIZE Putative uncharacterized protein gb|EEF43695.1| serine-threonine protein kinase, 
plant-type, putative [Ricinus communis] Signalling.receptor kinases.misc 30.2.99 lcl|B6SWE4_MAIZE 

B4F855_MAIZE Putative uncharacterized protein gb|ACO69277.1| ph-domain-containing protein 
[Micromonas sp. RCC299] Signalling.unspecified 30.99 lcl|B4F855_MAIZE 

B4FAU8_MAIZE Putative uncharacterized protein gb|ACO69277.1| ph-domain-containing protein 
[Micromonas sp. RCC299] Signalling.unspecified 30.99 lcl|B4FAU8_MAIZE 

B4FFS7_MAIZE Putative uncharacterized protein gb|ACG28173.1| pleckstrin homology domain 
containing, family A [Zea mays] Signalling.unspecified 30.99 lcl|B4FFS7_MAIZE 

B6STJ0_MAIZE Putative uncharacterized protein gb|ACG28173.1| pleckstrin homology domain 
containing, family A [Zea mays] Signalling.unspecified 30.99 lcl|B6STJ0_MAIZE 

B6T1M3_MAIZE Putative uncharacterized protein gb|ACG31006.1| 3-5 exoribonuclease CSL4 [Zea 
mays] Stress 20 lcl|B6T1M3_MAIZE 

B4FBU5_MAIZE Putative uncharacterized protein gb|ACG48751.1| iron-stress related protein [Zea 
mays] Stress 20 lcl|B4FBU5_MAIZE 

B4FJP8_MAIZE Putative uncharacterized protein gb|AAN04093.1| water-stress protein [Zea mays] Stress 20 lcl|B4FJP8_MAIZE 
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B4FL68_MAIZE Putative uncharacterized protein emb|CAP16663.1| tetratricopeptide repeat protein 
[Solanum lycopersicum] Stress 20 lcl|B4FL68_MAIZE 

B4G019_MAIZE Putative uncharacterized protein gb|ACG35799.1| stress responsive protein [Zea 
mays] Stress 20 lcl|B4G019_MAIZE 

B4G0D8_MAIZE Putative uncharacterized protein gb|ACG35596.1| TPR domain containing protein 
[Zea mays] Stress 20 lcl|B4G0D8_MAIZE 

B6SJZ7_MAIZE Putative uncharacterized protein gb|ACG25180.1| tetratricopeptide repeat protein 
KIAA0103 [Zea mays] Stress 20 lcl|B6SJZ7_MAIZE 

B6T9W1_MAIZE Putative uncharacterized protein gb|ACG33894.1| wound/stress protein [Zea 
mays] Stress 20 lcl|B6T9W1_MAIZE 

B6TMF3_MAIZE Putative uncharacterized protein gb|ACG38286.1| wound/stress protein [Zea 
mays] Stress 20 lcl|B6TMF3_MAIZE 

B6TNR5_MAIZE Putative uncharacterized protein gb|ACG38748.1| tetratricopeptide repeat protein 
KIAA0103 [Zea mays] Stress 20 lcl|B6TNR5_MAIZE 

Q8LJR0_MAIZE Water-stress protein gb|AAN04093.1| water-stress protein [Zea mays] Stress 20 lcl|Q8LJR0_MAIZE 

B4FA63_MAIZE Putative uncharacterized protein gb|ACG45057.1| heat shock protein STI [Zea 
mays] Stress 20 lcl|B4FA63_MAIZE 

B4FAH3_MAIZE Putative uncharacterized protein ref|NP_171915.1| tetratricopeptide repeat (TPR)-
containing protein [Arabidopsis thaliana] Stress 20 lcl|B4FAH3_MAIZE 

B6TIK3_MAIZE Putative uncharacterized protein gb|ACG36936.1| stress-related protein [Zea 
mays] Stress 20 lcl|B6TIK3_MAIZE 

B6TJM0_MAIZE Putative uncharacterized protein gb|ACG45057.1| heat shock protein STI [Zea 
mays] Stress 20 lcl|B6TJM0_MAIZE 

B6TGN8_MAIZE Putative uncharacterized protein gb|AAW21725.1| thaumatin-like protein TLP5 
[Hordeum vulgare] Stress.abiotic 20.2 lcl|B6TGN8_MAIZE 

B6TNG4_MAIZE Putative uncharacterized protein gb|ACG38647.1| pollen-specific protein like [Zea 
mays] Stress.abiotic.cold 20.2.2 lcl|B6TNG4_MAIZE 

B4F9K2_MAIZE Putative uncharacterized protein gb|ACG40316.1| SRC2 [Zea mays] Stress.abiotic.cold 20.2.2 lcl|B4F9K2_MAIZE 

B4FFW5_MAIZE Putative uncharacterized protein gb|ACG42306.1| USP family protein [Zea mays] Stress.abiotic.cold 20.2.2 lcl|B4FFW5_MAIZE 

B4FXR6_MAIZE Putative uncharacterized protein emb|CAA18496.1| glycine-rich protein 
[Arabidopsis thaliana] Stress.abiotic.cold 20.2.2 lcl|B4FXR6_MAIZE 

B4G087_MAIZE Putative uncharacterized protein gb|ACG42306.1| USP family protein [Zea mays] Stress.abiotic.cold 20.2.2 lcl|B4G087_MAIZE 

B6TC12_MAIZE Putative uncharacterized protein gb|ACG34645.1| USP family protein [Zea mays] Stress.abiotic.cold 20.2.2 lcl|B6TC12_MAIZE 

B6TF82_MAIZE Putative uncharacterized protein gb|ACG35765.1| src2-like protein [Zea mays] Stress.abiotic.cold 20.2.2 lcl|B6TF82_MAIZE 
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B6SI77_MAIZE Putative uncharacterized protein gb|ABC46709.1| RW1-like protein [Arachis 
hypogaea] Stress.abiotic.drought/salt 20.2.3 lcl|B6SI77_MAIZE 

B6T914_MAIZE Putative uncharacterized protein gb|ACG33597.1| pop3 peptide [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B6T914_MAIZE 

B6UFF4_MAIZE Putative uncharacterized protein gb|ACG36099.1| pop3 peptide [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B6UFF4_MAIZE 

Q41824_MAIZE Dehydrin gb|AAA33480.1| dehydrin [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|Q41824_MAIZE 

B4FAQ9_MAIZE Putative uncharacterized protein gb|ACG38669.1| DREPP4 protein [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B4FAQ9_MAIZE 

B4FCR1_MAIZE Putative uncharacterized protein gb|ACG38050.1| phosphopantothenoylcysteine 
decarboxylase [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B4FCR1_MAIZE 

B4FUC4_MAIZE Putative uncharacterized protein gb|ACG38669.1| DREPP4 protein [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B4FUC4_MAIZE 

B6TK17_MAIZE Putative uncharacterized protein gb|ACG37450.1| DREPP2 protein [Zea mays] Stress.abiotic.drought/salt 20.2.3 lcl|B6TK17_MAIZE 

B4FNW7_MAIZE Putative uncharacterized protein gb|ACG44295.1| activator of 90 kDa heat shock 
protein ATPase [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FNW7_MAIZE 

B4G1A6_MAIZE Putative uncharacterized protein gb|ACG33684.1| co-chaperone protein SBA1 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4G1A6_MAIZE 

B6U7Y1_MAIZE Putative uncharacterized protein gb|ACG45464.1| activator of 90 kDa heat shock 
protein ATPase [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6U7Y1_MAIZE 

B4F810_MAIZE Putative uncharacterized protein gb|AAK68785.1| heat-shock protein [Arabidopsis 
thaliana] Stress.abiotic.heat 20.2.1 lcl|B4F810_MAIZE 

B4F8Q2_MAIZE Putative uncharacterized protein gb|ACG44186.1| heat shock 70 kDa protein [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B4F8Q2_MAIZE 

B4F976_MAIZE Putative uncharacterized protein gb|ACR78191.1| heat shock protein 17.9 
[Pennisetum glaucum] Stress.abiotic.heat 20.2.1 lcl|B4F976_MAIZE 

B4FBV4_MAIZE Putative uncharacterized protein gb|ACG33020.1| chaperone protein dnaJ 10 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B4FBV4_MAIZE 

B4FEB1_MAIZE Putative uncharacterized protein gb|ABF96724.1| Chaperone clpB 1, putative, 
expressed [Oryza sativa Japonica Group] Stress.abiotic.heat 20.2.1 lcl|B4FEB1_MAIZE 

B4FLU9_MAIZE Putative uncharacterized protein gb|ACG28747.1| heat shock 70 kDa protein 4 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FLU9_MAIZE 

B4FMD9_MAIZE Putative uncharacterized protein gb|ACG23924.1| mitochondrial import inner 
membrane translocase subunit TIM14 [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FMD9_MAIZE 

B4FQS7_MAIZE Putative uncharacterized protein gb|AAC12279.1| low molecular weight heat shock 
protein precursor [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FQS7_MAIZE 

B4FRL9_MAIZE Putative uncharacterized protein gb|ACJ54890.1| heat shock protein 70 [Oryza 
sativa Japonica Group] Stress.abiotic.heat 20.2.1 lcl|B4FRL9_MAIZE 
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B4FSP6_MAIZE Putative uncharacterized protein gb|EEF30081.1| heat shock protein, putative 
[Ricinus communis] Stress.abiotic.heat 20.2.1 lcl|B4FSP6_MAIZE 

B4FT54_MAIZE Putative uncharacterized protein gb|ACG33834.1| dnaJ subfamily B member 5 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FT54_MAIZE 

B4FW32_MAIZE Putative uncharacterized protein gb|ACG31870.1| dnaJ subfamily C member 7 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FW32_MAIZE 

B4FW90_MAIZE Luminal-binding protein 2 gb|AAC49899.1| lumenal binding protein cBiPe2 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FW90_MAIZE 

B4FWJ8_MAIZE Luminal-binding protein 3 gb|AAC49900.1| lumenal binding protein cBiPe3 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4FWJ8_MAIZE 

B4G250_MAIZE Putative uncharacterized protein gb|ACG35098.1| 17.4 kDa class I heat shock 
protein 3 [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B4G250_MAIZE 

B6SIX0_MAIZE Putative uncharacterized protein gb|ACG24803.1| 16.9 kDa class I heat shock 
protein 1 [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6SIX0_MAIZE 

B6SJE9_MAIZE 17.0 kDa class II heat shock protein gb|ACG24982.1| 17.5 kDa class II heat shock 
protein [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6SJE9_MAIZE 

B6SLS6_MAIZE Putative uncharacterized protein gb|ACG25809.1| chaperone protein dnaJ 10 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6SLS6_MAIZE 

B6SP66_MAIZE Putative uncharacterized protein gb|ACG26649.1| oxygen-regulated protein 
precursor [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6SP66_MAIZE 

B6SV64_MAIZE Putative uncharacterized protein gb|ACG28747.1| heat shock 70 kDa protein 4 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6SV64_MAIZE 

B6SZ69_MAIZE Putative uncharacterized protein gb|ACG30152.1| heat shock cognate 70 kDa 
protein 2 [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6SZ69_MAIZE 

B6T195_MAIZE Putative uncharacterized protein gb|ACG30878.1| mitochondrial import inner 
membrane translocase subunit TIM14 [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6T195_MAIZE 

B6T2Q6_MAIZE Putative uncharacterized protein 
gb|AAX95352.1| dnaK-type molecular chaperone 

hsp70 - rice (fragment) [Oryza sativa Japonica 
Group] 

Stress.abiotic.heat 20.2.1 lcl|B6T2Q6_MAIZE 

B6TB25_MAIZE Putative uncharacterized protein emb|CAA77978.1| heat shock protein 82 
(HSP82) [Oryza sativa] Stress.abiotic.heat 20.2.1 lcl|B6TB25_MAIZE 

B6TJQ8_MAIZE Putative uncharacterized protein gb|ACG37341.1| dnaJ protein [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6TJQ8_MAIZE 

B6TJR0_MAIZE Putative uncharacterized protein gb|ACG47228.1| heat shock protein 83 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6TJR0_MAIZE 

B6TMR8_MAIZE Putative uncharacterized protein gb|ACG38401.1| chloroplast small heat shock 
protein [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6TMR8_MAIZE 
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B6U0V6_MAIZE Putative uncharacterized protein gb|ACG42989.1| endoplasmin precursor [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6U0V6_MAIZE 

B6U237_MAIZE Putative uncharacterized protein gb|ACG43420.1| heat shock 70 kDa protein 4 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6U237_MAIZE 

B6U4A3_MAIZE Putative uncharacterized protein gb|ACG44186.1| heat shock 70 kDa protein [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6U4A3_MAIZE 

B6U4N6_MAIZE Putative uncharacterized protein gb|ABP65327.1| chloroplast heat shock protein 
70 [Pennisetum glaucum] Stress.abiotic.heat 20.2.1 lcl|B6U4N6_MAIZE 

B6UCZ5_MAIZE Putative uncharacterized protein gb|ACG47228.1| heat shock protein 83 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6UCZ5_MAIZE 

B6UFB3_MAIZE Putative uncharacterized protein gb|ACG48046.1| stromal 70 kDa heat shock-
related protein [Zea mays] Stress.abiotic.heat 20.2.1 lcl|B6UFB3_MAIZE 

B6UGG5_MAIZE Putative uncharacterized protein gb|ACG48448.1| heat shock 70 kDa protein [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|B6UGG5_MAIZE 

HSP70_MAIZE Heat shock 70 kDa protein prf||1205208A heat shock protein hsp70 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|HSP70_MAIZE 

HSP82_MAIZE Heat shock protein 82 gb|AAB26482.2| heat shock protein HSP82 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|HSP82_MAIZE 

O64960_MAIZE Low molecular weight heat shock protein gb|AAC12279.1| low molecular weight heat shock 
protein precursor [Zea mays] Stress.abiotic.heat 20.2.1 lcl|O64960_MAIZE 

O65160_MAIZE DnaJ-related protein ZMDJ1 gb|AAC08009.1| DnaJ-related protein ZMDJ1 
[Zea mays] Stress.abiotic.heat 20.2.1 lcl|O65160_MAIZE 

Q41815_MAIZE Heat shock protein 26 gb|AAA33477.1| heat shock protein 26 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|Q41815_MAIZE 

Q5EBY7_MAIZE Heat shock protein 70 gb|AAX07349.1| heat shock protein 70 [Zea 
mays] Stress.abiotic.heat 20.2.1 lcl|Q5EBY7_MAIZE 

Q9S822_MAIZE Heat shock protein HSP101 (Heat shock 
protein 101) 

gb|AAD25223.1|AF077337_1 heat shock protein 
101; 101 kDa heat shock protein [Zea mays] Stress.abiotic.heat 20.2.1 lcl|Q9S822_MAIZE 

B4FAY8_MAIZE Putative uncharacterized protein gb|ACG26256.1| negatively light-regulated 
protein [Zea mays] Stress.abiotic.light 20.2.5 lcl|B4FAY8_MAIZE 

B6U406_MAIZE Putative uncharacterized protein gb|ACG44089.1| UV-induced protein uvi31 [Zea 
mays] Stress.abiotic.light 20.2.5 lcl|B6U406_MAIZE 

B6STP1_MAIZE Putative uncharacterized protein gb|ACG35799.1| stress responsive protein [Zea 
mays] Stress.abiotic.touch/wounding 20.2.4 lcl|B6STP1_MAIZE 

B4FN54_MAIZE Putative uncharacterized protein emb|CAC80137.1| progesterone 5-beta-
reductase [Digitalis purpurea] Stress.abiotic.touch/wounding 20.2.4 lcl|B4FN54_MAIZE 
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B4FU71_MAIZE Putative uncharacterized protein gb|ACG31478.1| cyclase/dehydrase [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FU71_MAIZE 

B4FHI8_MAIZE Putative uncharacterized protein gb|ACG36342.1| hypoxia induced protein 
conserved region containing protein [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FHI8_MAIZE 

B4FKG5_MAIZE Dip protein gb|ACG24519.1| abscisic stress ripening protein 
2 [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FKG5_MAIZE 

B4G0E8_MAIZE Putative uncharacterized protein gb|ABF06706.1| UP-9A [Nicotiana tabacum] Stress.abiotic.unspecified 20.2.99 lcl|B4G0E8_MAIZE 

B6TRX5_MAIZE Putative uncharacterized protein tpe|CAH69304.1| TPA: class III peroxidase 62 
precursor [Oryza sativa Japonica Group] Stress.abiotic.unspecified 20.2.99 lcl|B6TRX5_MAIZE 

B4FAV5_MAIZE Putative uncharacterized protein gb|ACG41462.1| rhicadhesin receptor precursor 
[Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FAV5_MAIZE 

B4FCK0_MAIZE Putative uncharacterized protein gb|ACG34507.1| USP family protein [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FCK0_MAIZE 

B4FRS8_MAIZE Putative uncharacterized protein gb|ABY61037.1| oxalate oxidase [Oryza sativa 
Japonica Group] Stress.abiotic.unspecified 20.2.99 lcl|B4FRS8_MAIZE 

B4FUT3_MAIZE Putative uncharacterized protein gb|ACG41245.1| germin-like protein subfamily 1 
member 17 precursor [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FUT3_MAIZE 

B4FVQ8_MAIZE Putative uncharacterized protein gb|ACG34980.1| pathogen induced protein 2-4 
[Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FVQ8_MAIZE 

B4FY73_MAIZE Putative uncharacterized protein gb|ACG37574.1| rhicadhesin receptor precursor 
[Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B4FY73_MAIZE 

B6SHY0_MAIZE Putative uncharacterized protein gb|ACG24463.1| ATOZI1 [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6SHY0_MAIZE 

B6T8U5_MAIZE Putative uncharacterized protein gb|ACG33528.1| ER6 protein [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6T8U5_MAIZE 

B6TGD5_MAIZE Putative uncharacterized protein gb|ACG36168.1| ethylene response protein [Zea 
mays] Stress.abiotic.unspecified 20.2.99 lcl|B6TGD5_MAIZE 

B6TLW3_MAIZE Putative uncharacterized protein gb|ACG38096.1| fiber protein Fb19 [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6TLW3_MAIZE 

B6TSB9_MAIZE Putative uncharacterized protein gb|ACG40002.1| cyclase/dehydrase family 
protein [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6TSB9_MAIZE 

B6TWE1_MAIZE Putative uncharacterized protein gb|ACG41424.1| USP family protein [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6TWE1_MAIZE 

B6U6C5_MAIZE Putative uncharacterized protein gb|ACG44908.1| auxin-binding protein ABP20 
precursor [Zea mays] Stress.abiotic.unspecified 20.2.99 lcl|B6U6C5_MAIZE 

B4FWX1_MAIZE Putative uncharacterized protein gb|EEF40975.1| vesicle docking protein P115, 
putative [Ricinus communis] Stress.biotic 20.1 lcl|B4FWX1_MAIZE 

B4FRC6_MAIZE Putative uncharacterized protein dbj|BAB89707.1| putative xylanase inhibitor 
[Oryza sativa Japonica Group] Stress.biotic 20.1 lcl|B4FRC6_MAIZE 



Best ID Protein Descriptions maize databasea Protein Descriptions NCBI.nrb Mercator NAMEc BINCODEc IDENTIFIERc 

B4FZF3_MAIZE Putative uncharacterized protein gb|ACG48847.1| xylanase inhibitor TAXI-IV [Zea 
mays] Stress.biotic 20.1 lcl|B4FZF3_MAIZE 

B6SI84_MAIZE Putative uncharacterized protein gb|ACG24567.1| syringomycin biosynthesis 
enzyme [Zea mays] Stress.biotic 20.1.1001 lcl|B6SI84_MAIZE 

B6TC15_MAIZE Putative uncharacterized protein gb|ACG34648.1| low-molecular-weight cysteine-
rich protein LCR70 precursor [Zea mays] Stress.biotic 20.1.1001 lcl|B6TC15_MAIZE 

A6XER2_MAIZE Defensin gb|ABG78829.1| defensin [Zea mays] Stress.biotic 20.1 lcl|A6XER2_MAIZE 

B4FJE0_MAIZE Putative uncharacterized protein dbj|BAD26084.1| putative beta-glucan binding 
protein [Oryza sativa Japonica Group] Stress.biotic 20.1 lcl|B4FJE0_MAIZE 

B4FK87_MAIZE Putative uncharacterized protein gb|ACJ61989.1| chitinase [Zea mays subsp. 
parviglumis] Stress.biotic 20.1 lcl|B4FK87_MAIZE 

B4FQY1_MAIZE Pathogenesis-related protein PRMS gb|ACJ62553.1| pathogenesis-related maize 
seed protein [Zea mays] Stress.biotic 20.1 lcl|B4FQY1_MAIZE 

B4FR99_MAIZE Putative uncharacterized protein gb|AAV32098.1| putative chitinase [Oryza sativa 
Japonica Group] Stress.biotic 20.1 lcl|B4FR99_MAIZE 

B4FTS6_MAIZE Endochitinase A gb|ACG35543.1| endochitinase A precursor [Zea 
mays] Stress.biotic 20.1 lcl|B4FTS6_MAIZE 

B4G1C2_MAIZE Putative uncharacterized protein emb|CAD19479.1| xylanase inhibitor protein I 
[Triticum aestivum] Stress.biotic 20.1 lcl|B4G1C2_MAIZE 

B6SGT3_MAIZE Putative uncharacterized protein gb|ACG24066.1| xylanase inhibitor protein 1 
precursor [Zea mays] Stress.biotic 20.1 lcl|B6SGT3_MAIZE 

B6SH12_MAIZE Defence-related protein gb|ACG24145.1| win1 precursor [Zea mays] Stress.biotic 20.1 lcl|B6SH12_MAIZE 

B6STT0_MAIZE Putative uncharacterized protein gb|ACG28263.1| thaumatin-like protein precursor 
[Zea mays] Stress.biotic 20.1 lcl|B6STT0_MAIZE 

B6TL22_MAIZE Zeamatin gb|ABA33957.1| zeamatin-like protein [Zea mays 
subsp. parviglumis] Stress.biotic 20.1 lcl|B6TL22_MAIZE 

B6TQA1_MAIZE Putative uncharacterized protein gb|ACG39284.1| pathogen-related protein [Zea 
mays] Stress.biotic 20.1 lcl|B6TQA1_MAIZE 

B6TR38_MAIZE Putative uncharacterized protein gb|ACG39571.1| basic endochitinase A precursor 
[Zea mays] Stress.biotic 20.1 lcl|B6TR38_MAIZE 

B6UDK0_MAIZE Putative uncharacterized protein gb|ACG47433.1| 3-N-debenzoyl-2-deoxytaxol N-
benzoyltransferase [Zea mays] Stress.biotic 20.1 lcl|B6UDK0_MAIZE 

CHIB_MAIZE Endochitinase B gb|ACJ62007.1| chitinase [Zea mays subsp. 
parviglumis] Stress.biotic 20.1 lcl|CHIB_MAIZE 

B6SQM6_MAIZE Putative uncharacterized protein gb|ACG27159.1| pathogenesis-related protein 10 
[Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|B6SQM6_MAIZE 
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B6T757_MAIZE Putative uncharacterized protein gb|ACG32940.1| nicotiana lesion-inducing like 
[Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|B6T757_MAIZE 

Q9M584_MAIZE Hypersensitive-induced response protein gb|AAF68389.1|AF236373_1 hypersensitive-
induced response protein [Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|Q9M584_MAIZE 

B6T6D2_MAIZE Putative uncharacterized protein gb|ACG32665.1| disease resistance response 
protein 206 [Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|B6T6D2_MAIZE 

B6T8I3_MAIZE Putative uncharacterized protein gb|ACG33416.1| disease resistance response 
protein 206 [Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|B6T8I3_MAIZE 

B6TFK6_MAIZE Putative uncharacterized protein gb|ACG35889.1| disease resistance response 
protein 206 [Zea mays] Stress.biotic.PR-proteins 20.1.7 lcl|B6TFK6_MAIZE 

B6SJ11_MAIZE Putative uncharacterized protein gb|ACG24844.1| nicotiana lesion-inducing like 
[Zea mays] Stress.biotic.PR-proteins.plant defensins 20.1.7.12 lcl|B6SJ11_MAIZE 

B4FPL1_MAIZE Putative uncharacterized protein 
gb|ACG31880.1| Bowman-Birk type wound-

induced proteinase inhibitor WIP1 precursor [Zea 
mays] 

Stress.biotic.PR-proteins.proteinase inhibitors 20.1.7.6 lcl|B4FPL1_MAIZE 

B4FRD7_MAIZE Putative uncharacterized protein gb|ACG37439.1| lymphoid organ expressed 
yellow head virus receptor protein [Zea mays] Stress.biotic.receptors 20.1.02 lcl|B4FRD7_MAIZE 

B4FVA1_MAIZE Putative uncharacterized protein gb|ACG38215.1| ML domain protein [Zea mays] Stress.biotic.receptors 20.1.02 lcl|B4FVA1_MAIZE 

B6TK06_MAIZE Putative uncharacterized protein gb|ACG37439.1| lymphoid organ expressed 
yellow head virus receptor protein [Zea mays] Stress.biotic.receptors 20.1.02 lcl|B6TK06_MAIZE 

B6TM82_MAIZE Putative uncharacterized protein gb|ACG38215.1| ML domain protein [Zea mays] Stress.biotic.receptors 20.1.02 lcl|B6TM82_MAIZE 

B6U0H7_MAIZE Putative uncharacterized protein gb|ACG42860.1| carbonic anhydrase [Zea mays] TCA / org. transformation.carbonic anhydrases 8.03 lcl|B6U0H7_MAIZE 

B6UDA6_MAIZE Carbonic anhydrase gb|ACG42860.1| carbonic anhydrase [Zea mays] TCA / org. transformation.carbonic anhydrases 8.03 lcl|B6UDA6_MAIZE 

B4FG11_MAIZE Putative uncharacterized protein gb|ACG45069.1| 3-isopropylmalate dehydratase 
large subunit 2 [Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.aconitase 8.2.03 lcl|B4FG11_MAIZE 

B6TYJ6_MAIZE Putative uncharacterized protein gb|ACG42179.1| 3-isopropylmalate dehydratase 
large subunit 2 [Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.aconitase 8.2.03 lcl|B6TYJ6_MAIZE 

B4FXW5_MAIZE Putative uncharacterized protein gb|ACG35037.1| ATP-citrate synthase [Zea 
mays] 

TCA / org. transformation.other organic acid 
transformaitons.atp-citrate lyase 8.2.011 lcl|B4FXW5_MAIZE 

B6TD54_MAIZE Putative uncharacterized protein gb|ACG35037.1| ATP-citrate synthase [Zea 
mays] 

TCA / org. transformation.other organic acid 
transformaitons.atp-citrate lyase 8.2.011 lcl|B6TD54_MAIZE 

B6U233_MAIZE Putative uncharacterized protein gb|EEF43093.1| ATP-citrate synthase, putative 
[Ricinus communis] 

TCA / org. transformation.other organic acid 
transformaitons.atp-citrate lyase 8.2.011 lcl|B6U233_MAIZE 

MDHC_MAIZE Malate dehydrogenase gb|AAB64290.1| cytoplasmic malate 
dehydrogenase [Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.cyt MDH 8.2.09 lcl|MDHC_MAIZE 
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B4FAD4_MAIZE Putative uncharacterized protein gb|ACG37304.1| 3-isopropylmalate 
dehydrogenase [Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.IDH 8.2.04 lcl|B4FAD4_MAIZE 

B6TJM1_MAIZE Putative uncharacterized protein gb|ACG37304.1| 3-isopropylmalate 
dehydrogenase [Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.IDH 8.2.04 lcl|B6TJM1_MAIZE 

B4FAR3_MAIZE Putative uncharacterized protein gb|EEF35898.1| malic enzyme, putative [Ricinus 
communis] 

TCA / org. transformation.other organic acid 
transformaitons.malic 8.2.10 lcl|B4FAR3_MAIZE 

B6TVG1_MAIZE Putative uncharacterized protein gb|ACG41094.1| NADP-dependent malic enzyme 
[Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.malic 8.2.10 lcl|B6TVG1_MAIZE 

B6UDG4_MAIZE Putative uncharacterized protein gb|ACG47397.1| NADP-dependent malic enzyme 
[Zea mays] 

TCA / org. transformation.other organic acid 
transformaitons.malic 8.2.10 lcl|B6UDG4_MAIZE 

O50015_MAIZE Malic enzyme emb|CAA12157.1| oxidoreductase [Zea mays] TCA / org. transformation.other organic acid 
transformaitons.malic 8.2.10 lcl|O50015_MAIZE 

Q9ZRH5_MAIZE Malic enzyme gb|AAD10504.1| NADP-malic enzyme [Zea mays] TCA / org. transformation.other organic acid 
transformaitons.malic 8.2.10 lcl|Q9ZRH5_MAIZE 

B6SWF8_MAIZE Putative uncharacterized protein gb|ACN34052.1| unknown [Zea mays] TCA / org. transformation.TCA.2-oxoglutarate 
dehydrogenase 8.1.05 lcl|B6SWF8_MAIZE 

B4FIT6_MAIZE Putative uncharacterized protein gb|EEF38199.1| aconitase, putative [Ricinus 
communis] TCA / org. transformation.TCA.aconitase 8.1.3 lcl|B4FIT6_MAIZE 

B6SRL2_MAIZE Putative uncharacterized protein gb|ACG27495.1| aconitate hydratase, 
cytoplasmic [Zea mays] TCA / org. transformation.TCA.aconitase 8.1.3 lcl|B6SRL2_MAIZE 

B6SZD6_MAIZE Putative uncharacterized protein gb|AAM97080.1| cytoplasmic aconitate hydratase 
[Arabidopsis thaliana] TCA / org. transformation.TCA.aconitase 8.1.3 lcl|B6SZD6_MAIZE 

B4FIC0_MAIZE Putative uncharacterized protein gb|ACG34078.1| citrate synthase 4 [Zea mays] TCA / org. transformation.TCA.CS 8.1.02 lcl|B4FIC0_MAIZE 

B6TAE5_MAIZE Putative uncharacterized protein gb|ACG34078.1| citrate synthase 4 [Zea mays] TCA / org. transformation.TCA.CS 8.1.02 lcl|B6TAE5_MAIZE 

B4FID6_MAIZE Putative uncharacterized protein gb|ACG37220.1| isocitrate dehydrogenase 
subunit 1 [Zea mays] TCA / org. transformation.TCA.IDH 8.1.04 lcl|B4FID6_MAIZE 

B4FN97_MAIZE Putative uncharacterized protein dbj|BAG84436.1| NADP-dependent isocitrate 
dehydrogenase [Passiflora edulis] TCA / org. transformation.TCA.IDH 8.1.04 lcl|B4FN97_MAIZE 

B4FRW8_MAIZE Putative uncharacterized protein 
dbj|BAE48300.1| NAD-dependent isocitrate 
dehydrogenase c;1 [Oryza sativa Japonica 

Group] 
TCA / org. transformation.TCA.IDH 8.1.04 lcl|B4FRW8_MAIZE 

B4FYN6_MAIZE Putative uncharacterized protein gb|EEF33583.1| isocitrate dehydrogenase, 
putative [Ricinus communis] TCA / org. transformation.TCA.IDH 8.1.04 lcl|B4FYN6_MAIZE 

B4G249_MAIZE Putative uncharacterized protein gb|EEF33886.1| NADP-specific isocitrate 
dehydrogenase, putative [Ricinus communis TCA / org. transformation.TCA.IDH 8.1.04 lcl|B4G249_MAIZE 
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B4F8B8_MAIZE Putative uncharacterized protein gb|EEF47058.1| pyruvate dehydrogenase, 
putative [Ricinus communis] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|B4F8B8_MAIZE 

B4FML9_MAIZE Putative uncharacterized protein gb|ACG49074.1| pyruvate dehydrogenase E1 
component alpha subunit [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|B4FML9_MAIZE 

B6TD83_MAIZE Putative uncharacterized protein gb|ACG35066.1| pyruvate dehydrogenase E1 
component alpha subunit [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|B6TD83_MAIZE 

B6TKX6_MAIZE 
Pyruvate dehydrogenase E1 beta 

subunit isoform 1 (Putative 
uncharacterized protein) 

gb|ACG37759.1| pyruvate dehydrogenase E1 
component subunit beta [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|B6TKX6_MAIZE 

Q9ZQY0_MAIZE Pyruvate dehydrogenase E1 alpha 
subunit 

gb|AAC72195.1| pyruvate dehydrogenase E1 
alpha subunit [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|Q9ZQY0_MAIZE 

Q9ZQY2_MAIZE Pyruvate dehydrogenase E1 beta 
subunit isoform 2 

gb|AAC72193.1| pyruvate dehydrogenase E1 
beta subunit isoform 2 [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E1 8.1.1.01 lcl|Q9ZQY2_MAIZE 

B4FUZ2_MAIZE Putative uncharacterized protein 
gb|EEF33234.1| Dihydrolipoyllysine-residue 

acetyltransferase component of pyruvate 
dehydrogenase, putative [Ricinus communis] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B4FUZ2_MAIZE 

B4G1C9_MAIZE Putative uncharacterized protein 
gb|ABA95959.2| dihydrolipoamide S-

acetyltransferase, putative, expressed [Oryza 
sativa Japonica Group] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B4G1C9_MAIZE 

B6SJN5_MAIZE Putative uncharacterized protein 
gb|ACG25068.1| dihydrolipoyllysine-residue 

succinyltransferase component of 2-oxoglutarate 
dehydrogenase complex [Zea mays] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B6SJN5_MAIZE 

B6TEB5_MAIZE Putative uncharacterized protein 
gb|ACG46126.1| dihydrolipoyllysine-residue 

acetyltransferase component of 
pyruvatedehydrogenase complex [Zea mays] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B6TEB5_MAIZE 

B6TRW8_MAIZE Putative uncharacterized protein 
gb|ACG39851.1| dihydrolipoyllysine-residue 

succinyltransferase component of 2-oxoglutarate 
dehydrogenase complex [Zea mays] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B6TRW8_MAIZE 

B6TUA2_MAIZE Putative uncharacterized protein 
gb|ACG40685.1| dihydrolipoyllysine-residue 

acetyltransferase component of 
pyruvatedehydrogenase complex [Zea mays] 

TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|B6TUA2_MAIZE 

Q9SWR9_MAIZE Dihydrolipoamide S-acetyltransferase gb|AAD46491.1|AF135014_1 dihydrolipoamide 
S-acetyltransferase [Zea mays] TCA / org. transformation.TCA.pyruvate DH.E2 8.1.1.02 lcl|Q9SWR9_MAIZE 

B6SQ61_MAIZE Putative uncharacterized protein gb|AAX99417.1| putative lipoamide 
dehydrogenase [Sesamum alatum] TCA / org. transformation.TCA.pyruvate DH.E3 8.1.1.03 lcl|B6SQ61_MAIZE 

B6U7D0_MAIZE Putative uncharacterized protein 
gb|EEF02195.1| precursor of dehydrogenase 
dihydrolipoamide dehydrogenase 4 [Populus 

trichocarpa] 
TCA / org. transformation.TCA.pyruvate DH.E3 8.1.1.03 lcl|B6U7D0_MAIZE 
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B4FJ16_MAIZE Putative uncharacterized protein gb|ACG35757.1| succinate dehydrogenase iron-
sulfur protein,mitochondrial precursor [Zea mays] 

TCA / org. transformation.TCA.succinate 
dehydrogenase 8.1.7 lcl|B4FJ16_MAIZE 

B6TF74_MAIZE Iron sulfur subunit of succinate 
dehydrogenase 

emb|CAB42659.1| iron sulfur subunit of succinate 
dehydrogenase [Zea mays] 

TCA / org. transformation.TCA.succinate 
dehydrogenase 8.1.7 lcl|B6TF74_MAIZE 

B6U124_MAIZE Putative uncharacterized protein 
gb|ACG43057.1| succinate dehydrogenase 

flavoprotein subunit,mitochondrial precursor [Zea 
mays] 

TCA / org. transformation.TCA.succinate 
dehydrogenase 8.1.7 lcl|B6U124_MAIZE 

B4FRH5_MAIZE Putative uncharacterized protein gb|ACG41937.1| succinyl-CoA ligase beta-chain 
[Zea mays] TCA / org. transformation.TCA.succinyl-CoA ligase 8.1.6 lcl|B4FRH5_MAIZE 

B6TH57_MAIZE Putative uncharacterized protein gb|ACG36440.1| succinyl-CoA ligase alpha-chain 
2 [Zea mays] TCA / org. transformation.TCA.succinyl-CoA ligase 8.1.6 lcl|B6TH57_MAIZE 

B6TS21_MAIZE Putative uncharacterized protein gb|ACG39904.1| succinyl-CoA ligase beta-chain 
[Zea mays] TCA / org. transformation.TCA.succinyl-CoA ligase 8.1.6 lcl|B6TS21_MAIZE 

B6TPK4_MAIZE Putative uncharacterized protein 
gb|AAG42018.1|AF327428_1 putative 

aminolevulinate dehydratase [Arabidopsis 
thaliana] 

Tetrapyrrole synthesis.ALA dehydratase 19.04 lcl|B6TPK4_MAIZE 

B4F938_MAIZE Plastid coproporphyrinogen III oxidase gb|ABB77211.1| plastid coproporphyrinogen III 
oxidase [Zea mays] Tetrapyrrole synthesis.coproporphyrinogen III oxidase 19.08 lcl|B4F938_MAIZE 

B6TQ47_MAIZE Putative uncharacterized protein gb|ACG39230.1| ferrochelatase-2 [Zea mays] Tetrapyrrole synthesis.ferrochelatase 19.020 lcl|B6TQ47_MAIZE 

B4F8U6_MAIZE Putative uncharacterized protein |ABP38411.1| ornithine--oxo-acid 
aminotransferase [Saccharum officinarum] Tetrapyrrole synthesis.GSA 19.03 lcl|B4F8U6_MAIZE 

B4G0T5_MAIZE Putative uncharacterized protein gb|ACG47973.1| aminotransferase y4uB [Zea 
mays] Tetrapyrrole synthesis.GSA 19.03 lcl|B4G0T5_MAIZE 

B6TPE4_MAIZE Putative uncharacterized protein gb|ACG38977.1| glutamate-1-semialdehyde 2,1-
aminomutase [Zea mays] Tetrapyrrole synthesis.GSA 19.03 lcl|B6TPE4_MAIZE 

B6TUB6_MAIZE Putative uncharacterized protein gb|EEF48790.1| acetylornithine 
aminotransferase, putative [Ricinus communis] Tetrapyrrole synthesis.GSA 19.03 lcl|B6TUB6_MAIZE 

B4F9L9_MAIZE Putative uncharacterized protein gb|ACG35112.1| heme oxygenase 1 [Zea mays] Tetrapyrrole synthesis.heme oxygenase 19.21 lcl|B4F9L9_MAIZE 

B4F7S1_MAIZE Putative uncharacterized protein gb|ACG41173.1| porphobilinogen deaminase 
[Zea mays] Tetrapyrrole synthesis.porphobilinogen deaminase 19.05 lcl|B4F7S1_MAIZE 

B4FSU4_MAIZE Putative uncharacterized protein gb|ACG27284.1| heme-binding protein 2 [Zea 
mays] Tetrapyrrole synthesis.unspecified 19.99 lcl|B4FSU4_MAIZE 

B4FVG0_MAIZE Putative uncharacterized protein gb|ACH60736.1| SOUL heme-binding family 
protein [Pseudotsuga menziesii] Tetrapyrrole synthesis.unspecified 19.99 lcl|B4FVG0_MAIZE 

B6T0C0_MAIZE Putative uncharacterized protein gb|ACG30553.1| heme-binding protein 2 [Zea 
mays] Tetrapyrrole synthesis.unspecified 19.99 lcl|B6T0C0_MAIZE 
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B4FIM3_MAIZE Putative uncharacterized protein gb|AAC31883.1| uroporphyrinogen 
decarboxylase [Zea mays] 

Tetrapyrrole synthesis.uroporphyrinogen 
decarboxylase 19.07 lcl|B4FIM3_MAIZE 

B4FZI2_MAIZE Putative uncharacterized protein gb|EEF10682.1| ABC transporter family protein 
[Populus trichocarpa] 

Transport.ABC transporters and multidrug resistance 
systems 34.16 lcl|B4FZI2_MAIZE 

Q4W437_MAIZE Vacuolar H+-translocating inorganic 
pyrophosphatase 

emb|CAG29369.1| vacuolar H+-translocating 
inorganic pyrophosphatase [Zea mays] Transport.amino acids 34.3 lcl|Q4W437_MAIZE 

B6TI04_MAIZE Putative uncharacterized protein gb|ACG36737.1| developmentally-regulated 
GTP-binding protein 1 [Zea mays] Transport.ammonium 34.5 lcl|B6TI04_MAIZE 

B6SKU5_MAIZE Putative uncharacterized protein gb|ACG25478.1| Grx_S15.1 - glutaredoxin 
subgroup II [Zea mays] Transport.calcium 34.21 lcl|B6SKU5_MAIZE 

B4F7S3_MAIZE Aquaporin PIP1-5 gb|AAK26756.1| plasma membrane integral 
protein ZmPIP1-5 [Zea mays] Transport.Major Intrinsic Proteins.PIP 34.19.1 lcl|B4F7S3_MAIZE 

Q84RL8_MAIZE Plasma membrane intrinsic protein 
(Putative uncharacterized protein) 

gb|AAO86706.1| plasma membrane intrinsic 
protein [Zea mays] Transport.Major Intrinsic Proteins.PIP 34.19.1 lcl|Q84RL8_MAIZE 

B6SGY3_MAIZE Aquaporin TIP3-2 gb|ACG24116.1| aquaporin TIP3.1 [Zea mays] Transport.Major Intrinsic Proteins.TIP 34.19.2 lcl|B6SGY3_MAIZE 

B4FTU3_MAIZE Putative uncharacterized protein 
gb|ACG35578.1| triose phosphate/phosphate 

translocator, non-green plastid,chloroplast 
precursor [Zea mays] 

Transport.metabolite transporters at the envelope 
membrane 34.8 lcl|B4FTU3_MAIZE 

B4FBF6_MAIZE Putative uncharacterized protein 
gb|AAU11471.1| mitochondrial 2-

oxoglutarate/malate translocator [Saccharum 
officinarum] 

Transport.metabolite transporters at the mitochondrial 
membrane 34.9 lcl|B4FBF6_MAIZE 

B4FEA2_MAIZE Putative uncharacterized protein gb|ABO36621.1| mitochondrial carrier protein 
[Solanum lycopersicum] 

Transport.metabolite transporters at the mitochondrial 
membrane 34.9 lcl|B4FEA2_MAIZE 

B4FTJ6_MAIZE Mitochondrial phosphate transporter dbj|BAA31583.1| mitochondrial phosphate 
transporter [Zea mays] 

Transport.metabolite transporters at the mitochondrial 
membrane 34.9 lcl|B4FTJ6_MAIZE 

B6TGR3_MAIZE Putative uncharacterized protein gb|ACG41211.1| copper-transporting ATPase 
PAA1 [Zea mays] Transport.metal 34.12 lcl|B6TGR3_MAIZE 

B6TVS8_MAIZE Putative uncharacterized protein gb|ACG41211.1| copper-transporting ATPase 
PAA1 [Zea mays] Transport.metal 34.12 lcl|B6TVS8_MAIZE 

B4FB23_MAIZE Putative uncharacterized protein gb|ACG38998.1| trafficking protein particle 
complex subunit 1 [Zea mays] Transport.misc 34.99 lcl|B4FB23_MAIZE 

B4FKV2_MAIZE Putative uncharacterized protein gb|EEF29134.1| Transmembrane protein, 
putative [Ricinus communis] Transport.misc 34.99 lcl|B4FKV2_MAIZE 

B6SHR1_MAIZE Putative uncharacterized protein gb|ACG24394.1| trafficking protein particle 
complex protein 2 [Zea mays] Transport.misc 34.99 lcl|B6SHR1_MAIZE 

B6TMF2_MAIZE Putative uncharacterized protein gb|ACG38285.1| transmembrane protein 18 [Zea 
mays] Transport.misc 34.99 lcl|B6TMF2_MAIZE 
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B6TPG5_MAIZE Putative uncharacterized protein gb|ACG38998.1| trafficking protein particle 
complex subunit 1 [Zea mays] Transport.misc 34.99 lcl|B6TPG5_MAIZE 

B4FX42_MAIZE Putative uncharacterized protein gb|ACG32762.1| pleckstrin homology domain 
containing, family A [Zea mays] Transport.misc 34.99 lcl|B4FX42_MAIZE 

B4FXD7_MAIZE Putative uncharacterized protein gb|ABF96361.1| Transthyretin precursor family 
protein, expressed [Oryza sativa Japonica Group] Transport.misc 34.99 lcl|B4FXD7_MAIZE 

B6TR41_MAIZE Putative uncharacterized protein gb|ACG39574.1| carrier/ steroid binding protein 
[Zea mays] Transport.misc 34.99 lcl|B6TR41_MAIZE 

Q38JE3_MAIZE Temperature-induced lipocalin-2 gb|ABB02381.1| temperature-induced lipocalin-2 
[Zea mays] Transport.misc 34.99 lcl|Q38JE3_MAIZE 

B4FBC9_MAIZE Putative uncharacterized protein gb|EEF40611.1| Patellin-3, putative [Ricinus 
communis] Transport.misc 34.99 lcl|B4FBC9_MAIZE 

B4FFB0_MAIZE Putative uncharacterized protein gb|ACG32702.1| trafficking protein particle 
complex subunit 3 [Zea mays] Transport.misc 34.99 lcl|B4FFB0_MAIZE 

B4FGI9_MAIZE Putative uncharacterized protein gb|EEF38836.1| Transport protein particle 
subunit trs31, putative [Ricinus communis] Transport.misc 34.99 lcl|B4FGI9_MAIZE 

B4FSU1_MAIZE Putative uncharacterized protein gb|ACG34365.1| transmembrane emp24 domain-
containing protein 10 precursor [Zea mays] Transport.misc 34.99 lcl|B4FSU1_MAIZE 

B4FVH9_MAIZE Putative uncharacterized protein gb|ACG27791.1| transmembrane emp24 domain-
containing protein 10 precursor [Zea mays] Transport.misc 34.99 lcl|B4FVH9_MAIZE 

B4G210_MAIZE Putative uncharacterized protein gb|ACG28718.1| transparent testa 12 protein 
[Zea mays] Transport.misc 34.99 lcl|B4G210_MAIZE 

B6TAH4_MAIZE Putative uncharacterized protein gb|ACG34107.1| SEC14-like protein 1 [Zea 
mays] Transport.misc 34.99 lcl|B6TAH4_MAIZE 

B6TVE3_MAIZE Putative uncharacterized protein gb|ACG41076.1| patellin-1 [Zea mays] Transport.misc 34.99 lcl|B6TVE3_MAIZE 

B4G1D2_MAIZE Putative uncharacterized protein gb|ACG28656.1| CBS domain protein [Zea mays] Transport.nucleotides 34.10 lcl|B4G1D2_MAIZE 

B6SXZ1_MAIZE Putative uncharacterized protein gb|EEF42393.1| ATP binding protein, putative 
[Ricinus communis] Transport.nucleotides 34.10 lcl|B6SXZ1_MAIZE 

B6TGG3_MAIZE Putative uncharacterized protein gb|ACG36196.1| ATP binding protein [Zea mays] Transport.nucleotides 34.10 lcl|B6TGG3_MAIZE 

B6TIQ8_MAIZE Putative uncharacterized protein gb|ACG36991.1| ATP/GTP binding protein [Zea 
mays] Transport.nucleotides 34.10 lcl|B6TIQ8_MAIZE 

B4FJD3_MAIZE Putative uncharacterized protein dbj|BAA06629.1| plasma membrane H+-ATPase 
[Oryza sativa Japonica Group] Transport.p- and v-ATPases 34.1 lcl|B4FJD3_MAIZE 

Q43242_MAIZE Plasma-membrane H+ ATPase gb|AAA20601.1| plasma-membrane H+ ATPase Transport.p- and v-ATPases 34.1 lcl|Q43242_MAIZE 
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Q43243_MAIZE H(+)-transporting ATPase gb|AAB60276.1| H(+)-transporting ATPase [Zea 
mays] Transport.p- and v-ATPases 34.1 lcl|Q43243_MAIZE 

Q43271_MAIZE H(+)-transporting ATPase emb|CAA59800.1| H(+)-transporting ATPase 
[Zea mays] Transport.p- and v-ATPases 34.1 lcl|Q43271_MAIZE 

Q84L97_MAIZE Proton-exporting ATPase emb|CAD62443.1| proton-exporting ATPase [Zea 
mays] Transport.p- and v-ATPases 34.1 lcl|Q84L97_MAIZE 

B4FB71_MAIZE Putative uncharacterized protein gb|EEF51297.1| vacuolar ATP synthase subunit 
E, putative [Ricinus communis] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FB71_MAIZE 

B4FDN9_MAIZE Putative uncharacterized protein gb|ACG36442.1| vacuolar ATP synthase subunit 
D 1 [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FDN9_MAIZE 

B4FLC0_MAIZE Putative uncharacterized protein gb|ACG26498.1| vacuolar ATP synthase subunit 
F [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FLC0_MAIZE 

B4FMY6_MAIZE Putative uncharacterized protein gb|ACG28176.1| vacuolar ATP synthase subunit 
C [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FMY6_MAIZE 

B4FSJ1_MAIZE Putative uncharacterized protein gb|ACG35170.1| vacuolar ATP synthase subunit 
C [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FSJ1_MAIZE 

B4FVD5_MAIZE Putative uncharacterized protein gb|ACG31413.1| vacuolar ATP synthase subunit 
E [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FVD5_MAIZE 

B4FVD6_MAIZE Putative uncharacterized protein gb|ACG36442.1| vacuolar ATP synthase subunit 
D 1 [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4FVD6_MAIZE 

B4G0U0_MAIZE Putative uncharacterized protein gb|ACG28176.1| vacuolar ATP synthase subunit 
C [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B4G0U0_MAIZE 

B6SIW6_MAIZE Putative uncharacterized protein gb|ACG24799.1| vacuolar ATPase subunit H 
protein [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B6SIW6_MAIZE 

B6T2T0_MAIZE Putative uncharacterized protein gb|ACG31413.1| vacuolar ATP synthase subunit 
E [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B6T2T0_MAIZE 

B6UH55_MAIZE Putative uncharacterized protein gb|ACG48688.1| vacuolar ATP synthase catalytic 
subunit A [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|B6UH55_MAIZE 

VATA_MAIZE V-type proton ATPase catalytic subunit A gb|AAA80346.1| vacuolar ATPase 69 kDa 
subunit [Zea mays] 

Transport.p- and v-ATPases.H+-transporting two-
sector ATPase 34.1.1 lcl|VATA_MAIZE 

B6SGM5_MAIZE Putative uncharacterized protein gb|ACG24008.1| voltage-gated potassium 
channel beta subunit [Zea mays] Transport.potassium 34.15 lcl|B6SGM5_MAIZE 

B6ST28_MAIZE Putative uncharacterized protein gb|ABG29732.1| high-affinity potassium 
transporter [Aeluropus littoralis] Transport.potassium 34.15 lcl|B6ST28_MAIZE 

A7YF68_MAIZE Sulfate transporter gb|ABU82794.2| sulfate transporter [Zea mays] Transport.sulphate 34.6 lcl|A7YF68_MAIZE 
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Q9AT12_MAIZE Sulfate transporter ST1 gb|AAK35215.1|AF355602_1 sulfate transporter 
ST1 [Zea mays] Transport.sulphate 34.6 lcl|Q9AT12_MAIZE 

B4FU22_MAIZE Putative uncharacterized protein gb|EEF51521.1| Methylosome subunit pICln, 
putative [Ricinus communis] Transport.unspecified anions 34.18 lcl|B4FU22_MAIZE 

B4FEF1_MAIZE Putative uncharacterized protein gb|ACG38675.1| arsenical pump-driving ATPase 
[Zea mays] 

Transport.unspecified anions.arsenite-transporting 
ATPase 34.18.1 lcl|B4FEF1_MAIZE 

B6TBL9_MAIZE Putative uncharacterized protein gb|ACG34502.1| arsenical pump-driving ATPase 
[Zea mays] 

Transport.unspecified anions.arsenite-transporting 
ATPase 34.18.1 lcl|B6TBL9_MAIZE 

B6TZB7_MAIZE Putative uncharacterized protein gb|ACG42450.1| arsenical pump-driving ATPase 
[Zea mays] 

Transport.unspecified anions.arsenite-transporting 
ATPase 34.18.1 lcl|B6TZB7_MAIZE 

B4FRR0_MAIZE Putative uncharacterized protein gb|ACG39640.1| cation transport protein chaC 
[Zea mays] Transport.unspecified cations 34.14 lcl|B4FRR0_MAIZE 

Q9M585_MAIZE Stomatin-like protein gb|AAF68388.1|AF236372_1 stomatin-like 
protein [Zea mays] Transport.unspecified cations 34.14 lcl|Q9M585_MAIZE 

B4FFZ9_MAIZE Putative uncharacterized protein gb|ACG48482.1| lipoprotein [Zea mays] Transporter.membrane system unknown 34.98 lcl|B4FFZ9_MAIZE 

B6TQQ8_MAIZE Putative uncharacterized protein gb|EEC12406.1| membrane protein, putative 
[Ixodes scapularis] Transporter.sugars 34.2 lcl|B6TQQ8_MAIZE 

B6U467_MAIZE Putative uncharacterized protein gb|EEC12406.1| membrane protein, putative 
[Ixodes scapularis] Transporter.sugars 34.2 lcl|B6U467_MAIZE 

B4FT85_MAIZE Voltage-dependent anion channel 
protein 1a 

gb|AAD56651.1|AF178950_1 voltage-dependent 
anion channel protein 1a [Zea mays] Transporter.sugars 34.2 lcl|B4FT85_MAIZE 

Q9SPD7_MAIZE Voltage-dependent anion channel 
protein 2 

gb|AAD56653.1|AF178952_1 voltage-dependent 
anion channel protein 2 [Zea mays] Transporter.sugars 34.2 lcl|Q9SPD7_MAIZE 

Q9SPD8_MAIZE Voltage-dependent anion channel 
protein 1b 

gb|AAD56652.1|AF178951_1 voltage-dependent 
anion channel protein 1b [Zea mays] Transporter.sugars 34.2 lcl|Q9SPD8_MAIZE 

 

a www.GDB.org was used for functional classification of proteins. 
b A Blastp search was performed against the NCBI.nr database. Manual annotation was added to the automated annotation of best known protein homologs to 

obtain as many known protein IDs as possible. 
c Mercator NAME, Bincode and Identifier for all proteins were classified using the Mercator Software (www.mapman.gabipd.org). 



Table S6: Proteins identified in the maize root hair proteome related to root hair growth. 

Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B4FH61_MAIZE Putative uncharacterized 
protein 

gb|AAL32718.1| TOM (target of myb1)-like protein 
[Arabidopsis thaliana] Cell.vesicle transport MYB transcription 

factor- AtWER 

B4FMB1_MAIZE Putative uncharacterized 
protein 

dbj|BAD54251.1| putative susceptibility homeodomain 
transcription factor [Oryza sativa Japonica Group] RNA.regulation of transcription.unclassified bHLH transcription 

factor- AtGL3 

B6SGM5_MAIZE Putative uncharacterized 
protein 

gb|ACG24008.1| voltage-gated potassium channel beta 
subunit [Zea mays] Transport.potassium K+- transporter- 

AtTRH1 

B6ST28_MAIZE Putative uncharacterized 
protein 

gb|ABG29732.1| high-affinity potassium transporter 
[Aeluropus littoralis] Transport.potassium K+- transporter- 

AtTRH1 

B4FH43_MAIZE Putative uncharacterized 
protein gb|ACG26484.1| universal stress protein [Zea mays] Hormone metabolism.ethylene.induced-regulated-

responsive-activated Hormone- AtAUX1 

B4F840_MAIZE Putative uncharacterized 
protein 

gb|ACG32359.1| auxin-induced protein PCNT115 [Zea 
mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated Hormone- AtAUX1 

B4FT62_MAIZE IN2-2 protein gb|ACG35067.1| auxin-induced protein PCNT115 [Zea 
mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated Hormone- AtAUX1 

B6TD84_MAIZE Putative uncharacterized 
protein 

gb|ACG35067.1| auxin-induced protein PCNT115 [Zea 
mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated Hormone- AtAUX1 

B6TJT2_MAIZE Putative uncharacterized 
protein 

gb|ACG37365.1| auxin-induced protein PCNT115 [Zea 
mays] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated Hormone- AtAUX1 

B6U6C5_MAIZE Putative uncharacterized 
protein 

gb|ACG44908.1| auxin-binding protein ABP20 precursor 
[Zea mays] Stress.abiotic.unspecified Hormone- AtAUX1 

B6TIN9_MAIZE Putative uncharacterized 
protein 

gb|ACG36972.1| ARF GAP-like zinc finger-containing 
protein ZIGA3 [Zea mays] RNA.regulation of transcription.unclassified Hormone- AtAUX1 

B4F861_MAIZE Putative uncharacterized 
protein gb|AAU06081.1| auxin amidohydrolase [Triticum aestivum] Hormone metabolism.auxin.synthesis-degradation Hormone- AtAUX1 

B6ST21_MAIZE Putative uncharacterized 
protein gb|ACG28004.1| membrane protein [Zea mays] Hormone metabolism.auxin.induced-regulated-

responsive-activated Hormone- AtAUX1 

B6T2A6_MAIZE Putative uncharacterized 
protein gb|ACG31239.1| stem-specific protein TSJT1 [Zea mays] Hormone metabolism.auxin.induced-regulated-

responsive-activated Hormone- AtAUX1 

B6TVE5_MAIZE Putative uncharacterized 
protein 

gb|EEF49668.1| aldo/keto reductase, putative [Ricinus 
communis] 

Hormone metabolism.auxin.induced-regulated-
responsive-activated Hormone- AtAUX1 

B6UBU0_MAIZE Putative uncharacterized 
protein gb|ACG46823.1| AIR12 [Zea mays] Hormone metabolism.auxin.induced-regulated-

responsive-activated Hormone- AtAUX1 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B4FEB2_MAIZE Putative uncharacterized 
protein 

gb|AAO65877.1| putative ubiquitin-activating enzyme 
(alternative splicing product) [Oryza sativa Japonica 

Group)] 
Hormone metabolism.auxin.signal transduction Hormone- AtAUX1 

B6U7R7_MAIZE Putative uncharacterized 
protein 

gb|EDQ59957.1| SM/Sec1-family protein [Physcomitrella 
patens subsp. patens] 

Protein.targeting.secretory pathway.plasma 
membrane 

Sec proteins- 
ZmRTH1 

B6SSJ8_MAIZE Putative uncharacterized 
protein 

gb|AAD20128.1| putative SEC1 family transport protein 
[Arabidopsis thaliana] 

Protein.targeting.secretory pathway.plasma 
membrane 

Sec proteins- 
ZmRTH1 

B4FQL2_MAIZE Putative uncharacterized 
protein gb|ACG37410.1| SEC13-related protein [Zea mays] Protein.targeting.secretory pathway.plasma 

membrane 
Sec proteins- 

ZmRTH1 

B6TAH4_MAIZE Putative uncharacterized 
protein gb|ACG34107.1| SEC14-like protein 1 [Zea mays] Transport.misc Sec proteins- 

ZmRTH1 

B4FHN0_MAIZE Putative uncharacterized 
protein 

gb|AAM97042.1| putative Sec24-like COPII protein 
[Arabidopsis thaliana] Protein.targeting.secretory pathway.golgi Sec proteins- 

ZmRTH1 

B6UEM6_MAIZE Putative uncharacterized 
protein 

gb|ACG47809.1| protein transport protein Sec61 beta 
subunit [Zea mays] Protein.targeting.secretory pathway.unspecified Sec proteins- 

ZmRTH1 

B6SNM4_MAIZE Putative uncharacterized 
protein 

gb|ACG26457.1| protein transport protein Sec61 beta 
subunit [Zea mays] Protein.targeting.secretory pathway.unspecified Sec proteins- 

ZmRTH1 

B6SPB6_MAIZE Putative uncharacterized 
protein 

gb|ACG26699.1| protein transport protein SEC61 gamma 
subunit [Zea mays] Protein.targeting.secretory pathway.unspecified Sec proteins- 

ZmRTH1 

B6TN57_MAIZE Putative uncharacterized 
protein gb|ACG38540.1| beta-expansin 2 precursor [Zea mays] Cell wall.modification Expansin- AtEXP7 

Q94KS6_MAIZE Beta-expansin 8 gb|AAK56131.1|AF332181_1 beta-expansin 8 [Zea mays] Cell wall.modification Expansin- AtEXP7 

B6U0P4_MAIZE Putative uncharacterized 
protein gb|ACG42927.1| RHM1 [Zea mays] Cell wall.precursor synthesis.RHM Cell wall related 

proteins- AtRHM1 

B4FB81_MAIZE Putative uncharacterized 
protein 

gb|ABI95404.1| fasciclin-like protein FLA14 [Triticum 
aestivum] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6SHU5_MAIZE Putative uncharacterized 
protein 

gb|ACG24428.1| fasciclin-like arabinogalactan protein 7 
precursor [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6SSV3_MAIZE Putative uncharacterized 
protein 

gb|ACG27936.1| fasciclin-like arabinogalactan protein 7 
precursor [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6ST53_MAIZE Putative uncharacterized 
protein 

gb|ACG28036.1| fasciclin-like arabinogalactan protein 7 
precursor [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6TE21_MAIZE Putative uncharacterized 
protein 

gb|ACG35354.1| fasciclin-like arabinogalactan protein 7 
precursor [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B6TRG3_MAIZE Putative uncharacterized 
protein gb|ACG39696.1| fasciclin domain [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B4FK47_MAIZE Putative uncharacterized 
protein gb|ACG27915.1| arabinogalactan protein [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6SST2_MAIZE Putative uncharacterized 
protein gb|ACG27915.1| arabinogalactan protein [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B6T8F8_MAIZE Putative uncharacterized 
protein gb|ACG33391.1| arabinogalactan protein [Zea mays] Cell wall.cell wall proteins.AGPs Cell wall related 

proteins- AtCSLD3 

B4FTE5_MAIZE Putative uncharacterized 
protein 

gb|AAM61695.1| hydroxyproline-rich glycoprotein-like 
protein [Arabidopsis thaliana] Cell wall.cell wall proteins.HRGP Cell wall related 

proteins- AtCSLD3 

B4FR31_MAIZE Putative uncharacterized 
protein 

gb|ACG28239.1| receptor protein kinase CLAVATA1 
precursor [Zea mays] Cell wall.cell wall proteins.LRR Cell wall related 

proteins- AtCSLD3 

B4FGH8_MAIZE Putative uncharacterized 
protein 

gb|ACG48861.1| pistil-specific extensin-like protein 
precursor [Zea mays] Cell wall.cell wall proteins.LRR Cell wall related 

proteins- AtCSLD3 

B6ST18_MAIZE Putative uncharacterized 
protein 

dbj|BAB91812.1| extensin precursor-like [Oryza sativa 
Japonica Group] Cell wall.cell wall proteins.LRR Cell wall related 

proteins- AtCSLD3 

B4FQX1_MAIZE Alpha-1,4-glucan-protein 
synthase [UDP-forming] 

gb|AAB49896.1| golgi associated protein se-wap41 [Zea 
mays] Cell wall.cell wall proteins.RGP Cell wall related 

proteins- AtCSLD3 

B4FX25_MAIZE Putative uncharacterized 
protein 

gb|ACG43402.1| alpha-1,4-glucan-protein synthase [Zea 
mays] Cell wall.cell wall proteins.RGP Cell wall related 

proteins- AtCSLD3 

B4G039_MAIZE Putative uncharacterized 
protein 

gb|AAB49896.1| golgi associated protein se-wap41 [Zea 
mays] Cell wall.cell wall proteins.RGP Cell wall related 

proteins- AtCSLD3 

B6T9G3_MAIZE Putative uncharacterized 
protein 

gb|ACG33746.1| alpha-1,4-glucan-protein synthase 1 [Zea 
mays] Cell wall.cell wall proteins.RGP Cell wall related 

proteins- AtCSLD3 

B4F8M8_MAIZE Exoglucanase gb|AAF79936.1| exoglucanase precursor [Zea mays] Cell wall.degradation.cellulases and beta -1,4-
glucanases 

Cell wall related 
proteins- AtCESA5 

Q9XE93_MAIZE Exhydrolase II gb|AAD28356.1|AF064707_1 exhydrolase II [Zea mays] Cell wall.degradation.cellulases and beta -1,4-
glucanases 

Cell wall related 
proteins- AtCESA5 

B6T994_MAIZE Putative uncharacterized 
protein gb|ACG33677.1| polygalacturonase [Zea mays] Cell wall.degradation.pectate lyases and 

polygalacturonases 
Cell wall related 

proteins- AtCESA5 

B6TNS1_MAIZE Putative uncharacterized 
protein 

gb|ACG38754.1| xyloglucan 
endotransglucosylase/hydrolase protein 5 precursor [Zea 

mays] 
Cell wall.modification Cell wall related 

proteins- AtXTH17 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B6TWP1_MAIZE Putative uncharacterized 
protein 

gb|ACG41524.1| xyloglucan 
endotransglucosylase/hydrolase protein 26 precursor [Zea 

mays] 
Cell wall.modification Cell wall related 

proteins- AtXTH17 

B6U063_MAIZE Putative uncharacterized 
protein gb|ACG42746.1| carboxylic ester hydrolase [Zea mays] Cell wall.pectin*esterases.acetyl esterase Cell wall related 

proteins- AtCSLD3 

B4FRH7_MAIZE Putative uncharacterized 
protein 

gb|ACG34360.1| UDP-N-acetylglucosamine 
pyrophosphorylase [Zea mays] Cell wall.precursor synthesis Cell wall related 

proteins- AtCSLD3 

B6T9B9_MAIZE Putative uncharacterized 
protein 

gb|ACG33702.1| alpha-N-arabinofuranosidase A precursor 
[Zea mays] Cell wall.precursor synthesis Cell wall related 

proteins- AtCSLD3 

B4FUF3_MAIZE Putative uncharacterized 
protein 

gb|ACG34600.1| bifunctional polymyxin resistance arnA 
protein [Zea mays] Cell wall.precursor synthesis.AXS Cell wall related 

proteins- AtCSLD3 

B6TMJ8_MAIZE Putative uncharacterized 
protein gb|ACG38331.1| GDP-L-fucose synthase 1 [Zea mays] Cell wall.precursor synthesis.GER Cell wall related 

proteins- AtCSLD3 

B6TA81_MAIZE Root cap-specific protein gb|ACG34014.1| GDP-mannose 4,6 dehydratase 2 [Zea 
mays] Cell wall.precursor synthesis.GMD Cell wall related 

proteins- AtCSLD3 

B4FEP8_MAIZE Putative uncharacterized 
protein 

gb|EEF38151.1| mannose-1-phosphate guanyltransferase, 
putative [Ricinus communis] 

Cell wall.precursor synthesis.NDP sugar 
pyrophosphorylase.GDP mannose 

Cell wall related 
proteins- AtCSLD3 

B6UC67_MAIZE Putative uncharacterized 
protein 

gb|ACG46950.1| UDP-sugar pyrophospharylase [Zea 
mays] 

Cell wall.precursor synthesis.NDP sugar 
pyrophosphorylase.multiple NDP-Sugars 

Cell wall related 
proteins- AtCSLD3 

B4FR89_MAIZE Putative uncharacterized 
protein 

gb|ACV41082.1| phosphomannomutase B1 [Triticum 
turgidum] 

Cell wall.precursor 
synthesis.phosphomannomutase 

Cell wall related 
proteins- AtCSLD3 

B6UIE1_MAIZE Putative uncharacterized 
protein 

gb|ACG49124.1| dTDP-4-dehydrorhamnose reductase 
[Zea mays] Cell wall.precursor synthesis.RHM Cell wall related 

proteins- AtCSLD3 

B6T9P0_MAIZE Putative uncharacterized 
protein 

gb|ACG33823.1| UDP-glucose 6-dehydrogenase [Zea 
mays] Cell wall.precursor synthesis.UGD Cell wall related 

proteins- AtCSLD3 

B6TBY8_MAIZE Putative uncharacterized 
protein 

gb|ACG34621.1| UDP-glucose 6-dehydrogenase [Zea 
mays] Cell wall.precursor synthesis.UGD Cell wall related 

proteins- AtCSLD3 

B6U5L3_MAIZE Putative uncharacterized 
protein 

gb|ACG44646.1| UDP-glucose 6-dehydrogenase [Zea 
mays] Cell wall.precursor synthesis.UGD Cell wall related 

proteins- AtCSLD3 

B4FAG0_MAIZE Putative uncharacterized 
protein 

emb|CAC14890.1| d-TDP-glucose dehydratase 
[Phragmites australis] Cell wall.precursor synthesis.UXS Cell wall related 

proteins- AtCSLD3 

B4FF24_MAIZE Putative uncharacterized 
protein 

emb|CAC14890.1| d-TDP-glucose dehydratase 
[Phragmites australis] Cell wall.precursor synthesis.UXS Cell wall related 

proteins- AtCSLD3 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B4FP94_MAIZE Putative uncharacterized 
protein 

dbj|BAD24936.1| UDP-glucuronic acid decarboxylase 
[Oryza sativa Japonica Group] Cell wall.precursor synthesis.UXS Cell wall related 

proteins- AtCSLD3 

B6SHM4_MAIZE Putative uncharacterized 
protein 

gb|AAV31405.1| putative UDP-glucuronic acid 
decarboxylase [Oryza sativa Japonica Group] Cell wall.precursor synthesis.UXS Cell wall related 

proteins- AtCSLD3 

B6TY47_MAIZE Putative uncharacterized 
protein 

gb|ACG42030.1| UDP-glucuronic acid decarboxylase 1 
[Zea mays] Cell wall.precursor synthesis.UXS Cell wall related 

proteins- AtCSLD3 

INVA_MAIZE Beta-fructofuranosidase, cell 
wall isozyme gb|AAA64487.1| invertase [Zea mays] 

Major CHO 
metabolism.degradation.sucrose.invertases.cell 

wall 

Cell wall related 
proteins- AtCSLD3 

B6TD30_MAIZE Putative uncharacterized 
protein 

gb|ACG35013.1| secondary cell wall-related 
glycosyltransferase family 47 [Zea mays] Misc.UDP glucosyl and glucoronyl transferases Cell wall related 

proteins- AtCSLD3 

B6TDW6_MAIZE Putative uncharacterized 
protein gb|ACG40041.1| cell wall integrity protein scw1 [Zea mays] RNA.RNA binding Cell wall related 

proteins- AtCSLD3 

B6T292_MAIZE Putative uncharacterized 
protein gb|ACG31225.1| ripening-related protein [Zea mays] Misc.invertase/pectin methylesterase inhibitor 

family protein 
pectin-methyl-esterase 

related- AtMRH5 

P93633_MAIZE Actin gb|AAB40102.1| actin [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

P93637_MAIZE Actin gb|AAB40106.1| actin [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4F989_MAIZE Putative uncharacterized 
protein gb|AAU93346.1| actin [Saccharum officinarum] Cell.organisation Cytoskeleton- AtACT2 

B4FVB1_MAIZE Putative uncharacterized 
protein gb|AAN59956.1| actin [Hordeum vulgare] Cell.organisation Cytoskeleton- AtACT2 

B4FPG2_MAIZE Actin-1 gb|ACG32389.1| actin-1 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B6TQ08_MAIZE Putative uncharacterized 
protein gb|ACG39191.1| actin-1 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FV86_MAIZE Putative uncharacterized 
protein gb|ACG30166.1| actin-7 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FRH8_MAIZE Actin gb|ACG38362.1| actin-7 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FNB4_MAIZE Putative uncharacterized 
protein gb|ACG40489.1| actin-like protein 6A [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

ADF1_MAIZE Actin-depolymerizing factor 1 emb|CAA56786.1| actin-depolymerizing factor [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

ADF2_MAIZE Actin-depolymerizing factor 2 emb|CAA66310.1| actin depolymerizing factor [Zea mays] Cell.organisation Cytoskeleton- AtACT2 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

ADF3_MAIZE Actin-depolymerizing factor 3 gb|ACG24771.1| actin-depolymerizing factor 3 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FSW2_MAIZE Putative uncharacterized 
protein gb|ACG24757.1| actin-depolymerizing factor 3 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FTP0_MAIZE Putative uncharacterized 
protein gb|ACG24829.1| actin-depolymerizing factor 6 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B6T304_MAIZE Putative uncharacterized 
protein gb|ACG31487.1| actin-depolymerizing factor [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B6T8B1_MAIZE Putative uncharacterized 
protein gb|ACG33344.1| actin-depolymerizing factor [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B6TJJ7_MAIZE Putative uncharacterized 
protein gb|ACG37280.1| actin-depolymerizing factor 1 [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B6U422_MAIZE Putative uncharacterized 
protein gb|ACG44105.1| actin-depolymerizing factor [Zea mays] Cell.organisation Cytoskeleton- AtACT2 

B4FDW2_MAIZE Putative uncharacterized 
protein gb|ACG32914.1| myosin-like protein [Zea mays] Cell.organisation Cytoskeleton- AtXIK 

B4G1W8_MAIZE Putative uncharacterized 
protein gb|ACG35334.1| myosin-like protein [Zea mays] Cell.organisation Cytoskeleton- AtXIK 

B6U136_MAIZE Putative uncharacterized 
protein 

gb|ACO87662.1| myosin heavy chain [Brachypodium 
sylvaticum] Cell.organisation Cytoskeleton- AtXIK 

Q9XEI4_MAIZE Unconventional myosin 
heavy chain] 

gb|AAD17931.2| unconventional myosin heavy chain [Zea 
mays] Cell.organisation Cytoskeleton- AtXIK 

B6UEH7_MAIZE Putative uncharacterized 
protein gb|EEF39633.1| Paramyosin, putative [Ricinus communis] Cell.organisation Cytoskeleton- AtXIK 

Q546I4_MAIZE Alpha tubulin emb|CAA44862.1| alpha-tubulin #5 [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

TBA3_MAIZE Tubulin alpha-3 chain gb|AAA33518.1| alpha-3 tubulin [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B4FN29_MAIZE Putative uncharacterized 
protein gb|ABS50669.1| beta-tubulin [Eucalyptus grandis] Cell.organisation Cytoskeleton- AtMRH2 

B6SPX4_MAIZE Tubulin alpha-1 chain gb|ACG26907.1| tubulin alpha-3 chain [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B6TS93_MAIZE Putative uncharacterized 
protein 

dbj|BAA02505.1| beta-tubulin [Oryza sativa Japonica 
Group] Cell.organisation Cytoskeleton- AtMRH2 

B4F946_MAIZE Tubulin beta-4 chain emb|CAA52719.1| beta-4 tubulin [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

TBB5_MAIZE Tubulin beta-5 chain gb|AAD20181.1| beta-tubulin 4 [Eleusine indica] Cell.organisation Cytoskeleton- AtMRH2 

B4FTM1_MAIZE Tubulin beta-6 chain gb|AAA20186.1| beta-6 tubulin [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

TBB7_MAIZE Tubulin beta-7 chain gb|AAA19708.1| beta-7 tubulin [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B6TFP6_MAIZE Putative uncharacterized 
protein 

gb|EEF33219.1| tubulin-specific chaperone B, putative 
[Ricinus communis] Cell.organisation Cytoskeleton- AtMRH2 

B6U4S2_MAIZE Putative uncharacterized 
protein 

gb|ACG44355.1| tubulin--tyrosine ligase-like protein 12 
[Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B6U1S0_MAIZE Putative uncharacterized 
protein gb|ACG43303.1| ATMAP70-3 [Zea mays] Cell.organisation Cytoskeleton- 

AtMOR1 

B6U4I4_MAIZE Putative uncharacterized 
protein 

gb|ACG44267.1| microtubule-associated protein MAP65-1a 
[Zea mays] Cell.organisation Cytoskeleton- 

AtMOR1 

B4FAB6_MAIZE Putative uncharacterized 
protein gb|ACG25477.1| kinesin light chain [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B4FAP9_MAIZE Putative uncharacterized 
protein gb|ACG26820.1| kinesin light chain [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B6SI08_MAIZE Putative uncharacterized 
protein gb|ACG27075.1| kinesin like protein [Zea mays] Cell.organisation Cytoskeleton- AtMRH2 

B4G1K7_MAIZE Putative uncharacterized 
protein 

gb|ACG29569.1| adhesion regulating molecule conserved 
region family protein [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B4FSS8_MAIZE Putative uncharacterized 
protein gb|EEF49584.1| annexin, putative [Ricinus communis] Cell.organisation Cytoskeleton- AtAGD1 

Q43863_MAIZE Annexin p33 gb|ACG33806.1| annexin-like protein RJ4 [Zea mays Cell.organisation Cytoskeleton- AtAGD1 

B4FHT1_MAIZE Annexin p35 emb|CAA66901.1| annexin p35 [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B6TEN9_MAIZE Profilin gb|ACG35572.1| profilin A [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B4FV68_MAIZE Profilin-5 gb|AAG35601.1|AF201459_1 profilin 5 [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B4FTX3_MAIZE Putative uncharacterized 
protein gb|AAB86960.1| profilin [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B4FXH4_MAIZE Putative uncharacterized 
protein 

gb|ABF96039.1| Villin-3, putative, expressed [Oryza sativa 
Japonica Group] Cell.organisation Cytoskeleton- AtAGD1 



Protein ID Protein Descriptions maize 
databasea Protein Description NCBI.nr databaseb Mercator NAMEc Descriptiond 

B4FRP8_MAIZE Putative uncharacterized 
protein 

gb|ACG39141.1| plastid-lipid-associated protein 2 [Zea 
mays] Cell.organisation Cytoskeleton- AtAGD1 

B6ST34_MAIZE Putative uncharacterized 
protein 

dbj|BAB02553.1| formin binding protein-like [Arabidopsis 
thaliana] Cell.organisation Cytoskeleton- AtAGD1 

B6SW05_MAIZE Putative uncharacterized 
protein gb|ACG29038.1| fimbrin 1 [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B6T8S7_MAIZE Putative uncharacterized 
protein gb|ACG33510.1| tonneau 1b [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B6U9F3_MAIZE Putative uncharacterized 
protein gb|ACG45986.1| tonneau 1b [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

B6TBS1_MAIZE Putative uncharacterized 
protein gb|ACG34554.1| ankyrin-1 [Zea mays] Cell.organisation Cytoskeleton- AtAGD1 

Q41759_MAIZE Putative uncharacterized 
protein 

gb|ACO28822.1| collagen triple helix repeat protein 
[Bacillus cereus 03BB102] Cell.organisation Cytoskeleton- AtAGD1 

B4F8P3_MAIZE Putative uncharacterized 
protein 

gb|EEF40483.1| Armadillo repeat-containing protein, 
putative [Ricinus communis] 

Not assigned.no ontology.armadillo/beta-catenin 
repeat family protein Cytoskeleton- AtARK1 

CALM_MAIZE Calmodulin emb|CAA52602.1| Calmodulin [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FNQ8_MAIZE Putative uncharacterized 
protein gb|ACG32131.1| calmodulin [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B6T4U8_MAIZE Putative uncharacterized 
protein gb|ACG32131.1| calmodulin [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

CDPK2_MAIZE Calcium-dependent protein 
kinase 2 

gb|AAA69507.1| calcium-dependent protein kinase [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

Q41790_MAIZE Calcium-dependent protein 
kinase 

dbj|BAA12715.1| calcium-dependent protein kinase [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

Q41793_MAIZE Calcium-dependent protein 
kinase 

gb|AAA61682.1| calcium-dependent protein kinase [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

B6UF43_MAIZE Putative uncharacterized 
protein 

gb|ACG47976.1| calcium-dependent protein kinase, 
isoform 2 [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

Q7Y037_MAIZE 
Calcium-dependent protein 
kinase ZmCPK11 (Putative 

uncharacterized protein) 

gb|AAP57564.2| calcium-dependent protein kinase 
ZmCPK11 [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B6UED8_MAIZE Putative uncharacterized 
protein 

gb|ACG47721.1| Ca2+/calmodulin-dependent protein 
kinase phosphatase [Zea mays] Protein.postranslational modification Ca2+ related- AtRHS1 
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B4FTL0_MAIZE Putative uncharacterized 
protein 

gb|ACG31397.1| IQ calmodulin-binding motif family protein 
[Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FPT9_MAIZE Putative uncharacterized 
protein 

gb|ACG43126.1| EH-domain-containing protein 1 [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FAK8_MAIZE Calnexin gb|ACG38634.1| calnexin precursor [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B6TNF1_MAIZE Putative uncharacterized 
protein gb|ACG38634.1| calnexin precursor [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FAS3_MAIZE Putative uncharacterized 
protein gb|ACG43391.1| YT521-B-like family protein [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FBY6_MAIZE Putative uncharacterized 
protein 

gb|AAP37876.1| caffeoyl CoA 3-O-methyltransferase [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FDJ3_MAIZE Putative uncharacterized 
protein gb|ACF80186.1| unknown [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B6TVI9_MAIZE Putative uncharacterized 
protein 

gb|EEF47461.1| yth domain-containing protein, putative 
[Ricinus communis] Signalling.calcium Ca2+ related- AtRHS1 

B6U639_MAIZE Putative uncharacterized 
protein 

gb|ACG43126.1| EH-domain-containing protein 1 [Zea 
mays] Signalling.calcium Ca2+ related- AtRHS1 

Q43712_MAIZE Calcium-binding protein gb|ACG33126.1| calreticulin precursor [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FY36_MAIZE Putative caltractin gb|ACG30977.1| caltractin [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B6SNX9_MAIZE Putative uncharacterized 
protein gb|ACG26562.1| grancalcin [Zea mays] Signalling.calcium Ca2+ related- AtRHS1 

B4FPT6_MAIZE Putative ras-like small GTP 
binding ptotein gb|ACD03829.1| GTPase SAR1 [Triticum aestivum] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FSU2_MAIZE Putative uncharacterized 
protein 

gb|ACG27494.1| rho guanine nucleotide exchange factor 
[Zea mays] Protein.aa activation.proline-tRNA ligase 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FI29_MAIZE Putative uncharacterized 
protein 

gb|AAO67728.1| small GTP binding protein [Oryza sativa 
Indica Group] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FUE0_MAIZE Putative uncharacterized 
protein gb|ACG38260.1| GTP-binding protein PTD004 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 
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B6SR99_MAIZE Putative uncharacterized 
protein gb|ABF48401.1| GTP-binding protein [Triticum aestivum] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TG58_MAIZE Putative uncharacterized 
protein gb|ACG36091.1| GTP-binding protein SAR1A [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TBX3_MAIZE Putative uncharacterized 
protein 

gb|ACG34606.1| GTP-binding nuclear protein Ran-A1 [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6U832_MAIZE Putative uncharacterized 
protein gb|ACG45515.1| GTP binding protein [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4F917_MAIZE Putative uncharacterized 
protein gb|ACG32377.1| ran GTPase activating protein [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4F7V4_MAIZE Putative uncharacterized 
protein gb|ACG24465.1| ras-related protein Rab11C [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4F7V6_MAIZE Putative uncharacterized 
protein gb|ACG28400.1| ras-related protein RHN1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4F944_MAIZE Putative uncharacterized 
protein gb|ACG28400.1| ras-related protein RHN1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FAE1_MAIZE Putative uncharacterized 
protein 

gb|ACF06500.1| Ras-related protein RIC1 [Elaeis 
guineensis] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FB55_MAIZE Putative uncharacterized 
protein gb|ACG36104.1| ras-related protein ARA-3 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FFF1_MAIZE Putative uncharacterized 
protein gb|ACG33730.1| ran-binding protein 1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FIB2_MAIZE Putative uncharacterized 
protein gb|ACG34127.1| ras-related protein RIC2 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 
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B4FJB2_MAIZE Putative uncharacterized 
protein gb|ACG41502.1| ras-related protein Rab11D [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FM31_MAIZE Putative uncharacterized 
protein gb|ACG47295.1| ras-related protein ARA-4 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FQ28_MAIZE Putative uncharacterized 
protein gb|ACG41695.1| ras-related protein Rab11B [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FRS1_MAIZE Putative uncharacterized 
protein gb|ACG38463.1| ras-related protein Rab-6A [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FTQ0_MAIZE Putative uncharacterized 
protein gb|ACG26194.1| prenylated Rab receptor 2 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FYD7_MAIZE Putative uncharacterized 
protein 

gb|ACG39761.1| ranBP1 domain containing protein [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B4G082_MAIZE Putative uncharacterized 
protein 

gb|ACG41958.1| rab GDP dissociation inhibitor alpha [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6SNF6_MAIZE Putative uncharacterized 
protein gb|ACG26389.1| ras-related protein Rab11C [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6T0Y1_MAIZE Putative uncharacterized 
protein gb|ACG30764.1| ras-related protein RIC2 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6T3J9_MAIZE Putative uncharacterized 
protein 

gb|ACG31682.1| prenylated rab acceptor family protein 
[Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6T5R1_MAIZE Putative uncharacterized 
protein gb|ACG32444.1| ran-binding protein 1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6T6T0_MAIZE Putative uncharacterized 
protein 

gb|ACG32813.1| cellular retinaldehyde-binding/triple 
function, C-terminal [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 
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B6T8F4_MAIZE Putative uncharacterized 
protein gb|ACG33387.1| ran-binding protein 1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TCF9_MAIZE Putative uncharacterized 
protein gb|ACG34792.1| ras-related protein Rab-18 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TCI5_MAIZE Putative uncharacterized 
protein gb|ACG34818.1| ras-related protein RHN1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TGJ7_MAIZE Putative uncharacterized 
protein gb|ACG36230.1| ras-related protein Rab-18 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TH40_MAIZE Putative uncharacterized 
protein gb|ACG36423.1| ras-related protein Rab11C [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TJR4_MAIZE Putative uncharacterized 
protein 

gb|AAM20668.1| U3 snoRNP-associated-like protein 
[Arabidopsis thaliana] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TLN5_MAIZE Putative uncharacterized 
protein 

gb|ACG38018.1| rab GDP dissociation inhibitor alpha [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TQB3_MAIZE Putative uncharacterized 
protein gb|ACG39296.1| ran-binding protein 1 [Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6U4D3_MAIZE Putative uncharacterized 
protein 

gb|ABR67417.1| ATP/GTP/Ca++ binding protein [Cucumis 
melo] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6U9Y9_MAIZE Putative uncharacterized 
protein 

gb|ACG29275.1| rac GTPase activating protein 1 [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6UCD5_MAIZE Putative uncharacterized 
protein 

gb|ACG47018.1| rho GDP-dissociation inhibitor 1 [Zea 
mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6UF30_MAIZE Putative uncharacterized 
protein 

gb|ACG47963.1| guanine nucleotide-binding protein-like 3 
[Zea mays] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 
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B4G1P4_MAIZE Ran-related GTP binding 
protein 

gb|AAL30396.1|AF433653_1 small Ras-related GTP-
binding protein [Triticum aestivum] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6U232_MAIZE Ras-related protein Rab-2-B gb|ACG43415.1| ras-related protein Rab-2-A [Zea mays] Signalling.G-proteins 
GTPases / GTP-
binding proteins- 

AtROP2 

B6TI04_MAIZE Putative uncharacterized 
protein 

gb|ACG36737.1| developmentally-regulated GTP-binding 
protein 1 [Zea mays] Transport.ammonium 

GTPases / GTP-
binding proteins- 

AtROP2 

B4FSB0_MAIZE Putative uncharacterized 
protein 

gb|AAR06264.1| GDP dissociation inhibitor protein 
[Hordeum vulgare] Signalling.G-proteins 

GTPases / GTP-
binding proteins- 

AtROP2 

B6TY79_MAIZE Putative uncharacterized 
protein 

gb|AAP54999.1| oxidoreductase, 2OG-Fe oxygenase 
family protein, expressed [Oryza sativa Japonica Group)] 

Hormone metabolism.ethylene.synthesis-
degradation 

ROS metabolism- 
AtRHD2 

B4FQR3_MAIZE Putative uncharacterized 
protein 

gb|ACG38051.1| NAD(P)H-dependent oxidoreductase [Zea 
mays] Minor CHO metabolism.others ROS metabolism- 

AtRHD2 

B6SZK3_MAIZE Putative uncharacterized 
protein 

gb|ACG30286.1| NAD(P)H-dependent oxidoreductase [Zea 
mays] Minor CHO metabolism.others ROS metabolism- 

AtRHD2 

B6TKQ4_MAIZE Putative uncharacterized 
protein 

gb|ACG37687.1| NAD(P)H-dependent oxidoreductase [Zea 
mays] Minor CHO metabolism.others ROS metabolism- 

AtRHD2 

B4FSR0_MAIZE Putative uncharacterized 
protein 

gb|ACG35844.1| NADP-dependent oxidoreductase P1 
[Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6SQX0_MAIZE Putative uncharacterized 
protein 

gb|ACG35123.1| NADP-dependent oxidoreductase P1 
[Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6TDE0_MAIZE Putative uncharacterized 
protein 

gb|ACG35123.1| NADP-dependent oxidoreductase P1 
[Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6TKH4_MAIZE Putative uncharacterized 
protein 

gb|ABF93481.1| oxidoreductase, zinc-binding 
dehydrogenase family protein, expressed [Oryza sativa 

Japonica Group)] 
Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B4FJT5_MAIZE Putative uncharacterized 
protein 

gb|ACG31381.1| chloroplastic quinone-oxidoreductase 
[Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6T2P8_MAIZE Putative uncharacterized 
protein 

gb|ACG31381.1| chloroplastic quinone-oxidoreductase 
[Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6TEK2_MAIZE Putative uncharacterized 
protein 

gb|ACG35535.1| reticulon-4-interacting protein 1 [Zea 
mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 
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B4FGT5_MAIZE Putative uncharacterized 
protein gb|ACG35468.1| prolyl 4-hydroxylase [Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

Q5GAV6_MAIZE Putative uncharacterized 
protein gb|ACG35468.1| prolyl 4-hydroxylase [Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B6TT08_MAIZE Putative uncharacterized 
protein gb|ACG40241.1| hypothetical protein [Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B4F9U6_MAIZE Putative uncharacterized 
protein gb|ACG36034.1| reticulon [Zea mays] Misc.oxidases - copper, flavone etc. ROS metabolism- 

AtRHD2 

B4FHG3_MAIZE Anionic peroxidase gb|ACA05820.1| anionic peroxidase [Zea mays] Misc.peroxidases ROS metabolism- 
AtRHD2 

B6TJQ7_MAIZE Peroxidase gb|ACG37340.1| peroxidase 66 precursor [Zea mays] Misc.peroxidases ROS metabolism- 
AtRHD2 

Q6RFK3_MAIZE Peroxidase gb|AAS75401.1| peroxidase [Zea mays] Misc.peroxidases ROS metabolism- 
AtRHD2 

A5H8G4_MAIZE Plasma membrane-bound 
peroxidase 1 

gb|ABN48856.1| plasma membrane-bound peroxidase 1 
[Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FBC8_MAIZE Putative uncharacterized 
protein gb|ACG45093.1| peroxidase 52 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FCI9_MAIZE Putative uncharacterized 
protein gb|ACG36543.1| peroxidase 12 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FG39_MAIZE Putative uncharacterized 
protein gb|ACG42590.1| peroxidase 12 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FH68_MAIZE Putative uncharacterized 
protein gb|ACA05817.1| anionic peroxidase [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FQA9_MAIZE Putative uncharacterized 
protein gb|ACG42428.1| peroxidase 16 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FSW5_MAIZE Putative uncharacterized 
protein gb|ACG30856.1| peroxidase 1 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FY83_MAIZE Putative uncharacterized 
protein gb|ACG42817.1| peroxidase 2 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FYH1_MAIZE Putative uncharacterized 
protein 

gb|AAG46133.1|AC082644_15 putative peroxidase [Oryza 
sativa] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6SIA9_MAIZE Putative uncharacterized 
protein gb|ACG24592.1| peroxidase 1 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 
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B6SIU4_MAIZE Putative uncharacterized 
protein gb|ACG24777.1| peroxidase 24 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6SMR2_MAIZE Putative uncharacterized 
protein gb|ACG26145.1| peroxidase 52 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6T3V1_MAIZE Putative uncharacterized 
protein gb|ACG31784.1| peroxidase 72 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6T6D4_MAIZE Putative uncharacterized 
protein gb|ACG32667.1| peroxidase 27 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6THU9_MAIZE Putative uncharacterized 
protein gb|ACG36682.1| peroxidase 39 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6TMI9_MAIZE Putative uncharacterized 
protein gb|ACG38322.1| peroxidase 1 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6TSH0_MAIZE Putative uncharacterized 
protein gb|ACG40053.1| peroxidase [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6U6B1_MAIZE Putative uncharacterized 
protein 

gb|AAT94047.1| putative peroxidase [Oryza sativa 
Japonica Group] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6U6W0_MAIZE Putative uncharacterized 
protein gb|ACG45093.1| peroxidase 52 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6UB27_MAIZE Putative uncharacterized 
protein gb|ACG46560.1| peroxidase 56 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B6UBA1_MAIZE Putative uncharacterized 
protein gb|ACG46634.1| peroxidase 1 precursor [Zea mays] Misc.peroxidases ROS metabolism- 

AtRHD2 

B4FBI1_MAIZE Putative uncharacterized 
protein 

dbj|BAD11654.1| putative peroxidase [Oryza sativa 
Japonica Group]  Misc.peroxidases ROS metabolism- 

AtRHD2 

B4F8E3_MAIZE Putative uncharacterized 
protein 

gb|EEF39563.1| electron transport oxidoreductase, 
putative [Ricinus communis] 

Mitochondrial electron transport / ATP 
synthesis.electron transfer flavoprotein 

ROS metabolism- 
AtRHD2 

B6TMG9_MAIZE Putative uncharacterized 
protein 

gb|ACG38302.1| mitochondrial NADH ubiquinone 
oxidoreductase 29 kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.complex I.carbonic 

anhydrase 

ROS metabolism- 
AtRHD2 

B4F8V5_MAIZE Putative uncharacterized 
protein 

gb|ACG43573.1| NADH-ubiquinone oxidoreductase 75 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4F980_MAIZE Putative uncharacterized 
protein 

gb|AAP55147.1| NADH-ubiquinone oxidoreductase, 
putative, expressed [Oryza sativa Japonica Group)] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 
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B4FBW1_MAIZE Putative uncharacterized 
protein 

gb|ACG35238.1| NADH-ubiquinone oxidoreductase 20 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FCV1_MAIZE Putative uncharacterized 
protein 

gb|EEF42345.1| NADH-ubiquinone oxidoreductase subunit 
B17.2, putative [Ricinus communis] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FGH7_MAIZE Putative uncharacterized 
protein 

gb|ACG40694.1| NADH-ubiquinone oxidoreductase 18 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FPX5_MAIZE Putative uncharacterized 
protein 

gb|ACG38498.1| NADH-ubiquinone oxidoreductase 24 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FQ98_MAIZE Putative uncharacterized 
protein 

gb|ACG32826.1| NADH-ubiquinone oxidoreductase 51 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FUH1_MAIZE Putative uncharacterized 
protein 

gb|ACG33383.1| NADH-ubiquinone oxidoreductase 23 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FUI0_MAIZE Putative uncharacterized 
protein 

gb|ACG34074.1| NADH-ubiquinone oxidoreductase 39 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FYG9_MAIZE Putative uncharacterized 
protein 

gb|ACG26253.1| NADH-ubiquinone oxidoreductase 13 
kDa-B subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6SPR5_MAIZE Putative uncharacterized 
protein gb|ACG26848.1| fb14 [Zea mays] Mitochondrial electron transport / ATP 

synthesis.NADH-DH.localisation not clear 
ROS metabolism- 

AtRHD2 

B6SRH1_MAIZE Putative uncharacterized 
protein 

gb|ACG27454.1| NADH-ubiquinone oxidoreductase 18 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6T8F0_MAIZE Putative uncharacterized 
protein 

gb|ACG33383.1| NADH-ubiquinone oxidoreductase 23 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6TLX0_MAIZE Putative uncharacterized 
protein 

gb|ACG38103.1| NADH-ubiquinone oxidoreductase 10.5 
kDa subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6TZR1_MAIZE Putative uncharacterized 
protein 

gb|ACG42594.1| NADH-ubiquinone oxidoreductase 13 
kDa-B subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6UD55_MAIZE Putative uncharacterized 
protein 

gb|ACG47288.1| NADH-ubiquinone oxidoreductase 19 kDa 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FQI3_MAIZE Putative uncharacterized 
protein 

gb|ACG32222.1| NADH-ubiquinone oxidoreductase B16.6 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FVE1_MAIZE Putative uncharacterized 
protein 

gb|ACG47380.1| NADPH quinone oxidoreductase 1 [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B4FWN1_MAIZE Putative uncharacterized 
protein 

gb|ACG37809.1| NADPH quinone oxidoreductase 2 [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 



Protein ID Protein Descriptions maize 
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B6SHX4_MAIZE Putative uncharacterized 
protein 

gb|ACG24457.1| NADH ubiquinone oxidoreductase B22-
like subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6SQD4_MAIZE Putative uncharacterized 
protein 

gb|ACG27067.1| catalytic/ oxidoreductase, acting on 
NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6T0D7_MAIZE Putative uncharacterized 
protein 

gb|ACG30570.1| catalytic/ oxidoreductase, acting on 
NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6T2Q2_MAIZE Putative uncharacterized 
protein 

gb|ACG31385.1| NADH-ubiquinone oxidoreductase B16.6 
subunit [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6T653_MAIZE Putative uncharacterized 
protein 

gb|ACG32586.1| NADPH quinone oxidoreductase 1 [Zea 
mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6T7M6_MAIZE Putative uncharacterized 
protein 

gb|ACG33109.1| disulfide oxidoreductase/ electron carrier/ 
oxidoreductase [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6TSM6_MAIZE Putative uncharacterized 
protein 

gb|ACG40109.1| catalytic/ oxidoreductase, acting on 
NADH or NADPH [Zea mays] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.localisation not clear 

ROS metabolism- 
AtRHD2 

B6SVE6_MAIZE Putative uncharacterized 
protein 

gb|ABD32606.1| FAD-dependent pyridine nucleotide-
disulphide oxidoreductase; Calcium-binding EF-hand 

[Medicago truncatula] 

Mitochondrial electron transport / ATP 
synthesis.NADH-DH.type II.external 

ROS metabolism- 
AtRHD2 

B4FPD1_MAIZE Putative uncharacterized 
protein 

gb|ACG24706.1| membrane steroid-binding protein 1 [Zea 
mays] Redox.ascorbate and glutathione ROS metabolism- 

AtRHD2 

B4FQJ5_MAIZE Putative uncharacterized 
protein gb|ACG31566.1| cytoplasm protein [Zea mays] Redox.ascorbate and glutathione ROS metabolism- 

AtRHD2 

B6TAT5_MAIZE Putative uncharacterized 
protein 

dbj|BAA77282.1| monodehydroascorbate reductase [Oryza 
sativa Japonica Group] Redox.ascorbate and glutathione ROS metabolism- 

AtRHD2 

B6TM12_MAIZE Putative uncharacterized 
protein 

gb|ACG38145.1| membrane steroid-binding protein 1 [Zea 
mays] Redox.ascorbate and glutathione ROS metabolism- 

AtRHD2 

B4F817_MAIZE Putative uncharacterized 
protein 

gb|ACG47205.1| chloride intracellular channel 6 [Zea 
mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B4FA06_MAIZE Putative uncharacterized 
protein 

gb|ABQ53157.1| peroxisomal ascorbate peroxidase 
[Triticum aestivum] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B4FHN3_MAIZE Putative uncharacterized 
protein 

gb|AAN77158.1| thylakoid-bound ascorbate peroxidase 
[Triticum aestivum] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B4FQK0_MAIZE Putative uncharacterized 
protein 

gb|ACF22775.1| monodehydroascorbate reductase 
[Brachypodium distachyon] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 



Protein ID Protein Descriptions maize 
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B4FT31_MAIZE Putative uncharacterized 
protein 

gb|ACG47205.1| chloride intracellular channel 6 [Zea 
mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B4G031_MAIZE Putative uncharacterized 
protein 

gb|ACG41151.1| APx2 - Cytosolic Ascorbate Peroxidase 
[Zea mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B6T684_MAIZE Putative uncharacterized 
protein 

gb|ACG32617.1| APx3 - Peroxisomal Ascorbate 
Peroxidase [Zea mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B6T6L0_MAIZE Putative uncharacterized 
protein 

dbj|BAA78552.1| thylakoid-bound ascorbate peroxidase 
[Nicotiana tabacum] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B6TM55_MAIZE Putative uncharacterized 
protein 

gb|ACG38188.1| APx1 - Cytosolic Ascorbate Peroxidase 
[Zea mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B6U9S6_MAIZE Putative uncharacterized 
protein 

gb|ACG46109.1| APx1 - Cytosolic Ascorbate Peroxidase 
[Zea mays] Redox.ascorbate and glutathione.ascorbate ROS metabolism- 

AtRHD2 

B4FBC2_MAIZE Putative uncharacterized 
protein 

gb|ACG32271.1| GDP-mannose 3,5-epimerase 1 [Zea 
mays] Redox.ascorbate and glutathione.ascorbate.GME ROS metabolism- 

AtRHD2 

B6TIL4_MAIZE Putative uncharacterized 
protein 

gb|ACG36947.1| GDP-mannose 3,5-epimerase 2 [Zea 
mays] Redox.ascorbate and glutathione.ascorbate.GME ROS metabolism- 

AtRHD2 

B6TWX5_MAIZE Putative uncharacterized 
protein 

gb|ACJ38538.1| mitochondrial galactono-1,4-lactone 
dehydrogenase [Oncidium Gower Ramsey] 

Redox.ascorbate and glutathione.ascorbate.L-
Galactono-1,4-lactone dehydrogenase 

ROS metabolism- 
AtRHD2 

B6SU31_MAIZE Glutathione peroxidase gb|ACG28364.1| phospholipid hydroperoxide glutathione 
peroxidase [Zea mays] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

Q6JAH6_MAIZE Glutathione peroxidase gb|ACG39625.1| phospholipid hydroperoxide glutathione 
peroxidase [Zea mays] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

Q8W4W3_MAIZE Putative gamma-
glutamylcysteine synthetase 

emb|CAC83005.1| putative gamma-glutamylcysteine 
synthetase [Zea mays] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

B4FWU6_MAIZE Putative uncharacterized 
protein 

dbj|BAA36283.1| cytosolic glutathione reductase [Oryza 
sativa Japonica Group] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

B6T5N2_MAIZE Putative uncharacterized 
protein gb|ACG32415.1| glutathione peroxidase 4 [Zea mays] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

B6TX91_MAIZE Putative uncharacterized 
protein gb|ACG32415.1| glutathione peroxidase 4 [Zea mays] Redox.ascorbate and glutathione.glutathione ROS metabolism- 

AtRHD2 

B6UHU1_MAIZE Catalase isozyme 1 gb|ACG48924.1| catalase isozyme B [Zea mays] Redox.dismutases and catalases ROS metabolism- 
AtRHD2 

CATA3_MAIZE Catalase isozyme 3 gb|AAC37357.1| catalase [Zea mays] Redox.dismutases and catalases ROS metabolism- 
AtRHD2 



Protein ID Protein Descriptions maize 
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B4F925_MAIZE Putative uncharacterized 
protein 

gb|AAA33512.1| manganese superoxide dismutase (SOD-
3) [Zea mays] Redox.dismutases and catalases ROS metabolism- 

AtRHD2 

B4FIC7_MAIZE Superoxide dismutase [Cu-
Zn] emb|CAB57992.1| superoxide dismutase-4AP [Zea mays] Redox.dismutases and catalases ROS metabolism- 

AtRHD2 

B4F9H6_MAIZE Superoxide dismutase [Mn] 
3.4, mitochondrial 

gb|ACT53877.1| super-oxide dismutase [Saccharum 
officinarum] Redox.dismutases and catalases ROS metabolism- 

AtRHD2 

B4FRD4_MAIZE Putative uncharacterized 
protein 

gb|ACG32167.1| Grx_S12 - glutaredoxin subgroup I [Zea 
mays] Redox.glutaredoxins ROS metabolism- 

AtRHD2 

B6SN61_MAIZE Putative uncharacterized 
protein 

gb|ACG26294.1| Grx_C2.1 - glutaredoxin subgroup I [Zea 
mays] Redox.glutaredoxins ROS metabolism- 

AtRHD2 

B6T828_MAIZE Putative uncharacterized 
protein 

gb|ACG33261.1| Grx_C4 - glutaredoxin subgroup I [Zea 
mays] Redox.glutaredoxins ROS metabolism- 

AtRHD2 

B6THA1_MAIZE Putative uncharacterized 
protein 

gb|ACG36484.1| Grx_C2.2 - glutaredoxin subgroup I [Zea 
mays] Redox.glutaredoxins ROS metabolism- 

AtRHD2 

B4FIR4_MAIZE Putative uncharacterized 
protein 

gb|ACG32167.1| Grx_S12 - glutaredoxin subgroup I [Zea 
mays] Redox.glutaredoxins ROS metabolism- 

AtRHD2 

Q3S3T0_MAIZE Hemoglobin 2 gb|AAZ98790.1| hemoglobin 2 [Zea mays] Redox.heme ROS metabolism- 
AtRHD2 

B6ST04_MAIZE Putative uncharacterized 
protein 

gb|ACG27987.1| beta-hexosaminidase beta chain 
precursor [Zea mays] redox.misc ROS metabolism- 

AtRHD2 

B4FYU6_MAIZE 1-Cys peroxiredoxin PER1 gb|ABD24377.1| 1-Cys peroxiredoxin antioxidant [Zea 
mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B4FM07_MAIZE Putative uncharacterized 
protein gb|ACG35092.1| 2-cys peroxiredoxin BAS1 [Zea mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B4FN24_MAIZE Putative uncharacterized 
protein gb|ACG27262.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B4FSM5_MAIZE Putative uncharacterized 
protein gb|ACG36663.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B6T2Y1_MAIZE Putative uncharacterized 
protein gb|ACG31464.1| peroxiredoxin-5 [Zea mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B6T9B3_MAIZE Putative uncharacterized 
protein gb|ACG33696.1| 2-cys peroxiredoxin BAS1 [Zea mays] Redox.peroxiredoxin ROS metabolism- 

AtRHD2 

B4FLB0_MAIZE PDI-like protein gb|AAD04231.1| PDI-like protein [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 
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B6TM50_MAIZE Protein disulfide isomerase gb|ACG38183.1| PDIL5-1 - protein disulfide isomerase 
[Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TMB2_MAIZE Protein disulfide isomerase gb|ACG38245.1| PDIL2-2 - Zea mays protein disulfide 
isomerase Redox.thioredoxin ROS metabolism- 

AtRHD2 

Q5EUD0_MAIZE Protein disulfide isomerase gb|AAX09971.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUD6_MAIZE Protein disulfide isomerase gb|AAX09965.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUD8_MAIZE Protein disulfide isomerase gb|AAX09963.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUD9_MAIZE Protein disulfide isomerase gb|AAX09962.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUE0_MAIZE Protein disulfide isomerase gb|AAX09961.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUE1_MAIZE Protein disulfide isomerase gb|AAX09960.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

Q5EUD5_MAIZE Protein disulfide isomerase gb|AAX09966.1| protein disulfide isomerase [Zea mays] Redox.thioredoxin ROS metabolism- 
AtRHD2 

B4FKW0_MAIZE Putative uncharacterized 
protein 

gb|ACG43779.1| DSBA-like thioredoxin domain containing 
protein [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FPP1_MAIZE Putative uncharacterized 
protein gb|ACG33557.1| thioredoxin family Trp26 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FR02_MAIZE Putative uncharacterized 
protein gb|ACG24478.1| thioredoxin-like protein 1 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FT12_MAIZE Putative uncharacterized 
protein gb|ACG24478.1| thioredoxin-like protein 1 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TP19_MAIZE Putative uncharacterized 
protein gb|ACG38852.1| thioredoxin-like protein 5 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FF90_MAIZE Putative uncharacterized 
protein gb|EEF50942.1| Phosducin, putative [Ricinus communis] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FH44_MAIZE Putative uncharacterized 
protein gb|ACG30866.1| thioredoxin H-type [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FQ54_MAIZE Putative uncharacterized 
protein 

gb|ACG36711.1| Grx_S17 - glutaredoxin subgroup II [Zea 
mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 
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B4FSW8_MAIZE Putative uncharacterized 
protein 

gb|ACG36711.1| Grx_S17 - glutaredoxin subgroup II [Zea 
mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6SL60_MAIZE Putative uncharacterized 
protein gb|ACG25593.1| thioredoxin H-type 5 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6SMC1_MAIZE Putative uncharacterized 
protein gb|ACG26004.1| thioredoxin H-type [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6STD1_MAIZE Putative uncharacterized 
protein gb|ACG36647.1| thioredoxin-like 4 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6T375_MAIZE Putative uncharacterized 
protein gb|ACG31558.1| thioredoxin H-type 5 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TFF1_MAIZE Putative uncharacterized 
protein 

gb|ACG35834.1| thioredoxin domain-containing protein 2 
[Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TL91_MAIZE Putative uncharacterized 
protein gb|ACG37874.1| hsc70-interacting protein [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TLA2_MAIZE Putative uncharacterized 
protein gb|ACG37885.1| thioredoxin reductase 2 [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TV19_MAIZE Putative uncharacterized 
protein 

gb|EEF43570.1| Thioredoxin domain-containing protein, 
putative [Ricinus communis] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TVJ4_MAIZE Putative uncharacterized 
protein gb|ACG41127.1| thioredoxin H-type [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6U6U3_MAIZE Putative uncharacterized 
protein gb|ACG37745.1| thioredoxin M-type [Zea mays] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B4FLN0_MAIZE Putative uncharacterized 
protein gb|EEF50942.1| Phosducin, putative [Ricinus communis] Redox.thioredoxin ROS metabolism- 

AtRHD2 

B6TRX5_MAIZE Putative uncharacterized 
protein 

tpe|CAH69304.1| TPA: class III peroxidase 62 precursor 
[Oryza sativa Japonica Group)] Stress.abiotic.unspecified ROS metabolism- 

AtRHD2 

O50015_MAIZE Malic enzyme emb|CAA12157.1| oxidoreductase [Zea mays] TCA / org. transformation.other organic acid 
transformaitons.malic 

ROS metabolism- 
AtRHD2 

B4FKH7_MAIZE Putative uncharacterized 
protein gb|ACG40422.1| cytochrome b5 [Zea mays] N-metabolism.nitrate metabolism.NR Nitrate reductase- 

AtNIA 

B6T7Z2_MAIZE Putative uncharacterized 
protein gb|ACG33225.1| cytochrome b5 [Zea mays] N-metabolism.nitrate metabolism.NR Nitrate reductase- 

AtNIA 

Q9ZPN0_MAIZE Cytochrome b5 reductase gb|AAD17694.1| cytochrome b5 reductase [Zea mays] N-metabolism.nitrate metabolism.NR Nitrate reductase- 
AtNIA 
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B6TCK3_MAIZE Putative uncharacterized 
protein 

gb|ACG34836.1| NADH-cytochrome b5 reductase-like 
protein [Zea mays] N-metabolism.nitrate metabolism.NR Nitrate reductase- 

AtNIA 

Q0VH26_MAIZE High affinity nitrate 
transporter gb|AAY40796.1| high affinity nitrate transporter [Zea mays] Protein.postranslational modification Nitrate reductase- 

AtNIA 

B6U0I0_MAIZE Putative uncharacterized 
protein gb|ACG42863.1| xaa-Pro aminopeptidase 1 [Zea mays] Protein.degradation 

Metalloprotease / 
aminopeptidase- 

AtAPM1 

B6SP25_MAIZE Putative uncharacterized 
protein 

dbj|BAA97497.1| aspartyl aminopeptidase [Arabidopsis 
thaliana] Protein.degradation.aspartate protease 

Metalloprotease / 
aminopeptidase- 

AtAPM1 

B4FZK6_MAIZE Putative uncharacterized 
protein 

gb|ACG35172.1| methionine aminopeptidase 1A [Zea 
mays] Protein.degradation.metalloprotease 

Metalloprotease / 
aminopeptidase- 

AtAPM1 

B4G1F6_MAIZE Putative uncharacterized 
protein 

gb|ACG36123.1| methionine aminopeptidase 1A [Zea 
mays] Protein.degradation.metalloprotease 

Metalloprotease / 
aminopeptidase- 

AtAPM1 

B6SWK4_MAIZE Putative uncharacterized 
protein 

gb|EEH57326.1| pub domain/WLM domain protein 
[Micromonas pusilla CCMP1545] Protein.degradation.metalloprotease 

Metalloprotease / 
aminopeptidase- 

AtAPM1 

B4F7Z4_MAIZE Putative uncharacterized 
protein 

gb|ACG31627.1| glycerophosphodiester 
phosphodiesterase [Zea mays] 

Lipid metabolism.lipid 
degradation.lysophospholipases.glycerophosphodi

ester phosphodiesterase 

Glycerophosphodieste
r phosphodiesterase- 

AtMRH5 

B6TJH7_MAIZE Putative uncharacterized 
protein gb|ACG37260.1| pyridoxal kinase [Zea mays] Minor CHO metabolism.others Pyridoxal (PL) kinase- 

AtSOS4 

B6SHC8_MAIZE Putative uncharacterized 
protein 

gb|AAL36371.1| putative N-terminal acetyltransferase 
[Arabidopsis thaliana] Misc.acyl transferases S-acyl transferase- 

AtTIP1 

B6SMK8_MAIZE Putative uncharacterized 
protein gb|ACG26091.1| inositol-1-monophosphatase [Zea mays] Minor CHO metabolism.myo-inositol.inositol 

phosphatase 

Phosphatidylinositol 
transfer protein- 

AtCOW1 

B6TNW8_MAIZE Putative uncharacterized 
protein 

gb|ACG38801.1| inosine triphosphate pyrophosphatase 
[Zea mays] 

Minor CHO metabolism.myo-inositol.inositol 
phosphatase 

Phosphatidylinositol 
transfer protein- 

AtCOW1 

A1JUJ0_MAIZE Putative inositol-3-phosphate 
synthase 

emb|CAL26915.1| putative inositol-3-phosphate synthase 
[Zea mays] 

Minor CHO metabolism.myo-inositol.InsP 
Synthases 

Phosphatidylinositol 
transfer protein- 

AtCOW1 
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B4FA10_MAIZE Putative uncharacterized 
protein 

gb|ACS45396.1| myo-inositol oxygenase [Solanum 
lycopersicum] 

Minor CHO metabolism.myo-inositol.myo inositol 
oxygenases 

Phosphatidylinositol 
transfer protein- 

AtCOW1 

B6TJ44_MAIZE Inositol-tetrakisphosphate 1-
kinase 1 

gb|ACG37127.1| inositol-tetrakisphosphate 1-kinase 1 [Zea 
mays] 

Signalling.phosphinositides.inositol-1,3,4-
trisphosphate 5/6-kinase 

Phosphatidylinositol 
transfer protein- 

AtCOW1 
 

a www.GDB.org was used for functional classification of proteins. 
b A Blastp search was performed against the NCBI.nr database. Manual annotation was added to automated annotation of best 

known protein homologs to obtain as many known protein IDs as possible. 
c Mercator NAME was obtained by using the Mercator software to classify the proteins (www.mapman.gabipd.org) 
d List of protein families of known root hair related proteins including a known example. 



Table S7: Soybean root hair proteins blasted against the 2,573 maize root hair proteins.  

Glycine max querya Zea mays Hit 
accessionb 

gi|28201771| Cell division control protein 48 homolog E B6T8X9_MAIZE 
B6T8X9_MAIZE 
B4FZM3_MAIZE 
B4FZM3_MAIZE 
B4FSF1_MAIZE 
B4FSF1_MAIZE 
B6TDT1_MAIZE 
B6TDT1_MAIZE 
B6T2S0_MAIZE 
B6T2S0_MAIZE 
B4FTV9_MAIZE 
B4FTV9_MAIZE 
B4FQJ6_MAIZE 
B4FQJ6_MAIZE 
B4FSV5_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FBJ7_MAIZE 
B4FSH3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6T3Y2_MAIZE 
B6SLG1_MAIZE 

gi|38455496| cell division cycle protein 48  B4FZM3_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T8X9_MAIZE 
B4FQJ6_MAIZE 
B4FQJ6_MAIZE 
B6TDT1_MAIZE 
B6TDT1_MAIZE 
B4FSF1_MAIZE 
B4FSF1_MAIZE 
B4FSV5_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FBJ7_MAIZE 
B4FTV9_MAIZE 
B4FTV9_MAIZE 
B6T2S0_MAIZE 
B6T2S0_MAIZE 
B4FSH3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6T3Y2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15232776| ATPase/ identical protein binding  B6T8X9_MAIZE 
B6T8X9_MAIZE 
B4FZM3_MAIZE 
B4FZM3_MAIZE 
B4FSF1_MAIZE 
B4FSF1_MAIZE 
B6TDT1_MAIZE 
B6TDT1_MAIZE 
B4FQJ6_MAIZE 
B4FQJ6_MAIZE 
B4FTV9_MAIZE 
B4FTV9_MAIZE 
B6T2S0_MAIZE 
B6T2S0_MAIZE 
B4FSV5_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FBJ7_MAIZE 
B4FSH3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6T3Y2_MAIZE 
B6SLG1_MAIZE 

gi|108706222| Cell division cycle protein 48 B6T8X9_MAIZE 
B6T8X9_MAIZE 
B4FZM3_MAIZE 
B4FZM3_MAIZE 
B4FSF1_MAIZE 
B4FSF1_MAIZE 
B6T2S0_MAIZE 
B6T2S0_MAIZE 
B4FQJ6_MAIZE 
B4FQJ6_MAIZE 
B4FTV9_MAIZE 
B4FTV9_MAIZE 
B6TDT1_MAIZE 
B6TDT1_MAIZE 
B4FSV5_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FBJ7_MAIZE 
B4FSH3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6T3Y2_MAIZE 
B6SLG1_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1705678| Cell division cycle protein 48 homolog B6T8X9_MAIZE 
B6T8X9_MAIZE 
B4FZM3_MAIZE 
B4FZM3_MAIZE 
B6T2S0_MAIZE 
B6T2S0_MAIZE 
B4FSF1_MAIZE 
B4FSF1_MAIZE 
B6TDT1_MAIZE 
B6TDT1_MAIZE 
B4FSV5_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FBJ7_MAIZE 
B4FTV9_MAIZE 
B4FTV9_MAIZE 
B4FQJ6_MAIZE 
B4FQJ6_MAIZE 
B4FSH3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6T3Y2_MAIZE 
B6SLG1_MAIZE 

gi|92872824| Cell division protein FtsZ  B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 

gi|30685509| DWF1 (DWARF 1) Q5YFA2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|19881735| Putative Cell elongation protein DIMINUTO Q5YFA2_MAIZE 

gi|51534948| xyloglucan endotransglycosylase  B6TWP1_MAIZE 
B6TNS1_MAIZE 

gi|108707484| rhamnose biosynthetic enzyme 1 B6U0P4_MAIZE 
B6UIE1_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B4FP94_MAIZE 
B6TY47_MAIZE 
B6TMJ8_MAIZE 
B6SHM4_MAIZE 

gi|11276979| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|6934188| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|3219760| Actin-93 B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
P93637_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1498334| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
P93637_MAIZE 
B4FVB1_MAIZE 
B4FPG2_MAIZE 
B4FV86_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 
B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
P93637_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|18252329| actin  B6TQ08_MAIZE 
B4FRH8_MAIZE 
B4F989_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|9082317| actin  B4F989_MAIZE 
B6TQ08_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|5902734| Actin B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1498330| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
P93637_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|4512327| actin  B4F989_MAIZE 
B4FRH8_MAIZE 
P93637_MAIZE 
B6TQ08_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|12382765| actin  B4F989_MAIZE 
B6TQ08_MAIZE 
B4FRH8_MAIZE 
P93637_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
P93633_MAIZE 
B4FPG2_MAIZE 
B4FNB4_MAIZE 

gi|9082319| actin  B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B6TQ08_MAIZE 
B4FPG2_MAIZE 
B4FV86_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|9965319| actin  B4FRH8_MAIZE 
B4F989_MAIZE 
B4FVB1_MAIZE 
B6TQ08_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1498340| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
P93637_MAIZE 
B4FPG2_MAIZE 
B4FV86_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|6103623| actin  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|62149366| putative actin  B4FRH8_MAIZE 
B4F989_MAIZE 
B4FVB1_MAIZE 
P93633_MAIZE 
P93637_MAIZE 
B6TQ08_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
B4FNB4_MAIZE 

gi|15289940| putative actin  B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B6TQ08_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|7441414| actin 1  B6TQ08_MAIZE 
B4FRH8_MAIZE 
B4F989_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|56181504| putative actin 1  B4FRH8_MAIZE 
B4F989_MAIZE 
B4FVB1_MAIZE 
B6TQ08_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|231505| Actin-101 B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FPG2_MAIZE 
B4FV86_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|231503| Actin-97 B4F989_MAIZE 
B6TQ08_MAIZE 
B4FRH8_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93637_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|15080690| actin homolog  B6TQ08_MAIZE 
B4F989_MAIZE 
B4FRH8_MAIZE 
P93637_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
B4FNB4_MAIZE 

gi|7960249| actin-like protein  B4F989_MAIZE 
B4FRH8_MAIZE 
B6TQ08_MAIZE 
B4FVB1_MAIZE 
B4FV86_MAIZE 
B4FPG2_MAIZE 
P93633_MAIZE 
P93637_MAIZE 
B4FNB4_MAIZE 

gi|15233536| PRF4 (PROFILIN 4) B6TEN9_MAIZE 
B4FV68_MAIZE 
B4FTX3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|37936232| alpha-tubulin  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|14331109| beta-tubulin  B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B4FN29_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 

gi|25396545| alpha tubulin  B6SPX4_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 
B6SPX4_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|37936210| alpha-tubulin  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|17402471| alpha-tubulin  B6SPX4_MAIZE 
TBA3_MAIZE 
Q546I4_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|464840| Tubulin alpha-1 chain B6SPX4_MAIZE 
TBA3_MAIZE 
Q546I4_MAIZE 
TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|100946| tubulin alpha-3 chain  TBA3_MAIZE 
B6SPX4_MAIZE 
Q546I4_MAIZE 
TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|4165488| alpha-tubulin 3  B6SPX4_MAIZE 
TBA3_MAIZE 
Q546I4_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|15241168| TUA3; structural constituent of cytoskeleton  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|83283967| tubulin alpha-5 chain-like protein  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|30683070| TUA6; structural constituent of cytoskeleton  B6SPX4_MAIZE 
TBA3_MAIZE 
Q546I4_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|135462| Tubulin beta-2 chain B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|1351202| Tubulin beta chain TBB7_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 

gi|5668671| Beta-tubulin  B4FTM1_MAIZE 
TBB7_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|303842| beta-tubulin  TBB7_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 

gi|100072| tubulin beta-1 chain  B4FTM1_MAIZE 
TBB7_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|15222873| TUB1 B4FTM1_MAIZE 
TBB7_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|2827753| Tubulin beta-1 chain B4FTM1_MAIZE 
TBB5_MAIZE 
B6TS93_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B4FN29_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 

gi|18424622| TUB3 B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15227559| TUB7 B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 

gi|18420724| TUB8 B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 

gi|84508511| alpha tubulin 1  B6SPX4_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
TBB7_MAIZE 
B4FTM1_MAIZE 
B6TS93_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B4FN29_MAIZE 

gi|29124983| alpha-tubulin 1  B6SPX4_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|23452315| beta-tubulin 1 TBB5_MAIZE 
B4FTM1_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|7209194| beta tubulin 3  TBB7_MAIZE 
B6TS93_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B4FN29_MAIZE 
Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 

gi|37529496| beta-tubulin 6  B4FTM1_MAIZE 
TBB7_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|62546341| tubulin A  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|62546343| tubulin B4  B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|26450912| putative tubulin beta-6 chain  B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92894218| Cell division protein FtsZ  B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|78210838| beta tubulin like protein  B4FTM1_MAIZE 
TBB7_MAIZE 
TBB5_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
Q546I4_MAIZE 
TBA3_MAIZE 
B6SPX4_MAIZE 
B4FN29_MAIZE 

gi|38640795| endo-1,3-beta-glucanase  B4FNA7_MAIZE 
B6T391_MAIZE 
B4FA75_MAIZE 
B6TIF7_MAIZE 
B6THD2_MAIZE 

gi|46357596| hydroxycinnamoyl-CoA hydroxycinnamoyltransferase  B6SXY1_MAIZE 
B6TJ78_MAIZE 
B6UDK0_MAIZE 
B6TQC0_MAIZE 
B4G1P9_MAIZE 
B6TXM6_MAIZE 
B4G029_MAIZE 

gi|28476864| hypersensitive-induced reaction protein 2  Q9M584_MAIZE 

gi|37806020| hypersensitive-induced response protein  Q9M584_MAIZE 

gi|130829| Pathogenesis-related protein 1 Q29SB6_MAIZE 

gi|130835| Pathogenesis-related protein 2 Q29SB6_MAIZE 

gi|12698917| chitinase class I  B6TR38_MAIZE 
CHIB_MAIZE 
B4FTS6_MAIZE 
B4FK87_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|84468322| putative DNA binding protein  B4FTW4_MAIZE 
B4FEA4_MAIZE 
B6U4F3_MAIZE 
B4F9G5_MAIZE 
B4FUH4_MAIZE 
B4F9C9_MAIZE 
B6T6H4_MAIZE 
B6U4M0_MAIZE 
B6U4M0_MAIZE 
B6U4M0_MAIZE 
Q41834_MAIZE 
B4FAZ3_MAIZE 
B4FAZ3_MAIZE 
B4F9N8_MAIZE 
B4FK28_MAIZE 
B6U752_MAIZE 
B6TZ75_MAIZE 
B4FMA8_MAIZE 
B4FHJ8_MAIZE 
B6SXV2_MAIZE 

gi|129699| Proliferating cell nuclear antigen PCNA_MAIZE 
Q9SAQ3_MAIZE 

gi|12381898| eukaryotic initiation factor 4A  O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B4FWP6_MAIZE 
Q6S4Y1_MAIZE 
B6SLS0_MAIZE 
B6SVL6_MAIZE 
B6SKY4_MAIZE 
B4FX58_MAIZE 

gi|15214035| Histone H2AX B6UIQ0_MAIZE 
B6T543_MAIZE 
B4G237_MAIZE 
B4FIA6_MAIZE 
B6TH74_MAIZE 
B6SYU0_MAIZE 
B6T0Q2_MAIZE 
B6SJU3_MAIZE 
B6SZ05_MAIZE 
B4FXB2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15239697| RAT5 (RESISTANT TO AGROBACTERIUM TRANSFORMATION 5) B4FIA6_MAIZE 
B4G237_MAIZE 
B6T543_MAIZE 
B6UIQ0_MAIZE 
B6TH74_MAIZE 
B6SYU0_MAIZE 
B6T0Q2_MAIZE 
B6SJU3_MAIZE 
B6SZ05_MAIZE 
B4FXB2_MAIZE 

gi|15219078| HTA9 (HISTONE H2A PROTEIN 9) B4FXB2_MAIZE 
B4G237_MAIZE 
B6T543_MAIZE 
B6UIQ0_MAIZE 
B4FIA6_MAIZE 
B6TH74_MAIZE 
B6SYU0_MAIZE 
B6SJU3_MAIZE 
B6T0Q2_MAIZE 
B6SZ05_MAIZE 

gi|15238563| HTB4 B6T878_MAIZE 
B4FSE9_MAIZE 
B4FE18_MAIZE 
B6T1P2_MAIZE 

gi|7387727| Histone H2B B4FSE9_MAIZE 
B6T878_MAIZE 
B4FE18_MAIZE 
B6T1P2_MAIZE 

gi|28202123| Histone H4 B6TAN3_MAIZE 

gi|122105| Histone H4 B6TAN3_MAIZE 

gi|1565223| MCM2-related protein  MCM31_MAIZE 
Q5I285_MAIZE 
B6SWS8_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|108710322| retrotransposon protein, putative, Ty1-copia subclass B6STA5_MAIZE 
Q8S2Y8_MAIZE 
B6TF12_MAIZE 
B6TR84_MAIZE 
B6SIF0_MAIZE 
B6TI13_MAIZE 
Q41834_MAIZE 
Q41834_MAIZE 
B4F899_MAIZE 
B6SHQ9_MAIZE 
B4FLF5_MAIZE 
B4FAZ3_MAIZE 
B6T430_MAIZE 
B4FHJ8_MAIZE 
B4FHJ8_MAIZE 
B6T6H4_MAIZE 
B6TZ75_MAIZE 
B6TV58_MAIZE 
B4FMA8_MAIZE 
B4FTP3_MAIZE 
B4FK28_MAIZE 
B6SXV2_MAIZE 

gi|5726567| glycine-rich RNA-binding protein  B6STA5_MAIZE 
Q8S2Y8_MAIZE 
B6TF12_MAIZE 
B6TR84_MAIZE 
Q41834_MAIZE 
B6TI13_MAIZE 
B6SIF0_MAIZE 
B4F899_MAIZE 
B4FLF5_MAIZE 
B6SHQ9_MAIZE 
B6T430_MAIZE 
B4FAZ3_MAIZE 
B4FHJ8_MAIZE 
B4FK28_MAIZE 
B4FMA8_MAIZE 
B6TZ75_MAIZE 
B6TZ75_MAIZE 
B4FTP3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15227815| PAB4 (POLY(A) BINDING PROTEIN 4) B6U4M0_MAIZE 
B6U4M0_MAIZE 
B6U4M0_MAIZE 
B4FAZ3_MAIZE 
B4FAZ3_MAIZE 
B6U4F3_MAIZE 
B6U4F3_MAIZE 
B6U4F3_MAIZE 
B4FTW4_MAIZE 
B4FTW4_MAIZE 
B4F9C9_MAIZE 
B4F9C9_MAIZE 
B4FUH4_MAIZE 
B4FUH4_MAIZE 
B4FUH4_MAIZE 
B4F9G5_MAIZE 
B4F9G5_MAIZE 
B6T6H4_MAIZE 
B6T6H4_MAIZE 
B4FEA4_MAIZE 
B4FEA4_MAIZE 
Q41834_MAIZE 
Q41834_MAIZE 
B6U752_MAIZE 
B6U752_MAIZE 
B4FMA8_MAIZE 
B4FMA8_MAIZE 
B4FHJ8_MAIZE 
B4FHJ8_MAIZE 
B6TZ75_MAIZE 
B6TZ75_MAIZE 
B4FK28_MAIZE 
B4FK28_MAIZE 
B6T430_MAIZE 
B6SIF0_MAIZE 

gi|40950574| DEAD box RNA helicase  O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B4FWP6_MAIZE 
B6SLS0_MAIZE 
Q6S4Y1_MAIZE 
B6SKY4_MAIZE 
B6SVL6_MAIZE 
B4FX58_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|18416493| DEAD/DEAH box helicase B6TE13_MAIZE 
B6SWB3_MAIZE 
O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B4FX58_MAIZE 
B4FWP6_MAIZE 
B6SVL6_MAIZE 
B6SLS0_MAIZE 
Q6S4Y1_MAIZE 
B4F9Y2_MAIZE 
B6SKY4_MAIZE 

gi|92886790| Helicase, C-terminal  B6TE13_MAIZE 
B6SWB3_MAIZE 
B4FX58_MAIZE 
O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B4FWP6_MAIZE 
B6SKY4_MAIZE 
B4F9Y2_MAIZE 
B6SLS0_MAIZE 
B6SVL6_MAIZE 
B6SVL6_MAIZE 
Q6S4Y1_MAIZE 
Q6S4Y1_MAIZE 

gi|57900053| putative HLA-B associated transcript 1  B6TE13_MAIZE 
B6SWB3_MAIZE 
O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B4FX58_MAIZE 
B4FWP6_MAIZE 
B6SVL6_MAIZE 
B4F9Y2_MAIZE 
B6SLS0_MAIZE 
Q6S4Y1_MAIZE 
B6SKY4_MAIZE 

gi|92898824| Fibrillarin  B6T4G7_MAIZE 

gi|2982266| probable fibrillarin  B6T4G7_MAIZE 

gi|92899281| Like-Sm ribonucleoprotein-related, core  B4FKA5_MAIZE 
B6UB12_MAIZE 

gi|15223458| NOP56 (Arabidopsis homolog of nucleolar protein Nop56)  B6TNS0_MAIZE 

gi|1666173| transcription factor  B4FL49_MAIZE 
B4FFP6_MAIZE 
B6SJS7_MAIZE 
B6TL29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1351222| Transcription initiation factor IIB B4FHS1_MAIZE 

gi|22758337| putative RNA helicase  B6SWB3_MAIZE 
Q2MJJ9_MAIZE 
O24558_MAIZE 
B4FBK3_MAIZE 
B6TE13_MAIZE 
B4FWP6_MAIZE 
B4F9Y2_MAIZE 
Q6S4Y1_MAIZE 
B6SLS0_MAIZE 
B6SVL6_MAIZE 
B6SKY4_MAIZE 
B4FX58_MAIZE 

gi|296386| cytochrome b5  B4FKH7_MAIZE 
B6T7Z2_MAIZE 

gi|21068664| putative quinone oxidoreductase  B4FWD0_MAIZE 
B6TFN1_MAIZE 
B6U724_MAIZE 
B6SPB2_MAIZE 

gi|231585| ATP synthase subunit alpha, mitochondrial ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|20146600| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|20146552| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|20146574| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|20146636| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|20146622| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|114420| ATP synthase subunit beta, mitochondrial ATPBM_MAIZE 
B6SVV9_MAIZE 
B6T9C0_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 

gi|231586| ATP synthase subunit beta, mitochondrial ATPBM_MAIZE 
B6SVV9_MAIZE 
VATA_MAIZE 
B6UH55_MAIZE 
B6T9C0_MAIZE 
ATPAM_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 

gi|56784991| putative ATP synthase beta subunit  B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 
B6T9C0_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|91208868| ATP synthase F1 subunit alpha  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|13235340| putative vacuolar ATP Synthase subunit A  B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 

gi|15222929| vacuolar ATP synthase subunit B  B6T9C0_MAIZE 
ATPBM_MAIZE 
ATPA_MAIZE 
B6SVV9_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|2493121|V-type proton ATPase catalytic subunit A B6UH55_MAIZE 
VATA_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 

gi|2506211| V-type proton ATPase catalytic subunit A B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 

gi|401322| V-type proton ATPase catalytic subunit A B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|137460| V-type proton ATPase catalytic subunit A B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 

gi|56784992| putative ATP synthase beta subunit  B6SVV9_MAIZE 
ATPBM_MAIZE 
VATA_MAIZE 
B6UH55_MAIZE 
B6T9C0_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 

gi|17939851| mitochondrial F0 ATP synthase D chain  B4FS99_MAIZE 

gi|396230| putative ATP synthase subunit  B6TCR9_MAIZE 
B6TLY8_MAIZE 

gi|2493132| V-type proton ATPase subunit B 2 B6T9C0_MAIZE 
B4FSV4_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|2493127| V-type proton ATPase subunit B 1 B6T9C0_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
VATA_MAIZE 
B6UH55_MAIZE 

gi|584794| Plasma membrane ATPase 1 Q43243_MAIZE 
Q43271_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|114335| ATPase 2, plasma membrane-type Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|29290712| vacuolar ATPase subunit E  B6T2T0_MAIZE 
B4FVD5_MAIZE 
B4FB71_MAIZE 

gi|1929027| BV-70/5  B6UH55_MAIZE 
VATA_MAIZE 

gi|117765| Cytochrome c1-1, heme protein, mitochondrial B4FHM1_MAIZE 

gi|2116558| F1 ATPase  B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 
B6T9C0_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 

gi|34539177| F1-ATPase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|34539183| F1-ATPase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|3169287| vacuolar H+-ATPase catalytic subunit  B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 

gi|29424043| vacuolar H(+)-ATPase subunit B  B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
ATPAM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|7705248| plasma membrane H(+)-ATPase precursor  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|20302435| plasma membrane H+ ATPase  Q43243_MAIZE 
Q43271_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|66132297| plasma membrane H+ ATPase  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|20302431| plasma membrane H+ ATPase  Q43243_MAIZE 
Q43271_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|60592632| vacuolar H+-ATPase catalytic subunit  B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 

gi|31580851| plasma membrane H+-ATPase  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q84L97_MAIZE 
Q43242_MAIZE 

gi|60592630| vacuolar H+-ATPase catalytic subunit  B6UH55_MAIZE 
VATA_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
ATPAM_MAIZE 
B4FSV4_MAIZE 

gi|2118232| H+-exporting ATPase  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|25290694| H+-exporting ATPase  Q43243_MAIZE 
Q43271_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|7739779| H+-pyrophosphatase  Q4W437_MAIZE 

gi|4126976| vacuolar H+-pyrophosphatase  Q4W437_MAIZE 

gi|20146320| putative vacuolar ATPase B subunit  B6T9C0_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
ATPAM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|41053143| inorganic pyrophosphatase  B4FWT5_MAIZE 
B4FJX6_MAIZE 
B6TB84_MAIZE 
B4FCR7_MAIZE 
B4FXF9_MAIZE 
B4FRR1_MAIZE 

gi|45925891| soluble inorganic pyrophosphatase  B4FCR7_MAIZE 
B6TB84_MAIZE 
B4FXF9_MAIZE 
B4FJX6_MAIZE 
B4FWT5_MAIZE 
B4FRR1_MAIZE 

gi|45680448| putative inorganic pyrophosphatase  B4FJX6_MAIZE 
B6TB84_MAIZE 
B4FCR7_MAIZE 
B4FXF9_MAIZE 
B4FWT5_MAIZE 
B4FRR1_MAIZE 

gi|41019517| NADH-ubiquinone oxidoreductase 27 kDa subunit Q5K097_MAIZE 

gi|44889037| NADH-ubiquinone oxidoreductase 49 kDa subunit Q6R9G1_MAIZE 

gi|15242306| CI51 (51 kDa subunit of complex I) B4FQ98_MAIZE 

gi|7105717| plasma membrane proton ATPase  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|3608171| proton-translocating inorganic pyrophosphatase  Q4W437_MAIZE 

gi|2827755| Pyrophosphate-energized vacuolar membrane proton pump Q4W437_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15218279| AVP1; ATPase/ hydrogen-translocating pyrophosphatase Q4W437_MAIZE 

gi|1717952| Cytochrome b-c1 complex subunit Rieske-4 B4FC14_MAIZE 

gi|87240711| V-ATPase subunit C  B4FMY6_MAIZE 
B4FSJ1_MAIZE 
B4G0U0_MAIZE 

gi|20146616| ATP synthase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|2493122| V-type proton ATPase catalytic subunit A B6UH55_MAIZE 
VATA_MAIZE 
ATPBM_MAIZE 
B6SVV9_MAIZE 
B6T9C0_MAIZE 
ATPA_MAIZE 
B4FSV4_MAIZE 
ATPAM_MAIZE 

gi|15235431| vacuolar ATPase subunit F family protein  B4FLC0_MAIZE 

gi|55824792| F1-ATPase alpha subunit  ATPAM_MAIZE 
B4FSV4_MAIZE 
ATPA_MAIZE 
B6T9C0_MAIZE 
B6SVV9_MAIZE 
ATPBM_MAIZE 
B6UH55_MAIZE 
VATA_MAIZE 

gi|170206| H+-translocating ATPase Q43243_MAIZE 
Q43271_MAIZE 
B4FJD3_MAIZE 
Q43242_MAIZE 
Q84L97_MAIZE 

gi|37549269| 3-ketoacyl-CoA thiolase  B4FBK8_MAIZE 
B6TR05_MAIZE 
B4FSN1_MAIZE 
B4F9B2_MAIZE 
B4FYM0_MAIZE 

gi|992917| acetyl CoA carboxylase Q41743_MAIZE 

gi|7488641| acetyl-CoA carboxylase biotin carboxylase chain precursor  Q41743_MAIZE 

gi|1066859| acetyl-CoA carboxylase Q41743_MAIZE 

gi|7438102| acetyl-CoA carboxylase  Q41743_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|12057069| acetyl-CoA carboxylase  Q41743_MAIZE 

gi|12322479| acetyl-CoA carboxylase Q41743_MAIZE 

gi|3915032| Acyl-[acyl-carrier-protein] desaturase, chloroplastic B4F9Q1_MAIZE 
B6TMD0_MAIZE 

gi|7385203| beta-ketoacyl-ACP synthetase I-2  B6TGG7_MAIZE 

gi|15217631| long-chain-fatty-acid--CoA ligase, putative  B6SVK5_MAIZE 
B6UC45_MAIZE 
B6SWC4_MAIZE 
B4FQP4_MAIZE 
B4FNA2_MAIZE 

gi|7438097| acetyl-CoA carboxylase B Q41743_MAIZE 

gi|14422255| enoyl-[acyl-carrier protein] reductase  B6TYG2_MAIZE 
B6TFF6_MAIZE 

gi|2204236| enoyl-ACP reductase  B6TFF6_MAIZE 
B6TYG2_MAIZE 

gi|40457263| glycerol kinase  B6TZ71_MAIZE 

gi|27805717| 25.3 kDa vesicle transport protein B6TMY9_MAIZE 

gi|15228723| ATARFA1E (ADP-ribosylation factor A1E) B4FIX8_MAIZE 
B4F8B0_MAIZE 
B6TGE5_MAIZE 
B4FBG7_MAIZE 
B4FA33_MAIZE 
B6TA16_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B4FPT6_MAIZE 
B6TG58_MAIZE 

gi|47026845| ADP-ribosylation factor  B4FIX8_MAIZE 
B4F8B0_MAIZE 
B6TGE5_MAIZE 
B4FBG7_MAIZE 
B4FA33_MAIZE 
B6TA16_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B4FPT6_MAIZE 
B6TG58_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|29124979| ADP-ribosylation factor 1  B4FIX8_MAIZE 
B6TGE5_MAIZE 
B4F8B0_MAIZE 
B4FBG7_MAIZE 
B4FA33_MAIZE 
B6TA16_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B4FPT6_MAIZE 
B6TG58_MAIZE 

gi|30682545| ARF3 (ADP-RIBOSYLATION FACTOR 3) B4F8B0_MAIZE 
B4FIX8_MAIZE 
B6TGE5_MAIZE 
B4FBG7_MAIZE 
B4FA33_MAIZE 
B6TA16_MAIZE 
B6SUV2_MAIZE 
B4FPT6_MAIZE 
B6U212_MAIZE 
B6TG58_MAIZE 

gi|77556132| GTP-binding protein SAR1A, putative B6TG58_MAIZE 
B4FPT6_MAIZE 
B4F8B0_MAIZE 

gi|7441347| clathrin heavy chain  B4FF84_MAIZE 

gi|77552802| Clathrin heavy chain, putative B4FF84_MAIZE 

gi|92898022| Clathrin propeller, N-terminal; Protein prenyltransferase  B4FF84_MAIZE 
B4FF84_MAIZE 

gi|45357045| coatomer alpha subunit  B6TE97_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FD27_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 

gi|30689050| coatomer beta subunit, putative  B6UCF6_MAIZE 

gi|34394800| putative coatomer protein gamma 2-subunit  B6SV32_MAIZE 

gi|15218215| coatomer protein complex, subunit beta 2 B4FIP7_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 
B4FCM3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|55296352| putative coatomer protein complex, beta prime subunit  B4FIP7_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 
B4FAF0_MAIZE 
B4FCM3_MAIZE 

gi|49387914| putative coatomer protein complex, subunit beta 2  B4FIP7_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 
B4FCM3_MAIZE 
B4FAF0_MAIZE 

gi|92888727| Coatomer WD associated region; Coatomer alpha subunit, C-terminal; 
Cytochrome cd1-nitrite reductase-like, C-terminal haem d1  

B6TE97_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FD27_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 

gi|92891191| Dynamin central region; Dynamin; Dynamin GTPase effector  B6U1C4_MAIZE 
B6SKP8_MAIZE 
B6U4J8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 

gi|6625788| dynamin homolog  B6UEQ3_MAIZE 
B6U1C4_MAIZE 
B6SKP8_MAIZE 
B6U4J8_MAIZE 
B6SWL9_MAIZE 

gi|21644695| putative dynamin-like protein  B6U4J8_MAIZE 
B6U1C4_MAIZE 
B6SKP8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|30695480| ADL1B (ARABIDOPSIS DYNAMIN-LIKE 1B) B6U4J8_MAIZE 
B6SKP8_MAIZE 
B6U1C4_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 

gi|15223914| ADL1C (ARABIDOPSIS DYNAMIN-LIKE PROTEIN 1C) B6SKP8_MAIZE 
B6U1C4_MAIZE 
B6U4J8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 

gi|18411520| ADL1E (ARABIDOPSIS DYNAMIN-LIKE 1E) B6SKP8_MAIZE 
B6U1C4_MAIZE 
B6U4J8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 

gi|108710737| Dynamin-related protein 1C, putative, expressed  B6U1C4_MAIZE 
B6SKP8_MAIZE 
B6U4J8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 

gi|7670066| epsilon1-COP  B6SZK9_MAIZE 

gi|7670064| epsilon2-COP  B6SZK9_MAIZE 

gi|7489746| golgi associated protein se-wap41  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|47499878| GTP-binding protein  B4FPT6_MAIZE 
B6TG58_MAIZE 
B4F8B0_MAIZE 
B4FIX8_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|303732| GTP-binding protein  B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B4FJB2_MAIZE 
B6TH40_MAIZE 
B6U232_MAIZE 
B4FIB2_MAIZE 
B6TCF9_MAIZE 
B6SNF6_MAIZE 
B4FL36_MAIZE 
B4FQ28_MAIZE 
B6T0Y1_MAIZE 
B4FM31_MAIZE 
B6TGJ7_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 
B6U212_MAIZE 
B6SUV2_MAIZE 
B4FA33_MAIZE 
B6TA16_MAIZE 

gi|303742| GTP-binding protein  B4FQ28_MAIZE 
B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6SNF6_MAIZE 
B6TH40_MAIZE 
B4FJB2_MAIZE 
B4FM31_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B6TCI5_MAIZE 
B4F7V6_MAIZE 
B6TCF9_MAIZE 
B4F944_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|14140133| putative GTP-binding protein  B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6SNF6_MAIZE 
B4FJB2_MAIZE 
B6TH40_MAIZE 
B6TCF9_MAIZE 
B4FIB2_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FQ28_MAIZE 
B6T0Y1_MAIZE 
B6TGJ7_MAIZE 
B4FM31_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 
B6U212_MAIZE 
B6SUV2_MAIZE 
B6TA16_MAIZE 
B4FA33_MAIZE 

gi|46359908| putative GTP-binding protein  B6TH40_MAIZE 
B6SNF6_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B4FQ28_MAIZE 
B4FJB2_MAIZE 
B4FM31_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FL36_MAIZE 
B6U232_MAIZE 
B4FB55_MAIZE 
B6TCI5_MAIZE 
B6TCF9_MAIZE 
B4F7V6_MAIZE 
B4F944_MAIZE 
B4FI29_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|303744| GTP-binding protein  B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B4FQ28_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6SNF6_MAIZE 
B6TH40_MAIZE 
B4FJB2_MAIZE 
B4FM31_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4F944_MAIZE 
B6TCI5_MAIZE 
B4F7V6_MAIZE 
B6TCF9_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 

gi|15223516| ATSAR1B (SECRETION-ASSOCIATED RAS 1 B) B6TG58_MAIZE 
B4FPT6_MAIZE 
B4F8B0_MAIZE 

gi|46575953| putative GTP-binding protein Rab7a  B4FI29_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B6TH40_MAIZE 
B4FB55_MAIZE 
B6SNF6_MAIZE 
B4FJB2_MAIZE 
B4FJ62_MAIZE 
B4FM31_MAIZE 
B4F7V4_MAIZE 
B4FQ28_MAIZE 
B6T0Y1_MAIZE 
B4FIB2_MAIZE 
B4FRS1_MAIZE 
B4FL36_MAIZE 
B6TCI5_MAIZE 
B6U232_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TGJ7_MAIZE 
B6TCF9_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|547478| guanine nucleotide regulatory protein  B4F944_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4FJB2_MAIZE 
B4FAE1_MAIZE 
B6SNF6_MAIZE 
B4FQY4_MAIZE 
B4FQ28_MAIZE 
B4FIB2_MAIZE 
B4FJ62_MAIZE 
B4FRS1_MAIZE 
B4F7V4_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B6T0Y1_MAIZE 
B6TH40_MAIZE 
B4FB55_MAIZE 
B4FM31_MAIZE 
B6TGJ7_MAIZE 
B6TCF9_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 

gi|30688096| microsomal signal peptidase 25 kDa subunit B4FTE1_MAIZE 

gi|82469976| patellin 1 [ B6TVE3_MAIZE 
B4FBC9_MAIZE 

gi|5931765| phragmoplastin  B6U4J8_MAIZE 
B6U1C4_MAIZE 
B6SKP8_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1370166| RAB1C  B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6U232_MAIZE 
B4FJB2_MAIZE 
B4FL36_MAIZE 
B4FQ28_MAIZE 
B6SNF6_MAIZE 
B6TH40_MAIZE 
B6TCF9_MAIZE 
B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B4FM31_MAIZE 
B6TGJ7_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B6TA16_MAIZE 
B4FA33_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|51468998| RAB1-like  B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6SNF6_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FJB2_MAIZE 
B6TCF9_MAIZE 
B6TH40_MAIZE 
B4FIB2_MAIZE 
B4FQ28_MAIZE 
B4FM31_MAIZE 
B6T0Y1_MAIZE 
B6TGJ7_MAIZE 
B4F7V6_MAIZE 
B4F944_MAIZE 
B4FRS1_MAIZE 
B6TCI5_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B4FA33_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|4586580| rab-type small GTP-binding protein  B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6SNF6_MAIZE 
B4FJB2_MAIZE 
B6U232_MAIZE 
B6TCF9_MAIZE 
B4FQ28_MAIZE 
B4FL36_MAIZE 
B6TH40_MAIZE 
B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B4FM31_MAIZE 
B6TGJ7_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 
B6TA16_MAIZE 
B4FA33_MAIZE 

gi|78708412| Ras-related protein Rab11D, putative B4FJB2_MAIZE 
B6SNF6_MAIZE 
B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6T0Y1_MAIZE 
B4FIB2_MAIZE 
B4FQ28_MAIZE 
B6TH40_MAIZE 
B4FM31_MAIZE 
B4FAE1_MAIZE 
B4FQY4_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B6TCI5_MAIZE 
B4FB55_MAIZE 
B4F944_MAIZE 
B6TCF9_MAIZE 
B4F7V6_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B4G1P4_MAIZE 
B6TBX3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15218575| ATRAB18 (ARABIDOPSIS RAB GTPASE HOMOLOG B18) B6TCF9_MAIZE 
B6TGJ7_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4FB55_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FJB2_MAIZE 
B6T0Y1_MAIZE 
B4FJ62_MAIZE 
B4FIB2_MAIZE 
B4F7V4_MAIZE 
B4FQ28_MAIZE 
B6SNF6_MAIZE 
B6TH40_MAIZE 
B4FM31_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4F944_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B4G1P4_MAIZE 
B6TBX3_MAIZE 
B6SUV2_MAIZE 
B6U212_MAIZE 

gi|3024527| Ras-related protein RAB1BV B4FB55_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B6SNF6_MAIZE 
B4FQ28_MAIZE 
B4FIB2_MAIZE 
B6TH40_MAIZE 
B6TCF9_MAIZE 
B4FM31_MAIZE 
B4FJB2_MAIZE 
B6TGJ7_MAIZE 
B6T0Y1_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4F944_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|3024528| Ras-related protein Rab2BV B4FJ62_MAIZE 
B4F7V4_MAIZE 
B6SNF6_MAIZE 
B4FIB2_MAIZE 
B4FQ28_MAIZE 
B6TH40_MAIZE 
B6T0Y1_MAIZE 
B4FJB2_MAIZE 
B4FM31_MAIZE 
B4FAE1_MAIZE 
B4FQY4_MAIZE 
B4FB55_MAIZE 
B4FL36_MAIZE 
B6U232_MAIZE 
B6TCF9_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4F944_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B4G1P4_MAIZE 
B6TBX3_MAIZE 

gi|3914559| Ras-related protein Rab7 B4FI29_MAIZE 
B4FIB2_MAIZE 
B6TH40_MAIZE 
B4FJB2_MAIZE 
B4FQ28_MAIZE 
B6SNF6_MAIZE 
B6T0Y1_MAIZE 
B4FJ62_MAIZE 
B4FB55_MAIZE 
B4F7V4_MAIZE 
B6TCI5_MAIZE 
B4FM31_MAIZE 
B4FAE1_MAIZE 
B4FQY4_MAIZE 
B6U232_MAIZE 
B4FRS1_MAIZE 
B4FL36_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TGJ7_MAIZE 
B6TCF9_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|400923| Ras-related protein Rab7 B4FI29_MAIZE 
B6TH40_MAIZE 
B4F7V4_MAIZE 
B6SNF6_MAIZE 
B4FJ62_MAIZE 
B4FQY4_MAIZE 
B4FB55_MAIZE 
B4FRS1_MAIZE 
B4FJB2_MAIZE 
B4FAE1_MAIZE 
B4FQ28_MAIZE 
B4FIB2_MAIZE 
B4FM31_MAIZE 
B4FL36_MAIZE 
B6TCI5_MAIZE 
B6U232_MAIZE 
B6T0Y1_MAIZE 
B4F944_MAIZE 
B4F7V6_MAIZE 
B6TGJ7_MAIZE 
B6TCF9_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 

gi|18447921| ras-related protein RAB8-5  B4FB55_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FQ28_MAIZE 
B6SNF6_MAIZE 
B4FIB2_MAIZE 
B6TH40_MAIZE 
B6TCF9_MAIZE 
B6T0Y1_MAIZE 
B4FM31_MAIZE 
B4FJB2_MAIZE 
B6TGJ7_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4F944_MAIZE 
B4FI29_MAIZE 
B4FRS1_MAIZE 
B4G1P4_MAIZE 
B6TBX3_MAIZE 

gi|1218004| SDL5A B6U4J8_MAIZE 
B6SKP8_MAIZE 
B6U1C4_MAIZE 
B6SWL9_MAIZE 
B6UEQ3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|46392555| small GTP-binding protein  B4FB55_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B6SNF6_MAIZE 
B6TCF9_MAIZE 
B4FM31_MAIZE 
B6TH40_MAIZE 
B4FIB2_MAIZE 
B4FQ28_MAIZE 
B6TGJ7_MAIZE 
B4FJB2_MAIZE 
B6T0Y1_MAIZE 
B4F7V6_MAIZE 
B6TCI5_MAIZE 
B4F944_MAIZE 
B4FI29_MAIZE 
B4FRS1_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 

gi|1381676| small GTP-binding protein  B4FJB2_MAIZE 
B6SNF6_MAIZE 
B4FQ28_MAIZE 
B4F7V4_MAIZE 
B4FJ62_MAIZE 
B6T0Y1_MAIZE 
B4FIB2_MAIZE 
B6TH40_MAIZE 
B4FM31_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B4FAE1_MAIZE 
B4FQY4_MAIZE 
B4FB55_MAIZE 
B6TCI5_MAIZE 
B4F7V6_MAIZE 
B4F944_MAIZE 
B6TCF9_MAIZE 
B6TGJ7_MAIZE 
B4FRS1_MAIZE 
B4FI29_MAIZE 
B6TBX3_MAIZE 
B4G1P4_MAIZE 

gi|22597174| syntaxin  B6ST94_MAIZE 

gi|4733891| unconventional myosin heavy chain  Q9XEI4_MAIZE 

gi|7573600| ABC transporter homolog  B4FZI2_MAIZE 
B4FZI2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2780194| adenine nucleotide translocator  ADT1_MAIZE 
B4FSA7_MAIZE 
B4FEA2_MAIZE 

gi|84468306| putative ADP,ATP carrier-like protein  B4FSA7_MAIZE 
ADT1_MAIZE 

gi|11066056| plasma membrane Ca2+-ATPase  Q43271_MAIZE 
Q43243_MAIZE 

gi|12643934| Calcium-transporting ATPase 4, endoplasmic reticulum-type Q43243_MAIZE 
Q43271_MAIZE 
Q43271_MAIZE 
Q43242_MAIZE 
B4FJD3_MAIZE 

gi|19913109| dicarboxylate/tricarboxylate carrier  B4FBF6_MAIZE 
B4FEA2_MAIZE 

gi|6692753| HvPIP1;5  Q84RL8_MAIZE 
B4F7S3_MAIZE 
B6SGY3_MAIZE 

gi|84453224| putative importin alpha  B6T451_MAIZE 
B4FWY8_MAIZE 
B6SNN1_MAIZE 

gi|13752562| importin alpha 2  B6T451_MAIZE 
B4FWY8_MAIZE 
B6SNN1_MAIZE 

gi|67848430| mitochrondrial voltage-dependent anion-selective channel  B4FT85_MAIZE 
Q9SPD8_MAIZE 
Q9SPD7_MAIZE 

gi|3273245| NLS receptor  B6T451_MAIZE 
B4FWY8_MAIZE 
B6SNN1_MAIZE 

gi|7488693| phosphate transport protein G7, mitochondrial  B4FTJ6_MAIZE 

gi|18252510| phosphate transporter  B4FTJ6_MAIZE 

gi|62546339PIP2,2  B4F7S3_MAIZE 
Q84RL8_MAIZE 
B6SGY3_MAIZE 

gi|15226383| endomembrane protein 70 B6TZ24_MAIZE 
B4F8Y4_MAIZE 
B6ST61_MAIZE 

gi|2218150| type IIIa membrane protein cp-wap11  B4G039_MAIZE 
B4FQX1_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2218152| type IIIa membrane protein cp-wap13  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|7677262| delta-COP  Q9M640_MAIZE 
B4G0V4_MAIZE 

gi|37703720| putative aminotransferase AGD2  B6TIG6_MAIZE 
B4G195_MAIZE 
B4F891_MAIZE 

gi|44889626| cinammate 4-hydroxylase  B4FQS9_MAIZE 
B4FQH2_MAIZE 
B4FDS5_MAIZE 

gi|12004682| cytochrome P450  B4FDS5_MAIZE 
B4FQH2_MAIZE 
B4FQS9_MAIZE 
Q8LGM8_MAIZE 

gi|7415992| cytochrome P450  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 

gi|5915858| Cytochrome P450 98A2 B4FDS5_MAIZE 
B4FQH2_MAIZE 
B4FQS9_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 

gi|84514159| cytochrome P450 monooxygenase CYP72A61  Q8LGM8_MAIZE 
B6SXS5_MAIZE 
B4FDS5_MAIZE 

gi|85001701| cytochrome P450 monooxygenase CYP72A67  Q8LGM8_MAIZE 
B6SXS5_MAIZE 
B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 
B4FDS5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|82618888| glucosyltransferase  B6U0X3_MAIZE 
B4G1X4_MAIZE 
B4F9P0_MAIZE 
B6SZW3_MAIZE 
B4FP22_MAIZE 
Q8W2B7_MAIZE 
B6STN8_MAIZE 
B6TSL5_MAIZE 
B4FQW1_MAIZE 
B4G072_MAIZE 
B6SWX3_MAIZE 
B6TRK5_MAIZE 
B6TY52_MAIZE 
B6T8U9_MAIZE 

gi|92869664| Glycoside hydrolase, family 31  B6SIH5_MAIZE 
B6ST72_MAIZE 
B6SLP8_MAIZE 

gi|2920666| 2,4-D inducible glutathione S-transferase  Q9ZP61_MAIZE 
O24595_MAIZE 
B6TJ22_MAIZE 
B4FVJ9_MAIZE 
B6TLM5_MAIZE 
B4FB36_MAIZE 
B6T033_MAIZE 
B6TL20_MAIZE 
B6UAW8_MAIZE 
Q9FQA3_MAIZE 
B4FS52_MAIZE 
Q9FQA1_MAIZE 
Q9FQB5_MAIZE 
Q9FQ99_MAIZE 
Q9FQA4_MAIZE 
Q9ZP60_MAIZE 
B6SUR9_MAIZE 
B4FSR6_MAIZE 
Q9FQB0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11385437| glutathione S-transferase GST 11  Q9FQB5_MAIZE 
B6SUR9_MAIZE 
Q9FQA3_MAIZE 
Q9ZP60_MAIZE 
Q9FQB0_MAIZE 
B6TLM5_MAIZE 
B4FSR6_MAIZE 
B4FB36_MAIZE 
B6T033_MAIZE 
B6TL20_MAIZE 
B4FS52_MAIZE 
Q9FQA4_MAIZE 
Q9FQA1_MAIZE 
B6UAW8_MAIZE 
Q9FQ99_MAIZE 
Q9ZP61_MAIZE 
B6TJ22_MAIZE 
O24595_MAIZE 
B4FVJ9_MAIZE 

gi|11385473| glutathione S-transferase GST 11  Q9FQC6_MAIZE 
B4FTF8_MAIZE 
B4FK84_MAIZE 

gi|11385441| glutathione S-transferase GST 13  Q9FQB5_MAIZE 
Q9FQA3_MAIZE 
B6SUR9_MAIZE 
Q9ZP60_MAIZE 
Q9FQB0_MAIZE 
B6TLM5_MAIZE 
B4FSR6_MAIZE 
B6T033_MAIZE 
B4FS52_MAIZE 
B4FB36_MAIZE 
B6TL20_MAIZE 
Q9FQ99_MAIZE 
Q9FQA1_MAIZE 
Q9FQA4_MAIZE 
B6UAW8_MAIZE 
Q9ZP61_MAIZE 
O24595_MAIZE 
B6TJ22_MAIZE 
B4FVJ9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11385457| glutathione S-transferase GST 21 B6SKA0_MAIZE 
GSTF4_MAIZE 
B4FK84_MAIZE 
B6SZY7_MAIZE 
Q9FQC4_MAIZE 
B4FTF8_MAIZE 
Q9FQC6_MAIZE 
B6TGB2_MAIZE 
B6T7G7_MAIZE 
B6TY76_MAIZE 
B6TYS6_MAIZE 

gi|11385463| glutathione S-transferase GST 24  B4FTF8_MAIZE 
B4FK84_MAIZE 
Q9FQC4_MAIZE 
GSTF4_MAIZE 
B6SZY7_MAIZE 
B6SKA0_MAIZE 
Q9FQC6_MAIZE 
B6TGB2_MAIZE 

gi|11385431| glutathione S-transferase GST 8  Q9FQA3_MAIZE 
Q9FQB5_MAIZE 
B6SUR9_MAIZE 
B6TLM5_MAIZE 
Q9ZP60_MAIZE 
Q9FQB0_MAIZE 
B6T033_MAIZE 
Q9FQA4_MAIZE 
B4FB36_MAIZE 
Q9FQA1_MAIZE 
B6TL20_MAIZE 
B4FSR6_MAIZE 
B4FS52_MAIZE 
Q9FQ99_MAIZE 
Q9ZP61_MAIZE 
B6UAW8_MAIZE 
O24595_MAIZE 
B6TJ22_MAIZE 
B4FVJ9_MAIZE 
B6TYS6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11385433| glutathione S-transferase GST 9  Q9ZP61_MAIZE 
O24595_MAIZE 
B6TJ22_MAIZE 
B4FVJ9_MAIZE 
B6T033_MAIZE 
B6TLM5_MAIZE 
Q9FQA3_MAIZE 
B6TL20_MAIZE 
B4FB36_MAIZE 
Q9FQA4_MAIZE 
Q9FQA1_MAIZE 
Q9FQB5_MAIZE 
Q9FQ99_MAIZE 
B6UAW8_MAIZE 
Q9ZP60_MAIZE 
B4FS52_MAIZE 
B6SUR9_MAIZE 
Q9FQB0_MAIZE 
B4FSR6_MAIZE 

gi|92893885| Elongation factor 1, gamma chain; Glutathione S-transferase B6T7G7_MAIZE 
B6TGB2_MAIZE 
B6TY76_MAIZE 
B6THG3_MAIZE 
GSTF4_MAIZE 
Q9FQC4_MAIZE 
B6SKA0_MAIZE 
B6SZY7_MAIZE 
B4FK84_MAIZE 
B4FTF8_MAIZE 

gi|92870338| AAA ATPase; 26S proteasome subunit P45 B4FTV9_MAIZE 
B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B6T2S0_MAIZE 
B6TDT1_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B4FSH3_MAIZE 
B4FY92_MAIZE 
B6T3Y2_MAIZE 
B6T9J2_MAIZE 

gi|2739006| CYP93C1p  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92876879| WD40-like  B4FS88_MAIZE 
B4FS88_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 
B4FKM1_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FCM3_MAIZE 
B4G1G6_MAIZE 
B4FAF0_MAIZE 
B4FAF0_MAIZE 
B4FZY9_MAIZE 
B6UFL7_MAIZE 
B6TJR4_MAIZE 

gi|3309269| ferric leghemoglobin reductase-2 precursor  B4FWU6_MAIZE 
B6SQ61_MAIZE 
B6U7D0_MAIZE 
B4FQK0_MAIZE 

gi|37625031| putative ankyrin-repeat protein  B6TNC0_MAIZE 
B4G137_MAIZE 

gi|13936812| TGF-beta receptor-interacting protein 1  B6SSB6_MAIZE 
B4G1G6_MAIZE 
B4FS88_MAIZE 

gi|9622153| seed maturation protein PM34  B6TPJ3_MAIZE 
B6TKU7_MAIZE 
B4FTC8_MAIZE 
B6SZL1_MAIZE 
B4FFM6_MAIZE 
B6TAE7_MAIZE 
B6TC19_MAIZE 
B6U3Y1_MAIZE 
B6T3V9_MAIZE 
B6U543_MAIZE 
B6U8U1_MAIZE 

gi|5802244| seed maturation protein PM37  O65160_MAIZE 
B6TJQ8_MAIZE 
B4FT54_MAIZE 
B4FT54_MAIZE 
B6U275_MAIZE 
B4F810_MAIZE 
B4F810_MAIZE 
B4FBV4_MAIZE 
B6SLS6_MAIZE 
B4FW32_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1076488| glycinin A5A4B3 chain  B6TFX9_MAIZE 
Q84TL7_MAIZE 
B6THG1_MAIZE 

gi|33357662| Chain B, Crystal Structure Of Glycinin A3b4 Subunit Homohexamer B6TFX9_MAIZE 
Q84TL7_MAIZE 
B6THG1_MAIZE 

gi|121276| Glycinin G1 B6TFX9_MAIZE 
Q84TL7_MAIZE 
B6THG1_MAIZE 

gi|26000394| putative TAG-associated factor B6TPJ3_MAIZE 
B4FTC8_MAIZE 
B6SZL1_MAIZE 
B4FFM6_MAIZE 
B6TKU7_MAIZE 
B6TAE7_MAIZE 
B6TC19_MAIZE 
B6U3Y1_MAIZE 
B6U543_MAIZE 
B6U8U1_MAIZE 
B6T3V9_MAIZE 

gi|99886| vegetative storage protein, 28K, precursor  B6TV55_MAIZE 

gi|2661021| catalase  B6UHU1_MAIZE 
CATA3_MAIZE 

gi|231695| Catalase-1/2 B6UHU1_MAIZE 
CATA3_MAIZE 

gi|7433149| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|126411| Seed lipoxygenase Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|7433156| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|126410| Lipoxygenase Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|7433154| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|7433150| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|7208773| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|92873016| Plant lipoxygenase Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|99935| lipoxygenase  Q9LKL4_MAIZE 
Q8W0V2_MAIZE 
A1XCH8_MAIZE 

gi|92886482| Lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|7433153| lipoxygenase  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|126398| Seed lipoxygenase-1 Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|505138| lipoxygenase-2  Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|31615646| Lipoxygenase In Complex With Protocatechuic Acid Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|126406| Seed lipoxygenase-3 Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|126405| Seed lipoxygenase-3 Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|585418| Lipoxygenase-4 Q8W0V2_MAIZE 
Q9LKL4_MAIZE 
A1XCH8_MAIZE 
A1XCI6_MAIZE 

gi|92885697| Haem peroxidase, plant/fungal/bacterial  B6U9S6_MAIZE 
B6TM55_MAIZE 
B4G031_MAIZE 
B4FA06_MAIZE 
B6T684_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 

gi|7433036| peroxidase  B6T3V1_MAIZE 
B6SMR2_MAIZE 
B4FSW5_MAIZE 
B6U6W0_MAIZE 
B4FBC8_MAIZE 
Q6RFK3_MAIZE 
B6T6D4_MAIZE 
B6THU9_MAIZE 
B6SIA9_MAIZE 
A5H8G4_MAIZE 
B6SIU4_MAIZE 
B4FCI9_MAIZE 
B4FY83_MAIZE 
B6UB27_MAIZE 
B4FQA9_MAIZE 
B6TJQ7_MAIZE 
B4FHG3_MAIZE 
B6TSH0_MAIZE 
B4FH68_MAIZE 
B4FYH1_MAIZE 
B6TMI9_MAIZE 
B4FBI1_MAIZE 
B6UBA1_MAIZE 
B4FG39_MAIZE 
B6U6B1_MAIZE 

gi|13160399| aldose reductase  A2T1W7_MAIZE 
B4FID4_MAIZE 
B6SZK3_MAIZE 
B4F9A4_MAIZE 
B6TKQ4_MAIZE 
B4FQR3_MAIZE 
B4FMP6_MAIZE 
Q7FS90_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|37196685| cytosolic ascorbate peroxidase 1  B6U9S6_MAIZE 
B6TM55_MAIZE 
B4G031_MAIZE 
B6T684_MAIZE 
B4FA06_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 

gi|37196687| cytosolic ascorbate peroxidase 2  B6U9S6_MAIZE 
B6TM55_MAIZE 
B4G031_MAIZE 
B4FA06_MAIZE 
B6T684_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 

gi|45643751| copper-zinc superoxide dismutase  B4FIC7_MAIZE 

gi|92873806| Flavoprotein pyridine nucleotide cytochrome reductase B4FI05_MAIZE 
B4G043_MAIZE 

gi|11385579| In2-1 protein  B6SVH7_MAIZE 
B6TLM5_MAIZE 

gi|33521626| Mn-superoxide dismutase  B4F925_MAIZE 
B4F9H6_MAIZE 

gi|62734725| phospholipid hydroperoxide glutathione peroxidase  Q6JAH6_MAIZE 
B6SU31_MAIZE 
B6T5N2_MAIZE 
B6TX91_MAIZE 

gi|27544804| phospholipid hydroperoxide glutathione peroxidase-like protein [ Q6JAH6_MAIZE 
B6SU31_MAIZE 
B6T5N2_MAIZE 
B6TX91_MAIZE 

gi|47117142| Superoxide dismutase [Cu-Zn] B4FIC7_MAIZE 

gi|58616003| copper-zinc superoxide dismutase  B4FIC7_MAIZE 

gi|52851172| thioredoxin-dependent peroxidase  B4FN24_MAIZE 
B6T2Y1_MAIZE 
B4FSM5_MAIZE 

gi|14210363| ascorbate peroxidase  B6U9S6_MAIZE 
B4G031_MAIZE 
B6TM55_MAIZE 
B4FA06_MAIZE 
B6T684_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|39939493| ascorbate peroxidase  B4G031_MAIZE 
B6U9S6_MAIZE 
B6TM55_MAIZE 
B4FA06_MAIZE 
B6T684_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 

gi|33113424| ascorbate peroxidase  B6TM55_MAIZE 
B6U9S6_MAIZE 
B4G031_MAIZE 
B4FA06_MAIZE 
B6T684_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 

gi|45268439| chloroplast stromal ascorbate peroxidase  B4FHN3_MAIZE 
B6T6L0_MAIZE 
B6T684_MAIZE 
B4FA06_MAIZE 
B6U9S6_MAIZE 
B6TM55_MAIZE 
B4G031_MAIZE 

gi|57339046| cytosolic ascorbate peroxidase  B6U9S6_MAIZE 
B6TM55_MAIZE 
B4G031_MAIZE 
B6T684_MAIZE 
B4FA06_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 
B6U6W0_MAIZE 

gi|15430584| peroxisomal ascorbate peroxidase  B4FA06_MAIZE 
B6T684_MAIZE 
B4G031_MAIZE 
B6U9S6_MAIZE 
B6TM55_MAIZE 
B4FHN3_MAIZE 
B6T6L0_MAIZE 
B4FG39_MAIZE 
B6U6W0_MAIZE 
B4FBC8_MAIZE 

gi|11558244| peroxiredoxin  B6T9B3_MAIZE 
B4FM07_MAIZE 
B4FYU6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|46326970| thioredoxin  B6T375_MAIZE 
B6SL60_MAIZE 
B4FH44_MAIZE 
B6SMC1_MAIZE 
B6TVJ4_MAIZE 
B6U6U3_MAIZE 
B6STD1_MAIZE 
B6TFF1_MAIZE 

gi|1085622| alcohol dehydrogenase  B6SUD1_MAIZE 
Q5GA23_MAIZE 
ADHX_MAIZE 
B4FPE6_MAIZE 
B4FGN7_MAIZE 
B4FTP4_MAIZE 
B6T6Y2_MAIZE 
B4FVN5_MAIZE 
B4FBW5_MAIZE 
B4FR97_MAIZE 

gi|29373061| alcohol dehydrogenase 1 B6SUD1_MAIZE 
Q5GA23_MAIZE 
ADHX_MAIZE 
B4FPE6_MAIZE 
B4FGN7_MAIZE 
B4FTP4_MAIZE 
B6T6Y2_MAIZE 
B4FVN5_MAIZE 
B4FBW5_MAIZE 
B4FR97_MAIZE 
B4FU39_MAIZE 

gi|3694835| alcohol dehydrogenase Adh-1  Q5GA23_MAIZE 
B6SUD1_MAIZE 
ADHX_MAIZE 
B4FPE6_MAIZE 
B4FGN7_MAIZE 
B4FTP4_MAIZE 
B6T6Y2_MAIZE 

gi|92874687| Aldo/keto reductase  A2T1W7_MAIZE 
B4FID4_MAIZE 
B4F9A4_MAIZE 
B6SZK3_MAIZE 
B4FQR3_MAIZE 
B4FMP6_MAIZE 
B6TKQ4_MAIZE 
Q7FS90_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92870669| Aldo/keto reductase  B4FMP6_MAIZE 
B4FID4_MAIZE 
A2T1W7_MAIZE 
B6SZK3_MAIZE 
B4FQR3_MAIZE 
B4F9A4_MAIZE 
B6TKQ4_MAIZE 
Q7FS90_MAIZE 

gi|62526573| aldo/keto reductase AKR  B4FT62_MAIZE 
B6TD84_MAIZE 
B6TJT2_MAIZE 
B6TVE5_MAIZE 
B4F840_MAIZE 
B6SGM5_MAIZE 

gi|15234217| DHS2 (3-deoxy-d-arabino-heptulosonate 7-phosphate synthase) B6TUB8_MAIZE 
B6TAK0_MAIZE 

gi|24745903| 3-deoxy-D-arabino-heptulosonate 7-phosphate synthase  B6TUB8_MAIZE 
B6TAK0_MAIZE 

gi|2398679| 3-deoxy-D-arabino-heptulosonate 7-phosphate synthase  B6TUB8_MAIZE 
B6TAK0_MAIZE 

gi|41053038| putative 3-isopropylmalate dehydratase large subunit  B4FG11_MAIZE 
B6TYJ6_MAIZE 
B6SRL2_MAIZE 

gi|15238686| ATMS1; 5-methyltetrahydropteroyltriglutamate-homocysteine S-
methyltransferase/ copper ion binding / methionine synthase  

B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|7433427| methyltetrahydropteroyltriglutamate-homocysteine S-methyltransferase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|92876874| 5-methyltetrahydropteroyltriglutamate--homocysteine S-
methyltransferase 

B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|77556633| 5-methyltetrahydropteroyltriglutamate-homocysteine methyltransferase, 
putative 

Q8W529_MAIZE 
B6UF55_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|53854350| cytosolic acetoacetyl-coenzyme A thiolase  B4FSN1_MAIZE 
B4F9B2_MAIZE 
B4FYM0_MAIZE 
B4FBK8_MAIZE 
B6TR05_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|16417952| truncated acetyl Co-A acetyltransferase-like protein  B4FSN1_MAIZE 
B4F9B2_MAIZE 
B4FYM0_MAIZE 
B4FBK8_MAIZE 
B6TR05_MAIZE 

gi|6094228| Adenosylhomocysteinase B6T440_MAIZE 

gi|1710840| Adenosylhomocysteinase B6T440_MAIZE 

gi|29691166| adenosylhomocysteinase  B6T440_MAIZE 

gi|464734| Adenosylhomocysteinase B6T440_MAIZE 

gi|1710841| Adenosylhomocysteinase B6T440_MAIZE 

gi|1710838| Adenosylhomocysteinase B6T440_MAIZE 

gi|84468348| putative adenosylhomocysteinase  B6T440_MAIZE 

gi|417744| Adenosylhomocysteinase B6T440_MAIZE 

gi|21362942| Adenosylhomocysteinase B6T440_MAIZE 

gi|29367605| wheat adenosylhomocysteinase-like protein  B6T440_MAIZE 

gi|435457| aspartate aminotransferase  B4FUH2_MAIZE 
B6T9J4_MAIZE 
B4F9G1_MAIZE 

gi|25990362| aspartate aminotransferase  B6T9J4_MAIZE 
B4FUH2_MAIZE 
B4F9G1_MAIZE 

gi|169915| aspartate aminotransferase B6T9J4_MAIZE 
B4FUH2_MAIZE 
B4F9G1_MAIZE 

gi|7434106| aspartate transaminase  B4FUH2_MAIZE 
B6T9J4_MAIZE 
B4F9G1_MAIZE 

gi|47600745| cobalamin-independent methionine synthase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|47600743| cobalamin-independent methionine synthase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|18252506| cysteine synthase  CYSK_MAIZE 
B4FR08_MAIZE 

gi|6014907| Dihydrodipicolinate synthase, chloroplastic B4FK44_MAIZE 
B4F8D4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15236375| SHM4 (serine hydroxymethyltransferase 4) B6T7J7_MAIZE 
B4FBF4_MAIZE 
B6T7Q7_MAIZE 

gi|15236371| EDA36 (EMBRYO SAC DEVELOPMENT ARREST 37) B6T7J7_MAIZE 
B4FBF4_MAIZE 
B6T7Q7_MAIZE 

gi|62321216| ketol-acid reductoisomerase  B4FFZ2_MAIZE 
B6U4F8_MAIZE 

gi|6225542| Ketol-acid reductoisomerase, chloroplastic B4FFZ2_MAIZE 
B6U4F8_MAIZE 

gi|2129888| methionine adenosyltransferase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|33325957| methionine synthase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|71000469| methionine synthase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|8439545| methionine synthase  B6UF55_MAIZE 
Q8W529_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|17017263| methionine synthase  Q8W529_MAIZE 
B6UF55_MAIZE 
B4G1T4_MAIZE 
O82578_MAIZE 

gi|50727380| methionine synthase  B6UF55_MAIZE 
B4G1T4_MAIZE 
Q8W529_MAIZE 

gi|6716760| methionine synthase  B6UF55_MAIZE 
B4G1T4_MAIZE 
Q8W529_MAIZE 

gi|20455047| Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial Q41743_MAIZE 

gi|108708556| Phospho-2-dehydro-3-deoxyheptonate aldolase 1, chloroplast  B6TUB8_MAIZE 
B6TAK0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15235282| EDA9 (embryo sac development arrest 9) B6SL40_MAIZE 
B4FWI4_MAIZE 
B6TZX0_MAIZE 
B6SRY1_MAIZE 
B6TL24_MAIZE 
B6TRR5_MAIZE 

gi|21618073| prolyl 4-hydroxylase alpha subunit-like protein  B4FGT5_MAIZE 
Q5GAV6_MAIZE 

gi|60219077| S-adenosyl-L-homocysteine hydrolase  B6T440_MAIZE 

gi|71000473| S-adenosyl-L-homocysteine hydrolase  B6T440_MAIZE 

gi|71000465| S-adenosyl-L-methionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|13540318| S-adenosyl-L-methionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|16226059| S-adenosyl-L-methionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|50882499| S-adenosyl-L-methionine synthetase 1  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FIE9_MAIZE 
B4FUE7_MAIZE 

gi|50882501| S-adenosyl-L-methionine synthetase 2  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|48093937| S-adenosylmethionine synthase; SAM synthase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|22774026| S-adenosylmethionine synthase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|78191442| S-adenosyl methionine synthase-like  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92879762| S-adenosylmethionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|30142157| S-adenosylmethionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|10441431| S-adenosylmethionine synthetase  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|3914019| S-adenosylmethionine synthetase B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|15229033| MTO3 (METHIONINE OVER-ACCUMULATOR 3) B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|3024126| S-adenosylmethionine synthetase 1 B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|1170937| S-adenosylmethionine synthetase 1  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|30678312| SAM1 (S-ADENOSYLMETHIONINE SYNTHETASE 1) B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|1346526| S-adenosylmethionine synthetase 2 B4FAD1_MAIZE 
B6T681_MAIZE 
B4FIE9_MAIZE 
B4FUE7_MAIZE 

gi|4558554|gb| S-adenosylmethionine synthase 2  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|1709006| S-adenosylmethionine synthetase 3 B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|37051117| S-adenosylmethionine synthetase-2  B4FAD1_MAIZE 
B6T681_MAIZE 
B4FUE7_MAIZE 
B4FIE9_MAIZE 

gi|54648782| arginase 2  B4FQ58_MAIZE 

gi|33340515| spermidine synthase  B6TCM9_MAIZE 
B6TA19_MAIZE 
B6TCZ1_MAIZE 

gi|1346155| Serine hydroxymethyltransferase 1, mitochondrial B6T7Q7_MAIZE 
B6T7J7_MAIZE 
B4FBF4_MAIZE 

gi|2506470| Alpha-1,4 glucan phosphorylase L isozyme, chloroplastic/amyloplastic B5AMJ8_MAIZE 
B5AMJ8_MAIZE 

gi|34582500| Alpha-1,4-glucan-protein synthase [UDP-forming] 1 B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|55956972| alpha-1,6-xylosyltransferase  B6TKT5_MAIZE 

gi|51587334| putative neutral/alkaline invertase  B4F9D4_MAIZE 
B6U8D3_MAIZE 
B4FP50_MAIZE 

gi|15230418| MUR1 (MURUS 1)  B6TA81_MAIZE 

gi|1764100| GDP-D-mannose-4,6-dehydratase  B6TA81_MAIZE 

gi|57506548| glucose and ribitol dehydrogenase protein  B6TPJ3_MAIZE 
B6TKU7_MAIZE 
B6SZL1_MAIZE 
B4FTC8_MAIZE 
B6TAE7_MAIZE 
B4FFM6_MAIZE 
B6TC19_MAIZE 
B6T3V9_MAIZE 
B6U543_MAIZE 
B6U3Y1_MAIZE 
B6U8U1_MAIZE 

gi|37379419| UDP-D-apiose/UDP-D-xylose synthase  B4FUF3_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B4FP94_MAIZE 
B6TY47_MAIZE 
B6SHM4_MAIZE 

gi|15221365| pfkB-type carbohydrate kinase family protein  B4FBJ5_MAIZE 
B6U666_MAIZE 
SCRK2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|90762150| phosphomannomutase  B4FR89_MAIZE 

gi|37790792| sucrose synthase  SUS2_MAIZE 
SUS1_MAIZE 
B6U1D7_MAIZE 
Q8L5H0_MAIZE 
B4F8R3_MAIZE 

gi|29289943| sucrose synthase  Q8L5H0_MAIZE 
SUS2_MAIZE 
SUS1_MAIZE 
B6U1D7_MAIZE 
B4F8R3_MAIZE 

gi|3915873| Sucrose synthase SUS1_MAIZE 
SUS2_MAIZE 
B6U1D7_MAIZE 
Q8L5H0_MAIZE 
B4F8R3_MAIZE 

gi|15235300| SUS3 (sucrose synthase 3) Q8L5H0_MAIZE 
SUS2_MAIZE 
SUS1_MAIZE 
B6U1D7_MAIZE 
B4F8R3_MAIZE 

gi|50659028| UDP-D-glucuronate decarboxylase  B4FP94_MAIZE 
B6TY47_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B6SHM4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6TIL4_MAIZE 
B6U0P4_MAIZE 
B6TMJ8_MAIZE 

gi|50659030| UDP-D-glucuronate decarboxylase B4FP94_MAIZE 
B6TY47_MAIZE 
B4FF24_MAIZE 
B4FAG0_MAIZE 
B6SHM4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6TIL4_MAIZE 
B6U0P4_MAIZE 
B6TMJ8_MAIZE 

gi|6136119| UDP-glucose 6-dehydrogenase B6T9P0_MAIZE 
B6TBY8_MAIZE 
B6U5L3_MAIZE 

gi|13236672| putative UDP-glucose dehydrogenase  B6T9P0_MAIZE 
B6TBY8_MAIZE 
B6U5L3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|21536677UDP-glucose dehydrogenase B6T9P0_MAIZE 
B6TBY8_MAIZE 
B6U5L3_MAIZE 

gi|48093459| putative UDP-glucose dehydrogenase 2  B6T9P0_MAIZE 
B6TBY8_MAIZE 
B6U5L3_MAIZE 

gi|77554940| UDP-glucose 6-dehydrogenase B6T9P0_MAIZE 
B6TBY8_MAIZE 
B6U5L3_MAIZE 

gi|48093467| putative UDP-glucuronate decarboxylase 4  B6TY47_MAIZE 
B4FP94_MAIZE 
B4FF24_MAIZE 
B4FAG0_MAIZE 
B6SHM4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6TIL4_MAIZE 
B6U0P4_MAIZE 
B6TMJ8_MAIZE 
B6TA81_MAIZE 

gi|49387469| UDP-glucuronic acid decarboxylase  B4FP94_MAIZE 
B6TY47_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B6SHM4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6TIL4_MAIZE 
B6U0P4_MAIZE 

gi|17026394| UDP-glucose pyrophosphorylase  B4FAD9_MAIZE 
B6T4R3_MAIZE 

gi|17402533| UDP-glucose pyrophosphorylase  B6T4R3_MAIZE 
B4FAD9_MAIZE 

gi|37729658| UDP-glucose pyrophosphorylase  B6T4R3_MAIZE 
B4FAD9_MAIZE 

gi|45421832| UDP-glucuronic acid decarboxylase  B4FP94_MAIZE 
B6TY47_MAIZE 
B4FF24_MAIZE 
B4FAG0_MAIZE 
B6SHM4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6U0P4_MAIZE 
B6TIL4_MAIZE 

gi|136739| UTP--glucose-1-phosphate uridylyltransferase B6T4R3_MAIZE 
B4FAD9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|12585472| UTP--glucose-1-phosphate uridylyltransferase B6T4R3_MAIZE 
B4FAD9_MAIZE 

gi|5802606| methylenetetrahydrofolate reductase  MTHR1_MAIZE 

gi|40786561| putative methylenetetrahydrofolate reductase  MTHR1_MAIZE 

gi|18406468| MTHFR2 (METHYLENETETRAHYDROFOLATE REDUCTASE 2) MTHR1_MAIZE 

gi|1346735| 2,3-bisphosphoglycerate-independent phosphoglycerate mutase B6TGG2_MAIZE 
B6SVJ5_MAIZE 

gi|3914394| 2,3-bisphosphoglycerate-independent phosphoglycerate mutase B6TGG2_MAIZE 
B6SVJ5_MAIZE 

gi|4165550| apgm  B6TGG2_MAIZE 
B6SVJ5_MAIZE 

gi|42521309| enolase  B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|14423687| Enolase 2 B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|6996529| enolase  B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|119354| Enolase B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|34850871| glyceraldehyde 3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|82400215| glyceraldehyde 3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|22094840| glyceraldehyde 3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2078386| glyceraldehyde-3-phosphate-dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|6016075| Glyceraldehyde-3-phosphate dehydrogenase B6SJZ8_MAIZE 
G3PE_MAIZE 
B4FAK9_MAIZE 
B6TDF8_MAIZE 

gi|120666| Glyceraldehyde-3-phosphate dehydrogenase, cytosolic G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|20455492| Glyceraldehyde-3-phosphate dehydrogenase, cytosolic G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|120673| Glyceraldehyde-3-phosphate dehydrogenase, cytosolic G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|85720768| glyceraldehyde-3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|83839213| glyceraldehyde-3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|41411212| glyceraldehyde 3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|83701268| glyceraldehyde-3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|4539543| glyceraldehyde-3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B6TDF8_MAIZE 
B4FAK9_MAIZE 

gi|38603085| putative cytosolic glyceraldehyde-3-phosphate dehydrogenase  G3PE_MAIZE 
B6SJZ8_MAIZE 
B4FAK9_MAIZE 
B6TDF8_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11066213| hexokinase  B6U4K6_MAIZE 
Q8L5G8_MAIZE 
B4FB85_MAIZE 
B6TL75_MAIZE 

gi|45477377| LOS2  B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|92871916| Phosphofructokinase  B6SVM3_MAIZE 
B6SXT5_MAIZE 
B4FAW1_MAIZE 
B4FQM2_MAIZE 
B6SHF8_MAIZE 
B6SGB6_MAIZE 

gi|3790100| pyrophosphate-dependent phosphofructokinase beta subunit  B4FQM2_MAIZE 
B6SHF8_MAIZE 
B6SGB6_MAIZE 
B6SXT5_MAIZE 

gi|59668642| pyruvate kinase  B6T574_MAIZE 
Q6IUP7_MAIZE 
B6TII5_MAIZE 
B6TBN6_MAIZE 
B4F9G8_MAIZE 
B4F8J8_MAIZE 
B4FYH2_MAIZE 

gi|18409740| pyruvate kinase, putative  B6TBN6_MAIZE 
B4F9G8_MAIZE 
B4F8J8_MAIZE 
B6TII5_MAIZE 
Q6IUP7_MAIZE 
B6T574_MAIZE 
B4FYH2_MAIZE 

gi|548533| 2,3-bisphosphoglycerate-independent phosphoglycerate mutase B6TGG2_MAIZE 
B6SVJ5_MAIZE 

gi|1169534| Enolase B6T3P9_MAIZE 
ENO1_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|55297212| putative enolase  ENO1_MAIZE 
B6T3P9_MAIZE 
B4G191_MAIZE 
B6TGL7_MAIZE 

gi|51340062| glucose-6-phosphate isomerase  B4FQC6_MAIZE 
B6TAY2_MAIZE 
B4G0N0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|20530127| mitochondrial aldehyde dehydrogenase  Q43274_MAIZE 
Q8S531_MAIZE 
Q53CF4_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B6SXW4_MAIZE 
B4FUA7_MAIZE 
Q8W0Q2_MAIZE 

gi|92898538| Fructose-bisphosphate aldolase, class-I  B4FWP0_MAIZE 
B4FAL9_MAIZE 
B6UE86_MAIZE 

gi|14090214| putative plastidic aldolase  B6UE86_MAIZE 
B4FWP0_MAIZE 
B4FAL9_MAIZE 

gi|2118267| fructose-bisphosphate aldolase  B4FWP0_MAIZE 
B4FAL9_MAIZE 
B6UE86_MAIZE 

gi|92893594| Aldehyde dehydrogenase  Q53CF4_MAIZE 
Q8S531_MAIZE 
Q43274_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B4FUA7_MAIZE 
B6SXW4_MAIZE 
Q8W0Q2_MAIZE 

gi|92872324| Phosphoglycerate kinase  B4G0K4_MAIZE 
B6STH5_MAIZE 
Q8LLS4_MAIZE 

gi|102139814| phosphoglycerate kinase B4G0K4_MAIZE 
B6STH5_MAIZE 
Q8LLS4_MAIZE 

gi|11134148| Phosphoglycerate kinase, chloroplastic B6STH5_MAIZE 
B4G0K4_MAIZE 
Q8LLS4_MAIZE 

gi|15223484| phosphoglycerate kinase B6STH5_MAIZE 
B4G0K4_MAIZE 
Q8LLS4_MAIZE 

gi|73808562| putative phosphoglycerate kinase  B6STH5_MAIZE 
B4G0K4_MAIZE 
Q8LLS4_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|3738259| cytosolic phosphoglycerate kinase 1  B4G0K4_MAIZE 
B6STH5_MAIZE 
Q8LLS4_MAIZE 

gi|77540216| triosephosphate isomerase  B4FNW1_MAIZE 
B6SMQ5_MAIZE 
B6T2R0_MAIZE 
B4F820_MAIZE 
B4FDF4_MAIZE 

gi|12585330|Phosphoglucomutase, cytoplasmic B4FAE5_MAIZE 
PGMC2_MAIZE 

gi|15227981| fructose-bisphosphate aldolase B4FAL9_MAIZE 
B4FWP0_MAIZE 
B6UE86_MAIZE 

gi|10800924| fructose-bisphosphate aldolase  B4FWP0_MAIZE 
B4FAL9_MAIZE 
B6UE86_MAIZE 

gi|15228667| GDH3 (GLUTAMATE DEHYDROGENASE 3) B4F9J5_MAIZE 
B4FFP2_MAIZE 

gi|59668638| glutamate dehydrogenase 1  B4F9J5_MAIZE 
B4FFP2_MAIZE 

gi|10946357| cytosolic glutamine synthetase GSbeta1  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|2073448| glutamine synthetase  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|60101357| glutamine synthetase  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|12802875| glutamine synthetase  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|4138351| glutamine synthetase  B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|729590| Glutamine synthetase B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|60326677| chloroplast glutamine synthetase  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|5813774| cytosolic glutamine synthetase  B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|30692028| cytosolic glutamine synthetase  B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|4884972| cytosolic glutamine synthetase  B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|26451067| putative glutamine synthetase  B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|121333| Glutamine synthetase root isozyme A B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|66912123| cytosolic glutamine synthetase 1 B4F9A2_MAIZE 
B4G1P1_MAIZE 
B4FR61_MAIZE 
GLNA4_MAIZE 

gi|12963877| glutamine synthetase GS2  B4FR61_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4F9A2_MAIZE 

gi|121345| Glutamine synthetase PR-2 B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 
B4G1P1_MAIZE 
GLNA4_MAIZE 
B4FR61_MAIZE 
B4F9A2_MAIZE 

gi|29367547| adenosine kinase-like protein  B4FFH8_MAIZE 

gi|23928436| putative cytidine deaminase  A1YLY4_MAIZE 
B6UC30_MAIZE 
B4FE54_MAIZE 

gi|16417597| inosine-5'-monophosphate dehydrogenase-like protein  B6SKW5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|6435320| nucleoside diphosphate kinase  B6TKC5_MAIZE 
B6TMG4_MAIZE 
B4G0R1_MAIZE 
B4FK49_MAIZE 
B6TG38_MAIZE 

gi|26245395| nucleoside diphosphate kinase  B4FK49_MAIZE 
B4G0R1_MAIZE 
B6TKC5_MAIZE 
B6TMG4_MAIZE 
B6TG38_MAIZE 

gi|92878321| NAD-binding site; Nucleotide sugar epimerase  B4FP94_MAIZE 
B6TY47_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B6SHM4_MAIZE 
B6TIL4_MAIZE 
B4FUF3_MAIZE 
B4FBC2_MAIZE 
B6U0P4_MAIZE 
B6TMJ8_MAIZE 

gi|21594350| putative dTDP-glucose 4-6-dehydratase  B4FUF3_MAIZE 
B4FAG0_MAIZE 
B4FF24_MAIZE 
B4FP94_MAIZE 
B6TY47_MAIZE 
B6SHM4_MAIZE 

gi|15222639| 6-phosphogluconate dehydrogenase family protein  B4FSV6_MAIZE 
B6TX10_MAIZE 
O81237_MAIZE 
Q9SBJ3_MAIZE 

gi|13936693| plastidic 6-phosphogluconate dehydrogenase  B4FSV6_MAIZE 
B6TX10_MAIZE 
O81237_MAIZE 
Q9SBJ3_MAIZE 

gi|7431264| phosphogluconate dehydrogenase (decarboxylating)  B4FSV6_MAIZE 
O81237_MAIZE 
B6TX10_MAIZE 
Q9SBJ3_MAIZE 

gi|18411711| transketolase, putative  TKTC_MAIZE 
B4G177_MAIZE 

gi|92878847| Transketolase, C-terminal-like  TKTC_MAIZE 
B4G177_MAIZE 

gi|3559814| transketolase 1  TKTC_MAIZE 
B4G177_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15982660| ferritin  FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 

gi|170078| ferritin light chain precursor  FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 

gi|417006| Ferritin-1, chloroplastic FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 

gi|120532| Ferritin-1, chloroplastic FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 

gi|29839388| Ferritin-2, chloroplastic FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 
FRI1_MAIZE 
B4FRL5_MAIZE 
B6T7K9_MAIZE 

gi|1170031| Glutamate-1-semialdehyde 2,1-aminomutase, chloroplastic B6TPE4_MAIZE 
B4F8U6_MAIZE 
B6TUB6_MAIZE 
B6U6Q5_MAIZE 

gi|4127862| glyoxalase I  B6SGV9_MAIZE 
B6TBM0_MAIZE 
B6TPH0_MAIZE 
B6TPH0_MAIZE 

gi|20469| malic enzyme  B6UDG4_MAIZE 
B6TVG1_MAIZE 
O50015_MAIZE 
Q9ZRH5_MAIZE 
B4FAR3_MAIZE 

gi|510876| NADP dependent malic enzyme  B6UDG4_MAIZE 
B6TVG1_MAIZE 
O50015_MAIZE 
Q9ZRH5_MAIZE 
B4FAR3_MAIZE 

gi|92872649| Malic oxidoreductase  B6UDG4_MAIZE 
B6TVG1_MAIZE 
O50015_MAIZE 
Q9ZRH5_MAIZE 
B4FAR3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2150027| NADP-malic enzyme  B6UDG4_MAIZE 
B6TVG1_MAIZE 
O50015_MAIZE 
Q9ZRH5_MAIZE 
B4FAR3_MAIZE 

gi|59042884| E1 alpha subunit of pyruvate dehydrogenase  Q9ZQY0_MAIZE 
B6TD83_MAIZE 
B4FML9_MAIZE 
B4F8B8_MAIZE 

gi|46390562| putative pyruvate dehydrogenase E1 alpha subunit  B6TD83_MAIZE 
Q9ZQY0_MAIZE 
B4FML9_MAIZE 
B4F8B8_MAIZE 

gi|77557068| Pyruvate dehydrogenase E1 component beta subunit B6TQ36_MAIZE 
B6T565_MAIZE 
B6TKX6_MAIZE 
Q9ZQY2_MAIZE 

gi|1709454| Pyruvate dehydrogenase E1 component subunit beta, mitochondrial Q9ZQY2_MAIZE 
B6TKX6_MAIZE 
B6TQ36_MAIZE 
B6T565_MAIZE 

gi|24636262| Phosphoenolpyruvate carboxylase CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|399182| Phosphoenolpyruvate carboxylase, housekeeping isozyme CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|1705587| Phosphoenolpyruvate carboxylase CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|1168761| Phosphoenolpyruvate carboxylase CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|23503556| phosphoenolpyruvate carboxylase  CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|51574151| phosphoenolpyruvate carboxylase 4 CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|1870188| phosphoenolpyruvate-carboxylase  CAPP2_MAIZE 
Q9SAZ6_MAIZE 

gi|30694242| 2-oxoglutarate dehydrogenase E1 component B6SWF8_MAIZE 

gi|15239128| 2-oxoglutarate dehydrogenase E1 component B6SWF8_MAIZE 

gi|29027432| aconitase  B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|34851120| putative aconitase  B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B6TYJ6_MAIZE 
B4FG11_MAIZE 

gi|3309243| aconitase-iron regulated protein 1  B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 

gi|30678219| aconitate hydratase, cytoplasmic B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 

gi|1351856| Aconitate hydratase, cytoplasmic B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 

gi|18416900| aconitate hydratase, cytoplasmic B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 

gi|15233349| aconitate hydratase, cytoplasmic  B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B4FG11_MAIZE 
B6TYJ6_MAIZE 

gi|84468314| putative cytoplasmic aconitate hydratase  B4FIT6_MAIZE 
B6SRL2_MAIZE 

gi|40253814| putative Aconitate hydratase  B6SRL2_MAIZE 
B4FIT6_MAIZE 
B6SZD6_MAIZE 
B6TYJ6_MAIZE 
B4FG11_MAIZE 

gi|15919087| ATP citrate lyase a-subunit  B6U233_MAIZE 
B6TH57_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92871491| Dihydrolipoamide succinyltransferase  B6TUA2_MAIZE 
Q9SWR9_MAIZE 
B4G1C9_MAIZE 
B4FUZ2_MAIZE 
B6TRW8_MAIZE 
B6SJN5_MAIZE 
B4FQH0_MAIZE 
B6TEB5_MAIZE 

gi|1708401| Isocitrate dehydrogenase [NADP] B4FN97_MAIZE 
B4G249_MAIZE 

gi|2497259| Isocitrate dehydrogenase [NADP] B4FN97_MAIZE 
B4G249_MAIZE 

gi|15218869| isocitrate dehydrogenase, putative / NADP+ isocitrate dehydrogenase, 
putative  

B4FN97_MAIZE 
B4G249_MAIZE 

gi|5929964| malate dehydrogenase  B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 
B4FZW5_MAIZE 
B4FFV3_MAIZE 
B4FG53_MAIZE 

gi|52851186| malate dehydrogenase  MDHC_MAIZE 
B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 

gi|27462764| malate dehydrogenase  MDHC_MAIZE 
B4FRJ1_MAIZE 

gi|7431174| malate dehydrogenase  B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 
B4FZW5_MAIZE 
B4FFV3_MAIZE 
B4FG53_MAIZE 

gi|42521311| cytosolic malate dehydrogenase  MDHC_MAIZE 
B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 

gi|15232468| malate dehydrogenase (NAD), mitochondrial B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 
B4FZW5_MAIZE 
B4FFV3_MAIZE 
B4FG53_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|515759| malate dehydrogenase (NADP+) B6UDG4_MAIZE 
B6TVG1_MAIZE 
O50015_MAIZE 
Q9ZRH5_MAIZE 
B4FAR3_MAIZE 

gi|7431173| malate dehydrogenase  B4FFV3_MAIZE 
B4FG53_MAIZE 
B4FZW5_MAIZE 
B4FRJ1_MAIZE 
B4FVH1_MAIZE 
B4FZU8_MAIZE 
B6T5Z1_MAIZE 
MDHC_MAIZE 

gi|46805298| putative NAD-dependent isocitrate dehydrogenase  B4FRW8_MAIZE 
B4FYN6_MAIZE 
B4FID6_MAIZE 
B6TJM1_MAIZE 
B4FAD4_MAIZE 
B6THR9_MAIZE 
B6TVD6_MAIZE 

gi|28974496| NAD-dependent isocitrate dehydrogenase alpha subunit  B6TJM1_MAIZE 
B4FAD4_MAIZE 
B4FRW8_MAIZE 
B4FYN6_MAIZE 
B4FID6_MAIZE 
B6TVD6_MAIZE 
B6THR9_MAIZE 

gi|3747089| NADP-dependent isocitrate dehydrogenase  B4FN97_MAIZE 
B4G249_MAIZE 

gi|82941453| NADP-isocitrate dehydrogenase  B4FN97_MAIZE 
B4G249_MAIZE 

gi|108707242| Phosphoenolpyruvate carboxykinase, putative PEPCK_MAIZE 

gi|22328084| PCK2 (PHOSPHOENOLPYRUVATE CARBOXYKINASE 2) PEPCK_MAIZE 

gi|1172571| Phosphoenolpyruvate carboxykinase [ATP] PEPCK_MAIZE 

gi|15240075| SDH1-1; ATP binding / succinate dehydrogenase  B6U124_MAIZE 

gi|6225816| Delta-1-pyrroline-5-carboxylate synthetas B6T989_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15131692| putative aminoaldehyde dehydrogenase  Q53CF4_MAIZE 
Q8S531_MAIZE 
Q43274_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B4FUA7_MAIZE 
B6SXW4_MAIZE 
Q8W0Q2_MAIZE 

gi|3915111| Trans-cinnamate 4-monooxygenase B4FQS9_MAIZE 
B4FQH2_MAIZE 
B4FDS5_MAIZE 

gi|62433284| BiP  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|13398537| BiP-isoform D  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B4FSP6_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|15217459| calreticulin 2 (CRT2)  Q43712_MAIZE 
B6TNF1_MAIZE 
B4FAK8_MAIZE 

gi|11131838| Calreticulin precursor Q43712_MAIZE 
B4FAK8_MAIZE 
B6TNF1_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11131949| Calreticulin Q43712_MAIZE 
B6TNF1_MAIZE 
B4FAK8_MAIZE 

gi|92879647| Concanavalin A-like lectin/glucanase  B4FAK8_MAIZE 
B6TNF1_MAIZE 
Q43712_MAIZE 

gi|38154493| molecular chaperone Hsp90-2  HSP82_MAIZE 
B6TB25_MAIZE 
B6U0V6_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 

gi|3819164| cytosolic chaperonin, delta-subunit  B4F8V9_MAIZE 
B6TVY4_MAIZE 
B4FS49_MAIZE 
B6TKY3_MAIZE 
B6T8X5_MAIZE 
B4FBP0_MAIZE 
B6UCD0_MAIZE 
B4FF57_MAIZE 
B6TJR6_MAIZE 

gi|37495459| cytosolic chaperonin delta-subunit  B4F8V9_MAIZE 
B6TVY4_MAIZE 
B4FS49_MAIZE 
B6TKY3_MAIZE 
B6T8X5_MAIZE 
B6UCD0_MAIZE 
B4FBP0_MAIZE 
B4FF57_MAIZE 
B6TJR6_MAIZE 

gi|15242093| chaperonin, putative  B6T8X5_MAIZE 
B4FBP0_MAIZE 
B6TKY3_MAIZE 
B4FS49_MAIZE 
B4F8V9_MAIZE 
B6UCD0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 
CH61_MAIZE 
CH62_MAIZE 
B6SH83_MAIZE 
B6U280_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|18396719| chaperonin, putative  B6TJR6_MAIZE 
B6UCD0_MAIZE 
B4F8V9_MAIZE 
B6TKY3_MAIZE 
B4FBP0_MAIZE 
B6T8X5_MAIZE 
B4FS49_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 

gi|15240317| chaperonin, putative  B6UCD0_MAIZE 
B4FBP0_MAIZE 
B4FS49_MAIZE 
B6TKY3_MAIZE 
B6T8X5_MAIZE 
B4F8V9_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|15232923|chaperonin B4FF57_MAIZE 
B6T8X5_MAIZE 
B6TKY3_MAIZE 
B6UCD0_MAIZE 
B4FS49_MAIZE 
B4FBP0_MAIZE 
B4F8V9_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|12544| chaperonin 60  CH62_MAIZE 
CH61_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 

gi|47496904| putative chaperonin containing TCP1, subunit 3 (gamma)  B6UCD0_MAIZE 
B4FS49_MAIZE 
B4FBP0_MAIZE 
B6TKY3_MAIZE 
B4FF57_MAIZE 
B4F8V9_MAIZE 
B6T8X5_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|461736| Chaperonin CPN60-2, mitochondrial CH62_MAIZE 
CH61_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 

gi|53793115| putative CCT chaperonin gamma subunit  B6UCD0_MAIZE 
B4FBP0_MAIZE 
B4FS49_MAIZE 
B6TKY3_MAIZE 
B6T8X5_MAIZE 
B4FF57_MAIZE 
B4F8V9_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|92882356| GroEL-like chaperone, ATPase  CH61_MAIZE 
CH62_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 

gi|22242| chaperonin hsp60  CH61_MAIZE 
CH62_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 

gi|806808| chaperonin precursor  B6SH83_MAIZE 
Q6B7Q9_MAIZE 
B6SXW8_MAIZE 
CH62_MAIZE 
CH61_MAIZE 
B6U280_MAIZE 
B4FMM3_MAIZE 
B4FS49_MAIZE 

gi|289365| 60-kDa chaperonin-60 alpha-polypeptide precursor B6SXW8_MAIZE 
B6SH83_MAIZE 
CH62_MAIZE 
CH61_MAIZE 
Q6B7Q9_MAIZE 
B4FMM3_MAIZE 
B6U280_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|50355737| putative  DnaJ like protein  O65160_MAIZE 
B6TJQ8_MAIZE 
B6U275_MAIZE 
B4FT54_MAIZE 
B4FT54_MAIZE 
B4F810_MAIZE 
B4F810_MAIZE 
B4FBV4_MAIZE 
B6SLS6_MAIZE 
B4FW32_MAIZE 

gi|77556853| dnaK protein  B6SZ69_MAIZE 
B6SZ69_MAIZE 
B6T2Q6_MAIZE 
HSP70_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B4FSP6_MAIZE 
B4FSP6_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B6UGG5_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
Q5EBY7_MAIZE 

gi|41052822| putative dnaK-type molecular chaperone BiP  B4FWJ8_MAIZE 
B4FW90_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|11277127| dnaK-type molecular chaperone BiP precursor  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|7441870| dnaK-type molecular chapreone BiP-B  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|629641| dnaK-type molecular chaperone HSC71.0 B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|99913| dnaK-type molecular chaperone hsp70  B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|46805772| putative dnaK-type molecular chaperone precursor  B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|285407| dnaK-type molecular chaperone SCE70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|34897924| putative chaperonin 60 beta precursor  B6SH83_MAIZE 
Q6B7Q9_MAIZE 
B6SXW8_MAIZE 
CH62_MAIZE 
CH61_MAIZE 
B6U280_MAIZE 
B4FMM3_MAIZE 

gi|92882357| GroEL-like chaperone, ATPase  CH62_MAIZE 
CH61_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 

gi|92891163| Protein kinase; GroEL-like chaperone, ATPase  B6T8X5_MAIZE 
B4FBP0_MAIZE 
B6TKY3_MAIZE 
B4F8V9_MAIZE 
B4FS49_MAIZE 
B6UCD0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 
CH61_MAIZE 
CH62_MAIZE 
B6U280_MAIZE 
B6SH83_MAIZE 

gi|23477636| Grp94  B6U0V6_MAIZE 
B6U0V6_MAIZE 
HSP82_MAIZE 
B6TB25_MAIZE 
B6TB25_MAIZE 
B6UCZ5_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|399940| Heat shock 70 kDa protein, mitochondrial B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|27476086| Putative heat shock 70 KD protein, mitochondrial  B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|3023068| heat shock 70kD protein  HSP70_MAIZE 
B6T2Q6_MAIZE 
B6SZ69_MAIZE 
B4FRL9_MAIZE 
B4FSP6_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6UGG5_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|108707472| Heat shock cognate 70 kDa protein, putative B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|15241847| heat shock cognate 70 kDa protein 2  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 

gi|15232682| heat shock cognate 70 kDa protein 3  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|45331285| 70 kDa heat shock cognate protein 3  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 

gi|45331281| 70 kDa heat shock cognate protein 1  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|45331283| 70 kDa heat shock cognate protein 2  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|26985223| cell-autonomous heat shock cognate protein 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|2655420| heat shock cognate protein HSC70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|22636| 70 kDa heat shock protein  B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|6969976| high molecular weight heat shock protein  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|15220026| HSP91; ATP binding  B6U237_MAIZE 
B6SV64_MAIZE 
B4FLU9_MAIZE 
B6SZ69_MAIZE 
B4FSP6_MAIZE 
HSP70_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
Q5EBY7_MAIZE 
B6SP66_MAIZE 

gi|24637539| heat shock protein 60  CH61_MAIZE 
CH62_MAIZE 
B4FMM3_MAIZE 
B6SH83_MAIZE 
B6SXW8_MAIZE 
Q6B7Q9_MAIZE 
B6U280_MAIZE 
B6T8X5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|6911553| heat shock protein 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 

gi|6911551| heat shock protein 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|81157945| heat shock protein 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|19878| heat shock protein 70  B6SZ69_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
HSP70_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6UGG5_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6TFA7_MAIZE 

gi|6911549| | heat shock protein 70  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|1143427| heat shock protein 70  B6UFB3_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FSP6_MAIZE 
B6U4N6_MAIZE 
Q5EBY7_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|30699465|ref| heat shock protein 70 B6U237_MAIZE 
B6SV64_MAIZE 
B4FLU9_MAIZE 
B6SZ69_MAIZE 
B4FSP6_MAIZE 
HSP70_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B4FRL9_MAIZE 
B6UGG5_MAIZE 
B6T2Q6_MAIZE 
B6UFB3_MAIZE 
Q5EBY7_MAIZE 

gi|38325815| heat shock protein 70-3  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 

gi|4204859| heat shock protein 80  HSP82_MAIZE 
B6TB25_MAIZE 
B6U0V6_MAIZE 
B6U0V6_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 

gi|84468292| putative HEAT SHOCK PROTEIN 81-2  B6TB25_MAIZE 
HSP82_MAIZE 
B6UCZ5_MAIZE 
B6U0V6_MAIZE 
B6U0V6_MAIZE 
B6TJR0_MAIZE 

gi|42407751| heat shock protein 82  HSP82_MAIZE 
B6TB25_MAIZE 
B6U0V6_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1708314| Heat shock protein 83 HSP82_MAIZE 
B6TB25_MAIZE 
B6UCZ5_MAIZE 
B6U0V6_MAIZE 
B6U0V6_MAIZE 
B6TJR0_MAIZE 

gi|18855040| heat shock protein 90  B6U0V6_MAIZE 
HSP82_MAIZE 
HSP82_MAIZE 
B6TB25_MAIZE 
B6TB25_MAIZE 
B6UCZ5_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 

gi|19256| heat shock protein cognate 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 

gi|29124135| heat shock protein cognate 70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|87241037| Heat shock protein Hsp70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|92893803| Heat shock protein Hsp70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6U4A3_MAIZE 
B6UFB3_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|56554815| heat shock protein hsp70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6SV64_MAIZE 
B6U237_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15231505| ATP binding / unfolded protein binding  B6UCZ5_MAIZE 
B6U0V6_MAIZE 
HSP82_MAIZE 
B6TB25_MAIZE 
B6TJR0_MAIZE 

gi|7595796| putative heat-shock protein 90  B6U0V6_MAIZE 
HSP82_MAIZE 
B6TB25_MAIZE 

gi|762844| Hsc70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|2827002| HSP70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FWJ8_MAIZE 
B4FW90_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B4F8Q2_MAIZE 
B6U4A3_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|431144| HSP70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|47900318| putative hsp70  B6SZ69_MAIZE 
HSP70_MAIZE 
B6T2Q6_MAIZE 
B4FRL9_MAIZE 
B4FW90_MAIZE 
B4FWJ8_MAIZE 
Q5EBY7_MAIZE 
B4FSP6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 
B6TFA7_MAIZE 

gi|2098793| HSP70-related protein  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6SZ69_MAIZE 
Q5EBY7_MAIZE 
HSP70_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 

gi|7269269| HSP90-like protein  B6U0V6_MAIZE 
HSP82_MAIZE 
HSP82_MAIZE 
B6TB25_MAIZE 
B6TB25_MAIZE 
B6UCZ5_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15241844| BIP1; ATP binding  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|38154482| molecular chaperone Hsp90-1  HSP82_MAIZE 
B6TB25_MAIZE 
B6U0V6_MAIZE 
B6UCZ5_MAIZE 
B6TJR0_MAIZE 

gi|1587206| T complex protein B4FS49_MAIZE 
B4F8V9_MAIZE 
B6T8X5_MAIZE 
B6UCD0_MAIZE 
B6TKY3_MAIZE 
B4FBP0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|53791802| putative T complex protein  B4FS49_MAIZE 
B4F8V9_MAIZE 
B6T8X5_MAIZE 
B6UCD0_MAIZE 
B6TKY3_MAIZE 
B4FBP0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 
B6U280_MAIZE 
B6SH83_MAIZE 

gi|24371053| t-complex polypeptide 1  B6TKY3_MAIZE 
B4FBP0_MAIZE 
B6T8X5_MAIZE 
B4F8V9_MAIZE 
B6UCD0_MAIZE 
B4FS49_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92884705| T-complex protein 1, alpha subunit  B6TKY3_MAIZE 
B4FBP0_MAIZE 
B6T8X5_MAIZE 
B4FS49_MAIZE 
B4F8V9_MAIZE 
B6UCD0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|4206124| T-complex protein 1 epsilon subunit  B4FS49_MAIZE 
B4F8V9_MAIZE 
B6T8X5_MAIZE 
B6UCD0_MAIZE 
B4FBP0_MAIZE 
B6TKY3_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 

gi|6671939| putative T-complex protein 1, ETA subunit  B4FBP0_MAIZE 
B6TKY3_MAIZE 
B6T8X5_MAIZE 
B6UCD0_MAIZE 
B4FS49_MAIZE 
B4F8V9_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|41469409| putative  TCP-1/cpn60 chaperonin family protein  B6TJR6_MAIZE 
B4F8V9_MAIZE 
B6UCD0_MAIZE 
B6TKY3_MAIZE 
B4FBP0_MAIZE 
B4FS49_MAIZE 
B6T8X5_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 

gi|50428682| putative TCP-1/cpn60 chaperonin family protein  B6T8X5_MAIZE 
B4FBP0_MAIZE 
B6TKY3_MAIZE 
B4FS49_MAIZE 
B4F8V9_MAIZE 
B6UCD0_MAIZE 
B4FF57_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 
CH61_MAIZE 
CH62_MAIZE 
B6SH83_MAIZE 
B6U280_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|92882240| ATPase; 26S proteasome subunit P45  B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B6T2S0_MAIZE 
B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B6TDT1_MAIZE 
B4FTV9_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 

gi|23237804| aspartic proteinase 5  B6T706_MAIZE 
B6TSQ9_MAIZE 
B6TY21_MAIZE 

gi|461753| ATP-dependent Clp protease ATP-binding subunit clpC homolog, 
chloroplastic 

Q9S822_MAIZE 
B4FL89_MAIZE 
B4FEB1_MAIZE 
B6TZH2_MAIZE 

gi|92870181| Flagellar motor switch protein FliG-like  B4FLQ8_MAIZE 
B4FUK9_MAIZE 

gi|13959067| mitochondrial processing peptidase  B4F932_MAIZE 
B6TG70_MAIZE 
B4FR35_MAIZE 
B4FSZ7_MAIZE 
B6SVV8_MAIZE 

gi|12802327| mitochondrial processing peptidase beta subunit  B6TG70_MAIZE 
B4F932_MAIZE 
B4FR35_MAIZE 
B4FSZ7_MAIZE 
B6SVV8_MAIZE 

gi|28436479| putative polyubiquitin  B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|18398638| protein binding  B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 

gi|92889456| 20S proteasome, A and B subunits  B4FZ41_MAIZE 
B4FRQ7_MAIZE 
B6SMN8_MAIZE 

gi|92891578| 20S proteasome, A and B subunits  B4FRQ7_MAIZE 
B6SMN8_MAIZE 
B4FRJ3_MAIZE 
B4FNK1_MAIZE 
B4FZ41_MAIZE 

gi|15220930| RPT1A (REGULATORY PARTICLE TRIPLE-A 1A) B4FQJ6_MAIZE 
B4FSF1_MAIZE 
B4FTV9_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B6TDT1_MAIZE 
B6T2S0_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15237159| RPT3 (REGULATORY PARTICLE TRIPLE-A ATPASE 3) B6TDT1_MAIZE 
B6T2S0_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B4FTV9_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 
B6T9J2_MAIZE 

gi|18420092| RPT6A (REGULATORY PARTICLE TRIPLE-A ATPASE 6A) B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B6T2S0_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FTV9_MAIZE 
B6TDT1_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 

gi|15230005| RPT5A (REGULATORY PARTICLE TRIPLE-A ATPASE 5A) B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B6T2S0_MAIZE 
B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B6TDT1_MAIZE 
B4FTV9_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 

gi|24745880| 26S proteasome AAA-ATPase subunit RPT4a  B4FTV9_MAIZE 
B4FSF1_MAIZE 
B4FQJ6_MAIZE 
B6T2S0_MAIZE 
B6TDT1_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B4FY92_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 
B6U249_MAIZE 
B6T9J2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15238554| PAA1 (PROTEASOME ALPHA SUBUNIT A 1) B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
A3FMB9_MAIZE 
B4F822_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
B4FFJ8_MAIZE 
B6TAJ3_MAIZE 
B4FAR8_MAIZE 
B4FDY6_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B6TKD6_MAIZE 
B4FU37_MAIZE 

gi|15219317| 20S proteasome alpha subunit B, putative  B4FFX7_MAIZE 
B6T969_MAIZE 
B4F822_MAIZE 
A3FMB9_MAIZE 
B6T504_MAIZE 
B6TJB6_MAIZE 
B4FFJ8_MAIZE 
B4FDY6_MAIZE 
B4FAR8_MAIZE 
Q9FER4_MAIZE 
B4F7U0_MAIZE 
B6TAJ3_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 

gi|15233268| PAC1; endopeptidase/ peptidase/ threonine-type endopeptidase [ B4FDY6_MAIZE 
B4FAR8_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
A3FMB9_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6TAJ3_MAIZE 
B6UFQ0_MAIZE 
B6UCR8_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|76160964| proteasome, alpha subunit-like protein  A3FMB9_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B4FAR8_MAIZE 
B4FDY6_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6TAJ3_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 
B6UFQ0_MAIZE 
B6UCR8_MAIZE 

gi|21553663| putative 20S proteasome beta subunit PBC2  B4FZ41_MAIZE 
B4FRQ7_MAIZE 
B6SMN8_MAIZE 

gi|7435893| proteasome endopeptidase complex  B4FRJ3_MAIZE 
B4FNK1_MAIZE 
B4FJY5_MAIZE 
B4FTB5_MAIZE 
B4FI86_MAIZE 

gi|12230970| Probable 26S proteasome non-ATPase regulatory subunit 3 B6TBG8_MAIZE 
B4FQZ2_MAIZE 

gi|3914467| Probable 26S proteasome non-ATPase regulatory subunit 3 B6TBG8_MAIZE 
B4FQZ2_MAIZE 

gi|30316389| Probable 26S proteasome non-ATPase regulatory subunit 3a B6TBG8_MAIZE 
B4FQZ2_MAIZE 

gi|15235889| PBA1; endopeptidase/ peptidase/ threonine-type endopeptidase  B4FNK1_MAIZE 
B4FRJ3_MAIZE 
B4FJY5_MAIZE 
B4FTB5_MAIZE 
B4FI86_MAIZE 

gi|27573351| putative proteasome regulatory non-ATPase subunit  B6TBF5_MAIZE 

gi|34394724| 26S proteasome regulatory particle non-ATPase subunit12  B4FCY9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|47497255| 26S proteasome regulatory particle triple-A ATPase subunit1  B4FQJ6_MAIZE 
B4FSF1_MAIZE 
B4FTV9_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B6T2S0_MAIZE 
B6TDT1_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 

gi|17298147| 26S proteasome regulatory particle triple-A ATPase subunit4b  B4FTV9_MAIZE 
B4FQJ6_MAIZE 
B4FSF1_MAIZE 
B6T2S0_MAIZE 
B6TDT1_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B4FY92_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 

gi|14594927| putative beta 3 proteasome subunit  B4FZ41_MAIZE 
B4FRQ7_MAIZE 
B6SMN8_MAIZE 

gi|14594931| putative beta5 proteasome subunit  B4FI86_MAIZE 
B4FNK1_MAIZE 
B4FRJ3_MAIZE 
B4FJY5_MAIZE 

gi|12229921| Proteasome subunit alpha type 2  B4FFX7_MAIZE 
B6T969_MAIZE 
B4F822_MAIZE 
A3FMB9_MAIZE 
B4FFJ8_MAIZE 
B6T504_MAIZE 
B6TJB6_MAIZE 
B4FDY6_MAIZE 
B4FAR8_MAIZE 
Q9FER4_MAIZE 
B4F7U0_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B6TAJ3_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|3914431| Proteasome subunit alpha type-3 B6TKD6_MAIZE 
B6UFQ0_MAIZE 
B6UCR8_MAIZE 
B4FU37_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
B4FFX7_MAIZE 
B6T969_MAIZE 
B6TAJ3_MAIZE 
B4FAR8_MAIZE 
B4FDY6_MAIZE 
Q9FER4_MAIZE 
A3FMB9_MAIZE 
B4F7U0_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 

gi|12229923| Proteasome subunit alpha type-5 B6TJB6_MAIZE 
B6T504_MAIZE 
B4FDY6_MAIZE 
B4FAR8_MAIZE 
B6T969_MAIZE 
A3FMB9_MAIZE 
B4FFX7_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B6TAJ3_MAIZE 
B6TKD6_MAIZE 
B4FU37_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B4FI86_MAIZE 
B4FJY5_MAIZE 
B4FTB5_MAIZE 

gi|12229948| Proteasome subunit alpha type-6 B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6T969_MAIZE 
A3FMB9_MAIZE 
B4FFX7_MAIZE 
B4F822_MAIZE 
B6T504_MAIZE 
B4FFJ8_MAIZE 
B6TJB6_MAIZE 
B6TAJ3_MAIZE 
B4FAR8_MAIZE 
B4FDY6_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|12229897| Proteasome subunit alpha type-6 B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
A3FMB9_MAIZE 
B4F822_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
B4FFJ8_MAIZE 
B4FAR8_MAIZE 
B4FDY6_MAIZE 
B6TAJ3_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B6TKD6_MAIZE 
B4FU37_MAIZE 

gi|12229936| Proteasome subunit alpha type-7 A3FMB9_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B4FDY6_MAIZE 
B4FAR8_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6TAJ3_MAIZE 
B4FU37_MAIZE 
B6UFQ0_MAIZE 
B6TKD6_MAIZE 
B6UCR8_MAIZE 

gi|46917379| 26S proteasome subunit AtRPT2a  B6T2S0_MAIZE 
B6TDT1_MAIZE 
B4FSV5_MAIZE 
B4FBJ7_MAIZE 
B4FSF1_MAIZE 
B4FTV9_MAIZE 
B6T9J2_MAIZE 
B4FQJ6_MAIZE 
B6T8X9_MAIZE 
B4FZM3_MAIZE 
B4FSH3_MAIZE 
B6T3Y2_MAIZE 

gi|17380185| Proteasome subunit beta type-1 B4FRQ7_MAIZE 
B6SMN8_MAIZE 
B4FZ41_MAIZE 
B4FRJ3_MAIZE 
B4FNK1_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|17380214| Proteasome subunit beta type-3 B4FZ41_MAIZE 
B4FRQ7_MAIZE 
B6SMN8_MAIZE 

gi|3914430| Proteasome subunit beta type-5 B4FI86_MAIZE 
B4FNK1_MAIZE 
B4FRJ3_MAIZE 
B4FJY5_MAIZE 
B4FTB5_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 

gi|92867387| AAA ATPase, central region; 26S proteasome subunit P45  B6TDT1_MAIZE 
B6T2S0_MAIZE 
B4FQJ6_MAIZE 
B4FBJ7_MAIZE 
B4FSV5_MAIZE 
B4FSF1_MAIZE 
B4FTV9_MAIZE 
B4FZM3_MAIZE 
B6T8X9_MAIZE 
B6T3Y2_MAIZE 
B4FSH3_MAIZE 
B6T9J2_MAIZE 

gi|32700044| 26S proteasome subunit RPN11  B4FLQ8_MAIZE 
B4FUK9_MAIZE 

gi|32700020| 26S proteasome subunit RPN5b  B6TBF5_MAIZE 

gi|32700034| 26S proteasome subunit RPN8a  B4FS63_MAIZE 
B4FRD9_MAIZE 

gi|92898669| Proteasome/cyclosome, regulatory subunit  B4G120_MAIZE 

gi|77999303| proteasome-like protein alpha subunit  B4FDY6_MAIZE 
B4FAR8_MAIZE 
B6TJB6_MAIZE 
B6T504_MAIZE 
A3FMB9_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B6T969_MAIZE 
B4FFX7_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B6TAJ3_MAIZE 
B6UFQ0_MAIZE 
B6UCR8_MAIZE 
B4FU37_MAIZE 
B6TKD6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|33323472| ubiquitin  B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 

gi|9280231| ubiquitin specific protease; queuine tRNA-ribosyltransferase  B6T6V5_MAIZE 

gi|71040675| ubiquitin-conjugating enzyme 1  B4FPA1_MAIZE 
B6T1X2_MAIZE 
B6SIC6_MAIZE 
B4FCQ9_MAIZE 
B6SIU1_MAIZE 
B4FA99_MAIZE 
B6TNG3_MAIZE 
B4FIK1_MAIZE 
B4FFL4_MAIZE 
B6UHU0_MAIZE 
O24560_MAIZE 
O22656_MAIZE 
B4FNT2_MAIZE 
B4FIY7_MAIZE 
B4FMX0_MAIZE 

gi|42565077| UBP7; ubiquitin thiolesterase/ ubiquitin-specific protease  B6T6V5_MAIZE 

gi|77551602| Ubiquitin carboxyl-terminal hydrolase family protein B4FHY8_MAIZE 
B4FGT6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|433970| polyubiquitin  B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
Q6LCT7_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 
B6SIL9_MAIZE 

gi|30681938| UBP13, ubiquitin thiolesterase/ ubiquitin-specific protease  B4FHY8_MAIZE 
B4FGT6_MAIZE 

gi|1944342| cysteine proteinase inhibitor  B4FV48_MAIZE 
P93627_MAIZE 
Q4FZ53_MAIZE 
B6TMF0_MAIZE 

gi|17981611| cyclophilin  B4FZZ2_MAIZE 
B6SRE7_MAIZE 
B6TIP7_MAIZE 
B6TCE9_MAIZE 
B6TBT3_MAIZE 
B6TYW9_MAIZE 
B4FUB5_MAIZE 
B6TH00_MAIZE 
B6TK89_MAIZE 

gi|62728587| cyclophilin  B4FZZ2_MAIZE 
B6SRE7_MAIZE 
B6TIP7_MAIZE 
B6TCE9_MAIZE 
B6TBT3_MAIZE 
B4FUB5_MAIZE 
B6TYW9_MAIZE 
B6TH00_MAIZE 
B6TK89_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|829119| cyclophilin  B4FZZ2_MAIZE 
B6SRE7_MAIZE 
B6TIP7_MAIZE 
B6TCE9_MAIZE 
B6TBT3_MAIZE 
B6TYW9_MAIZE 
B4FUB5_MAIZE 
B6TH00_MAIZE 
B6TK89_MAIZE 

gi|41387718| putative cyclophilin  B4FZZ2_MAIZE 
B6SRE7_MAIZE 
B6TIP7_MAIZE 
B6TCE9_MAIZE 
B6TBT3_MAIZE 
B6TYW9_MAIZE 
B4FUB5_MAIZE 
B6TH00_MAIZE 
B6TK89_MAIZE 

gi|49257111| protein disufide isomerase-like protein  B6TMB2_MAIZE 
Q5EUD6_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
B6TM50_MAIZE 
B6TM50_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|266743| Protein disulfide-isomerase Q5EUE1_MAIZE 
Q5EUE0_MAIZE 
Q5EUD8_MAIZE 
Q5EUD9_MAIZE 
Q5EUD0_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
B6TM50_MAIZE 

gi|49257109| protein disulfide isomerase-like protein  Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUD8_MAIZE 
Q5EUD9_MAIZE 
Q5EUD0_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
B6TM50_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|49257113| protein disulfide isomerase-like protein  B6TMB2_MAIZE 
Q5EUD6_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUE0_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUE1_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD8_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
Q5EUD9_MAIZE 
B6TM50_MAIZE 
B6TM50_MAIZE 

gi|50789207|protein disulfide isomerase-like protein  Q5EUD9_MAIZE 
Q5EUD8_MAIZE 
Q5EUD0_MAIZE 
Q5EUE1_MAIZE 
Q5EUE0_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
B6TMB2_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD6_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 
Q5EUD5_MAIZE 

gi|74272605| 40S ribosomal protein S15  B4FM69_MAIZE 
B4FQ61_MAIZE 

gi|15241316| 40S ribosomal protein S8 (RPS8A)  B4FE90_MAIZE 

gi|15221127| 60S ribosomal protein L6 (RPL6B)  B4F9G6_MAIZE 
B6SHW0_MAIZE 
B6TFG3_MAIZE 

gi|5762260| Csf-3  B4FBM9_MAIZE 

gi|92895830| Ribosomal L22e protein  B4FCK9_MAIZE 
B6THM9_MAIZE 
B6TXN7_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|17367482| 40S ribosomal protein S4 B4FMI5_MAIZE 
O22453_MAIZE 

gi|40748265| 40S ribosomal protein S5  B6SHZ1_MAIZE 
B4FB66_MAIZE 

gi|1710587| 60S acidic ribosomal protein P0 B4FWI0_MAIZE 
B4FNM4_MAIZE 

gi|77556802| 60S ribosomal protein L2, putative, expressed  B6TGT0_MAIZE 

gi|64420807| putative L24 ribosomal protein  B6TPG2_MAIZE 
O82579_MAIZE 

gi|38093738| putative ribosomal protein  B6TM40_MAIZE 
B6TB97_MAIZE 
B4FHH2_MAIZE 

gi|6093994| 60S ribosomal protein L10 B4FPT8_MAIZE 

gi|42407951| putative 60S ribosomal protein L10A (RPL10aC)  B6SIS5_MAIZE 
B6U986_MAIZE 

gi|30694822| 60S ribosomal protein L11 (RPL11D)  B4FCG9_MAIZE 
B4FFZ3_MAIZE 

gi|12054507| ribosomal protein L2  B6TGT0_MAIZE 

gi|15233226| RPL23AB (RIBOSOMAL PROTEIN L23AB) B6SLQ7_MAIZE 
B6UHJ9_MAIZE 
B4FZQ0_MAIZE 

gi|92877035| Ribosomal protein L29  B6SX73_MAIZE 
B6T2K5_MAIZE 

gi|38327504| ribosomal protein L3  B4FBM9_MAIZE 

gi|303853| ribosomal protein L3  B4FBM9_MAIZE 

gi|61740425| ribosomal protein L3  B4FBM9_MAIZE 

gi|34105770| ribosomal protein L3  B4FBM9_MAIZE 

gi|33526922| ribosomal protein L3  B4FBM9_MAIZE 

gi|42565416| ribosomal protein L3  B4FBM9_MAIZE 

gi|87162669| Ribosomal protein L30  B4F8K1_MAIZE 
B4FTW5_MAIZE 
B4FSG3_MAIZE 

gi|57471710| ribosomal protein L30  B6U9H6_MAIZE 
B6SJ19_MAIZE 

gi|13877126| ribosomal protein L32  B6T872_MAIZE 
B4FFZ7_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|13430186| ribosomal protein L33  B4G0R0_MAIZE 
B6T8S6_MAIZE 

gi|62751093| similar to 60S ribosomal protein L35  B6SX73_MAIZE 
B6T2K5_MAIZE 

gi|6831602| 60S ribosomal protein L37a B4FMW5_MAIZE 
B6TL29_MAIZE 

gi|15231705| 60S ribosomal protein L38 (RPL38B)  B6SNL8_MAIZE 
B6SIV4_MAIZE 

gi|37625023| ribosomal protein L3A  B4FBM9_MAIZE 

gi|92894088| Ribosomal protein L4/L1e  B4F9G0_MAIZE 
B4F8D2_MAIZE 
B4FVJ0_MAIZE 
B6TX31_MAIZE 

gi|92888438| Ribosomal protein L6E; Ribosomal protein L6, N-terminal  B4F9G6_MAIZE 
B6SHW0_MAIZE 
B6TFG3_MAIZE 

gi|92884885| Ribosomal protein L7Ae/L30e/S12e/Gadd45  B6SKZ9_MAIZE 
B4FGC8_MAIZE 
B6SGF1_MAIZE 

gi|15235114| 60S ribosomal protein L9 (RPL90D)  B6TH42_MAIZE 
B6SI39_MAIZE 

gi|41052913| putative 60S ribosomal protein L9  B6SI39_MAIZE 
B6TH42_MAIZE 

gi|84468386| putative 60S acidic ribosomal protein P0  B4FNM4_MAIZE 
B4FWI0_MAIZE 

gi|19884289| 60S acidic ribosomal protein P0-2 B4FNM4_MAIZE 
B4FWI0_MAIZE 
B4FT06_MAIZE 

gi|81811| ribosomal protein S11  B6T2A5_MAIZE 

gi|44662862| ribosomal protein S13  B4FML8_MAIZE 

gi|49389256| putative ribosomal protein S14  B4FBS3_MAIZE 
B4FKA4_MAIZE 
B6SHK0_MAIZE 

gi|15231316|reRPS15AD (ribosomal protein S15A D) B4FQ61_MAIZE 
B4FM69_MAIZE 

gi|15234790| RPS18C (S18 RIBOSOMAL PROTEIN) B4G286_MAIZE 
B4FUS2_MAIZE 

gi|3860315| 40S ribosomal protein S19  B4FP25_MAIZE 
B4FD90_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15242574| 40S ribosomal protein S23 (RPS23B)  B6TI93_MAIZE 

gi|15233044| ARS27A (ARABIDOPSIS RIBOSOMAL PROTEIN S27) Q9ZQX9_MAIZE 

gi|92895634| Ubiquitin; Ribosomal protein S27a  Q6LCT7_MAIZE 
B6SIL9_MAIZE 
B4FPT7_MAIZE 
B4FPT7_MAIZE 

gi|92885944| Eukaryotic/archaeal ribosomal protein S3  B4FHH2_MAIZE 
B6TM40_MAIZE 
B6TB97_MAIZE 

gi|15238533| 40S ribosomal protein S3 (RPS3C) B6TM40_MAIZE 
B6TB97_MAIZE 
B4FHH2_MAIZE 

gi|60418888| putative ribosomal protein S4  B4FMI5_MAIZE 
O22453_MAIZE 

gi|92891212| Ribosomal protein S5, bacterial and organelle form  B6TFA7_MAIZE 
B6TNR8_MAIZE 

gi|44662864| ribosomal protein S6  B6T4E7_MAIZE 

gi|20139942| 40S ribosomal protein S6 B6T4E7_MAIZE 

gi|87240515| Ribosomal protein S6 B6T4E7_MAIZE 

gi|76161014| ribosomal protein S6-like protein  B6T4E7_MAIZE 

gi|7440236| probable ribosomal protein S8 B4FE90_MAIZE 

gi|22138108| 40S ribosomal S4 protein  B4FMI5_MAIZE 
O22453_MAIZE 

gi|7441124| ribosome-associated protein p40  B4G194_MAIZE 
B4FZ84_MAIZE 
B4FTD2_MAIZE 

gi|75755833| TO23-2rc  B6SJC8_MAIZE 
B6SJ08_MAIZE 

gi|1305525| Wilms' tumor-related protein QM  B4FPT8_MAIZE 

gi|6683481| wrp15a  B4FQ61_MAIZE 
B4FM69_MAIZE 

gi|92897799| Aspartyl-tRNA synthetase, class IIb; tRNA synthetase, class II  B6TIG4_MAIZE 
B6SVU1_MAIZE 
B6SHH4_MAIZE 

gi|22328958| aspartyl-tRNA synthetase, putative / aspartate--tRNA ligase, putative  B6TIG4_MAIZE 
B6SVU1_MAIZE 
B6SHH4_MAIZE 
B4FY29_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|89276321| EF-1 alpha  B6UHJ4_MAIZE 
O50018_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|48527431| elongation factor 1-alpha 1  O50018_MAIZE 
B6UHJ4_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|18873727| elongation factor 1 alpha  B6UHJ4_MAIZE 
O50018_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|7230389| elongation factor 1 alpha  O50018_MAIZE 
B6UHJ4_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|29367381| elongation factor 1 gamma-like protein  B6TGB2_MAIZE 
B6T7G7_MAIZE 
B6TY76_MAIZE 
B6THG3_MAIZE 
B6THG3_MAIZE 
GSTF4_MAIZE 
B6SZY7_MAIZE 
B4FK84_MAIZE 
B6SKA0_MAIZE 
Q9FQC4_MAIZE 

gi|1352345| Elongation factor 1-alpha B6TWN7_MAIZE 
O50018_MAIZE 
B6UHJ4_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|18390831| elongation factor 1-alpha / EF-1-alpha  B6TWN7_MAIZE 
B6UHJ4_MAIZE 
O50018_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|1235582| elongation factor 1-alpha  O50018_MAIZE 
B6UHJ4_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|2598657| elongation factor 1-alpha (EF1-a)  O50018_MAIZE 
B6UHJ4_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|30696056| LOS1  B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|6015065| Elongation factor 2 B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|119167| Elongation factor 2 B6U0S1_MAIZE 
B6T2L6_MAIZE 
B6T2L6_MAIZE 

gi|49387779| putative elongation factor 2  B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|51090357| putative elongation factor 2  B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|57899961| putative Elongation factor 2  B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|19773452| elongation factor EF-2  B6U0S1_MAIZE 

gi|1169494| Elongation factor Tu, chloroplastic B6TFK5_MAIZE 
B4FH57_MAIZE 
B4FVB2_MAIZE 
B6TWN7_MAIZE 
O50018_MAIZE 
B6UHJ4_MAIZE 

gi|66775524| elongation factor-1 alpha  B6UHJ4_MAIZE 
O50018_MAIZE 
B6TWN7_MAIZE 
B4FH57_MAIZE 
B4FVB2_MAIZE 
B6TFK5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15082008| eukaryotic initiation factor 4A -like protein  B4FBK3_MAIZE 
O24558_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
Q6S4Y1_MAIZE 
B6SKY4_MAIZE 
B4FWP6_MAIZE 
B6SVL6_MAIZE 
B6SLS0_MAIZE 

gi|2500521| Eukaryotic initiation factor 4A-15 B4FBK3_MAIZE 
O24558_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B4FWP6_MAIZE 
Q6S4Y1_MAIZE 
B6SLS0_MAIZE 
B6SKY4_MAIZE 
B6SVL6_MAIZE 
B4FX58_MAIZE 

gi|1170506| Eukaryotic initiation factor 4A-2 O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B4FWP6_MAIZE 
B6SLS0_MAIZE 
Q6S4Y1_MAIZE 
B6SVL6_MAIZE 
B6SKY4_MAIZE 
B4FX58_MAIZE 

gi|19224988| putative eukaryotic initiation factor subunit  B4FIS8_MAIZE 

gi|23503063| Eukaryotic translation initiation factor 3 subunit C B6U5R6_MAIZE 

gi|20138708| Eukaryotic translation initiation factor 5A-1 B6SIL7_MAIZE 
B4FDE1_MAIZE 

gi|38175549| putative glycyl-tRNA synthetase  B6U749_MAIZE 
B6SML1_MAIZE 

gi|51968670| putative GTP-binding protein  B6T2L6_MAIZE 
B6U0S1_MAIZE 
B6TFK5_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2500522| Eukaryotic initiation factor 4A B4FBK3_MAIZE 
O24558_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B6SLS0_MAIZE 
B4FWP6_MAIZE 
Q6S4Y1_MAIZE 
B6SVL6_MAIZE 
B6SKY4_MAIZE 
B4FX58_MAIZE 

gi|1170508| Eukaryotic initiation factor 4A-8 O24558_MAIZE 
B4FBK3_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B4F9Y2_MAIZE 
B4FWP6_MAIZE 
B6SLS0_MAIZE 
Q6S4Y1_MAIZE 
B6SVL6_MAIZE 
B6SKY4_MAIZE 
B4FX58_MAIZE 

gi|42565216|rERF1-3 (eukaryotic release factor 1-3) B4FQK5_MAIZE 

gi|1321656| alpha subunit of tlanslation elongation factor 1  O50018_MAIZE 
B6UHJ4_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|74486744| translation elongation factor 1A-9  B6UHJ4_MAIZE 
O50018_MAIZE 
B6TWN7_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 

gi|92887256| Translation factor; Elongation factor G, III and V  B6U0S1_MAIZE 
B6T2L6_MAIZE 

gi|92874993| Translation factor  B4FBM9_MAIZE 

gi|82621136| eukaryotic translation initiation factor 2 beta subunit-like  B6T3J2_MAIZE 
B6TI18_MAIZE 
B4FGR6_MAIZE 

gi|15219669| EIF2 GAMMA B6TNU0_MAIZE 
B6TFK5_MAIZE 
B4FVB2_MAIZE 
B4FH57_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|57283360| putative eukaryotic translation initiation factor 4A  B4FBK3_MAIZE 
O24558_MAIZE 
Q2MJJ9_MAIZE 
B6SWB3_MAIZE 
B6TE13_MAIZE 
B6SVL6_MAIZE 
B4FWP6_MAIZE 
Q6S4Y1_MAIZE 
B4F9Y2_MAIZE 
B6SKY4_MAIZE 
B6SLS0_MAIZE 

gi|124226| Eukaryotic translation initiation factor 5A-2 B6SIL7_MAIZE 
B4FDE1_MAIZE 

gi|77556464| Eukaryotic translation initiation factor 2 gamma subunit B6TNU0_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 
B4FVB2_MAIZE 

gi|38232568| translational elongation factor 1 subunit Bbeta  B4FNT1_MAIZE 
B4FNT1_MAIZE 
B6THU5_MAIZE 
B6THU5_MAIZE 
B6SLK4_MAIZE 

gi|11181616| translational elongation factor EF-TuM  B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 
O50018_MAIZE 
B6TWN7_MAIZE 
B6UHJ4_MAIZE 
B6TNU0_MAIZE 

gi|27573344| translational elongation factor Tu  B4FVB2_MAIZE 
B4FH57_MAIZE 
B6TFK5_MAIZE 
B6TWN7_MAIZE 
B6UHJ4_MAIZE 
O50018_MAIZE 

gi|30695549| tRNA synthetase class II (G, H, P and S) family protein  B4FNF8_MAIZE 

gi|6175164| putative tryptophanyl-tRNA synthetase  B6T773_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|12229920| Proteasome subunit alpha type-5 B6TJB6_MAIZE 
B6T504_MAIZE 
B4FDY6_MAIZE 
B4FAR8_MAIZE 
A3FMB9_MAIZE 
B4F822_MAIZE 
B4FFJ8_MAIZE 
B4FFX7_MAIZE 
B6T969_MAIZE 
B6TAJ3_MAIZE 
B6TKD6_MAIZE 
B4FU37_MAIZE 
B6UCR8_MAIZE 
B6UFQ0_MAIZE 
B4F7U0_MAIZE 
Q9FER4_MAIZE 
B4FJY5_MAIZE 
B4FI86_MAIZE 
B4FTB5_MAIZE 

gi|4678335| L-galactono-1, 4-lactone dehydrogenase-like protein  B6TWX5_MAIZE 

gi|1076534| monodehydroascorbate reductase (NADH2)  B6TAT5_MAIZE 
B4FQK0_MAIZE 

gi|452165| monodehydroascorbate reductase  B6TAT5_MAIZE 
B4FQK0_MAIZE 

gi|37573040| putative monodehydroascorbate reductase  B4FQK0_MAIZE 
B6TAT5_MAIZE 

gi|30580341| Caffeoyl-CoA O-methyltransferase B4FBY6_MAIZE 
CAMT1_MAIZE 
B6UF45_MAIZE 
B4G080_MAIZE 
B4G0G6_MAIZE 

gi|47680455| caffeoyl-CoA-O-methyltransferase  B4FBY6_MAIZE 
CAMT1_MAIZE 
B6UF45_MAIZE 
B4G080_MAIZE 
B4G0G6_MAIZE 

gi|56692180| 2-hydroxyisoflavanone dehydratase  B6TRC0_MAIZE 
B6TC25_MAIZE 
B6TIA5_MAIZE 
B6TLN8_MAIZE 
B6TMI7_MAIZE 
B6TKK2_MAIZE 

gi|20147512| isoflavone synthase  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|76786621| isoflavone synthase  B4FDS5_MAIZE 

gi|7288453| isoflavone synthase 1  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 

gi|6979558| isoflavone synthase 2  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 

gi|6979534| isoflavone synthase 2  B4FDS5_MAIZE 
B4FQS9_MAIZE 
B4FQH2_MAIZE 
Q8LGM8_MAIZE 
B6SXS5_MAIZE 

gi|112837| NAD(P)H-dependent 6'-deoxychalcone synthase B4FQR3_MAIZE 
B4F9A4_MAIZE 
B6TKQ4_MAIZE 
B6SZK3_MAIZE 
A2T1W7_MAIZE 
B4FID4_MAIZE 
B4FMP6_MAIZE 
Q7FS90_MAIZE 

gi|399168| Probable cinnamyl alcohol dehydrogenase B6U7D8_MAIZE 
B4FR97_MAIZE 
B4FU39_MAIZE 
B4FVN5_MAIZE 
B4FBW5_MAIZE 

gi|1171998| Phenylalanine ammonia-lyase B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B4FWE4_MAIZE 
B6U4D6_MAIZE 
B6T075_MAIZE 

gi|71277043| phenylalanine ammonia lyase  B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 

gi|1172003| Phenylalanine ammonia-lyase B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|3914261| Phenylalanine ammonia-lyase 1 B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 

gi|1172002| Phenylalanine ammonia-lyase B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 

gi|129585| Phenylalanine ammonia-lyase class 2 B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 

gi|92887740| Phenylalanine/histidine ammonia-lyase  B6SRL9_MAIZE 
B4FW68_MAIZE 
B6SWA0_MAIZE 
B6U4D6_MAIZE 
B4FWE4_MAIZE 
B6T075_MAIZE 

gi|4038975| 4-coumarate:CoA ligase isoenzyme 2  B4FQP4_MAIZE 
B6T4K1_MAIZE 
B4FNA2_MAIZE 
B6SVJ9_MAIZE 
B6UBI2_MAIZE 
B4FAE2_MAIZE 
B6SWC4_MAIZE 
B6SVK5_MAIZE 
B6UC45_MAIZE 

gi|58435745| cinnamyl alcohol dehydrogenase  B6U7D8_MAIZE 
B4FR97_MAIZE 
B4FU39_MAIZE 
B4FVN5_MAIZE 
B4FBW5_MAIZE 

gi|586082| Trans-cinnamate 4-monooxygenase B4FQS9_MAIZE 
B4FQH2_MAIZE 
B4FDS5_MAIZE 

gi|30580342| Caffeoyl-CoA O-methyltransferase B4FBY6_MAIZE 
CAMT1_MAIZE 
B6UF45_MAIZE 
B4G080_MAIZE 
B4G0G6_MAIZE 

gi|72256519| pyridoxine biosynthesis protein  B4FQA2_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|8515890| 14-3-3 protein  B6SRI4_MAIZE 
B6U284_MAIZE 
14331_MAIZE 
14332_MAIZE 
Q5XPI0_MAIZE 
B6T7L9_MAIZE 
B4FRG1_MAIZE 
B4FT23_MAIZE 
B6TFS9_MAIZE 

gi|7435032| 14-3-3 protein homolog SGF14A  B6U284_MAIZE 
14331_MAIZE 
B6SRI4_MAIZE 
14332_MAIZE 
B6T7L9_MAIZE 
B4FRG1_MAIZE 
Q5XPI0_MAIZE 
B4FT23_MAIZE 
B6TFS9_MAIZE 

gi|6752903| 14-3-3-like protein  B6U284_MAIZE 
B6SRI4_MAIZE 
14331_MAIZE 
B4FRG1_MAIZE 
14332_MAIZE 
B6T7L9_MAIZE 
Q5XPI0_MAIZE 
B4FT23_MAIZE 
B6TFS9_MAIZE 

gi|1168189|14-3-3-like protein A B6U284_MAIZE 
B6SRI4_MAIZE 
14331_MAIZE 
14332_MAIZE 
B4FRG1_MAIZE 
B6T7L9_MAIZE 
Q5XPI0_MAIZE 
B4FT23_MAIZE 
B6TFS9_MAIZE 

gi|3023196| 14-3-3-like protein C B6SRI4_MAIZE 
B6U284_MAIZE 
14331_MAIZE 
Q5XPI0_MAIZE 
14332_MAIZE 
B4FRG1_MAIZE 
B6T7L9_MAIZE 
B4FT23_MAIZE 
B6TFS9_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|3023197| 14-3-3-like protein D B6SRI4_MAIZE 
B6U284_MAIZE 
B4FRG1_MAIZE 
14331_MAIZE 
B6T7L9_MAIZE 
14332_MAIZE 
Q5XPI0_MAIZE 
B6TFS9_MAIZE 
B4FT23_MAIZE 

gi|3334138| Calnexin homolog B6TNF1_MAIZE 
B4FAK8_MAIZE 
Q43712_MAIZE 

gi|27764540| R 9 protein  CALM_MAIZE 
B4FBY6_MAIZE 
B4FBY6_MAIZE 

gi|3023858| Guanine nucleotide-binding protein subunit beta-like protein B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FS88_MAIZE 
B6TJR4_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FAF0_MAIZE 

gi|3023847| Guanine nucleotide-binding protein subunit beta-like protein B6SJ21_MAIZE 
B4FKM1_MAIZE 
B4FS88_MAIZE 
B4FS88_MAIZE 
B6TJR4_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FIP7_MAIZE 
B4FAF0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|15241245| RAN2; GTP binding / GTPase/ protein binding  B6TBX3_MAIZE 
B4G1P4_MAIZE 
B4FQ28_MAIZE 
B4FRS1_MAIZE 
B4F944_MAIZE 
B6SNF6_MAIZE 
B4F7V6_MAIZE 
B4FJB2_MAIZE 
B4FJ62_MAIZE 
B4FB55_MAIZE 
B4FQY4_MAIZE 
B4FAE1_MAIZE 
B4F7V4_MAIZE 
B6TCF9_MAIZE 
B4FIB2_MAIZE 
B6T0Y1_MAIZE 
B6TH40_MAIZE 
B6TCI5_MAIZE 
B4FI29_MAIZE 
B6U232_MAIZE 
B4FL36_MAIZE 
B6TGJ7_MAIZE 
B4FM31_MAIZE 

gi|2687726| 2'-hydroxydihydrodaidzein reductase  B4G1Y5_MAIZE 
B4FDB1_MAIZE 

gi|35186998| isopentenyl pyrophosphate isomerase  Q71RX2_MAIZE 
B6T9Y0_MAIZE 

gi|1399380| S-adenosyl-L-methionine:delta24-sterol-C-methyltransferase P93852_MAIZE 
B4FB47_MAIZE 
B6T8R8_MAIZE 

gi|23397216| putative sterol-C-methyltransferase  B4FB47_MAIZE 
P93852_MAIZE 

gi|13638266| Casein kinase II subunit alpha-1 B6TGC0_MAIZE 
A3R4A6_MAIZE 
B6T484_MAIZE 
B4FG60_MAIZE 
B6TJE9_MAIZE 
B6UF43_MAIZE 
Q41793_MAIZE 
Q41790_MAIZE 
CDPK2_MAIZE 
Q7Y037_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|17887381| receptor protein kinase-like protein  B6TCJ3_MAIZE 
Q94IJ4_MAIZE 
B4FW61_MAIZE 
B6TXE2_MAIZE 
B6UCN1_MAIZE 
B6TEZ5_MAIZE 
B6STV2_MAIZE 
O49975_MAIZE 

gi|20873469| putative metallophosphatase  B4FFA5_MAIZE 
B6UE38_MAIZE 
B4FR72_MAIZE 

gi|62321445| phosphoprotein phosphatase 2A regulatory subunit A  B6TLT1_MAIZE 
B6TLT1_MAIZE 
B6TLT1_MAIZE 

gi|50252087| putative protein phosphatase type-2C  Q9FQY2_MAIZE 
B4FW31_MAIZE 
B4FBQ5_MAIZE 
B6TEB8_MAIZE 
B4FVS8_MAIZE 
B4F7V3_MAIZE 
B6UED8_MAIZE 

gi|30013697| phopholipase D  PLDA1_MAIZE 

gi|3914359| Phospholipase D alpha 1 PLDA1_MAIZE 

gi|88193701| phospholipase D alpha 2  PLDA1_MAIZE 

gi|46906221| phospholipase D2  PLDA1_MAIZE 

gi|29367569| putative receptor protein kinase  Q94IJ4_MAIZE 
B6TCJ3_MAIZE 
B4FW61_MAIZE 
B6TXE2_MAIZE 
B6TEZ5_MAIZE 
B6UCN1_MAIZE 
B6STV2_MAIZE 
O49975_MAIZE 
B0ZBJ2_MAIZE 

gi|2501850| GDP dissociation inhibitor  B4G082_MAIZE 
B4FSB0_MAIZE 
B6TLN5_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|2388710| betaine aldehyde dehydrogenase  Q53CF4_MAIZE 
Q8S531_MAIZE 
Q43274_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B4FUA7_MAIZE 
B6SXW4_MAIZE 
Q8W0Q2_MAIZE 

gi|86156419| betaine aldehyde dehydrogenase  Q53CF4_MAIZE 
Q8S531_MAIZE 
Q43274_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B4FUA7_MAIZE 
B6SXW4_MAIZE 

gi|40850676| betaine-aldehyde dehydrogenase  Q53CF4_MAIZE 
Q8S531_MAIZE 
Q43274_MAIZE 
B6SLU3_MAIZE 
B4FYG3_MAIZE 
B6TB11_MAIZE 
B4G066_MAIZE 
B4FUA7_MAIZE 
B6SXW4_MAIZE 
Q8W0Q2_MAIZE 

gi|72384424| 4D11_26  B6T4E7_MAIZE 
B6SIV8_MAIZE 
B6T1G0_MAIZE 
B6SJQ5_MAIZE 

gi|2970051| ARG10  B6T2A6_MAIZE 

gi|18086404| At1g15690/F7H2_3  Q4W437_MAIZE 

gi|84453208| putative cytosolic factor  B6TVE3_MAIZE 
B4FBC9_MAIZE 

gi|89039347| diminuto  Q5YFA2_MAIZE 

gi|8886925|gAC069251_4 F2D10.11  B6UHU1_MAIZE 
B6UHU1_MAIZE 
CATA3_MAIZE 
CATA3_MAIZE 

gi|99919| hypothetical protein  Q29SB6_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|90657591| hypothetical protein  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|90657661| hypothetical protein  B4FF57_MAIZE 
B6T8X5_MAIZE 
B4FS49_MAIZE 
B6TKY3_MAIZE 
B6UCD0_MAIZE 
B4FBP0_MAIZE 
B4F8V9_MAIZE 
B6TVY4_MAIZE 
B6TJR6_MAIZE 

gi|90657535| hypothetical protein  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|22296432| hypothetical protein  B6STJ0_MAIZE 
B4FX42_MAIZE 
B4FFS7_MAIZE 

gi|92892401| hypothetical protein MtrDRAFT_AC144484g18v2  B4FS99_MAIZE 

gi|39545733| OSJNBa0071I13.11  Q43271_MAIZE 
Q43243_MAIZE 
B4FJD3_MAIZE 
Q84L97_MAIZE 
Q43242_MAIZE 

gi|21740628| OSJNBb0012E08.10  B6TNF1_MAIZE 
B4FAK8_MAIZE 
Q43712_MAIZE 

gi|38346913| OSJNBb0015N08.13  B4F8K1_MAIZE 
B4FSG3_MAIZE 
B4FTW5_MAIZE 

gi|32488924| OSJNBb0059K02.15  B6SL40_MAIZE 
B4FWI4_MAIZE 
B6TZX0_MAIZE 
B6TL24_MAIZE 
B6SRY1_MAIZE 
B6TRR5_MAIZE 

gi|129320| Protein P21 B6TL22_MAIZE 
B6STT0_MAIZE 
B6TGN8_MAIZE 

gi|47848643| pentatricopeptide (PPR) repeat-containing protein-like  B6SVM0_MAIZE 
B6SVM0_MAIZE 
B6SVM0_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|4158221| reversibly glycosylated polypeptide  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|47026881| reversibly glycosylated polypeptide  B6T9G3_MAIZE 
B4FQX1_MAIZE 
B4G039_MAIZE 
B4FX25_MAIZE 

gi|4158232| reversibly glycosylated polypeptide  B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|34394574| putative reversibly glycosylated polypeptide  B6T9G3_MAIZE 
B4FQX1_MAIZE 
B4G039_MAIZE 
B4FX25_MAIZE 

gi|15232865| RGP1 (REVERSIBLY GLYCOSYLATED POLYPEPTIDE 1) B4FQX1_MAIZE 
B4G039_MAIZE 
B6T9G3_MAIZE 
B4FX25_MAIZE 

gi|30680679| RGP3 (REVERSIBLY GLYCOSYLATED POLYPEPTIDE 3) B6T9G3_MAIZE 
B4G039_MAIZE 
B4FQX1_MAIZE 
B4FX25_MAIZE 

gi|38194918| reversibly glycosylated protein  B6T9G3_MAIZE 
B4FQX1_MAIZE 
B4G039_MAIZE 
B4FX25_MAIZE 

gi|16417595| AF421558_1 translationally controlled tumor-like protein  B4FL17_MAIZE 
B6SIF5_MAIZE 

gi|77999295| unknown  Q546I4_MAIZE 
B6SPX4_MAIZE 
TBA3_MAIZE 
B4FTM1_MAIZE 
TBB5_MAIZE 
TBB7_MAIZE 
B4F946_MAIZE 
B6TS93_MAIZE 
B4FN29_MAIZE 

gi|77999245| unknown  B4F9G0_MAIZE 
B4F8D2_MAIZE 
B4FVJ0_MAIZE 
B6TX31_MAIZE 

gi|77416921| unknown  B6SI39_MAIZE 
B6TH42_MAIZE 



Glycine max querya Zea mays Hit 
accessionb 

gi|78191464| unknown  B6TMY9_MAIZE 

gi|63092768| unnamed protein product  B4FXR6_MAIZE 
B4FNK1_MAIZE 
B6SP06_MAIZE 

gi|19573074| unnamed protein product  B4FW90_MAIZE 
B4FWJ8_MAIZE 
B6SZ69_MAIZE 
HSP70_MAIZE 
B4FRL9_MAIZE 
B6T2Q6_MAIZE 
B6U4A3_MAIZE 
B4F8Q2_MAIZE 
B6UGG5_MAIZE 
B6UFB3_MAIZE 
B4FSP6_MAIZE 
Q5EBY7_MAIZE 
B6U237_MAIZE 
B6SV64_MAIZE 
B6U4N6_MAIZE 

gi|16549018| unnamed protein product  B6SKN3_MAIZE 
 

a Soybean root hair protein accession numbers were obtained from 43 table S4. 
b Maize hits are represented by an e-value of <e-10. 



Table S8: Detailed analysis of representation of cell wall precursor proteins and proteins related to secondary metabolism in soybean and maize root hair reference 

proteomes. 

 Soybean (Glycine max)a Blast G. max >       
Z. maysb Maize (Zea mays)c Blast Z. mays >    

G. maxd 

Mapman 
Fig. #e Bincodef Ac Description (best Hit)g Matchh Blast Hitsi #e Bincodef Ac Description (best Hit)g Matchj Blast Hitsk 

Cell wall 
precursor 

1 10.1.8 -    1 10.1.8 B6TMJ8_MAIZE GDP-L-fucose synthase 1 [Zea mays] no 

gi|108707484; 
gi|48093467; 
gi|92878321; 
gi|50659030; 
gi|50659028; 
gi|45421832 

2a 10.1.7 gi1764100 GDP-D-mannose-4,6-dehydratase [Arabidopsis thaliana] yes B6TA81_MAIZE 2 10.1.7 B6TA81_MAIZE GDP-mannose 4,6 dehydratase 2 [Zea mays] yes gi|1764100; 
gi|15230418 

2b 10.1.7 gi15230418 MUR1 (MURUS 1) [Arabidopsis thaliana] yes B6TA81_MAIZE       

3a 10.1.1 -    3a 10.1.1.1 B4FEP8_MAIZE Mannose-1-phosphate guanyltransferase, putative 
[Ricinus communis] no - 

      3b 10.1.1.20 B6UC67_MAIZE UDP-sugar pyrophospharylase [Zea mays] no - 

4 10.1.21 gi90762150 Phosphomannomutase [Glycine max] yes B4FR89_MAIZE 4 10.1.21 B4FR89_MAIZE Phosphomannomutase B1 [Triticum turgidum] yes gi|90762150 

5 10.1.20 -    5 10.1.20 -    

6 4.3 gi51340062 Glucose-6-phosphate isomerase [Lycopersicon esculentum] yes 
B4FQC6_MAIZE; 
B4G0N0_MAIZE; 
B6TAY2_MAIZE 

6a 4.3 B4FQC6_MAIZE Glucose-6-phosphate isomerase [Zea mays] yes gi|51340062 

      6b 4.3 B4G0N0_MAIZE Glucose-6-phosphate isomerase, cytosolic B [Zea 
mays] yes gi|51340062 

      6c 4.3 B6TAY2_MAIZE Glucose-6-phosphate isomerase [Zea mays] yes gi|51340062 

7 4.2 gi12585330 Phosphoglucomutase, cytoplasmic yes B4FAE5_MAIZE; 
PGMC2_MAIZE 7a 4.2 B4FAE5_MAIZE Phosphoglucomutase 1 [Zea mays] yes gi|12585330 

      7b 4.2 PGMC2_MAIZE Phosphoglucomutase 2 [Zea mays] yes gi|12585330 

8a 4.1 gi12585472 UTP-glucose-1-phosphate uridylyltransferase yes B6T4R3_MAIZE; 
B4FAD9_MAIZE 8a 4.1 B4FAD9_MAIZE UDP-glucose pyrophosphorylase [Bambusa 

oldhamii] yes 

gi|37729658; 
gi|17026394; 
gi|136739; 

gi|12585472; 
gi|17402533 

8b 4.1 gi17026394 UDP-glucose pyrophosphorylase [Amorpha fruticosa] yes B6T4R3_MAIZE; 
B4FAD9_MAIZE 8b 4.1 B6T4R3_MAIZE UTP-glucose-1-phosphate uridylyltransferase [Zea 

mays] yes 

gi|37729658; 
gi|17026394; 
gi|136739; 

gi|12585472; 
gi|17402533 

8c 4.1 gi136739 UTP-glucose-1-phosphate uridylyltransferase yes B6T4R3_MAIZE; 
B4FAD9_MAIZE       

8d 4.1 gi17402533 UDP-glucose pyrophosphorylase [Nicotiana tabacum] yes B6T4R3_MAIZE; 
B4FAD9_MAIZE       



 Soybean (Glycine max)a Blast G. max >       
Z. maysb Maize (Zea mays)c Blast Z. mays >    

G. maxd 

Mapman 
Fig. #e Bincodef Ac Description (best Hit)g Matchh Blast Hitsi #e Bincodef Ac Description (best Hit)g Matchj Blast Hitsk 

Cell wall 
precursor 

8e 4.1 gi37729658 UDP-glucose pyrophosphorylase [Bambusa oldhamii] yes B6T4R3_MAIZE; 
B4FAD9_MAIZE       

9a 2.2.1.5 gi37790792 Sucrose synthase [Populus tremuloides] yes 

Q8L5H0_MAIZE; 
SUS2_MAIZE; 
SUS1_MAIZE; 

B6U1D7_MAIZE; 
B4F8R3_MAIZE 

9a 2.2.1.5 B4F8R3_MAIZE Sucrose synthase 3 [Zea mays] yes 

gi|15235300; 
gi|29289943; 
gi|3915873; 
gi|37790792 

9b 2.2.1.5 gi3915873 Sucrose synthase [Glycine max] yes 

Q8L5H0_MAIZE; 
SUS2_MAIZE; 
SUS1_MAIZE; 

B6U1D7_MAIZE; 
B4F8R3_MAIZE 

9b 2.2.1.5 SUS1_MAIZE Sucrose synthase 1 [Zea mays] yes 

gi|15235300; 
gi|29289943; 
gi|3915873; 
gi|37790793 

9c 2.2.1.5 gi29289943 Sucrose synthase [Solanum tuberosum] yes 

Q8L5H0_MAIZE; 
SUS2_MAIZE; 
SUS1_MAIZE; 

B6U1D7_MAIZE; 
B4F8R3_MAIZE 

9c 2.2.1.5 B6U1D7_MAIZE Sucrose synthase 1 [Zea mays] yes 

gi|15235300; 
gi|29289943; 
gi|3915873; 
gi|37790794 

9d 2.2.1.5 gi15235300 
SUS3 (sucrose synthase 3); UDP-glycosyltransferase/ sucrose 
synthase/ transferase, transferring glycosyl groups [Arabidopsis 

thaliana] 
yes 

Q8L5H0_MAIZE; 
SUS2_MAIZE; 
SUS1_MAIZE; 

B6U1D7_MAIZE; 
B4F8R3_MAIZE 

9d 2.2.1.5 SUS2_MAIZE UDP-glucose:D-fructose 2-glucosyl-transferase [Zea 
mays] yes 

gi|15235300; 
gi|29289943; 
gi|3915873; 
gi|37790795 

      9e 2.2.1.5 Q8L5H0_MAIZE Sucrose synthase 3 [Zea mays] yes 

gi|15235300; 
gi|29289943; 
gi|3915873; 
gi|37790796 

10 10.1.2 -    10 10.1.2 -    

11
a 10.1.4 gi13236672 Putative UDP-glucose dehydrogenase [Oryza sativa Japonica 

Group] yes 
B6T9P0_MAIZE; 
B6TBY8_MAIZE; 
B6U5L3_MAIZE 

11
a 10.1.4 B6T9P0_MAIZE UDP-glucose 6-dehydrogenase [Zea mays] yes 

gi|77554940; 
gi|13236672; 
gi|48093459; 
gi|6136119; 
gi|21536677 

11
b 10.1.4 gi77554940 UDP-glucose 6-dehydrogenase, putative, expressed [Oryza 

sativa Japonica Group] yes 
B6T9P0_MAIZE; 
B6TBY8_MAIZE; 
B6U5L3_MAIZE 

11
b 10.1.4 B6TBY8_MAIZE UDP-glucose 6-dehydrogenase [Zea mays] yes 

gi|77554940; 
gi|13236672; 
gi|48093459; 
gi|6136119; 
gi|21536678 

11
c 10.1.4 gi48093459 Putative UDP-glucose dehydrogenase 2 [Nicotiana tabacum] yes 

B6T9P0_MAIZE; 
B6TBY8_MAIZE; 
B6U5L3_MAIZE 

11c 10.1.4 B6U5L3_MAIZE UDP-glucose 6-dehydrogenase [Zea mays] yes 

gi|77554940; 
gi|13236672; 
gi|48093459; 
gi|6136119; 
gi|21536679 

11
d 10.1.4 gi21536677 UDP-glucose dehydrogenase, putative [Arabidopsis thaliana] yes 

B6T9P0_MAIZE; 
B6TBY8_MAIZE; 
B6U5L3_MAIZE 

      

11
e 10.1.4 gi6136119 UDP-glucose 6-dehydrogenase yes 

B6T9P0_MAIZE; 
B6TBY8_MAIZE; 
B6U5L3_MAIZE 
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Cell wall 
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12 10.1.10 gi10870748
4 

Rhamnose biosynthetic enzyme 1, putative, expressed [Oryza 
sativa Japonica Group] yes 

B6U0P4_MAIZE; 
B6UIE1_MAIZE;B
4FAG0_MAIZE; 
B4FF24_MAIZE; 
B4FP94_MAIZE; 
B6TY47_MAIZE; 
B6TMJ8_MAIZE; 
B6SHM4_MAIZE 

12
a 10.1.10 B6U0P4_MAIZE RHM1 [Zea mays] yes 

gi|108707484; 
gi|50659028; 
gi|45421832; 
gi|49387469; 
gi|50659030; 
gi|48093467; 
gi|92878321 

      12
b 10.1.10 B6UIE1_MAIZE dTDP-4-dehydrorhamnose reductase [Zea mays] yes gi|108707484 

13 10.1.6 -    13 10.1.6 -    

14 3.4.4 -    14 3.4.4 -    

15 10.1.9 -    15 10.1.9 -    

16
a 10.1.5 gi92878321 NAD-binding site; Nucleotide sugar epimerase [Medicago 

truncatula] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE; 
B6TMJ8_MAIZE 

16
a 10.1.5 B4FAG0_MAIZE d-TDP-glucose dehydratase [Phragmites australis] yes 

gi|50659028; 
gi|50659030; 
gi|45421832; 
gi|48093467; 
gi|92878321; 
gi|49387469; 
gi|37379419; 
gi|21594350; 
gi|108707484 

16
b 10.1.5 gi45421832 UDP-glucuronic acid decarboxylase [Oryza sativa Japonica 

Group] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE 

16
b 10.1.5 B6SHM4_MAIZE Putative UDP-glucuronic acid decarboxylase [Oryza 

sativa Japonica Group] yes 

gi|49387469; 
gi|50659028; 
gi|45421832; 
gi|50659030; 
gi|92878321; 
gi|48093467; 
gi|21594350; 
gi|37379419; 
gi|108707484 

16
c 10.1.5 gi49387469 UDP-glucuronic acid decarboxylase [Oryza sativa Japonica 

Group] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE 

16c 10.1.5 B4FF24_MAIZE d-TDP-glucose dehydratase [Phragmites australis] yes 

gi|48093467; 
gi|50659030; 
gi|45421832; 
gi|50659028; 
gi|92878321; 
gi|49387469; 
gi|37379419; 
gi|21594350; 
gi|108707484 

16
d 10.1.5 gi50659028 UDP-D-glucuronate decarboxylase [Hordeum vulgare] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE; 
B6TMJ8_MAIZE 

16
d 10.1.5 B6TY47_MAIZE UDP-glucuronic acid decarboxylase 1 [Zea mays] yes 

gi|48093467; 
gi|45421832; 
gi|50659030; 
gi|92878321; 
gi|49387469; 
gi|50659028; 
gi|21594350; 
gi|37379419; 
gi|108707484 
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16
e 10.1.5 gi48093467 Putative UDP-glucuronate decarboxylase 4 [Nicotiana tabacum] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE; 
B6TMJ8_MAIZE; 
B6TA81_MAIZE 

16
e 10.1.5 B4FP94_MAIZE UDP-glucuronic acid decarboxylase [Oryza sativa 

Japonica Group] yes 

gi|49387469; 
gi|50659028; 
gi|45421832; 
gi|50659030; 
gi|48093467; 
gi|92878321; 
gi|21594350; 
gi|37379419; 
gi|108707484 

16f 10.1.5 gi50659030 UDP-D-glucuronate decarboxylase [Hordeum vulgare] yes 

B4FP94_MAIZE; 
B6TY47_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B6SHM4_MAIZE; 
B6TIL4_MAIZE; 
B4FUF3_MAIZE; 
B4FBC2_MAIZE; 
B6U0P4_MAIZE; 
B6TMJ8_MAIZE 

      

17
a 10.1.3 gi21594350 Putative dTDP-glucose 4-6-dehydratase [Arabidopsis thaliana] yes 

B4FUF3_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B4FP94_MAIZE; 
B6TY47_MAIZE; 
B6SHM4_MAIZE 

17 10.1.3 B4FUF3_MAIZE Bifunctional polymyxin resistance arnA protein [Zea 
mays] yes 

gi|21594350; 
gi|37379419; 
gi|48093467; 
gi|50659028; 
gi|50659030; 
gi|45421832; 
gi|49387469; 
gi|92878321 

17
b 10.1.3 gi37379419 UDP-D-apiose/UDP-D-xylose synthase [Nicotiana 

benthamiana] yes 

B4FUF3_MAIZE; 
B4FAG0_MAIZE; 
B4FF24_MAIZE; 
B4FP94_MAIZE; 
B6TY47_MAIZE; 
B6SHM4_MAIZE 

      

Match     28 / 28 100%     25 / 28 89% 

Secondary 
meta-
bolism 

1 16.1.1 -    1a 16.1.1.3 B4FP01_MAIZE Putative 2-C-methyl-D-erythritol 4-phosphate 
cytidyltransferase [Oryza sativa Japonica Group] no - 

      1b 16.1.1.5 B6TL41_MAIZE 2-C-methyl-D-erythritol 2,4-cyclodiphosphate 
synthase [Zea mays] no - 

      1c 16.1.1.5 B6TSC0_MAIZE 2-C-methyl-D-erythritol 2,4-cyclodiphosphate 
synthase [Zea mays] no - 

      1d 16.1.1.6 Q672R6_MAIZE Hydroxymethylbutenyl 4-diphosphate synthase [Zea 
mays] no - 

2 13.1.6.4 -    2a 13.1.6.4.
1 B4FY98_MAIZE Arogenate dehydrogenase isoform 2 [Zea mays] no - 

      2b 13.1.6.4.
2 B4FNE9_MAIZE Pirin-like protein [Zea mays] no - 
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      2c 13.1.6.4.
2 B6TS20_MAIZE Pirin-like protein [Zea mays] no - 

3 13.1.6.3 -    3 13.1.6.3.
1 B4FSJ7_MAIZE Putative arogenate dehydratase [Capsicum annuum] no - 

4a 13.1.6.1.
1 gi15234217 

DHS2 (3-deoxy-d-arabino-heptulosonate 7-phosphate 
synthase); 3-deoxy-7-phosphoheptulonate synthase 

[Arabidopsis thaliana] 
yes B6TUB8_MAIZE; 

B6TAK0_MAIZE 4a 13.1.6.1.
1 B6TAK0_MAIZE Phospho-2-dehydro-3-deoxyheptonate aldolase 1 

[Zea mays] yes 

gi|108708556; 
gi|2398679; 
gi|24745903; 
gi|15234217 

4b 13.1.6.1.
1 gi24745903 3-Deoxy-D-arabino-heptulosonate 7-phosphate synthase 

[Solanum tuberosum] yes B6TUB8_MAIZE; 
B6TAK0_MAIZE 4b 13.1.6.1.

1 B6TUB8_MAIZE Phospho-2-dehydro-3-deoxyheptonate aldolase 1 
[Zea mays] yes 

gi|108708556; 
gi|24745903; 
gi|2398679; 
gi|15234217 

4c 13.1.6.1.
1 gi2398679 3-Deoxy-D-arabino-heptulosonate 7-phosphate synthase 

[Morinda citrifolia] yes B6TUB8_MAIZE; 
B6TAK0_MAIZE 4c 13.1.6.1.

5 B4F8E9_MAIZE Shikimate kinase [Zea mays] no - 

4d 13.1.6.1.
1 

gi10870855
6 

Phospho-2-dehydro-3-deoxyheptonate aldolase 1, chloroplast 
precursor, putative, expressed [Oryza sativa Japonica Group] yes B6TUB8_MAIZE; 

B6TAK0_MAIZE 4d 13.1.6.1.
5 B4FPS0_MAIZE Shikimate kinase [Zea mays] no - 

      4e 13.1.6.1.
6 O24566_MAIZE 3-Phosphoshikimate 1-carboxyvinyltransferase; 

EPSP-synthase [Zea mays] no - 

      4f 13.1.6.1.
7 B4FLA2_MAIZE Chorismate synthase 2 [Zea mays] no - 

      4g 13.1.6.1.
10 B4FAK2_MAIZE Shikimate dehydrogenase [Zea mays] no - 

      4h 13.1.6.1.
10 B6UCV5_MAIZE Shikimate biosynthesis protein aroDE [Zea mays] no - 

5a 16.1.2.1 gi16417952 Truncated acetyl Co-A acetyltransferase-like protein [Hevea 
brasiliensis] yes 

B4FSN1_MAIZE; 
B4F9B2_MAIZE; 
B4FYM0_MAIZE; 
B4FBK8_MAIZE; 
B6TR05_MAIZE 

5a 16.1.2.1 B4F9B2_MAIZE Acetyl-CoA acetyltransferase, cytosolic 1 [Zea mays] yes 
gi|53854350; 
gi|16417952; 
gi|37549269 

5b 16.1.2.1 gi53854350 Cytosolic acetoacetyl-coenzyme A thiolase [Nicotiana tabacum] yes 

B4FSN1_MAIZE; 
B4F9B2_MAIZE; 
B4FYM0_MAIZE; 
B4FBK8_MAIZE; 
B6TR05_MAIZE 

5b 16.1.2.1 B4FSN1_MAIZE Acetyl-CoA acetyltransferase, cytosolic 1 [Zea mays] yes 
gi|53854350; 
gi|16417952; 
gi|37549269 

5c 16.1.2.7 gi35186998 Isopentenyl pyrophosphate isomerase [Pueraria montana var. 
lobata] yes Q71RX2_MAIZE; 

B6T9Y0_MAIZE 5c 16.1.2.1 B4FYM0_MAIZE Acetyl-CoA acetyltransferase, cytosolic 1 [Zea mays] yes 
gi|53854350; 
gi|16417952; 
gi|37549269 

      5d 16.1.2.2 B4FAA3_MAIZE Hydroxymethylglutaryl-CoA synthase [Zea mays] no - 

      5e 16.1.2.2 B6T895_MAIZE Hydroxymethylglutaryl-CoA synthase [Zea mays] no - 

      5f 16.1.2.6 B6TCA9_MAIZE Diphosphomevalonate decarboxylase [Zea mays] no - 

      5g 16.1.2.7 B6T9Y0_MAIZE Isopentenyl pyrophosphate isomerase [Zea mays] yes gi|35186998 
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      5h 16.1.2.7 Q71RX2_MAIZE Isopentenyl pyrophosphate isomerase [Zea mays] yes gi|35186998 

      5i 16.1.2.9 FPPS_MAIZE Farnesyl pyrophosphate synthetase [Zea mays] no - 

6 16.1.5 gi15080732 Delta-selinene synthase [Abies grandis] no - 6 16.1.5 -    

7 16.1.3.3 gi15005009 APG1 [Arabidopsis thaliana] no - 7 16.1.3 -    

8a 16.2 gi46357596 Hydroxycinnamoyl-CoA hydroxycinnamoyltransferase 
[Nicotiana benthamiana] yes 

B6SXY1_MAIZE; 
B6TJ78_MAIZE; 
B6UDK0_MAIZE; 
B6TQC0_MAIZE; 
B4G1P9_MAIZE; 
B6TXM6_MAIZE; 
B4G029_MAIZE 

8a 16.2 B1P123_MAIZE O-methyltransferase BX7 [Zea mays] no - 

8b 16.2 gi92873806 Flavoprotein pyridine nucleotide cytochrome reductase; 
Flavodoxin/nitric oxide synthase [Medicago truncatula] no B4FI05_MAIZE; 

B4G043_MAIZE 8b 16.2 B4G1P9_MAIZE 3-N-debenzoyl-2-deoxytaxol N-benzoyltransferase 
[Zea mays] yes gi|46357596 

8c 16.2.1.1 gi92887740 Phenylalanine/histidine ammonia-lyase [Medicago truncatula] yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8c 16.2 B6SXY1_MAIZE Anthranilate N-benzoyltransferase protein 1 [Zea 
mays] yes gi|46357596 

8d 16.2.1.1 gi3914261 Phenylalanine ammonia-lyase 1 yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8d 16.2 B6T9B1_MAIZE O-methyltransferase ZRP4 [Zea mays] no - 

8e 16.2.1.1 gi129585 Phenylalanine ammonia-lyase class 2 yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8e 16.2 B6T9H3_MAIZE Putative asparate aminotransferase [Hordeum 
vulgare] no - 

8f 16.2.1.1 gi1171998 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B4FWE4_MAIZE; 
B6U4D6_MAIZE; 
B6T075_MAIZE 

8f 16.2 B6T9T0_MAIZE O-Methyltransferase ZRP4 [Zea mays] no - 

8g 16.2.1.1 gi1172003 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8g 16.2 B6TS22_MAIZE O-Methyltransferase ZRP4 [Zea mays] no - 

8h 16.2.1.1 gi71277043 Phenylalanine ammonia lyase [Trifolium pratense] yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8h 16.2 B6UD26_MAIZE O-Methyltransferase ZRP4 [Zea mays] no - 
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8i 16.2.1.1 gi1172002 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

8i 16.2.1.1 B4FW68_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|3914261; 
gi|1172002; 
gi|92887740; 
gi|71277043; 
gi|1172003; 
gi|129585 

8j 16.2.1.3 gi4038975 4-Coumarate:CoA ligase isoenzyme 2 [Glycine max] yes 

B4FQP4_MAIZE; 
B6T4K1_MAIZE; 
B4FNA2_MAIZE; 
B6SVJ9_MAIZE; 
B6UBI2_MAIZE; 
B4FAE2_MAIZE; 
B6SWC4_MAIZE; 
B6SVK5_MAIZE; 
B6UC45_MAIZE 

8j 16.2.1.1 B4FWE4_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|3914261; 
gi|71277043; 
gi|1172002; 
gi|1172003; 
gi|92887740; 

gi|129585 

8k 16.2.1.6 gi30580341 Caffeoyl-CoA O-methyltransferase yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

8k 16.2.1.1 B6SRL9_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|92887740; 
gi|71277043; 
gi|1172002; 
gi|3914261; 
gi|1172003; 
gi|129585 

8l 16.2.1.6 gi30580342 Caffeoyl-CoA O-methyltransferas yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

8l 16.2.1.1 B6SWA0_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|3914261; 
gi|92887740; 
gi|1172002; 
gi|71277043; 
gi|1172003; 
gi|129585 

8m 16.2.1.6 gi47680455 Caffeoyl-CoA-O-methyltransferase [Broussonetia papyrifera] yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

8m 16.2.1.1 B6T075_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|92887740; 
gi|1172002; 
gi|1172003; 
gi|71277043; 
gi|129585; 

gi|3914261; 
gi|1171998 

8n 16.2.1.10 gi58435745 Cinnamyl alcohol dehydrogenase [Acacia mangium x Acacia 
auriculiformis] yes 

B6U7D8_MAIZE; 
B4FR97_MAIZE; 
B4FU39_MAIZE; 
B4FVN5_MAIZE; 
B4FBW5_MAIZE 

8n 16.2.1.1 B6U4D6_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|3914261; 
gi|92887740; 
gi|1172002; 
gi|71277043; 
gi|1172003; 
gi|1171998; 
gi|129585 

8o 16.2.1.10 gi399168 Probable cinnamyl alcohol dehydrogenase yes 

B6U7D8_MAIZE; 
B4FR97_MAIZE; 
B4FU39_MAIZE; 
B4FVN5_MAIZE; 
B4FBW5_MAIZE 

8o 16.2.1.3 B4FNA2_MAIZE Putative 4-coumarate:coenzyme A ligase [Oryza 
sativa Japonica Group] yes gi|4038975; 

gi|15217631 

      8p 16.2.1.3 B4FQP4_MAIZE 4-Coumarate coenzyme A ligase [Zea mays] yes gi|4038975; 
gi|15217631 

      8q 16.2.1.3 B6SVJ9_MAIZE 4-Coumarate--CoA ligase 2 [Zea mays] yes gi|4038975 
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      8r 16.2.1.3 B6T4K1_MAIZE 4-Coumarate:CoA ligase [Neosinocalamus affinis] yes gi|4038975 

      8s 16.2.1.4 B4G029_MAIZE 3'-N-debenzoyltaxol N-benzoyltransferase -like 
[Oryza sativa Japonica Group] no - 

      8t 16.2.1.4 B6TJ78_MAIZE 3-N-debenzoyl-2-deoxytaxol N-benzoyltransferase 
[Zea mays] yes gi|46357596 

      8u 16.2.1.4 B6TQC0_MAIZE 3-N-debenzoyl-2-deoxytaxol N-benzoyltransferase 
[Zea mays] yes gi|46357596 

      8v 16.2.1.4 B6TXM6_MAIZE 10-Deacetylbaccatin III 10-O-acetyltransferase [Zea 
mays] no - 

      8w 16.2.1.6 B4G080_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 
gi|47680455; 
gi|30580341; 
gi|30580342 

      8x 16.2.1.6 B4G0G6_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 
gi|47680455; 
gi|30580341; 
gi|30580342 

      8y 16.2.1.6 B6UF45_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 
gi|47680455; 
gi|30580342; 
gi|30580341 

      8z 16.2.1.6 CAMT1_MAIZE Caffeoyl-CoA 3-O-methyltransferase 1 [Zea mays] yes 
gi|47680455; 
gi|30580342; 
gi|30580341 

      8a
a 16.2.1.9 B6TG62_MAIZE Caffeic acid 3-O-methyltransferase [Zea mays] no - 

      8b
b 16.2.1.9 B6TKG5_MAIZE Quercetin 3-O-methyltransferase 1 [Zea mays] no - 

      8cc 16.2.1.10 B4FBW5_MAIZE Mannitol dehydrogenase [Zea mays] yes 

gi|399168; 
gi|58435745; 
gi|29373061; 
gi|1085622; 
gi|3694835 

      8d
d 16.2.1.10 B4FR97_MAIZE Cinnamyl alcohol dehydrogenase [Phleum pratense] yes gi|399168; 

gi|58435745 

      8e
e 16.2.1.10 B4FU39_MAIZE Putative cinnamyl alcohol dehydrogenase [Oryza 

sativa Japonica Group] yes 

gi|399168; 
gi|58435745; 
gi|29373061; 
gi|1085622 

      8ff 16.2.1.10 B4FVN5_MAIZE Putative cinnamyl alcohol dehydrogenase [Oryza 
sativa Japonica Group] yes gi|399168; 

gi|58435745 

      8g
g 16.2.1.10 B6U7D8_MAIZE Cinnamyl alcohol dehydrogenase [Zea mays] yes gi|399168; 

gi|58435745 

9 16.10 -    9 16.10 -    
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10
a 16.2.1.1 gi92887740 Phenylalanine/histidine ammonia-lyase [Medicago truncatula] yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10
a 16.2.1.1 B4FW68_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|3914261; 
gi|1172002; 
gi|92887740; 
gi|71277043; 
gi|1172003; 
gi|129585 

10
b 16.2.1.1 gi3914261 Phenylalanine ammonia-lyase 1 yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10
b 16.2.1.1 B4FWE4_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|3914261; 
gi|71277043; 
gi|1172002; 
gi|1172003; 
gi|92887740; 

gi|129585 

10
c 16.2.1.1 gi129585 Phenylalanine ammonia-lyase class 2 yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10c 16.2.1.1 B6SRL9_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|92887740; 
gi|71277043; 
gi|1172002; 
gi|3914261; 
gi|1172003; 
gi|129585 

10
d 16.2.1.1 gi1171998 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B4FWE4_MAIZE; 
B6U4D6_MAIZE; 
B6T075_MAIZE 

10
d 16.2.1.1 B6SWA0_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|1171998; 
gi|92887740; 
gi|71277043; 
gi|1172002; 
gi|3914261; 
gi|1172003; 
gi|129585 

10
e 16.2.1.1 gi1172003 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10
e 16.2.1.1 B6T075_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|92887740; 
gi|1172002; 
gi|1172003; 
gi|71277043; 
gi|129585; 

gi|3914261; 
gi|1171998 

10f 16.2.1.1 gi71277043 Phenylalanine ammonia lyase [Trifolium pratense] yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10f 16.2.1.1 B6U4D6_MAIZE Phenylalanine ammonia-lyase [Zea mays] yes 

gi|3914261; 
gi|92887740; 
gi|1172002; 
gi|71277043; 
gi|1172003; 
gi|1171998; 
gi|129585 

10
g 16.2.1.1 gi1172002 Phenylalanine ammonia-lyase yes 

B6SRL9_MAIZE; 
B4FW68_MAIZE; 
B6SWA0_MAIZE; 
B6U4D6_MAIZE; 
B4FWE4_MAIZE; 
B6T075_MAIZE 

10
g 16.2.1.3 B4FNA2_MAIZE Putative 4-coumarate:coenzyme A ligase [Oryza 

sativa Japonica Group] yes gi|4038975; 
gi|15217631 
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10
h 16.2.1.3 gi4038975 4-Coumarate:CoA ligase isoenzyme 2 [Glycine max] yes 

B4FQP4_MAIZE; 
B6T4K1_MAIZE; 
B4FNA2_MAIZE; 
B6SVJ9_MAIZE; 
B6UBI2_MAIZE; 
B4FAE2_MAIZE; 
B6SWC4_MAIZE; 
B6SVK5_MAIZE; 
B6UC45_MAIZE 

10
h 16.2.1.3 B4FQP4_MAIZE 4-Coumarate coenzyme A ligase [Zea mays] yes gi|4038975; 

gi|15217631 

10i 16.2.1.6 gi30580341 Caffeoyl-CoA O-methyltransferase yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

10i 16.2.1.3 B6SVJ9_MAIZE 4-Coumarate--CoA ligase 2 [Zea mays] yes gi|4038975 

10j 16.2.1.6 gi30580342 Caffeoyl-CoA O-methyltransferase yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

10j 16.2.1.3 B6T4K1_MAIZE 4-Coumarate:CoA ligase [Neosinocalamus affinis] yes gi|4038975 

10
k 16.2.1.6 gi47680455 Caffeoyl-CoA-O-methyltransferase [Broussonetia papyrifera] yes 

B4FBY6_MAIZE; 
CAMT1_MAIZE; 
B6UF45_MAIZE; 
B4G080_MAIZE; 
B4G0G6_MAIZE 

10k 16.2.1.4 B4G029_MAIZE 3'-N-debenzoyltaxol N-benzoyltransferase -like 
[Oryza sativa Japonica Group] no - 

10l 16.2.1.10 gi58435745 Cinnamyl alcohol dehydrogenase [Acacia mangium x Acacia 
auriculiformis] yes 

B6U7D8_MAIZE; 
B4FR97_MAIZE; 
B4FU39_MAIZE; 
B4FVN5_MAIZE; 
B4FBW5_MAIZE 

10l 16.2.1.4 B6TJ78_MAIZE 3-N-debenzoyl-2-deoxytaxol N-benzoyltransferase 
[Zea mays] no gi|46357596 

10
m 16.2.1.10 gi399168 Probable cinnamyl alcohol dehydrogenase yes 

B6U7D8_MAIZE; 
B4FR97_MAIZE; 
B4FU39_MAIZE; 
B4FVN5_MAIZE; 
B4FBW5_MAIZE 

10
m 16.2.1.4 B6TQC0_MAIZE 3-N-debenzoyl-2-deoxytaxol N-benzoyltransferase 

[Zea mays] no gi|46357596 

      10
n 16.2.1.4 B6TXM6_MAIZE 10-Deacetylbaccatin III 10-O-acetyltransferase [Zea 

mays] no - 

      10
o 16.2.1.6 B4G080_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 

gi|47680455; 
gi|30580341; 
gi|30580342 

      10
p 16.2.1.6 B4G0G6_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 

gi|47680455; 
gi|30580341; 
gi|30580342 

      10
q 16.2.1.6 B6UF45_MAIZE Caffeoyl-CoA O-methyltransferase 1 [Zea mays] yes 

gi|47680455; 
gi|30580342; 
gi|30580341 

      10r 16.2.1.6 CAMT1_MAIZE Caffeoyl-CoA 3-O-methyltransferase 1 [Zea mays] yes 
gi|47680455; 
gi|30580342; 
gi|30580341 

      10s 16.2.1.9 B6TG62_MAIZE Caffeic acid 3-O-methyltransferase [Zea mays] no - 
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      10t 16.2.1.9 B6TKG5_MAIZE Quercetin 3-O-methyltransferase 1 [Zea mays] no - 

      10
u 16.2.1.10 B4FBW5_MAIZE Mannitol dehydrogenase [Zea mays] yes 

gi|399168; 
gi|58435745; 
gi|29373061; 
gi|1085622; 
gi|3694835 

      10v 16.2.1.10 B4FR97_MAIZE Cinnamyl alcohol dehydrogenase [Phleum pratense] yes gi|399168; 
gi|58435745 

      10
w 16.2.1.10 B4FU39_MAIZE Putative cinnamyl alcohol dehydrogenase [Oryza 

sativa Japonica Group] yes 

gi|399168; 
gi|58435745; 
gi|29373061; 
gi|1085622 

      10x 16.2.1.10 B4FVN5_MAIZE Putative cinnamyl alcohol dehydrogenase [Oryza 
sativa Japonica Group] yes gi|399168; 

gi|58435745 

      10y 16.2.1.10 B6U7D8_MAIZE Cinnamyl alcohol dehydrogenase [Zea mays] yes gi|399168; 
gi|58435745 

11 16.4.1 -    11 16.4.1 -    

12 16.1.4 -    12 16.1.4 -    

13
a 16.4.2 gi86156419 Betaine aldehyde dehydrogenase [Ammopiptanthus 

mongolicus] yes 

Q53CF4_MAIZE; 
Q8S531_MAIZE; 
Q43274_MAIZE; 
B6SLU3_MAIZE; 
B4FYG3_MAIZE; 
B6TB11_MAIZE; 
B4G066_MAIZE; 
B4FUA7_MAIZE; 
B6SXW4_MAIZE 

13
a 16.4.2 B4FYG3_MAIZE Succinate semialdehyde dehydrogenase [Zea mays] yes 

gi|2388710; 
gi|40850676; 
gi|20530127; 
gi|15131692; 
gi|92893594; 
gi|86156419 

13
b 16.4.2 gi92893594 Aldehyde dehydrogenase [Medicago truncatula] yes 

Q53CF4_MAIZE; 
Q8S531_MAIZE; 
Q43274_MAIZE; 
B6SLU3_MAIZE; 
B4FYG3_MAIZE; 
B6TB11_MAIZE; 
B4G066_MAIZE; 
B4FUA7_MAIZE; 
B6SXW4_MAIZE; 
Q8W0Q2_MAIZE 

13
b 16.4.2 B4G066_MAIZE Methylmalonate semi-aldehyde dehydrogenase 

[Oryza sativa] yes 

gi|20530127; 
gi|15131692; 
gi|40850676; 
gi|2388710; 
gi|92893594; 
gi|86156419 

13
c 16.4.2 gi40850676 Betaine-aldehyde dehydrogenase [Gossypium hirsutum] yes 

Q53CF4_MAIZE; 
Q8S531_MAIZE; 
Q43274_MAIZE; 
B6SLU3_MAIZE; 
B4FYG3_MAIZE; 
B6TB11_MAIZE; 
B4G066_MAIZE; 
B4FUA7_MAIZE; 
B6SXW4_MAIZE; 
Q8W0Q2_MAIZE 

13c 16.4.2 B6SLU3_MAIZE Succinate semialdehyde dehydrogenase [Zea mays] yes 

gi|2388710; 
gi|20530127; 
gi|40850676; 
gi|15131692; 
gi|92893594; 
gi|86156419 
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13
d 16.4.2 gi15131692 Putative aminoaldehyde dehydrogenase [Pisum sativum] yes 

Q53CF4_MAIZE; 
Q8S531_MAIZE; 
Q43274_MAIZE; 
B6SLU3_MAIZE; 
B4FYG3_MAIZE; 
B6TB11_MAIZE; 
B4G066_MAIZE; 
B4FUA7_MAIZE; 
B6SXW4_MAIZE; 
Q8W0Q2_MAIZE 

13
d 16.4.2 Q53CF4_MAIZE Betaine aldehyde dehydrogenase [Zea mays] yes 

gi|40850676; 
gi|92893594; 
gi|2388710; 
gi|15131692; 
gi|86156419; 
gi|20530127 

13
e 16.4.2 gi2388710 Betaine aldehyde dehydrogenase [Amaranthus 

hypochondriacus] yes 

Q53CF4_MAIZE; 
Q8S531_MAIZE; 
Q43274_MAIZE; 
B6SLU3_MAIZE; 
B4FYG3_MAIZE; 
B6TB11_MAIZE; 
B4G066_MAIZE; 
B4FUA7_MAIZE; 
B6SXW4_MAIZE; 
Q8W0Q2_MAIZE 

      

14 16.7 -    14 16.7 -    

15
a 16.8.2 gi51039630 Putative chalcone isomerase 4 [Glycine max] no - 15 16.8.2 -    

15
b 16.8.2 gi14582263 Chalcone isomerase [Glycine max] no -       

15
c 16.8.2 gi231799 Chalcone synthase 7 [Glycine max] no -       

15
d 16.8.2 gi51039624 Chalcone isomerase 1B1 [Glycine max] no -       

16 16.8.6 -    16 16.8.6 -    

17
a 16.8.5 gi2687724 NADPH:isoflavone reductase [Glycine max] no - 17 16.8.5 -    

17
b 16.8.6 gi6573169 Isoflavone reductase homolog 1 [Glycine max] no -       

17
c 16.8.7 gi6573171 Isoflavone reductase homolog 2 [Glycine max] no -       

18 16.8.4 -    18 16.8.4 B4FED4_MAIZE Putative dihydroflavonal-4-reductase [Oryza sativa 
Japonica Group] no - 

19 16.8.3 gi2687726 2'-Hydroxydihydrodaidzein reductase [Glycine max] yes B4G1Y5_MAIZE; 
B4FDB1_MAIZE 

19
a 16.8.3 B4FDB1_MAIZE Dihydroflavonol-4-reductase [Zea mays] yes gi|2687726 

      19
b 16.8.3 B4FN73_MAIZE Gibberellin 20 oxidase 2 [Zea mays] no - 

20 16.8.1 -    20 16.8.1 B4FX16_MAIZE Macrophage migration inhibitory factor [Zea mays] no - 

21 16.5.1 -    21 16.5.1 -    
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22 16.4.3 -    22 16.4.3 -    

23 16.5.99 -    23 16.5.99 B6THV4_MAIZE Alliin lyase precursor [Zea mays] no - 

Match     40 / 50 80%     54 / 92 59% 

 
a Soybean root hair proteins were obtained from 43 table S4. 
b A Blastp search was performed to identify homologs of soybean proteins in the maize root hair reference proteome. 
c The maize root hair reference proteome identified in this study was used. 
d A Blastp search was performed to identify homologs of the maize proteins in the soybean dataset. 
e Subgroup identification for cell wall precursor and secondary metabolism proteins in soybean and maize. Visualization is shown in figures 4 and 5. 
f Bincode classification was obtained using the Mercator Mapman software (www.mapman.gabipd.org). 
g A Blastp search against the NCBI.nr database was performed to obtain the annotation of the best known protein homolog. 
h Summary of Blastp result for this soybean Bincode. 
i Result of Blastp search for soybean proteins in the maize dataset. 
j Summary of Blastp result for this maize Bincode. 
k Result of Blastp search for maize proteins in the soybean dataset. 
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