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Supplemental Fig. 1. Protein sequence alignment of Cry8Kb3 and Cry8Pa3 from
Bacillus thuringiensis INTA Fr7-4. The histogram below the alignment indicates the
degree of similarity. The regions between brackets correspond to each of the three

domains of the proteinsin sequential order.

Supplemental Fig. 2: Agarose 0.6% gel electrophoresis of PCR products using
primers: C801-F1 and C802-R1 (lane 1); C801-F2 and C802-R1 (lane 2); C801-F1 and
C802-R2 (lane 3); 1-Kb molecular marker (Promega) (lane 4). The amplifications
involve part of the cry8Kb3 and cry8Pa3 genes with their intergenic region,

demonstrating that they are coded in the same strand separated by a 5.6 kb-distance.
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