
Supporting Information 

Supplementary Figure Legends 

Supplementary Figure 1.  Size-exclusion chromatography.  UV Absorbance traces of the 

elution of the tEGFR:EGF (red; Ve = 13.74 ml) and tEGFR:cetuximab Fab (blue; Ve = 

14.11 ml) complexes from a Superose 6 (GE Healthcare) size-exclusion column.  tEGFR 

alone eluted at 15.0 ml. 

 

Supplementary Figure 2.  Quantification of Phosphotyrosine 845.  (A) ProteinPilot 

decovoluted fragmentation spectrum of +4 charged parent ion 656.6.  Observed b and y 

ions of L(iT8)LGAEEK(iT8)EY(Pho)HAEGGK(iT8) are shown.  (B) Expanded low 

mass region of spectrum in A shows report ion intensities.  (C) Predicted fragment ions of 

L(iT8)LGAEEK(iT8)EY(Pho)HAEGGK(iT8).  Ions observed in A are in bold. iTRAQ 

label (iT8), phosphorylated (Pho). 

 

Supplementary Figure 3.  Quantification of Phosphotyrosine 845.  (A) ProteinPilot 

deconvoluted fragmentation spectrum of +6 charged parent ion 561.6  Observed b and y 

ions of L(iT8)LGAEEK(iT8)EY(Pho)HAEGGK(iT8)VPIK(iT8) are shown.  (B) 

Expanded low mass region of spectrum in A shows report ion intensities.  (C) Predicted 

fragment ions of L(iT8)LGAEEK(iT8)EY(Pho)HAEGGK(iT8)VPIK(iT8).  Ions 

observed in A are in bold. iTRAQ label (iT8), phosphorylated (Pho).  

 

Supplementary Figure 4.  Quantification of Phosphotyrosine 974.  (A) ProteinPilot 

deconvoluted fragmentation spectrum of +3 charged parent ion 655.6. Observed b and y 



ions of M(Oxi,iT8)HLPSPTDSNFY(Pho)R are shown.  (B) Expanded low mass region 

of spectrum in A shows report ion intensities.  (C) Predicted fragment ions of 

M(Oxi,iT8)HLPSPTDSNFY(Pho)R.  Ions observed in A are in bold. iTRAQ label (iT8), 

phosphorylated (Pho), oxidation (Oxi). 

 

Supplementary Figure 5.  Quantification of Phosphothreonine 669.  (A) ProteinPilot 

deconvoluted fragmentation spectrum of +3 charged parent ion 806.8. Observed b and y 

ions of E(iT8)LVEPLT(Pho)PSGEAPNQALLR are shown.  (B) Expanded low mass 

region of spectrum in A shows report ion intensities.  (C) Predicted fragment ions of 

E(iT8)LVEPLT(Pho)PSGEAPNQALLR.  Ions observed in A are in bold. iTRAQ label 

(iT8), phosphorylated (Pho). 

 

Supplementary Figure 6.  Quantification of Phosphoserine 967.  (A) ProteinPilot 

deconvoluted fragmentation spectrum of +3 charged parent ion 655.6. Observed b and y 

ions of M(Oxi,iT8)HLPS(Pho)PTDSNFYR are shown.  (B) Expanded low mass region 

of spectrum in A shows report ion intensities.  (C) Predicted fragment ions of 

M(Oxi,iT8)HLPS(Pho)PTDSNFYR.  Ions observed in A are in bold. iTRAQ label (iT8), 

phosphorylated (Pho), oxidation (Oxi). 



Supplementary Figure 1.  Size-exclusion Chromatography
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