
A

N2 (WT)  3.7     3.4        3.0      3.4  0.37        n/a
hrde-1    0.9     1.0         0.9      0.9  0.03        0.00035*
met-2   3.5     3.5         4.0      3.7  0.30        ns
set-25   4.6     5.0         4.2      4.6  0.38        ns
set-32   2.6     2.1         3.2      2.6  0.55        ns
met-2 set-25;set-32 0.6     1.6         1.2      1.1  0.52        0.00379**
set-13    4.3     4.3         5.8      4.8  0.86        ns
set-21    5.0     4.7         4.9      4.9  0.17        ns
set-9;set-26   5.7     5.6         6.5      5.9  0.50        ns
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Supplementary Figure S1


