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Figure S1 Distribution of plasmid replicons across the phylogenetic tree. The barplots show the relative frequency of each gene in the clinical (green) and environmental (red) sub-populations for each plasmid. 
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Figure S2 Distribution of virulence factors across the phylogenetic tree. The boxplots show the number of virulence genes within the clinical and environmental sub-populations. The symbol *** denotes that the difference between the two was significant at p-value <10-3 (obtained from Student’s t-test, testing mean difference). The barplots show the relative frequency of each gene in the clinical (green) and environmental (red) sub-populations for each gene. 
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Figure S3 Correlogram of MIC values for different antibiotics. The blue and red colors correspond to positive and negative correlations, respectively. B) The resistance pattern for antibiotics tested in this study. 
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Figure S4 Distribution of MIC values across the phylogenetic tree. The first column shows the isolation origin of the isolate. B) The distribution of resistance/intermediate/susceptible phenotypes across the phylogenetic tree. 
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Figure S5 MIC distributions for different antibiotics in the environmental and clinical sub-population. The symbols  ** and *** denote that the difference between the two was significant at p-values 10-2 and 10-3, respectively (obtained from Student’s t-test, testing mean difference). 
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[bookmark: _GoBack]Figure S6 Distribution of antibiotic resistance genes across the phylogenetic tree. The boxplot show the number of antibiotic resistance genes within the clinical and environmental sub-populations. Groups 1, 2, 3, 4, 5, 6 and 7 correspond to beta-lactamases, fluoroquinolone, tetracycline, sulphonamides, aminoglycosides and other antibiotics resistance genes, respectively. The barplots show the relative frequency of each gene in the clinical (green) and environmental (red) sub-populations for each gene. R.F. and AMR in the figure stand for relative frequency and antimicrobial resistance, respectively. 
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