
Supplementary tabe 1 : PCR and sequencing conditions for screening lymphedema genes.

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
FLT4-ex17-F CCACAGTGGTATGGCCAAATC
FLT4-ex17-R GATTCAGGCACTCCGGCCTG
FLT4-ex18-F ACCTGTCTCCACGCTCACC
FLT4-ex18-R CTGCTCCTCACCAGCTAGG
FLT4-ex19-F GAACGGGGACCTGCCAGGG
FLT4-ex19-R GGGGTCTCGCCGTCCCAGC
FLT4-ex20-F CGCGGGTGCAAACGCGGAGC
FLT4-ex20-R CCAGTCGTCCGCCGCAGA
FLT4-ex21-F TCTGCGGCGGACGACTGG
FLT4-ex21-R GGCCCGTCAGGCACTAGG
FLT4-ex22-F CTGGGGCTGGGTAGATGG
FLT4-ex22-R GTGGGGATGCACCCTTTTCC
FLT4-ex23-F GGTGTGGGTATTACCCCAGG
FLT4-ex23-R ACGTTCCCTCTCCTCAATGG
FLT4-ex24-F AGCTTCCCTCTGTCTCCCCAG
FLT4-ex24-R GTAACCTGCCGCCAGTGACC
FLT4-ex25-F AGCCGCAGGAGGCTTGCTC
FLT4-ex25-R CGCTTGCTGTCCCCAAAACC

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
GJC2-AF AGGCGGTAAGCTCCACGTCATT
GJC2-AR CAGTGGTGACCAAGCCAG
GJC2-SEQ-1 GCGTAGCCCAGGTACATGA
GJC2-SEQ-2 CATCTCACAGAGGTTGAG
GJC2-SEQ-3 AGGTTTGCCAGGTTCTGG
GJC2-SEQ-4 AGAAGGGGTCGCAGGTTTC

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
FOXC2-F1 GCGAGCCGTCTCGGAAGC
FOXC2-R6 CGGTGTACAGGCTCATCGC
FOXC2-F3 GCTGGCAGAACAGCATCCG

FOXC2-R2 CTTGACGAAGCACTCGTTGAG
FOXC2-F6 CTGCCTGGCTTCAGCGTG
FOXC2-R10 CCCTTAATTGTCTGGTTGGG
FOXC2-F8 CTGAGCGCTCTCAACCTCG

FOXC2-R7 GGTGCTGGTGGTGGTGGC

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
SOX18-ex1-F1 AGCACCGGCCCTCATCAGCAG
SOX18-ex1-R10 GCCAGTGAGTGGAACGCCGTC
 SOX18-ex1SEQ-F1 TGAGCCGCTATATCTGGGCG

SOX18-ex1SEQ-F4 CCAGCTGGAATGCAGAGATCG
SOX18-ex2-F3 CGACGGCGTTCCACTCACTG
SOX18-ex2-R3 TGGGAACTCCAGGCACCCTCG
SOX18-ex2SEQ-R2 GGAAAGGCTCGGGCGGTGGC

SOX18-ex2SEQ-R3 CCGTAGTACAGGCCAGCGAGC

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
GATA2_1F2 CCCGCAAAGTGATGTCGAAA
GATA2_1R3 CCGAGAAATGGGAAGACAAG
GATA2_3F GCTGGCTTGGGCTTCTTA
GATA2_3R CCTCTCAACAAAGCACACCA
GATA2_4F ACACCTCGTGGTGGGACTT
GATA2_4R TTTTCAGCAGCTCGATTCCT
GATA2_5F1 CTGGTTCTGGGAGTCGTCAT
GATA2_5R1 GGTGCTAGGGTCAGGAGACA
GATA2_5F2 GGAGGCCCACTCTCTGTGTA
GATA2_5R2 ATCTGGGAAACCAACACTGC
GATA2_6F AACCGTGTGCCTGAGAGG
GATA2_6R TAATTAACCGCCAGCTCCTG
GATA2_7F TCCATGGTTCTGAGATGCTTT
GATA2_7R AGCCAAGCTGGATATTGTGG
GATA2_8F CTATGAAGGTCGGGCACAAT
GATA2_8R GGTGGGGAACATTCACAGTAA
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Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
CCBE1_1F GAGGAGCAGGACGCTTGGTC
CCBE1_1R CGCATCAAGCAGGAGCTCGC
CCBE1_2F TCTCCCGCTGAGAATCGAAC
CCBE1_2R_SEQ TCCCAAGCGCGTCTCCAAAC
CCBE1_3F ATGCCTCAATGTTTCCTGGG
CCBE1_3R ATACACAGACAGATACACAG
CCBE1_4F_SEQ TCCGCCTCCTCCTGTAGTTG
CCBE1_4R GAGAACTGAAGGGTCCAACC
CCBE1_5F_SEQ AAGCCCAATGTCATCTGTTG
CCBE1_5R_SEQ GGCACTTGGAAACTTTAGAC
CCBE1_6F CGCTGTCAGCTACTCTGTCC
CCBE1_6R ATCCTTCCACCTGGCCTTGG
CCBE1_7F CACCAAGACAAATGCCGAGG
CCBE1_7R AGCTGGAGAACATTGTCCAG
CCBE1_8F CCTGGACTCTTGTTAGCCA
CCBE1_8R GAACCATCTCTTCCTGGTGC
CCBE1_9F TGGTCAGTATCTTATCAGAG
CCBE1_9R TGACAGAGCAAGACCATCTC
CCBE1_10F TGTTTTGTGCAGGGAAGTGG
CCBE1_10R_SEQ CCTATAGGCTCATCAGAGCTGC
CCBE1_11F TAGCTTTGATTCCTCCCATG
CCBE1_11R CTTTGGCGTGACGGTGTTGG

Exon Primer name Primer sequence Amplicon size (bp) Tm (°C) Comments *
PTPN14_ex1a_F CCCAGCGCTCCCTCCGCCTC
PTPN14_ex1a_R CCGCTGCGCTCACTCCGCC
PTPN14_ex1b_F CCCTCAAAGTTCTTTCCAAC
PTPN14_ex1b_R CCACGGAATTGATTCCAGTG
PTPN14_ex1c_F TTCCCTTCGCCCCTCCTCC
PTPN14_ex1c_R GTCTGCCCAAGTCATCTGCA
PTPN14_ex2a_F CCATTGATAGGTCCCTTCTG
PTPN14_ex2a_R GAGATGGCCTTAGCAGTTTC
PTPN14_ex2b_F GAGGAGCACAGGTGATAGTG
PTPN14_ex2b_R GACAGCGTGCACTCGATAAC
PTPN14_ex2c_F CGCCTGCTGGACAGCAATG
PTPN14_ex2c_R CATACCCAACACGCATGCAC
PTPN14_ex3a_F CTGGAGTCTCGTTTCTTGTG
PTPN14_ex3a_R AAAGCAAAGGCTCATTAGCG
PTPN14_ex3b_F GGTTTCTCAGCAAGAGCC
PTPN14_ex3b_R CTTCACAGTTAGTCAACACC
PTPN14_ex4_F CTAGAGGCATCTGTGTTGTG
PTPN14_ex4_R GCAACACCATGATCAAACAG
PTPN14_ex5_F ATGTAGTGATGAGTTTGCCC
PTPN14_ex5_R CTAAATGTCCAAAGAAGGTAG
PTPN14_ex6_F CAAATGCCCACACCCTCATG
PTPN14_ex6_R GGCTGTAAACATCTGTTGTG
PTPN14_ex7_F AGAGTGGGATCTTCCACTGG
PTPN14_ex7_R GCCAGTACCGGTCTGAGAAG
PTPN14_ex8_F TGTTGCAGTGAACATGGGTC
PTPN14_ex8_R AACATTACAGTTCCTCAAGG
PTPN14_ex9_F ATGCCTGGAACATTGTTGAG
PTPN14_ex9_R GTCTTGTCAGACCCTGACTG
PTPN14_ex10_F TGTGTGTCCCTCCTCAGAAG
PTPN14_ex10_R CTGACAAAGCCATCAAGTCG
PTPN14_ex11_F CTCTCCTTCCCTTGTCTATC
PTPN14_ex11_R ATGCTCAACAGTCAGATCAC
PTPN14_ex12_F GTGAGTCACCAGCCGTGTCT
PTPN14_ex12_R GTCTTAAGAAGGGAGAACGG
PTPN14_ex13a_F TGTTGTGGCAGGATGGCTTG
PTPN14_ex13g_R AGCATGTGCTTTCACACTGG
PTPN14_ex14_F GGAGTTACAGATTTGAGGAG
PTPN14_ex14_R GGGATCCTAAGACTACAGAG
PTPN14_ex15a_F GTTGTTTCATTGAGTTTTTGG
PTPN14_ex15a_R TTCTCCTCATAGGGGACAAC
PTPN14_ex15b_F TTTCAGCACAGCAGCTCTG
PTPN14_ex15b_R CCAGCCATCTTTACCAAACC
PTPN14_ex16_F GTAATGTTGTCCGGACTTGG
PTPN14_ex16_R GAAAAAGGATGTGGAGTAGG
PTPN14_ex17a_F GATGAGAGCTTCCCTTGACC
PTPN14_ex17a_R GCAAACAGAATCCGTTCGAAAC
PTPN14_ex17b_F CCACCTATGGCAAGTTCAAG
PTPN14_ex17b_R TCAGGTAGCAGACTGGGAAG
PTPN14_ex18_F GAAGCCATGGAGGACTTTGG
PTPN14_ex18_R GTATCCGGAGAGAAGCCCAG
PTPN14_ex19_F AAGGGAAGCCTCCTGTCTCAG
PTPN14_ex19_R ATGGAGCTGGGTCCCTCCTC

bp : base pairs 
* The PCRs are performed with DNA Polymerase (Biotools), except when it is notified in the comments.
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