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rDNA sequencing
18SrDNA1f		GTAGTCATATGCTTGTCT
18SrDNA2r		TCACTGATTAATGAAAAC
18SrDNA2f		TGCCAAGGATGTTTTCAT
18S-Teil2r		ACTTCCATCGGCTTGAGCCGA	
18S-Teil2f	AATTGCGATAACGAACGAGACC
18SrDNA3r		CTTGCATACGGTCAGCAT
18SrDNA3f		AGTAAAGAATGCTGACCG
28SrDNAr		CCGCTTATTGATATGCTTAA
LROR		ACCCGCTGAACTTAAGC
28SrDNA2r		CCACCAGAGTTTCCTCTGGC
28SrDNA2f		GGCTAGGATGCTGGCGTAAT
4_2r		TAGTCTGTGAACTGCATCCG
4_2f		TCAAATTGCGGGGACGTCCTG
LR7		TACTACCACCAAGATCT
qPCR
GPDRT2s		TCTGCTAAGGATTGGCGCGG
GPDRT2as		GCTTGCCGTTGAGCTCTGGG
TSP_RT_F		GAGTCCGGTCTTATTGTTGAGCAG
TSP_RT_R		GCTTTCAATAACGTCACCCTCACG
qRT-PCR
GPDRT2as		GCT TGC CGT TGA GCT CTG GG
GPDRT2s		TCT GCT AAG GAT TGG CGC GG
RT-RcSP1f		GCG CCA CCG CAC CCT CTT AT
RT-RcSP1r		ATG AAA CCT CCG CCG ATC G
RT-RcSP2f		TGC TCA AGG AGG CCC TTT C
RT-RcSP2r		GCC GTC CTT AGG ACA GGG T
RT-RcSP3f		TGG CCA TAA CTT CGT CGC TTG T
RT-RcSP3r		TCT CGT TGT GGA CTC TCC CAT CG
RT-RcSP5f		GCC GGC TGG GGG ATG ATT T
RT-RcSP5r		GTG CGG CGA CGG TCC AAC A
RT-NIP2.6-UK7f		TAT CAA GCT GTC GTC TGT ACG
RT-NIP2.6-UK7r		TGA CGC CTG TGT ACA AGT G
RT-RcSP7f		TTC ATG TTA CCG GAA CTC CTT TT
RT-RcSP7r		CTC TTT GAC CAA TGC AAG AGG TA
RT-RcSP9f		CGG CCC AAT TTG TAC GCA GAG A
RT-RcSP9r		CTG GTG CAC GTT CCA TAA
Gene deletion
RcSP1-fusion1_s		AATAATCACTAAGTACGCTA
RcSP1-fusion2_as		TTCTGTACCTAGGTTAATGGGGTTGCGGTAGGTTGGATCT
RcSP1-fusion3_s		CACTCCACATCTCCACTCGAGAAGGGTTCTTGAGAGTATC
RcSP1-fusion4_as		ATAGCTATAGAAAGAGAATA
RcSP1-fusionA_s		GGTTCGCTAGTAATAATCTA
RcSP1-fusionB_as		AGAGACTAGGATTTCGCTTA
RcSP2-fusion1_s		GAGATTTGCTAGAACTGCTA
RcSP2-fusion2_as		TTCTGTACCTAGGTTAATGGTTTCGTTAACGATGATGAAG
RcSP2-fusion3_s		CACTCCACATCTCCACTCGATCAAGACATTGCCCTATGGA
RcSP2-fusion4_as		AGTCAACATTGAAAGCCGAG
RcSP2-fusionA_s		CACTCCTTTACAGAGTAGGG
RcSP2-fusionB_as		TGACAAGGATTCTGCTCCTG
RcSP3-fusion1_s		CAGCCTATGTAGACAGCATC
RcSP3-fusion2_as		TTCTGTACCTAGGTTAATGGTTTGAAGAATCAAGTGAGTT
RcSP3-fusion3_s		CACTCCACATCTCCACTCGATTGTATTGATATATGTCAAA
RcSP3-fusion4_as		AATATGGACATTGCTACAAG
RcSP3-fusionA_s		GTATGCCAGCTCGCTGCGAA
RcSP3-fusionB_as		CCTTACAATGGCTTTACTTC
RcSP5-fusion1_s		AGCTAGAAGGGATGGCGGAT
RcSP5-fusion2_as		TTCTGTACCTAGGTTAATGGCTTTGCAAGTGTCAGGCAAT
RcSP5-fusion3_s		CACTCCACATCTCCACTCGAAGGAGGAGAGAAATTACAGA
RcSP5-fusion4_as		CCACAATTTCGTGTATAGAC
RcSP5-fusionA_s		TTTCAATCTCGAGAACCTCC
RcSP5-fusionB_as		GTCGCCTATTCAGAGTGCAT
RcSP6-fusion1_s		TGATCGACAGTCGTCCGATC
RcSP6-fusion2_as		TTCTGTACCTAGGTTAATGGAGTGAGAGTGATAGAAGTGG
RcSP6-fusion3_s		CACTCCACATCTCCACTCGAACATGACATCTGGATTCAAG
RcSP6-fusion4_as		GCTTTTTTCGGAGGGGGG
RcSP6-fusionA_s		CGTACCTAATTAGTCCATAC
RcSP6-fusionB_as		TCTCCCTATTAGTAGAAACA
RcSP9_fusion1_s		CTCTGTGTACTGGGCTTATA
RcSP9_fusion2_as	TTCTGTACCTAGGTTAATGGAGTAGTAAGCTTGTTGAGTA
RcSP9_fusion3_s		CACTCCACATCTCCACTCGAAGGTGTACAAGAGAGCTATT
RcSP9_fusion4_as	GAGCTTCAGGCAGTGAATTA
RcSP9_fusionA_s		CTTAAGCCTTTGCATCGCAA
RcSP9_fusionB_as	GAACTTGACTTGCTTGCTTC
hph_fusion_s		CCATTAACCTAGGTACAGAA
hph_fusion_as		CACTCCACATCTCCACTCGA
HPH-r		AGTCCGGCACCTCGTGCACG
HPH50-f		GCTGATGCTTTGGGCCGAGG
cDNA sequencing
RcSP1-seq-s		ATGAAGCTTGGCCTCCTTTC
RcSP1-seq-as		CTAATCCTTCCTGGCAACCC	
RcSP2-seq-s		ATGAAGCCCATCACCTTATG
RcSP2-seq-as		TCAACCTATTGTATAGCG	
RcSP3-seq-s*		ATGCATTTCTCTATTCTTCT
RcSP3-seq-as*		TTAAGAGCATGTAAGGTAGC	
RcSP5-seq-s		ATGAAGCTCCTCCTCCTCCT
RcSP5-seq-as		TCAGAGATCTTTATTGCCAA
RcSP6-seq-s		ATGAAGCATCTCTCTATCCT
RcSP6-seq-as		TCAACTTAGGACAGCGTACT
RcSP9_seq_s*		ATAAGACAGCTCCTGTACCC
RcSP9_seq_as*		GTATCCAAGCCAGTACAACC
* also used for proof of deletion
Proof of deletion
RcSP1_dt_s		TCACCAGACACCCTCTTGTT
RcSP1_dt_as		TTATCTCGCCTCCTGAGAA
RcSP2_dt_s		TCAAAGCCGAGGATAGAGTC
RcSP2_dt_as		TTCTATCGTCAGGTTGCGA
RcSP5_dt_s		TTGATAGCGAGACAACTGAC
RcSP5_dt_as		TTCATGTCCTAAGAAGCGT
RcSP6_dt_s		TCCAGGCACATCATCCTCAC
RcSP6_dt_as		TTGTCCCTAGCGCAGTCGTA
Proof of integration
gpdA_KO_as		GAAGTAGGTAGAGCGAGTAC
trpC_KO_s		CAGAATGCACAGGTACACTTG

