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| understand this format has been
deprecated; what has been replaced
by and how is leading the work?

Am | using the most up-to-date
version of this terminology to
annotate cell-based assays?

¥

CURATORS &
DEVELOPERS

BioSharing maps the landscape of community developed standards, databases and data policies,
ensuring they are registered, informative and discoverable, by monitoring their:

@ development, evolution and integration
@ Iimplementation and use in databases

@ adoption in data policies by funders and journals
@ maturity, collecting metrics of usage and levels of endorsement

BioSharing offers extensive content, a network of linked collaborators, and growing visibility and
recognition from groups and organizations, including funders and journals.

We

several search

What are the mature
standards and standards-
compliant databases we
should recommend to our

authors and awardees?

FUNDERS & JOURNAL
EDITORS

Are there databases implementing
this exchange format, whose
development we have funded?

My funder’s data sharing policy
recommends | use established
standards; which ones are widely
endorsed and relevant to my
toxicological and clinical data?

RESEARCHERS

Is there a database, implementing
standards, where to deposit my
metagenomics dataset?

With over 600+ standards and 700+ databases it’s often difficult to know which are the most relevant resources for a specific domain.

provide you

Recommendations

This Is how we can help you find what you need!

Any problems? Please tell us!

biosharing.org a

Standards Stats Login or Register
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help you make informed
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Wizard (beta)

It guides you step-by-step through
a series of questions, narrowing
down the number of search
results.

Progressively, further options are
added to help you refining the
search by funder, license type etc.

What species(s) would you like to focus on?

Step 1 Step 2 Step 3
Registry Domain Species
Step30of3

You previously chose the following registries: Databases and Standards.

You previously chose the following domains: and image data.

Example < All
species: Fly (Drosophila melanogaster)
Eukaryotes (Eukaryota)
Human (Homo sapiens)
Mouse (Mus musculus)

Plants (Plantae)

Rat (Rattus norvegicus)

OR
search  |fyou require a different species, please type in the box above.

fora

species:

Step 1 Step 2 Step 3
Registry Domain Species
Step20f 3

You previously chose the following registries: Databases and Standards.

Example domains: Life Science
Biomedical Science
Environmental Science
Genome

Protein

Clinical

Cancer

Please choose the domain(s) of interest.

ORssearch domains:  |imag|

Brainimaging en it may be selected here.
Diffusion tensor imaging
Functional magnetic resonance imaging (fMRI)

a

Images of gene expression
Images of Phenotypic Mutants
Imagec nf nrotein ciitheellilar Incatinn (via Yeact(CED)

Results from the Biosharing Wizard:

The search string used was: taxonomies:("All") AND domains:("Imaging")

* You chose the following registries: Standards and Databases.
* You chose the following domains: Imaging.
* You chose the following taxonomies: All.

Search results can be refined using €=
our faceted-search matrix, also filtering

for recommended records only.
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rss http://sbml.org/index.php?title=News&act ...

twitter @sbmlnews

Additional Information

Contact SBML Forum

Implementing Databases (13)

MetaCrop 2.0: managing and exploring information about crop plant metabolism

IPAVS

The Comprehensive Enzyme Information System

Tools

A repository of mathematical models of biological and biomedical systems

Conditions of Use

License

No License Specified.
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Implementing Policies

EMBO Press Recommended Databases and Data Standards

Credit

Record Maintainer

This record is maintained by skeating
Development Group
SBML Community

Funders

California Institute of Technology
EMBL-EBI

Schemas

Name: SBML Show
Version: [2v4

Name: SBML Show
Version: |2v3

Name: SBML Show

Version: [2v2

NIGMS NIH HHS

Grant Number(s)
RO1 GM070923 (NIGMS NIH HHS)
Collaborators

COMBINE

Publications

The systems biology markup language (SBML): a medium for
representation and exchange of biochemical network models.

Hucka M,Finney A,Sauro HM,Bolouri H,Doyle JC,Kitano H,Arkin AP,Bornstein BJ,Bray
D,Cornish-Bowden A, Cuellar AA,Dronov S,Gilles ED,Ginkel M,Gor V,Goryanin |l,Hedley
WJ,Hodgman TC,Hofmeyr JH,Hunter PJ,Juty NS,Kasberger JL,Kremling A,Kummer
U,Le Novere N,Loew LM,Lucio D,Mendes PMinch E,Mjolsness ED,Nakayama Y,Nelson
MR, Nielsen PF,Sakurada T,Schaff JC,Shapiro BE,Shimizu TS,Spence HD,Stelling
JTakahashi K;Tomita M Wagner JWang J

Bioinformatics 2003

View Paper (PubMed)

The databases implementing the
standards are also linked, along
with data policies (by e.g. journals,
funders) that recommend the
standard.

Landscape mapping

Visualizing the relations between
and among resources is essential
to provide a view of their place in
the landscape and help navigating
between records.

We are progressively adding
these connectivity maps across
the site, e.qg. to visualize
recommendations and search
results.

Credit and acknowledgements
All records can be claimed by the
owner of the resource (a person
or organization) to edit and update
the description, as well as
acknowledging contributors,
funders etc.

The BioSharing curation team
checks and enrich all the
contributed descriptions.

Content types and some statistics to date If you are a Standard and/or Database curators/maintainers here is how we can help you

 >1300 records
> 600 standards:

« 347 Terminologies (e.g. Disease Ontology)
* 198 Models/Formats (e.g. SBML)
« 86 Reporting guidelines (e.g. MIRIAM)

* > 700 databases
* > 26 policies
« and in curation: other standards type, e.g. common data elements

By registering your resource:
- You gain increased exposure outside of your immediate community. This facilitates the broader adoption (e.g.
by journals, funders’ and other data policies) and use of your work (e.g. by researchers and other developers).

By claiming your resource:
- You can ensure it is an accurate reflection of your work, and add any missing information. By claiming, you
also gain personal acknowledgement for your work and provide a contact point for prospective users.

All registry data, split by species represented All registry data, split by domain covered

400 250

To check if your database or standard is already in BioSharing, simply use one of the search boxes and type in

- 200 the name of your resource, the domain (e.g. 'protein structure'), country of origin, or URL. If your resource is not
250 150 there, you can register it by clicking on the 'Contribute new content' link on the homepage.
15 . If you work on an ontology that is part of the OBO Foundry or BioPortal then we’ve already done the work for
o I N you, as all ontologies (in our Terminology Artifact class) are automatically imported into BioSharing.
0 ._ - " LieScience  Protein  Genome  DNA Biomecical By maintaining your ontologies at these sites you will automatically keep the BioSharing record updated.

Our community includes
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Philippe Rocca-Serra Oxford
Milo Thurston [CRAGEIEIE4

Susanna-Assunta Sansone RO®GEULLE

NIH Big Data to
Knowledge (BD2K)

CADDIE

o BioSharing is a contribution from the

o [ ELIXIR-UK node to the ELIXIR eé}felerate
programme. BioSharing also operates as a

community-driven resource under an @

and © FORCE!T working group.
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