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Figure S1.  The light micrographs of cultured L6 cells were enlarged by 10*10. The 

myoblasts were grown in DMEM supplemented with 10% FBS before differentiation 

initiation (A), then the myoblasts were cultured in DMEM with 2% FBS for 6 days, and the 

giant elongated multinucleated myotubes were clearly seeable (B).  

Figure S2. Sketch of our strategy for the large-scale phosphorylation analysis of rat L6 

myotubes.  

Figure S3.  The percentage of phosphorylated (phos) and non-phosphorylated peptides 

(non-phos) identified in four experiments.   

Figure S4. The MAPK signaling pathway derived from KEGG pathway database
1
. Red and 

green rectangles represent the phosphoproteins whose genes are observed and unobserved in 

our study, respectively. 

Figure S5. The network diagram of signaling pathways associated with cell-to-cell 

communication and cell fusion including adherens junction, focal adhesion, gap junction, 

tight junction and regulation of actin cytoskeleton, using Cytoscape
2
.   
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