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predicted similar to sarcolemma associated 
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Izumo sperm-egg fusion protein 1 precursor
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Fabp9 Testis lipid-binding protein
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Fabp9 Testis lipid-binding protein



#3016-3017 NL: 1.04E3

0 200 400 600 800 1000 1200 1400 1600
m/z

0

5

10

15

20

25

30

35

40

45

50

55

60

65

70

75

80

85

90

95

100

R
el

at
iv

e 
A

bu
nd

an
ce

yy4
+1

544.3

yy3
+1

416.3 yy9
+1

1069.2yy2
+1

303.2

bb 12
+1

1345.1 bb 14
+1

1586.2yy5
+1

657.4 bb 13
+1

1458.1
yy8

+1

1012.4
yy7

+1

955.2

bb 4
+1

415.6
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predicted similar to FLJ44048 protein
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Sp3111 Sperm protein SSP3111
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Dynein intermediate chain 1, axonemal
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Solute carrier family 2, facilitated glucose 
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Dzip1 similar to DAZ interacting protein 1
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Akap10_ Predicted similar to 
A kinase (PRKA) anchor 
protein 10
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RGD1308019_predicted hypothetical protein LOC311795
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Ppp1r7 32 kDa protein
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Ppp1r7 32 kDa protein
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Ppp1r7 32 kDa protein

#1518-1518 NL: 9.86E3
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Ppp1r7 32 kDa protein

#2793-2793 NL: 1.26E4
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#62-62 NL: 1.26E3
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105 kDa protein

#1841-1841 NL: 3.21E4
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105 kDa protein

#2960-2960 NL: 4.61E3
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Chek2 Checkpoint kinase Chk2

#3587-3587 NL: 1.93E4

0 200 400 600 800 1000 1200 1400 1600 1800
m/z

0

5

10

15

20

25

30

35

40

45

50

55

60

65

70

75

80

85

90

95

100

R
el

at
iv

e 
Ab

un
da

nc
e

yy22
+2

1279.0
bb 22

+2

1279.0

yy4
+1

502.3

bb 21
+2

1222.4
bb 19

+2

1101.3

bb 18
+2

1044.8yy5
+1

615.3
yy6

+1

744.4

yy22
+3

852.7

bb 21
+3

815.7

bb 20
+2

1165.6

yy18
+2

1074.5bb 7
+1

879.7

yy2
+1

260.2
bb 14

+1

1630.5
bb 12

+1

1446.4

bb 4
+1

389.3

yy10
+3

387.6
yy13

+3

504.4 bb 11
+1

1375.7

yy17
+3

660.9



Clmn_predicted similar to Calmin

#2243-2243 NL: 2.41E4
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Clmn_predicted similar to Calmin

#6059-6059 NL: 8.99E2
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Vezf1_predicted similar to vascular endothelial zinc finger 1
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Pak7_predicted p21 (CDKN1A)-activated kinase 7

#2333-2333 NL: 2.74E4
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RGD1561507_predicted hypothetical protein LOC292078
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RGD1561507_predicted hypothetical protein LOC292078

#6430-6430 NL: 1.16E3
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Cops7a_predicted ZH11 protei

#2853-2853 NL: 9.97E3
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RGD1359156 Putative uncharacterized protein 
RGD1359156

#2757-2757 NL: 4.95E4

0 200 400 600 800 1000 1200 1400 1600 1800
m/z

0

5

10

15

20

25

30

35

40

45

50

55

60

65

70

75

80

85

90

95

100

R
el

at
iv

e 
Ab

un
da

nc
e

bb 10
+1

1267.5
yy5

+1

561.4
bb 12

+1

1439.5
yy6

+1

689.4
bb 13

+1

1552.6
yy3

+1

389.3
yy8

+1

969.4
yy9

+1

1106.5
yy4

+1

460.3
bb 14

+1

1681.7
yy2

+1

276.1

yy14
+2

857.9



Ccdc116 Coiled-coil domain-containing protein 116

#4122-4122 NL: 9.17E3
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#2015-2015 NL: 5.93E3
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Hspb9_predicted to Heat-shock protein beta-9



Hspb9_predicted similar to Heat-shock protein beta-9

#2077-2077 NL: 8.15E3
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Snap23 Synaptosomal-associated protein 23

#2413-2413 NL: 3.26E3
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Aim1l_predicted similar to absent in melanoma 1
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Ube1y1 Ubiquitin-activating enzyme E1

#2944-2944 NL: 8.38E3
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RGD1311859_predicted hypothetical protein LOC303534



Gstm5 Glutathione S-transferase Mu 5

#3477-3477 NL: 8.69E4
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LOC679584;LOC687072 similar to 
HoloCentric chromosome binding Protein 
family member

#5731-5731 NL: 3.94E2
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Dnajc5 DnaJ homolog subfamily C member 5

#3404-3404 NL: 4.81E3
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LOC497959 Similar to novel protein

#2275-2275 NL: 9.46E3
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RGD1564067_predicted hypothetical protein

#6512-6512 NL: 1.94E3
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Rad23a RAD23a homolog

#2765-2765 NL: 1.17E4
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Ttll2_predicted similar to tubulin tyrosine ligase-like family, member 2

#3925-3925 NL: 2.04E3
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Plk4_predicted similar to Serine/threonine-protein kinase PLK4

#2624-2625 NL: 1.61E3
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RGD1309065_predicted similar to CAP-binding protein complex interacting protein 1

#1175-1176 NL: 4.80E3
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RGD1309065_predicted similar to CAP-binding protein complex interacting protein 1
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#1507-1507 NL: 6.31E3
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Smcp Sperm mitochondrial-associated cysteine-rich protein
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Psma3l;Psma3 Proteasome subunit alpha type-3



Psma3l;Psma3 Proteasome subunit alpha type-3

#1514-1514 NL: 2.05E4
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Spas1 Spermatogenesis-associated protein 
19, mitochondrial precursor



Spas1 Spermatogenesis-associated protein 
19, mitochondrial precursor

#3052-3052 NL: 5.11E3
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Zinc transporter SLC39A9
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Dnah8 similar to dynein, axonemal, heavy chain 8
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Isoform 1 of Thioredoxin domain-
containing protein 2
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Fbxo21_predicted similar to F-box only protein 21
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Interferon-inducible GTPase 5
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Cct3 T-complex protein 1 subunit gamma
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Sccpdh Probable saccharopine dehydrogenase
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Atp1a4 Cation-transporting ATPase
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predicted similar to cancer susceptibility 
candidate 5 isoform 1
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predicted similar to chromosome 17 open reading 
frame 27
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Ssh2_predicted similar to slingshot-like 2
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Akap4 83 kDa protein



Akap4 83 kDa protein
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Isoform 1 of Uncharacterized protein 
C14orf166B homolog
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Hspca Heat shock protein HSP 90-alpha



#2704-2704 NL: 3.58E4

0 100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400
m/z

0

5

10

15

20

25

30

35

40

45

50

55

60

65

70

75

80

85

90

95

100

R
el

at
iv

e 
Ab

un
da

nc
e

yy12
+2

689.5

yy5
+1

625.2

yy6
+1

739.7

bb 12
+2

740.4

bb 15
+2

891.6
bb 16

+2

965.1

yy2
+1

322.2

bb 6
+1

840.4

yy11
+1

1264.4

yy9
+2

540.3

bb 6
+2

420.4bb 5
+2

363.7
yy12

+1

1377.5

yy16
+2

995.6
bb 9

+1

1138.5
yy9

+1

1080.4
yy5

+2

313.5bb 5
+3

243.2

bb 11
+1

1365.6

yy4
+2

261.6

similar to Tumor necrosis factor, alpha-induced protein 2
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Cd209b similar to CD209 antigen-like protein B
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Akap2 A Kinase Anchoring Protein 2
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19 kDa protein
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Atp2b4 Isoform XB of Plasma membrane calcium-transporting ATPase 4
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Similar to glutathione transferase GSTM7-7
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Hrmt1l1 HMT1 hnRNP methyltransferase-like 1
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Calml3 Calmodulin like protein 3
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predicted similar to RhoGEF4 CG8606-PA, 
isoform A
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58 kDa protein
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Robo2 similar to Roundabout homolog 2 precursor
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RGD1306520 similar to receptor-
interacting factor 1 isoform 1
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similar to phosphatidylinositol-3-
phosphate/phosphatidylinositol 5-kinase, type 
III isoform 2
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predicted similar to sarcolemma associated protein
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Akap3 A kinase (PRKA) anchor protein 3
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containing, family H (with MyTH4 domain) member 2
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Spas1 Spermatogenesis-associated protein 
19, mitochondrial precursor



Odf2 Cenexin 2
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Hspb9_predicted similar to Heat-shock protein beta-9
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LOC500060 Similar to testes development-related NYD-SP18
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#1512-1512 NL: 5.20E2
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Rdh14 Retinol Dehydrogenase 14
#936-936 RT:25.86-25.86 NL: 6.79E4
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Sccpdh Probable saccharopine dehydrogenase

#1676-1676 RT:34.43-34.43 NL: 2.03E6
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