Supplementary Figure 1

HPLC-MS data for our peptide inhibitors.

a) HPLC-MS data for 101 peptide (RGRLANFLVHSSGR-CONH>)
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b) HPLC-MS data for 102 peptide (RGRLANFGR-CONHy)
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c) HPLC-MS data for 103 peptide (RGLANFLGR-CONHy>)
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d) HPLC-MS data for 104 peptide (RGANFLVGR-CONHy)
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e) HPLC-MS data for 105 peptide (RGNFLVHGR-CONHy)
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f) HPLC-MS data for 106 peptide (RGFLVHSGR-CONHy)
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g) HPLC-MS data for 107 peptide (RGLVHSSGR-CONHy)
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h)

HPLC-MS data for 108 peptide (RGANFLVHGR-CONHy)
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i) HPLC-MS data for RI-108 peptide (Ac-rGhvifnaGr-CONH>)
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j) HPLC-MS data for N1-108 peptide (RG-mA-N-mF-L-mV-HGR-CONH>)




k) HPLC-MS data for N2-108 peptide (RGA-mN-F-mL-V-mH-GR-CONH>)




