Repeated evolution of viviparity in phrynosomatid lizards constrained interspecific diversification in some

life-history traits
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Figure S1. Time-calibrated phylogeny of 61 species of the lizard family Phrynosomatidae. Circles represent ancestral

and current character states of reproductive mode (black = oviparity, red =

million years. Modified from Wiens et al.

viviparity). Scale bar indicates 10
(2013) and Lambert and Wiens (2013). We used the R

package APE (Paradis et al. 2004) to prepare this figure.
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