
Annotated spectra HILIC 

MS/MS Fragmentation of MNYnVTER 

Found in gi|6323648, Phospholipase B (lysophospholipase) involved in phospholipid metabolism; 

displays transacylase activity in vitro; overproduction confers resistance to lysophosphatidylcholine; 

Plb2p [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 1026.444016 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N4     : Deamidated (NQ) 
Ions Score: 57  Expect: 0.014   

 

MS/MS Fragmentation of AMLGGAGMIAAMDnRT 

Found in gi|6323648, Phospholipase B (lysophospholipase) involved in phospholipid metabolism; 

displays transacylase activity in vitro; overproduction confers resistance to lysophosphatidylcholine; 

Plb2p [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 1478.667953 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N14    : Deamidated (NQ) 
Ions Score: 79  Expect: 0.00014   



 

MS/MS Fragmentation of SIVNPGGSnLTYTIER 

Found in gi|6323648, Phospholipase B (lysophospholipase) involved in phospholipid metabolism; 

displays transacylase activity in vitro; overproduction confers resistance to lysophosphatidylcholine; 

Plb2p [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 1720.863159 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N9     : Deamidated (NQ) 

Ions Score: 99  Expect: 1.3e-06   

 



MS/MS Fragmentation of NAVENDKDCLCNLYNNPSLLQSLNInVTDALQLPK 

Found in gi|147834849, hypothetical protein [Vitis vinifera] 

Monoisotopic mass of neutral peptide Mr(calc): 4000.950974 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N26    : Deamidated (NQ) 
Ions Score: 62  Expect: 0.013   

 

MS/MS Fragmentation of VVnETIQDK 

Found in gi|297485, GP38 [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 1045.529144 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N3     : Deamidated (NQ) 

Ions Score: 62  Expect: 0.0042 



 

MS/MS Fragmentation of AMLSGAGMLAAMDnRT 

Found in gi|437732, lysophospholipase 

Monoisotopic mass of neutral peptide Mr(calc): 1508.678513 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N14    : Deamidated (NQ) 
Ions Score: 84  Expect: 4.1e-05   

 

 

 



MS/MS Fragmentation of TAEFKnLSIPVFFSEYGCNEVTPR 

Found in gi|3730, glycolipid‐anchored surface protein [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 2805.331970 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N6     : Deamidated (NQ) 
Ions Score: 46  Expect: 0.59   

 

 

MS/MS Fragmentation of TDEYCCNSGSCnATTYSEFFK 

Found in gi|225426795, PREDICTED: hypothetical protein [Vitis vinifera] 

Monoisotopic mass of neutral peptide Mr(calc): 2540.940659 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N12    : Deamidated (NQ) 
Ions Score: 100  Expect: 1.6e-06   



 

MS/MS Fragmentation of VQYYKDYCSQLGVSPGDnLTC 

Found in gi|164699029, class IV chitinase [Vitis pseudoreticulata] 

Monoisotopic mass of neutral peptide Mr(calc): 2468.051193 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
Q10    : Deamidated (NQ) 
N18    : Deamidated (NQ) 

Ions Score: 52  Expect: 0.2 

 

 



MS/MS Fragmentation of RPTGPIETYVFAMFDEDnKTPELEK 

Found in gi|225441373, PREDICTED: hypothetical protein [Vitis vinifera] 

Monoisotopic mass of neutral peptide Mr(calc): 2927.389862 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N18    : Deamidated (NQ) 
Ions Score: 79  Expect: 0.00054   

 

 

MS/MS Fragmentation of SGSDLQYLSVYSDnGTLK 

Found in gi|4814, YJU1 [Saccharomyces cerevisiae] 

Monoisotopic mass of neutral peptide Mr(calc): 1946.910904 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N14    : Deamidated (NQ) 
Ions Score: 109  Expect: 3.6e-07   



 

MS/MS Fragmentation of LFFHDCFVnGCDASVLLDDTSSFTGEQTAVPNK 

Found in gi|225434381, PREDICTED: hypothetical protein [Vitis vinifera] 

Monoisotopic mass of neutral peptide Mr(calc): 3692.628738 
Fixed modifications: Carbamidomethyl (C) 
Variable modifications:  
N9     : Deamidated (NQ) 
Q27    : Deamidated (NQ) 

Ions Score: 74  Expect: 0.0021   

 

 


