Supplementary Table 23: Alignments of phylogenetically informative retroposon markers

Sha – Sarcophilus harrisii, Dge – Dasyurus geoffroii, Pdo – Phascolosorex dorsalis, Pbi – Parantechinus bilarni, Pap – Parantechinus apicalis, Dro – Dasykaluta rosamondae, Pma – Pseudantechinus macdonnellensis, Dcr – Dasycercus cristicauda, Dby – Dasyuroides byrnei, Mle – Myoictis leucura, Pta – Phascogale tapoatafa, Mlo – Murexia longicaudata, Ast – Antechinus stuartii, Ame – Antechinus (Murexechinus) melanurus, Pgi – Planigale gilesi, Sma – Sminthopsis macroura, Scr – Sminthopsis crassicaudata, Tcy – Thylacinus cynocephalus, Mfa – Myrmecobius fasciatus, Mla – Macrotis lagotis, Iob – Isoodon obesulus, Eru – Echymipera rufescens, Ecl – Echymipera clara, Pbo – Perameles bougainville, Nty – Notoryctes typhlops, Pci – Phascolarctos cinereus, Tvu – Trichosurus vulpecula, Meu – Macropus (Notamacropus) eugenii, Mdo – Monodelphis domestica.

Markers for Dasyuromorphia monophyly

Marker 1

>WALLSI1A 

--------------------------------------------------------------------------------

----------------------------TTGTTGTTTGTCCTT-TGTTCTCAAA--GAGGACCA--TGACATCAGGGAGG

TGATGMCATGACTTGCAAGTGAATTGGATTTAAGTGAGGGAGGGCTGTGCAAAGTCACCAGCCTCACTTTCTCCTCCAGA

GCCATCTGGGTCCAGTGGCAAGATATAGATCAGGATGACTGGAGAT----GGCCCAGGATGCAATGGGAGACCTTGGCCT

TTTTAAGCTAAGGTCTTTCNCAGGTCTCAGTTTGACTGAGGCAACACCCATTCAGTGATTAAGGCTAGGTAAGAAATGAG

GCAAAGAATGGCCTCTTTTA-CCTAGTCAAAAAAAAAAA-------AAAAA----TCAA------TCTGGGAGGGGAAGA

CCCTCAGGGTTTCTGGCCAAAACAGAAACAATTG----------------------------------------------

--------------------------CTATTTACATTCACTCTGAGCCAATCAGGGCCCAAACAATGACCAAGTGGGGCT

TGGGCTGGGACCTATTGTTGGCCAATCAATGAGAGCCAGAGTGATTTGGGTTTAAGGCATGGTCCTTAAGAAAGAAATCT

AGCCAGTAAACCCCAAGATATCTTGWTAGGTTTCAGCGATCAAAATTTACATTCCTTTGGGCAGAGCACCCACAGGTAAG

GGTATGATTCCCTATGT---------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------

>Sha 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGTAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCACGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TAACAGCAGAAAAG

TGATGTCATGACACGCAAAGGAATTGGCTTTAAGTGAGAGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGATT

TATTAA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCT-TTTCTATCC-AATCCAAAAAAAAAA-------AAAAAAAAACCAAT-GTAATCTGAGAGGGGAAGA

CACTCAGGATTTCTAGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCCAAACTTTGATCCTTGAACATG

TGTTAGA--ACCTATTATTGGCCTAGCTATGAGAGCCA--AAGGTTTGAATT------------CTTACGAAAGAAATCT

GACCCTTAAACCCCAAGATTTCTTGTCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATTAGTAA-----------------TTTTTTTGTGACTCCTCTTCA-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Dge 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TAACAGCAGAAAAG

TGATGTCATGACGCGCAAAGGAATTAGCTTTAAGTGAGAGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGACCAGAATGAGTGGAGATAGATGGCTCCAGATGCAGTGGCAGACCTTGGACT

TTTTAA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCT-TTTCTATCC-AATCCAAAAAA-----------AAAAAACACACAAT-GTAATCTGAAAGGGAAAAA

CACTCAGGATTTCTAGCCAAAAAAAAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAAACCCAAACTTTGATCCTTGAACATG

TGTTAAA--ACCTATTATTGGCCTACCTATGAAAGCCA--AAGGTTTGAATT------------CTTACAAAAAAAATCT

GACCCTTAAACTCCAAAATTTCTTGTCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAAAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAAAATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATAAGTAA-----------------TTTTTTTGTGACTCTTCTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pdo 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCTG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

TGATGTCATGACACGCAAAGGAATTGGCTTTAAGTGAGGGAGGTCTGTGCAAGGTCATCAGCT----------TCCAGGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGACT

TTTTAA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCT-TTTCTATCC-AATCCAAAA-------------AAAAAAAAAACAAT-GTAATCTGGGAGGGAAAAA

CACTCAGGATTTCGGGCCAAAAAAAAAATAATTG----------------------------------------------

--------------------------CTATTTACTTTCTTTGAC---CAAACAAAACCCAAACTTTAATCCTTGAACATG

TGTAAAA--ACCTATTATTGGCCAACCTATGAGACCCA--AAGGTTTAAATT------------CTTACAAAAAAAATCT

GACCCTAAAACCCCAAAATTCCTTGTCAGGTTTTCACAACCAAATTTTACATCCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCA--GTACT-ACTCATCC

AAAATTAGTAA-----------------TTTTTTTGTGACTCCTCTTCCT----TATTA-TGTTCACATCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pbi  

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAATTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

TGATGTCATGACACACAAAGGAATTGGTTTTAAGTGAGGGAGGTCTATGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGACT

TTTTTA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCAAAA-------------AAAAAAAACACAAT-GTAATCTGGGAGGGGAAGA

CACTCAGGATTTCTGGCCAAAAAAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---GAAACAAGACCCAAACTTTGATC-TTGAACATG

TGTTAGA--ACCTATTATTGGCCTAGCTATGAGAGCCA--AGGGTTTGAGTT------------CTTACGAAAGAAATCT

GACCCTTAAACCCAAAGATTTCTTGCCAGGTTTTTACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GATTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACTCAGTGTACT-ACTCATCC

AAGAGTAGTAA-----------------TTTTTTTGTGA---CTCGTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pap 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

TGATGTCATGACACACAAAGGAATTGGCTTTAAATGAGGGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGCACT

TTTTTA----AGCTCTTTCTCANGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCAAAA-------------AAAAAAAACACAAT-TTAATCTGGAGGGGGAAGA

CACTCAGGATTTCTGGCCAAAAGAGAAATAATAG----------------------------------------------

--------------------------CTATTTTCATTCATTGAG---CAAACAAGACCCAAACTTTGATCCTTNNNNNNN

NNNNNNN--NNNNNNNNNNNNNTTAGCTATGAGAGCCA--AAGGTTTGAGTT------------CTTACCAAAGAAATCT

GACCCTTAAACCCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCCCAGATAAG

GGTATAATACTTTATGT-------------GAGTTGCCCCTTT-GGGCACC-TTCCTTAATATTTATAAATATCCGTCTT

T-CCCTTAAAAACAAT-ATAGAAAAGGCCCGGATTCCGGATTCAAATTAAGCCAAAGTTACCCCGTGTACT-ACTCATCC

AAGATTAGTAA------TTTTTTTTTTTTTTTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Dro 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

CGATGTCATGACATGCAAAGGAATTGGCTTTAAGTGAGAGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGACT

TTTTTA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCCCCCCCCCC--------AAAAAAAACACAAT-GTAATCTGGGAGGGGAAGA

CATTCAGAATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCCCAACTTTGATCCTTGAACTTG

TGTTAGG--ACCTATTATTGGCCTAGCTATGAGAGCCA--AAGATTTGAGTT------------CTTACCAAAG-AATTT

GACCCTTAAACCCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGACTACCCACAGATAAG

GGCATAATACTCTATGT-------------GAGTTGCCCATTT-GGGTACA-TTCATTAATATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATTAGTAA---------TTTTTTTTTTTTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pma 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAATTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

TGATGTCATGACACGCAAAGGAATTGGTTTTAAGTGAGGGAGGTCTATGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGACT

TTTTTA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCAAAA---------------AAAAAACACAAT-GTAATCTGGGAGGGGAAGA

CACTCAGGATTTCTGGCCAAAAAAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCCAAACTTTGAT-CTTGAACATG

TGTTAGA--ACCTATTATTGGCCTAGCTATGAGAGCCA--AGGGTTTGAGTT------------CTTACGAAAGAAATCT

GACCCTTAAACCCAAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GATTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACTCAGTGTACT-ACTCATCC

AAAATTAGTAA-----------------TTTTTTTGTGA---CTCGTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Dcr 

GTGCTATACCAATCATGCCCTGGACCAATTTTTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGGCAGCAGAAAAG

TAATGTCATGACACACAAAGGAATTGGCTTTAAGTGAGGGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCATCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATACAGTGGCAGACCTTGGACT

TTTCTA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCAAAAAA------------AAAAAACCACAAT-GTAATCTGGAAGGGGAAGA

CACTCAGGATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCCAAACTTTGATCCTTGAACATG

TGTTAGG--ACCTATTATTACCCTAGCTATGAGAGCCA--AAGGTTTGAGTT------------CTTAGCAAAGAAATTT

GACCCTTAAACCCCAAGATTTCTTGCCAGGTTTTCACAACCAATATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTTTATGT-------------GAGTTGCCCATTT-GGGCACATTTCATTAACATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAAATTACTAA-----------TTTTTTTTTTTTTGTGACTCCTTTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGTATTGTTC

>Dby 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTTTT-CTTTTTCAAA--GAGGACCA--TGGCAGCAGAAAAG

TGATGTCATGACACACAAAGGAATTGGCTTTAAGTGAGGGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAGTGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATACAGTGGCAGACCTTGGACT

TTTTTA----AGCTCTTTCTCAGGTCTCACTTTGA--------------------------------------------G

GCAAAGAACAGCC-TTTCTGTCC-AATCCAAAAAAAA----------------CCACAAT-GCAATCTGGGAGGGGAAGT

CACTCAGGATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCCAAACTTTGATCCTTGAACATG

TGTTAGG--ACCTATTATTAGCCTAGCTATGAGAGCCA--AAGGTTTGAGTT------------CTTAGCAAAGAAATCT

GACCCTTAAACCCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAATATCAGTCTT

T-CCCTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTATCCAGTGTACT-ACTCATCC

AAGATTAGTAATGTTTTTGTTTTTGTTTTTTTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCTTTCA---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Mle 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCATGTACATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCA--TGACAGCAGAAAAG

TGATGTCATGACACACAAAGGAATTGGCTTTAAGTGAGGGAGGTCTGTGCAAGGTCATCAGCT----------TCCAAGA

GCCGTCTGGGACCAATAGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGCACT

TTTTTA----AGCTCTTTCTCAGGTCTCACTTTGAC----------------------------------------TGAG

GCAAAGAACAGCC-TTTCTATCC-AATCCAAAAAAAAAAAAAAAAAAAAATGTAATCTTG-GGGGGGGGGGGGGGGGAAA

AACACCTTCTTTTTTCCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAAACAAGACCC--ACTTTGATCCTTGAACATG

TGTTAGG--ACCTATTATTGGCCTAGCTATGAGAGCCA--AAGGTTTGAGTT------------CTTACCAAAGAAATCT

GACTCTTAAACCCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGTATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAATATTTATAAATATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATTAGTAA---------------TTTTTTTTTGTGACTCCTCTTCC-----TATTA-TATTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pta 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TACTGACATTAGCATGTACATGTCA-------CAGTTTGTATTCCTTTTTCAAA--GAGGACCA--TGACAGCAGAAACG

TGATGTCATGGCATGCAAAGGAATTGGATTTAAGTGAAGGAGGTCTGTGCAAGGTCACCAGCTTCAACTCTCCTCCAAGA

GCCATCTGAGACCAATGGCAAATTATAGATCAAAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGCCT

TTTTTA----AGCTCTTTCCCAAATCTTACTT--------------------------------------------TGAT

GCAAAGAACAGCC-TTTTTATCC-AATCCAAAAAAAAAA-----GACAAAACAACACAAT-GTAATCTGAGAGGGAAAGA

CACTCAGGATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------GTATTTACATTCATTGAG---CAAACAAGGCCCAAATTTTGATTCTGTGAACAT

GTGCTAAG-ACCTATTATTGGTC-AGCTACGAGAGTCA--AAGGTTTGAGTTC-----------CTTACGAAAGAAATCT

GGCCCTTAAACTCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATATCCATAGATAAT

AAAATAATACTCTATGT-------------GAGTTGCCCATTTGGGGCACA-TTCATAACCATTTATAAGTATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAAGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATTAGTAAA------------------TTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Mlo 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TACTGATATTAGCATGTACATGTCA-------CAGTTTGTATT-CTTTTTCAAA--GAGGATCA--TGACAGCAGAAATG

TGATGTCATGGCATGTAAAGGAATTGGATTTAAGTGAGGGAGGTCTGTGCAAGGTCACCAGCTTCAACTCTCCTCCAAGA

GCCATCTGGCTCT--TGGCAAATTATAGATCAAAATGAGTGGAGAT----GGCTCCAGATGCAGTGGCAGACCTTGGCCT

TTTTTA----AGCTCTTTCCCAGATCTTACTTTG--------------------------------------------AG

GCAAAGAACAGCC-TTTTTATCC-AATCCAAAAAAAAAAA----AAAAAAAACCCACAAT-GTAATCTGAGAGGGGAAGA

CACTCAGGATTTCTGGCCAAAAGAGAAATAATTGATTAATGATTCTGTCAGATTTAACTTGAGGAAAGATTCCTATAATA

AATATTTAAAAGAGAAAAAATGTAATGAATTTACATTCATTGAG---CAAACAAGGCCCAAACTTTGATTCTGTGAACAT

GTGCTAGG-CCATGCTATTGGCCAGCTATGAGAGTCA---AAGGTTTGAGTTC-----------CTTACGAAAGAAATCT

GGCCCTTAAGCCCCAAGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATATCCACAGATAAT

GGAATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-ATGATTAACATTTATAAGTATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAAGATTCAGGATTCAAA----------GTTATCCAGTGTACT-ACTCATCC

AAGATTAGTAA-----------------TTTTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCTTTCT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Ast 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TACTGTCATTAGCATGTACATGTCA-------CAGTTTGTATT-CTTTTTCAAA--GAAGACCA--TGACAGCAGAAATG

TGATATCATGGCATGCAAAGGAATTGGATTTAAGTGAGGGAGGTCTGTGCA--GTCACCAGCTTCAACTCTCCTCCAAGA

GCCGTCTGGGAGCAATGGCAAATTATAGATCAAAATTAGTGGAGAT----GGCTCCAGATGCAATGGCAGACCTTGGCCT

TTTTTA----AGCTCTTTCCCAGATCTTACTTTG--------------------------------------------AG

GCAAAGAACAGCC-TTTTTCTCC-AATCCAAAAAAAAAAAA---AAAAAAACAACACAAT-GTAATCTGAAAAAGAAAAA

CCCTCAGGATTTCTGGCCAAAAAAAAAATAATTG----------------------------------------------

--------------------------CTATTTACTTTCTTTGAC---CAAACAAGGCCTAAACTTTGATTCTGTAAACAT

GTGCTAGG-ACCTATTATTGGCA-AGCTATAAAAGTCA--AAGGTTTGATTTC-----------CTTACAAAAAAAATCT

ACCCTTTAAACCCCAGGATTTCTTGCCAGGTTTTCACAACCAAAATTTACATTCCTTTGTTTAAAATATCCACAAATAAT

GGAATAATACTCTATGT-------------GAGTTGCCCATTT-GGGCACA-TTCATTAACATTTATAAGTATCAGTCTT

T-CCTTTAAAAACAAT-CCAGAAAAGGCCAAGATTCAGGATTCAAATTAGGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGATTAGTAT-----------------TTTTTTTGTGACTCCTCTTCC-----TATTA-TGTTCACTTCCTTTT---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Pgi 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTATTCTAGAAAGTCAG

TATTGACATTAGCACGTATATGTCA---------GTTTGTATT-CTTTTTCAAA--GAGGACCATTTGATAGCAGAAAAG

TGATGTCATGACATGCAAAGGAATTGGATTTAAGTGAGGGAGGTCTGTGCAAGGTCATCAGCTTCAACTCTCCTCCAAGA

GCCATCTGGGACCAATGACAAATTATAGATCAGAATGAATGGAGAT----GGCTCCAGATGCAGTGGCAGACTTTGGCCT

TTTTTA----AGCTCTTTCCCAGTTCTCACTT--------------------------------------------TGAG

GCAAAGAACAGTCTTTTTTATCC-AATCCAA-------------AAAACAAAACAACAAT-GTAATCTGGGAGCGGAAGA

CACTCAGGATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAACCAAGGCCCAAACTTTGATCCTGTGAGCAT

GTGCTAGG-ACCTATTATTGGCCTAGCTATGAAAGCCA--AAGGTTTGAGTTC-----------CTTACGAAAGAAATCT

GTCCCTTAAACCCCAAGGTTTCTCGCCAGGCTTTCACAACCAAAATTTACATTCCTTTGTTTAGAATACCCACAGATAAG

GGCATAATACCCTATGT-------------GAATTGCCCATTT-GGACACA-------------------TATCAGTCTT

T-CCTTTTAAAACGAA-ATAGAAAAGGCCAAGATTCAGGATTCAAATTAAGCAAAAGTTACCCAGCGTACT-TCTCATCC

AAGACTAGTAA-----------------TTTTTTTGTGA-TCCTCTTCC-----TATTA-TGTTCACTTCTTTCC---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTCC

>Sma 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-CTCTATTCTAGAAAGTCAG

TATTGACATTAGCACGTACATGTCA-------CAATTTGTATT-CTTTTTCAAA--GAGCATCA--TGACAGCAGAAAAG

TGATGTCATGACATGCAAAGGAATTGGATTTAAGTGAGGGAGGTCTGTGCAAGGTCACCAGCTTCAATTCTCCTCCAAGA

GTCATCTGGGACCAATGGCAAATTATAGATCAGAATGAGTGGAGAT----GGCTCCAGGTGCAGTGGCAGACTCTGGCCT

TTTTAA----AGCTCTTTCCCAGGTCTCACTT--------------------------------------------TGAG

GCAAAGAACAGCCTTTTTTATCC-AATCC-A-------------AAAACAAAATAACAAT-GTAATCCAGGAGAGGAAGA

CACTCAAGATTTCTGGCCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATTGAG---CAACCAAGGCCCAAACTTTGATCCTGTGAGCAT

GTGCTAGG-ACCTATTATTGGCCTAACTATGAGAGCCA--------------------------------AAAGAAATCT

GGCCCTTAAACCCCAAGATTTCTTGTCAGGTTTTCACAACCAAAATTTATATTTCTTTGTTTAGAATACCCACAGATAAG

GGTATAATGCCTTATGT-------------GAGTTGTCCATTT-GGACACA-------------------TATCAGTCTT

T-CCTTTAAAAACAAT-ATAGAAAAGGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTACCCAGTGTACT-ACTCATCC

AAGACTAATAA--------------------TTTTGTGA-TCCTTTTCC-----TATTA-TGTTCACTTCTTTCC---TC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

>Mfa 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTGGTTCTCTTCTAGAAAGTCAT

TGTTAACATTAGTACTTACAATACA-------TAGTTTGTATTTCTTTCTCAAA--AAGGATCA--TGACATCAGAAAAG

TGATGTCATGACATGCAAAGGAAGTGGATTTAAGTGAGGGAAGTCTGTGCAAGGTCACCAGCCTCAACACTCTTCCA-GA

GCCATCTGGGACCAGTGGCAAATTATAGATCAGAATGACTGGAGAT----GGCTCCAGATGCAGTGGCACACCTTGGCCT

TTTTTA----AGCTCTTTCTCAGGTCTCAGTTTGGCCGAGGCAATGCCCATTCCATGATT-AGGCTAGGGAAGAAATGAG

GCAAAGAATGGCCTTCTTTA-CCCAATCAAA-----------------AAAAACAACAGTTATAATCTGGGAGGGGAAGT

CACTCAAGGTTTCCAACCAAAAGAGAAATAATTG----------------------------------------------

--------------------------CTATTTACATTCATAGAG---CAACCAAGGCTCAAACTTTGATCCTGTGAGCAT

GTGTTGGG-ACCTATTATTGGCCTATCTATGAGAGCCA--AAGGTTTGAATTC-----------CTTAGGAAAGAAATCT

GACCCTTAAACCCCAAGATATCTTGCCAAGTTTTCACAACCA------------------------TACCCTATGTGAAC

AGAGAGAGAGGAGAAGAAAGGAGAAC---TGCGTTGCCCATTT-GGGCACA-TTCATTAACAC-----AGTGTCAGTCTT

T-CCTTTAAAAATAAT-ATAGAAAATGCCAGGATTCAGGATTCAAATTAAGCCAAAGTTAC-------------TCATCC

AAGACTAGTAA-----------------TTTTTTTATGACTCCTCTTCC-----TATTA-TATTTGCTTCTTTCC---TC

AGGAATATATAAATGTCATAAGACCAGCATTGTTC

>Tcy 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGACAACTTG-TTCTCTTCTAGAAAGTCAG

TATTGACATTGGCACTTACATGTCA-----CACAGTTTGTATTTCTTTCTCAAAGAGAGGACCA--TGACATCAGAAAAG

TGATGTCATGACATGCAAAGAAATTAGATTTAAGTGAGGGAGATCTGTGCAAGGTCACCAGCCTCAACTCTCCTCCA-GA

ACTATCTGGGACCAGTGGCAAATTATAGATCAGGATGACTGGAGAT----GGCTCTAGATGCAGTGGCAGACTTTGGCCT

TTTTTA----AGCTCTTTCTCAGGTCTCAGTTTGACTGAGGCAATGTCCATTCAGT-ATT-AGGCTAGGGAAGAAATAAG

GCAAAGAACAGCATTTTTTAACCCAATCAAA--------------------AAAAA-AAT-GTAATATGGGAGGGGAAGA

CATTCAGGGTTTCTGGCCAAAAGAG-------------------------------------------------------

---------------------------------CATTCATTGAG---CAACCAAGACCCAAACTTTGATCCTGTAAGCAT

GTGCTGAT-ACCTATTATTGGCCTATCTATGAGAGCCA--GAGATTTGAGTTC-----------CTTACAAAAGAAATCT

GGCCCTTAAAACCCCAA-TATCTTGTCAAGTTTTCACAACCA-----------------------ATACCCTATGTGAAC

AGAGAGAGAGAAGAAAT-------------GTGTTGCCCATTT-GGGCACA-TTCATTAACATTTAGAAGTATCAGTCTT

T-CCTTTAAAAACAAG-ATAAAAAATGCCAGGATTCAGGATTCAAAATAAGCC--AGTTACCCAGTGTACT-ACTCATCC

AAGATGAGTAAA-----------------TTTTTTGTGACTCCTCTTACTTC-CTATTA-TATTCACTTCTTTCG---TC

AGGAATATATAAATGTCATAAGACCAGCATTGTTC

>Mla 

ATGCTATACCAATCATGCCCTGGACCAATTTCTAGAAGGTAAATTTTGCAAGATAACTTG--TCTCTACTAGAATATCAG

TACTGACATTCCCATTTACATATCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------TGTACA-CACAGTA---TCTTA-TTCGTTAACACCTGCAAGTATCAATCTT

T-CTTC--CAAAT-GACATAGAAAATGC-------CAAGATTCTGATTAAGTCAAAGCTACCCAATGTACT-CTTTATCC

--AAAAGGAA------------------TGTTTTTGTGGTTCCTCTCAC----TTCTCA-TATTCACTTTTTTCC---TC

AGGAATATATAAATGTCATAAGACCAGCATCGTTC

>Iob 

GTGCTATACCAATCATGCCCTGGACCAATTTCTAGAAGGTAAATTTTGCAAGATAACTT--TTCTCTACTAGAAAATCAG

TACTGACATTGCCATTTACATATCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------TATACA-CACAGTA---TCTT-----ATTAACACCTATAAGTACCAATCTT

T-CCTC--CA-GATGACA--------------------GACTCTAATCAAGTCAAAGCTACCCAATGTCCT-ACTTATAT

--TAGAGGAA------------------TGTTTTTGTGTTTCCTCTCAC----TTAT---TATTCACTTTTTTCC---TC

AGGAATATATAAATATCGTAAGACCAGCATTGTTA

>Eru 

GTGCTATACCAATCATGCCCTGGACCAATTTCTAGAAGGTAAACTTTGCAAGATAACTT--TTCTCTACTAGAAAATCAG

TACTGACATAACCATTTACATATCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------TATACA-CACATTA---TCTT-----AATAACATCTATAAGTACCAATCTT

T-CTTC--CA-GATGACAT------------------AGATTCTAATCAAGTCAAAGCTACCCAATGTACT-ACTTATCC

--TAGAGGAA------------------TGTTTTTGGGGTTCCTCTCAC----TTATTA-TATTCACTTTTTTCC---TC

AGGAATATATAAATGTCATAAGACCAGCATTGTTC

>Pbo 

GTGCTATACCAATCATGCCCTGGACCAATTTCTAGAAGGTAAATTTTGCAAGATAACTT--TTCTCTACTAGAAAATCAG

TACTGACATTGCCATTTACGTATCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------TATACA-CACAGTA---TCTT-----ATTAACACCTATAAGTACCAATCTT

T-CTTC--CA-GATGACAT------------------AGATTCTAATCAAGTCAAAGCTACCCAATGTCCT-ACTTATCC

--TAGAGGAA------------------TGTTTTTGTGTTTCCTCTCAC----TTAT---TATTCACTTTTTTCC---TC

AGGAATATATAAATATCGTAAGACCAGCATTGTTC

>Nty 

GTGCTATACCAATCATGCTCTGGACCAATTTCTGGAAGGTAAATTCTGCAAACTAACTTG-TTCTCTACTAGAAAGTCAG

TATTGATATTAGCATTTACATGTAA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------CA-CGCAGTA---TCTCA-TTCATTAACACCTATAAGAAGCAGTCTT

TTCTTT--CAAGACAACATAGAAAATGC-------CAGGATTCTATTCAAGCTAAAACTATCCAATGTACT-ACTCATCC

--AAGAGGAA------------------TTTTCTTGTGGATCCTTTCACTTC-CCATTA-TGTTCACTTTTCTCC---TC

AGGAATATATAATTGTCATAAGACCAGCATTGTTC

>Pci 

CTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAGTTTTTTT---TAACTTG-TTCTCTACTAGAAAGTCAG

CATTGACATTAGCATTTACATGTCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------CA-TGTAGTA---TCTCA-TTCATTAACACCTATAAGTACCAGTCTT

T-CCCTT-AAAGACAGTATAGAAAATGC-------CAGGAGTCTAATC-----AAAGCTACCCAAAGTACT-GCTCATCC

--AAGAGGAA------------------TTTTTTTGTGGCTCCTCTCAACTTTACATTA-TTTTCACCTTTTCCC---TC

AGGAATATATAAATGTCATAAGACCAGCATTGTTC

>Tvu 

GTGCTATACCAATCATGCTCTGGACCAATTTCTGGAAGGTAAATTTTGCAAAATAACTTG-TTCTCTACTAGAAAGTCAG

TATTTACATTAGCATTTACATATCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------GA-CACAATA---TCTTA-TTCATTAACACCTACAAGTACCAGTGTT

A-CCTT--AAAGACAGTTTAGAAGATGT----------CAGGATTCTTAAGCCAAAGCTACCCAATGTACT-GTTCGTCC

---AGAGGAA------------------TTTTGTTGTGGCTCCTCTCACTTG-CCATTA-TATTCACTCTTTTCC---TC

AGGAATATATAAGTGTCATAAGACCAGCATTGTCC

>Meu 

GTGCTATACCAATCATGCCCTGGACCAATTTCTGGAAGGTAAATTTTGCAAGATAACTTG-TTCTCTACTAGAAAGTCAG

TGTTGACATTAGCATTTACATGTCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------CA-CACAGTA---TCTTA-TTCATTAACACCTAGAAGTACCAGTGTT

T-CCCTT-AAAGACAATATAGGAGATGC-------CAGGATTGTAATCAAGCCAAAGCTACTCAATGTACTTACTCATTC

--AAGAGGAA---------------TTTTTTTTTTGTGGCTCTTCTCACTTC-CCATTA-TGTTTACTTTTTTCC---TC

AGGAATATATAAATGTCATAAGACCAGCATTGTTC

>Mdo 

GTGCTATACCAATCATGCCTTGGACCAATTTCTGGAAGGTAAAATTTGCAAGATAACTTG-TTCACTACTAGAAAGTCAA

TATTGCTATTAGCATTTACATGTCA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CATTA---TCTTA-TTCATCAATACCTATATGTTCCAGTCTT

T-TCCGT-CAAGAAAACACAAAAAATAC-------CAGGATTCTACTCAAACCAAAGCTACCCAATGTACT-ACTCATTC

-CAAAAGGAA------------------TTTTTTTGTGGCTTTTATCACTCGCCTCTTA-AGTTCATTTTTTTCCACCTC

AGGAATATACAAATGTCATAAGACCAGCATTGTTC

Marker 2

>WALLSI1A 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------TTGTTGTT---TGTCCTTTGTTCTCAAAGAGGACCATGA-CATCAGGGAG

GTGATGMCATGACTTGCAAGTGAATTGGATTTAAGTGA-GGGAGGGCTGTGCAAAGTCACCAGCCTCACTTTCTCCTCCA

GAGCCATCTGGGTCCAGTGGCAAGATATAGATCAGGATGACTGGAGATGGCCCAGGATGCAATGGGAGACCTTGGCCTTT

TT------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------

>Sha 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCACATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAAGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACACTCTTCCCT-CCTAAACAACA-AAA

CCAA-TAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTT---

--ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCCAAGAGGACCATGA-CATCAGGGTG

GGACTGCTATGATGTGCAAGTGAATTG-----AAGTGA-GGGGGCACTGTGCAAAGTCACCAGGCTCACTCTCTCCTCCA

GAACCGTCTGGGTCCAGTGGCATGATATAGATCAGGATGACTGGACATATCCTAGGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTTCCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG--------------CCGGTTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCAACG

A---------------CACAAA-----TGTCT----AAGGATTTTTT-CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAG----TAAACAGAATCCATTAACATTTTTGATT-TTTTA---TTTACAGGTACAGAATGGGGC

CCTTCATCTGGAGCGGCCTCACCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Dge 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCACATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGACCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGATTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACACTCTTCCCT-CCTAAACA-CA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGTG

GGACTGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGGGGCACTGTGCAAAGTCACCAGGCTCACCCTCTCCTCCA

GAACCATCTGGGTCCAGTGGCACGATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTGGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTCCATCCCTCCATAAAAGCTTCACATTCAACA

A---------------CACAAA-----TGTCT----AAGGATTTTTT-CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAGAGAGTAAACAGAATCAATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAACGGCCTCACCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Pdo 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGGGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAACCTGAAAGAAAATTTGTCACCAGGACACTCTTCCCT-CCTAAACAACA-AAA

CCAA-CAAGTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGTGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAG--GACCATGA-CATCAGGGTG

GGACTGCCATAATGTGCAAGTGAATTG-----AAGTGA-GGGGGCACTGTGTAAAGTCACCAGGCTCACCCTCTCCTCCA

GAGCCGTCTGGGTCCAGTGGCACGATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCAACA

A---------------CACAAA-----TGTCTT---AAGGATTTTTT-CTACGATATTGACTGTTAAAATAATCCTGGTT

ATCATAAGAGAGAG--------TAAACAGAATCAATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCACCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Pbi 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTTCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACATATGTTGGTGAGGATCCGGGGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT------------------AAAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAGGAAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGAAGCCTGAAAGAAAATTTGTCACCAGGACACTCCTCCCT-CCTAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAATAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-TATCAGGGTG

GGAATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGGGCCACTGTGCAAAATCACCAGGCTCACCCTCTCCTCCA

GAACCATCTGGGTCCAGTGGCACGATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAACCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGACTCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGATTTTGGGCCCTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCT-CACATTTCACA

A---------------CACAAA-----TGTCT----AAGGATTTTTT-CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAG----TAAACAGAATCAATTAACATTGTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCAGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGATACAGATGTTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGATTTGATATTTTTGTGAGAGTGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACACTTTTTCCT-CCTAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGTG

GGAATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGGGGCACTGTGCAAAGTCACCAGGCTCACCCTCTCCTCCA

GAACCGTCTGGGTCCAGTGGCACAATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGCGAGCCCTTAGCCTT-

------------TTTTTT---CAATCTTAAAGACTCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCANGTTTTGGG-CTTTGGGACTTGTTGGCT

CAGAGG---------CTATTCTAANCACGCATTTTAATGAATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCCACG

A---------------CACAAA-----TGTCT----AAGGATTTTTT-CTACAATATTGACTGTTTAAATAATCCTGGTT

ATCATAAGAGAGAAAGAG----TAAACAGAATC-ATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTATTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTATGAGAGTGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACATTCTTCCCT-CCTAAACAACA-AAA

TCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATAGGTTTAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CACCAGGGTG

GGAATGCTATGATGTGCAAGTGAATTG-----AAATGA-GGGGGCACTGTACAAAGTCACCAGGCTTACCCTCTCCTCCA

GAATCGTCTGGGTCCAGTGGCATGCTATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGACCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGGGCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACTCATTTTAATGCATT-TTCTTTTATCCCTCCATAAAAGCTTCACATTCAACG

A---------------CACAAA-----TGTCT----AAGGATTTTTT-CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAG----TAAACAGAATC-ATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Pma 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTTCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACACATGTTGGTGAGGATCCGGGGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAAA---GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGAAGCCTGAAAGAAAATTTGTCACCAAGACACTCCTCCCT-CCTAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCCAATAAGTTGTGGAAATATGTTCAGAGGCATCANGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-TATCAGGGTG

GGAATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGGGCCACTGTGCAAAAATCACAGGCTCACCCTCTCCTCCA

GAACCGTCTGGGTCCAGTGGCACGATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAACCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGACTCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGATTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCGACA

A---------------CACAAA-----TGTCTA---AGGATTTTTT--CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAG------TAAACAGAATCAATTAACATTGTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCAGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Dcr 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

GGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAAGACACTCTTCCCT-CCTAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATGAGGATGTTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGATCATGA-CATCAGGGTG

GGAATGCCATGATGTGCAAGTGAATGA-----AGCTGA-GGGGGCACTGTACAAAGTCACCAGGCTCACCCTCTCCTCCA

GAACCGTCTGGTCGCAGTGGCACAATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTGTTCTGACAACGCATTTTAATGCATT-TTCTTTCATCCTTCCATAAAAGCTTCACATTCAACG

A---------------CACAAA-----TGTCTA---AGGATTTTTT--CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAG----TAAACAGAATC-ATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGACGCACACCTTCGGAAGCTGA

>Dby 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTATTTAGATGGGAAAGGGGAAGTATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGA----GGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACACTCTTCCCT-CCTAAACAACA-ACA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAGAGGCATCAGGATGTTCAGCCATTTTTCTT

T-ATTTA-CTGAGAAATCTAGAACAAA---TTGTTATT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGAG

GGAATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGGGGCACTGTGCAAAGTCACCAGGCTCACCCTCTCCTCCA

GAACCGTCTGGGTCCAGTGGCACAATATAGATCAGGATGACTGGACATGTCCTAGGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGG---------CTCTTCTGACAGCGCATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGTTTCACATTCAACG

A---------------CACAAA-----TGTCTA---AGGATTTTTT--CTGCAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAG----TAAACAGAATC-ATTAACATTTTTGATTGTTTTA---TTTACAGGTACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCGGAAGCTGA

>Mle 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATATTGGTGAGGATCCGGGGATCAGCCATATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAACATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGAA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGAAAGAGGTTTGATATTTTTGTGAGAACGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCAGCAGGACACTCTTCCCT-CCTAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAAAATGTTCAGAGGCATCAGGATATTCAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAAGGTG

GGAATGCCATGATGTGCAAGTGAATTG-----AAGTGAAGGGGGCACTGTGCAAAGTCACCAGGCTCACCCTCTCCTCCA

GAACCGCCTGGGTCTAGTGGCACGATATAGAACAGGATGACTGGACATGTCCTAGGATGCCATGCAAGCCCTTAGCCTT-

------------TTTT-----CAATCTTAAAGAATCTACCTTGGTTCTTTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAAATTT-------------------TAAAAA----GTTTCTCTTCTTGGA

AGT-AATCTGATCTGAAGATGATGTGATACCAAAGAAGAAAGCAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAACCTGAAAGAAAATTTGTCACCAGGACACTCCTCCCT-CCCAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAAAGGCATCAGGACATCAAGCCATTTTTCTT

T-ATTAA-TTGAAAAATCTAGAACAAA---TTGTTGTT---TGCCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGTG

GGGATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GAGTGCACTGTACAAAGTCACCAGCCTCACCCTCTCTTCCA

GAACCATCTGGGTCCAGTGGGACAATATAGATCAGGATGACTGGATATGTTCCANGATGCCATGGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCATTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGGCCTTGGG--CTTGTTGACT

CAGAGG---------CTGTTCTGACA------------GCATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCAACG

A---------------CACAAA-----TGTCTA---AGGATTTTTT--CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAA----TAAACAGAATCAATTAACATTTCTGATTGTTTTG---TTTACAGGCACAGAGTGGGGT

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCCGGTCATCGGCGCACACCTTCAGAAGCTGA

>Mlo 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGAGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAACTTT-------------------AAAAAA----GTTTCTCTTCTTGTA

AAT-AATCTGATCTGAAGATGATGTGATACCAAAGAAGAAAGCAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGACACTCCTCCCT-CCCAAACAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAGTTGCGGAAATATGTTCAAAGGCATCAGGACTTTAAGCCATTTTTCTT

T-ATTTA-TCGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGTG

GGGATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GAGTGCACTGTGCAAAGTCACCAGCCTCACCCTCTCTTCCA

GAACCATCTGGGTCCAGTGGCACAATATAGATTAGGATGATTGGACATGTCCCAGGATGCCATGGGAGCTCTTAGCCTT-

------------TTTTT----CAATCTCAAAGAATCTACCTTGGTTCATTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATCT--G-------------TCAGGTTTTGGGCCTTTGGG-CTTGTTGACT

CAGAGG---------CTGTTCTGAACACACATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCAACG

A---------------CACAAA-----TGTCTA---AGGATTTTTT--CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAA----TAAACAGAATCAATTAACATTTCTG----TTTTG---TTTACAGGCACAGAATGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGGTCATCGGCGCACACCTTCAGAAGCTGA

>Ast 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACTTAGATGGGAAAGGGGAAGCATAACTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACCAAAGAAGAAAGCAAGAGCTTTGATATTTTTATGAGAGCGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCACCAGGATACTCCTCCCT-CCCAAACAACA-AAA

CCAG-CAACTAGTAAGGGA---TCCCTAGTAAGTTGTGGAAATATGTTCAAAGGCATCAGGACATTAAGCCATTTTTCTT

T-ATTTA-TTGAGAAATCTAGAACAAA---TTGTTGTT---TGTCCTTCATTCTCTAAGAGGACCATGA-CATCAGGGTG

GGGATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GAGTGCAGTGTGCAAAGTCACCAGCCTCACCCTCTCTTCCA

GAACCATCTGCATCCAGTGGCAAAATGTAGATCAGGATGACTGGACATGTCCCAGGATGCCATAGGAGCCCTTAGCCTT-

------------TTTTT----CAATCTTATAGAATCTGCCTTGGTTCATTANGTTATTTT-CAAACTT-GTTTTTGTACT

GANGATGAACTG--TGGTC---ACTGGGGATCTTTG-------------TCAGGTTTTGGACCTTTGGG-CTTGTTGACT

CAGAGG---------CTGTTCTGANCATCCATTTTAATGCGTT-TTCTTTCATCCCTCCATAAAAGCTTCACATTCAACG

A---------------CACACA-----TGTCTA---AGGATTTTTT--CTACAATATTGACTGTTAAAATAACCCTGGTT

ATCATAAGAGAGAGAGAA----TAAACAAAATCAATTAACATTTCTGATTGTTTTA---TTTACAGGCACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTCCCAAGCCGGTCATCGGCGCACACCTTCAGAAGCTGA

>Pgi 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATATTGGTGAGGATCCGGGGATCAGCTGTGTGATCCTGGACCAAGACC-AA

CTATGTACTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----GTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGAAACAAAAGAAGAAAGCAAGAGGTTTGATATTTTTGTGAGAGCGATGGTCTGAT

GAA----------GTTCTGA----GGAGCCTGAAAGAAAATTTGTCACCAGGATACTCCTCCCC-CCAAAACAACAAAAA

CCAA-CCACTAA--GGGGA---TCCTTAGTAAGTTATGGAAATATGTTCAGGGGCATCAGGACATTAAGCCATTTTTCTT

T-ATTTA-CTAAGAAATCTAGAACAAA---TGATAGTTGTTTGTCCTTCATTTTCTAAGAGGAGCATGA-CATCAGGGTG

GGGATGCCATGATGTGCAAGTGAATTG-----AAGTGA-GGATGCACTGTGCAAAGTCACCAGCCTTACCCTCTCCTCCA

GAATCATCTAGGTCCAGTGGCACAATATAGATCAGGATGACTAGACATGTCCCAGGATGCCATGGGAGCCTTTGGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGTTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAAGATAAGCTG--TGGTC---ACCGGGGATCTGTG-------------TCAGGTTTTGGGCCTTTGGGATTTGTTGGCT

CAGAGGCTGCTGGAACTGTTCTGACGACACATTTTAATGCATT-TTCTTTCATCCCTCCATAAAAGCTTCATGTTCAATG

A---------------CACAAA-----TGTCTAAG-AGGATTTTTTTTCTACAATATTGACTGTTAAAATAGCCCTGGTT

ATCATATGAGAGAGAGAA----TAAACAGAATCAATGAACATTTCTGATTGTTTTG---CTTACAGGCACAGAATGGGGC

CCTTCATCCGGAGCAGCCTCGCCAGGGATCTTCCAAGCCGGGCATAGGCGCACACCTTCAGAAGCTGA

>Sma 

GCTCTAGCACCCACAGCATTACCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATCCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCGTTTGATCCTGGACTAAGACC-AA

CCATGTATTTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAA----CTTTCTCTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATACAAAAGAAGAAAGCAAGAGGTTTGATATTTTTGTGAGAGTGATGGTCTGAT

GAA----------CTTCTGACTGAGGAGCCTGAAAGAAAATTTGTCGCCAGGACACTCCTCCCC-CCCAAACAACA-AAA

CCAA-C------TAAGGGA---TCCCTAGTAAGTTGTAGAAATATGTTCAGAGGCATCAAGACATTAAGCCATTTT-CTT

T-ATTTA-CTGAGAAACATAGAACAAA---TGGTTGTTGTTTGTCCTTCATTCTCTAAGAAGATCATGA-CATCAAGATG

GGGATG--------TGCAAGTGAATTG-----AAGTGA-GGGTGTACTGTGCAGAGTCACCAGCCTCACCCTCTCTTCCA

GAACCATATAGGTCCAGTGGCAA------------------------------AGGATGCCATGGGAGCCCTTGGCCTT-

------------TTTTT----CAATCTTAAAGAATCTACCTTGGCTCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACT

GAGGATAACCTG--TGGTC---ACAGGGGATCTTTG-------------TCAGATTTTGGGCCTTTGGGACTTGTTGGCT

CAGAGGCTGCTGGAACTGTTCTGACAACACATTTTAATGCTTT-TTCTTTCATCCCTCCATAAAAGCTTCATATTCAATG

A---------------CACAAA-----TGTCTAAG-AGGATTTTTT--TAATAATATTGATTGTTAAAATAGCCCTGGTT

ATCATAAGAGAGAG--AA----TAAACAGAATAAATTAACATTTCTGATTATTTTG---TTTACAGGCACAGAGTGGGGC

CCTTCATCCGGAACGGCCTCGCCAGGGATCTTCCAAGCCGGGCATCGGCGCACACCCTCAGAAGCTGA

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGGAAGTTGC

AGCTACACATTCGGGTAAGGCAGACTCAGGTGTTGGTGAGGATCCAGGGATCAGCCATATGATCCTAGACCAAGACC-AA

CCATGTACCTAGTTGGGAAAGGGGAAGTATAGCTTT------------------AAAAAAAGACAGTTTCTCTTCTTGGA

AA--AATCTGATCTGAAGATG---TGATACAAAAGAAGAAAGTAAGAGG-TTGATATTTTTGTGGGAGCAATGGTCTGAT

GGA----CCATAACTTCTGAGTGAAGAGCCTGAAAGAAAATTTGCCACCAGGACACTCCTCCCTCCCCAAATAACA-AAA

CCAA-CAACTAGTAAGGGA---TCCCTAGTAAATTATGGAAATATGTTTAGAGGCATCAGGACATTAAGCCATTTTTCTT

T----TT-CT-AGAAATCTATAGCAAA---TTGTTGTT---TGTTCTTTGTTCTTGAAGAGGACTATGAACATTAGGATG

GGGATG---------CCAAGTGAATTG-----AAGTGA-GGGTGTACTGTGCAAAGTTACCAGCCTCACCCTCTCCTCCA

GAACCATCTAGGTCCAGTGGCATGATATAGATCAAGATGACTGGGCATGTCCCGGGATGCAGTGGGAGCCCTTGGTCTTT

TTATTTTTTTTTTTTTTT---CAATCTTAAAGAATCTACCTTGGTTTTTTAGGTTATTTT-CAAAATTTGTTTTTGT---

-TTTTTGTACCA--TGGGT---G--AGCTATGGTCATTA--------GGGATTTTTGTCAGGTTTTGGGACTTGTCAAAG

CAGTTCCAGCAGCCTCTGAGCCAATAACATGTTTTGATGCATT-CTCTTTCATCCTTCCACAAAAGCTTCACATTCAATG

A---------------CACAAA-----TGTCTAAG-AGGATTTTTTT-CTACAATATTAACTGTTAAAATAGCCCTGGTT

ATCATGAGAGAGAG--AA----TAAACAGAAGCAGTTACCGTTCCTGATTGTTTT----GTTATAGGCACAGAGTGGGGC

CCTTCATCTGGAGCGGCCTCGCCAGGGATCTTCCAAGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGGAAGTTGC

AGCTACACATTCGGGTAAGGCAGACACAGATGTTGGTGAGGATCCGGGGATCAGCCGTATGATCCTGGACCAAGACC-AA

CCATGTACCTAGATGGGAAAGGGGAAGCATAGCTTT-------------------AAAAAAGACAGTTTCTCTTCTTGGA

AA--AATCTGATCTGAAGATG---TGATACAAAAGAAGAAAGCAAGAGATTTGATATTTTTGTGGGAGTGATGGTCTGAT

GGA----CCATAACTTCTCACTGAGGAGTCTGAAAGAAAAGTTGTCGCCAGGACATTCCTCCC--CCCAAACAAC--AAA

CCAA-TAACTAGTAAGGGA---TCCCTAGTAAATTGTGAAAATATGTTCAGAGGCATCAGAGCATTAAGCCATTTTTCTT

C-ATTTA-CTGAGAAATCTAGAGCAAA---TTGTTGTT---TGTCCTTCGTTCTCAAAGAGGATCATGA-CATCAGGATG

GGAATGCCGTGACTAGCAAATGAATTG-----AAGTGA-GGGTTCCCTGTGGAAAGTCACCAGCCTCACCCTCTCCTCCA

GAACCATCTGGGTC-AGTGGTAGGATGTAAATCAGGATGACGGGGCACGTACCAGGATGCAATGGGAGACCTTGGCCTT-

------------TTTTTT---CAACCTTAAAGAATCTATCTTGGATCTTTAGGTTATTTT-CAAACTT-GTTTTTGTACC

GAGGATGAGCCA--TGG-----CCCTGGGATCTTTTG------------TCAGGTTTTGGGCCTTTGGAACTTGTCAGAG

CAGTTCCAGCAGCCTCTGAGCCAACAACATATTTTGATGCATT-CTCTTTCATCCCTCCATAAAAGCTTCACATTCAATG

A-----------ATGACACAAA-----TGTCTAAG-AGGATTTTTTC-CTACAACATTAACTGTTAAAATAGCTCTGGTT

ATCATAAGAGAGAG--AA----TAAACAGAAGCAATTAATGTTTCGGATTGTTTT----GTTACAGGCACAGAGTGGGGC

CCTTCATCCGGAGCCACCTCGCCAGGGATCTTCCAAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

GCTCTAGCACCCAAAGCAATGCCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACATGGAAGTGGC

AGCTGCACCTTGGGGTAAGGCAGACACCAGTGCTGGTGAGGATC-TGGGATCAGTCGTGGGATCCTGGACCAAGACC-AG

CCATGTTCCTAAGGGGGAAAAGGGAAAGGATCCTTT----------------AAAAAAAAAGGCAATTTCTTTTCTTGGA

AAT-AATCTGATCTGAAGATGATGTGATATGAAAGAAGAAAATA--AGATTTGATATTTTTGTGGGAACGATGAGCTGAC

-----------------------------CTGAAAGAAAATTTGTCACCAGGATA----------------------AGA

CCAA-AAACAAAAAAAC-A---AAGATCCTAAGTTGTGGAAACATGTTCACAAGCATCAGGACATTGTAACATTTTTCTT

T-ATTCA-TCGAGAAATCTAGAACAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TGATAT---TGATCTTAAAAG--CTATGTAGGTTCGTCAGATTATTTT-TAAACTT-ATTTTGCTACT

GAGAATGACCTA--TATGATAAACTGGGGATTTTTATCA--------AGCTCTGATTTGGTCCTTTGAGACTTCTCAAAG

CAATTTCAGCAGCCCCTGAACCAACAATACATTTTGACACGTT-CTTTTTCATCCTTCCATAAAATCTTTGCATCCAGTG

A---------------CACAAAATATCCAGCCATG-AGGATTTTT---CTACAATATTTACCAATAAAGTGACCATGGTT

GTCATAAGAAAGGGAAAA----TAAATATAATCAATTAACATTCCTCCTTGTTTGTTTTGTTACAGGCACAGAATGGGGT

CCCTCACCTGGAGCAGCTTCACCTGGAATCTTTCAAATTGGACATAGACGCACGCCTTCTGAAGCCGA

>Iob 

GCTCTAGCACCCAAAGCAATGCCTGTTCGTGAAACCAACCCTTGGGTCCATGCCCCTCCTGCTGCTAACATGGAAGTGGC

AGCTGCACCTTCGGGTAAGGCAGACACCGGTGATGGTGAGGATC-TGGGATCAGTCGTGGGATCCTGGACCAAGACC-AG

CCATGTTCCTAAAGGGGAAAAGGGAAAGGATCCTTTTTTTTTTTTTTTTTTTTTT--AAAAAGGAATTTTTTTTTTTGGA

AAAAAATTTTATTCTAAAATT------TTTTAAAAAAAAAAACCAAAATTTTTTTTTTTTTTGGGGAACGATGGTCTGAT

-----------------------------CTGAAAGAAAATTTGTCACCAGGATA----------------------AGA

CCAA-GAACAAAGA---------TCCTACTAAGTTATGGAAACAAGTTCACAAGCATCAGGACATTGTACCATTTTTCTT

T-ATTCA-TCAAGGAATCTAGAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TGATAT---CAATCTTAAAAG--CTATGTAGGTTCTTCAGATTATTTT-TAAACTT-ATTTTGCTACT

GAGGATGATC------------ACTGGGGACTTTTATCA--------AACTCTGATTTGGTCCTTTGAGACTTCTCAAAA

CAATTCCAGCAGCC--TGAGACAACAACACATTTTGACATGTT-CTCTTTTATCCTTCCATAAAATCGTTGCGTCCAGTG

A---------------CACAAAATGTCCAGCTATG-AGGATTTTT---CTACAATATTTGCTAATAAAGTGACCATGGTT

GTCATAAGAAAGGGAAAA----TAAATACAATCAATTAACATTCCTCCTTGTTTGTTTTGTTACAGGCACCGAATGGGGT

CCCTCACCTGGAACAGCCTCACCTGGGATCTTTCAAACTGGACATAGGCGCACGCCTTCTGAAGCTGA

>Eru 

GCTCTAGCATCCAAAGCAATGCCTGTTCGTGAACCCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACACGGAAGTGGC

AGCTGCACCTTCGGGTAAGGCAGACACCGGTGATGGTGAAGTTC-TGGGACCAGTCGTGGGATCCTGGACCAAGACC-AG

CCATGTTCCTAAAGGGGAAAAGGGAAAGGATCCTTTTTTTTTT------------AAAAAAGGCAATTTCTTTTCTTGGA

AATAAATCTGATCTGAAGATG------TATGAAAGAAGAAAACAAGAGATTTGATATTTTTGTGGGAACGATGGTCTAAC

-----------------------------CTGAAAGAAAATTTGTCACCAGGATA----------------------AGA

CCAA-AAACAAAGA---------TCCTACTAAGTTGTGGAAACATGTTCACAAGCATCAGGACATTGTACCATTTTTCTT

T-ATTCA-TCAAGAAATCTAGAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TGATAT---CAATCTTAAAAG--CTATGTAGGTTCTTCAGATTATTTT-TAAACTT-ATTTTG-----

-----------------------CTGGGGATTTTTATCA--------AACTCTGATTTGGTCCTTTGAGACTTCTCAAAG

CAATTCTAGCAGCC--CGAGCCAACAACATATTTTAACATGTT-CTCTTTCATCCTTCCATAAAATCGTTGCATCCAGTG

A---------------CACAAAATGTCCAGCTACG-AGGATTTTT---CTACGATATTTACCAATAAAGTGACCATGGTT

GTCATAAGAAAGGGAAAA----TAAATACAATCAATTAACATTCCTCCTTGTTTGTTTTGTTACAGGCACTGAATGGGGT

CCCTCAACTGGAGCAGCCTCACCTGGGATCTTTCAAACTGGACATAGGCGCACGCCTTCTGAAGCTGA

>Pbo 

GCTCTAGCACCCAAAGCAATGCCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACATGGAAGTGGC

AGCTGCACCTTCGGGTAAGGCAGACACCGGTGATGGTGAGGATC-TGGGATCAGTCGTAGGATCCTGGACCAAGACC-AG

CCATGTTCCTAAAGGGGAAAAGGGAAAGGATCCTTTTTTTTTTTTTTTTTTTTTTTTTAAAGGCAATTTCTTTTCTTGGA

AATAAATCTGATCTGAAGATG------TATGAAAGAAGAAAACAAGAGATTTGGTATTTTTGTGGGAACGATGGTCTGAT

-----------------------------CTGAAAGAAAATTTGTCACCAGGATA----------------------AGA

CCAA-GAACAAAGA---------TCCTATTAAGTTGTGGAAACATGTTCACAAGCATCAGGACATTGTACCATTTTTCTT

T-ATTCA-TCAAGGAATCTAGAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TGATAT---CAATCTTAAAAG--CTATGTAGGTTCTTCAGATTATTTT-TAAACTT-ATTTTGCTACT

GAGGATGATC------------ACTGGGGATTTTTATCA--------AACTCTGATTTGGTCCTTTGAGACTTCTCAAAA

CAATTCCAGCAGCC--TGAGCCAACAACACATTTTGACATATT-CTCTTTTATCCTTCCATAAATTCGTTGCATCCAGTG

A---------------CACAAAATGTCCAGCTATG-AGGATTTTT---CTACAATATTTGCCAATAAAGTGACCATGGTT

GTCATAAGAAAGGGAAAA----TAAATACAATCAATTAACATTCCTCCTTGTTTGTTTTGTTACAGGCACTGAATGGGGT

CCCTCACCTGGAGCAGCCTCACCTGGGATCTTTCAAACTGGACATAGGCGCACGCCTTCCGAAGCTGA

>Nty 

GCTCTAGCACCCACAGAAATGCCTGTTCGTGATACCAACCCTTGGGCCCAGGCCCTTCCTGCTGCTAACGAGGAAATTGC

AGCTACTCACTCGGGTAAGGCAGACATGGTTGTTGGTGAGGAACCTGGGATCAGCTGTATGATCCTGGACCAAGACC-AG

CCATGTACTTAAATGGGAAAGGGGAAAGAAAA------------------------ACAAAGGCAAATTCTCTTCATGA-

----AGAC-GATGTGA-----------TACGAAAGAAGAAGGCAAGAGATTTGATATTTTTGTGGGAGCGATGGTCTGAT

GGG----------------TCTTGGGAGCCTCAAAGAAAATGTGTCACCAGGATA----------------------AGA

TCCA--AAAATTGTTTTTA--AAACCTAGTAAGTTGTGGAAATATATTCACAGGCATCAGGACATTGAACCATTTTTCTT

T-ATTCA-TCAAGAAATCTAGAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TTATAT---CAATCTTAAAGAATCTACCTTGGTTCTTTAGATTATTTT-CAAACTT-GTTTTTCTACT

GAGGATGAACTG--TGGT-----CTGGGGATTTTTGTTAGGCCTTGAACAGCTGATTTG--------ATACTTCTCAAAG

CAATTCCAGCAGCCCCTGAACCAACAACACATTTTGATGCGTT-TTCTTTCATTCCTCCATAAAATCTTCACGTCCGGAG

A---------------CACAAAATATCCAGCTAAG-AGGATTTTTTCCCTGCAATATTGACCAATAAAATAACCATGGTT

ATCATAAGAAAAGGAAAA----TAGATATCGCCAATTAACGCTCCTCATTGCTTGTTCTGTTATAGGCACAGAGTGGGGT

CCATCATCTGCAGCAGCCTCACCGGGGATCTTCCGAGCTGGTCATCGGCGCACATCTTCTGAAGCGGA

>Pci 

GCTCTAGCACCCACAGCATTGCCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATTCGGGTAAGGCCGACACAGATGGTGGTGAGGATCCTGGGATCAGCCATGTGATCCTGGACCAAGACCCAG

CCATGCACCTAGATGGGAAAGGGGAAAGAATCCTT---AAAAACAAAAAACACAAAAGCAAGGCAGTTTCTCTTCTTGGA

AAT-AATCGGTTCTGAAGATGATGTGATACGAAAGAAGAAAGCAAGAGATCTGATATTTTTGTGGGAGCATTGGTCTGAT

GGG----CCACGGCTCCTGACCTAGGAGCCTGAAAGAAAATTTATCACCAGGATA----------------------AGA

CCCC---CCAAAAAAA------CCCATAGTAACTTGTGGAAACGTGTTCACAGGCATCAAGACAGTGAACCATTTTTCTT

TTATTCA-TTGAGAAATCTCGAGTGGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TTACAT---CAATCTTAAAGAAGCTACCTTGGTTCTTTAGATTATCTT-CAAACTT-GTTTTTCTACT

GAGGATGAGCTG--TGGTC---ACTGGGGATTTTTGTCAGGCTCTGAACAGCTGATTTGGTCCTTTGAGACTTTTCAAAG

CAGTT-CAGCAGCCCCTGAGCCATCAACACATTTTGATGCGTT-CTCTTTCATCCCTTCATAAAATCTTCACATCCAGTG

A---------------CACAAAATGTCCAGCTAAG-AGGATTTGTT--CTGCGGTATTAACCAGTAAAATAACCATGGTT

ATCATAAGAAAGGGAAAA----TAAATATAACCAATTAACATTCCTCATTGTTTGTTTTGTTACAGGCACAGAGTGGGGT

CCCTCATCTGGAGCAGCCTCACCAGGGATCTTTCAAGCCGGTCATCGGCGCACGCCTTCTGAAGCTGA

>Tvu  

GTTCTAGCACCCACAGCATTGCCTGTTCGTGAAACCAACCCTTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATTCTGGTAAGGCAGACA-----GA----GAGGATCCTGGGATCAGTCGTGAGATCCTGGACCAAGACCCAG

CCATGTACCTAGATGGGAAAGGGGAAAGGATCCTTT-----------------AAAAAAAAGGCATTTTCTCTTCTTGGA

AAT-AATCAGATCTGAAGATGCTGTGATACGAAAGAAGAAAACAAGAGATTTGAAATTCTTGTGAGAGCATTGGTCTGAT

GGG----CCAAAACTCCTGACCAAGGAGCCTGAAAGAAAATTTGTCACCAGAATG----------------------AGA

CCAA-AAACAAA----------CCCCTAATAATGTGTGAAAACATGTTCACAGGCATCAGGACACATT----TTTTCCTT

T-ATTCA-TTGAGAAATCTAGAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TTATAT---AAATCTTAAAGAAGCTACCTTGGTTCTTTAGATTATTTTTCAAACAT-GTTTTTCTACT

GAGGATGAGCTA--TGGTC---ACTGGGGATTTTTGTCAGGCTCTGAACAGCTGATTTGGTACTTTGAGACTTCTCAAAG

AAGTTCCAGGAGCCCCTGAGCCAACAACACATTTTGATGTGTT-CTCTTTCATCCCTCCATAAAATCTTCGCATCCAGTG

A---------------CACAAAATGTCCACCTAAG-AGGATTTTTTT-CTACCATATTAACCAAAAAAATAACCATGGTT

AT---------------T----TAAGTATAACCAATTATCATTCCTCATTGTTTGTTTTGTTACAGGCACGGAGTGGGGT

CCGTCATCTGGAGCAGCCTCACCAGGGATCTTCCAAGCCGGTCATCGGCGCACACCTTCCGAAGCTGA

>Meu 

GCTCTAGCACCCACAGCATTGCCTGTTCGTGAAACCAACCCTTGGGCCCATACCCCTCCTGCTGCTAACAAGGAAGTGGC

AGCTACACATTCGGGTAAGGCAGACACAGATGTTGATGAGGATCCTGGAATCAGTCGTATGATCCTGGACCAAGACCCAG

CCATGTACCTAGATGGGAAAGGGGAAAGGATCCTTT------------------AAAAAAAGGCAGTTTCTGTTCTTGGA

AAT-AATCGGATCTGAAGATGATGTGATGTGAAAGAAGAATGCAAGAGATTTGATATTTTTGTGGGAGCATTGATCTGAT

GGG----------CTCCTGGCCCAGGAGCCTGAAAGAAAATTTGTCACCAGGATA----------------------AGA

CCCCTCCCTATCCCCCCAAAAAACCCTAGCAACATGTGGAAGCATGTTCACAGGCATCGGGACATTAAACCATTTTTCTT

TTATTAG-CTGAGAAATCTAAAGCAGA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------TTATAT---CAATCTTAAAGAAGCTACCTTGGTTCTTTAGATTATTTT-CAAACTT-GTTTTTCTATT

GAGGATGAGCTGTGTGGTC---CCTGGGAATGTTTGTCGGGCTCTGAACAGCTGATTTGGTTCTTTGAGACTTCTCAAAG

AAGTTCCAGTAACCCCTGACCCAACAACACATATTGACGCCTT-CTCTTTCATCCCTCCATAAAATCTTCGCATCCAGTG

A---------------TACAAAATGTCCAGCTAAG-AGGATTTTTTT-CTGCAATATTAACCAAAAAAATAACCAGGGTT

ATCATAAGAAAGGAAAAA----TAAGTGCAACCAATGAACATTGCTTATTGTTTT----GTTACAGGCACAGAGTGGGGT

CCCTCATCCAGAGCAGCCTCCCCAGGGATCTTTCAAGCTGGTCATCGGCGAACGCCTTCCGAAGCTGA

>Mdo 

GCTCTAGCACCCACAGCAATGCCTGTTCGTGAAACCAACCCCTGGGCCCATGCCCCTCCTGCTGCTAACAAGGAAGTTGC

AGCTACACATTCGGGTAAGGCAGACACAGATTTTGGTGAG--------------------GATCCTGGACCAAGACC-AG

CCATGTACCTAAATGGGAAAAGGG-AAGGATCCTTT-------------AAAAAAAAAAAAGCCGATTTCTCATCTTAGA

AAT-AATCTGATCTGAAAATGATGTGGTAAGAGTAAAGAAAGCAAGATATTTGATTTTTTTGTGAGAGTGCAAGTCTGAT

GAATGGACCATGACTCCTGACCTAATATCCTAAAAGAAAATTTGTCACCAGGATA----------------------AAA

CCAA-AAAAACACACAAAA----ACTTAGCAAGTTGTGGAAACAAGTTCACAGGCATCAGGATATTGAACCATTTTCCTT

T-ATTCAACTGTCGAAG---------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------AAAACT---AGAATCAACCTTGGCTCTTT-GATTATTTT-TAAACTT-GTTTTTCTATT

GAGGATGAGCTT--TGGTC---ACTGGGAATTTTTGTCAGGCTCTGAACAGCTGCTTTGGTCCTTTGAGCCATCTTAAAG

CAATTCCAGTAGTCCCTGAGCCAACAATGCTTTTTGATGCATTCCTCTCCCATCCCTCCATAAAATCATCACATCCAGTG

AGAAACTCACCAAAATCACAAAATGTCTAGCTAGG-AGGATTTTTT--CTACGATACTGGCCAATGAAATAACCGTGGTT

ATTACCAAAAAGGAAAAA----TAAATATAACCAGTTAACATTCCTCCTCATTGTTTTTGTTGCAGGCGCAGAATGGGGT

CCCTCACCTGGAGCAGCCTCACCGGGGATCTTTCAAGCTGGTCATCGGCGCACACCTTCCGAAGCTGA

Marker 3

>WALLSI1A 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------GCCATCTCCAGTCATCCTGATCTATATCTTGCCACTGGA-----

-----------------------------CCCAGATGGCTCTGGAGGAGAAAGTGAGGCTGGTGACTTTGCACAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCAAGTCATGKCAT-CACCTCCC-TGATGTCATGGTCCTCTTTGAGAACAAAGGAC

AAACAACAA-----------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------

>Sha 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTACCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTCA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAGCCTTGGACCTAAGTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTCTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTAGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCTAGGTGGTTCTGGAGTTTAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTTACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ACAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTATGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TATAATCTCT-AATTTTTTTC---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Dge  

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAC--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTGGACCTAAATCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTGCCCACTGGACCTAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAATTAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTATGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAAGAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAATCTCT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pdo 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCC--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCTAG--CT

GAGG----------GAGCTGAACCTTGGATCTAAGTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTATTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGCTT

TGAATCAGTG-CTAT---TAAAAGAAA-CGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTGGA-----

-----------------------------CCTAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATGT---TCAAAAAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAATCTCT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pbi 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTACATGAGTAAT----AAGAAAATAAT--GCCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACCTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAAACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTGGACCTAACTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGAAGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTTTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCCACGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAGAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTACA-GGACAAAA

TT-AGAAATAGCTATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAGTCTCT-GATTTTTTTT---------CCCATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pap 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATGTTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTATATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------ATTTAGCAAA--CT

GAGG----------GAGCTGAACCTTAGACCTAAGTCTTCT-AGTTCTAAGTTTCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATAATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAG---GCTATCTCCAGTCTTCCTGATTTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCTAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GAATGTGTGAAA-TTTAATCTCT-AATTTTTTTTT--------ACAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Dro 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

---TATAATATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---AAAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTAGACCTAAGTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCTAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCTAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAATCTCT-AATTTTTTT----------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pma  

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTATAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAAACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTGGACCTAAATCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGAAGACATACATACTGAATAGCCTTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTTTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCATGCCACTGGACCTACGTGGTTCTGGGGAGAGAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCTCTTAAATCCAGT-CACTTGCATGTCATGGCAA-TACTTCCCCTAATGTCATGGTTCTCTTTGAGAATAAAGAAC

AAGCAATAT---TCAAAGAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTACA-GGACAAAA

TT-AGAAATAGCTATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAGTCTCT-GATTTTTTT----------TCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Dcr 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAG--CTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTAGACCTAAGTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGC-TTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCTTGATCTCTTTTCTGCCACTGGACTTAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTCTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAAATTGGT----------TGGGTT---------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAATCTCT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Dby 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGT--

------------GCATGAGTAAT----AAGAAAATAAT--ATCATATTTGTAAAGTATCTTTATGGTTACAAAATACTTG

CTGTATATTATCTTACTTAACCCT--------GGTACTGTGAAGTA----ATAAAAAG--CTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTAGACCTAAGTCTTCT-AGTTCTAAGTTTCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAATATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTATCTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCTAG-TGGTTCTGGAGAAGAAAGTGAGGTGGGTGACTTTACATAGGCCCT

CCCTCACTTAAATCCAATTCACTTGCATGTCATGACAA-TACTTTCCCTAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ATAGTAG-AAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AAAAATAGCAATTATGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAGT

GCT-TTCTTA---GGATGTGTGAAA-TTTAATCTCT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Mle 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------GGTACTGTGAAGTA----ATAAAAAGTACTTACATCTTCCCCACTTTA

CATTT------------GTGATCACTGAGACCC---ACAA--CTGTGAA-----------------ATTTAGCAAG--CT

GAGG----------GAGCTGAACCTTAGACCTAAGTCTTCT-AGTTCTAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TGAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCTACCTCCAGTCTTCCTGATCTATTTCTTTCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACCTAGGTGGTTCTGGAGAGGAAAGTGAGATGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACTTCCC-TAATGTCATGGTTCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAAAAATAAAA---ATAGAAGAAAAGAAAAA-CAAAA-TCTTTTTTT-GTCTTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GAATGTGTGAAA-TTTAATCTCT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pta  

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTACTTATGTGCATGAGTAAT----AAGAAAATAATAAGTCATATTTGTAAAGTATCTTTAGGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------CATCCTGTGAAATA----ATAAAAAGTACTTCAATCTTCCCCACTTTT

CATTT------------GTGACCATTGAGACCC---ACAA--CTGTGAA-----------------GCTTAGCAAA--CT

GAGG----------GAGCTAAACCTTGAACCTAAGTCTTCT-GTTTCTAAGTTCCTACACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TAAATCAGTG-CTAT---TAAAAGAAA-TGAAA---GCCATCTCCAGCCTTCCTGATCTCTTTCTTGCCACTGGA-----

-----------------------------CATAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGACAA-TACCTCCC-TAATGTCATGGTTTTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAGAAATAAAA---ATAGTAG-AAAGGAAAA-CAAAA--TTTTTTTT-GTATTATA-GGACAAAA

TT-AGAAATAGCATTTGTGT------------------------------------------------------------

---------------------------AAGCATTGGG----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------GTTCTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAGTCTTT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Mlo 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTATCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAATAAGTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------CATCCTGTGAAGTA----ATAAAAAATACTTCAATCTTCCCCACTTTA

CATTT------------GTGAACACTGAGACCC---ACGA--CTGTGAA-----------------GCTTAGCAAA--CT

GAGG----------GAACTAAACCTTGAACCTAAGTCTTCT-GTTTCTAAGTTCCTACACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TAAATCAATG-CTAT---TAAAAGAAA-TGAAA---GCCATTTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACATAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACCTTCC-TAATGTCATGGTTTTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAGAAACAAAA---ATAGTAG-AAAGAAAAA-CAAAA-AA--TTTTT-GTATTATA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAGGATTGGT----------TGG------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGATTATCTGAAAGTACTATCAAT

GTT-TTCTTA---GGATGTGTGGAAATTTAGTCTTT-AATTTTTTTT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Ast 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAATAAGTCATATTTGTAAAGTATCTTGATGGTTACAAAGTACTTG

CTGTATATTATCTTACTCAACCCT--------CATCCTATGAAGTA----ATAAAAAATACTTCAATCTTCCCCACTTTA

CATTT------------GTGAACACTGAGACCC---ACAA--CTGTGAA-----------------GCTTAGCAAA--CT

GAGG----------GAGCTAAATCTTGAACCTAAGTCTTCT-GTTTCTAAGTTCCTACACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAANATGGAGAAATTTAA-------CAAAGGACTTTGTTT

TAAATCAATG-CTAT---TAAAAGAAA-TGAAA---GCCATTTCCAGTCTTCCTGATCTATTTCTTGCCACTGGACTCTA

GTCTTCCTGATCTCTTTCTTGCCACTGGACATAGGTGGTTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACCTCCC-TAATGTCATGGTTTTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAGAAATAAAA---ATAGTAG-AAAGAAAAA-CAATT--TTTTTTTT-GTATTATA-GGACAAAA

TTAAGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAGGATTGGT----------TGGG-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATGTAGATGTGTGATTATCTGAAAGTACTATCAAT

GCT-TTCTTA---GGATGTGTGAAA-TTTAGTCTTT-AATTTTTTCT---------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATCTATGATGTATTTTTT-GTT

>Pgi 

CTTTCTGTCTGAATTTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTTTTGTCCTATCCAAAGTAT

-ACTAATTGTGTGCATGAGTAAT----AAGAAAATAATAAGTCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTA

TTGTATATTATCTTACTTAACTCT--------GGTCCTTTGAAGTA----ATATAAAGTATTTAAATCTTCCCCACTTTA

CATTT------------GTAACCCCTGAGACCC---ACAA--CTGTGAA-----------------GCTTAGCAAG--CT

GAGG----------AAGCTGAACCTTGAACCTAAGCCTTCT-AATTCCAAGCTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGCTT

TGAATCAATG-CTAT---TAAAAGAAA-TGAGA---GCTATCTCCAGTTTTCCTGATCTATTTCTTGCCACTGGA-----

-----------------------------TCTAAATGGCTCTGGAGAGGAAAGTGAAACGGGTGACTTTACATAGCCC-T

TCCTTACTTAAATCCAATTCACTTGCATGTCATGGCAA-TACCTCCT-TAATGTCATGGTTCTCTTTGATAATGAAGAAC

AAGCAATAT---TCAAAGAAATGAAA---ATAGTAG-AAAGAAAAA-CAATT-TTTTTTTTTTGTCTTGTA-GGACAAAA

TT-AGAAATAGCAATTGTGT------------------------------------------------------------

---------------------------AAAGATTGGT----------TGT------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTATATAGATGTGTGGTTATCTGAAAGTACTATCAAC

ACT-TTCTTA---GGATGTGTAAAA-TTTAGTCTCT-AATTTTTTTTT--------CCAATAGG-CTTGTGTAATACTTC

TAGTTCTCCTCCTCATTTATGAAGTA-TTTTT-GTT

>Sma 

CTTTCTGTTTAAATGTAATTTGAACAGTTGACATATACCTCCCTTACAGGCAGACTATATTTTTGTCCTATCCAAAATAT

-ACTAATATTGTGCATGAGTAAT----AATAAAATAATATATCATATTTGTAAAGTATCTTTATGGTTACAAAGTACTTA

CTGTATATTATCTTACTTAACTCT--------GGTCCTGTGAAGCA----ATATAAAGTACTTAAATCTTCCCTACTTTA

CATTT------------GTGACTACTGAGACCC---ACAA--CTGTGAA-----------------ACT-AGCAAG--CT

GAGG----------GAGCTGAACCTTGAACCTAAGTCTTCT-AATTCCAAGTTCCT--ACTCTTCCTACTACACCATGCT

GCCTGTTTGAATGAAGACATACATACTGAATAGCCTTATAGAAAATGGAGAAATTTAA-------CAAAAGACTTTGCTT

TGAATCAATG-CTAT---TAAAAGAAA-TGAGA---GCCATCCCCAGTCTTCCTGATCTATTTCTTGCCACTGGA-----

-----------------------------TCTAGATGATTCTGGAGAGGAAAGTGAGGTGGGTGACTTTACATAGCCC-T

CCCTCACTTAAATCCAATTCACTTTCATGTCATGGCAG-TACCTCCT-TAATGTCATGGTTCTCTTTGAGAATGAAAAAC

AAGCAATAT---TCAAAAAAATGAAA---ATAATAA-AAAAAAAAA-TAAAA-TTCTTTTTTTGTCTTATA-GGACAAAG

TT-AGAAATAGCAAGTGTGTTGATATTTACAAGCAATATTCAAAGAAATGAAAATAGTAGAAAGAAAAATAAAATCTTTT

TTTGTCTTATAGGACAAAGTTAGAAATAGCAATTGGT----------TGGT-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTAAATAGGTGTATAGATGTGTGATTACCTGAAAGTACTATCAAA

CGC-T-CTCATTGGGATGTGCGAACCATTAGTATCT-TCACTTTATTTTA------CCACTAGG-CCGAGGTAAGACCTC

TACTTCTCCTCGTCATATATCACGTA-TCCTC-GAG

>Mfa 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTAGAGTATATT---GTCCTGTCCAAAGTAT

-ACTAATTATGTGCATGAGTAAT----AAGAAAATAAT--GTCATATTTGTAAAATATCTTTATGGTTACAAAGTACTTT

CTGTATATCATGTTAGTCAACCCT--------GGTCCTGTGAAGTAAGTAATATAATGTACTTATATCTTCCCCACTTTA

CATTTAGTGACCACTTAGTGAACACTAAGACCT---ACAA--CTGTGAA-----------------GCTTAGCAAG--TT

GAGA----------GAGCTGAACCTTGAACCTAAGTCTTCT-ACTTCCAAGTTCCT--ACTCTTCCTCCTGCACCATGTT

GCCTATNTGA-TGATGATAAACATACTGAATAACCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGCTT

TGAATCAATG-TTAT---TCAAAGAAA-TGAGA---ACCATCTCCAGTCTTCCTGATCTATTTCTTGCCACTTGA-----

-----------------------------CCTAA-TGGCTCTGGAAAGGAAAGTGAGGCTGGTGACCTTACATAGCCC-T

CCCTCACTTAAATCCAATTCATTTACATGTCATGGCAAATACATCCC-TAATTTCATGGTCTTCTTTGAGAATGAAGAGC

AAGCAATAT---TCAAAGAAATGAAA---ATAG----AAAGAAAAA-CAACA--TCTTTTTT-GTCTTATA-GGATAAAC

TT-AAAAATAGCAATTGTAT------------------------------------------------------------

---------------------------AAGGAGTGGT----------TGGT-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAAGGATACAGATGTGGGATTATCTGAAAGTACTATCAAC

TCT-TTCTTA---GGATGTGTGAAA-TTTAGTATCT-AATTTTTTTTTTC------CCAATAGG-CGTGTGTAATACTTC

TAGTTCTCCTTCTCATCTATGATGTATTTTTT-GTT

>Tcy 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTAGAGTATATTGTCGTCCTGTCTAAAGTAT

-ACTAATTATGTACATGAGTAAT----AAGAAAATAATAAGTCATATTTGTAAAGTATCTTTATGGTTACAAAGTATTTT

ATGTATGTTATCTTACTCAACCCT--------GGTCCTGTGAAGTA----GTATAAAATACTTATATCTTCCCCACTTTA

CATTT------------GTGACCACTGAGACCC---ACAA--CTGTGAA-----------------GTTTAGCAAG--CT

GAGG----------GAGCTGAACCTTGAAT-TAAGTCTTCT-AGTTCCAAGTTCCT--ACTCTTTCTGCTACACCATGCT

GCCTATTTGAATGATGACATACATACTGAATAGCCTTGTAGAAAATGGAGAAATTTAA-------CAAAGGACTTTGCTT

TGAATCAATG-TTAT---TCAAAGAAA-TAAGA---GCCATCTCCAGTCTTCCTGATCTATTTCTTGCCATTGGA-----

---------------------------------------------AGGGAAAGTGAGGCAGGTGATTTTATATAACCC-T

CCCTCACTTAAA-CCAAATCACTTGCATGTCATAGCAG-TATCTGCC-TAATGTCATGGTCCTCTTTGAGAATGAAGAAC

AAGCAATAT---TCAAAGAAATGAAA---ATAGTAG-AAAGAAAAA-GAAAA--TCTTTTTTNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNN------------------------------------------------------------

---------------------------NNNNNNNNNNNNNNNNNNNNNNNN-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAATTTCAAGGTAGAGTATATTGTTGCCCTGTCCAGAGTAC

-ACTCATTATGTCCATAAATAAT----AAGAA-----TGAATCATATGTGTAAAAGTGTATTGTGGTTACAAAGTGCTTT

CTGTGTATTATCTCATTAGACCCTT-ACAACAGCCCC-ATGAAGTAGGTAATGTAAAGGATTTACATTTTTTCTACTTTA

CATTT------------GTGGACACTGAGGCCCTTAACAGTAAAGTGA------------------CTTCACCAAA--CT

TTGTGAGTTGAGGGGACCTGTGCCTTGA-CCTAGGTCTTCTTACT-CTTAG-TCCATCATTCTTCCTGCCACTCCATGCT

GCCTATTTGAATGATAATATAC---CT-AATA-------AGA--ATGGAGAAATTTAAAAAAAAAAAAAGGATTTTACTC

TGAATCATTG-ATAC---TCAAAAAAATTGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGTTAA-AAAGAAAAT-TAAAA--TCTTTTTT-ATCCTCAT-GGTTAAAA

CT-AGAAATTGTAATAGTGT------------------------------------------------------------

----------------------------GAGAGTTGG-----------GGG-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------GTTTTTTAATAGGTATACAGATATATAATTGACTCAAAATACTATCAAC

CCT-TTCTTA---GGATGTGGAAAG-TTTCATCTCT-AATCCTTTTTTTTTC---TTTGACAGG-CTTGTGTAAAACTTC

AAGTACTCCTTCTCATCTATGATGTATTTTTTTGTT

>Iob 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTAGAGTATATTGTTGCCCTGTCCAGAGTAC

-ACTGGTTATGTCCATGAATAAT----AAGAA-----TGAATCATATTTGT-AAAGTATATTGTGGTTACAAGGTACTTT

CTGTGTATTATCTTATTAGACCCTT-ACAACAGCCCCCATGAAGTAGGTGATGTAAAGGATTTACATCTTTTCTATTTTA

CATTT------------GTGGACACTGAGGCCCTCAACAGTAAAGTGA------------------CTTCACCAAG--CT

TAGT----------AAGTTGAGC--TGAGCCTTGATCTTCTGACT-CTTAG-TCCACTATTCTTCC-------------T

GCCTATTTGAATAATAACATAC---CT-AATA-------AGA--ATGGAAAAATTTTA-------AAAAGGATTTTACTC

TGAATCATTG-ATAG-----AAAA--TCAGAA------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------TTTTTTTTT-AGCCTCAT-GGATAAAA

TT-AGACCGAGTAATTGTGT------------------------------------------------------------

----------------------------GAGGGTTGG-----------GGT-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTAAACAGACATATAATTGTCTCAAAATACTATCAAC

ACT-TTTTTA---GGATGTGGGAAG-TTTCATTTCT-AATTCTTTTTTTTTT--GTCTGACAGGCCCTGTGTGATACTTC

TAGTACTCCTTCTCATCTATGATGTATTTTTT-GTT

>Eru 

CTTTTTGTCTGAATTTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTA-------TTGTTGCCCTGTCCAGAGTAC

-ACAAGTTATGTCCCTGAATAAT----AAGAA-----TGAATCATATTTGT-AAAGGGTATTGTGGTTACAAGGTACTTT

TTGTGTATTATTTCCTTAGACCCTT-ACAACAGCCCCCGTGAAGTAGGGGAAGTAAAGGATTTACATTTTTTTTATTTTG

CGTTT------------GTGGACCCTGAGGCCCTCAACCGTAAAGTGA------------------CTTCCCCCAG--TT

TTGT----------AAGTTGAGG--TGAGCCCTGATTTTTTGACT-TTTAG-TCCCTTTTTTTTCC-------------C

GCCTATTTTAATAATAACATAC---CC-CCTA-------AGA--ATGAAAAATTTTTTT------AAAA-GATTTTACTT

TGAATCCTTG-ATAA-----AG-A--TTTGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGGTAG-AAAGAAAATTCGAATTTTTTTTTTTTAGCCTCAT-GGATAAAA

TT-AGAAATAGTAATTGTGT------------------------------------------------------------

----------------------------GAGGGTTGG-----------GGTTT---------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAAGTATACAGACATATAATTGTCTCAAAATACTATCAAC

ACT-TTTTTA---GGATGTGGGAAG-TTTCATTTTT-AATTTTTTTTTTTTTTTATCTGACAGG-CTTGTGTGATACTTC

TAGTACTCCTTCTTATCTATGATGTATTTTTT-GTT

>Pbo  

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTAGAGTATATTGTTGCCCTGTCCAGAGTAC

-ACTGGTTATGTCCATGAATAAT----AAGAA-----TGAATCATATTTGT-AAAGTATATTGTGGTTACAAGGTACTTT

CTGTGTATTATCTCATTAGACCCTT-ACAACAGCCCCCATGAAGTAGGTGATGTAAAGGATTTACATCTTTTCTATTTTA

CGTTT------------GTGGACACTGAGGCCCTCAACAATAAAGTGA------------------CTTCACCAAG--CT

TAGT----------AAGTTGAGC--TGAGCCTTGACCTTCTGACT-CTTAG-TCCATTATTCTTCC-------------T

GCCTATTTGAATAATAACATAC---CT-AATA-------AGA--ATGGAAAAATTTTA-------AAAAGGATTTTACTC

TGAATCATTG-ATAG-----AAAA--TCAGAA------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------TTTTTTTT-AGCCTCAT-GGATAAAA

TT-AGAAAGAGTAATCGTGT------------------------------------------------------------

----------------------------GAGGGTTGG-----------GGT-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATAGGTAAACAGACATATAATTGTCTCAAAATACTATCAAC

ACT-TTCTTA---GGATGTGGGAAG-TTTCATTTCT-AATTCTTTTTTTTTTTTGTCTAACAAA-CCTGTGTGATACTTC

AAGAACTCCTTCTCATCTATGATGTATTTTTT-GTT

>Nty 

CTTTCTGTCTGAATCTAATTAAAACA-TTAAAAT-TACCCAACTTCAAGGTAGAGTATATT-----------CAAAGTAC

-ATTAGTTGTGTGCATGAATATTTTAAAAGAA-----TAAATCATATTTGT-AAAGTTTGTTATTGTTACAAAGTACTTT

CTGTGTGATATCTTACTAGACCCTTCCCAACAACCC-TGTGAAGTAGGTAATATAAAGTACTTACATCTTCCCCTCTTTA

TGTTT------------GTGGACACTGAAGCCCAGAACA-----GTGGCCTCACCAGGGTCACACAGCTTAATAAG--TT

GAGG----------GAGCTGAGCAGTGGA---AGGTCTTCTGACT-TCCAG-TCCACTACTCTTCCTATCATACCATTCT

GCCTTTTTGAAT---AACACAC---CT-AATAGCCTTGTAGAGCATGGAGAAAATTTA-------AAAAGGACTTTGTTT

TGAATCAATG-ATAT---TCAAAG-AAATGAAG-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGTTAG-AACGAAAAA-CAAA--TCTTTTTTT--GTTT------------

----------GCAATTATGT------------------------------------------------------------

----------------------------GAGTGTTGG---------GTTGTTG---------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTCTTTTAATAGATATACAGATATGTGATTGTCCCAAAATGCTACCAAC

TCC-TTCCTA---GGATGTGGAAAG-TTTAATCTCC-AATTTTTT--------TCTCCGACAGG-CATGTGTAATACTTC

TAGTCCTCCTTCTCATCTATGATGTATTTTTT-GTT

>Pci 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTTAAGGTAGAGTATATTGTTGCCCTGTCTAAAGTAC

-CCTAATTATGTGCAATAATAAA--ATAAGAA-----TAAATCATATTTAT-AAAGTGTGTTACAGTTACAAAGTACTTT

CTGTGTATGATCTTACTTGACCCTT-ACAACAACCC-TGTGAAGTAGGTAATATAAAGTACTTACATCTTCCCCCCTTCA

CATTT------------GTGGACGTTGAGGCCCAC----------------------------CCAGCTTAGTAAG--TT

GAGG----------GAGTTGAGCCTTGAATCTAGGTCTTTTGACC-CCCAG-TCCACTACTCTTCCTATCACACCATGCT

GCCTGTTTGAATGATAACATAC---CT-AATAGCCTTGTAGAGAATGGAGAAATTTAA-------CAAAGGACTTTGCTT

TGGATCAGTG-ATAT---TCAAAG-ACATGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGGTGA-AAAGAAAAA--AA-----TCCTTTTT-GCTTTATAGGACAAAA

TT-AGAAATAGCAGTTGTGT------------------------------------------------------------

----------------------------GAGGGTTGGTTGGTTTGTTTTTTGTTGCTGTGTGGTTTGTCCTTTGTTCTTG

AAAAGGACCATGACATCAGGGAGATGATGACATGACTTGCAGTTGGCTTTGATTTGAGCGAGGGAGGGCTGTGCAAGGTC

ACCAGCCTCACTTTCTCCTCCAGAGCCATTTGGGTCCAGTGGCCGGATATAGATTAGGACAACTGGAGATGGCCCGACTC

AGTGGGAGACCTTGATCTTTTTAAGCTAAAGTCTCCTCAAGTTCTCACTTTGAGTGAGGCAACACCCATTCAGTGAATAG

GCCTTTTTAAGGAGTGAGCCTAGAGATGGCCACTTTAATCAAATCAATCAAAAAAAAAATCAAAGTGGGAGGAGAAGACC

CTCAGGGTTGCTTACCAAGAGAGAAGCAGTCTCTGTTTACATTCACTCTAAACAAGGGGGGCCCAAAAATAGCCATTAAG

TGGTGCTTGGGCAGGGACCTATTGTTGTCCACTCAATGAGCTCCTGAGTGAATTATGTTTAAGGCTTGGCTTTTGAGAGA

AAAATCTAGCCAGTAAACCCCGAGTTAAGTAGGCAGCTATGGGCCATCAAATTACCTTCCTTTGGGCAGAACACCCTCAG

GTAAGGGGACGGGGGAAGGGAGAAGAAAGGAGAGGATGAGCTGAGTTGCCCACCTGGAACTGGCCAGCTGGGTCCCCATT

CAGGCAGCTTGGACTACTCACAGGTTGTGTTTGTCCTTCATTCTCAAAGAGGACCATGACATCAAGGAGTTAATGACATA

ACTTGAGAAGAGGGAGGGCTGTGCAAGGTCACCAGCCTCACTTTCTCCTCCAGAGCCCTCTAGGTCCAGTGGCGAGATAT

AGATCAAGATGACTGGAGATGGCCCCCTGTTTGTTTTTAATGAGTATACAGATGTGTGATTGTCTCAAAATACTATCAGC

TCT-TTCTTA---GGATGTGGGAAG-TTTAGTCTCT-AATTTTTTTTTT-----CTCTGACAGG-CATGTGTAATACTTC

TAGTCCTCCTTCTCATCTACGATGTATTTTTT-GTT

>Tvu 

CTTTCTGTCTGAATCTAATTAAAACA-TTGAAAT-TACCCAACTTCAAGGTACAGTATGTTGTTGCCCTGTCCAAAGTAC

-ACTAATTATGTGCAATAATAAA--AAAAGAA-----CAAATCATATTTGT-AAAGCATGTTATGGTTACAAAGTACTTT

CTGTGTATTATCTTACTTGACTCTT-ACAACAACCT-TTTGAAGTAGGTAATGTAAAGTAGTTACGCTTT---------A

CATTT------------GTGGACACTGAGGCCCACAACAGTGAAGTAACCTCTTCAAGGTCACCTGGCTTAGTAAG--TT

AAGG----------GAGATGAGCCTTGAACCTAGGTCTTTTGACT-CCCAG-TCCACTGTTCTTCCTACCACACCATGCT

GCCTGTTTGAATGATAACATAC---CT-AATAGCCTTATAGAGAATGGAGAAATTTAA-------TGAAGGACTTTGCTT

TGAATCAATG-ATAT---TCAAAG-AAATGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGGTAG-AAAGAAAAA-CAAAA--TTTTCTTT--GCTTTATAGGACAAAA

TT-AGAAATAGCAGTTGTGT------------------------------------------------------------

----------------------------GAGGGTTGGTTTGTGTTTTTGGGTT---------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATGAGTATACAGATGTGTGATTGTCTCAAAACACTATTGAC

TTTTTTCTTA---AGATGTGGGAAG-TTTAGTCTCTTAATTTTTTTTTT----CCTCTGACAGG-CATGTGTAATACTTC

TAGTCCTCCTTCTCATCTATGATGTATTTTTT-GTT

>Meu 

CCTTCTGTCTGATTCTAATTAAAACA-CTGAAAT-TACCCAACTTCCAGGTA---------CTTGACCCTTGCAACA---

--------------------------------------------------------------------------------

---------------------------------CCA-TGTGAAGTAGGTAATGTAAAGTACTTAGATCTTCCCCACTTTA

TATTT------------GTGGACAC-------------------------------------------------------

---------------------------AAGCTGAGGGAGTTGAGC-CCCAG-TGCACTGCTCTTCC----------TCCC

ACCT--------GGTAACATAC---CT-AATAGCCTTGTAGAGAACAGAGAAATTTAA-------TAAAGGGCTTTGCTA

TGAATCAATG-ATAT---TCAAAG-ATATGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------ATGGTAG-AAAGAAAAA-CAAAA---TGTTTTT--GCCTTATCAGACAAAA

TT-AGAAATAGCAGTTGTGT------------------------------------------------------------

----------------------------GAGGGTTGGTTTG------TGGGA----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------TTTTTTTAATGAGTATACAGATGTGTGATTGTCTCGAAATACTATCAGC

TCT-TTCTTA---GGATGCAGGAAG-TTTAGTGTCT-AATTTTCTTTT------CTCTGACAGG-CATGTGTAATCCTTC

TAGTGCTCCTTCTCATCTATGATGTATTTTTT-GTT

>Mdo 

CTTTCTGTCTGAATCTAATTAAGACA-TTGAAAT-TACCCAACTTCAAGGTAAAGTATACTGTTGACCTGTTCAAACAAA

AACTAGTTATGTAAATAAATAAT----AAGAAAGAA-TGAATAATTCTTGCAAAGTGTGTT-ATGTTTACAAAGTACTTT

TTATGTATTACCTTACTTGATTCTT-ACAAGAACCCCTGTGAAGTCGGTTATATAAAGTA-TT--ATCTCTCCCACTTTA

CATTT------------GTGAACATCTC---------------------------------ATGCAGTTTA-------TT

GAGG----------GATCTGAGCCTTGAACCTAAGCCTTCTAACT-CTCAG-ACTAGTACTCTTTCTACCCCACAATACT

GCCTGTTTGAATAATAACATAC---TT-AATAACCTTGTAAAAAAGTGGTTAATTTAA-------CAAAGGACCTTTCTT

TGACTTGGTGAAAAT---TCAAAG-AAATGAAA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------GTGGTAG-AAAGGAAAA-CAA------TTTTTT--GCCTTATAAGACAAAA

TC-AGAAATAGGGATTGTAT------------------------------------------------------------

----------------------------GAA------------------TTA----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------T-TTTTTTATAAATCTACAGATATGTGATTTTCTCAGGATACTTTCAAT

TCT-TTCTTT---GGATGTGAGAGA-CTTAGACTCT-AATTTTTTTTTTCTTT-CTCTGGTAGG-CATGTGTAATTCTTC

TAGTTCTTCTTCTCATCTATGATGTATTCTTT-GTA

Marker 4

>WALLSI1A 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TCCTGGGCCATCTCCAGTCATCCTGATC--------------------

------------------------------------------------------------------------TATATCTT

GCCACTGGACCCA-GATGGCTCTGGAGGAGAAAGTGAGGCTGGTGACTTTG-CACAGCCCTCCCTCACTTAAATCCAATT

CACTTGCAAGTCATGKCATCACCTCCCTGATGTCATGGTCCTCTTTGAGAACAAAGGACAAACAACAA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------

>Sha 

TGTGCAGGTATGATTTGAAAATTAAC---AATAACAGCTATCATTCATATGGTCCTTTTAAGATTTGCAAAGTG--CTTT

ACCTAATATTATCTCACTTAATCCT----CACAACCAGCCTTGAAAATTAGGTGCTATTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GCCCAGAGTCATACATTGCATAAC--TGGCTGAGGCTAGATAGGAACTCGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGATTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TCTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTT-TCAAGTAATT---CTCGTGCTACTT----CTTATTTCTTTTTTTTT--------------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Dge 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCATATGGTCCTTTTAAGATTTGCAAAGTG--CTTT

ACCTAATATTATCTCGCTTAATCCT----CACAACCAGCCTTGAAAATTAGGTGCTATTATTATTA--ATCTT---CATT

TTATGATATAAGTGGCTT-GCCCAGAGTCATACATTGCATAAC--TGGCTGAGGCTAGATATGAACTCGGAGCTTTCTAA

TTCCATGTAT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGATTTTTTCAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACGTGTTCC-TTTTCTGTGTAATTGAATATATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTC-TCAAGTAATT---CTTGTGCTACTT----CTTATTTCTTTTTTTTTTTTT----------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Pdo 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCATATGGTCCTTTTAAGATTTGCAAAGTG--CTTT

ACCTAATATTATCTCACTTAATCCT----CACAATCAGCCTTGAAAATTAGGTGCTATTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GCCCAGAGTCATACATTGCATAAC--TGGCTGAGGCTAGATATGAACTTGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

ACCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTAGTGATTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTT-CTGTGTCGCTCTCAAGTAATTCTCGTGCTGCTACTT----ATTTCTTTTTTTTTT----------------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Pbi 

TGTGCAGGTATGATTTAAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAACTTAGGTGCTATTATTATTC--ATCTT---CATT

TTATGATTTAAGTGATTT-GCCCAGAGTCATACATTGAATAAC--TGGCTGAGACCAGATATGAACTCGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

ACCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CATTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAA

TATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTATTTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGCCGCTC-TCAAGTAATT---CTCGTGCTACTT----TTTATTTCTTTTTTTTTTTTT----------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Pap 

TGTGCAGGTATGATTTAAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAAGTTAGGTGCTACTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GC----------------------------TGAGACTAGATATGAACTCGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTT

GCTACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCCAGTGATTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT-CCCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGG-TCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAATG

CATATGATTCCAATATTTATTATTTAAGGATCTAAAACACTTAGGCATTATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTC-TCAAGTAATT---CTCGTGCTACTT----CTTATTTCTTTTTTTTTT-------------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Dro 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAACTTAGGTGCTATTATTATTA--ATTTT---CATT

TTATGATTTAAGTGATTT-GCCCAGAGTTATACATTGAATAAC--TGGCTGAGACCAGATATGAACTCGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATT--------------------

------------------------------------------------------------------------TATCTCTT

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCACTGATGTTATGGTCCTCTTCCAGAATGAATAACANAAAACAA---GAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGGAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGAATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGAT--------GTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTT-TCAAGTAATT---CTCGTGCTACTT----CTTATTTATTTTTTTTTTT------------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Pma 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCTT----CACAACCAGCCT-GAAACTTAGGTGCTATTATTATTC--ATCTT---CATT

TTATGATTTAAGTGATTT-GCCCAGAGTCATACATTGAATAAC--TGGCTGAGACCAGATATGAACTCAGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

ACCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CATTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAGACAACAA---CAATGTTTT

AAAATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAAGG

CATATGATTCCAATATTTATTATTTAAGGATTTAAAACACTTAGGCAATATGGTTTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTTTCAAGGGATAGAAACATGTTCC-TGTTTTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTTTTTTTTGTGTCGCTT-TCAAGTAATT---TTCGTGGTACTT----TTTTTTTTTTTTTTTTTTTTTT---------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Dcr 

TGTGCAGGTATGATTTAAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAAGTTAGGTGCTACTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GC----------------------------TGAGACTAGATATGAACTCGGAGCTTTCTAA

TTCCATGTAT---AA-TGCTCT-ATTCCA---TTCATGACCACCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTT

GCCACTGGACCCA-GATAGCTTTGAAGGAGAAAATGATCCTAGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAGATGGAATTAAAAATTGAAACGA-TCTTTGTGAGAGAATG

CATATGATTCCNATATTTATTATTTAAAGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAA

TATTAGTTTACAGGATGTTTCTCAAGGGATAGAAACGTGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTC-TCAAGTAATT---CTCGTGTTATTT----CTTATTTC-TTTTTTTTT-------------

-----AAAAACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Dby 

TGTGCAGGTATGATTTAAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAAGTTAGGTGCTACTATTAT-A--ATCTT---CATT

TTATGATTTAAGTGACTT-GC----------------------------TGAGACTAGATATGAACTCGGAGCTTTCTAA

TTCCATGTAT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTT

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTAGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAAGAA---CAATGTTTT

---ATCCA---CTGGGTCAT--------------ATAGAAGATGGAATTAAGAATCGCAACGA-TCTTTGTGAGAGAATG

CATATGATTCCAATATTTATTATTTAAAGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACGTGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTC-TCAAGTAATT---CTCGTGCTATTT----CTTATTTCTTTTTTTTTTT------------

------AAAACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Mle 

TGTGCAGGTATGACTTAAAAATTAAT---AATAACAGCTAGCATTCATATGGTCTTTTTAAGATTTACAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACAACCAGCCT-GAAAGTTAGGTGCTACTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GC----------------------------TGAGACTAGATATGAACTTGGAGCTTTCTAA

TTCCATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTT

GCCACTGGACCCA-GATGGCTTTGAAGTAGAAAATGATCCTGGTGACTTTT-CAGAGCCCATCCTCACTTAAATACAACC

CACTTACACATCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTTT

---ATCCA---CTGG-TCAT--------------ATAGAAAATGGAATTAAAAATTTGAACGA-TCTTTTTGAGAGAANG

CATATGATTCCAATGNNTTATATTTAAGGATCGAAAACACTTAAGCAATATGGTCTGTGTGT-AAGAAATTAGCTAAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTTTTTTTTGTGTCGCTT-TCAAGTAATT---TTCGTGCTACTT----TTTATTTTTTTTTTTTTTTTTT---------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Pta 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCTTATGGTCCTTTTAAGATTTGCAAA---------

---------------GTGCAATCCT----CACAACCAGCCT-GAAAGTTAGGTGCTATTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GCCCAAAGTCATACATTGAATAACGTTGGCTGAGATGGGATATAAACCCAGAACTTTCTAA

TTCTATATGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATGGTCTACATTTGTCATGCTCTGCAAGAAAA

ATCAGATCAAAAAGGAAAAAAAAATGAGAAAGGGGAAAAAAAAAACATAAAAAAGCAACGACATATCAACTTTATCTCTC

GCCACTGGACCCA-AATGGCTTTGAAGGAAAAAGTGATCCTGGTGACTTTT-CAAAGTCCATCCTCACTTAAATACAACC

CACTTACACGTCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCACAATGAATAACAAACAACAA---CAATGTTCT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TTTTTTTGAGAGAATG

CATATGATTCTAATGTTTATTATTTAAGGAGCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATAAGCTTAGAT

AATTAGTTAACAAGATGTTTCTCAAGGGATAAAAACATGTTCC-TGTTCTGTGTAATT-AATGTATTTTTTGTAACCAAT

GGCCTTTCTTGGGTCGCTC-TCCAGAAATTC--CCCGTGCCACTT---TCTCATGGCCTTTTTTTTTTTTTT--------

--------AAAAA-AAATTTTCCAAAGATGGCCAATTTAAAA

>Mlo 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGTATTCTTATGATCCTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTAATCCT----CACCATCAGCCT-GAAAGTTAGGTGTTATTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GCCCAGAGTCATACATTGAATAACGTTGGCTGATACTAGATATAAACTCGGAGCTTTCTAA

TTCTATGTGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAATGATCCTGGTGACTTTT-CAGAGCCCATCCTCATTTAAATACAACC

CACTTACACGTCATGGCAT--CCCCCCTGATGTT----------------ATGAATAACAAACAACAA---CAATGTTCT

---ATCCA---CTGCGTCAT--------------ATCGAAAATGGAATTAAAAACTGAAACGATTTTTTTTGAGAGAATG

CATATGATTCCAATGTTTATAATTTAAGGAGCTAAAACACTTAGGCTATATGGTCTGGGTGT-AAGAAATTAACTTAAAT

AATTAATTTACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTCGCTC-TCAAGTAATT---CTCGTGCTACTT----CTCATGTCTTTTTTTTTTTT-----------

--------AACAG-ATATTTTCTAATGATGGCCAATTCAAAA

>Ast 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAGCTAGCATTCTTATGGTTCTTTTAAGATTTGCAAAGTG--C---

-------------------AATCCT----CACAACCAGCCT-GAAAGTTAGGTGCCATTATTATTA--ATCTT---CATT

TTATGATTTAAGTGACTT-GCCCAGAGTTATACATTGAATAACATTGTCTGAGACAAGATATAAACCCAGAACTTTCTAA

TTCTATATGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATGGTCCACATTTGTCATGCTCTGCAAGAAAA

ATCAGATCAAAAAGGAAAAAAAA-TGAGAAAAGGAAAAAAAAAAACAA--GAAAGCAACAACATATCAACTCTATCTCTC

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAGTGATCCTGGTAACTTTT-CAGAGCCCATCCTCATTTAAATACAACC

CATTTACACGTCATGGCAT--CCCCCCTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAATGTTCT

---ATCCA---CTGGGTCAT--------------ATAGAAAATGGAATTAAAAATTGAAACGA-TTTTTTTGAGAGAATG

TATATGATTCCAATGTTTATTATTTAAGGAGCTAAAGCACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATTAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTTGCTC-TCAAGTAATT---CTCGTGCTACTT----TTTATGTCTTTTTTTTTTTTTT---------

--------AACAG-ATATTTTCTAATGATGGCCAATTCAAAA

>Pgi 

TGTGCAGGTATGATTTGAAAATTAAT---AATAACAACTAATATTCATATGGTCCTTTTAAGGTTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTGATGCT----CACAACCAACCT-GAAAGTTAGGTGCTATTATTATTA---TCTT---CATT

TTATGATTTAAGTGACTTGGCCCAGAGTCATACATTGAATAA--TTGGCTGAGGCTAGATATGAACTTGGAGCTTTCTGA

TTCCATATGT---AA-TGGTCT-ATTCCA---TTCATGACCATCTCCAATCATCCTGATC--------------------

------------------------------------------------------------------------TATTTCTT

GCCACTGGACCCAAGATGGCTTTGAAGGAGAAAGTGATCCTAGTGACTTTT-CAGAGCCCATCCTCACT----TAC-ACC

CTTTTTCATGTCATGGCAT--CCCCTTTGATGTTATGGTCCTTTTCCAGAATGAGTAATAAACAATAA---CAGTGTTTT

---GTCCC---CTGGGTTACCTGACATCCTCCTTATAGAAAATGCAATTAAAAATGGAAACGA-TTTTTTTGAGAGAATG

GATATGATTTCAATGTTTTTTATTTAAGGATTTAAAACACTTAGGCAATATGGTTTTGGGTATAAGAAATTAGGTTAGAT

AATGAGTTAACCGGATGTTTTTCAAGGGATAGAAACATGTTTT-TGTTTTGGGTAATTGAATGTATTTATTGTAACAGAT

GGTTTTTTTTGTGTTGCTT-TCGAGTAATT---TTCGGGGTACTG----GTCATGTTTTTTTTTTTTTTTTTTTTT----

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Sma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATTA---ACAT---CATT

TTATGATTTAATTGACTT-G-CCTGGGTCATACATTGAATAA--CTGGCTGAAGCTAGATATGAACTCGGAGCTTTCTGA

TTTCATATGT---AA-TGCTCT-ATTCCA---TTCATGACCATCTCCAATTATCCTGATT--------------------

------------------------------------------------------------------------TATCTCTT

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAGTGATCCTGGTGACTTTG-CAGAGCCCATCCTGACTTAAATACAACC

CTCTTACACGTAATGGCAT-TACCCTCTGATGTTATGGTCCTCTTCCATAATGAATAACAAACAATAA---CAGTGTTCT

---ATCCA---CTGGGTTACCTGACATCCTCATTATAAAAAATGGAATTAAAAATTGAAATGA-TTTTTTTGAGAGAATG

GATATGATTCCAATGTTTATTATTTAAGGATCTAAAACTCTTAGGCAATATGGTCTGTGTGT-AAAAAATTAGCTTAAAT

AATGAGTTTACAGGATGTTTCCTCAGGAATAGAAACATGTTCCCGGTTCTGTGTAATTGAATATATTCATTGTAACAGAG

GGCCCTTTCTTGTGTCGCTCTCAAATAATT---CCCGGGCAACTT----CTCCTGTCTTTTTTTTTTTTTTTTTTTT---

--------AACAAAAAATTTTCAAAGAGGGGCCCATTCCAAA

>Mfa 

TGTGCAGGTATGATCTGAAAAATAAT---AATAACAGGTAGCATTCATATGGTCCTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTATCTCACTTGATCCT----CATAACCAACCT-GAAAGTTAGGTGCTATTATTATTATTATCATCTTCATT

TTATGATTTAAGTGACTT-GCCCAGGGTCATACACTGAATAA--GTGGCTGAGACTAGATATGAACTGGGAGCTTTCTGA

TTCCATATGT---AA-TACTCT-ATTCCA---TCCATGACCATCTCTAATCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

GCCACTGGTCCCA-GGTGGCTTTGAAGGAGAAAGTGATCTGGGTGACTTTG-CAGAGCCCACCTTCACTTAAATACAACA

CATTTACACA-----------CCTC-CTGATGTTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAGTGTTCT

---ATCCA---CTGAGTCACCTGGCATCCTCATGATAGAAAATGGAACTAAAAATTGAAATGA-TCTTTTTGAGAGAATG

AATAAGATTCCAGTGTTTATTACTTAAAGATCTAAAACACTTTGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATGAGTTAACAGGATGCTTCTCAAGGGATGGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTTAACAGATG

GTCTTT-CTTGTGTCGCTC-TCAAGTAATT---CTTGTGTTACTT----CTCATGCCTTTTTTTTTT-------------

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Tcy 

TGTGCAGGTATGATTTGAAAATTAAT---AATA---GCTAGCATTCATATGGTCCTTTTAAGATTTGCAAAGTG--CTTT

ACA-AATATTGTCTCACTTGATCCT----C-GAA-AAACCA-GAAAGTTAGGTGCTACTGTTATTA---TCTA---CATT

TTATCATTTAAGTGACTT-GCCCAGGGTCATCCATTGAATAA--GTGGCTGAGGCTAGATAGGAACTCAGAGCTTTCTGA

TTCCATGTGT---AAATGCTCT-TTTCCA---TCCATGACCATCTCCAGTCATCCTGATC--------------------

------------------------------------------------------------------------TATCTCTC

GCCACTGGACCCA-GATGGCTTTGAAGGAGAAAGTGATCCTGGTGACTTTACGGAGCCCACCCTCACTTAAAATACAACC

CACTTACACATCATGGCAT--CCTCCCTGATATTATGGTCCTCTTCCAGAATGAATAACAAACAACAA---CAGTGTTCT

---ATCCA---CCGGGTCATCTGGCATCCTCATAATAGAAAATGGAATTAAAAATTGAAACGA-TCTTTTTGAGAGAATG

GATATGATTCCAATGTTTATTACTTAAGGATCTAAAACACTTAGGCAATATGGTCTGTGTGT-AAGAAATTAGCTTAGAT

AATGAGTTAACAGGATGTTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTAACAGAT

GGTCTTTCTTGTGTTGCTC-TCAAGTAATT---CTCATGCTACTT----GTCATGCCTTTTTTTATTTTCTTTTTT----

--------AACAG-ATATTTTCCAATGATGGCCAATTCAAAA

>Mla 

TGTGCAGGTATGATTTTAAAATTATTCATAATAACAGCTAGCATTCATAGAATTCTTTTGAGATTTACAAAATG--CTTT

-----GTATTATCTCACTTGATCCTCATGCATAACCAACCT-GAGAGTTAG-----------------ATCTC---CATC

TTACAAGTTAAATGACTT-GCCCAGGGTCTCATGATGAATAA--GTTTCTGAGGTTAGATATGAACTCAGAACATTCTGA

GTCTGTGTCT---CA-TGCTCTCTATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGGTCAACCAGCATGCTCAAAATAGAAAATGAACTTTAAAACTGAAATGA-TTCTTTTGAGAGAATG

GCTATGAT-CCAATTTTTGTTACTTAAGGATCTAAAATCTGTGGACAATATGGTCTGTGTGT-AAGAAACTAGCTTAGA-

--------AACAGGATATTTCTCAAGGGA--------------------------ATTGAATGTATTCATTGT-------

--------------CACCT-TCCAGTAATT---TTTGTGCTGCTT----CTTATGGTTTTTGGTTGGGTTTTTTTT----

-------AAACAG-ATATTTTCCAATGACGGTCAGTTCAAAA

>Iob 

TGTGCAGGTATGGTTTTAAAATTATT---AATAATAAC-AGCATTGATAGAATCCTTTTAAGATTTACAAAATT--CTTT

ATA-AATATTATCTCACCTGATCTTCATGCATAACCAACCT-GAGAGTTAG-----------------ATCTC---CATC

CA----------------------GGGTCACA-GATGAATAA--GTTTCTGAGGCTAGATATGAACTCATGAGTCCATGA

GTCCATGTCT---AA-TGCTCTCTATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGGTCAACTAGCATGCTCAAAATAGAAAATGAACTTTAAAACTGAAATGA-TTATTTTGAGAGAATG

GCTATGAT-CCAATTTTTATTACTAAAGGATCTAAAATCCATGGACAATATG-TCTGTGTGT-AAGAAACTAGCTTAGA-

--------AACAGGATATTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTCACAGAT

GGTCTTATTTAGGTCACAT-TCCAGTAATT---CTTGTGCCACTT----CTCATGTTTTGTTTTGTTTTTT-------GA

AAAAAACAAACAG-ATATTTTCTAATGATGGTCAGTTCAAAA

>Eru  

TGTGCAGGTATGATTTTAAAATTATT---AATAATAAC-AGCATTGATAGAATCCTTTTAAGATTT-CAAAATT--CTTT

ATA-AATATTATCTCACCTGATCTTCATGCATAACCAACCT-GAGAGTTAG-----------------ATCTC---CATC

TTACAAGTTAAGTGACTT-GCCCAGGGTCACA-GATGAATAA--GTTTCTGAGGCTAGATATGAACTCAGAACTTTCTGA

GTCCATGTCT---AA-TGCTCTCTAGCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGATCAACTAGCATGCTCAAAATAGAAAATGAACTTTAAAATTGAAATGA-TTATTTTGAGAGAATG

GCTATGAT-CCAATTGTTATTACTTAAGGATCTAAAATCCATGGACAATATG-TCTGTGTGT-AAGAAACTAGCTTAGA-

--------AACAGGATATTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTCACAGAT

GGTCTTATTTAGGTCACCT-TACAGTAATT---CTTGTGCTACTT----CTCATGTTTTTTTTTGTTTTTTTTTGTTTTT

TTAAAACAAACAG-ATATTTTCTAATGATGGTCAGTTCAAAA

>Pbo 

TGTGCAGGTATGGTTTTTAAATTATT---ACTAATAAT-AGCATTGATAGAATCCTTTTAACATTTACAAAATT--CTTT

ATA-AATATTATCTCACCTGATCTTCATGCAAAACCAACCT-GAGAGTTAG-----------------ATCTC---CATC

TTACAAGTTAAGTGACTT-GCCCAGGGTCACA-GATGAATAA--GTTTCTGAGGCTAGATATGAACTCA--------TGA

GTCCATGTCT---AA-TGCTCTCTATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGGTCAACTAGCATACTCAAAATAGAAAATGAACTTTAAAACTGAAATGA-TTATTTTGAGAGAATG

GCTATGAT-CCAAATTTTATTACTAAAGGATCTAAAATCCATGGACAATATG-TCTGTGTGT-AAGAAACTAGCTTAGA-

--------AACAGGATATTTCTCAAGGGATAGAAACATGTTCC-TGTTCTGTGTAATTGAATGTATTCATTGTCACAGAT

GGTCTTATTTAGGTCACCT-TCCAGTAATT---CTTGTGCTACTT----CTCATGTTTTGTTTTGTTTTTTG-------A

AAAAAACAAACAG-ATATTTTCTAATGATGGTCAGTTCAAAA

>Nty 

TGTTCAGGTATGATTTGAAAATTATT---AGTAACAGCTTGCATTCGTGGAATCCTT---GTACTTACAAAGTGCACTTT

ACA-AATATTATCTCACTTGATCCT----CACAACCAACCT-GAGAGTTAAAT---GTGTTTATT---ATCTC---CATT

TCCTAAGGTAAGTGACTT-GCCCAGGGTCACATATTGAATAA--GTGGCTGAGGATAGATATAAACTCAGAACTTTCTAA

GTCCATATCT---AA-TGCTCTCTATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGAGTCACCTGGTAGCCCCATAATAGAAAATGAACTTAAACATTGGAAAGA-ATATTTTGAGTGAATG

GATATGATTCCAGTATTTGCTTTT-----------------TAGACAACATGGTTTGTGTGT-AAAAAACT----GAGAT

AATGAATAAACAAGATGTTTCTCAAGGGAGAGAAACATGTTCC-AGTTCTGTATGACTAAATGTATTGATTGTCACAGAT

GGCCTTATCTGGGTCACCC-TCCAGTAAGT---CTTATCCTACTT----TTCATGCTTTTTTTT--------------AA

AAAAAAAAACCAG-ATATTTTCCAATGATGGCCAGCTCAAAA

>Pci 

TGTGCAGGTATGATTTGAAAATTATT---AATAA----TAGCATTTGTATAATCCTTTTAAGATTTGCAGAGTG--CTTT

ACA-AATATTATCTCTCTTGATCCT----CACAACCAACCT-GAGAGTTAGAT---GCTATTATT---ATCTC---CATT

TTACAAGTTAAGTGACTT-ACCCAGGGTCACATAT---------------------------GAACTCA--ACTTTCTGA

CTCCATGTCT---AA-TGCTCT--ATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGGTCACCTAGCATCCTCGTAATAGAAAATGAACGTAAAAATTGAAATTA-TTATTTTGAGAGAATG

GATATAATTCCAATGTTTATTACTTAAGGATCTAAAACACTTAGGCAATATAGTCTGTGTGT-AAGAAACTAGCTTAGAT

AATGAGTTAACAGGATGTTTCTCAAGGGATAGAAATGTGTTCC-TGTTCTGTGTGACTGAATGTATTAATTGTAACAGAT

GGTCTTGTTTATGTCACCC-TCCAGTAATT---CTTGTGCTACTT----CTCGTGCTTTTTCTTTT--------------

------CAAACAG-ATATTTTCCAATGACGGCCAGTTCAAAA

>Tvu  

TGTGCAGGTATGCTTTGAAAATTGCTAATGATAACAGCTAGCATTCATGTGATCCTTTTAAGATTTGCAAAGCG--CTTT

ACA-AATATTATTTCACTTGATCCT----CACAATGAACCT-GAGAATTAGAT---GCTATTATTATCATCTC---CATG

TTACAATTTAAGTGACTT-GCCCAGGTTGACACATTGAATAA--GTGTCTGAGGCTAGATGTGAAATCAGAACTTTCTGA

CTCCACGTCT---AA-TGCTCT--ATCCA---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CTGGGTCACCTAGCATCCTCATAATAGAAAATGAACTTAAAAATTGAAACGA-TTATTTTGAGAGAATG

GATATGAATCCAATGTTTATTATTTAAGGATCGAAAACACTTAGGCAATATGGTCTGTGTGT-AAAAAACTAGCTTAGAT

AGTGGGTTAACAGGATGTTTCTCAAGGGATAGAAGCATGTTCC-TGTTCTGTGCGACTGAATGTATTAATCGTAACAGAT

GGTCTTATTTATGTCACCC-TCCAGTAATT---CTTGTGCTATTT----CTCATGCTTTTTTTTT---------------

--------AACAG-ATATTTTCCAATGATGGCCAGTTCAAAA

>Meu 

TGTACAGGTATGATGTAAAAAT-------GACAACAGCTAATGTTCATATAATCCTCCTGAGATTTGCAAAGCA--CTTT

ACA-CATATTATCTCACTGGATCCT----CACCACCAGCCT-GAGAGTTAGGT---ACTATTA-----------------

TTACAAGTTAAGTGACTT-GCCCAGGGTGACACACAGAA---------ATAA-GCTAGATATGAACTTGGAACTTTCTGA

CTCCACGTCG---AA-TGCTCT--ATCCG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CCGGGTCACATCCTCACA-----ATAGAAAATGAACTTAAAAATAAAAATTA-TTATTTGGAGAG--TG

GATATGAATCCACTGTTTATTACTTAAGTATCGAAAACACTNNNNNNNNNNNN-NNN-NNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN-NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNN-----------------------------------------------------------------------------

-----------AG-GTGTTCTCCAATGAGGGTCAGTTCAAAC

>Mdo 

TGTGCAGGTATGATCTAAAAAT-------AATGACAGCTAGTATTCATGTAGTCCTTTAAAGATTTGCAAAGCA------

----------------------TCT----CACAACCAACTT-CAGAAGCAAGC---ACTATTATT---ACCTC---CATT

TTATAAAATAAGTGTCTT-GCCCAAGGTCACACATTGAATAA--GCATCTAAGGCCAGATTTGACGTCAAGACTTCCTGA

CTCC----------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------ATAGAAAATGAACTTAAAAATTGAAACTA-TTATTTTGAGAGAATG

AATATGATTCCAGAGTTTATTACTTAAACATCTCAAACACTGGCAAACAGTCTGTGTGTGGGAAAGAAGCTAGCTTAGAT

GATGCATTTGCAGGATATTTCTCAAGGGCTAAAAGCATGTTCC-TATTCAATGTAACTGAATATATTAATTGTAGCAGAT

GTTATTT---GTGTCACCC-TCCAGTAATT---CTTGAGCTACTTCTTTCTCATGCTTTTTGTT----------------

-------AAACAG-ATATTTTCCAATGACGGCCAGTTCAAAA

Marker 5

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------GAG--GGGCAGCT

AGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTCA-GGAGGAC-----CTGAGTTCAAATCCAGCCTCAGACACTTA-

------CTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA----------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------

>Sha 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGATGACGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTGATTTTTTT--CCCCCTTTCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATT-CCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCT----ATATTTCAATTTT

TCTTCACTTCCTTTCTCCTACTATCAGCTA----------------------------ACCAA-TACCAGGTTTTATATA

TAAACTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCGAAGTGGATAGAGTACCTGCCCTGAAATCA-GGAGAACTTCTCCTAAGTTCAAATCTGGCCTCAAATACTTAA

CACCTCCTAGCTGTGTGTCCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGAAAAAAAAGAAAG-------------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTG----TTTT--CCCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCATCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATTCCCTAGAAT----

---GTTGTGGGTTCATTCATTGTTGGAT--------ATATCCCTCTTCTCTC-CTTTACTTTTCCT-ATATTCAAATTTT

TCTTCACTTCCTTTCTCCTACTATCAGCTA----------------------------ACTAA-TACCAGGTTTTATATA

TAAAGTCCAAAATTGTAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTT------GATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATTTGGCCTCAAATACTT-A

CACTTCCTAGTTGTGTGTCCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGAAAAAAAAG-----------------AA

ATTCTT---------------TTGCTATATGTGCTTTCTTACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCT-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Pdo 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACACTGTAGTTAGAGGAA-TGGAGCTTGATTTTTTT--CCCCCTATCTTTCCGTTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATATTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTTGCCT

CTTTATGTGTGC---------------------CCTTCTAT--CTCTGG-TTTTCCAATCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTATT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTT

TCTTCACTTCCTTTCTCCTACTATCAGTTA----------------------------ACCAA-TACCAAGTTTTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCCGCT

AGGTCTCGAAGTGGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTTAA

CACTTCCTAGCTGTGTGTCTCTGGGCTAGTCACTTAACCCCAATTGCCTCAGAAAAAAAAGAAAGAAAG---------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTTGTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCNAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCCGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTTTCTTTCCTTCGGTTT-AACTTTGGAGGGGCCTGGGTTTCCTAAATGCCCTCCAATCCCCC

CCTGGTACCCA

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTGATTTTTTT--CCCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTTTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTACCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCT--CTCTGG-TTTTTCAATCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTT

TCTTCACTTCCTTTCTCCTACTATCAGCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAATGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCGAAGTGGATAGAGCACCTGCCCTGAAATCAGGGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTTAA

CATTTCCTAGCTGTGTGTCCCTGGACAAGTCACTTAACCCCAATTGCCTCAGAAAAAAA-GAAAGAAAG---------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTCATATAGGGAAATAATATTATCTGTCAATCTTGTCTGTA

TTGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAAAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTGATTTTTTT--CCCCCTATCTTTCCATTTTAGTCTATTTTCATTCT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCGATCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTT

TCTTCACTTCCTTTATCCTACTATTAGCTA----------------------------ACCAA-TACCAAGTTTTATATA

TAAAGTCCAAAATTACAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTGTGGGGCTGCT

AGGTCTCGAAGTGGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTTAA

CACTTCCTAGCTGTGTGTCCCTGGGCAAGTCACTTAACCCC-ATTGCCTCAGAAAAAA---AAAGAAAG---------AA

ATTCTT---------------TTG-TATATGTGCTTTCTGACATTGTTATAATCTTATA----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGATTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Dro 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AATA

GACTCTATAGTTAGGGGAA-TGGAGCTTGATTTTTTTCCCCCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTC

TCTTCACTTCCTTTATCCTACTATCAGCTA----------------------------ACCAG-TACCAAGTTTTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGTT

AGGTCTTGAAGTGGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATTTGGCCTCAAATACTTT-

-----------TGTGTGTCCCTGGGCAAGTCACTTACCCCCAATTGCCTCAGAAAAAAAAGAAAGAAAG---------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTTTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Pma 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGA--AGAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAAATGGAGCTTGATTTTTTTTTCCCCCTATCTTTTCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTATTTATGTGT---------------------GTCCTTCTATCTCTGG-TTTTTCAATCAT----TCCCTAAAAG----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCATTTTT

TCTTCACTTCCTTTATCCTACTATCAGCTA----------------------------ACCAT-TACCAAGTTTTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCGAAGTGGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTTT-

-----------TGTGTGTCCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGGAAAAAAAGAATGAAAG---------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTTTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Dcr 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACTCTATAGTTAGGGGAA-TGGAGCTTGATTTTTTTT-CTCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATATGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATTCCCTAGAAG----

---GTTGTTGGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTT

TCTTCACTTCCTTTATCCTACTATTAGCTA----------------------------ACCAA-TACCAAGTTTTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATGAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCAAAGTGGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGGGCTCAAATACTTAA

CACTTACTAGCTGTGTGTCCCTGGGCA-----CTTAACCCCAATTGCCTCAGAGAAAAAAG-----------------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACTTTGTAATAATTATATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATATTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Dby 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTGATTTTTTTTTCCCCCTATCTTTTCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTTTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTATTTATGTGT---------------------GTCCTTCTATCTCTGG-TTTTTCAATCAT----TCCCTAGAAT----

---GTTGTTAGTTCATTCATTGTT------------ATATCCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAAATTT

TTTTCATTTCCTTTATCCTACTATCAGCTA----------------------------ACCAA-TACCAAGTTTTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAGTAACATTTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCGAAGTAGATAGAGCACCTGCCCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGACCTCAAATACTTT-

-----------TGTGTGTCCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGGAAAAAAAGAATGAAAG---------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCCTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTTTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAAGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Mle 

TACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGAC---AGTA

GACTCTGTAGTTAGGGGAA-TGGAGCTTGATTTTTTT--CCCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTCGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTACCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATTCCTCTTCTCTC-CTTTACTTCTCCT-ATATTTCAATTTT

TCTTCACTTCCTTTCTCCTACTATCAGCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCCTAATGACA-TTAAG---AATTTCTTTT---GTG--GGGCTGCT

AGGTCTCGAAGTGGATAGAGCACCTGCCCTGAAATCAGGGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTTAA

CATTTCCTAGCTGTGTGTCCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAGAAAGA--------------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACATTGTTATAATCTTATC----TTGGTTGGAGATTTCAC

TGTCTTATTATTTGGCCAAGACTGT----------AATTGTGATGTAGGGAAATAATATTATCTGTCAATCTTGTCTGTA

TTGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCCGCC

CCTGT-ACCAG

>Pta 

TACCACCAAAGAAATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGACAGTAGTA

GACTCTGTAATTAGGGGAA-TGGAACTTGA---TTTT-CCCCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTTGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGGTTTTCTTTCCCT

CTTTATGTGTG-----------------------CTCTTCTATCTCTGG-TTTTTCATTCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCTTCTTCTCTT-TTTTACTTCTCCT-ACATTTCACTTTT

TCTTCACTTCCTTTCTCCCGCTATCAGCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGTCCAAAATTTCAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GAGCAGCT

AGGTCTTGGAGTGGATAGAGCACCTACTCTGAAGTCA-GGAGAAC-----CTAAGTTCAAATCTGGCCTCAAATACTCAA

CACTTCTTAGCTGTGTGTCCCTGGACAAGCCACTTAACCCCAATTGCCTCAGGGGGAAAAAAAG--------------AA

ATTCTT---------------TTGCTATATGTGCTTTCTGACTTTGTTATCATCTTATC----TTGGTTGGAGATCTCAT

TGACCTATTATTTGGGCAAGACTGTGATTGTAAGGAATTGTGATATAGGGAAAATATGACCTCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Mlo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGACAGTAGTA

GACTCTGTAG-------------------------TT---CCCCTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTTGTCT-TTTTTTT-CTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GCTCTTCTATCTCTGG-TTTTTCATTCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTT------------ATATCCTTCTTCTCTT-TTTTACTTCTCCT-ATATTTCACTTTT

TCTTCACTTCCTTTCTCCCACTATCAGCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGTCCAAAATTTCAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG-----------------------------

-----------------------------------------------------------AATCTGGCCTCAAATACTCAA

CACTTCCTAGCTGTGTGTCCCCGGACAAGCCACTTAACCCCAGTTGCCTCACGGGGAGAAAA----------------AA

ATTCTT---------------TTGCT-TATGTGCTTTCTGACATTGTTATCATCTTATC----TTGGTTGGAGATCTCAC

TGTCCTATTATTTGGCCTAGACTGA----------AATTGTGATGTAGGGAAATAATGACATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTTCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Ast 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGACAGGGACAAGAGACAAGGACAGTAGTA

GACTCT--AGTTAG-------GGACCTTGATTTTTTT-CCCCCCCATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAATTTCTAA-TTTTCTTGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTGTGTGT---------------------GCTCTTCTATCTCTAG-TTTTTCATTCAT-CATTCCCTAGAAT----

---GTTGTTGGTTCATTCATTGTTATATCCTTTGTTATATCCTTCTTCTCTT-TTTTACTTCTCCT-ATATTTCACTTTT

TCTTCACTTCCTTTCTCCCACTATCATCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGTCCAAAATTTCAGATTGC-TGAAAGATAAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GAACAGCT

AGGTCTCAAAGTGGATAGAGAAC---------------------------CTAAGTTCAAATCTGGCCTCAAATACTCAA

CACTTCTTAGCTGTGTGTCCCTGGACAAACCACTTAACCCCAATTGCCTCAGGGGGAAAA------------------AA

ATT------------------TTGCTATATATGCTTTCTGACATTGTTATCATCTTAAC----TTAGTTGGAGATCTCAC

TGTCCTATTATTTGTCCAAGACTGT----------AATTGTGATGTAGGGAAATAATGACATCTGTCAATCTTGCCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Pgi 

TACCACCAAAGAGATCAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGAAC----------------------AGTA

AACTTTGTAGCTAGAGGAA-TGGAGCTTGATTTTTTT--CTCACTATCTTTCCATTTTAGTCTATTTTCATTTT--CCTA

AGGCTTCCTAACGAAGTTTCTAA-TTTTCTTGTCT-TTATATTTCTTG-GACCTACCATTTTCCTAGCTTTTTTTT--TC

CTCTTTATGTGT---------------------GCCCTTCTATCTCTGG-TTTTTCAATCAT-CATTCCCTGGAAT----

---GTTGTTGGTTCGTTCATTGTT------------ATATCCTTCTTCTCTT-CTTTACTTCCCCT-ATATTTCATTTTT

TCTTCACTTCCTTTCTCCCACTATCAGCCA----------------------------ACCAA-TACC--G--TTATATA

TAAAGTCCAAAATTATAGATTGC-TGAAAGATAAGCATAGTGACA-TTAAG---AATTTCTTTT---GTGGGGGGCAGCT

AGGTCTCGAAGTGGATAGAGCACCAGCCCTGAAGTCA-GGAGGAC-----CTAAGTTTAAATCTGGCCTCGAATACTTAA

CACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTTAATTAACCCTAATTACCTCAAAAAAAAGGAGAAAG--------AA

CTTCTT---------------TTGCTATATGTGCTTTCTGACATTATTATCATCTTATT----TTGGTTGGAGGTCTCAC

CGGTCTATTATTTGGCCCAGACTTT--------GTAATTGTGATGTAGGGAAATAATATCATTTGTCAATCTTGTCTGTA

-TGCTGTACTAATACTTTTT-CTTTCCCTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Sma 

TACCACCAAAGAGATTAAGTGGAAGATTATACCCCCCCCAGCGGGAGTAGGGACAGGGCCAAGAGACAAGGAT--TAGTA

CACTTTGTAGCTAGGGGAA-T-GAGCTGTTTTTTTTT--CTTCCTATCTTTCCATTTTAGTTTATTTTCATTTT--CTTA

GGGCTTCCTAATAAAGTTTCTAA-TT---TTGTCT-TTATTTTTCTTG-GATCTACCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATGTGT---------------------GTCTGCCTGTCTCTGG-TTTTTCAATCAT-TATTCCCTGGAAT----

---GTTGTTGGTTCATTCATCATT------------ATATCCTTCTTCTCTT-CTTTACTTCCCCT-ATATTTCACTTTT

TCTTCACTTCCTTTTTCCCACTATCAGCTA----------------------------ACCAA-TACCAAG--TTATATA

TAAAGCCCAAAATTATAGATTGC-TGAAAGATGAGCCTAGTGACA-TTAAG---AATTTCTTTT---GTG--GGGCAACT

ACGTCTCAAAGTGGATAAAGCACCAGCCCTGAAATCA-GGAGGAC-----CTAAGTTTAAATCTGACCTCGAATACTTAA

CACTT-CTAG--------------------------------------------------------------------AA

ATTTTT---------------TTGCTACATGTACTTTCTGACATTATT---ATCTTATC----TTGGTTGGAGATCTCAC

TGTCCTATTATTTGGCCAAGACTTT--------GTAATTGTGATGTAGGGAAATAATGTCATCTGTCAATCTTGTCTGTA

-TGCTCTACTAATACTTTTT-CTTTCCTTCTGTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Mfa 

CACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAGCGTGAGTAGGGACAGGGCCAAGGGACAAGGAC---AGTA

GACTCT--AGCTAGGGGAA-TGGAGCTTGATTTTTCT---CCCCTATCTTTCCATTT-AGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAG-TTTTCTTGTCT-TTATTTTTCTTG-GACCTACCATTTTCCTAGTTTTTCTTT--CC

CTCTTTATGTAT---------------------GCCCGTCTGTCTCTGGTTTTTTCA-TCTT-CATTTCCTAGAATATA-

CTCCTTGTTGGTTCATTCATTGTT------------ATAGTCTTCCTCTTTT-CTTTACTTCCCCT-GTATTTCACTTTT

TCTTCACTTCCTCTCTCCCACTGTCAACTA----------------------------ACCAA-TACCCAG--TTATATA

TAGTGTCCAAAATTATAGATTGC-TGAAAAATAAGCCTACTGACA-TTAAG---AATTTCTTTT---GTG--GGGCAGCT

AGGCGGCTCANGAGATAGAGAACCAGCCCTGAAATCA-GGAGGAC-----CTGAGTTCAAATGTAGCCTCAGACACTTAA

CAATTCCTAGCTGTGTGACCCTGGGCAAGCCACTTAACCCCAAATTGCCTCAGCAAAAAAA--AAAAAAAAA------AA

ATTCAT---------------TTGCTCTATGTACTTT-----------ATCATTTTATCTTGATTGGAGAGAGATCTCAC

TGCCCTATTATTTGGCCAAGACTTT--------GTAATTGTGATGTAGGGAAAT--TATCACCTGTCAATCTA-------

-TGCTATACTAATACTTTTT-CTTTCCTTCTCTTA-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCGG

>Tcy 

CACCACCAAAGAGATTAAAGTGAAAATTATACCTCCA-CAGCGTGAGT----TTAGGGACAAGGGAAAAGGAA---AATA

CACTCTGTAGCTAGGGGAA-TGGAGCTTGATTTTTTT--CCCCCTATCTTTCCATTT-AGTCTATTTTCATTTT--CCTA

AGGCTTCCTAATGAAGTTTCTAA-TTTTCTTGTTT-TGATTTTTCTTA-GACCTATCATTTTCCTAGCTTTTCTTT--CC

CTCTTTATCT-----------------------------TTATTTCTGG-TTCTTCAATCTT-CATTCCCTAGAATATA-

CTCCTTTTTGGTTCATTCATTGTT------------ATATCCTTCCTCTCTT-CTTTACTTCCCCTTATAGTTCACTTTT

TCTTCACTTCCTCTCTCTCACTGTCAACTA----------------------------ACCAA-TACCCAT--TTACATA

TAGTGTCCAAAATTATAGACTGC-TGAAAGATAAGCCTTGT---------G---AATTTCTTTT---GTG--AGGCAGCT

AGGTGGCGCAGTGGATAGAGCACCAACCCTGAAGTCA-GGAGGAT-----CTGAGTTGAAATTTGGCCTCAGATACTTAA

TATTTCCTATCTGTGTGACCCTGGGCAAGTCACTTAACCCTAA-TTGCCTCAGGGAAAAAA--AAGTCTTTTGTG---AA

ATTCTT---------------TTCCTATATGTGCTTTCTGACAATATTATCATCTTATCTTGGTTAGAGAGAGATCTCAT

TGCCCTATTATTTGGCCAAGACTTT--------GTAATTGTGATGTAGGAAAATA-TGTCATTTGTCA-GTCTGTCTTTA

-TGCTATACTAATACTTTTT-CTTTCCTCCTCTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAATTCTGCC

CCTGT-ACCAG

>Mla 

CACCACCAAAGAAATTAAAGTGAAAATTATACCCCCA-CAACGTAAGTAGAGAC-------------AAGGAG---AGCA

GTTTCTGTAGCTAA---------AGTTTGATTATTTT-----CCTATCTTTCCATTT-TGTCCAATT-CATTTT--TCT-

-GTCTTCCTGATGAAGTCTCTAA-TT---TTGTCT-CATTTTTTTTT--AATCTACTAGATTCCTAGTCTTGTCTTT---

CTCTTTACATGT---------------------GCCCTTCTGGTTCTGGTTTTTTCAGTCTT-TAG-CCC----------

-------TTGGTTCATTCATTGTT------------ATATACTTCCCCTCTT-CTTCACTCTTGTT-ACACTTCACTT--

----------CCCTCTCCAGCTGTCAACTA----------------------------ACCAAATACTCAA--CTATGTT

TAGTATACAAAACTATAGATTGC-TGGAGGATAAGTCTATTAATA-TGTGA-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TCCC-----------------ATACAATATGTGCTTTCTGA---------CATCTTATCTTGGTTGGAGAGAGATCTCAC

T-----ACTATTTTGCCAAAACTTT----GTTTGTAGTTGTGATACAGGGAAGTA-TTCCATCTATCTTACC--------

-TACTCTACTAACACTTTTT-CCTTTCTTCTCTTTTAGCTATGGAAGGCC-TGGGTTTCCTAGGTGCCCTCAACTCAGCC

CCTGT-TCCAG

>Iob 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGCCAGGGACAAGGGACAAGGAC---AGTA

GACTCTGTAGCTAGGGGAA-TGGAATTTGATTTTTTTT-----CTGTTTTTCCATTT-AGTCTATTT-CAGTTT--TCTA

AGTCTTCTTAATGAAGTCTCTAAATTTTCTTGTCT--------TTTT--AATTTACCAGATTCCTAGCCTTTCCTTCCCT

CTCCTTATGTGT---------------------GCCCTTCTA--TCTCT-TTTTTCAGTCTT-CAGTCCCTTG-------

-------TTGATTCATTCATTGTT------------ATACCCTTTCCTTCTT-CTTCACTTTCCCT-ATGCTTT------

----------CCCTCTCCCACTGTCAGCTC----------------------------ACCAA-TATTTGG--CTATATT

TAGTCTCCAAAACTATAGATTGT-TGAAAGATAAGCCTAGTAACA-TTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TTTCTT---ACGTGAATTCCCATGCCGTATGTGCTCTCTGACA---TCATCATCTTATCTTGGTTGGAAAGAGATCTCAT

TACCCTGCCGTTTGGCCAAGACTTT----TTCTGTAGCTGT--------GAAGTA-TGCCATCTATC-------------

-TGCTGTACTAACACTTTTT-CTTTCCTTCTCTTT-ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNN

>Ecl 

CACCACCAAAGAAATTAAAGTGAAAATTATACCCCCA-CAACGTAAGTAGAGACA------------AAGGAG---AACT

GATTCTGTGGCTAAAGGAA-TATAGTTTGATTTTTTT------CTATCTTTCCATTT-CGTCTAATT-C-GTTTT-TCTA

AGTCTTCCTAATGAAGTCTCTAA-TTTTCTTGTCTCATTTTTTTTTTTTAATCTATCAAATTCCTAGTCTGTCT----TT

CTCTTTACCTGT---------------------GCCCTTCTGGTTCTGG-TTTTTCAGTCTT-TAGCCCCTAGGATA-A-

-TCC---TTGGTTCATTCATTGTT------------ATACCCTTCA------------------------CTTCACTT--

----------CCCTCTCCATCTGTCAACT-----------------------------ACCAAGTACTCAG--CTATGTT

TAGTATCCAAAACAATAGATTGC-TGAAGGATAAGTCTAATGGCA-TGTGA-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TCCCAT-----------------ACAATATGTGCT----GACA---------TCTTATCTTGGTTGGAGAGAGATCTCAC

T-----ACTATTTTGCCAAGATTCT----GTCTGTGGTTGTGATATAGGGAGGTA-TTCCATCTGTCTTAAT--------

-TACTTTACTAACACTTTTT-CCTTTCTTTT-----AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAACTCAGCC

CCTGT-TCCAG

>Pbo 

CACCACCAAAGAAATTAAAGTGAAAATTATACCCCCA-CAACGTAAGTAGAGACA------------AAGGAG---AGCT

GATCCTGTGGCTAAAGGAA-TATAGTTTGATTTTTTT------CTATCTTTCCATTT-TGTCTAATT--TGTTTT-TCTA

AGTCTTCCTAATGAAGTCTCTAA-TTTTCTTGTCT-CATTTTTTTTT--AATCTACCAGATTCCTAGTCTTTCTTT----

CTCTTTACATGT---------------------GCCCTTCTGGTTCTGG-TTTTTCAGTCTT-TAGCCCCTAGAATA-A-

-TCC---TTGGTTCATTCATTGTT------------ATACCCTTTCCCTCTTCCTTCATTCATTTT-ACACTTCAC----

-------------TTTCCTTCTGTCAACT-----------------------------ACCAAGTACTCAG--CTATGTT

TAGTATCCAAAACAATAGATTGC-TGAAGGATAAGTCTAACAGCA-TGTGA-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TCCC-----------------ATACAATATGTGTTTTCTGACA---------TCTTATCTTGCTTGGAGAGAGATCTCAC

T-----ACTATTTTGCCAGGACTCT----GTCTGTGGTTGTGATATAGGGAAGTA-TTCCATCTGTCTTATT--------

-TACTTTACTAACACTTTTT-CCTTTCTTCTCTTTTAGCTATGGAGGGCC-TGGGTTTCCTAGATGGCCTCAACTCAGCC

CCTGT-TCCAG

>Nty 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAACGTGAGTAGGGCTAAGGACAAGGGACAAGGAC---AGTA

GACTCT--AGCTGAGGGAAATGAAGCTTAATTTTTTTT------TATCTTTCCAATT-AGTCTGTTT-CATTTTTTTCTA

AGTTTTCCTAATGAAGTCTCTAA-TTTTCTTGTCT-CATTTTTAAA---AATCTA---GATTCCTAGCCTTTCTTT--CC

CTCTCTTTATGTCCTTATAGGGACATCTCATCCTCCCTTCTGTCTCTAG-TTTTTCAGTCTT-CAGTCCTTAGCATATA-

CTACTTGTTGGTTCATTCATTGTT------------ATGCTCTTTCCCCATAT-TTCACTTCC-----------------

-----------CCTCTCCCACTGTTAGCTAACCAGTACTCGGCTATATTTAGCAGCTAACCAG-TACTCGG--CTATCTT

TAGCGTACAGAACTATAGATTCC-TGAAGGATATGCTTAGTGACA-TTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TTACTT---AGGTGAATTCCGATATCATATGTGCTTTCTGACACTGCTATCATCTTTTCTTAATTGGAACGAGATCTCGC

TATCCTACTATTTGGCCAAGACCTT----GTCTGTAATTGTGATATAAGGAAGTA-GGCCATCTGTC--ATT---CTATC

-TATTGTACTAACACTTTTT-CTTTCCTTCTCTTT-ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNN

>Pci 

CACCACCAAAGAGATTAAAGTGAAGATTATACCCCCA-CAACGTGAGTGGGAGCAGGGACAAGGGACAATGAC------A

GACTCTGTGGCTAGAGGAA-TGGAGCTTGACTAAA-------TGGAA---TCCATTT-AGTCTGTTT-CATTTT--TCTG

AGTCTTCCTAATGAAGTCTTTAA-TTTTCTTGTCT---TTTTTTTTT--AATCCATCAGATTTCTATTTTTTCTTTCCCT

CTCTTTATGTGT---------------------ACCCTTCTGTCTCTGG-TTTTTCAGTCTT-CAGTCTCTAGAAT----

------------------------------------ATGCCCCTTCTT-----CTTCACTTTCCCT-GTACTTCACTTCT

-----------TCTCTGCCACTGTCAGCTC----------------------------ACCAA-TATTCAG--CTGTATT

TAGTGTCCAAAACTATAGATTGCTTGAAAGATAAGCCTAGTAACA-TTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TTTCTT---ATGTGAATTCTTATGCCATAAATGCTTTCTGATATTATTGTCATCTTATCTTGGTTGAAGAGAGATCTCAC

TACCCTACCATTTGGCCAAAACTTT----GTCTGTAGTTGT--------GAAGTA-TGCCATCTGTC-TATC--------

-TGCTATACTAACACTTTTTTCTTTCCTTCTCTTT-AGCTATGGAAGGCT-TGGGTTTCCTAGATGCCCTCAACTCAGCT

CCTGT-TCCAG

>Tvu 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTATACCCCCA-CAGCGTGAGTAGGGCCAGGGACAAGGGACAAGGAC---AGTA

GACTCTGTAGCTAGGGGAA-TGGAATTTGATTTTTTTT-----CTGTTTTTCCATTT-AGTCTATTT-CAGTTT--TCTA

AGTCTTCTTAATGAAGTCTCTAAATTTTCTTGTCT--------TTTT--AATTTACCAGATTCCTAGCCTTTCCTTCCCT

CTCCTTATGTGT---------------------GCCCTTCTA--TCTCT-TTTTTCAGTCTT-CAGTCCCTTG-------

-------TTGATTCATTCATTGTT------------ATACCCTTTCCTTCTT-CTTCACTTTCCCT-ATGCTTT------

----------CCCTCTCCCACTGTCAGCTC----------------------------ACCAA-TATTTGG--CTATATT

TAGTCTCCAAAACTATAGATTGT-TGAAAGATAAGCCTAGTAACA-TTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TTTCTT---ACGTGAATTCCCATGCCGTATGTGCTCTCTGACATCATCATCTT---ATCTTGGTTGGAAAGAGATCTCAT

TACCCTGCCGTTTGGCCAAGACTTT----TTCTGTAGCTGT--------GAAGTA-TGCCATCTATC-------------

-TGCTGTACTAACACTTTTT-CTTTCCTTCTCTTT-ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNN

>Meu 

TACCACCAAAGAGATTAAAGTGAAGATTATTCCCCCA-CAACGTGAGTAGGGCCAGGGTCAGGGGCCA----C---AGTA

GACTCT--AGCTAGGGGAA-TGAAGCTTGATTGTTTTT-----CTGTCTTTCCATTT-AGTCTATTT-CATTTT--TCTA

AGTCTTCCTAATGAAGTCTCTAA-TTTTCTTGTCT-CTCTCTTTTTT--AATCTACCAGATTCCTAGCCTTTCTTT--CT

CTCTTAAAGAGA------------GAAAGATGTGCCCTTCTGTCCCTGG-TTTTTCAGTCTT-CAGTCCCTTA-------

-------TTGATTCATTCATTGTT------------AAACCCTTCCC-TCTT-CTTCACTTTTCCT-ATACTTCACT---

--------TCCCCTCTCCCACCGCCA-CTT----------------------------ACCAA-TCAACAT--TCAGCTA

TAGTGTCCGAAATTATAGATCTC-TGAAAGATAAACCTATCAACA-TTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AA

TTTCTT---ATGTGAATTCCCATGCCATATTTGTTCTCTGACATTATCGTCTT--AATGTTGGTTGTAAAGAGATCTCAC

TACCTTTCTATTTGGCCAAGACTTT----GTCTGTAGTTGT--------GAAGTA-TGCCATCTGTC---------TATC

-TGCTGTACTGACACTTTTT-CTTTCCTTCTCTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTTAACTCTGCC

CCTGT-TCCAG

>Mdo 

CACCACCAAAGAGATTAAAGTGAAGATCATACCCCCA-CAGCGTGAGTAGAGCCAAGGGCAAGGGCAAG---C---AGTA

GATTCTGTAGCTAGGGGAA-TGGAGATTGATTTTTTTT---CCTAAATTTTCCATTT-AGTCTTTT---ATTTCT-CTTA

AGTCTTTCAAAGAAAGTCTAT---TTTTCACGTCT-CATTTTATAAAA-AATCTACCAAATTTCTGGCCTTTCTTT--CC

CTCT--ATGTGT---------------------CCCTTTCTGTTTCTGA--TTTTTAGTCTTCCAGTTCCTAGAGTATAT

ACCCCTTGTTGCTCAGTCATTGTT------------ATACACTTCCC---------------------------------

-----------CCTCTCCCACTGTCAGCT-----------------------------AACAA-CCCTCAT--CTACATT

TAGTATCCAAAACTA--AATTGC-TAAAAGATAAGTCTGGTAACAGTTAAG-----------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------AC

TTTCTT---ATGTGAATTTCTATGCCATCTGTGCTTTCTGACATTGCTATCATCTTATTTTAGATAGAGGGAGATCTCAC

TATC---CTATTTGGCCAATATATT----CTTTGTCACTAATTGTTATATAGGGA-AGTATGCCATCTGTAAAT-CCGTC

-CATCAATTATACACTCTTTTCCTTCCTTCTCTTT-AGCTATGGAGGGCC-TGGGTTTCCTAGATGCCCTCAACTCAGCA

CCTGT-TCCAG

Marker 6

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------TTTTTTTTTTT---TTTGAG---GCAATTGGGGTTAAGTGACTTGCCCAGGGTCACACAGCTAGTA

AGTGTCTGA-GGCTGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCTGGTGCTCTATCCACTGCACCA-CCTAGCTGCC

CCTC----------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------

>Sha 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAGGTGGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTAG-TTTC-ACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGACTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTT--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTAT-CTTTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GATCCCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGA-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCGCTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTTCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAAATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCTTGAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCC--TCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Dge 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGTACCAGATTGACTGGGTAAGGTGGTAATCATATAGTCAAGTGGGGTTGTAGGATTCTT---------

-CTGACTAAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGACTTCCAATCT

TCA--ATCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTT--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTTCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTA-TCTTTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GATCCCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGA-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTTCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAAATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCTTGAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCTCATCTTTACCCATTCCAAAAA--TTTTCCCATTCTTCC

CTTGACCCACATACTCCCCAAAATGCATCTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCC--TCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pdo 

GGGCTCCAACATTGGTACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAAGTGGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGACCTCTA--GTTTCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGACTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTT--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTATCTT-TTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGA-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGATTCTCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTTCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAAATTAATCCTCATCT------------

----------CCAAGTA---ATTCCCCAAACTTCCTACCAACCTAGAA-CTGATTCCCAAACTGCCCTTCTGACCTTGAC

GCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCC--TCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Pbi 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAAGTGGTAATCATATAGTCAAGTAGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTGTA--GTTTCACTCTGAGCTACTTTCCAAACCCCCC-

--TCCCTTATCCA-TTCCC---------------AAACCTTACACAAATGAATTTCTCTCAA--CACTGATTTCCAGTCT

TCA--GTCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTTCAAATTCTGAAATGGCTTTGACTGC

TTATATTTCCCCCAACCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGCA-----------------CTAGTATTA

CCTGTCTGA-GACCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAGATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTCCTAGTCTAAT-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAGATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAGACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCCTGAC

TCC-AAAAATTTG-GGA-GTCCAAAAGACTCCCAAACTTCCTTATCTTCACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCC--TTGGTG----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pap 

GGGCTCCAACATTGGTACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGGGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGTTCCAGATTGACTGGGTAAGGTGGTAATCATATAGTCAAGTGGCGTTATGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCCA--GTTTCACGCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGATGTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACACGATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTCCAAATTCTGAAATCACTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCTCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAACG-----------------CTAGTGTTA

CGTGTCTGA-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAAGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAATTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTCCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAAATTGTTCCTCATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCTCTTTTGACCTTGAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCCTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATTCTCCCCAAAATGTATCTTGACTCATTTCTCCCTC--AATCTCCAGTTCTACTTCTGAATTCAAAATC

CTTCC--CCATTC----------TCTCATCCTAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGATAAGGTGGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCTAC-TTCCAAACCCCCCC

TCCCCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTTAA--CACTGATTTCCAATCT

TCA--ATCATTATCCCTCCACTGACTACCATATAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTA-TCTTTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCC--AAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGA-GGCCATATTTGAATTTAAGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTTCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAGATTGATCCTCATCT------------

----------CCCAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCGTCTGACCTTGAC

TCC-AAAAGTTTGCTGATCTATAACAGACT-CCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATATATTTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCC--CTGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAAGTGGTAATCATATAGTTAAGTAGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTGTA--GTTTCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGATTTCCAGTCT

TCA--ATCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTTCAAATTCTGAAATGGCTTTGACTGC

TTATATTTCCCCCAACCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCC--AAATTTTCATTA-TTT---TTGAAGAG-GCAATTAGGGTTAAGCG-----------------CTAGTATTA

CGTGTCTGA-GACCATATTTG-AGTTAGGTCCTCTTGATTCCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTCCAAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTCCTAGTCTAAT-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAGATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAGACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCCTGAC

TCC-AAAAATTTG-GGA-GTCCAAAAGACTCCCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCAGTTCTACTTCTGAACTCAAAGTC

CTTCCTTTGGTTCTTCCTTGGTGTCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Dcr 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG------ACCAGATTGACTGGGTAAAGTTGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGACTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTTCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTAT-CTTTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

AACCCCC--AAATTTCTATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGAGGCCCATATT-GAATTTAGGTCCTACTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

C--TTCTAATCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCAGATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAACC-TTGATTCCCAAACTCCCCTTCTGACCTTGAC

TCT-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCAATTCTACTTTTGAACTCAAAGTC

CTTCC--CCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACTGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Dby 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAGGTGGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGATTTCCAACCT

TCA--GTCATTATCCCTCCATTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGCTTCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTTAT-CTTTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCCCCAAATTTCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTG-----------------CTAGTGTTA

CATGTCTGA-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCTA-TCTAGCTGCC

TCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCAATTTT-AGTCATCCTTCCAA

CTTTTCTAGTCTAAC------------TTTTCCCAGTCCCTAGTTT-AATCCAGATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCCTGAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCTAATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCCAAAATGTATCTTGATTCACTTCTCCCTC--AATCTCCAATTCTACTTCTGAACTCAAAGTC

GTTCC--CCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACTGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Mle 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGGGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGTTCCAGATTGACTGGGTAAAGTGGTAATCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGATTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTGCACTCTGAGCTAC-TTCCAAACCCC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAATGAATTTCTCTCAA--CACTGACTTTCAATCT

TCA--ACCATTATCCCTCCACTGACTACCACACAATATAATCCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGATCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAACCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAAAT

GACCCCC--AAATTTCCATTATTTT---TTTGAGAGAGCATTTAGGATTAAGTG-----------------CTAGTGTTA

CGTGTCTGA-GGCCATATTGAAATTTAGGTCCTCCTGATTCAGGGGCTGGTGCTCTATTCATTGTGCTA-TCTAGCTGCC

TCTA----------ATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTTCTAGTCTAAC-CAATCCACAAATTCTCCCAGTCCCTAGTTT-AATCCATATTGATCCTCATCT------------

----------CCAAGTG---ATTCCCCAGACTTCCCGCCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGTCCCTGAC

TCCAAAAAATTTGCTGATCTATAACAGACTCCCAAACTTCCTTATCTTTACCCATTCCAAAAA--TTTTCCCATTCTCCC

CTTGACCCACATACTCCCTAAAATGTATCTTGACTCACTTCTCCCTC--AATCTCCATTTCTACTTCTGAACTCAAAGTC

CTTCC--TCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCCGCTACGGGATACTTACACCATCTCACTCATCTAGTGGTCAC

>Pta 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGAAAATAGAAATGACTTTCGAAAGT

AAGCAAGG-ACAGGACCAGATTGAGTGGGTAAGGTGGTAGTCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCCAC-TTCCAAACCCC---

--ATCCTTATCCATTTCCC---------------AAATCTTACCCAAACAAATATCTCCCAA--TACAGATTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACACAA------CTTAATCCCCACCCAATTTC--TTTGTTA-AAGTAATCC

ATGCCTCAAGGTTTCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTGTATTTCCCCCAGCCCAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGCT

GACCCCC--AAATTCCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTGACTTGCCCAGCA-----CTAGTGTTA

CATGTCTGA-GGTCATATTTGAATTTAG---ATCCTGATTTCAGGGCTGGTGCTCTATTCACGGTGCCA-TCTAGCTGCC

TCCA---AATTCTCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCTTTCAAA

CTTTCCTATTCTAAC-CAATCCACAAATTCTCCCAGTCCCCAGTTT-AATCCAGATTGATCTTAATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCT-AGC-TTGATGCCCAAACTCCCCTTCTGACCTTAAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCCTATCTTTACCCATTCCAAAAA--TTCTCCCATTCTCCC

CTTGACCCACATACTTCCCAAAATGTAACTTGACCCACTTCTCCCTC--AATCTCCAGTTCTGCTTC-GAACTCAAAATC

CTTCC--CCATTC----------TCTCGTCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCAGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Mlo 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGG---------------------------TGGTAGTCATATAGTCAAGTGGGGTTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCCAC-TTCCAAACCCCA--

--CTCCTTATCCATTTCTC---------------AAACCTTACCCAAACAAATATCTCCCAA--CACTGATTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTA----ACAA------CTTAGACCCCACCCAATTTC--TTTGTTA-AAATAATCC

ATGCCTCAAGGTTCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAC

TTATATTTCCCCCAGCCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACTCC---AAATTCCCATTA-TTT---TTTGAGAG-GCAATTAGGGTTAAGTGACTTGCCCAGCA-----CTAGTGTTC

CATATCTGA-GGTCATATTTGAATTTAG---ATTCTGATTTCAGGGCTGGTGCTCTATTCACGGTGCCA-TCTAGCTGCC

CCCA---TATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGATTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTCCTATTCTAAC-CAATCCACAAATTCTCCCAGTCCCCATTTT-AATCCAGATTGATCTTAATCT------------

----------CCAAGTG---GTTTCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAATTCTCCTTTTGACCTTAAC

TCC-AAAAATTTGCTGATTTATAACAGACTCCCAAACTTCCCTATCTTTACCCATTCCAAAAA--TTCTCCCAT-CTCCC

CTTGACCCACATACTTCCCAAAATGTAACTTGACCCACTTCTCCCTC--AATCTCCAGTTCTGCTTCTGAACTCAAAGTC

CTTCC--CCATTC----------TCTTGTCCCAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Ast 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATTGACTGGGTAAGGTGGTAGTCATATAGTCAAGTGGGATTGTGGGATTCTT---------

-CTGACTGAAATGACCATA-----GTAGGACTCACTCTGATCTCTA--GTTTCACTCTGAGCCAC-TTCCAAATTCCC--

--CTCCCTATCCATTTCCC---------------AAACCTTACCCAAATGAATATCTCCCAA--CACTGATTTCCAATCT

TCA--GTCGTTATGCCTCCACTGACTACCACACAA------CCTAGTCCCCACCCAATTTC--TTTGTTA-AAGTAATTC

ATGCCTCAAAGTTCCT----------------------------------CTGTCCAAATTCTGAAATAGCTTTGACCAT

TTATATTTCCCCCAGCCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCA---------ATAGAT

GACCCCC--AAATTCCCATTA-TTT---TTTGAGAA-GCAATTAGGG-----AGACTTGCCCAGCA-----CTAGTGTTT

CATGTATGA-GGTCATATTTGAATTTAG---ATCCTGATTTCAGGGCTGGTGCTCTATTCACGGTGCCA-TCGAGCTGCC

CCCA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAA

CTTTCCTATTCTAAC-CAATCCACAAATTCTCCCAATCCCCATTTT-AATCCAGATTGATCTTAATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCTTAAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCCTATCTTTACCCATTTCAAAAA--TTCTCCCAT-CTCCC

CTTGACCCACATACTTCCCAAAATGTAACTTGACCCACTTCTCCCTC--AATCTCCAGTTCTGCTTCTGAACTCAAAATC

CTTCC--CCATTC----------TCTCGTCCCAGGGCTTTTGCAGGGGCCACAGTCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

GGGCTCCAACATTGGTACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-GCAGGACCAGGTTGACTGGGTAAGGTGGTAGTCAAATAGTCAAGTGGGGTTGTGGGATTCTT---------

-GGACTGAA-ATGACCATA-----GTAGGACTCACTCTGGTCTCT----TTTCACTTTGAGCCCA--TC-----------

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAACTAATTTCTCCCAA--CACTGACTTTCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACA--ACATAATCCTAGTCCCCACCCAATTTCTCTTTGTGA-AAGTAATCC

ATGCCCCAAGGTTCCT----------------------------------G--------TTCTGAAATAGCTTCGATCTC

TTATATTTCCCCCAGCCTAATTCTGACCAGTTAATTGCCTTTATCTCATCCAAACTCTTACATAA---------ATAG-A

GACCCCC--AAATTCCCATTA-TTT---TTTGAGAG-GCAATTCAGGTTAAGTGAGTTGCCCAGCA-----CTAGTGTTA

TGTGTCTGG-AGCCATATTTGAATTTAGGTCCTCCTGAT-----------TGCTCTATTCACTGTGCCA-TTTAGTTGCC

CCTA---AATTCCCATTTCCAAACTCA-TTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCCTTCAAC

CTTTCCTATTCTAAAACAACCCACAAATTCTCTCAGTCCCCAGTTT-AATCCAGATTAATCCTAATCT------------

----------CCAAGTG---ATTCCCCAAACTTCCT-ACCAACCTAGC-TTGATTCCCAAACTCCCCTTCTGACCTTTAC

TCC-AAAAGTTTGCTGATCTATAACAGACTCCCAAACTTCCCTATCTTTACCCATTCCAAAAA--TTCTCCCAGCCTCCC

CTTGACCCACATACTTCCCAAAATGTATCTTGACCCACTTCTCCCTC--AATCTCCAATTCTGCTTCTGAACTCAAAGTC

CTTCC--CCATTC----------TCTCATCCTAGGGCTTTTGCAGGGGCCACAGTCCATGATTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCAGCTACGGGGTACTTACACCACCCCACTCACCTAGTGGTCAC

>Sma 

GGGCTCCAACATTGGTACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGAAGTGACTTTCGAAGGT

GAGCAGGG-ACAGGACCAGATCGACTGGGTAAGGTGGTAGTCAAATAGTCAAGTGGGGCTGTGGGATTCTT---------

-CTGACTGAAATGACCATAGTAG-GTAGGACTCACTCTGATCTCTA--GTTTCACTCTAAGCCAC-TTCCAAACCAC---

--CTCCTTATCCATTTCCC---------------AAACCTTACCCAAACTAATTTCTCCCAA--CACTGACTTCCAATCT

TCA--GCCATTATCCCTCCACTGACTACCACA--ACATAATCCTAGTTCCCACCCAATTTCTCTTTGTGA-AAGTAATCC

ATGCCTCAAGGTTCCT----------------------------------A--------TTCTGAAATAGCTTCCACCAC

TTATATTTCCCCCAGCCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTACATCC---------ATAG-A

GACCCCC--AAATTCCCATT--TTT---TTTGAGAG-GAAATTAGGGTTAAGTGACTTCCCCAGTG-----CTAGTGGTA

TGTGTCTGG-GGCCATATTTGAATTTAGGTCCTCCTGATTTCAGGGCTGGTGCTCTATTCACTGTGCCA-TCTAGCTGCC

CCTA---AATTCCCATTTCCAAACTCA-CTTCATCTTAATTCTGACTCCCAAATGCCCCATTTTT-AGTCATCTTTCAAA

TTTTCCTATTCTAAC-CAACCCACAAATTCTCCCAGTCCCCAGTTT-AATTCAGATTAATCCTAATCT------------

----------CCAAATG---A---------------------CCTAGC-TTGATTCCCAAACTCCCCTTCTGACCTTTAC

TCC-AAAAGTTTGCTGATCTATGACAGACTCCCAAACTTCCCTATCTTTATCCATTCCAAAAA--TTCTCCCATCCTCCC

CTTGACCCACATATTTCCCAAAATGTATCTTGACCCACTTCTCCCTC--AGTCTCCAGTTCTGCTTCTGAACTC--AGTC

CTTCC--CCATTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCC

GTTCTTGTCCTTCTGCCCCTGGAGGCAGCTACGGGGTACTTACACCACCTCACTCACCTAGTGGTCAC

>Mfa 

GGGCTCCAACATTGGTACATCTGTCACCAACACCATTGTGGCATTAATGCAGGCTGGAGATAGAAGTGACTTCCGAAGGT

GAGCGGGGTACAGGACCAGATTGATTGGGTGAGGTGGTAGTCATATAGTCAAGTGGGGTTGTGGGACTCTT---------

-CTGACTAAAATGACCATA-----GTAGGACTCACTCTGTTCTCTA--GTTTCACTCTAAGCCAC-TTCCAAACCAC---

--CTCCTTATCCATTTCCC---------------AAACTTTACCCAAA-----TTAGCTCAA--CCCTGACTTCCAATCT

TTC--CTCATTATCCCTCCACTGACTACCACA--ACATAATCCTAATCCCCACCCAATTTCTTTTTGTTA-GCCTAATCC

ATGTCTCATACTTCCTTTGACC--AAATTC---------------TGAT-CCCAAACACTTATGGAATAGTTTAGGCCAC

TTATATTTCTCCCAGCCTAATTCTGACCAATTAATTGCCTTTATCTCATCCAAACTCTTCCATCA---------ATGGAT

GACTCCC--ATATTCCCATTATTTT---TTTGAGAG-GCAATGGGGTTTAAGTGATTTACCCAGCTAG---TAAGTGTTA

TGTGTATGA-GGCCATATTTGAATTTAGGTCCCCCTGA--CCAGGGCTGGTGCTCTATTCACTGTGCCA-TCTAGCTGCC

CCTA---AATTCCCATTTGCAAACTCA-CTTCATCTTAATTTTGACTCCC-AATACCCCATCTTT-AGTCATCCTTCAAA

CTTTCCTATTCTAAC-CAATCCACAAATTCTTCCAATCCCCAATTT-AATCCAGATTAATCCTAACCT------------

----------CCAAGTT---ATTCCCCAAACTTCCTACCAACCTACCC-TTGATTCCCAAACTCCCTTTCTGACCTTGAC

TCC-AAAAGTTTGCTGATCTATGACAGACTCCCAAACTTCCCTATCTTTGCCCATTTCTAAAA--TTCTCCCATCTTCCC

CTTAACCCACATACTTCCCAAAATGTATCTTGACTTACTTCTCCCTC--AATGTCCAGTTCTGCTTCTGAACTCAAAGTC

CTTCC--CCGTTC----------TCTCATCCCAGGGCTTTTGCAGGGGCCACAGTTCATGACTGCTTTAACTGGCTCTCT

GTTCTTGTCCTTCTGCCCCTGGAGGCAGCTACGGGGTACTTACACCACCTCACTCATCTAGTGGTCAC

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNGGG-ACAGGACCAGATTGACTGGGTGAGGTGGTGGTCACGTAGTCATATGGGGTTGTGGGACTCTT---------

-CTGACTGAAATGACTATA-----GTAGGACTCACTCTGGTCTCTA--GTCTCACTCTGAGCCAC-TTCCAAACCAC---

--CTCCTTATTTATATCCT---------------AAACCTTACCCAAACTAGCTCCTCCCAA--CACTGGCTTCCAATCT

TCA--GTCATTATCCCTCCACTGACTACCACA--TCATAATCCTAGT-CCCACTCAATTTCTCTTTGTTA-GACTAATCC

ATGCCTCAAGCTTCCTCTGTCC--AAATTC---------------TGAT-TCCAAATACTCATGAAATAGCTTTGATCAC

TTATATTTCCCCCAGCCTAATTCTGACCAATTAATTACCTTTATCTCGTCCAAACTCGTCCATCA---------ATGGAT

GACTCCC--AAATTCCCATTA-TTT---TTTGAGAG-GCAGTTGGGGTTAAGTGACTTGCCCAGTTAA---TAAATGTTA

TGTGTCTGA-GGCCATATTTGACCTTAGGTCCTCCTGACTTCAGGGCTGGTGTTCTATTCACTGTGCCAGTCTAGTTGCC

CCTA---AATTCCCATTTCCAAACTCA-CTTTATCTTAATTCTGACTCCCAAATGCCCCATCTTT-AGTCATCCCTCAAA

CTTTCCTATTCTAACTCAATCCACAAATTCTCCTAATCCCCAATTTTAATGCAGATTAATTCTAACCT------------

----------CCAAGTG---ATTCCCCAAACTTCCTACCAACCTAGCC-TTGATTCCCAAACTCCCCTTCTGACCTTGAC

TCC-AAAAGTTTGCTGATC--TGACAGACTCTCAAACTTCCCTCTCTTTGCCCATTCCTAAAA--TTCTCCCATCCTCCC

CTTGACCCACATACTTCCCAAAATGTATCTTGATCCACTTC-CCCTC--AATCTCCAGTTCTGCTTCTGAACTCGAAGTC

CTTCC--CCATTC----------TCTCACTTCAGAGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCA

GTTCTTGTCCTTCTGCCCCTGGAGGCAGCTACGGGGTACTTACATCACCTCACTCACCTAGTGGTCAC

>Mla 

GGGCTCCAACATTGGCACGTCTGTCACCAACACCATTGTGGCATTAATGCAGGCTGGAGATAGGAGTGACTTCAGAAGGT

GAGAA-GG-ACAAGGACAGACTACCTGGTTGG------------------------------------------------

------------GACCATA-----GAACTGCTCATTGTGGTCTCTA--TTTTTACCCTGATCCAT-TTCCAAGCCAC---

--ATTCTTATCCATTTCCCAGACAC-TTTACCCTAAACCTTATCCCAACTAGCTCCTCCTAA--GACTGGCCTCCAATCT

TCA--GTCATT--------ACTGACTACTGTC--TCATAATCCTAG-CCCCA--CAACTTC--TTTGTTATCTCTGATCC

ATGCCCCAAACACCCCCTCAGGCCTCATGCCTCGTTCTCTGATCTTGAT-CCCAAACACCAGTGGAATGACTTTGACCAC

CTATATTT-CCTCAGCCTAATCCTGACCAATAAATTGCCTTTATCTCATCCAGACTCTTCCATCT---------GAT---

---CCCC---AA----------ATT-------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------CTAA-TCTCATCTTTTCTCTGGTCCCCAAATCCTCCATCTCT-AGTCATTCCTTAAA

TTTACCTATTCCAACTCAATCCACAAACTCTCCCAACCCCCAATTT-AATCCAGATTAATCCTAACCTCCC-AAAAGATT

CCCCAAGTG-CCAAATG---CTTCTCGAAACACCCTCCCAACCTTGCC-TTGGTCCTCAAATTCCCTTTCTGATCTTGAC

TCT-AAAAGTTTGCTGATCTA--ATATACTCCCAAACTTCCCTATCTTTGCCCATTCCCCATA--TTATCCCTTTCAACC

GTTGACCCACATATTTCCCAAAATATATGCTTCCCCACTTCTTCCTT--ACTTTCCAGTTCTGGTTCTAGACTCAAAGTC

CTTCC--CCAATC----------TCCCATCCTAGGGCTTTTGCAGGGGCCACAGTCCATGATTGCTTTAACTGGCTATCA

GTTCTTGTCCTGCTGCCCCTGGAGGTAGCTACAGGGTACCTCCACCACCTCACCCACCTGGTGGTTAC

>Iob 

GGGCTCCAACATTGGCACATCTGTCACCAATACCATTGTGGCATTAATGCAGGCTGGAGATAGGAGTGACTTCCGAAGGT

GAGAA-GG-ACACGGACAGACTACTTGGTTGG------------------------------------------------

------------GACCATA-------------------GGTCTCTA-TTTTTTACTCTGACCCAT-TTCCAAGCCAT---

--ATCCTTATTCATTTCCCAGACAC-TCTACCCTAAACCTTATCTGAACTACCTCCTCCTAA--GACTGGCCTCCAATTT

TCA--GTCATT--------GCTGACTACTGTA--TCATAATCCTAA-CCCCA--CAACTTC--TTTGTTAACTCTGATCC

ATGCCCCAATCTCCCCATCAGGCCTAATGCCTCCCTCTCTGATCTTGAT-CCCAAAAACTAATGGAATAACTTTGACTAC

CTATATTT-CCCCTGCCTAATCCTGACCAATAAATTGCCTTTATCTCATCCAAACTCTTCTATCT---------GGT---

---CCCC--AAATTCTGATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCTTCATTCCCAAACTCA-TCTCATCTTTACTCTGGTCCCCAAATCCTCCATCTCT-AGTCATTCCTTAAA

TTTACTCATTCCAATTCAATCCACAAACTCTCCCAACCCCCAATTT-AATCCAGATTAATCCTAACCCCCCCAAATGATT

CCCCAAGTA-CCTAGTG---CTTCCCCAAACACCCTTGCAACCTTGCCTTTGATCCTCAAATTCCCTTTCTGATCTTGAC

TCT-AAAAGTTTGCTGATCTA--ATATATTCCCAAATTTCCTTATCTTTGCCCATTCCCCAAA--TTATCCCTTTCAAAC

CTTGACCCACATATTTCCCAAAATTTATGCTGCCCCACTTCTTCCTT--ACTCTCCATTTCTGGTTCTGGACTCAAAGTC

CTTCC--CCAATC----------TCCCATCCTAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCA

GTTCTTGTTCTGCTGCCCCTGGAGGTAGCTACAGGGTACCTCCACCACCTCACCCACCTGGTGGTTAC

>Eru 

GGGCTCCAACATTGGCACATCTGTCACCAATACCATTGTGGCATTAATGCAGGCTGGAGATAGGAGTGACTTCAGAAGGT

GAGAA-GA-ACACGGACAGACGACTTGGTTGG------------------------------------------------

------------GACCATA-------------------GGTCTCTATTTTTTTATTCTGACCCAT-TTCCAAGCCAT---

--ATCCTTATTCATTTCCCAGACAC-TCTACCCTAAACCTTATCCGAACTAGCTCCTCCTAA--GACTAGCCTCCAATTT

TCA--GTCATT--------GCTGACTACTGTG--TCATAATCCTAA-CCCCA--CAACTTC--TTTGTTAACTCTGATCC

ATCCCCCAAACTCCCCATCAGGCCTCATGCCTCCCTCTCTGATCTTGATCCCTAATAACTAATGGAATAACTTTGACTAC

CTATATTT-CCCCTGCCTAATCCTGACCAATAAATTGCCTTCATCTCATCCAAACTCTTCCATCT---------CGT---

---CCCC--AAATTCTAATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCCTCATTCCCAAACTCA-TCTCTTCTTTACTCTGGTCCCCAAATCCTCCATCTTT-AGTCATTGCTTAAA

TTTACCCATTCCAAATCAATCCACAAACTCTCCCAATCCCCAATTT-AATCCAGATTAATCCTAACCTCCC-AAATGATT

CCCCAAGTA-CCAAGTG---CTTCCCCAAACACCCTTGCAACCTTGCC-TTGATCCTCAAATTCCCTTTCTGATCTTGAC

TCT-AAAAGTTTGCTGATCTA--ATATACTCCCAAACTTCCCTATCTTTGTCCATTCCCCAAA--TTATTCCTTTAAAAC

CTTGACCCGCATATTTCCCAAAATTTATGCTGCCCCATTTCTTCCTT--ACTCTCCATTTCTGGTTCTGGACTCAAAGTC

CTTCC--CCAATC----------TCCCATCCTAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCA

GTTCTTGTTCTGCTGCCCCTGGAGGTAGCTACAGGGTACCTCCACCACCTCACCCACCTGGTGGTTAC

>Pbo 

GGGCTCCAACATTGGCACATCTGTCACCAATACCATTGTGGCATTAATGCAGGCTGGAGATAGGAGTGACTTCAGAAGGT

GAGAA-GG-ACACGGACAGACTACTTGATTGG------------------------------------------------

------------GACCATA-------------------GGTCTCTA-TTTTTTACTCTGACCCAT-TTCCAAGCCAT---

--ATCCTTATTCATTTCCCAGATAC-TCTACTCTAAACCTTATCTGAACTACCTCCTCCTAA--GACTGGCCTCCAATTT

TCA--GTCATT--------GCTGACTACTGTG--TCATAATCCTAA-CCCCA--CAACTTC--TTTGTTAACTCTGATCC

ATGCCCCAAACTCCCCATCAGGCCTCATGCCTCCCTCTTTGATGTTGAT-CCCAAAAACTAATGGAATAACTTTGACTAC

CTATATTT-CCCCTGCGTAATCCTGACCAATAAATTGCCTTTATCTCATCCAAACTCTTCTATCT---------GGT---

---CCCC---AATTCTGATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCTTCATTCCCAAACTCA-TCTCATCTTTACTCTGGCCCCCAAATCCTCCATCTCT-AGTCATTCCTTAAA

CTTAACCATTCCAATTCAATCCACAAACTCTCCCAACCCCCAATTT-AATCCAGATTAATCCTAACCCCCC-AAATGATT

CCCCAAGTA-CCTAGTG---CTTCCCCAAACACCCTTGCAACCTTGCC-TTGATCCTCAAATTCCCTTTCTGATCTTGAC

TCT-AAAAGTTTGCTGATCTA--ATATACTCCCAAATTTCCTTATCTTTGCCCATTCCCCAAA--TTATCCCTTTCAAAC

CTTGACCCACATATTTCCCAAAATTTATGCTGCCCCACTTCTTCCTT--ACTCTCCATTTTTGGTTCTGGATTCAAAGTC

CTTCC--CCAATC----------TCCCATCCTAGGGCTTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTATCA

GTTCTTGTTCTGCTGCCCCTGGAGGTAGCTACAGGGTACCTCCACCACCTCACCCACCTGGTGGTTAC

>Nty 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTAATGCAGTCTGGAGATAGGAGTGACTTCAGGAGGT

GAGGAGGG-ACAGGAACAGACTGACTGGGTGGGGTGGTAGTCATGTGGTCATGTGGGCTTGTGGGACTCTT---------

-CATACTGAAATGACCAGAATAGAATAGAGCTCATTCTGGTCTCTA-TTTTC-A--------CAC-TTCCAAACCAC---

--CTCCTTATCAATTTCCCAGACTCCTCTATTCTAAACCCTAACTCAATTAGGTCTTCCTAA--CAATGACCTCTAATCT

TCACTGGCACTACCCAGCCACTGACTACCAC-------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------ATCTTT-AGTCATCCCTCAAA

CTTCTTCATTCTAACTCAATCCGCAAATTCTCCCAACCTCCAATTT-AATCCAAATTCATCCTATCCTCTC--AATCA--

------GTACCCAAGTG---ATT-CCCAAACTCCCTCCCAACCTAGCC-TTGATTCACAAGTCCCCTTTATGATCTTGAC

TCC-CAAAATTTGCTGATCTAAGACTGTCTCCCAAACTTCCCTGTCTTTGCTCATTTCCAAAA--TTCTCCCACCCTATC

TGTAACCCACATACTACCCAAAATTTACCCAGACCCACCTGTTCCCTCCACTTTCCACTTCTGGTTCTGGACTCAAAACC

CTTCG---CCATC----------CCCCACCCCAGGACCATCGCTGGATCCACAATCCANNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pci 

GGGCTCCAACATTGGCACATCTGTCACCAATACCATTGTGGCATTGATGCAGGCTGGAGATAGGAGTGACTTCCGAAGGT

GAGGAGAG-ACAGGGACATACTGACTGGGTGAAATGGTAGTCGTGTGGTCAAGCGGGGTTGTAGGACTCTT---------

-CTGACTGAAATGACCACA-----GCAGTGCTCATTCTGGTCTCTA-TCCTC-ATTTTAACTCAC-TTCCAAACCAC---

--CTCCTTATCCATTTCCCAGACTCCTCTGCCCTAAACCTTACCCCAACTAGCTCCTCCTAACCCACTGACCTCCAGTCT

TCACTGTCATCACCCATCCACTGTCTACCACA--TCGTAATTCCAA-TCCCACAATTTCTC--TTTGTTAACCCTGATCC

ATGTCCCAAACTCCC--TCTGTCCTAAACC---------------TGAT-CCTAAACATTCATGGAATGGCTTTGACTAC

CTATATTT--CCCAGCCTAATGCTGACCAATAAATTGCCTTTATCTCATCCAAACTCTTCCATCA---------TAACTC

TGATCCCC-AAATTCTCATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCCTCATTCTCAAACTTA-CTTTATCTTAACTCTAGCCCCCAAATCCCCCATCTTTTTGTCATCTCTCAAA

CTTCCCCATTCTAACTCAATCCACAAACTCTCTCAATCCCCAATTT-AATCCAGATTAATCCTAACCTCCA-AAAT----

------ATACCCAAGGGTATATTCCCCAGACTCCCTCCCAATCTAGCC-TTGATTTCCAAACCTCCTTTCTGACCTTGAC

TCC-AAAACTTTGCTGATCTAAGACAGACTCCCAAACTTCCCTATCTTTGCCCATTCCCCAAAAATTCTCACAACCTACC

CTTGACCCACATACTTCCCAAAATTTATCCTGACCCACTTCTTCCCT-CACTCTCCAGTTCTGGTTCTGGACTCAAAGTC

CTCCC---TGTTC----------CCCCATCCCAGGGCCTTTGCAGGGGCCACAGTCCACGACTGCTTCAATTGGCTATCG

GTTCTTGTCCTGCTGCCCCTGGAGGCAGCTACGGGGTACCTGCACTACCTCACCCACCTGGTGGTCAC

>Tvu 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCATTGATGCAGTCTGGAGATCGGAGTGACTTCCGAAGGT

GAGGAGGG-ACAGAAACAGACTGGCTGGGTGGAATGGTAATCGTGTGGTCAAGTGGGGTTGTGGGCCTCTT---------

-CTGACTGAAATGACCATA-----ATATTGATCATTCCGGTCTCTA-TTTTC-ATTCTGACCCAC-TTTTAAACCAC---

--CTCTTTATCCATTTCCCAGACTCATCTGCCCTAAACCTTACCCCAAATAGCTCCTCCTAA--CACTGACCTCCAATCT

TCACTGTCATTACCCATCCACTGACTACCACA--TCCTAATTCTAGCCCTCCCAGCTTCTC--TTTGTTAACCCTGATCC

ATGCCCCAAACCCCC--TTTGTTCTAATCC---------------TCCT-CCCAAACACTCATGGAATAGCTTTGACCAT

CTATATTT--CCCAGCCTAAAGCTGACCAATAAATTGCCTTTATCTCATCCAAACTCTTCCATCA--------ATAACTC

TGATCCCT-AAATTCCCATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCCTCATTCCTAAACTCA-TTCCATCTTAACTTTGGCCCCCAAATCCCCCGTCATT-CACCGTCCCTCAAA

CTTCCCCATTCTAACTCAATCCACAAACTCTCCCAAGCCCCAATTT-AATCCAGATTAATCCTAACCTCCC-AAAT----

------GTACCCAAGGG---ATTCCCCAAACTCCCTCTCAATCAAGCC-TTGATCCCCAAATCCCTCGTCTGACCTTGAC

TCC-AAAAGTTCGTTGACCTAAGACAGACTCCCAAACTTCCCTATCTTTTCCCATTCCCCAAA--TTCTCCCATCCTACC

CTTGACCCACATGCTCCCCAAAATTTATCCTGACCCACTTTTTCCCT-CACTCTCCAGTTGTGGTTCTGGACTCAAAGTC

CTTCC--CCATTC----------CCCCATCCCAGAGCCTTTGCAGGGGCCACAGTCCACGACTGCTTTAACTGGCTGTCG

GTTCTTGTCCTGCTGCCGTTGGAGGCAGCTACGGGGTACCTGCACCACCTCACCCACCTGGTGGTCAC

>Meu 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATTGTGGCGTTGATGCAGGCTGGAGATCGGAGTGACTTCCGAAGGT

GAGGAGGG-ACAGAGACAGACTGGTTGAGTGGAATGGTAGTCATGTGGTCAAGTGGGGTTGTGGGACTCTT---------

-CTGACTGAAATGACCATA-----GTAGTGTTCATTCTGGTCTCTG-TTTTC-TTTCTGACCTAC-TTCTAAACCAC---

--CTACTTATCCATT-CCCAGACTCCTCTGCCCTAAACCTTATCCCAACTAGCTTCTCCTAA--CACCAACCTCCAATCT

TCACCAACTACACCCATCCACTGACTACCACA--TCATAATTCTAGCCCTCCCAACTTTTC--TTTGTTGACCCTGATCC

ATGCCCCAAACTCCC--TCTGTCCTAATTC---------------TCAC-TCCAAACACTCATAGAATAGCTTTGACCAT

CTATGTGT--CCTAGCCTAATGCTGACCAATAAATTGCCTTTATCTCATCCAAACTGTTCCCTCA---------TAACTC

TGATCCTC-AAATTCCCATTATCTT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCCTTATTCCCAAACAAATTTTTTTCTTAACTTTGACCCCTAAATCCCTCATCATT-CACCATCCCTCAAA

TTTCCCCATTCTAACTCAATCCACAAACTCTCCCACTTTTCAATTT-AATCCAGATTAGTCCTAATCTCCC-AAAT----

------GTACCCAAAGG---ATTCCCCAAACTCCCTTACAATCTAGCC-TTGATCCCCAAATCCCTTTTCTGACCTTGAT

TCC-AAAAGTTTGCTGATCTAAGTCAGAGTCCCAAACTTCCCTATCTTTGTCCATTCCCCAAA--TTCTCCCATCTTACC

CCTGACCCATG----------------------------TCTTCACT-TACTCTCCAGTTCTGTTTCTAGACTCAAAGTC

CTCTC--CTATTC----------CCTCATCCCAGGGCCTTTGCAGGGGCCACAGTCCATGACTGCTTTAACTGGCTGTCA

GTTCTTGTCCTACTGCCCCTGGAGGCAGCTACAGGGTATCTTCACCACCTCACTCACCTGGTGGTCAC

>Mdo 

GGGCTCCAACATTGGCACATCTGTCACCAACACCATCGTGGCCTTAATGCAGGCTGGAGATAGGAGTGACTTCCGAAGGT

GAGAAGGG-AG-GGGAAAGGCTGACTGGGTAG-----TAGCTGAGTGGTCAGAAGGGGTTGTGGAGCCCTTCATGATGTC

TCTCACTGAAACAACCATT-----GTAGAACTTATTCTGGGCTCTA-TTTTC-ACTCTGAGCCAC-TTCCAAACTTC---

--CTCCTTATCCATTTCCCAGACTCCTCTGCTCTAAAGCTGACCCCAAACCCCTCCATTCTGA-CAATGATCTCTTTTCT

TCCCTATCGTTACCCATGCACTGACCATCACC--TCATAATCATAGTTC-CCCAACTTCTC--CTTCTTAACTCTGATCC

CCACCCCAAACTC----TGTGTTC--ATCC---------------CAAT-AGCAAACTCTCATAAAATAGCTTTGAGCGC

CTCTATTT-CCCCAGCCTAATTCTGACCAATAAATTACTTTCATCCTATCCTGGCT---CCCAAATGCTAATATCCTAAC

TGACC----AAATTCCCACTATCAT-------------------------------------------------------

--------------------------------------------------------------------------------

-------AATCCTCCTTCCCAAAC------------TTGCTTTGGCTCCCAAATGCCCATATTGA-A-TTCTCTCTGAGA

ATTTCCTGTTCTAACTCAATCCACAAACTCCCTCCATCC-CAGTCT-CATCCAGATTAATCCTAACCTCCC-AAAT----

------TTGCTCATAAG---ATTCCCCAAATTCCCTCCCAACCTAGTA-CTGATCCCCAAAATCTCCCTCC---------

------AAATTTGCCAATCTAAGACAGACTCCCCCACTTCCCTTTCTTTGTCCCTTTCCCAAA--TTCTCTCTTCCTAAC

CTTGACTCACAGACCCTGCAAAATTCGTCCT-------TCTTCCATC--CCTCTCCAGTTCTGGTTCTGGACTTAAAGTC

CT-TC--CCATTC----------CCCCACCCCAGGGCCTTTGCAGGGGCTACAGTCCATGACTGCTTTAACTGGCTATCA

GTTCTTGTCCTGTTGCCCCTGGAGGCAGCTACTGGCTACCTGCACCACCTCACGCACCTGGTGGTCAC

Marker 7a

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------TTTTTTTTTTTTTT-G---AGGCAATTGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC--------TAGTAAGTGTCTGAGGCTGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCTG

GTGCTCTATCCACTGCACCACCTAGCTGCCCCTC----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------GAGGGGCAG

CTAGGTGG-TG---CAG--TGG-ATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGAC---

---ACTTACTAGCTGTGTGA-CCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA-------------

--------------------------------------------------------------------------------

--------------------------------

>Sha 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATAGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTAG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATATAGCCTAGAATAGGATAG----AATCTAGACTGGGAG-GAAAAAAAAATCT

ATAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAA

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-CTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACAAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTAAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCGTAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAGACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGAGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-CTAAGTGAC

TTGCCCAGGGTCACGAAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAGGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAGCTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGTCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pdo 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAACGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATGACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TAATAG-AGTCATTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGAGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACA--

-TCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---ATAACTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTAGGAAAGTTGTAAATGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCCGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGTATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTA-ACTGGAAG--AAAAAAAAATCT

GTAA-CTGAA----------GTTTTATAA-------------TTGTTGTGGTTTTCAGCAGTG-GATTGCTTTTGGATAG

TTATAG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGAG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTATTCTGTCCATTCTATCACCTAACAGCCCCC----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGCCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATATGACCTCAGATTTA

-CCACTTCCTGGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ATCTCAGGAAAATGANNNNNNNNNNNN

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG---AAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AATCACTGGGGCTGTTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTTGCTTACTGATTTATTTATTTATTTTTGATTAAG

AACACTTCTTTTAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

G-AGAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACATTATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------ATTTTGTAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTTAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCTC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGTAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCTAGAAGCCCCCATACATAAATGAATTAAGGGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pma 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTAGGAAAGTTGTAAATGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCCGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGTATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTA-ACTGGAAG--AAAAAAAAATCT

GTAA-CTGAA----------GTTTTATAA-------------TTGGTGTGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TTATAG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAAGCAATAAGAA-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAAGCCAGATTTCCACTCCAGTCC----------AGGATTG

ATATTCTGGTCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGGTAGAGCACCAGTCCTGAAATCAGAAGGAACTGAGTTCAAATCTGACCTCAGATTTA

-CCACTTCCTGGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ATCTCAGGAAAATGAGAAATCACCCAG

>Dcr 

CAGCAAACATGGGGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTATAAATGGAAGGAAGACTTAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTGTGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGGGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAAGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCGC-----ATTCCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAAGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACTTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGGCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Dby 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTATAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTTTATTTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTGTGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GAT-GCCTTTGGATAG

TCATAG-AGTCACTGGAGCTATTGTCCTTCA--------TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGCGGTAAATGTCTGAGGCCAGATTTCAACTGCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACATCCGC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GAGGCAG

CTAGCTGGGTGGCACAG--TAGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTTCAATGTGACCTCAGACTTT

-ACACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGGCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mle 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAATTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG-AAAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGT-GCGGTTTTCAGCAATG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGGGTTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTAGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCGCCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGAGAAACCTAGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTTTACCTCAGGAAAATGAGAAATCACCCAG

>Pta 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

ATACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTGTGTAGTTTAGAATAGGATAG----AACCTAGACTGAGAG-AAAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGGAGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGAGCTATTATCCTT--TTC-----TTTTTAATTTTTTT-GCTGGGGCAGTTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGATTTCAACTCCGGTCC----------AGGGTTG

GTGTTCTGTCCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTAGATGGCACAA--TGGGTTAGAGCACCAGTCCGGGAATCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACTTA

-CCACTTGCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTTTAATTGCCTCAT-CTTAAAAGGAAAA---TTACCTGA

AATAATAGCCAGAAACCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCATAACAT---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mlo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTGCTCTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGTTTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCAGTTTTCAGCAGTGAGATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATT---CTT--TTC-----TTTTTAATTTTTTTTGCTGGGGCAGTTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGATTTCAACTCCGGTCC----------AGGGTTG

GTGTTCTGTCCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGGAGGATA-----AGGGCAG

CTAGCTAGGTGGCACACAGTGGGTTAGAGCATCAGTCCGGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTGCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTTTAATTGCCTCATCCAAAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAA---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Ast 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTAATA-------TGTGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATATTGTAGTATAAACTATGTAGCTTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCAGTTCTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTATCCTT--TTC-----TTTTTAATTTTTTT-GCTGGGGCAATTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGAATTTCACTCTGGTCC----------AGGGTTG

GTGTTCTGTACATTCCATCATCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGACAG

CTAGCTAGGTGGCACAG--TAGGTTAGAGCA---GTCCAGAAGTCAGAAGGAGCTGAGTTCAAAA---------------

---ACTTGCTAGCTGTGTGAAACTTGGACAAGTTACTCAACTTTAATTGCCTCATCCAAAAAAGGAAAA---TTAGTTGA

AATAATAGCCAGAAGCCCCCATATATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCGTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pgi 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTA

GTACAGGAGCTTT-GGAAAGTTGTAAGCGGAAG----ACATCACTACAATATTATTGACTATTA-------TATGCCTGG

AGGCAGTAAT----AAGAACTGAATCA----GGATAAAAGAAGATTAATTTTT-ATTTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAGATAGAAGCTAGATTGGGAGGGAAAAAAAAATCT

GTAA-TAGAACA--------GTTTTATAATTGTG---CTCC-TTGTTGTGGTTTTCAGCAATG-GATTGCCTTTGGATAG

TC--AG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATTGGGC-TTAAGTGAC

TTGTCCAGGGTCACACAGCAAAGGAAGTAGTAAGTGTCTGAGGCCATATTTCAATTCTGGTCC----------AGGACTG

GTGTTCTGTTCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATGAAGAGTGAAGGATA-----GGGGCAG

CTAGCTAAGTGGTGCAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGATCTGAATTCAAATCTGGCCTCAAACTTA

-CCACTTCCTAACTGTGTG-AACCTAGACAAGTTACTCAAC--TAATTGCCTCATCTAAAAAAGAAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTTACAA-AT---CTTTTCCTCTT

TTCT-TCCTCAGGAAAATGAGAAATCACCCAG

>Sma 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGGAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTATTATATGCCTTATGCCTGG

AGGCAGTAATAAGCAAGAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATGTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAGATAGAAGCTAGATTAGGAGAAAAAAAGAAATCT

GTAA-CAGAACA--------GTTTTATAATTGTG---CTCC-TTGTTGTGATTTTCAGTAATG-GATTGCCTTTGGATAG

TC-----AGTCACTGGGGCTGTTATCCTTCACTC-----TTTTTAA-TTTTTT-GCTGAGGCAATTGGGG-TTAAGTGAC

TTGTCCAAGGTTACACAGC-AAGGAAGTGGTAACTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGGCTG

GTATTCTGTTCATTCCATC-CCTAACAGCCCC-----ATTTCAGCTAATTTATTAAGAGTGAAGGATA-----GGGGCAG

CTAGCTAGGTGGTGCAG--TGGGTTTGAATACCAGTCCTGAAGTCAGAAGGAGCTGAATTC-AATCTGGCCACAGACTTA

CCCACTTCATAGCTGTGTG-AATGTGGACAAGTTACTCAACTTTAATTGCCTCTTCCAAAAAAGAGAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTAGAGAAAGGAAGATAAATTCACAA-AT---CTTTTCTTCTT

TTCT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGGAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAGTAGTATTGACTACTG-------TATGCCTGG

GGGCAGTAATAAGCAACAACTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATATTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AGGCAAGACTGGGAG--AAAAAAAAATCT

ATGA-CTGAACAA--------TTTTA--------------------------TTTCACTAGTG--ATTACCTTTGGATAG

TCATAG-AATCACTGGGGGTATTAGCCTTCACTC----------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------TTAATAAATTAGCTGA-----AATGAGG

CT-GTTAGGTGATGCAA--TGGACA-GAACACCAGCCCTGGAGTCAGGGGAACCTGAGTTCAAATGCAGACTC-GATTTC

GACACTTGCTAGCTGTGTG-AATCTGGTCAAGTTACTCAAG-TCTTATTGCTCACCCAAAAAAGAAAAA---TTAGCTGA

AATA---GCCAGAAATCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCATAACAT---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTATAGGAGCTTTGGGAAAGCTGTAAGTGGAAG----ACATAACTACAGTATTATTGACTACTA-------TATGCCTGG

GGGCAGTAATAAACAACAACTGAATTA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTCC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AGGCTAGATGGTGGG---GGGAAAAATCT

GTGA-CTGAACAA-------GTTTTATAATTATA---CTCC-TTGTTGCTGTTTTTAGCAGTG--ATTGCTTTTGGATAA

TCATAG-GGCCACTGGGGTTATTATCCTTCACTT----------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------TTAATAAATTAGCTGA-----AATGGGG

CT-ATTAGGAGATACAA--TGGATA-GAATACCAG---------CAGGTGGACCTGAGTTCAAATGCAGACTC-GACTTG

GATATTTGCTACCTGTGTG-AACCTGGACAAGTTACTCAATTCTAATTGCCTCACCCAAAAAAGAAAAG---TTAGCTGA

ACTAGTGGCCAGAAACCCCCATACATAAATGAATTAAATGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCTTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Mla 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTC--AAGTAGAAG----GTATAACTATAGTATTCTTGATTACTG-------TATGCCTGG

GGACTATAGTAAGCCACTACTGAACCA----GGACAAAAGAAGATTGAGTTTT-AATTGCATTTACTTCTC----TATAT

TGCCTTGCTTTGCTATAATGTAAACTGTTTAACCTAGAATACGGCAA----GGCCTAGACTAGC---AAAAAAAAAATTG

TTGAACTGAAAAAAAAAAGTATTTTATAGTT-TA---CCCC-TTGTTGCTG-CTTTAGCAGTG--AATG-TTTTGAATAA

TTATAC-ATCAACTGGGGGGGGTATCTTTTATGT----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TGA

AATAATAGTCAAAAGTCTCAATG-ATAGATC----AAATGGAGAAAAAAAGACAAATTCATACCAT-----------TAT

CTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Iob 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTC--AAGTAGAA-----------------TATTCTTGATTACTA-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GGACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTCTC----TGTAT

TTA-------------------GACTATTTAGCCTAGAATTGGACAGG---GGGTTTGACTTGCAA-AAAAAAAAAAATA

TTGAACTGAAAACAACA---TTTTTATAGTTGTT---CCCC-TTGTTGCTATTTTTAGCAGTG--AAAG-TTTTGGATAA

TTACAA-ATGGAGTGGGGG-G-TATCTTTTACA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------TTGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATACCAT----------TTAT

TTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Eru 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTC--AAATAGAA-----------------TATTCTTGATTACTG-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GAACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTCTC----TATAT

TTACTTTCTTTGCTATAATGTAGACTATTTAGCCTAGAATAGGACAG----GGGCTAGACTAGC---AAAAAAAATTTTT

TTGAACTGAAAAAAAA---CATTTTATAGTTTTT---GCCC-TTGTTGCTGTTTTTAGCAGTG--AAAG-TTTTGGATAA

TGACAC-ATGGAGTGGGGG-G-TATCTTTTACATTG--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------AAATATTGGGGGTATCTTT---TACATTGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATACCAT-----------TAT

CTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Pbo 

CAGCAAACATGGAGACCGCTTTATACCTTTTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTA--AAGTAGAA-----------------TATTTTTGATTACTA-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GGACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTT----TGTAT

T-------------------TAGACTATTTAGCCTAGAAAAGGACAG----GGGGTAGACTAGCAAAAAAAAAAAAATTA

TTGAACTGAAAACAA----CATTTTATAGTTGTT---CCCC-TTGTTGCTGTTTTTAGCAATG--AAAG-TTTTGGATAA

TTACAA-ATGGAGTGGGGG-G-TATCTTTTACAT----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATGCCAT----------TTAT

TTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Nty 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGGAGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAAAGCTTTGGGAAAGTCATAAGTGGAAA----------------------ATATAACTA-------CATACCGGG

GGTCGGTAATAAGCAACAACTGCACAA----AGAT-----ATGATTGATTTTT-ATTTGTATTTATTTATAATTTTG-TT

TCTTTTGCTATGTTGTCATATAGACTATATGGCCTAAAATAGGACAT----TGGGTAGATTAGCC-AAAAAAAAAATTCT

GTGA-ATGAGTTGGCAAG-TGTTTTATAGTTGTT--GACCTTTTGCTGCTGTTTTCGGCAGTG-GAT-GCCTTTGGAGAA

TCACATTAGCCACTGGGGATGTTCACTT-CACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------TTTTTTTTAACTTCACT-CTTAATAAA---TTAGCTGA

AATA---GCCAAAAACTCCAATGCATAAATAGATTAAATAGAGAAAGGAAGATAAATTCATACTATTATCTTTTCCTCTT

CTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pci 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAATCATAAGTGGAAG---------ATGACAGTATTATTGATTACTG-------CATGCCTGG

GGTCGGTAATAAGCAACAG-------------------------------------------------------------

----TTGCTATGTTGTAATATAGACTATATAGCCTAGAATAGGACAG----GGGCTAGACTGGCAGAAAAAAAAAATTCA

GGGA-CTGAACTGGTGAG-TGTTTTATAGCTGTTGTTATCACTTGTTGCTGTTTTCAGCAGTG-GAT-GCCTTTGGATAA

TCACACCAGCCACTAGGGGTGTTATCC-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATGATAGCCAGAAACCCCAATGCATAAATAGCTTAAATGGAGAAAGGAAGATAAATTCTTACCGTTATCTTTTC---TT

CTCT-TCCTCAGGAAAATGAGAAATCACCTAG

>Tvu 

CAGCAAACATGGAGACCGTTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTAAGTG

GTACAAGAGCTTTGGGAAAATCACAAGCAGAAG----------ATATGGTATTATTGATTACTG-------CATGCCTGG

GGTCAGTAATAAGCAACAGTTGAACCA----GGATAAAAGAAGATGGATTTTT-ATTTGGATTTACTTCT--------AA

ATATTTGCTGTGTTGTAATATAGACTTTATAGCCTAGAATAGGACAG-------------AGGCAG-AAAAAAAAATTCA

GTGA-CTGAACTGGTGGG-TGTTTTACAGTTGTTT-TATCACTTGTTGCTGTTTTCAGCGTTG-GAT-GCCTTTGGATAA

TCATAC-AGCCACTGGGAGTGTTATCCTTCACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATAATAGCCAGAAACCACAACGCATAAATAGATTAAATGGAAAAAGGGAGATAAATTCACACTATTATCTTTTCCTCTT

CTCT-ATCTCAGGAAAATGAGAAATCACCCAG

>Meu 

CAGCAAACATGGAGACCGTTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTAAGTG

GTACAAGAGCTTTGGGAGAGTCATAAGTGGAAG---------ACTACAGTATTATTGATTACTG-------CATACCTGG

GGTCAGTAATGACCAACAATTGAACTA----GTATAAAAGAAGATGAATTTTT-ATTTGCGTTTAGTTGTC----TATAT

TTATTTACTACATTATAATATAGATTTTATAGCCTACAATAGGACAG----GGACTAGACTGGCAG--AAAAAAAATTCA

GAGA-CTGAACTGGTGAG-TATTTTATAGTTGTTG-TATCACTTGTTGCTATTTTCAGCAGTG-GAT-GCCTTTGGAAAA

TTGTAC-AGCCACTGGGGGTGTTATCCTTCACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATAATAGTCAGAAACCCCAACACATGAATAGATTAGATAGAAAAAGGAAGATAAATTCA------TATCTTTTCATCTT

CTCT-GTCTCAGGAAAATGAGAAATCACCCAG

>Mdo 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GCACAAGAGCTTTGAGAAAGTCATGAGTGGAGGG----TATAACTACAGTTTTATTGATTATTA-------TTTGCCTGG

GAACAAAAATAAGCAATAACTGAACCAAATTGGTTAAAATAAGGTGGATTTTT-ATTTGCATTT-----CC----TTTAT

TTGTTTCCTCTGTTATGATATAGACTATATAGCCTAGAATAGG-------------------------CAAAAAATTTCA

GAGA-CTGAATTGGTAAATGTTTTTTTAGTTATCA-TATCCC----TACTGTTTTTAGCAGTT-AAT-GCT-------GA

ACACTC-AGCCAGCAGAGGTGTTATACTTCTCCCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTGGCAGA

AATCATAGCCAAAAACAACAATGCACAAATAGATTAAATGGAAAGAAGAAGATAAATTCATACCATTATCTTTTCCTCTT

CTCC-ACCTCAGGAAAATGAGAAATCACCCAG

Marker 8

>WSINE1a 

--------------------------------------------------------------------------------

-----------------------------------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGG

GTTAAGTGACTTGCCCAAGGTCACACAGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACT

CCAGGGCCGGTGCTC-TATTCACTGTG-CCACCTAGCTGCCCC-------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------

>Sha 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGCATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAGTGCTC-TATCTATTGTA-CCATCTACTTGTCCCTC---TTACAC-TTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-TTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAGGTACACTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATACAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTATTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Dge 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

TTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGT------TAAGTGTCTGGGACCGCATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAGTGCTC-TATCCATTGTA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-TTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----CATATCTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATACAA-TA------GTTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTAATACTTGTTAT--ACCCTTTTCCATTGTAAAATGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAAGTTA

>Pdo 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGCCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGCATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAGTGCTC-TATCCATTGTA-CCATCTACTTGTTCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CTTACTAATTTCATGTTTGTGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTTCATGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAGGTACATTTAGCTTTTATAAAAGTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pbi 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATGC--TTTTTAT---TTATTT-GGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCACATTTGAACTCAGTTCCTCTTGACT

CTGGGGCCAGTGCTC-TATCCATTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTT

AATTTTATTGTCCTA-TAAAATAACAA-CTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATTA-TTACAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAATGGGATGAAGAATTTCTTGAGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pap 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATTTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGGG-----TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGCATTTGAACTCAGTTCCTCCTGAAT

CTGGGGCCAGTGCTC-TATCCATTGCA-CCATCTGCTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CTTACTAATTTCATGTTTATGACTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AACTTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGCCAG-----CTTTT

GG----TATATCTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATGCAG-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Dro 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGAGGG------TGAGGCAGTTGAG

ATTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCACATTTGAACTCAGTTCCTCCTGACT

CTGGGTCCAGTGCAC-TAGCCATTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-CAAAATAACAA-CTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTTCATATCACAGAGGTAG-----CTTTT

GG----TATATGTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTGTTTTATT

TGTATCAGATAAGATGGTAAAAA-GTAGAAT-GGGTGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

TATCTTTATTAAATGCAA-CA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCGTTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pma 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGCATTTGAACTTAGTTCCTCTTGACT

CTGGGGCCAGTGCTC-TATCCATTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTGTCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Dcr 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGGGG----TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGAACCCCATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAGTGCTC-TATCCATTGCA-CCATCTACTTGTCCCTC---TTAACTTTTTTATAT---GAAA-TTTAATTTT

AATTTTAATNNN----------------------------------------------ACCAAAGGATCTACTTTGATAA

TGAACTA-AT----AAATTTTGAAAATGAACT-GCTGCATCA-TACAGGGATTCCATATCACAGAGTTAG-----CTTTT

GG----TATATGTAGTATTTCAGGTACATTTAGCTTTTACAAAG-TGAAATTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

TATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCTTTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Dby 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

GTCTTCTAGATGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTATTGAATGTTAAGTGTCTGGAACCGCATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAGTGCTC-TATCCATTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CCTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCCACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGTTAG-----CTTTT

GG----TATATGTAGTATTTCAGGTACATTTAGCTTTGACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAAAGTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-GAAAATT

TATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Mle 

GTGCCAATTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATACGTTAAACAGATAGTTT---------AGGGG

GTCTTCTAGAGGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGCATTTGAACTCAGTTCCTCTTGACT

CTGGGGCCAGTGCTT-TATCCATTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAACTAAAT----AAATTTTGAAAATGAACT-GCTGCATCA-TTACAGGATTCCATATCACAGAGGCAG-----TTTTT

GG----TATATCTAGTATTTCAGGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGA-----ATGAAGAATTTCTTGGAATC-TTTTTGTTTCACTGAGT-GAAAATT

CATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACTATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pta 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAGCAGATAATTT---------AGGGG

GTCTTCTCAACAAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTTTTGGGGGGGA------TGGGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCACATTTGAACTCAGTTCCTCCTGACT

CTTGGGCCAGTGCTC-AATCTACTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTACTGTCTTA-TAAAATAACAA-TTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGGTCTACTTTGATAA

TGAACTAAAT----ATATTTTGAAAATGAACT-GCTGCATCA-TTATAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAAGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATT

GATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTATA-ACCTTTTTCCATTGTAAATTGTATCCTTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGAAACTGGACTGAAAGTTA

>Mlo 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAGCAGATAATTT---------AGGGG

GTCTTCTCAACGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGA------TGAGGCAGTTGAG

GTTAAATAATGTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCACATTTGAACTTGGTTCCTCCTGACT

CTGGGACCAGTGCTC-TATCCACTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTACTGTCCTA-TAAAATAACAA-TTTACTAATTTCATGTTTATGCTTTGTGATAACAAAGGGTCTACTTTGATAA

TGAACTAAAT----ATATCTTGAAAATGAACT-GCTGCATCA-TTATAGGATTCCATCTCATAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAAGTACATTTAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTTATTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAA---TTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATT

GATCTTTATTAAATGCAA-TA------GCTTATAGAANTTGT-AATTATAGTATCCATTAATCACCCATAGTTTCTCTGC

CACAGTATTACTTTGTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Ast 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAGCAGATAATTT---------AGGGG

GTCTTCTCAACGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGA------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGGTAGTGAGTGTTAAGTGTCTGGGACCACATTTTAACTCAGTTTCTCCTGACT

CTGGGGCCAGTGCTC-TATCCACTGCA-CCATCTACTTGTCCCTC---TTACACTTTTTATAT---GGAGTTTTAATTTG

AATTTTACTGTCCTA-TAAAATAACAA-TTTATTAATTTCATGTTTATGCCTTATGATAACAAAAGGTTTACTTTGATAA

TGAACTAAAT----ATATTTTGAAAATGAACT-GCTGCATCA-TTATAGGATTCCATATCACAGAGGCAG-----CTTTT

GG----TATATCTAGTATTTCAAGTACATTTAGCTTTTACCAAGTTGAA-TTATAAGTGTTA-TATTTGTTTGCTTTATT

TGTATCAGATAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATT

GATCTTTATTAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCCATAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pgi 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTCATATCTTAAGCAGATAATTT---------AGGGG

ATCTTCTCGATGAAAACAAA-ACTC-----AAACAC---TTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAATATTAAGTGTCTGGGACTGCATTTGAATTCAGTTCCTCCTGACT

CTGGGGCCAGAGCTC-TATCCACTGCA-CTATTTACCTGTCCCTC---TTACACTTTTTATGT---GGAGTTTTAATTTG

AATTTTACTGTCCTA-CAAAATAACAA-TTTACTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTACTTTGATAA

TGAATTAAAT----AAACTTTGAAAATGAACT-GCTGCAACT-TGATAGCATTCCATATCACAGAGGTAG-----CTTTT

GACAAATATATCTAGTATTTTAGATACATTCAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTT----ATTTTATT

TGTATCAGACAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATT

CATCTTTATTAAATGCAA-TA------GCTTGTAGA-TTTGC-AATTATAGTATCCATTAATCCCCAATAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGAAGGTTA

>Sma 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTGGGGTAAGTTATATGTTANGCAGATAATTN---------AGGGG

GTCTTCTTAACGAAAACAAA-ACTC-----AAATAC--TTTTTAT---TTATTTTGGGGGG------TGAGGCAGTTGAG

GTTAAATAACTTGCCCAGAGCCACACAGCTAGTGAGTGTTAAGTGTCTGGGACCGAATTTGAACTCAGTTCCTCCTGACT

CTGGGGCCAATGCTC-TATCCATTGCA-CCATCTACCTGTTCCTT-------------------------------TTTG

AATTTTACTATTCTA-CAAAATAACAA-TTTACTAATTTCATGTTTATGCCTTATGATAATAAAGGATCTACTTTGATAA

TGAACTAAAT----AAACTTTGAAAATGAACT-GCTGCATCA-TGAGATGATTCTATATCACAGAGGCAG-----CTTTT

GG----TATATTTAGTATTTCAGGTACATTCAGCTTTTACAAAGTTGAA-TTATAAGTGTCA-AATTTGTTT----TCTT

TGTATCAAACAAGATGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATT

CATCTTTATCAAATGCAA-TA------GCTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CACAGTATTACTTGTTAT--ACCCTTTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Mfa 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAGCAGATAATTT---------AGGGG

GTCTTCTAGACAAAAACAAA-TCTC-----AAATAC-TTTTTTAT---TTATTTTGGGGGG------TGAGGCAATTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTACTGAGTGTTAAGTGTCTGAGACTGCATTTGAACTCAGTTCCTCCTGACT

CTGGGTTTGGTGC-TGTATCCACTGCACCCATGTACCTGCCTCTC---TTATACTTTTTACAT---GGAATTTGAATTTG

AATTTTATTGTCCTA-TAAAATAACAA-CTTGCTAATTTCATGTTTATGCCTTATGATAACAAAGGATCTAATTTGATAA

TGAACTAAAT----AAAGTTTGAGAATGAACT-GTTGCATCA-TTATAAGATTCTATATCACAG--GCAG-----CTTTT

GG----CATAGCTAGTATTTCAGGTACATTCAGCTTTTACAAAGTTGAA-TTATAAGTGTTA-TATTTGTTT-----ATT

TGTATCAGATAAGATATTAAAAA-CTAGAAT-GGATGAAGAATTTCTTGGAATC-TTTTTATTTCACTGAGT-AAAAATT

-ATCTTTATCAAATACAA-TAACATTAGCTTATCGA-TTTGCAAATTATAGTCTCCATTAATCACCATTACTTCTTCTAC

CACAGTATTACTTGTTAT--ACCCATTTCCATTGTAGATTGTATTTCTTTTTTAAGGTAAGCGCACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Tcy 

GTGCCAACTGTACAGTTCATGATCATGTTCATTGTTTGGGTAAGTTATATGTTAAACAGATAATTT---------AGGGG

TTCTTCTAGACAAAAACAAA-TCTC-----AAATAC--TTTTTAT---TTATTTTGGGGGGG-----TGAGGCATTTGAG

GTTAAATAACTTGCCCAGAGTCACACAGCTAGTGAGTGTTAAGTGTCTGAATCCATATTTGAACTCATTTCCACTTGACT

CTGGGGCTGGTACTCTTATCTACTGCA-CTATCTACATGCCCCTC---TTATACTTTTTATAT---GGAATTTTAATTTT

AATTTTACTGTTCTA-TTAAATAACAA-TTTACTAATCTCATGTTTATGCCTTATGATAACAAAGGATTGAATTTTATCA

TGAACTACAT----AAAGTTTAAAAATGAGCT-GCTGCATTA-TTATAGGATTCCATATCACAGAGGCAG-----CTTTT

AG----TACATCTAGTATTTCAGGTACATTCAGCTTTTACAAAGTTGAA-TTATAAGTGTTATTATTTGTTTGTTTTATT

TGTATCAGACAAGACGTTAAAAA-GTAGAAT-GGATGAAGAATTTCTCAGGATC-TTTTTGTTTCACTGAGT-AAAAATT

CATCTTTATTAAATACAA-TAGCATTAGTTTATAGA-TTTGCAAATTATAGTATCCATTAATCACCATTAGTTCTTCTGC

CATAGTA----TTGTTAT--ACCCAT------------TTCCATTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Mla 

GTGCCAATTGTACAGTTCACGATCATATTCATTGCTTAGGTAAGTTATATTTTAAGCAGGTAATTT---------AGGAA

AGCTACTTAGCAAAAAAAAAAAATTT----AAAAAC--TTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GGAATTCTAATTTG

AAGTACATTGTCCTTTTATAACAATATTTTTACCAGCCTCATGTTTATG-CTTATGATAACAAAGGTCCTAATTTGATAA

TGAACTAAAT----AGATTCTGAAAATGAACT-ACTGTTTCA-CCATAGGGTTCCATATTACAGAGGTAGT---CGCTTT

CAG---CATATTTTGTTTTTTAGATATATTCAACTTTTT-----------------GTGTTA-TATTTGTTTACTTTATT

TGTATCTGACAGGATGTTAACA---TAGAAT-GGGT-AAGAATTTTTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATC

CATTTTTATTAAATAAAA-TGACATTGGTTTA-TGA-TTTGCAGATTATAGTGTCCATTAATCATCATTAACTCTCCTGC

CACAGTATTATTTGTTAT--ACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Iob 

GTGCCAACTGTACAGTTCATGATCATATTCATTGCTTAGGTAAGTTATATTTTAAGCACATAATTT---------AGAAA

AGCTATTAAGCAAAAAAAAT-TTTT-----AAAAAC--TTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------AGAATTTTAATTTG

AATTACATTGTCTTTTTATAATAATA--CTTAACAGCCTCATGTTTATG-CTTATGATAACAAAGGTCCTAAATTGATAA

TGAACTAAAT----GGATTCTGAAAATGAACT-ACTGTGTCA-ATATAGGGTTCCATTTTCCAGAGGTAGT---ACATTT

CAG---TATATCTTGTTTTTCAGATATATTCAACTTTTT-----------------GTGTTA-TATTTGTTTGCTTTATT

TGTATCTAACAAAATGTTAAAA---TAACTT-GGGTAAAGAATTTCTTGGGATCTTTTTTGTTTCACTGAGT-AAAAATC

CATTTTTACTAAATAAAA-TTACATTGGCTTACAGA-TTTGCAGATTATAATATCCATTAATCATTATTAACTCTCCTGC

CACAGTATTACTTGTTAT--ACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Ecl 

GTGCCAACTGTACAGTTCATGATCATATTCATTGCTTAGGTAAGTTATATTTTAGGCACATAATTT---------AGAAA

AGCTATTA-AGCAAAAAAAA-ATTT-----AAAAAC--TTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GGAATTTTAATTTG

AATTATATTGTCCTTTTATAATAA-TA-CTTACCAGCCTCATGTTTATG-GTTATGTTAACAAAAGTCCTAAATTGATAA

TGAACAAAAT----GGATTCTGAAAGTGAACT-ACTGTATCA-ATATAGGGTTCCATTTTACAGAGGTAGTAGTACCTTT

CAC---TATATATTGTTTTTCAGATACATTCAACTTTTT-----------------GTGTTA-TATTTGTTTACTTTATT

TGTATGTAACAAAATGTTAAAA---TAGATT-GGGTAAAGAATTTCTTGGAATCTTTTTTGTCTCACTGAGT-AAAAATC

CATTTTTACTAAATAAAA-TAACATTGGCTTACAGA-TTTGCAGATTATAATTTCCATTAATCA---TTAACTCTCCTGC

CATAGTGTTACTTGTTAT--ACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pbo 

GTGCCAACTGTACAGTTCATGATCATATTCATTGCTTAGGTAAGTTATATTTTAAGCACATAATTT---------AGAAA

AGCTATTAAGCAAAAAAAAA-TTTT-----AAAAAC--TTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------AGAATTTTAATTTG

AATTACATTGTCTTTTTATAATAATA--CTTAACAGCCTCATGTTTATG-CTTATGATAACAAAGGTCCTAAATTGATAA

TGAACTAAAT----GGATTCTGAAAATGAACT-ACTGTGTCA-ATATAGGGTTCCATTTTACAGAGGTAGT---ACATTT

CAG---TATATCTTGTTTTTCAGATATATTCAACTTTTT-----------------GTGTTA-TATTTGTTTACTTTATT

TGTATCTAACAAAATGTTAAAA---TAAATT-GGGTAAAGAATTTCTTGGGATCTTTTTTGTTTCACTGAGT-AAAAACC

CATTTTTACTAAATAAAA-TAACATTGGCCTACAGA-TTTGCAGATTATAATATCCATTAATCATTATTAACTCTCCTGC

CACAGTATTATTTGTTAT--ACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Nty 

GTGCCAATTGTACAGTTCATGATCATATTCATTGCTTGGGTAAGTTATATTTTAAGCAGATAATTT---------AGGGG

GGCTACTAAAC-AGAAAAAA-TTTC-----AAATACTTTTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GGATTTTTAATTTG

AATTATGCTGCCCCATTATAGTAACTG-TTTACTAGCCTCATGTTTATGCCTTATGAAAACAGCGGATCTAATCTGATAA

TGAACTAAAT----ATATTCTGAAAATAAGCTTGATGTGTCA-CTATAGAGTTCTATATTACAGAGGTAG-----CTTTT

GG----TATGTATAGTATTTCAGGTAC-------TTTTACAAAGTTGTA-------TTGTTA-CTGTTA--TA-TTTATT

TATGTCTGACAAGATGTTAAAAA--TAGAAT-GGGTGAAGAATTTCCTGGAATC-CTTTTGTTTCACTAAGT--AAAATC

CATTTTTACTAAATA------GCATTGGCTTATAGA-TGTACAGATTATAGTATCCATTAATCACCATTAACTCTCCTAC

CACAGTATTACTTGTTATATACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Pci 

GTGCCAATTGTACAGTTCATGATCACATTCATTGCTTGGGTAAGTTATATTTTAAGCAGATGATTTTGGGCAGGAGGGGG

AGCTGCTAAACAAAAAAAAAATTTC-----AAATACTTTTTGTAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GGAATTTTAATTTG

AATTATCTTGTCCCTTTATGGTAACTA-TTTACTAGCTTCATGTTTATGCCTTATGATAACAAAGGATCTAATTTGATAA

TGAACTAAAT----AGATTTGGAAAAGGACCT-GCTGCATCA-TTAGAGGGTTCCATGTTATAGAGGTAG-----CTTTT

TG----TGTATCTAGTTTTTCAGGTACATTAAACTTTTACAGAGTTGAA-TTGTTAGTGTTC-TATTTGTTTATTTTATT

TGGATCTGACAAGATGTTAAAA--GTAGAAA-GGGTGAAGAATT-CTTGGGATC-TTTTTATTTCACTGAGT-AAAAATA

TATTTTTACTAAGTAAAATATTCATTGGCTTGTAGA-TTTGTAGATTATAGTATCCATTTATCACCATTAACTCTTCTGT

CACAGTATTACTTCTTAT--ACCCATTTCCATTGTAGATTGTATTCCTTTTTTAAGGTAAACGCACCTTTCCTAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Tvu 

GTGCCAATTGTACAGTTCATGATCATATTCATTGCTTGGGTAAGTTAAATTTCAAGCAGATAATTT---------AGGGG

GGCTGCTAAACAAATAAAAA-TTTC-----AAATAC--TTTTTAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GTGG----AATTTT

AATTATACTGTCCCTTTATAGTAACTA-TTAATTAGCCTCATGTTTTTGCCTTATGATAACAAAGGATCTAATTTGATAA

TGAACTAAAT----AGATTCTGAAAATGAGCT-GCTGCATCA-TTAGAGGGTTCCATATTAGAGAGGTAG-----CTTTT

TG----TATATCTAGTTTTTCAGCTACATTCAACTTTTACAAAGTTGAA-TCGTTATTGT----ATTTATTTATTTTATT

TGTATCTGACAAGATGTTAAAA--GTAGAAT-GGGTGAAGAATTTCTTGGGATC-TTTTTGTTTCACTGAGT-AAAAATC

CATTTTTACTAAATAAAA-TAGCATTGGCTTGTAGA-TTTGCAGATTATAGTATCCATCAATCACCATTAACTCTTCTGC

CATAGTAT----TTTTAT--ACCCATTTCCATTGTAGATTGTGTTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Meu 

GTGCCAATTGTACAGTTCATGATCATATTCATTGCTTGGGTAAGTTATATTTTAAGCAGGTAATTT---------TGGGT

GC-TGCTAAACAAAAAAAAAAATTC-----AAATACTTTTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------AGAATTTTAATTTG

GATTGTACTGTCCCTTTATAGTAACTG-TTTACTAGCCTCATGCTTATGGCTTTTGATAACAAAGGATCTGATTTGATAA

TGAACTAAATAAATAGATTCTGAAAATGAGCT-GCTGCATCATTAAAAGTGTTCCACATTATAGAGGTAG-----CTTTT

TG----TATATCTAGTTTTTCAGGTACATTCAATTTTTATGAGGTTGAA-TTGTTAGTGTTC-TATTTGTTTATTTTCTT

TGTATCTGACAAGATGTTAAAA--GTAGACT-GGGTAAAGAATTTCATGGAATC-TTTTTATTTCACGGAGTGGAAAATC

TATTTTTACTAAAAAAAAGTAGCATTGACTTGTAGA-TCTACAGATCATAGTACCCATTAATCACCATTAACTCTTATGC

C-----------TGTTAT--ACCCATTTTCATTGT--ATTGTGTTCCTTTTTTAAGGTAAACGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACTGGAGGTTA

>Mdo 

GTGCCAATTGTACAGTTCATGATCATGTTCATTGCTTAGGTAAGTTGTATTTTAAACATATAATTT---------AGGGG

ATACGCTAAACAAAAAAGATTTTTTAA---AAATACTTTTTATAT-----------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------GGAATTTTCATTTG

AATTATACTGTCCCTTTATAATAACTA-TCTACTAGCCACAGGTTTATGCCTTATGATAACAAAGGGTCTTATTTGATAA

TGACCTGAAA----AGATTCTGAAAATGAGCT-GCTGCATTA-TTGTAGGCTTATATATTATTGAGGTAG-----CTTTT

TG---TTATGTCTCATATTTCAGATACA-TGAAATTCTACTTTTACAAA-GTGGCATT-----TGTTTGTTT----TATT

TGTGTCTGACAAGATTTTAAAAA--TAGAAT-GGGTACAGAATTTCCTAGGATCTTTTTTATTTCATTGAAT-CAAAATC

AATTTTTACAAAATAGAA-TTGCATTGGCTTCCAGA-CTTACAGGTTATATTATCCATTAATCACCATTAACTCTCCTGC

T-----------TGTTAT--ACCCATTTCCATTATAGAATGTGTTCCTTTTTTAAGGTAAGCGTACCTTTCCCAAAATGC

TGTACTGTAACTGGACCGGAGGTTA
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>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------GGGG--CAGCTAGGTGGCACA-GTGAATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCGG

CCTCAGACACTTGACACTTACTAGCTGTGTGACCTTGGGCAAGTCACTTAACCCCAATTGCCTTGCCTTCCCCCTCCAAA

AAAAA---------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------

>Sha 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCTCCC-AGGGGGCTTCTGCCC-TCGCTTGTG

CTCGGGGGG-----TTTCTGAGC-AGAGAAGGTGGTGAG------CTGATTTCCTAGAACCAGCCAGCCCTCTCCTCACC

GCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAGCA--------------------GGTAGC

GTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Dge 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTTGGGGGG-----TTTCTGAGA-AGAGAAGGTGGTGAG------CTGGTTTCCTAGA-----------------TCACC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACA----GAGGAGCAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAACGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAGCA--------------------GGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Pdo 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCGCTTGTG

CTTGGGGGGGGGGGTTTCTGAGC-AGAGAAGGCGGTGAG------CTGATTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCACCCTTTACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGTTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

TCTCAGACACTCAGCACTTAC----TGTGGCACTTTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAGCA--------------------GGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Pbi 

CAGCGCCTGGATCAATCGGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCGCCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCATCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTCTGGGGG-----TTTCTGAGC-AGAGAAGGTGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTTGG---GTCTGT-----CCCTACTTGCTTGTTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GGGGAGAAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGAGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GGTAGC

CTGCAGAGATCACTGGGGTCCTGCCTTTTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCGGGGCATGGCCTA

>Pap 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTACTCAGTAAGTGCTGGCACCTCAGAAATTTCACCG-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTCCAGGGG-----TTTCTGAGC-AGAGAAGGTGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATC----------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTGC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAGCA--------------------GGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Dro 

CAGTGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTAG

-AGGGGAAA----------------------------GTCTTACTCTAGGACCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTCCGGGGG-----TTTCTGAGC-AGAGAAGGTGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTT-----GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGGTGCA-ATGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTGC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAGCA--------------------GGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTGTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Pma 

CAGCGCCTGGATCAATCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCGCCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCATCC-AGGGGGCT-----------------

CTGGGGG-------TTTCTGAGC-AGAGAAGGTGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCTTTCACATCTCTTGT---GTCTGT-----CCCTACTTGCTTGTTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GGGGAGAAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGAGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCAAANGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GGTAGC

CTGCAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCGGGACATGGCCTA

>Dcr 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGTACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCTC-TCACTTGTG

CTCCGGGGA-----TTTCTGAGC-AGAGAAGGAGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGTTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGGTGCA-ATGGAGAGAGCACGGCCCT-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAACACTTGC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTTGCAAAAGAAAACAGT

AGGGCAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGCGAAGCA--------------------GGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Dby 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCTC-TCACTTGTG

CTCCAGGGG-----TTTCTGAGC-AGAGAAGGAGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTAATTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ATTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----AAGGAGCAGCTAGATGGTGCA-ATGGAGAGAGCACGGCCCT-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTCTGGGCAAG---CCCAGCCCCAGCTGCCTTGCCCAAAGAAAAAGAA

ACAAGTAGGCAAA-CTGACAGACACAG---AGAGAT-AAAGCTAATGGGAATGG--------------GAAGCAGGTAGC

CTGGAGAGATCACTGGGGTCCTGCCTTCTTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Mle 

CAGCACCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCACCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTCCGGGGG-----TTTCTGAAC-AGAGAAGGTGGTGAG------CTGGTTTCCTAGAACCAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCAG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTAGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AACG----GAGGAGCAGCTAGATGGTGCA-GTGGAGAGAGCACGGCCCC-GGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTGC----TGTGGCACTCTGGGCAAG--CCCCAGCCC-AGCTGCCTTGCCCAAAGAAACAAGT

AGGCAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATGGGAAACA--------------------GGTAGC

CTGGAGAGATCACTGGGATCCTGCCTTCTTCAAGGGGCTACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Pta 

CAGCGCCTGGATCGACCACGTTCGCCGCCTGATCTCCTTGCTCAGTATGTGCTGGTGCCTCAAGAATTTCACCATGCTGG

-AGGGAAAA----------------------------ATCTTACTCTATCACCC-ATGGGGCTTCTGCCT-TCGCTTGTG

CTCACGGGG-----CTTCTGAGC-ATATAAGGTGATGAG------CTGGTTTCCTAGAACCAGCCATCCCTCTCCTCACC

CCAACATCCTTCACATCTCTATT---GTCTGA-----CCCTATTTGCTTGGTGGACTCCG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AATCTTTGGACGAAGCTGAGGCTTC---TGAGAACTGAATGATTACCGCT

TAAA---GGGGGAGCACCTACATGGTGCA-GTGGATAGAGCACGGCCCC-AGAGTC-CGGGGACCCCAGTG-AA-TCCAG

CCTCAAACACTCAGCACTTAC----TGTGGCACTTTGGGCAAG--CCCCACCCCCTGATGCCTTGACAAAAGATACTCGT

ATACTAACTGACA-AACACACATAGAT---AAAGCT-AATGGGAATTGCAAATA--------------------GG----

----ATAAATCACTGGGATCCTGCCTTCCTCATGGGGCCACTTTGCC---TATAATCCCCATGCTCTCGGCTGGAACAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Mlo 

CAGTGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGTGCCTCAGGAATTTCACCA-GCTGG

-AGGGAAAA----------------------------ATCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCACTTGTG

CTCAGGGGG-----TATCTGAGC-AGAGAAGGTGATGAG------CTGGTTTCCTAGAATCAGCCAGCCCTTTCCTCACC

CCAACATCCATCACATCTCTTTT---GTCTGT-----CCCTATTTGCTTGT-GGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AAAG----GGGGAGCAGCTAGATGGTGCA-GTGGATAGAGCAAGGCCCC-AGAGTC-CGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTTTGGGCAAG--CCCCAGCCCCAGATGCCTTGCCAAAAGAAACAAGT

AGAGAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GG----

----AGAAATCACTGGGGTCCTGCCTTCCTCAAGGGGCCACTTTGCC---TATAATCCTCAGGCTCTCGGCTAGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Ast 

CAGCGCCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGTGCCTCAGGCATTTCACCA-GCTGG

-AGGGAAAA----------------------------ATCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TCGCTTGTG

CTCAGGGGG-----TTTCTGAGC-AGAGAAGGTGATGAG------CTGGTTTTCTAGAACCAGCCAGCCCTCTCCTCACT

CCAACATCCTTCACATCTCTTTT---GTCTGT-----CCCTATTTGCTTGTTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AAAG----GGGAAGCAGCTAGATGGTGCA-GTGGATAGAGCACAGCCCC-AGAGTC-TGGGGACCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCACTTAC----TGTGGCACTTTGGGCAAG--CCCCAGCCCCAGATGCCTTGCCAAAAGAAACAAAT

AGACAAACTGACA-GACACAGAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GG----

----AGAGATCACTGGGGTCCTGCCTTCCTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Pgi 

CAGCACCTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCGCCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTACTCTAGCACTC-AGGGGGCTTCTGCTC-TTGCTTGTG

CTGGGGGGGGGGG-TTTCTGAGC-AGAAAAGGTGACAAGCTGAAGCTGGTTTCCTAGAACCAGC------------CATC

CCAGCATCCTTCACATCTCTTTT---GTCTGT-----CCCTACTTACTTATTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACGCATTGGAGGAAGCTGAAGCTTC---AGAAAACTGAATGATTAGAGCT

AATG----AGGGAGCAGCTAGATGGTGCA-GTGGATAGAGCATGTCCCC-AGAGTC-CTGGGATCCCAGTG-AA-TCCAG

CCTCAGACACTCAGCGCTTAC----TGTGGCACCCTGGGCAAG--CCCCAGCCCCAGCTGTCTCGCCAAAAGA---AAGT

AGACAGACAGACAAGAGAGACAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GGTAGC

CTGGAGAGACCACTGGAGTCCTGCCTTCCTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGTCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Sma 

CAGCGCCTGGATCAACCAGGTTCGGCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCGCCTCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GCCTTACTCTAGCACCC-AGGGGGCTTCTGCCC-TTGCTTATG

CTCAGGGGG-----TTTCTGAGC-AGAGAAGGTGACAAG------CTGGTTTCCTAGAACTAGCCAGCCCTCTCCTCACC

CCAGCATCCTTCACGTCTCTTTT---GTCTGT-----CCCTACTTGCTTGTTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACGCTTTGGAGGAAGCTGAGGCTTC---AGAGAACTGAATGATTAAAGCT

AA-------------------------CA-GGGGATAGAGCACGGCCCC-GGAGTCCGGGGGACCCCAATG-AA-TC---

---CAGACACTCAGCACTTAC----TGTGGCACCCTGGGCAAG---CCCAGCCCCAGCTGCCTCGCCAAAAGAAACAAGT

AGACAGACAGACAAGACAGACAGAGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GGTATC

CTGGAGAGACTATTGGGGTCCTGCCTTCCTCAAAGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Mfa 

CAGCGCTTGGATCAACCAGGTTCGCCGCCGGAGCTCCTTGCTCAGTAAGTGCTGGCGCCCCAGAAATTTCACCA-GCTGG

-AGGGAAAA----------------------------GTCTTTCTGTGGCACCCCAGGTGGCTTCTGCCCCTTCCTTGTG

CTTGGGGGA-----TTTATGACC-AGAGAAGGTGACAAG------CTGGTTTCCTAGAATTAATCAGACCTCTC-TCACC

CCTGCATCCTTCACTTTTTTTTTTTTGGCCGT-----CCCCAATTGGCTGGTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACCCTTTGGAAGAAGTTGAAACTTC---CAAAAACTGAATAATTAAAGCT

TAGG----GAAGAACCGCTTAATTGGGCAAGGGAATACGCCCCCACCCT-GGAATT-GGGGGACCTGAAGA-AATTCCAC

CTTAGGACCTTCAGCACTTAC----TGTGTGACCCTGGGCAAG--CCACAACTCCAATTGCCTTGCCAAAATAAACAAT-

AGATACATAGGCA-GAGAGAC--AGAT---AAAGCTAAATGGAAATGGGAAGCA--------------------GGTAGC

CTGGAGAGATCATTGGGGTCCCGCCTTCCTCAAGGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTACAGTGACCAGGACATGGCCTA

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNGAAGGTGACAAG------CTGGTTTCCTAGAACTAATCAGCCCTCCCCTCACC

ACAGCATCCTTCACATGTTTTT----GTCTGT-----CCCTACTTGCTTGTTGGAATCGG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGTTGAGACTTC---AGAGAACTGAATTATTAAAGCT

AATG----GGGGAGCAGCTACATGGTGCA-GTGGAGAGAACACCAGCCC-TGGTTC-GGGGGACCCCAGGA-AA-TCTAG

TCTCAGACATGCAACACTTAC----TGTGTGACCCTGGGCAAG--CCACAACCCCAGTTGCCTTGCCAAAATAA------

----------ACA-GATAGAC--AGAT---AAAGCT-AATGGGAATTGGAAGCA--------------------GGTAGC

CTGGAGAGATCATGGGGGTTCTGCCTTCCTC-ACGGGCCACTTTGCC---TATAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTTTATAGTGACCAGGACATGGCCTA

>Mla 

CAGCACATGGATTAACCAGGTTCGCCGTCGGAGTTCCTTGCTCAGTAAGTGCTGGGGTTTCAGAAATTCCACCA-GATGT

-TGGGGAAA--G------------------CTCCCAGGTCTTAATCTAGCATCT--------------------CTTGTG

TTTGTGGGA-----TTTCTGACCCCAGGAAGATGA------------------CTAGAACTAAAAAGCCTGCCCCTCATA

CCAGCATCCTTCACATTTTGTTA-TTGCCTGT--------CCG----ATGTTCGAATCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTC--TGAAAAAAGTTGAGGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGCT-GATGGGAATTGGAAGCA------------------GAGGGGCC

TGGGAGAGATCTTTGGGGTTCTGCCTTCACCAAGGGGCCACTTTTGT-----AACCCCTCAGGTTCTCGATTGGAAGAAG

GTCTTTACAGTGACCAGGACATGGCCTA

>Iob 

CAGCACATGGATCAACCAGGTTCGCCGTCGGAGTTCCTTGCTCAGTAAGTGCT-------CAGAAATTTCACCA-GATGT

CAGGGAAAAAAG------------------TCCCCAGGTCTTAATCTAGCACCT--------------------TTTGTT

TTTGTGGGA-----TGTCTGACCCCGGGAAGGTGA------------------CCCGAACTAAA-AGCTGGCTCCTCATC

CCAGCATCCTTCACATTTTATTG-CTGCCTGT--------AAG----ATGCTGGACTCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAAGAGGTTGAGGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGCT-AATGGGAATTGGAAGCA------------------GA-GGAGC

TCAGAGAGATCCTTAGGGTCCTACCTTCTTCAAGGGACCACTTTTAT-----TACCCCTCAGGCTCTCGGTTGGAAGAGG

GCCTCTACAGTGACCAGGACATGGCCTA

>Eru 

CAGCACATGGATCAACCAGGTTCGCCGTCGGAGTTCCTTGCTCAGTAAGTGCT-------CAGAAATTTCACCA-GATGT

CAGGAAAAAA-G------------------TCCCCAGGTCTTAATCTAGCACCT--------------------CTTGTG

TTTGTGGGA-----TTTCTGACCCTGGGAAGATGA------------------CCCGAACTAAA-AGCTGGCCCCTCATC

CCAGCATCCTTCACATTTTGTTG-CTGCCTGT--------CAG----ATGCTGGAATCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAAGAGGTTGAGGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGCT-AATGGGAATTGGAAGCA------------------GA-GGAGC

TTGGAGAGATCCTTAGGGTTCTACCTTCTTCAAGGGACCACTTTTAT-----TACCTCTCAGGCTCTCGGTTGGAAGAGG

GCCTCTACAGTGACCAGGACATGGCCTA

>Pbo 

CAGCACATGGATCAACCAGGTTCGCCGTCGGAGTTCCTTGCTCAGTAAGTGCT-------CAGAAATTTCACCA-GATGT

CAGGGAAAAAAG------------------TCCCCAGGTCTTAATCTAGCACCT--------------------CTTGTG

TTTGTGGGA-----TGTCTGACCCCGGGAAGATGA------------------CCCGAACTAAA-AGCTGGCTCCTCATC

CCAGCATCCTTCACATTTTGTTG-CTGCCTGT--------CAG----ATGCTGGAATCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAAGAGGTTGAGGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGCT-AATGGGAATTGGAAGTA------------------GA-GGAGC

TCGGAGAGATCCTTAGGGTCCTACCTTCTTCAAGGGACCACTTTTAT-----TACCCCTCAGGCTCTCGGTTGGAAGAGG

GCCTCTACAGTGACCAGGACATGGCCTA

>Nty 

CAGCGCATGGATCAACCAGGTTCGACGTCGGAGTTCCTTGCTCAGTAAGTGCTGGGGCTT---------CACCA-GCTGT

-AGGAAAAATCGGACCTCTCCTCTCCACCATCCTGA-GTCTTAATCTAGCACTCTGGGTGGCTTCCACCCCTTCCTTGTG

CTTGTAGGA-----TTTGTGACC-AGGGAAGACTACAAG------CTGGGTCCCTAGAACTCATCAGTTCTCCCCTCACC

CCAGCAGCCTTCATATTTTGTGG-TTGCCTGTTTAT-CTCTACTTGCATGTTGGAATCTC--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAGGTTGAGGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGAA-CTGAACAATTAAAGTTA---ATGGGAATTGGAAGCAGGGGACC

CAGAGAAGTTCACTGAGGTTATGCCTTCTTCAAGAGGTCACTTTGGCATTTATAATCCCCAGGCTCTCGGCTGGAAGAAA

GTCTCTACAGTGATCAGGACATGGCCTA

>Pci 

CAGTGCATGGATCAGCCAGGTTCGCCGCGGCAGTTCCTTGCTTAGTAAGTGCTGGGGCTT------------CA-GCTGT

-AGGGAAAAG-A------------------CCCCCCAGACTTAATCTAGTACTCCAGGTGGCTTCCACTCCTTTCTTGTG

CTTGTGGGA-----TTTCTGACC-AGGGAAGATGACAAG------CTGGTTTCCTAGAACTAGTCAGCCCTCCCCTCGCC

CCAGCATCCTTCACATTTTGTTG-TTGTTTGTCTAT-CCTTACTTGAAAGTTGGAATCTGGGGGCAGCTAGGTGGCGCAG

TGGATAGAGCACCAGCCCTGAAGTCAGGAGAACCCGAGTTCAAATCCGGCCTCAGACACATAACATTACTAGCTGTGTGA

CCCTGGGCAAATCATTTAATCCCAATTGCCTAACCCCTCCTGGGCAAGTCATTTAATCCCTATTGCCTAAACCACCACCC

CTCCCCCCCAAAAAAAAAAGTTGGAACCTGCCTCTTTGGAGGAGGTTGAAACTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAGAA--TGAACAATTAAAGCTA---ATGGGAACTGGAGGCGGGGCACC

TGGGGGAGATCATTGGGGTTCTACCTTCTTCAAGGGACCACTTTGCC---TACAATCCCCAGGCTCTCGGCTGGAAGAAA

GCCTCTACAGCGACCAGGACATGACTTA

>Tvu 

CAGCGCATGGATCAACCAGGTCCGCCGCCGGAGTTCCTTGCTCAGTAAGTGCTGGGGCTTCGGAAATTTCACCA-GATGT

-AGGGAAAAG-G------------------CCCCCAAGACTTAATCCAGCATCC-----------CACCCCTTCCCTGTG

CTTGTGGGA-----TCTCTGACC-ATGGAAGATGACGAG------CTGGTTCCCTAGAACTAATCAACCCACCCCTTGCC

CCAGCATCCTTCACATCTTGTTG-TTGCCTGTCTAT-CCCTACTTGAATGTTGGAATCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------ACTCTTTGGAGGAAGTTGAAGCTTC-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AGAAAA-TAGAACAATTCAAGCTA---ATGGGAATTGGAAGCAAGGGACC

TGGGGAAGATCACTGGGGTTCTGCCTTCTTTAAGAGGCCACTTTGCC---TATAATCTCCAGGCTCTCGGCTGGAAGAAA

GCCTCTACAGCGACCAGGACATGGCCTA

>Mdo 

CGGAGCGTGGATCAACCAGGTTCGCCGCCGGAGTTCCTTGCTGAGTAAGTGCTGCGGGTGGAGGACTGTCCCCA-GCTGT

-CGGAGGAAG-G------------------CCCTCCAGTCTTCATCTAGCACTGCAGCTGGTTTCCGCCTCTTCCTCTTC

CTTG-GGGC-----TCTCTGACC-AGGGAAG--------------CGGATTCGCCAGGACTACTCAGCCCTGCCCTCACC

CCAGCATCCTTTTCATCCTGCTG-TTGCCCGTCCAGCCCCCTCTTGCACGATGGAACCTG--------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------GCTATTTAGAGGAAGTTGAACCTTT-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------AAAGCT-AATGGGAATTGGAAGCC--------------------GGGACC

TGCGGGAGGTCATTGGGGTTCCGTCTTCCTCAGGGGGACACTTTCCT---TCTAATCCCCAGGCTCCCGGCTGGAAGACA

GCCTCTATAACGACCAGGAAATGGCCTA

Marker 11

>WALLSI1A 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------AGTCATCCTGATCTATATCTTGCCACTGGACCCAGATGGCTCTGGAGGAGAAAGTGAGGCTGGTGACTTT

GCACAGCCCTCCCTCACTTAAATCCAATTCACTTGCAAGTCA-TGKCATCACCTCCCTGATGTCAT-GGTCCTCTTTGAG

A-ACAAAGGACA---AACAACAA---------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------

>Sha 

GTAACTTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCTT-TTCTC

CCACCTTTTGAATTTATTTATTTTCAAAATGGTTGTTGAATAACTCAGTAAATTTGTT-CTCAAGATGGCTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCAGAATGGCTCTAGAGGGGAAAGTGAGGCAGGTAACCTT

GCACAGTCTTCCCTCACTTTAATCCAATTCACTTGCATGTCA-TGGTATCACCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ACAAAGGACA---AACAACAAA---ACAGCAACATACCCTTTGGTTCGCTGTCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGA--GTTTCATCAATAAATTCCAACAATGGTTACCTCACCTCCTCTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGGATAGATCTCATTTAAAACCCACAGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Dge 

GTAACATGTCTAAATTCCTGGAATATGAAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCCT-TTCTC

CCACCTTAT-AAGTGTG--ACCTG---------------------------ATTTTTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTTTTGATCTGTATCTTGCCACTGGACCCAGATGGCTCTAAAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ACAAAGGACA---AACAACAAA---ACAGCAACATACCTTTTGGTTCCCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CTCATTTCTCCTTTGCCTAATAATCTGTACA-

-----TGGGATAGATCTCATTTAAAACCCACAGTTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Pdo 

GTAACGTGTCTAAATTCCTAGAATTTGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGTCCTT-TTCTC

CCACCTTAT-AAGTGTG--ACCTT---------------------------ATTTTTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCCAGATGGCTCTAAAGGGGAAAGTGCGGCAGGTGACCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAAGTCCT-GGTCCTCTTGAAG

A-ACAAAGGACA---AACAACAAA---ACAGCAACATACCCTTTGGTTTGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCACCAATAAATTCCAACAATGGTTACCATACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----TGGGATAGAGCTCATTTAAAACCCACATTTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTACTAG

>Pbi 

GTAATGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAT-TAATTTTGTGATTTGCTCTT-TTCTC

CGACCTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTGAATAA

CTCATTA---AATTGTCTTGATCTGT------------------------------------AGTGAGGCAGGTGATCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTGCATGTCA-TGGCATCACCTCCCCGAGGTCCT-GGTCCTCTTGAAG

A-ACGAAGGACA---AACAACAAA---ACAGCAACATACCCTTTGGTTTGCCATCCAGTTTTGGATCAAGAATAATCAAG

TTCAAACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CCCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGAATAGATCTCATTTGAAACCCACAGCTCATTAATGTGAAACTCCCTTTTTTCTCTCTCCTGCTAG

>Pap 

GTAACGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCTT-TTCTC

CCACCTTAT-AAGTGTG--ACCTT---------------------------ATTTTTT-CTCAAAATGGTTGTTGAATAA

CTCAGTA---AATTGTTTTGATCTGTATCTTGCCACTGGACCCAGATGGCTCTAAAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTGCATATCA-TGGCATCACCTCCCTGAGGTCCTTGGTCCTCTTGAAG

A-ACAAAGGACA---AACAACAAC---ACAGCAATATACCCTTTGGTTCGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----TGGGATAGATCTCATTTAAAACCCACAGTTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Dro 

GTAACGTGTCTAAATTCCTGGAATATGCTGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCTT-TTCTC

CCACTTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTG-ATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTAGACCCAGATGGCTCTAAAGATGAAAGTGAGGCAGGTGACCTT

GCACAGTCATTCCTCACTTCAGTCCAATTCACTTGCATGTCA-TGCCATCATCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ATGAAGGACA---AACAATAAA---ACAGCAACATACCCTTTGGTTCGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCATCAATAAATTTTAACAATGGTTACCTCACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----TGGGATAGATCTCATTTAAAACCCACAGTTCATTAATGTGAAATTTCCTTTTTTCTCTCTCCTGCTAG

>Pma 

GTAATGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAT-TAATTTTGTTATTTGCCCTT-TTCTC

CCACCTTTT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATAGTTGTTGAATAA

CTCATTA---AATTGTCTTGATCTGT------------------------------------AGTGAGGCAGGTGATCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTACATGTCA-TGGCGTCACCTCCCCGAGGTCCT-GGTCCTCTTGAAG

A-ATGAAGGACA---AACAACAAA---ACAGCAACATACCCTTTGGTTCGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAAACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CCCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGAATAGATCTCATTTGAAACCCACAGCTCATTAATGTGAAACTCCCTTTTTTCTCTCTCCTGCTAG

>Dcr 

GTAATGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTATTATTTTTCCTT-TTCTC

CCACCTTAT---GTGTG--ACCTT---------------------------ATTTTTTTCTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCCAGATGGCTCTAAAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGTCCTCCCTCACCTCAGTCCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ATGAAGGACA---AACAACAAA---ACAGCAACATACCCTTTGGTTCGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCATCAATAAATTCCAACAATGGTTACCATACCT---CTCATTTCTCCTTTACCTAATAATTTGTACA-

-----CGGGATAGATCTCATTTAAAACCCACAGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Dby 

GTAATGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTATTATTTTCCCTT-TTCTC

CCACCTTAT-AAGTGTG--ATCTT---------------------------ATTTTTT-CTCAAGATGGTCGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCCAGATGGCTCTAAAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGTCCTCCCTCACCTCAGTCCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ATGAAGGACA---AACAACAAA---ATAGCAACATACCCTTTGGTTCGCCATCCAGTTTTGGATCAAGGATAGTCAAG

TTCAGACAGTTTCATCAATAAATTCCAACAATGGTTACCATACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CGGGATAGATCTCATTTAAAACCCACAGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Mle 

GTAACGTGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCTT-TTCTC

CCACCTTAT-AAGTGTG--ACCAT---------------------------ATTTTTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTTTTGATCTGTATCTTGCCACTGGACCCAGATGACTCTAAAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGTCCTCCCTCACTTCAGTCCAATTCACTTGCGTATCA-TGGCATCACCTCCCTGAGGTCCTTGGTCCTCTTGAAG

A-ACAAAGGACA---AACAACAAA---ACAGCAATATACCCTTTGGTTTGCCATCCAGTTTTGGATCAAGAATAGTCAAG

TTCAGACAGTTTCATCAATAAATTCCAACAATGGTTACCATACCT---CTCATTTCTCCTTTCCCTAATAATTTGTAGA-

-----TGGGATAGATCTCATTTAAAACCCACTGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Pta 

GTAACATGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTATTTGCCCTT-TTCTC

CCACCTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCCAGATGGCTATAAAGGGGAATGTGAGGCAGCTGACTTT

GTACAATCCTCCTTCACTTCAATCCAATTCACTTGCATGTCA-TGGCATCACATCCCTCAGGTCCT-GGTCCTCTTGAAG

A-ATGAAGGACA---AACAACAAA---ACAGCAGCATACCCTTTGGTTCACCATCCAGTTTTGGATCAAAAATAGTCAAG

TTTAGACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGGATAGATCTCATTTAAAACCCATGGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Mlo 

GTAACATGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATTTTGTTTTTTGCCCTT-TTCTC

CCACCTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTACCACTGGACCCAGATGGCTATAAAGGGGAATGTGA---------CCTT

GCACAATCCTCCTTCACTTCAATCCAATTCACTTGCATGTCA-TGGCATCACATCCCTGAGGTCCT-GGTCCTCTTGACG

A-ATGAAGGACA---AGTAACAAA---ACAGCAGCATACCCTTTGGTTCACCATCCA----------------AGTCAAG

TTTAGACAGTTTCATCAATAAATTCCGACAATGGTTACCTCACCT---CTCATTTCTCCTCGCCCTAATAATTCGTACA-

-----CAGGATAGATCTCATTTAAAACCCACAGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Ast 

GTAACATGTCTAAATTCCTGGAATATGCAGTTAAGCACTGATGTTTAATTTAA-TAATGTTGTTATTTGCCCTTTTTCTC

CCACCTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AATTGTCTTGATCTGTATCTTGCCACTGGACCCAGATGGTTATAAAGGGGAATGTGAAGCAACTGACCTT

GCACAGTCCTCCTTCACTTCAATCCAATTCACTTGCATGTCA-TGGCATCACATCCCTGAGGTCCA-GGTCCCCTTGAAG

A-ATGAAGGACA---AACAACAAA---ACAGCAGCATACCCTTTGGTTCACCATCCAGTTTTGGATCAAGAATAGTCAAG

TTTAGACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGGATAGATCTCATTTAAAACCCATGGCTCATTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Pgi 

GTAACATGTCTAAATTCCTGGCATATGCAGTTAAGCACTGATGTTTAATTTAATTAATTTTGTTATTTGCCCTT-TTCGC

TCACCTTAT-GAGTGTG--ACTTT---------------------------ATTTCTT-CTCAAGATGGATGTTGAATAA

TTCAGTA---AGTTGTCTTGATCTGTATCTTGACACTGGACCCAGATGGCTCTGAAGGAGAAAGTGAGGCTGGTGACCTT

GCACAGTCCTCCCTCACTTCAATGCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTAAAA

AGACGAAGGACA---AACAACAAA---ACAGCAACATACCTTCTGGTTCACCATCCAGTATTGGATCAAGAATAGTCAAG

TTTAGACAGATTCATCAATAAATTTCAACAATGGTTATCTCATCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGGATAGATCTCATTTAAAACCCACAGCTCACTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Sma 

GTAACATGTCTAAATTCCTGGACTAGGAGGTTAAGCACTGATGTTTAATTTAA-TAATTTCGTTACTTGCCCTT-TTCGC

CCACCTTAT-GAGTGTG--ACCTT---------------------------ATTTCTT-CTCAAGATGGTTGTTGAATAA

CTCAGTA---AGTTGTCTTGATCTGTATCTTGCCACTGGACCCAAATGGCTCTGGAGAGGAAAGTGAGGCAGGTAACCTT

GCACAGTCCTCCCTCACTGCAATCCAATTCACTTGCATGTCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTAAAA

A-ATGAAGGACA---AACAACAAA---ACAGCAACGTACCTTTTGGTTCACCATCTACTATTGGATCAAGAATAGTCAAG

TTTAAACAGTTTCATCAATAAATTCCAACAATGGTTACCTCACCT---CTCATTTCTCATTTCCCTAATAATTTGTACA-

-----CAGATTAGATCTCATTTAAAACCCATAGCTCACTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Mfa 

GTAACATGTCTAAATTCCTAGAATATACAGTTAGGCACTGATGTATAATTCAA-TAATTTTGTTATTTGCCCCT-TTCTC

CCACCTTAT-GAATGTG--ACCTT---------------------------ATTTCTT-CTCAAGCTAGTTGTTGAATAA

CTC-GTA---AATCATCTTGATATGTATCTTGTCACTGGACTCAGATGGCTCTTGAGGGGAAAGTGAGGCAGGTGACCTT

GCAAAGCCCTCCCTTGCTTCAGTCCAATTCGCTTGCATATCA-TGGCATCACCTCCCTGAGGTCCT-GGTCCTCTTGAAG

A-ACAAAGGACAAGCAACAACAAA---ACAGCAACTTACCCTTTGGTTCATCATCAAGCGTTAGACCAAGAACAGTCAAG

TCTAGACAGTTTCATCAATAAATTCCAACAAGGGTTGCCTCACCT---CTCATTTCTCCTTTCCCTAATAATTTGTACA-

-----CAGGATAGATCTCATTTAAAACCCACAGCTCACTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Tcy 

GTAACATGTCTAAA-TCCTGGCATATGCAGTTAGGCACTGATGTTTAATTCAA-TAATTTTGTTATTTGCCCCT-TTCTC

TCACCTTCT-GAGTATG--ACCTT---------------------------ATTTCTT-CTCAAGAGGGTTGTTGAATAA

CTCAGTA---AGTTATCTTGATCTGTATTTTGCCACTGGACCCAGATGGCTCTGGAGGGGAAAGTGAGGCAGGTGACCTT

GCACAGCCGTCCCTCACTTCAATCCAATTCACTTGCATGTCACTTGCATCACCTCCCTGAGGTCCT-GGCCCTCTTGAAG

A-ACGAAGGACA---AACAACA--------------TACCCTTTGGTTCACCATCAAATATTGGACCAAGAACAGCCAAA

TTTAGACAGTTTTATCAATAAATTCCAACAAGGGTTGCTTCACCT---CTCATTTCTCCTTTTCCTAATAATTTGTACA-

-----CAGGATAGAT-TCATTTAAAACCCACAGCTCACTAATGTGAAACTTCCTTTTTTCTCTCTCCTGCTAG

>Mla 

GTAACATGTCAAGATTCTTGGAATAGTCAGT---G--TGTTTATTTAATTCAA-TAGTGTTGTTATTTGCCCCC-TTCTC

CTACCTTATCAAGTCTGTCACTTT---------------------------ATTTCTT-CTCAAAATGATTGTTGAATGA

CTCAGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TAACTGCCATGCCCTTTGGTTCATTATTAAGTGTTGTACTAAGGACAGTCAAG

TTTAGACAGTTTCATCAATAAATTTTGACAGGGATTCCCTG-------CTC-TCTCTCTTTTCCCTAATAATTTGT-CAA

GGGTGCAGGGTAGGTCTCAGTTAAAATCCACAGCT--CTAATAGAAAACTTCCCTTTCTATATCTTCTGTCAG

>Iob 

GTAACATGTCAAGATTCTTGGAATATTCAGTTAGGCATGGGTGTTAAATTCAA-TAATTTTCTTATTTGCCCCC-TTCTC

CTACCTTATCAAGTCTGTCACTGT---------------------------ATTTCTT-CTGAAAATGGTTTTTGAATGA

CTCAGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TAACTGCCGTGCCCTTTGGTTCATCATCAGGTGTTGTACTAAGGATGGCCAAG

TTTAGATAGTTTCATCAATAAATTTTGACAAGGATTGCCTA-------CTC-TTTTTCTTTTCCCTAATAATATGA-CAC

AGGTACAGGGTAGGTCTGAGTTAAAATGCACAGCT--CTAATAGGAAACTTCCCTCTTTCTATCTCCTGTCAG

>Eru 

GTAACATGTCAAGATTCTTGGAATATTCAGTTAGGCATGAGTGTTAAATTCAA-TAATTTTCTTATTTGCCCCC-TTCTC

CTACCTTATCAAGTCTGTCACTGT---------------------------ATTT-TT-CTCAAAATGGTTGTTGAATGA

CTCAGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TAACTGCCATGCCCTTTGGTTCATCATCAGGTGTTGTACTAAGGACATTCAAG

TTTAGACAGTTTGATCAATAAATTTTGACAAGGATTGCCTA-------CTC-TTTTTCTTTTCCCTAATAATTTGA-CAA

GGTTACAGGGTAGGTCTCAGTTAAAATCCACAGCT--CTAATAGGAAACTTCCCTTTTTCTATCTCCTGTCAG

>Pbo 

GTAACATGTCAAGATTCTTGGAATATTCAGTTAGGCATGGGTGTTAAATTCAA-TAATTTTCTTATTTGCCCCC-TTCTT

CTACCTTATCAAGTCTGTCACTGT---------------------------ATTTCTT-CTGAAAATGGTTTTTGAATGA

CTCGGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TAACTGCCATGCCCTTTGGTTCATCATCAGGTGTTGTACTAAGGATGGTCAAG

TTTAGATAGTTTCATCAATAAATTTTGACAAGGATTGCCTA-------CTC-TTTTTCTTTTCCCTAATAATATGA-CAC

AGGTACAGGGTAGGTCTGAGTTAAAATGCACAGCT--CTAATAGGAAACTTCCCTTTTTCTATCTCCTGTCAG

>Nty 

GTAATATGTCCAAATCATTGGACTATGCAGTTAGATATGGGTGTTTAATTTTA-AAATTTTGTTATTTGCCCCCCTCCTT

CTACCTT--------------------------------------------ATTTCTT-CTCAAGATGGTTGTTCAATGA

CTCAATA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TACCTACGATGCCCTTTGATTAACCAACAGGATTTGTACTAAGGATGGCCAAA

TTTAGTCAGTTTTATAAATAAATTCTAACAAGGGTTTCCTAGCCT---CTCATTTCTCTTTCCCATAATAATTTGT-CAG

GGACACAGGGTAGGTCTCAGTTAAAACCCACAGTTCACTAATGTGAAATTTTCCTTTCTCTATCTCCTGCCAG

>Pci 

GTAACATGTCCAAATGCCTGGAATATGCAGTTAGGTGGGGGTGTTTAATTCAG-CAGTTTTGTTATTTGCCTCC-TCCTC

CCACCTTATTATGGGTGTCACCTT----------------------------CTTCTT-CTCAAGATGGTTGTTGAATGA

TTCAGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TACCTGCCATCCCCTTTGGTTCACCATTGGATGTTATACCAAGGACAGTCAAG

TTTAGGCAGTTTCATCAATAAATTCTGACAAGGGCTGCCTGGCCT---CTCATTTATCTTTTCCCTAATTATTTGT-CAA

GAGCACAGGGTAGGTGTCGGTTAAAACCCACAGCTCACTAATGTGAAACTTCCCTTTCTCTATCTCCTGCCAG

>Tvu 

GTAAC--GTCCAAATTCTTGGAATATGAAGTTAGGCATGGGTGTTTAATTCAA-TAGTTTTGTTGTTTGCCCC--TCCTC

CCACTTTATTATGGATGTTGCCTT---------------------------ATTTCTT-CTCAAGAGGGTTGTTGAATGG

CTCAGTG-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TACCTGCCATGCCTGTTGGTTTACCATCAGGTGTTGTACCAAGGGCAGTCAAT

TTTAGACAGTTTCATCAATAAATTTCGACAAGAGTTGCCTAGCCT---CTCATTTCTCTTTTCCCTAATAATTTGT-CAA

GGGCACAGAGTAGGTCTCAGTTAAAACCCATGGCTCACTAAGGTGAAACTTTCTTTTCTCTATCTCCTGCCAG

>Meu 

GTAATGTGTCCAAATTCTTGCAATATACAGTTAGGCATGGGTGTTTAATTCAA-TAGTTTTGTTTTTTGCCCCA-TACTC

CCACCTTATTGTGTATGTCACCTT---------------------------ATTTCTT-CTCAAGACAGTTGTTGAATGA

CTCAGTA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TATCTATCATGCCCTTTGGTTCACCATCAGGTGTTGTAACAAGGACAATCAAG

TTTAGACAGTTTTATCAGTAAAATCTGATAAGGGTTGCCTAGTTT---CTCATTTCTCTTTTCTCTAATAATTTGC-TAA

GGGAACAGGGTAGGTCTCAGTTAAAACCTGCAGCTTGCTAATGCGAAACTTCCTTTTCTCTGTCTCCTGCCAG

>Mdo 

GTAATATGTCTACATTCC---------CAGTT----------GTCTAATCCAG-TAGTTTTATTATTTGTCCCT-TTCTC

CCACCCTTT-TTAGA-GTTACCTT---------------------------ATCT-------ATGTCAGCTGTTGAAGAA

CTCCATAT------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------TACTTAGCATGTCCTTCGGTTAACCATCAAGTATTGTT-CAAGGACAGTCAAG

GTTGGACAGTTTCATCAATAAATCCTGACAAGGGTTGTCTAAACT---CTCACTTCTATTTTTTCCATTAATTTGT-CAA

GAGCATAGGGGAGAT-TCAGTTAAAATCCACATCTTACTAATGTGAAACTTCCTTCTTTCTGTCTTCTGCCAG
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>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------GAGGGGCA-GCTAGGTGGTGCAGTGGATAGAGCACCAGCCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TCCAGCCTCAGACACTTA-------CTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAA

AAA-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------

>Sha 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTTCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-GCAGCTGCCTCCATTTCTCTCCCTTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATTATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAATTTTACTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGGACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTACTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---AGAGTTTTT--------AGAGTAAC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTTAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAGTTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAGTGCCATAGATAGAGTACCAGTCC-TGGAGTCAGGA--GT-ACC-TGAGTTCAAA

TCTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTACCTCATAAAAGAAAA

AGAAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGCCC-----TACCCAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGGGATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Dge 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTTCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-GCAGCTGCCTCCATTTCTCTCCCCTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATTATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAATTTTCCTGGTGACAGAGTGAGTA-CCCATTAGAAATGTGCAG--

---------AGAAAAGGGAGTGACATCTGCCTTCAAGGACTAGAAGGATCTTGTGAAAAATGA-TCTGTTCTACTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---AGAGTTTTT--------AGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTCAGGATCTTATAGAGGAACATCCTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGGCTCCTTTAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCATATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAAG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GTTAGACAGTGCCATAGATAG-GTCC---TCC-TGACTCCAGGACTGGTACTCTGAGTTTAAA

TGTGACCCCAGACACTTAACATTTCCTAGCTGTGTGATCCTGGGCCAGTCACTTAACTACAATTACCTCATAAAAGAAAA

AGAAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGCCC-----TACCCAGGCAAGGGAGTGGCAGAGTGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Pdo 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGATACTT-CCAGCTGCCTCCATTTCTCTCCCCTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATTATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAATTTTCCTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGGACTTAAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---AGAGTTTTT--------AGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG----TTTTTTTTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAAGTCAGCAGG----TCATCTAGTGATCCA

TAGGA---CTGGAACA-GCTAGACAGTGCCATAGATAAAGTGCCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TATGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCTTGGGCAAGTCACTTAACCACAATTGCCTTATAAAAGAAAA

AGAAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGCCC-----TACCCAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pbi 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCTCCATTTCTCTCCCCTGTAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAGTTTTCCTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGATATCTGGCTTCAAGGACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCAATGAATTGATTTT-AAAAGAA------GAATAATA--------------------TTTCAACTGT

TT--AGAGTTTTT--------AGAATAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAGCATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTT----TTCTACTT

G-TCCACGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAATTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAGTGCCATAGATAGAGTACCAGTTC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TTTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAG----

---------AAATCC---ATGGGGACAGTGGAAAAGAAGGTCC-----TACCCAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Pap  

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCTCCATTCCTCTCCCCTATAGGGCAATGTGGTCT

ACAATCTTCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCTCCTTGAGTTTTCCTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGAACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGAGAGATCATTGAATTGATTTT-AAAAGAA------AAATAATA--------------------TTTCAACTGT

T---------TTT--------AGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCTCTGACCTGCAAAAGTCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTTAAATTATTCCCTTAGTTTCTGTGTCTTACTGAGTTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAATGCCATAGATAAAGCACCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TCTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAA----

---AAAAAGAAATCC---ATGGG-ACAGTGGAAAAAGAGATCC-----TACCCAGGCCAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCCCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Dro 

GCGAAGAACTTTTTCCATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCATCCCGGGAAGGGTGAAAGGAGAGTGTG---

-------------------CATGTCTAACAGGTACTT-CCAGCTGCCTCCATTTCTCTCCCCTGTAGGGCAATGTATTCT

ACAATCTCCTTCCCGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AAGTTTGTGTCTTGTTCCTCCAAGCATCTCCTTGAGTTTTCCTGGTGACAGAGAGAGTA-CCCCTTAGGAAAGTACAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGAACTTGAAGGATCTTGTGAAAAA-------GTTTTGCTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACT--

-------GTTTTT--------AGAGTAGT---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGGCCATTTATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAATGCCATAGATAGAGTACCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TCTGACCCCAGACACTTAACACTTCCTAGTTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAG----

--AAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGTCC-----TACCTAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGCGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTATGCCAGAGGT

>Pma 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCTCCATTTCTCTCCCCTGTAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAGTTTTCCTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGATATCTGGCTTCAAGGACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCAATGAATTGATTTT-AAAAGAA------AAATAATA--------------------TTTCAACTGT

TT--AGAGTTTTT--------AGAATAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAGCATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCCACTGAATTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAGTGCCATAGATAGAGTACCAGTTC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TTTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAG----

---------AAATCC---ATGGGGACAGTGGAAAAGAAGGTCC-----TACCCCAGGCAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Dcr 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTGGGACAGGTACTT-CCAGCTGCCTCCATTTCTCTCCCCTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCTCCTTG-------------------TGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGAACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---------TTT--------AGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGAAACATCTTTCCC-TTCTCTGACCTGCAAAAATCT--TTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAC-------TTTGTTTTTCCTTTTAAAATTATTCCCTTAGTTTCGGTGTCCTACGGAGTTAC

AGCTTGATCAAATTGCTGTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACAGTGCCATAGATAGAGTACCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TATGACTCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAG----

--AAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGTCC-----TACCCAGGCAAAGGAGTGGCAAAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTATATCACCAAGGACAAGCAGACAGAAAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Dby 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CGACCTGCCTCCATTTCTCTCCCCTATAGGGCAATGTAGTCT

GCAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCTCCTTGAGTTTTCCTAGTGACAGAGTGAGTA-CCCATTACGAATGTGCAA--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGAACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCCACTGT

T---------TTT--------AGAGCAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTACTAGGGATCTTATAAAGGAACATCTTTCCCCTTCTCTGACCTGCAAAAATCT--TTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATTTCTAGGTAGGCAAAGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCAAGCTAGACAGTGCCATAGATAGAGTACCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TTTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTACAATTGCCTCATAAAAGAAAA

AGAAAAAAGAAATCC---ATGGG-ACAGTAGAAAAGAAGGTCC-----TACCCAGGCAAGGGAGTGGCAAAATGTAATGT

AAGAGTAGGAGAGGATAGA-CCCTAGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Mle 

GCGAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGTCCACCCAGAAAAGGCTGGAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCTCCATTTCTCTCCCCTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTCNACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCTTCTCCTTGAGTTTTCCTGGTGACAGAGTGAGTA-CCCATTAGGAATGTGCAG--

---------AGAAAGGGGAGTGACATCTGGCTTCAAGAACTTGAAGGATCTTGTGGAAAATGA-TCTGTTCTGCTTGGTC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACT--

-------GTTTTT--------AGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCTCTGACCTGCAAAAATCTATTTATTTTTCTACTT

G-TCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTATTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGCTCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAAGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGCAGCA-GCTAGACAGTGCCATAGATAGAGTACCAGTCC-TGGAGTCAGGA--GG-ACC-TGAGTTCAAA

TCTGACCCCAGACACTTAACACTTCCTAGCTGTGTGATCCTGGGCAAGTCACTTAACTCCAATTGCCTCATAAAAG----

--AAAAAAGAAATCC---ATGGG-ACAGTGGAAAAGAAGGTCC-----TACCCAGGCAAGGAAGTGGCAGAATATAATGT

AAGAGTAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-ATCACAATTCTACTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTATGCCAGAGGT

>Pta 

GCAAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTAAGAGAACGAGCTCATCCGGGAAAGGCTGAAAGAAGAATGTA---

-------------------CATATCTGACAGGTACTT-CCAGCTGCCTCTATTTCTCTCCCCTACAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATAATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAGTTTTCCTGGTGACAGAGTGGGTA-CCCACCAGGAATATGCAG--

---------AGAAAAGAGAATGACATCAGGCTTCAAGGACTTGAAAGATCTTGTGGAAAATGA-TCTGTTCTGCTTGATC

CAGA-GGACAGGTCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---AGAGTTTTT--------AGAGTAAC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ATTTGCTAGGGATCTTATAGAAGAACATCTTTCCC-TTCCCTGACCTGCAAAAATCTATTTCTTTTTCTACCT

GGTCCATGTGCCTCCTTCAA-------TTTGTTTTTCATTTTAAAATTGTTCCCTTGGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGTTCTTTGAGATTGCATTANAATCTCTAGGTAGGCAACATCAGCAAG----TCATTTAATAATCCA

TAGGA---CTGGAGAAGGGGAGACAGTGCCATAGATAGAGTAACAGTCC-TGGAGTCAGGA--GG-ACT-TGAGTTCAAA

TCGGGCCCCACACACT-AACACTCCCTAGCTGTGTGACCTGGGACAAGTCACTTAACCACAACTGCCTCATAAAAGAAAA

AGAAAAAAGAAATAC---ATGGG-ACAGTGGAAAAGAAGGTCC-----TACCCAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAGTAGGAGAGGATAAA-TCCTGGTGGTTAAG-ATTATTAATGAGGGA-GTCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mlo 

GCAAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGCCCATCTGGGAAAGGCTGAAAGGAGAATGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCTCTATTTCTCTCCCCTGCAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAGTTTTCCTGGTGACAGAGTGGGTA-CCCACCAGGAATATGCAG--

---------AGAAAAGGGAATGACATCAGGCTTCAAGGACTTGAAGGATCTTGTGAAAAAAGA-TCTGTTCTGCTTGATC

CAGA-GGACAGGCCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAATTGT

T---AGAGTTTTT--------AGAGTAAC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAATATCTTTCCC-TTCCCTGACCTGCAAAAATCTATT-CTTTTTCTACCT

GGTCCATGTGCCTCCTTCAG-------TTTGTTTTTCATTTTAAAATTGTTCCTTTGGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGTTCTTTGAGATTGCATTAAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCAGTGGAGACAGTACCATAGATAGAGTAACAGCCC-TGGAGTCAGGA--GG-ACT-TGAGTTCAAA

TCCAGCCCCAGACACTTAACACTTCCTAGCTGTGTGACCCTGGACAAGTCACTTAACCACAATTGCCTCATAAAAGAAAA

AGAGAAAAGAAATAC---ATGGG-ACAGTGGAAAAGAAGGTCC-----TACCCAGGCAAGGGAGTGGCAGAATGTAATGT

AAGAATAGGAGAGGATAGA-TCCTGGTGGTTAGA-ATTATTAATGAAGGA-GTCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Ast 

GCAAAGAACTTTTTCAATGAGCTTGCTGGAAAGGTGAGAGAATGAGCCCATCCGGGAAAGGCTGAAAGAAGAATGTG---

-------------------CATGTCTGACAAGTACTT-CCAGCTGCCTCTGTTTCTCTCCCCTACAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGAGTGGAGTGGAGGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGTCCTGGTCCACAAAGCATCCCCTTGAGTTTTCCTGGTGACAGAGTGGGTA-CCCACCAGGAATATGCAG--

---------AGAAAAGGGAATGACATCAGGCTTCAAAGACTTGAAGGATCTTGTGAAAAATGA-TCTGTTCTGCTTGATC

CAGA-GGACAGATCATTGAATTGATTTT-AAAAGAA------AAATAACA--------------------TTTCAACTGT

T---AGAGTATTT--------AGAGTAAC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTATAGAGGAACATCTTTCCC-TTCCCTGACCTGCAAAAATCTATTTCTTTTTCTACCT

GGTCCATGTGCCTCCTTCAG-------TTTGTTTTTCATT--AAAATTGTTCCCTTAGTTTCTGTGTCCTACTGAGTTAC

AGCTTGATCAAATTGGTCTTTGAGATTGCATTAAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCAGTGGAGACAGTGCGATAAATAGAGTAACAGTCC-TGGAGTCAGGA--GG-ACT-TGAGTTCAAA

TCCGGCCCCAGACACTTAACACTGCCTAGCTGTGTGACCCTGGACAAGTCACTTAACCACAATTGCCTCATAAAAGAAAA

AGAAAAAAGAAATAC---ATGGG-ACGGTGGAAAAGAAGGTCC-----TACCCAGGCAAGGGAGTGGCAGAAGGTAATGT

AAGAGTAGGAGAGGATAGA-TCCTGGTGGTTAGG-ATTATTAACGAGGGA-ATCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTATCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Sma 

GCGAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGAACGAGCCTACCCAGGGAAGGCTGAAAGGAGAGTGTG---

-------------------CATGTCTGACAGGTACTT-CCAGCTGCCT----TTCT--CCCCTACAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATGCTGAGT-----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TAC

AGCTTGATCAAAATTATCTTTGAGATTGCATTGAAATCTCTAAGTGGGCAAGGT-AGCAGG----TCATTTAGTAATCCA

TAGGA---CTGGAGCA-GCTAGACGGTGCTGTAGAATGAGCATCAGCCC-TAGAGTCAGGA--GG-GCC-TGAGTTCAAA

TGTGGCCTCAGACACTTAACACATCCTAGCTGCGTAACTCTGGGCAAGTCACTTAACCCCAATTGCCTCATAAAAG----

--AAAAAAGAAATCC---ATGGG-ACCTTGGAAAAGAAGGTCC-----TATTCAGGCAAGGGAGTGGCAGAATTTAATGT

AAGTATAGGAGAGGATAGA-CCCTGGTGGTTAGG-ATTATTAATGAGGGA-GTCACAATTCT---CTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mfa 

GCGAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGACAAGCACATCCAGAGAAGGCAGAAAGGAGAGTGTG---

-------------------CATGCCTGTCAGGTACCT-CCAGCTGCCTC--TTTCTCTCCCCTACAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCTTGTCTGATCCTGAGAGTGGAGTGGAAGAAGAGCCTTTTCACATCATCATG

AGGTTCGTGCCCTGGTCCATAAAGCATCCCCTTGAGCTTTTGTGGTAACAGAATGTGCA--------------GAGAACC

---------ATAAAGGGGAGTGACATCTGACTTCAAGGAATTAAAGGATCATGTGAAAAGTGA-TTTGTTCTCCTTAGCC

CAGA-GAATAGATCATTGAATTGATTTT-TAAAAAATAATAATAATAACA--------------------GTTCAACAGT

C---AGTAAGAGT----TTTTAGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTGTAGAGAACATCTTTCCC--TTCTCTGACCTGCAAAAATCTATTTCTTTTTCTACCT

GGTCCATGTGCTTCCTTCAG-------TTTGTTTTTCATTTTAAAATTGTTCCCTTCATTTCTGTATCCTCCTGAGATAC

AGGTTGATCAAAATGATCTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGGTCAGCAGG----TCATTTAGTAATCCA

TAGGA---TTGGAGCA-GCTAGATGGTGCTGTGGATAAAGCACCAGCCCTTGGAGACAGGA--GG-ACC-TGAGTTTAAA

TCTGGCATCAGACATTTAACACTTCTTAGCTATTTGACCCTGGGCAACTCACTTAACCCCAATTGCCTCACAAAAG----

-----AAAGAAATCC---ATGGG-ACTATGGAAAAGAAGATCC-----TGCCCAGGCAAGGGAGTAGCAGAATGTAATGT

AAGGGTAGGAGAGGATAGA-CCTTGATAGTTAGA-ATTATTTATGAGGGA-GTCACAATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

GCGAAGAACTTTTTCAATGAGCTCGCTGGCAAGGTGAGAGGGCGAGCCCACCCAGAGAAGGCTGAAAG-AGAGTGTG---

-------------------TATGTCTGTCAGGTACTT-CCAGCTGCCTCTGTTTCTCTCCCCTGTAGGGCAATGTAGTCT

ATAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATCCTGAGAGTGGAGTGGAGGAAGAGCCTTTCCACATCATCATG

AGGTTCGTGTCCCGGTCCACAAAGCATCCCCTTGAGCTTTCTTGGTGACAGAGTGAGCA-CCCACCAGGAATGTGCAG--

---AAAATAATAAAGGGGAGTGACATCTGGCTTTAAGGACTTGAAGGATCATGTGAAAAATGA-TTTGTTCTCCTTGGCT

CAGA-GGGCAGATTATTGAATTGATTTG-AAAAGAA------AAATAACA--------------------TTTCAATAGT

T---AGTAAGGGT----TTTTAGAGTAGC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATCTTGTAGAGAACATCTTTTCC--TTCTCTGACCTGCAAAAATCTATTTCTTTTTCTACCT

GGTCCATGTGCCTCCTTCAT------TTTGTTTTTTCATTTTAAAATTGTTCCCTTGGTTTCTGTATCCTGCTGGGATAC

AGGTTGATCAAAATTATTTTTGAGATTGCATTGAAATCTCTAGGTAGGCAAGG------------TCATTTAATAATCCA

TAGAA---CTGAAGCA-GCTAGTTGGCGCAGTGAATAGAGCACCAGCCG-T-GAGTCAGGA--GA-ACC-TGAGTTCAAA

TCCAGCCTCAGACACCTAATACTTCCTAGCTGTGTGACCCTGGGCAAATCACTTAATCCCAATTGCCTCACAAAAG----

AAAAAAAATAAATAC---ATGGA-ATTGTGGAAAAGAAGATCC-----TACTCAGGCAAGGGAATGGCAGATTGTAATGT

AAGGGTAGGAGAGGATAGG-CCTTAGTGGTTAGG-ATTATTTATGGGGGA-GTCATCATTCTTCTCTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

GCGAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGGGGGTGAACCCATCCA-----------GAGGAAAGTGTGTTG

GACTGGGGGTA--CA----CATGCCA-TCAGGTTCTT-CCAGCTGCCT--GTTTGCCTTTCCTGCAGGGCAATGTAGTCT

ACAATCTCCTTCCTGATATTATAAGTCGTCTATCTGATCCTGAAAGTGGAGTGGAGGAGGAACCTTTCCATACCATCATG

AGGTGCTTGCCCTGGGCCAC-AAGCCTCCCCTTGGGCTTTCCCTATGACATGATAGGGACCCCTCTAGGAA-------CT

TGGAGAAGAGTGAAAGGCAGTAGGATCTGTCTTCAAGTACTTGAAAGATCATGTGGAAGATA----ACTTCTCTTTGGTC

CAGG-AGGCAGATCATTGGCTTGATTCT-GTCAACT----------CCTA---------------AGGGTTTTTAAAGAC

CTTCATGGAAGGTAGTATGCCAGAGTAGG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTTGGGTTGTTGTAGAGAATATCTTTT----CTCTCTGACCTCCAAAAGTCTAGTTCTTTTAA-AATT

G-TTCCCTTGGTTTCTGTAT-----------------------------------------------CCTGCTCAGATAC

AGGTTGGTAAAGATCACCTTCAAGATTCCATTGAAATCTCTAGATAAGAGAGATTAGAAAC-----AATT-AGAAATCTA

TAGAA---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTGGG-GGGGGGG-----ATCCCCC-----TAACCAGGCAAGGGAGCAA-------------

---------------------CTTGGTGGTCAGA-TTTATTTATGAAGGA-GTCACAATTCTTCTCTTCTTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Iob  

GCGAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGGTGAGCCCA---------------GAGGAGAGTGGGCTC

GATTTGGGGTA--CA----CATGCCA-TCAGGTGTACCCCAGCTATCTCTGTTTGTCTTTCCTGCAGGGCAACGTGGTCT

ACAATCTCCTTCCTGATATTATAAGTCGTCTATCTGATCCTGAAAGTGGAGTGGAGGAGGAACCTTTCCACACCATCATG

AGGTGCTTGCCCTGGGCCAC-AAGCCTCCCCTTGAGCTTTCCCTGTGACATGATGGGGATCCCTCTAGGAATGTGGAACC

TAGAGAAGTGTGAAGGGCAGTAGAATCTGTCTTCAAGTACTTGAAAGATCATGTGGAAGATG----ACTTCTCTTTGGTC

CAGG-AGGCAGATCATTGACTTGATTCT-AACAACT----------CCTG---------------AGGGTTTTTAAAGCC

CTTCATAGAAGGTAGAATGCCAAAGTAGG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATGTTGTAGAGAATATCTTTT----CTCTCTGACCTGTAAAAGTCTAGTTCTTTTTC-AGTT

G-TTCCCTTGGTTTCTGTAT-----------------------------------------------CCTGCTCAGATAC

AGGTTGATCAAGATCATCTTTCAGAATCCATTGAAA---CTAGATAAGAGA--TCAGAAGC-----AATTTAGAAATCTA

TAGGG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTA----GGGGGGAAAAGATCCCCC-----TAACTAGGCAAGAGAATGA-------------

---------------------CTTAGTGGTCAGA-TTTATTTATGAGGGA-CTCACAATTCTGGTCTTCTTCACAGACAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Eru 

GCGAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGGTGAGCCCA---------------GAGGAGAGTGGGTTT

GATTTGGGGTA--CA----CATGCCA-TCACGTTCTT-CCAGCTGCCTCTGAATGTCTTTCCTGCAGGGCAACGTGGTCT

ACAATCTCCTTCCTGATATTATAAGTCGTCTATCTGATCCTGAAAGTGGAGTGGAGGAGGAACCTTTCCACACCATCATG

AGGTGCTTGCCTTGGGCCAC-AAGCCTCCCCTTGAGCTTTCTCTGTGACATGATGGGGATCCCTCTAGGAATGTGGAACC

TAGAGAATGGTGAAGGGCAGTAGAATCTGTCTTCAAGTACTTGAAAGATCATGTGGAAGATG----ACTTTTCTTTGGTC

CAGG-AGGCAGATCATTGGCTTGATTCT------------------CCTA---------------AGGGTTTTTAAAGCC

CTTCATAGAAGGTAGAATGCCAAAGAAGG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ATTTGCTAGAGATGTTGTAGAGAATATCTTTT----CTCTCTGACCTGCAAAAGTCTAGTTCTTTTTC-GGTT

G-TTCCCTTGGTTTCTGTAT-----------------------------------------------CCTACTCAGATAC

AGGTTGATCAAGATCATCTTCAAGAATCCATTGAAA---CAAGATAAGAGA--TCAGAAGC-----AATT-AGAAATCTA

TAGGA---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTAGGG-GAAAAAAGAAC--CCCCC-----TAACCAGGCAAGAGAATGA-------------

---------------------CTTAATGGTCAGA-TTTATTTATTAGGGA-GTCACAATTCTTCTGTTCTTCACAGACAA

CTTCTGTCCTACATCACGAAGGACAAGCAAACGGAGAGTCTGGTGGAGAAGCTGTGCCAGAGGT

>Pbo 

GCAAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGGTGAGCCCA---------------GAGGAGAGTGGGCTC

GATTTGGGGTA--CA----CATGCCA-TCAGGTATACCCCAGCTACCTCTGTTTGTCTTTCCTGCAGGGCAACGTGGTCT

ACAATCTCCTTCCTGATATTATAAGTCGTCTATCTGATCCTGAAAGTGGAGTGGAGGAGGAACCTTTCCACACCATCATG

AGGTGCTTGCCCTGGGCCAT-AAGCCTCCCCTTGAGTTTTCCCTGTGACAAGATGGGGATCCCTCTAGGAATGTAGAACC

TAGAGATGGGTGAAGGGCGGTAGAATCTGTCTTCAAGTACTTGAAAGATCATGTGGAAGATG----ACTTCTCTTTGGTC

CAGG-AGGCAGATCATTGACTTGAGTCT-AACAACT----------CCTA---------------AGGGTTTTTAAAGCC

CTTCATAGAAGGTAGAATGCCAAAGTAGG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATGTTGTAGAGAATATCTTTT----CTCTCTGACCTGTAAAAGTCTAGTTCTTTTTC-AGTT

G-TTCCCTTGGTTTCTGTAT-----------------------------------------------CCTGCTCAGATAC

AGGTTGATCAAGATCATCTTCAAGAATCCATTGAAA---CTAGATAAGAGA--TCAGAAGC-----AATTTAGAAATCTA

TAGGG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTTGGGGGGGGGGGGAAGATTCCCC-----TAACCAGGCAAGAGAATAA-------------

---------------------CTTAGTGGTCAGA-TTTATTTTTGAGGGA-CTCGCAATTCTTCTCTTCTTCACAGACAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pci 

GCGAAGAATTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGGTGAGCCCACTCAGAGGAGGCCAAAAGGAGAGTGTGCCA

GACTAGAGGTGTGCATGTGCCTGTCAGTCACGTACTT-CCAGCTGCCTCTGTTTCTCTCCCCTACAGGGCAATGTAGTCT

ACAATCTGCTTCCTGACATTATAAGTCGCCTGTCTGATCCTGAAAGTGGAGTGGAAGAGGAATGTTTCCACACCATCATG

AGGTGCCTGCCCTGGGCCACAAAGCATCCCCTGGAACTTTTCCTGTGACATGGTGGCGACCCCACTAGGATTGTGCAGCC

TAGAGAAGAGTGAAGGGGATTGGGATCTGTCCTCAAGTCCTTGAAGGATCATGTGAAAGACG-GCTTGTTCTGTTTGGCC

CAGG-GGGCAAATCTTTGGCTTGATTTTTAAAAGAA-------AAGAGCATTCTAACAACTAGGGAGGGTTTTGAAAGAC

CTTTGTGCAAG------AGCTAGAGTAGT---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGTATGTTGTAGAGAACTTCTTTCTT--CTCTCTGACATACAAAACCCTGTTTCTTTTTCTACCT

AGACCATATGCCAGTTTGTT------------TTTCGTTTTTTAAATTGTTCCCTTGGTTTCTGTATCTTGCTCAGATAC

AGGTTGATCAAGATGATCTTTGAGATTCCATTAAAATCTCTAGATGGGAGAAGTCAGAAGG----TCAGTTAGAAATTCC

TAGGG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTGTGG----AAAAGAAGATCCCTT----CTACCCAAGCAAAGGAGTGGCAGAATATAATGT

AAGGGTGGGAAAGGA-TAGGCCTTGAT-------------------GGGA-GCCACAATTCTCTTCTCCCTCACAGGCAG

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTATGGTGGAGAAGCTGTGCCAGAGGT

>Tvu 

GCAAAGAACTTTTTCAACGAGCTTGCCGGCAAGGTGAGAGGGTGAGCCCACCCAGAGAAGGCCAGAAGGAGAGAGTGCCG

GACTAGGGGTATGCATGTGCAGGTCAGTCACATACTT-CCAGCTGCCTCTGTTTCTCTACCCTACAGGGCAACGTAGTCT

ACAATCTCCTTCCTGACATTATAAGTCGCCTGTCTGATCCCGAAAGTGGAGTGGAAGAGGAACCTTTCCACGTCATCATG

AGGTGCCTGCCCTGG-------AGC-TTTTCCTGTGAT-----ATGGTGGGG------ACCCCACTAGCAATGTGCAGCC

TAGAAAAGAATAAAGGGCAGTGGGATCTTTCTTCAAGTACTTGAAGGATCATTTGAAAGATGACTTTGTTCTCCTTGGCC

CAGGGGGGCACATCATTGGCTTGATTTT-AAAAGAA-------AATAGCATTCTAACAATTAGTGAGGATTTTTAAAGAC

CTTCGTGCAAA------TGCTAGAGTTAC---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCCAGGAATGTTGTAAAGAACATCTTTCC---CCCTCTGACCTGCAAAACCCTATTTATTTTTCTACTG

G-ACCATGTGCCTCCTTCATGTGCCAGTTTATTTTTCATTTTTAAATTGTTTCCTTGGTTTCTGTATCCTGTTCAGATAC

AGGTTGATGAATATGATCTTTGAGATTTTTTTGAAATCTCTAGATGGGAGAGGTCAGAAGG----TCAGTTAGAAATCCC

TAGGG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTGTGG----AAAAGAAGATCCTTC----CTACCCAGGCGAAGGAGTGGCAGAATACAGTGT

AAGGGTAGGAAAGGA-TGGGCTTTGGT-------------------GGGA-GTCACAATTCT---CTTCCTCACAGGCAA

CTTCTGTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Meu 

GCAAAGAACTTTTTCAATGAGCTTGCTGGCAAGGTGAGAGGATGAGCCCAGTCAGACGAGGCCAAAAGGAGAGTGTCCCA

CACTGAGGGTG--TTTGTGCAGGGCAATCAGGTGCTT-CCAG-TGCCTCTGTTTCTCTCCCCTATAGGGCAATGTAGTCT

ACAATCTCCTTCCTGACATTATCAGTCGCCTGTCTGATCCTGACAGTGGAGTGGAAGAGGAAGCTTTCCACACCATCATG

AGGTACCTGCCCTGG-------AGC-TCTCCCTGTAAC-----ATGGAGGGGG-----ACCCCACTAGCAATGTGCAGCT

TAGAGAAGAGAGAAGAGTGGTAGGATCTGTCTTCAAGTACTTGAAGGACTGTGTGAAAGATG---ATGCTGTCCCTGGCC

CAGG-GGGCAGATCACTGGCTTGATTTT-AAAAGAA-------AATAGCATTCTAACAACTAGTGAGGGTTTTTAAAGAC

CTGCAT-------------------GCAG---------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ACTTGCTAGGGATGTTACAGAGAACATCTTTCCC--CTCTCTGACCTGTAAAACCCTATTTCTTTTTCTACCT

GGATCATGTGCCAGCTTGTT-------------TTTCATTTTTAAATTGTTTACTTGGTTTCTGTATCCTGTTCAGATAC

AGACTGATCAAGATGATCTTTGACATTCCATTGGAATCTTTAGATGGGAGAGGTCAGAAGG----TCAGTTAGAAATCAC

TAGGG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CTTTGG----AAAAGAAGATCCCTCCCTCCTACCCAAGCAAAGGAGTGGCACAATACAGTGT

AAGGGTAGGAAAGGA-TAGGCCTTTGT-------------------GGGAAGCTACAATTCTCCTCTTCCTCACAGGCAA

CTTCTTTCCTACATCACCAAGGACAAGCAGACGGAGAGCCTGGTGGAGAAGCTGTGCCAGAGGT

>Mdo 

GCGAAGAACTTTTTCAATGAGCTGGCCGGCAAGGTGAGAGGGCGAGCCCTCCCAGGCGGGGGCGGAAAG-GAGTTTGCTG

GACTAGGGGTG----TGTGTCGGTCACCTAACTCTGT-C----TGCCTGTGTGCCTCTCCCC---AGGGGAATGTGGTCT

ACAACCTCCTTCCTGACATCATAAGCCGCCTGTCTGACCCTGAAAACGGGGTAGAGGAAGAACCTTTCCATACCATCATG

AGGTG-ATGCCCTGGGCCACAAAGCATTCCCCTGAGCTTGGGGGTGGAGGGGGGGGGCACCCTACTAGGCATGTATAGCC

-AGAGAATGATGGAGGAGAAGCTGATCTGTCTTCAAGTTCTCCAAGGAATAGATGAAAGATGAGTATGTCCTCCTTGGCC

CAGG-GGGCAGATTATTGGCTTGATTTT-AAAAGAA-------AATAACTTTCT---AAGTAGTAAGGGTTTTTAAAGAC

CTTCATAGAAA------TGCTAGA-GCAGGGGACAGCTAAGTGGCTCAGTGGATTGAGCCAGGCCTAAAGGCAAGAGGTC

CTGGATTCAAATGTGGCCTCAGACACTTCCTGGTATGTTACCCTGAGCAAGTCACTTAACCCCCATTGGCTAGCCCTTAC

TGCTCTTCTGCCTTGGAACTGATACTTAGTATTCTTAGACAGAAGGTAAGGGTTTTAAAAAGAAAAAGAAAGAAATGCTA

GAGTAACACTTGCTAGAGATGTTGCAGAGAATATCTTTTGC--CTCTCTGACCTACAGACATCTATCCCTTTTTCTCCCT

GGACCATGTGCCTCCTTCATATGTCTGTTTGTCTTTCATTTCTAAATTGTTCCCTTGGTTTCTGTGTCCTAGCTAG----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------GCAAGG----ATATGATGTGAAGCT-------------------------------------

AACGG-AGGCCAGGCCTTGGCCCTC---------------------GGGA-GCCACAACTCTTCTCTTCTCCACAGGCAA

CTTCTGTCCTACATCACCAAGGACAAGCAGACAGAGAGTCTGGTGGAAAAGCTGTGCCAGAGGT

Marker 14

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------TTTTTTTTGGAGGGGGAAGGCA-AGGCAATTGGGGTTAAGTGACTTGCCCAAGGTCACA

CA-GCTA-GTAAGTGTCAAGTGTC-TGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTCTATTCAC

TGTGCCACCTAGCTGCCCC-------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------

>Sha 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATTCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------ACATTTCTT--ATCTATAAGCTAGAAGT-CACAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAAAAA---CCTGAATAACA----CCCCTATTCCTGTC--CCTTAATTTTGCTCCTGTTACT

TG----TTTGACTTAGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAACTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTTTTT-CTGTGGCTAGCACTTA---TATG---GATACTA

AT-ATGGAAAGTGCTGGGTTAAGATCTGA---TTTAAGGCCTAT-GAAAT---AGACTGATTTGAGTTTTCCAA---CAA

GACAGTTTACCTTTT-------------TTCCCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCTTCTAACTCTAGGACCACTATTCTATCCAC

TTTCC---CTGGACAGTTCTCTTTTA---AATGATTAGAGGTA---TATAGGGTGA---TTTTGGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCATTATATACCAAGT-----CTTGACCCTCATTTTTCTCT-CTCCCTCGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Dge 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CACAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAGATAA---CCTGAATAACT----CCCCTATTCCTGTC--CTCTAATTTTGCTCCTGTTACT

TG----TTTGACTTAGCCATGACCTATTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTTTGGTGAGACTGAAGG--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---AATACTA

AT-ATGGAAAGTGCTGGGTTAAAATCTGA---TTTAAGGCCTAT-GAAAT---AGACTAATTTGAATTTTCCAA---CAA

GACAGTTTACCTTCC---CCTTCCCCTCCCCCCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCTCTTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTCTTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CGTTTG-AGCGCTTCATTATATACCAAGT-----CTTGACCCTCATTTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pdo 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CACAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGAATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACTTAGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTCATGGGC

AAAGACTTCAGATGGGTCTAGTGAGACTGAAGG--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAATGTTGGGTTAAGATCTGA---TTTAAGGCCTAT-GAAAT---AGACTGATATGAGTTTTCCAA---CAA

GACAGTTTACCTTTT-------------TTTTCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTAAGTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTCGGGTCCTCCTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTCTTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCGTTGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCATTATATACCAAGT-----CTTGACCCTCATTTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pbi 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTTCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAATATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGATTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGGGTTAAAATCTGA---TTTAAGGTCTAT-GAAAT---AGACTGACTTGAGTTTTCCAA---CAA

GACAGTTTACCTTTT--------------TTTCCCCCATGGAGGAGGCAGTCAAGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGCTTTGAACTCGGGTCCTCCTAAGTCTAGGACCACTATTCTATCCAC

TGATC---CAGGACAGTTCTTTTTTA---AATGATTAGAGGTA---TATTGGGTGA---TCTTTGGGGAA----------

GGGGTGGTTTTCTGT-CATTTG-AGCGTTTCATTATATACCAAGT-----CTTGACC-TCGCCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pap 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATTCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGG--TAGGGTTTTTTTCTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGGGTTAAGATCTGA---TTTAAGGCCTAT-AAAAT---AGACTGACTTGAGTTTTCCAA------

GACAGTTTACCTTTT-------------TTTTCCCCCATGGAGGAGGCAGTGAGGGTTAAGTGAATTGTCCAAGATCACA

TA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCTCCTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTATTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCTTTGGGGAAA---------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCATTATATACCAAGT-----CTTGACC-TCACCTTTCTCT-CTCCCTTGT

TTTCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Dro 

AAAACCTGTGGATTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTCCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTTGT--ACCTATAAGCTAGAAGT-CCCAGCCCCGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGG--TAGGGTTTTT--CTGTGGCTAGCAATTA---TATG---GATAATA

AT-ATGGAAAGTGCTGGGTTAAGATCTGA--------------------------------TTGAATTTTCCAA---CAA

GACAGTTTACCATTT---------------TTCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGGTCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCTCCTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTATTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCACTATATACCAAGT-----CTTGACCCTCACCTTTCTTT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pma 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTTCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAATATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGATTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGGGTTAAAATCTGA---TTTAAGGTCTAT-GAAAT---AGACTGACTTGAGTTTTCCAA---CAA

GACAGTTTACCTTTT--------------TTTCCCCCATGGAGGAGGCAGTCAAGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGCTTTGAACTCGGGTCCTCCTAACTCTAGGACCACTATTCTATCCAC

TGATC---CAGGACAGTTCTTTTTTA---AATGATTAGAGGTA---TATTGGGTGA---TCTTTGGGGAA----------

GGGGTGGTTTTCTGT-CATTTG-AGCGTTTCATTATATACCAAGT-----CTTGATC-TCGCCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Dcr 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGGATAACG----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACTTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGG--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGGGTTGAGATCTGA---TTTAAGGCCTAT-AAAAT---AGACTGACTTGAGTTTTCCAA---CAA

GATAGTTTACTTTTT-------------TTTTCCCCCATGGAGGAGGTAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCTCCTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTAATATTTTA---AATGACTAGAGGTA---TATAGGGTGA---TCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGTGCTTCATTATATACCAAGT-----CTTGACCCTCACCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Dby 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTATAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACTTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCTTGATGGGC

AAAGACACCAGATGGGTCTGGTGAGCCTGAAGG--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGAGTTGAGATTTGA---TTTAAGGCCTAT-AAAAT---AGACTGACTTGAGTTTTCCAA---CAA

GACAGTTTACTTTTT-----------TTTTTTCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTTCTCCTAACTCCAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTATTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCATTATATACCAAGT-----CTTGACCCTCACCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Mle 

AAAACCTGTGGACTTCAAGAAAATAAAGGTACG-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTGAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCTAAAAGCTAGAAGT-CCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAA---CCTGGATAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCTTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGCCATGCAAGGTCATTTCAGAG--GAGCCCAAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGG--TAGGGTTTTTT-CTGTGGCTAGCAATTA---TATG---GATACTA

AT-ATGGAAAGAGCTGGGTTAAGATCTGA---TTTAAGGCCTAT-AAAAT---AGACTGACTTGAGTTTTTCAA---CAA

GACAGTTTACCTTTT--------------TTTCCCCCATGGAGGAGGCAGTCAGAGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TGAGGCTAGATTTGAACTTGGGTCCGCCTAACTCTAGGACCACTATTCTATCCAC

TGACC---CAGGACAGTTCTATTTTA---AATGATTAGAGGTA---TATAGGGTGA---TCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CATTTG-AGCGCTTCATTATATACCAAGT-----CTTGACCCTCACGTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pta 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAT-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAAATGCA

GCTAAGG--AAAAA------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ACCTATAAGCTAGAAGTCCCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAATATTCTAAAAATAG---CCTGGACAACA----CCCCTATTCCTCTC--CCCTAATTTTGCTCCTGTTATT

TG----TCTGACT-AGCCATGACCTGTTATTTCTTGGGTCATGCAAGGTCATTTCAGAG--GAACCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTTTTC-CTGTGGCCAGCAATTA---TATG---GATACTA

AT-ATAGAAAGTGCTGCGTTAAGATCTGA---TTTAAGGTCTAT-GAAAT---AGACTGA-----GTTTTTCAA---CAA

GACAGTTTACCCTTT------------TTTTTTCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGACTTAAGGCTAGATTTGAACTCAGGTCTTCCTGACTCCAGGACCACTGTTCTATTCAC

TGACT---CAGGACAGTTCTCTTTTA---AATGATAAGAAGTA---TATAGGATGA---TCTTTGGGGAA----------

GAAGT-GTTTTCTGT-CATTTC-AGCGCTTCATCATATACCAAAT-----CTTGACCCTCACCTT----T-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Mlo 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTAAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ACCTATAAGCTAGAAGTCCCCAGTTCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAG---CCTGGACAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TCTGACT-AGCCATGATCTGTTATTTCGTGGGTCACGCAAGGTCATTTCAGAG--GAACCCCAGCTTGATGGGC

AAAAACTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTTTTC-CTGTGGCCAGCAATTA---TATG---GATACTA

AT-ATGGAAAGTGCTGCGTTAAGATCTGA---CTTAAGGCCTAT-GAAAT---AGATTGA-----GTTTTTCAA---CAA

GACAGTTTACCTATT--------------TTTTCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-GTAAGTGTCAAGTGAC-TAAGGCTAGATTTGAACTCGGGTCTTACTGG-------------AGTCTATTCAC

TGACT---CAGGACAGTTCTCTTTTA---AATGATTAGAAGTA---TATAGGATGA---TCTTTGGGGAA----------

GAAGTGGTTTTCTGT-CATTTC-AGCGCTTCATTATTTACCAAGT-----CTTGACCCTCACCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATTCGCAACCACAAGTATCGAAGTC

>Ast 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GTTAAGA--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ACCTATAAGCTAGAAGTC-------CTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAGATAG---CCTGGACAACA----CCCCTATTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TCTGACT-AGCCATGACCTGTTATTTCTTGGATCACGCAAGGTCATTTCAGAG--GAATCCCAGCTTGATGGGC

AAAGACTTCAGATGGGTCTGGTGAGACTGAAAA--TAGGGTTTTTC-CTGTGGCCAGCAATTA---TATG---GATACTA

AT-ATGAAAAGTGCTGCATTAAGCTCTGA---TTTAAGGCCTAT-GAAAC---AGACTGA-----GTTTTTCAA---CAA

GACAGTTTACCTTCT---CCACCACCCCCCACCCCCCATGGAGGAGGCAGTCAGGGTTAAGTGAATTGTCCAAGATCACA

CA-GCTA-ATATGTGTCAAGTGAC-TAAGGCTAGATTTGAACTCGGGTCTTCCTGACTCCAGGACCACTATTCTATTCAC

TGTCT---CAGGACAGTTCTCTTTTA---AATGATTAGAGGTA---TATAGGATGA---TCTTTGGGGAA----------

GAAGTGGTTTTCTGT-CATTTC-AGCGCTTCATTACATACCAAGT-----CTTGACCCTCACCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Pgi 

AAAACCAGTGGACTTCAAGAAAATAAAGGTAAT-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ACTACTGCCTTCTA-GA

T-TGAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ACCTATAAGCGAGAAGTCCCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTTTTAAAATAT---CCTGGACAACAAACACCTCTACTCTTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGATCTGTTAATTCTTGGGTCATGCAAGGTCATTTCAGAG--GAGCCCCAGCCTGATGGGC

AAAGACTTCAGATGGTTCTGGTGAGACTGCAGG--TAGGGTTTTTC-CCATGGTCAGCAATTA---CGTG---GATACCA

AT-ATGGAAAGTGCTGGGATAAGACCTGA---TTTAAGTCCTGT-GAAAT---ACA---------GTTTTTCAA---CAA

GACAGTTTACTTTTT---------------TTTCCCCATGCAGGAGGCAGTCAGGGTTAAATGAATTGTCCAAGATTATA

CAAGCTA-ATAAGTGTCAAGTGAC-TGAGGCTGGATTTGAACTCCAGTTCTCCTTACTCCAGGACCAGTGTTCTATCCAT

TGCCC---CAGGACAGTTATCTTTTG---AATGAGTGGGGGTT---TATAGGATGA---TCTTTAGGGGA----------

GAGGTAGTTTTCTGT-CATTTG-AGCTCTTCATTATATACCAAAC-----CTTGACCCTCCCCTTTATCT-CTCCCTTGT

CTCCCAGGAACGGATTCGCAACCATAAGTACCGAAGTC

>Sma 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGAT---

--TGAAG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AAATTTCTTA-ACCTATAAGTGAAAAGTCCTCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTTTTAAAATAG---CCTGGACAACA----CCCCTACTCCTGTC--CCCTAATTTTGCTCCTGTTACT

TG----TTTGACT-AGCCATGACCTGTTATTTCTTGGGTCATACAAGGTCATTTCAGAG--GAGCCCTAGCCTCATGGGC

AAAGACTTCAAATGAGT-TGGTGAGACTGCAGG--TAGGGTTTTTC-CCGTGGTCAGCAATTA---CATA---GATACTA

AT-ATGGAAAGTGCTGGGATAAGACCTGATGATTTAAGCCCTAT-GAAAT---AGAATGC-----GTTTTTCAA---CAA

GATAG-TTACCTTTT-----------TTTTTTTCCCCATGCAGGAGG----CAGGGTTAAATGAATTGTTCAAGATCATA

TA-GCTA-GTAAGTGTCAAATGAC-TGAGGCTAGATTTGAAGTCGGGTCCTCCTGAC-CCAGGACCAGAATTCTATCCAT

TGCTC---CAGGACAGTTATCTTTTG---AATGAGTAGGGGGAGTATATAGGATGA---TCTTTGGGGGA----------

GAGATAGTTTTCTGT-CATTTG-AGCTCTTCATTATATACCAAGT-----CTTGACCCTGCCCTTTCTCT-CTCCCTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGAAGTC

>Mfa 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGATGCA

GCTGAGG--AAAAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--ATCCATAGGCTAGAAGTTCCCAGTCCTGCCTTGTT

-AAT----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAAACATTCTAAAAATAG---ACTGGACAACATCT----CTTCTCCTGTC--CCCTAATTTTACTCCTGTTGCT

TG----TGTAACT-AGCCATGACCTGTTATTTCTT----------AGGTCATTTCAGGG--GAGCCCCAACCTGATGGGC

AAAGATTTCAGATGGGTCTGGTGAGACTGAAGA--TAGGGTTCTTC-CCATGACTAATAATTG---CATGGATGATACTA

AC-ATGGGAAGTGCTGGGATAAGACCCGA---TTTAAGCCCTAT-GAAAT---GAAATGACTTGAGTTTTTCAA---CAA

GACAG-TTAACTTTT------------TTTTCCCCCAATGCTTGAGGCAGTCAGGGTTAATTGAATTTTCCAGGGTCACA

CA-GCTA-ATAAGTGTCACATGAC-TGAGGTCAGATTTGAACTCTGGTCTTTCTGATTCCAGAGTCAGTGTTCTATCCAC

TGCCC---CAGGACAGTTCTCTTTTA---AATGAGTAGGAGTA---TACAGGACGA---TCTTTGGGGAA----------

GAGGTAGTTTTCTGT-CATTTG-AGCTCTTCATTATATACCAAAT-----TTTGA-CCTTCCCCCTT----CTCCTTTGT

TTCCCAGGAACGGATCCGCAACCACAAGTACCGCAGTC

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------NNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNN------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNN----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCCTTTCT-CCCTAAGTTTGCTCCTGTTGCT

TG----TTTGAGT-AGCCATGACTCGTTATTTCTTGGGCCATGCAAGGTCATTTCAGGG--GAGCCCGAACCTGATGGTC

AAAGACTTCAGATGGGTCTGGTGAGACTAAAGG--TAGGGTTCTTC-CCATGGCCAGCAATTA---CATGGATGATACTA

AT-ATGGCAAGTTCTGGGATGAGACCCTA---TTTAAGCCCTAT-GAATT---AGCATGACT-GAGTTTTTCAA---CAA

GAAAG-TTACCTTTT-------------TTTTCCCCCATGCATGAGGCAGTCAAGGTTAAGTGAATTATCCAAGGTCACA

CA-GCTA-GTAAGTGTCAAGTGAC-CAAGGTCAGATTTGAATTCTGGTCCTCCTGACTCCGGGGCCAGTATTCTATCCGC

TGCCC---CAGGATAGTTCTCTTTTA---AATGAAATGGGGTA---TATAAGAC-A--GTCTTTGGGGAA----------

GAGGTGGTTTTCTGT-CGTTTG-AGCTCTTCATTATATACCAAGT-----CTTGATCCTTCCTTCTCTCT-TTCTCCT--

TTCCTAGGAACGGATCCGCAACCACAAGTACCGCAGTC

>Mla 

AAAACCTGTGGATTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTAGAGATGAA

GCTGAGG--AACGGGGAGCAACTAGGTGGCGCAGTGGATAAAGCATCGGCCCTGGAGTCAGGAGTACCTGGGTTCAAATC

TGGTCTCAGACACTTAATAATTACCTAGCTGTGTGGCCTTGGGCAAGCCACTTAACCCCATTTGCCTTGCAAAAAACAAA

AACAAAAAGAAGAGAATAGTAGAAGAAATTAAGAGGGGTAAAAAATGAAAAGCAAAAATCCCCCCCCAAAAAAACAAAAA

AATCACCTAGAAAACAGATGAAGCAGGGGAAGAGAGATTTCTT--CTATGTGGGCTAGAAGCCCTCAGCCCTGTCTCACT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAAAGGTCCTGTGGGATATCATCC----CCACTCTTGTC--CTCTAGACTTGTTCCTGCTGCT

--------------TGTAA--ACC-TTAATTTCTTGGGTAATGCAAGGTCATTTTGGAG-------------------GC

AAAGACCCCA-ATGGGTCTGACTTGAATGAAGA--TTTGCATTTTC-CCATGGTCAACAGTCACCACA-----TATACTA

AT-ATTTAAAGTGCTTGATTGAGATC-CA---TTTAAATCCTATTGAAATAGTGGCATGAGCTGAAA----AAG---CAG

GACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATGGAGTCAGTTG---TATATGG-GACAATCTTTGGGGGA----------

AAGGTGGTTTTCTGT-AGTTTT-CTTTATTTATTTTGTACTAACT-----CCTGA-CCTTCTTCCTTCTT-CACTCCCTT

TTGCTAGGAACGGATCCGGAACCACAAGTACCGCAGCC

>Iob 

AAAACCTGTGGATTTCAAGAAGATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------GTTGCCTTACAGATGAA

GCTGAAG--AAGAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--CTATGTGGGCTAGAAGCCCTCAGCCCTGTCTTACT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAAAGAT-TTGGTGGACATCATCC----CCACTTCTATT--CCCAAGTCTTACTCCTGCTGCT

TTCTTTTTTGACT-AGGAA--ACC-TTATTTTCTTGGGTAATGCAAGGTCATTTCAGAG-------------------GC

AAAGACCCTAAATGGGTCTGTCTTGAATGAAGA--TTTGGTTTTTC-CCATGGCTAACAATCACCACA-----TATACTA

GT-ATTTAAAATGCTTGA---------------------AATATTGAAATAGTGGCATGAATGGAGTTTTTCAG---CAG

GACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATGGAGTAGGTTG---TATATGG-GACAATCTTTGGGAAA----------

GAGGTAGTTTTCTGT-AGTTTT---GTCTTTATCACAAACTAACT-----CCTGA-CCTTCCTTCTTCCC--TTTCTTTT

TTGCTAGGAACGAATCCGGAACCACAAGTACCGCAGCC

>Eru 

AAAACCTGTGGATTTCAAGAAGATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTACAGATGAA

GCTGAAG--AAGAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--CTATGTGGGCTAGAAGCCCTCAGCCCTGTCTTACT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAAAGGT-TTGGTGGACACCATCCATCCCCACTTCTATT--CCCAAGTCTTGCTCCTGCTGCT

TA-TTTTTTGACT-AGCAA--ACC-TTGATTTCTTAAGTAATGCAAGGTCATTTCAGAG-------------------GC

AAAGACCCTAAATGGGTCTGTCTTGAATAAAGA--TTTGGTTTTTC-CCATGGCCAACAATCACCACA-----TATACTA

GT-ATTTAAAGTGCTTGATTGAGATC-CA---TTTAAATCCTATTGAAATAGTGCCATGACTGGAGTTTTTCAG---CAG

AACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATGGAGTAGGTTG---TATATGG-GACAATCTTTGGGAAA----------

GAGGTAGTTTTCTGT-AGTTTT-ATGTCTTTATCATGGACTAACT-----CCTGA-CCTTCCTTCTTCG--TTTTCTTTT

TTGCTAGGAACGGATCCGGAACCACAAGTACCGCAGCC

>Pbo 

AAAACCTGTGGATTTCAAGAAGATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTACAGATGAA

GCTGAAG--AAGAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------A--TTTCTT--CTATGTGGGCTAGAAGCCCTCAGCCCTGTCTTACT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAAAGGT-TTGGTGGACATCATCC----CCACTTCTATT--CCCAAGTCTTATTCCTGCTGCT

TG-TTTTTTGACT-AGGAA--ACC-TTATTTTCTTGGGTAATGCAAGGTCATTTCAGAG-------------------GC

AAAGACCCTAAATGGGACTGTCTTGAATGAAGA--TTTGGTTTTTC-CCATGGCTAACAATCACCACA-----TATACTA

GT-ATTTAAAATGCTTGATTGAGATC-CA---TTTAGATCCTATTGAAATAGTGGCATGAATGGAGTTTTTCAG---CAG

GACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATGAAGTAGGTTG---TATATGG-GACAATCTTTGGGAAA----------

GAGGTAGTTTTCTGT-AGTTTT---GTCTTTATCACGAACTAACT-----CCTGA-CCTTCCTTCTTCCC--TTTCTTTT

TTCCTAGGAACGAATCCGGAACCACAAGTACCGCAGCC

>Nty 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAGC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCTAGACAAA

ACTGAGG-GGAAAA------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------CATA-TTCTA-----TGTGTGCTAGAAGTCCTCGGGCCTGCCTTATT

-AATGGTTTTTTGGGTGGGGGCAATTGGGGTTCAGTGACTTGCCCAAGGTCACACAGCTAGTTAATTTGTCAAGTGTCTG

AAGCCAGATTTGAACTTGGGTCTTCCTGACTTCAAGGCCAGTGCTCTAAGCACTGTACCACCTAGCTGCCTGTCTGCCTT

ATTAATGAAACATTTTTTAAAAGA-TCTGTGTGGCTC-TC-ATGTGTA---CCATTCTCCTCAGTCTTGCTCATGCTGCT

CA----TTTGACT-AGTAA--ACC-TTTATTTCTTGGGTTGTGCTAGGTCACTTCAGGG--GAACCCTAGCCTGATGGAT

AAAGACTCCAGATGGTTCTGATCTGAATGGAGATATTTGGTTCTTC-CTGTGACTGACAGTCACAAAGAAGATGATACTA

GT-ATGGAAAATGCTGAGATAAGACT-CAG--TTTAA-GCCCAGTGAAATGACAGCATGACTCAA-TTTTTCAA---CAA

GACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AGTAGACTAGGTTG---TATACCA-GACAGTCTTTGGGAAA----------

GAGGTGGTTTTCTCT-GGTTT-GA--TCTTTATTATATACTCAGT-----CCTGACCCTACCTTACCACC-TTCCTTTCT

TTCTCAGGAACGGATCCGGAACCATAAATACCGAAGTC

>Pci 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCTAGACGAA

GCTGAGC--AAGAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------AGATTTCTT--CTGTGGGGGCTAGAAGTCGTCAGGCCTGTCACGTT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAGAATGG-CCTGTGTGGACA-TC-CTCCTTATCCCTATC--CCCCAGGCTTGCTCGTGCTGCT

CA----TTTGACT-ATCAA--ACT-TTTATTTCTTGAGTCATGCGAGGTCACTTCAGGG--GAGCCCCAGCCTAATGAGC

AAAGACTCCGGATGGGTCTGATCTGGATAGG----TTTGTTTCTTC-CCATGGCTGACAGTCACGTAGAA---GACACTA

GT-ATGGAAAGTGCTGGGATGAGACC-CAG--TTTAA-GCCCTATAAAATAGCAACATGACT-AAGTTTTTCAA---CAA

GACAG-TTATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AAGAGAGTGGGTTG---TATACAG-GACAGTCTTTGGAAAA----------

GGCATGATTTTCTGT-AGTT-AGATCTGTTTATTGTATACTG--------CCTGACCCTGTCCCTCCTCC-CTCCCTTCT

TTCCCAGGAGCGGATCCGCAACCACAAGTACCGCAGCC

>Tvu 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAC-----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCCAGACAAA

GCTGAGGAAAAGAG------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------ATTTTTTTTTTCTATGTGGGCTAGAAGTCCTCAGGCTTGCCATATT

AAATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAGATGA-CCTGTGTGGATG-TC-ATCCTTATCCCTATC--CCCCAGTCTTGCTCATGCTGCT

TG----TTTGACT-AGCAA--ACT-TTTATTTCCTGGGTCATGCAAGGTCACTTCAGGG--GATCCCCAGCCTGATGGGC

AA-GACTCCAGAATGGTCTGATCTGAATGGAGA--TTTGTCTTTTC-CCATGGCTGACAATCACATAGAA---GATACTA

CT-GTGGGAAGTGCTGGGATGAGACC-CAGTTTTTAAA-CTCTATGAAATAGTGGCATAACT-AAGTTTTTCAA---AAG

GACAG-TTATCTGTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATAAAGTAGATTG---TATACAG-GACAATCTTTGGGAAA----------

GA-GTGATTTTCTGT-AGTTTAGATCTGTTTATTATATACCA--------CCTGACCCTGTCTCTCCTCC-CTCCCTTCT

TTCTCAGGAACGGATCCGGAACCACAAGTACCGCAGCC

>Meu 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAAGC----------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------ATTGCCTTCT-------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------TTGTGGGCTAGAAGTTCTCAGGCTT-----CTT

-AATG---------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------AAACATTTTAAAAATGG-CCTGTGTGGATG-TC-ATGCTTATCCCTATC--CCCCAGTCTTGCTCATGCTGCT

TG----TTTGACT-AGCAA--ACC-TTTATATCTTGGATCGTGCAAGGTCACTTCAGG---GGATCTCAGCCTGATGGGC

AAAGACTTCAGAATGGTCTGAATTGAATGGAGG--TTTGTTTCTTC-CCATGGCTGACAATCATGTAGAA---CATAGTA

CT-ATGGAACATGCTGGGATGAGACC-CAG--TTTAAA-CCCTATGAAATACTAGCATGACT-AAGTTTTTCAA---CAG

GACAGTTAATCTTTT-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATAGAGTAGATTG---TATATAG-GACAATCCTTGGGAAA----------

GGGGTGATTTTCTAT-AGTTTAAATCTTTTTATTATATACTA--------CCTGACCCTATCCCCACTCC-----CTTCT

TTCCCAGGAACGGATCCGGAACCACAAGTACCGAAGCC

>Mdo 

AAAACCTGTGGACTTCAAGAAAATAAAGGTAGGCAACTAGGTTAATAGAGCACCAAGCTTAGAGACAGGAGATTCTGGGT

TCAAAAAAAGTCTCAAACATGTCCTAGCTGTGTGACCCTGGCCAAGTCACTTAACCCCCATTCCCTAGCCCTTCTTCTTC

TGTTTTTTGAGTTGTTACTAAGACAAAGAAAAAGTTTTAAAAAGAAAAGAAAAAAAAGATAATATTGCCTTCTAGACAAA

GCTGAGG--AGTTT------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCCTTC-----TCTGTAGACT-GAGGTCCTGAGACCTGACTTATT

-AATGAA-------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------ATAC-TTTTCAAAATAT--------------CCTATGTTGAT-GCTATC--CCCCAG---------TCTTGCT

CC----TGTGAAT-AGCAA--ACC-TGTATTTTGAGGGACATGCAGTGTCACTTTAGGAGGGGGCCCCAGCCTGATGGGC

AAAGATTCCAGATGGGTCTGATCTAAATGAAGA--TTTGATTCTTC-T-GTGGCTGATAATCACTTAGGA----ATATAA

CTAATTGAAAGTGCAGGGATGAGACC-CAA---TTAA-GCCCTGTAAAATAGTGGCATTT-----GTTTTTCAA---CTG

GATAC-TTACCTTTG-----------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------AATATTGTGGGTTA---CATACAG-ACCAGTCTATGGGAAAAAGAAGTTGA

AGGCTGATGTTCTGTCAACTTTGGTCTGT--ATTACATGCTAATTTGTGCCCTGACTCTACTCCTGCCTCCCCTCTCCTT

TCCCCAGGAACGAATCCGGAACCACAAGTACCGGAGCC
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--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------GAGGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAAT

CCAGCCTCAG-ACACT---TACTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA-

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------

>Sha 

GCATTGGCGTTGGCGTCATTGATGGCCTCATCTATGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAC-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCTCTGCTCTTTTCTCCTAGCTCCTTTTCTCCTAGG-AAAATTTGGGTCCTGAGAG-GGTT-GGCTTACCTTATAACAC

A---GAGGGGGGGGG--------AACAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGAAAAAAAA---GGTTCCG-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGTCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACC-----TGGGGTTAGAAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGACAGAT

TTCACTGATAACCCATC-TAGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGCGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Dge 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGTCACTGAGACAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAC-CCCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAC-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCTCCGCTCTTTTCTCTTAGCA-----------GGG-AAAATTTGGGTCCTGAGGGGGGTTTGGCTTACCTTATAACAC

A---GGGTGGGGGGGGAGGGGG-AACAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGAAAAAAAA---GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAAGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-TCTCCCTTCCTCATCTGCAAGGATAGAT

TTTACTGATAACCCATC-TAGGTACTGGCTTCCCTTGCAGGTACGAGCCAGAGCGCGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Pdo 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAATTTGCACGTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAC-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGCTTACCTTATAACAC

T---GATGGGGGG----------AACAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGAAAAAAAA---GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAGA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATCAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAA

TCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAATCACAATTGCTTGGCAAAAAAGTCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATC-TAGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGAGGTGGGAGTGGCTG

>Pbi 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTACGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCCCTCTTCATTTCTCCTAACA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-AGTTTACCTTATAACAA

A---GTGGGGGGGGGGGGGGGGGAACAACAGGCCATAAGGTCCAGAAAATCATTTTGCTAAGGCAAACT--GTGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGGAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATT

ATGTT-ATAAATATTCAGATGGCCCTTGGCAGGAGAAAAAAAAA--GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCGAA-GCAAGAAGAGGGTATTGCCAGCCTTCTGG---CTCTTCA

ATAGAGTCTTT---AAGGTTAAATAAGTGGCTCAGTGAATAAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAC

---CCCCA---AATAGAGAC--T----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCTTC-TGGGTGCTGGCTTCCTTTGCAGGTACGAGCCAGAACGCGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Pap 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATATGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACAC

A---GAGGGGGAG----------AACAACAGGCCCTAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTATGTACAACAACTTGTACCTAGATTGCTGAAAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGAAAAAAAAA--GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGGTTAGAAGGACATGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGTCAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATC-CTGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Dro 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAACAGCGTGGAG

AGGTGAG-----TGTTGAATAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-CTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GCTTTACCTTATAATAC

A---GAGGGGGGG----------AGCAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--ACGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGAAAAAAAAAAAGGTTCCCCTCCCTCTG---CCTTATAACTTTGT-

CCATCTTACTTTAA--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGACCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ATTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTCCCCTCCTTTCCTCATCTGCAAGGATAAAT

TTCACTGATAACCCATC-TAGGTGCCGGCTTCCCTTGCAGGTACGAGCCAGAACGCGATGAATGGCATTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Pma 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTACGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGTGATCATGAAAATAAGCCCA

TTCCCTGCTCATTTCTCCTAACA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACAA

A---GTGGGGGGGGGGGG----AAACAACAGGCCATAAGGTCCAAAAAATCATTTTGCTAAGGCAAACT--GTGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGTTTGGAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATT

ATGTT-----ATATTCAGATGGCCCTTGGCAGGAGAAAAAAAAA--GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

TCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCGAA-GCAAGAAGAGGGTATTGCCAGCCTTCTGG---CTCTTCA

ATAGGGTCTTT---AAGGTTAAATAAGTGGCTCAGTGAATAAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

CCAGCCTTATTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAC

---CCCCA---AATAGAGACT------AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCTTC-TGGGTGCTGGCTTCCTTTGCAGGTACGAGCCAGAACGCGATGAATGGCACTTAGTCGCACCA

ATGTTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Dcr 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTGGGGACAGCAGAGAC-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGGGAGCATGAAAATAAGCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GCTT-GGTTTACCTTATAACAC

A---GAGGGGGGG----------AACAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCAGGTGAT

GAGCTGAAAGCTAGATACAACAACTTGCACTTAGATTGCTTGCAGTGTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAG-AAAAAAAA--GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACTACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGATTAGAAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGTTTGGCAAAAAAGCTCAAT

---CCCCA---AATAGAGACT------AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATC-TGGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTTGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Dby  

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTGGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGGGATCATGAAAATAATCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GCTT-GGTTTACCTTATAACAC

A---GAGGGGGGG----------AGCAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCAGGTGAT

GAGCTGAAAGCTAGATACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAG-AAAAAAAA--GGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACTACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGGTTAGGAGGACCTGACTTCAAAT

CCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGTTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACT------AACC-AGGCCTAG-TCCTTCACTCCCTTCC-TTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATC-TGGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGCGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Mle 

NNNNNNNNNNNNNNNNNNNTGATGGCTTCATCTATGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTAGCTGCCACTGAGATAGAGATGGGAGCTATGTGGGCCCCAC

AAGGCTAGTTGGCACTTGGGGACAGCAGAGAG-ACCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAA--------GTGATCATGAAAATAAGCCCA

TTCCCTGCTCTTTTCTCCTAGCA-----------GGG-AAAATTTGGGACCTGAGGG-GGTT-GGTTTACCTTATAACAC

A---GAGGGGAGG----------AACAACAAGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTAGATATAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAG-AAAAAAAA--GGTTCCC-TTCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGCCTTT---AAGGTTAAATAAGTGGCTCAGTGGATAAAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

TCAGCCTCACTTGAC-----ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACT------AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAAGATAGAT

TTCTCTGGTAACCCATC-TGGGTACTGGCTTCCCTTGCAGGTACGAGCCAGAACGCGATGAATGGCACTTAGTTGCACCA

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Pta 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTACGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTGGAACAATGAATAAATTCA-GAGTATCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGAACAGCAGAGAG-ACCTGAGAGAG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAGTA-----AGTGCTCATGAAAATAAGTCCA

TTCCCTGTTTATTCCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACA-

----GAGGTGGGG----------AACAACAGGCCATAAAGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCAGGTGAT

GAGCTAAAAGCTAGGTATAACAGCTTGTACCTATTCTGCTTGCAGTCTGTAAGCTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATAGTTCTTGGCAGGAGAAAAAAAAA--GGTTCCC-TCCCTCAG---CCTTATAACTTTGT-

CCATTTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTG-CAGCCTTCTGG---CCCTTCG

ATAGGGTCTTT---AAGGTTAAATAAGTGGCTCAATGGAGAGAGCACCACCCCTGGGGTTAGAAAGACCTGACTTCAAAA

TCAGCCTCACTTGACACTT-ACTATCTGTGCAATCCTGGACAAGTCACTTTACCCACATTGCTTGGCAAAAAAGCCTAAC

---CCCTA---AATAGAGATTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATCCTGGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Mlo 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTACGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAATTCA-GAGTATCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGCG-ACCTGAGAGGA-----------------------------CATTAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTGT-TTCATAATA-----AGTGCTCATGAAAATAAGCCCA

TTCCCTGCTCATTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACAG

A---GGTGGGG------------AACAACAGGCCATAAAGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCGGGTGAT

GAGCTGAAAGCTAGGTACAACAACTTGTACCTAGATTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAAATG

AGGTTTATAAATATTCAAATAGCCCTTGGCAGGAG-GAAAAAAAAGGGTTCCC-TCCCTCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGACATTGCCAGCCTTCTGG---CCCTTCA

GTAGGGTCTTT---AAGGTTAAATAAGTGGCTCAATGGCTAGAGCACCAGCCCTGGGGTTAGAAGGACCTGACTTCAAAT

TCAGCCTCACTTGAC-----ACTAACTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAT

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-GCCTTCACTC-CCTCCCTTCCTCATCTGCCAGGATAGAT

TTCACTGATAACCCATCCTGGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Ast 

NNNNNNNNNNNNNNNNNNNTGATGGCCCCATCTACGCTGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGAACAATGGATAAATTCA-GAGTATCTGCCACTGAGATAGAGATGGGAGATATGTGGGCCCCAC

AAGGCTAGTTGGCACTTAGGGACAGCAGAGAG-ATCTGAGAGGG-----------------------------CATCAGT

CATCAGTATTCAAA----------CTGGGGAATTCATTATTAT-TTCATAATA-----AGTGCTCATGAAAATAAGCCCA

TTCCCCGCTCATTTCTCCTAGCA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACAG

A---GGTGGGG------------AACAACAGGCCATAAAGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCAGGTGAT

GAGCTGAAAGCTAGGTACAACAATTTGTACCTAGACTGCTTGCAGTG-------TGATAATTTTGTATAGCCCTCAAATG

ATGTT-ATAAATATTCAAATAGCCCTTGGCAGGAGAAAAAAAAAAAGGTTCCC-TCCCTCTG---CTTTATAACTTTGT-

CCATTTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAAAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGGTCTTT---AAGGTTAAATAAGTGGCTCAATGAATAGAGCACCAGCCTTGGGATTAGAAGGACCTGACTTCAAAT

CCAGCCTT------------ACTATCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGCTTGGCAAAAAAGCCCAAC

---CCCCA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCTCATCTGCAAGGATAGAT

TTCACTGATAACCCATCCTGGGTGCTGGCTTCCCTTGCAGGTACGAGCCAGAACATGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAGAGGATCGGGGTGGGAGTGGCTG

>Pgi 

NNNNNNNNNNNNNNNNNNNCGATGGCCTCATCTATGCCGTGGGAGGCTCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TGCTGAACAATGAATAAACTCA-GAGTAGCTGCCGTTGAGATAGAGATGAGAGATATGTGGG-TCCAG

AAGGCTAGTTGGTACTTAGGGATGGCAGAGAGCACCTGAGAGGG-----------------------------CATCAGT

CATCAGTAGTCAAAGTAGTGAGAAC-GGGGAATTCAT---TGT-TTCATAATA-----AGTGCTCATG-AAATAAGCCCA

TTCCCTGCTTATTTTTCCT--CA-----------CGG-AAAATTTAGGTCATGAGGG-GGTT-GGTTTACCTTATAACA-

----GAGGTGGGG----------AACAACAGGCCATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACTCTGCAGGTGAT

GAGCTGAATGCTAGGTACAACAACTT------CCACTGCTTGCAATCTATAAGGTGATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGATTAAAAAAATTAGGTGCCC-TCCCCCTG---CCTTATAACTTGCTT

ACATCTTGCTTTAG--ACCACCAGTGCTAGAATGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CACTTCA

ATAGGGTCTTT---AGGGTCAAATAAGTGGCTCAGTGGATAGAGCACCAGCCCTGGGGTTAGAAGGACCTGAGTTCAAAT

CTAGCCTCACTTGAC-----AATAGCTGTGCAACCCTGGACAAGTCACTTAACCACAATTGTTTGGCAAAAAAGCCCAAG

---CCCCA---AATAGAGACTTG----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCTTCATCTGCAAGGATAGAT

TTCACTGATAACCTATCCTGGATGCTGGCTTCCCTTGCAGGTATGAGCCAGAACGCGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGAGTGGCTG

>Sma 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTACGCCGTGGGGGGCTCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAACTCAAGAGTAGCTGCCATTGAGATAGAGATGGGAGATATGTGGGCCCCAG

AAGGCTAGTTGGCACTTAGGGACGGCAGAGAGCACCTGAGAGGG-----------------------------CATCAGT

CATCAGTAGTCAAAGTAGTGAGAACTGGGGAATTCATTTTTGT-TTCATAATA-----AGTGCTCATG-AAATAAGCCCA

TTTCCTGCTCATTTCTCCTAACA-----------GGG-AAAATTTGGGTCCTGAGGG-GGTT-GGTTTACCTTATAACA-

----GAGGTGGGG----------AACGACAAGCCATAAAGTCCAGGAAATCATTT-GCTAAGGCAAACTCTGCAGGTGAT

GAGCTGAAAGCTAGATACAACAACCT-----CCCACTGCTTGCAGTCTATAAGCTGATAATTTTGTATGGCCCTCAA-TG

ATGTT-ATAAATATTCAAATGGCCCTTGGCAGGAGGGAAAAAAATAGGTTCCC-TCCCCCTG---CCTTATAATTTTGT-

CCATCTTGCTTC--------------------TGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCTTCA

ATAGGCTCTTT---AAGGTCAAATAAGTAGC--------------------CCTGGGGTTAGAAAGACCTGAAATCAAAC

CCAGCCTCACTTGACACTTAACTAGCTGTGCAACCCTGAACAAGTCACTTAACCACGATTGCTTGGCAAAAAAGCCCAAC

---CCCAA---AATAGAGACTTT----AACC-AGGCCTAG-TCCTTCACTC-CCTCCCTTCCGCATCTGCAAGGATAGAT

TTCACTGATAACCCATCCTGGGTGCTGGCTTCTCTTGCAGGTACGAGCCAGAACGTGATGAATGGCACTTAGTCGCACCA

ATGCTGACACAAAGGATTGGGGTGGGGGTGGCTG

>Mfa 

NNNNNNNNNNNNNNNNNNNCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGTTGCATTCACCACAACAGTGTGGAG

AGGTGAG-----TGTTAGGTAATGAATACACTCAAGAGTAGCTCCTATTAAGGTAGATATGGGAAA---CCGGGCCCCAA

GAGCTTAGTTGGCACTTGAGAAAAACAGAAC--ACCTGAGAAGC--------ATCTGAGAAGGCATCAAT---CATCAGA

---CGCAAAGCAAAATAGCGAGAACTGGGTAATTCATTATTT----CATATT------CATACTCATG-AAATAAGCCCA

TTCCCTGCTAATTCCTCCTAGTA--------GAAGGA-AAAATTTAGGTCCTGAGGGAGGTT-----TACAAT-CAATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------TCTTAGAATTTTGT-

-CATCTTGCTTTAA-----------------GAGGCCAAA-GCAAGAAGA---CAGGGCTAGCCTTGTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCCA-------------------------TCCCC----CATTCACCC--CTCCCACGTTTATCTGCAAAGACAGAT

TTTGTTGAT------CCTTATCCTCTGGCTTCCCTTGTAGGTATGAGCCAGAACGGGATGAATGGCACTTGGTAGCCCCA

ATGCTGACACAGAGGATTGGTGTCGGAGTGGCTG

>Tcy 

NNNNNNNNNNNNNNNNNNNTGATGGCCTCATCTATGCCGTTGGGGGCTCCCACGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TGTTGAACAATGAATAAACTC------AG-TCCCATTGAGATAGATATGGGAGA---CTAGGCCCCAG

GAAGTTAGTTGGCACTTGAGGACAGCAGAGAGCATCTGAGAAGC--------ATCTGAGAGGGCTTCAGT---CATCAGT

---ATTCAAACAAAATAGTGAAAACTGGGTAATTCATTATTAC-TTCATAATA-----AGTACTCATG-AAATAAGCCCA

TTCCCTGCTCATTTCTCCTAACA-----------GGG-AAAATCTAGGTCCTGAGGAGGGTT-GGTTTACCTTACAACA-

----GAGATGGGG----------AACAACTGGCAATAAGGTCCAGGAAATCATTT-GCTAAGGCAAACT--GCAGGTGAT

GAGCTGAAAGCTATGTACAGCCACCT-----CCCACTGCTTGCA-----------GATAATTTTGTATGGCCCTCAAATG

ATGTT-ATAAATGTTCAAATGGTCTTTGGCAGG-GGAAAAAAAAAAGGTTCCC-TACCCCTG---CCTTATAACTTTGT-

CCATCTTGCTTTAG--GAGGCCAGTGCTAGAACGGCCAAA-GCAAGAAGAGGGCATTGCCAGCCTTCTGG---CCCATCA

GTAGGGTCTTT---AAGGTCAAATAAGTGGCTCAGTGGATAGAGTGCCATCCCTGGAGTTAAAAGGACCTAAGTTCAAAT

CCAGCCTCACTTGAC-----ACCTGCTGGGCAATCCTGGACAAGTCACTTAAACTCAATTGCTTGGCAAAAAAAC--AAC

---CCCCA---AATAGAGACTTT----AACC-AGGCCT----CATTCACTC-CCTCCCATTCTCATCTGCCAGGACAGAT

TTCACTGATAAGCCACCCTGTGTCCTGGCTTCCCTTGCAGGTATGAGCCAGAACGGGATGAATGGCACTTAGTTGCGCCA

ATGCTGACACAGAGGATTGGGGTGGGAGTGGCTG

>Mla 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCAGTTGGGGGCTCCCATGGCTGCATTCACCACAACAGTGTGGAG

AGGTGAG-----TGTTGGGCAATGAATAAACTCAACAGTACCTCCTATTAAGATAGATATGGGAAA---CCAGGCCCCAA

GAGCTTAG-------TTGAGGAAAACAAC----ACCTGAGAAGC--------ATCTGAGAAGGCATCAGT---CATCAGA

---CGCAAAGCAAAATAGTGAGAACAGGGTAATTGATTATTAT-TTCATATT------CATACTCATG-AAATAAGCCCA

TTCCCTGCTCATTGCTCCTAGTA--------GGAGGA-AAAATTTGGATCCTGAGTGGGGTT-----TACAAT-CAATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTACAACTTTGT-

-CATCTTGCTTTAA-----------------GAGGCCAAAAGCAAGACGA---CATGGCCAGCCTTGTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCCG--------------------------GCCCCC-T-GTTCACCC--CTCCCACCCTCATCTGCAAGGACAGAT

TTGGTTGAT------TCTCATCCTCTGGCTTCCCTTGCAGGTACGAGCCAGAACGGGATGAATGGCACTTGGTAGCCCCG

ATGCTGACACAGAGGATCGGTGTGGGAGTGGCTG

>Iob 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGTTGCATTCACCACAACAGTGTGGAG

AGGTGAG-----TGTTGGGTAATGAATACACTCAAGAGTAGCTCCTATTTAGATAGATAAGGGAAA---CTGGGCCCCAA

GAGCTTAGTTGGCACTTGAGAAAAACAGAAT--ACCTAAGAAGC--------ATCCGAGAAGGCACCAAT---CATCAGA

---CGCAAAGCAAAATAGTGAGAACAGGGTGATTCATTATTAT-TTCATATT------CATACTCATG-AAATAAGCCCA

TTCCCTGCTAATTCCTCCTAGTA--------GAAGGG-AAAATTTAGGTCCTGAGGGAGGTT-----TACAAT-CAGTTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTAGAATTTTGT-

-CATCTTGCTTTAA-----------------GAGGCCAAA-GCAAGAAGA---CAGGGCTAGCC----------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------TTGT----GCCCCCATCCCCC-T-ATTCACCC--CTCCCATGTTCATCTGCAAAGACAGAT

TTGGTTGAT------GCTTATCCCCTGGCTTCCCTTGTAGGTATGAGCCAGAACGGGATGAATGGCACTTGGTAGCCCCA

ATGCTGACACAGAGGATTGGTGTTGGAGTGGCTG

>Eru 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGTTGCATTCACCACAACAGTGTGGAG

AGGTGAG-----TGTTAGGTAATGAATACACTCAAGAGTAGCTCCTATTAAGGTAGATATGGGAAA---CCGGGCCCCAA

GAGCTTAGTTGGCACTTGAGAAAAACAGAAC--ACCTGAGAAGC--------ATCTGAGAAGGCATCAAT---CATCAGA

---CGCAAAGCAAAATAGCGAGAACTGGGTAATTCAT---TAT-TTCATATT------CATACTCATG-AAATAAGCCCA

TTCCCTGCTAATTCCTCCTAGTA--------GAAGGA-AAAATTTAGGTCCTGAGGGAGGTT-----TACAAT-CAATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------TCTTAGAATTTTGT-

-CATCTTGCTTTAA-----------------GAGGCCAAA-GCAAGAAGA---CAGGGCTAGCCTTGTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCCA--------------------------TCCCCC---ATTCACCC--CTCCCACGTTTATCTGCAAAGACAGAT

TTTGTTGAT------CCTTATCCTCTGGCTTCCCTTGTAGGTATGAGCCAGAACGGGATGAATGGCACTTGGTAGCCCCA

ATGCTGACACAGAGGATTGGTGTCGGAGTGGCTG

>Pbo 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCGGCTGGGGGCTCCCATGGTTGCATTCACCACAACAGTGTGGAG

AGGTGAGTGTAGTGTTGGGTAATGAATACACTCAAGAGTAGCTCCTATTTAGATAGATAAGGGAAA---CTGGGCCCCAA

GAGCTTAGTTGGCACTTGAGAAAAACAGAAT--ACCTAAGAAGC--------ATCTGAGAAGGCACCAAT---CATCAGA

---CGCAAAGCAAAATAGTGAGAACAGGGTGATTCATTATTAT-TTCATATT------CATACTCATG-AAATAAGCCCA

TTCCCTGCTAATTCCTCCTAGTA--------GAAGGA-AAAATTTAGGTCCTGAGGGAGGTT-----TACAAT-CAGTTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTAGAATTTTGT-

-CATCTTGCTTTAA-----------------GAGGCCAAA-GCAAGAAGA---CGGGGCTAGCCTTGTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCCA--------------------------TCCCCC-T-ATTCACCC-CCTCCCATGTTCATCTGCAAAGACAGAT

TTGGTTGAT------CCTTATCCTCTGGTTTCCCTTGTAGGTATGAGCCAGAACGGGACGAATGGCACTTGGTAGCCCCA

ATGCTGACACAGAGGATTGGTGTCGGAGTGGCTG

>Nty 

GTATTGGCGTTGGTGTCATTGATGGCCTCATTTATGCAGTTGGGGGCCCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TGCTAGGCAACAAATAAACTCA--AGTGGCTCCTATTAAGATAGATATGGGGGA----GTGGCCCTGA

AAGATTAGTTGATACTTGAGAACAGCAGAGACCACCTAAGAAAG-------CATCTTAGAGGGCATCACT---TATCAGG

---ATCCAAGCAAGATAATGGGAACAGAATAATTCATTATTAT-TTCATATTTAGT-AAGTACTGGTG-AAATAAGCCCA

TTCTCTGCTCATTCCTCCTAGTA--------GGAAGA-AAAATTTAGGACTTGAAGG-GGTT-----TACAGT-CCATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTACAGCTTTGT-

CCATCTTGCTTTATAGGATGCCAGTACTAGAATGGCCAGA-GCAAGAAGAG--------------CCTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------TTCAATAGGAACTTT----AACCCAGGCCCCC-TCATTCAGCC-CCTCCCACTTTCATCTTCAAGGACAGCT

TTAGTTGATA-CCCATCCTGTGTCCTGGTTTTCCTTGCAGGTACGAGCCAGAACGGGATGAATGGCACTTAGTAGCACCA

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Pci 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGCTGCATTCACCACAATAGCGTGGAG

AGGTGAG-----TGTTGGGCAGTGAATAAACTCA-GAGTAGCTCCTACTAAGATAGATATGGGAGA---CTAGGCCCCAA

AAGGTTAGTTGGCATTTGAGGACAGCAGAGACCATCTGAGAGGG-------------------CAGCAGT---CATCAGT

---ATCTGAGCA--ATAGTGGGAACAGGGTAATTCATTATTAT-TTCATATTTAGT-AATTGTTCATG-AAATATGCCCG

TTCCCTGCTCGTTTCTCCTAGTA-------GGATGGG--AAATTTAGGTCCCGGGGAA-ATT-----TACAAT-CAA-TT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTACAATTTAGT-

CCATCTTGCTTTAG--GAGACCAGTGCTAGAATGACCAAA-GTAAGAAGAGGGCACTGCCAGCCTTCTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCAATTCAATAGGGACTTT----AACCTAGGCCCTT-TCATTCACCCTACTCCCACTGTCATCTGCAAGGACAGAT

TTAGTTGAAA-TCCACCCTGTGTCCTTGCTTCCCTTGCAGGTACGAGCCAGAACGGGATGAATGGCACTTAGTGGCACCC

ATGCTGACACAAAGGATCGGGGTGGGAGTGGCTG

>Tvu 

NNNNNNNNNNNNNNNNNNNCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----TG-TGGG--ATAATGAAACTCA-GAGTAGCTCCTATTAACACAGATATGGGAGA---CTAAGCCCTGA

AAGGTTAGTTGGCACTTAAGGACAGCAGAGAGTACCTGAGAAGC--------ATCTGAGAGGACAGCCGT---CATCAGT

---ATCCAAGCAAGATAGTGGGAACAGAATAATTTATTGCTAT-TTCATATCCAGT-AAGTGTTCATG-AAATAAGCCCA

TTCCATGCTCATTTCTCCTAGTA--------AGAGGG-AAAATTTAGTTCCTGAGGG-GGTT-----TACAAT-CAATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTA-AACTCTGT-

CCATCTTGCTTTAG--GAGAC-AGTGCTAGAACAGCAAAA-GCAAGAAGAGGGCACTGCCAGCCTTCTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCAATTCAATATGGACTTT----AACCCAGGCCCCC-TCTTTCACCC-CCTTCCACCTTCATCTGCGAGGACAGAT

TTAGTTGATAATCCATCCTGTGTCCTTGCTTCCCTTGCAGGTACGAGCCAGAACGGGATGAATGGCACTTAGTAGCACCC

ATGCTGACACAAAGGATTGGGGTGGTTCTTGCGT

>Meu 

GTATTGGTGTTGGTGTCATCGATGGCCTCATCTATGCGGTTGGGGGCTCCCATGGCTGCATTCACCACAATAGTGTGGAG

AGGTGAG-----------------AATAAACTCA-GAGTAGCTCCTATTAAGACAGATAAGGGAGA---CTAGGCCCCAG

AAAGTTAGTTGGCACTTGAGGACAACAGAGACTACCTAGAATGCTTATTACTATTTAAGAGGACAGCAGT---CATCAGT

---ATCCAAGCATGATAGTGGGAACAGGGTAATTCATTACTAT-TTCAAATCTAGTAAAGTATTCATG-AAATAAGCCCA

TTCCATGCTCATTTCTCCTAGTA--------GGAGGA-AAAATTTAGGTCCCGAGGG-GGTT-----TACAAT-CAATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTACAACTTTGT-

CCCTCTTGCTTTAG--GAGACCAGTACTAGAATGGCTAAA-GCAAGAAGAGGGCACTGCCAGTTTTCTGA----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCAATTCAATAGGGACTTT----AACTCAGGCCCCCCTCATTCACCCTCTTCCCACCCTGATCTGCAAGGATAGAT

TTAATTGATA-TCCATGCTGTATCCTTGCTTCCCTTGCAGGTACGAGCCAGAACGGGACGAATGGCACTTAGTAGCGCCC

ATGCTGACGCAAAGGATTGGGGTGGGAGTGGCTG

>Mdo 

GTATTGGCGTTGGTGTCATCGATGGCTTCATCTATGCTGTTGGGGGCTCCCATGGCTGCATTCACCATAACAGTGTGGAG

AGGTAAG---------------TGAATAAACTCA-GAGAAGCTCCTGTTAAGATAGATATGGGAGG---CTAGA-TTCAC

AAGG--AGTTGGTACTTGTGGACCGCAAAGACCAGCTGAGAAGT--------ATCTGAGAGGGCATTAGTTAAAAAAAGT

---TTCCAAGCAAGATAGTAGG-ACAGGGTAATCCATTATTATTTTCATATTTAGTTAAGTGATTGTG-AAATAAGCCCA

TTCCCTGCTCATTCTTCTTAGCA-----GGTGAAGGATACAATTTAGTTCCTAAGGGAGGT------TATATT-TGATTT

A-------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------CCTTACAACTTTGGC

CTCCCTTGCTTTAG--GAGGCCAGTGCTAAAATGGCCAAA-AGAAGAAGCAGACATAGCTAGCCTTCTGG----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---CCCACATCAGTAGGGACTCT---TAACT-AGGCCCCTCCTATTCCCCCTC------------ACCGAAAGAACAGAT

TTAGCTGATA-CCCATCTTATTTCCTGGCTTCCCTTGCAGATATGAGCCAGAACGGGATGAATGGCACCTAGTAGCACCA

ATGCTGACACAAAGAATTGGGGTGGGAGTGGCTG

Marker 26

>WSINE1 

--------------------------------------------------------------------------------

-----------------------------------------------------------GAGGGGCAGCTAGGTGGTGCA

GTGGATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGACACTTAC--------TAGCTGTG

TGACCCTGGGCAAGTCACTTAA-CCCCAATTGCCTCAAAAAAAAAAAAAA------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

>SINE-1_MD 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------GGGGGCAGCTGGGTAGCTCAGTGGATTGAGAGCCAGGCCTAGAGATGGGAGGTCCTAGGTT

CAAATCTGGCCTCAGCCACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTTGACCCCCATTGCCTAGCCCTTACCACTCT

TCTGCCTTGGAGCCAATACACAGTATTGACTCCAAGACGGAAGGTAAGGGTTTAAAAAAAAAAAAAAAA-----------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

>Sha 

CACCATTTCCCAACACATAGGC-AATCCA-CAACATGATGATACACC----------CTTTTTCATACAA-GG-------

-------------AAACAAAATGCTG-GTTTGCTGGT---TAAATGTTAC-TTGGTTG---GGGGCAACTGGGTGGTGCA

GTGGGTAGAGCACCAGCCCTGAAGTCAGGAGGACCCGAGTTTAAATCTGACCTCAGACACTTAA------CTAAGCTGTG

CGACCCTGGGCAAGTCACTTAA-TCCCAATTTCCTTAAAAAAAG--------GTTTTTTTTTTTTTTAATAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------AGAA

AGTCAGTAGGCTACTCTGGTTGCAATTTAACTTCCCTCATCCTTGTAGATCTTACTCAAACTCTGCTGGTATCTAAAAGC

CGATTATTTT-CATTTACAACTCTTGCTTTGCAAAATGTTTTTCCCTCCATCCCAAGAAAGTAAAACTACATTTTCAATG

>Dge 

CACCATTTCCCAACACATAGGG-AATCCA-CAACATGATGATACACC----------CTTTTTCATACAA-GG-------

-------------AAACAAAATGCTG-GTTTGCTGGT---TAAATGTTAC-TYGGTTG---GGGGCAACTGGGTGGCKCA

GTGGGTAGAGCACCAGCCCTGAAGTCGGGAGGAYCCGAGTTCAAATCTGACCTCAGACACTTAA------CTAAGCTGTG

GGATCCTGGGCAAGTCACTTAA-CCCCAATTTCCTTAGCAAAAAAA------GTTTTTTTTTT----AATAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTCTGGTTACAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pdo 

CACCATTTCCCAACACATAGGC-AATCCA-CAACATGATGACACACC----------CTTTTTCATACAA-GG-------

-------------AAACAAAATGCTG-GTTTGCTGGT---TAAATGTTAC-TTGGTTG---GGGGCAACTGGGTGGCTCA

GTGGGTAGAGCACCAGCCCTGAAGTCAGGAGGACCCGAATTCAAATCTATCCTCAGACACTTAA------CTAAGCTGTG

GGACCCTGGGCAAGTCACTTAA-CCCCAATTTCCTTAGTAAAAAAAA-----GTTTTTTTTT-----AATAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGACTACTCTGGTTGCAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGACGATACACC----------CTTTTTCATACAA-GG-------

-------------AAACAAAATGCTA-GTTTGCTGGT---TAAATGTTAC-TTGGTTG---GGGGCAACTGGGTGGCGCA

GTGGGTAGAGCACCAGCCTTGAAGTCAGGAGGTCCCGAGTTTAAATCTGTCCTCAGACACTTAA------CTAAGCTGTG

GGACCCTGGGCAAGTCAC---------------------------------------------------TAAAA---TAA

-GAGTTACTTGGTTTG----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTCTGGTTGCAATTTAGTTTCCCTCATCCTTGTAGATCTTACTCAAACTGTGCTGGTATCTAAAAGC

AGATTATTTT-CATTTACAACTCTTGTTTTGCAAAATGCTTTTCCCTCTACCCCAAGAGAGTAAAACTACATTTTCAATG

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGACGATACACC----------CTTTTTCATACAA-GG-------

-------------AAACAAAATGCTA-GTTTGCTGGT---TAAATGTTAC-TTGGTTG---GGGGCAACTGGGTGGCGCA

GTGGGTAGAGCACCAGCCTTGAAGTCAGGAGGACCCGAGTTTAAATCTGTCCTCAGACACTTAA------CTAAGCTGTG

GGACCCTGGGCAAGTCAC---------------------------------------------------TAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTCTGGTTGCAATTTAGTTTCCCTCATCCTTGTAGATCTTACTCAAACTGTGCTGGTATCTAAAAGC

AGATTATTTT-CATTTACAACTCTTGTTTTGCAAAATGCTTTTCCCTCTACCCCAAGAAAGTAAAACTACATTTTCAATG

>Dcr 

CACCAT------------AGGC-AATCCA-CAACATGACGATACACC----------CTTTTTCATACAAGGGTATTAAA

CACCAAGGGTGTTAAACAAAATGCTG-GTTTGCTGGT---TAAATGTTAC-TTGGTTG---GGGACAACTGGGTGGCGCA

GTGRGTAGAGCACCAGCCCTGAAGTCAGGAGAACCCGAGTTCAAATCTGACCTCAGACAATTAA------CTAAGCTGTG

GGACCTTGGGCGAGTCACTTAA-CCCCAATTTCCTTAGCAAAAAA-------GTTTTTTTTT-----AATAAAA---TAA

AGAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGACTACTCTGGTTGCAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

CACCATTTCCCAACACATAAGC-AATCCA-CAACATGACGATACACC----------CTTTTTCACACAA-GGA------

-------------AAACAAAATGCTG-GTTTTCTGGT---TAAATGTTAC-TTGGTTG---GGGGCAACTGAGTGGCGCA

GAGGGTAGAGCACCAGCCCTGAAGTCAGGAGGACCAGAGTTCAAATCTGACCTCAGACAATTAA------CTAAGCTGTG

GGACCTTGGGCAAGTCACTTAA------------------------------GTTTTTTTT-----------AA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTCTGGTTGCAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mle 

CACCATTTCCCAACACATAGGCCAATCCA-CAACATGACGATACACC----------CTTTTTCACACAA-GGA------

-------------AAACAAAATGCTG-ATTTTCTGGT---TAAATGTTACCTTGGTTG---GGGGCAACTGAGTGGCGCA

GTGGGTAGAGCATCAGCTTTGAAGTCAGGAGGACCTGA----AAATCTGACCTCAGACACTTAA------CTAAGCTGTG

GGACCCTGGGCGGGTCACTTAA-CCCCAATTTCCTTAGCAAAAAA-------GTTTTTTTTTT----AGTAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAG--------------------GCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mlo 

CACCATTTCCCAACACATAGGC-AATCCA-CAACACGACGACACCCC----------CTTTTTCATACAAAGG-------

-------------AAACAAAATTYTG-GTTTGCTGGT---TAAATGCTAC-TTGGTTG---TGGGCAACTGGGTAGCACA

GTGGGTAGAGCACCAGCCCTGAAGTCAGGAGGACCCAAGTTCAAATYTGACCTCAGACAC--AACACTTCCTAAGCTGTG

GAA------GCAAGTCACTTAA-CCCCAGTTGCCTTAGCAAAAAAAAAAAAAATT------------AATAAAA---TAA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTCTGCTTGCAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Ame 

CACCATTTCCCAACACATAGGC-AATCCA-CAACACGACGACACCCC----------CTTTTTCATACAAAGG-------

-------------AAACAAAATTCTG-GTTTGCTGGT---TAAATGCTAC-TTGGTTG---TGGGCAACTGGGTAGCACA

GTGGGTAGAGCACCAGCCCTGAAGTCAGGAGGACCCAAGTTCAAATCTGACCTCAGACAC--AACACTTCCTAAGCTGTG

GAA------GCAAGTCACTTAA-CCCCAGTTGCCTTAGCAAAAAAAAAA----TT------------AATAAAA---TAA

-AAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

AGTCAGTAGGCTACTGTGCTTGCAATTTAGCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN----------NNNNNNNNNNNNNNNN-------

-------------NNNNNNNNNNNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGAGTTCAAATCTGGCCTCAGACACTTAACACTTTCT-AGCTGTG

TGACACTGGACAAATCACTTAACCCCCAATTGACTCAGCAAAA---------GATTTTTTTG-----AATAAAA---TA-

---GTTACTTGGTG-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

GGTCAGTGAGCTACTCTGCTTGCAATTTAGCTTCCCTCATCCTT---------ACTCAAACTGTGCTGGTATCTAAAAGC

AGATTTTTTTTCATTTACAACTCTTG-TTTGCAAAATGCTTTTCCCTCCACCCCAAGAAAATAAA-CTATATTTTCAATG

>Mfa 

CACCACTTCCCAACACATAGGC-AATCCA-CA-------------CC----------CCTTTTCATACAA-GG-------

-------------AAACAAAATGCTGGGTTTGCTGAT-------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TCA

-GAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

GGACAGTGAGCTACTCTGCTTGCAACTGGGCT-CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

TACCA-TTCCCAAC-TATAGGC-AATCCA-CAACGTGGCCACAAACA----------CTTTTTCATCAAA-GG-------

-------------AAACAAAATGCTG-ATTGGTTGAT---TAA-GATTAC-TTGGTTG---GGGGCAGCTAGGTGGCACA

GTGGATAGAGTGCCGGCCCTGAAGTCAGGAGGACCTGAGTTCAAATACGGCCTCAGACACTCAATACTTCCT-AACTGTG

TGACCCTGGGCAAGTCACTTAA-CCCCAATTGCCTCAAAAATAAATAAA---GTTT-----------AAAAAAA---AAA

-AAGTTACTTGGTT-G----------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------ACAA

GGTCAGTGAGCTACTCTGCTTGCAAGTCAGCT-CCCTCATCCTTGTAGATCTTACTCAA-CTGCACTGATATCTAAAAGC

AGATTATTTT-CATTTACAACTCTT---TTGCAAAATGTTTTTCCTTCCACCTCAAGAAAGTAAAACTACATTTTCAAAG

>Pci 

CACCATTTCCCAATGCACAGGC-AATCCAACAATGCAGCCATACACA----------TTTTATCATACAA-GG-------

-------------AAACAAAATGA---------TGGT-------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TAA

---GTTACTTGGTG-G----------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------------------AGCAT

AG-------------CTTTTTGCTTCTGCTCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tvu 

CCCCATTTCCCAATGCACAGGC-GATTCA-CAATGAGGCCACACACACACACACACACTTTATCATATAAAGA-------

--------------AACAATATGC---------TGGC-------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TAA

-GAGTTACTTGGTA-G----------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------------------AACAT

AG-------------CATTTTGCTTCTGCTCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mdo 

CGCCGTTTCCCAACGCACAGGC-AATCCA-CAATGTGGTCACACAC-----------TATT---GTACAA-GG-------

-------------AAATAAGATGC---------TGGT-------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TAA

-GAGTTAATTGGTG-C-----------------------------------------------------------GGGTT

CAAATCTGGCCTCAGACACTTCCCAGCTGGGTGACCCTGGGCAAGTCACTTAACCCCCATGGCCTAGCTTTTACCCTTCT

TCTGCCTTCGAACCAATGCACAGTATTGAGTCCAAGACGGAAGGGAAGGATTTTAAAAAAAGACTAAATTGGCAGAACGT

AG-------------CTTTTTTCTTCTGCCCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------GAGGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCA

GCCTCAGACA-------CTTACTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA-

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------

>Sha 

ATGTAAAATCAGTTTTC-TTTTTCCCTTTCCTAATTGTAACTTCCAGAACCATGACTGTAAACCAAAGAGACTCTATAAC

GTGAGAATCAAATCTTGTTCTTGTTCTTAATGAACTGAATCTCATTTCTAGTCAGGTCCAAAAAGCTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTA---TGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAA--AATA---GGGACAGCTAGATGGCGCAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGGACAAAAAAAAAA

AAAAAAAAAAGAAG-----AAGAAAAGAAAATA----GAA------CCATTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGACA

AAAATTAAGGGACAGAAGAGATTAGACATGAACTGGAACTCTGAAATTAT-GAAGTTAACACACCCCA--AAAGTCACAC

TTATAAAAA--GGC--CCTAGAGGGTTGGAACATTTGACCAAGAGACTTAA-AGTTGGGTCAGCTCTCTGAG

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTATTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAAAAAATA---GGGACAGCTAGATGGCACAGTAGATAAAGCACCAGCCCTGAAGTCAAGAGAACCTGAGTTCAAATCAG

GCTTCAGATATTTAATACTTCCTAGCTCTGTGACACTGGGCAATT---TTAACTCCAATTGCCTCAGGAAAAAAAAAARG

AAGAAGAAAAGAAAAA---AAGAAAAGAAAATA----GAM------CCWTTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AAYCCAAAKGAAA-TACAGACA

AAAWTTARGGGACAGAAGAGATTAGACWTGAMCKGRAACTCTRAAATTWT-RAAKTTAACMCACCCCA--AAAGTCMCMY

TTATAAAAR--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTAGTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAAAAATTA---GGGACAGCTAGATGGCGCAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTT-AGACATTTAATACTTCCTAGCTCTGTAACCCTGGGCAATT---TTAACTCCAATTGCCTCAGGAAAAAAAAAA--

----------GAA------AAGAAAAGAAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGACA

AAAATTAAGGGACAGAAGAGATTAGACATGGACKGGAACTCTGAATTTAT-GAAGTTAACACMCCCCA--AAAGTCACAC

TTATAAAAA--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

ATGTAAAATCAGTTTTC-TTTTTCCCTTTCCTAATTGTAACTTTCAGAACTATGACTGCAAACCAAAGAGACTCTATGAC

ATGAGAATCAAATCTTGTTCTTGTTCTTAATGAATTGAATCTTATTTCTAGTCAGGTCCAAAAAGCTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTATTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAA-AAATA---GGGACAGCTAGATGGTGCAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGCTCTGTGACC-TGG-CAATT---TTAACTCCAATTGTCTCAGAAAAA--------

-------------------AAGAAAAGAAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGACA

AAAATTCAGGTACAGAAGGGATTAGACATGGACTGGAACTCTGAACTTAT-GAAGTTAACATACCCCA--AAAGTCACAC

TTATAAAAA--GGC--CCTAGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTATTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAA-AAATA---GGGACAGCTAGATGGCGAAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGGAAAAAAAAAAA-

----------GAA------AAGAAAAGAAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGACA

AAAATTAAGGGACAGAAGAGATTAGAAATGGACTGGAACTCTGAACTTAT-GAACTTAACACACCCCA--AAAGTCACAC

TTATAAAAA--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dcr 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNTATATGGGAATGAACAAAGTCACTTATTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAA-AATTA---GGGACAGCTAGATGGCACAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTTCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGCAAAAAAAAAAGA

AAAAAA----GAA------AAGAAAAGAAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGGCA

AAAATTCAGKGGCAGAAGGGATTAGACATGGACTGGAACTCTGAACTTAT-GAAGTTAACACACTCCA--AAAGTCACAC

TTATAAAAA--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCCAAGTTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTATTATGGATGAGTGTAGGTTTGTAGCCATT---AAGAA

AAA-AATTA---GGGACAGCTAGATGGCGCAGTAGCTAAAGCACCAGCCCTAAAGTCAGGAGAACCTGAGTTCAAATCAG

ACTTCAGACATTTAATACTTCCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGCAAAAAAAAAAAA

AAAAA-----NAAA-----NNNNNNNNNNNNNN----NNN------NNNNNN----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------NNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mle 

ATGAAAAMTY-TTTTTT-TTTTYCCCTTTTAAAAGTGAAACTTCTAGAACTATGACTGCAAACCAAAGAGACTCTTTGAC

ATGAGACTCAAATCTTGTTCTTGTTCTTAATGAATTGAATCTCATTTCTAGTCAGGTCCAAAAAGCTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGAATGAACAAAGTCACTTACTATGGATGAGTGCAGGTTTGTAGCCATT---AAGAA

AAA-AAATA---GGGACAGCTAGATGGTGAAGTAGATAAAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGCAAAAAAAAAA--

----------GAA------AAGAAAAGAAAAGA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TACAGACA

AAAATTCAGGGACAGAAGGGATTAGACATGGACTGGAACTCTGAACTTAT-GAAGTTAACACACCCCA--AAAGTCACAC

TTATAAAAA--GGC--CCTAGAGGGTTGGAACATTTGACCAAGAGACTNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNTATAGGGGAATGAACARAGTCACTTATGATGGATGAGTCCTGGTTTATAGCCATT---AAGAA

AAAGATATA---GGGGCAGCTAGATAGCGCAGTGGATAGAGCACCAGCCC-CAAGTCAGGAGAACCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGCTCTGTGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGCCAAAAAAGAAAA

A---------GAA------AAGAAAAGAAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TATAGACA

AAAATTCAGGGACAGAAGGGATTAGATATGGACTAGAACTCTGAACTTAT-GAAGTTAACACACCCCA--AAAGTCACAC

TTATAAAAA--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mlo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNTATATGGGAATGAACAAAGTCATTTATGATGGATGAGTCCTGGTTTGTAGCCATT---AAGAA

AAAAATATA---GGGGCAGCTAGATGGCACAGTAGATAAAGCACCAGCCG-CAAGTGAGGAGAATCTGAGTTCAAATCAG

GCTTCAGACATTTAATACTTCCTAGTTCTATGACCCTGGGCAATT---TTAACTCCAATTGCCTCAGCAAAAAAAAAAAA

AAAAAA----RRA------ARRAAAARAAAWTA----NNN------NNNNNN----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------NNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNTATATGGGAA---------TCATTTATGATGGATGAGTCGTGGTTTGTAGCCATT---AAGAA

AAAGAAATA---GGGGCAGCTAGATGGCGCAGTGGATGGAGCACTGGCCCTGAAGTCAGGAGGACCTAAGTTCAGATCTA

GCCTCAGACACTAAATACTTCCTACCTCTGTGACCCTGGGCAATT---TTAACCCCAATTGCCTCAGATTAAAAAAAAAA

AGAAA-----GAAA-----AAGAAAAGAAATAA----GAA------CCCCTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TATAGACA

AAA-TTCAAGGACAGAAGGGATTAAACATGGACTGGAACTCTGAACTTAT-GAAGTTAACAAATCCCA--AAAGTGATAG

TTATAAAAA--GGC--CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Sma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCCAAATTATCC

GA----CCTCAATAAATTATATGGGAA---------TCATTTATGATG-----------GTTTGTAACCATT---AAGAA

AAAGAAATA---GGGGCAGCTAGATGGCGCAGTAGATGGAGCACTGGCCCTGAACTCAAGAGGACCAAAGTTCAGATCCA

GCCTCAGACACTAAATACTTCCTACCTCTGTGACCCTGGGCAATT---TTAAC--------CCTCAGAAAAAAAAAAAAA

----------NNAAN----NNNNNNNNNNNNNN----NNN------NNNNNN----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------NNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mfa 

ATGTAAAATCAGTTTTGTTTTTTCCCTTTCCTAAT-ATAACTTCCAGAATCATGAWTACAAACCAAAGAGGTTCTAAAAC

ATGAGAAGCAAATGTTGTTTTTAGGATG----AATTGAATCTCATTTATAGTCAGGTCCAAAAAGCTTCCCAAATTATCT

GA----CCTCAGTAAATTATATGGGATTGAACAAAGTCACTTATGATGGAGGAGTCTTGGTTTGTAGCCATT--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------AAGAAAAAGAAATA----GAA------CCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAA-TATAGACA

AAA-TTCAGGGACAGAAGGAATTATACATGGACTGGAACTCTGAACTTAT-GAAGTTAACATACCTCC--AAAGCCACAC

TTATAAAAA--GGT--CCTAGAGGGTTGGAACATTTGACCAGGAGACTTAA-AGTTGGGTCAGTTCTCTGAG

>Tcy 

ATGTAAAATCAGTTTTG-TTTTTCCCTTTCCTAATTGTAACTTCCAGAACCATGACTGCAAACCAAAGGAGTTCTATGAC

ATGAGAAGCAAATTTTGTTCTTAGGGTG----AATTGAATCTCATTTCTAGTCAGGTCCAAAAAGCTTCCCAAATTATCT

GA----CCTCAATAAATTATATGGGATTGAACAAAGTCACTTAGGATGAATGAGTCCTGGTTTGTAGCCATT---AAGAA

AAAGAAACA---GGGCCAGCTAGATGGCACAGTGGATAGAGCACTGGTCCTGAAATCAGGAGGATCTGAGTTTAAATCCA

GCCACAGACAGTTAATACTTCCTGGCTGTATGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGCAAAAAAGAAAAA

AGAAAAAAAAGGAG-----GAAAAGAAAAAAAA----GAAACAAAACCACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAATGAAACTATAGACC

AAA-TTCAGGGACAGAAGGGATTAGACATGGACTAGAATGCTGAACTTAG-AACATTAACACA-CTCC--AAAATCATAA

TTATAAAAA--GACTACCTAGAGGGTTGGAACATTTGACCAGGAGACTTAAGAGTTGGGCCAGTTCTCTGAG

>Pci 

ACATAAAATCAATTT---TTTTTCCCTTTCCCAGCCATGAATCCAAGAATCATGACTGCAAACCGAGGAGTTCCTATAAC

GTGAGAAGCAAGTCTTGTTCTTAGGGTT----AATTGAACCTCATGTCTAGTCAGGTCCAAAAAGCTTCCCAAATCATCT

GAACGAACCCAATAAATCATATGGGGTTGAAGAAAGTCATTTGTGATGGATGAGTACTGGTTTGTAGCCATT--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------AAGCAAAAGAAATA----GAA------CCATGG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATACAAATGAAACTACAGACA

GAA-TTCAAGGACGTAAGGGATTAGACATGAACTGGAACTCCAAGCTTAT-GATGCATACATGTCCCC--AAAGTCACAC

TTATAAAAA--GGC--ACTAGAGGGTTGGACCATT-GAAA--------------------CAATTCTCTGAG

>Tvu 

ATGTAAAATAAATTT---TTTTT-CTTTTCCCAATTGGGAATCCAAGAACCATGAATGCAAACCAAGGACTCCCTATAAC

ACGAAAAACAAATCTTGTTCTTAGGGGT----AATTGAACCTCATGTCTAGTCAGGTCCAAAAAGCTTCCCAAATCATCT

GA----ACTCAATATATTATATGGGGTTAAACCAAGTCACATATGATGGATGAGTACT-GTTTGTAACTACT--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------AAGAAAAAGAAATA----GAA------CAACTG----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCACATGAAACTACTGACA

GAA-TTCAGGGATGTAAGGTTCTAAACATGGACTGGGACTCCAAGCTTAT-GCTGCTAACATATCCCCC-AAAATCACAC

TTTTAAAAA--GTC--ATTAGAGGGTTGGAGTATTTAAGCAGGAGAC---AGCCCTCTGTCAATTCTCTGAG

>Meu 

AAGTAAAATTAA------TTTTTTCTTTCCCCAACTGTGAATCCAAGAACCATGACTGCAAACCAGGGAGTCCCTATAAC

CTGAAAAACAAATCTTGTTCTTAGGGTT----AATTGAATTTCACATTTAGTCAGGTCCAAAAAGCTTCCCTAATCATCT

GA----ACTCAATAAATTATATGGGGTTATACAAAGTCACATACAGTGGATGAGTACTGGTTTGTAGTTACT--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------AAGAAAAAGAAATA----GAA------CCATTGTGTGTGCTGGTCCTTTGTTGTGGAAGAA

GACCATGCCATCAGAGAAATAATGACATGACTTGCACTTGACTTTGTTTTGAGTGAGGGAGGGCTGTGCAGGTCACCAGC

CTCACTTTTTCTCCAGAGCCATCTGAATCCAGTGACCAGATATTCATCAGGATTACTGGAGATGACCCAGGATGAGGCAA

TTGGGGTTAAGTGACTTGCTCAAGGTCACACAGCTAGTGAGTGTCAAGTGTCTGAGGTGAGATTTGAACTCAGGTCCTCC

TGAGTCCTGCACTGGTGCTCTATCCACTGCACCACCTAGTTGACCCCTAAAACCATTGAATCCAAATGAAACTACCAACA

GAA-TTCAGGGACATAAGGGCTTAGACATGGACTGGGACTCTAAGCTTAG-GATGCTAACATATTCCCCCGAAAACACAC

TTATAAAAA--GTC--ACCAGAAGATTGCAGCATTTTAGCAGGAGACTTT-------TGTCAATTCTCGGAG

>Mdo 

ATGTAAAATCATTTT---TTTTTTCATTTCCCAAATGTGAATCTAAGAATCATGACTATAAACCAAGGGGTCTCTATAAT

ATGAGAAGTGAATCTTGTTCTTAGGGT------------------------------CCAGAATACTTCCCAAATCATGT

GA----ACTCAATAAATTATATGAGGTTAAACA--GTCACGTACAATGGACAGTTATTGGTTTGAAGCCATT--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------CAGAAAAAGAAACA----GAA------ACAGTA----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------AATCCAAACGAAACTACTAACA

---------GGACATAGGGAATTAGATATAGACTGAAATTCCAAGCTTAGTGATGCTATCAAATCC--------------

----AAAAA--GTC--ACTAGAGGGTTTGAGCATTTGGGCAGGAAAATCAA-GCTTAAGTCTATTCTCTGAG

Marker 28

>WSINE1a 

--------------------------------------------------------------------------------

---------------------------------------------------------GGGGCAGCTAGGTGGCACAGTGA

ATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCGGCCTCAGACACTTGACA------------------

---CTTACTAGCTGTGTGACCTTGGGCAAGTCACTTAACCCCAATTGCCTTGCCTTCCCCCTCCAAAAAAAA--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------

>Sha 

AAGGC--TAGTCT------GTTTTTA------TGTTAT-GTTTTAATA----TATAACTTGACACTTTAAATGCATCTTA

ACAATCTACTGTTCTTAGGACTAATTTAGAATTCCCCATTATAAATTAAAGAGTAATTTACATGGGGT---AAGATTAAT

ATTTG---TCAGCCCCGAAGTTAGGAGGACCCGAGTTCAAATCAGGCCTCAGACATTTAATA------------------

---CTTCCTAGCTGTGTGACCCTGGGCAAGTCACTTAACGCCAAATGCCTCAGACAAAAAAAATTTTTAAAAAT------

-----------AATA--------------ATAATATTTG---TAAAAGGTCTTGAGATTATAAGAGAAAGTTTAAAGATA

TTATACTATAATTTACATTGGAGCTT---AAAATA-TGTTGGGTTTTTATTGGTAAGAAATGTGGATTTCTTTTAGGGTG

CATACATGTGCCAAGGTATCCTACCACATCCAAGGCCATCTCCAGCCATCCTGATGTATATCTTGCCCATGGAGCCAGAT

GGCTCCAGGGGGGAAGGTAAGACTGGTGACTCTGCCCAGCCATCCCTCACTTAAATCCAATACCCTCGCATTTCATGGCA

TTGCCCCCCTGATGTCATGGTCCTCTTCGAGGACAAAGGGCAAACAACAAACAATAATATGCTCTAATCAGCGATCAGCA

TTCGGTTGGGTGGCTACCATGTACCAGGTACCATGCACCAGT---AGCTCTCACTGTGG-CAGA--------------CG

AGAGCTTTCAAAATGAGAAAAGATGGTCCTAAAATGCCAAGTCTACTTCCATCACATTAA---GAG--AGAGTGAATGCA

ATCATTCCCCACATCCAGAACACAT-----------CCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Pdo 

AAAGC--TAGTCT------GTTTTTA------TGTTAT-GTTTTAATA----CATAACTTGACACTTTAAATGCATCTTA

ACAATCTACTGCTCTTAGGACTAATTTAGAATTCCCCATTATAAATTAAAGAGTAATTTACATGGGGT---AAGATTAAT

ATTTG---TCAGCCCCGAAGTCAGGAGGACCTGAGTTCAAATCAGGCCTCAGACATTTAATA------------------

---CTTCCTAGCTGTGTGACCCTGGACAAGTCACTTAACCCCAAATGCCTCAGCAAGAAATTTTTTAAAAA---------

-----------AATA--------------ATAATATTTG---TAAAAGGTCTTGAGATTATAAGAGAAAGTTTAAAGGTA

TTATACTATAATTTACATTGGAGCTT---AAAATA-TGTTGGGTTTTTATTGGTAAGAAATGTGGATTTCTTTTAGGGTG

CATACATGTGCCAAGGTATCCCACCACATCCAAGGCCATCTCCAGCCATCCTGATGTATATCTTGCCCATGGAGCCAGAT

GGCTCCAGGGGGGAAGGTAAGACTGTTGACTCTGCCCAGCCATCCCTCACTTAAATCCAATACCCTCGCATTTCATGGCA

TTGCCCCCCTGATGTCATGGTCCTCTTCGAGGACAAAGGGCACATAACAAACAATAATATGCTCTAATCAGCGATCAGCA

TTCGGTTGGG--GCTACCATGTACCAGGTACCATGCACCGGT---AGCTCTCACTGTGG-CAGA--------------CG

AGAGCTTTCAAAATGAGAAAAGACGGTCCTAAAATGCCAAGTCTACTTCCATCACATTAA---GAG--AGAGTGAATGCA

ATCATTACCCACATCCAGAACACATCCAGAACACATTCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Dby 

AAGGC--TAGTGT------GTTTTTA------TGTTAT-GTTTTAATG----CATAACTTGGCACTTGAAATGCATCTTA

ACAATCTACTGTTCTTAGGACTAATTTAGAATTCCCCATTATAAATTAAAGAGTAATTTACATGGGGT---AAGATTAAT

ATTTG---TCAGTCCCGAAGTCAGGAGGACC-------------------------------------------------

---------------------CTGGGCAAGTCACTTAACCCCAAATGCCTCAGCAAAAATTTTTTTAAAAA---------

-----------AATA--------------ATAATATTTG---TAAAAGGTCTTGAGATTATAAAAGAAAGTTTAAAGGTA

TTATAGTATAATTTACATTGGAGCTT---AAAATA-TGTTGGGTTTTTATTGGTAAGAAATGTGGATTTCTTTTAGGGTG

CATACATGTGCCAAGGTATCCTACCACATCCAAGGCCATCTCCAGCCATCCTGATGTATATCTTGCCCATGGAGCCAGAT

GGCTCC-GGGGGGAAGTTAAGACTGGTGACTCTGCCCAGCCATCCCTCACTTAAATCCAATACCCTCGCATTTCATGGCC

TCGCCCCCCTGATATCATGGTCCTCTTCAAGGACAAAGAGCAAACAACAAACAATAATATGCTCTAATCAGCGATCAGTA

TTTGGTTGGGTGGCTACCATGTACCAGGTACCATGCACCAGT---AGCTCTCACT---A-CAGA--------------CG

AGAGCTTTCAAAATGAGAAAAGACGGTCCTAAAATACCAAGTCTACTTCCATCACATTAA---GAG--AGAGTGAATGCA

ATCATTCCCC-CATCCAGAACACATCCAGAATACATCCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Pta 

AAGGC--TAGTCT------GTTTTTA------TGTTAT-GTTTTAATG----TATAATTTGGCACTTTAAATGCATCTTA

ACAATCTACTGTTCTTAGGACTAATTTAGAATTCCCCATTATAAATTAAAGAGTAATTTACATGGGGT---AAGATTAAT

ATTTG---TCAGCCCAGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGACATTTAACA------------------

---CTTC-TAGCT--GTGACGCTGGGCAAGTCACTTAACCCCAATTGCTACAGCAAAAATAAATAAATAAATAAATAATA

ATAATAAT---AATA--------------ATAATATTTG---TAAAAGGTCTTGAGATTATAAAAGAAAATCTAAAGATA

TTATAGTATAATTTATATTGGAGCTT---AAAATA-TGTTGGGTTTTTGTTGGTAAGAAATGTGGATTTCTTTTAGGGTG

TATACATATGCCAAGGTATCCCACCGCATCCAAGGCCACCTCCAGCCATCCTGATATGTATCTTGCCCATGGAGCCAGAT

GGCTCT---------------------------GCCCAGCCATCCCTCACTTAAATCCAATACCCTCACATTTCATGGCA

TCGCCCCCCTGATGTCATGGTCCTCTTTGAAGACAAAGGGCAAACAACAAGCAATAATATGCTCTAATCAACGATCAGCA

TTTGGTTGGGTGGCTACCATGTACCAGGTACCATGCACCAGT---AGCTTTCACTGTTG-CAGA--------------CG

AGAGCT--------------------------------AAGTCTACTTCCATCACGTTAA---GAG--AGAGTGAATGCA

ATCATTCCCCACATCCAGAACACAT-----------CCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Mlo 

AAGGC--TAGTCT------GTTTTTA------TGTTAT-GTTTTAATG----TATAACTTGGCACTTTAAATGCATCTTA

ACAATCTACTGTTCTTAGGACTAATTTAGAATTCCCCATTATAAATTAAAGAGTATTTTACATGGAGT---AAGATTAAT

ATTTG---TCAGCCCAGAAGTCAGGAGGACCTAAGTTCAAATCTGGCCTCAGACATTTAACACTTCCCAGCTGTGTGTTA

ACACTTCCTAGCTGCGTGACCCTGGGCAAGTCACTTAACCCCAATTGCTGCAGCAAAAAATAATAA-TAA-TAA-TAATA

ACAACAAC---AATA--------------ATAATATTTG---TAAAAGGTCTTGAGATTATAAAAGAAAATCTAAAAGTA

TTATAGTATAATTTATATTAGAACTT---AAAATA-TATTGGGTTTTTGTTGTTAAGAAATGTGGATTTCTTTTAGGGTG

CATACATATGCCAAGGTATCCCACCACATCCAAGGCCACCTCCAGCCATCCTGATATGTACCTTGCCCATGGAGCCAGAT

GGCTCTAGAGGGGAAGATAAGACTGGCGACTCTGCCCAGCCATCCCTCACTTAAATCCAATACCCTCGCATTTCATGGCA

TCATCCCCCTGATGTCATGGTCCTCTTTGAGGACAAAGGGCAAACAACAAGCAATAATATGCTCTAATCAGCGATCACCA

TTCGGTTGGGTGGCTACCATGTACCAGGTACCATGCACCAGT---AGCTCTCACTGTGG-CAGA--------------CA

AGAGCTTTCAAAATGAGAAAAGATGGTCCTAAAATACCAAGTCTACTTCCATCACGTTAA---GAG--AGAGTGAATGCC

ATCATTCCCCACATCCAGAACACAT-----------CCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Scr 

AAGGC--TAGTCT------GTTTTTA------TGTTAT-GTTTTAATG----CATAACTTGGAACTTTAAATGCATCTTA

ATAATCTATTGTTCTTAGGGCT-CTTTAGAATT-CCCATTATAAATTTAAGAGTAATTTACATGGGGT---AAGATTAAT

ATTTT---TCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCCTGCCTCAGACATTTAANN------------------

---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN------AAATAAATAAAAT--TAATA

AT---------AATA--------------GTAATATTTG---TAAAATGTCTTGAGATTATAAAAGGAAGTCCAAAGGCA

CCATACTATAACTTATACTGGATCTT---AAAATA-TGTTGGGTTTTTATTGGTAA-AAATGTGGATTTCTGTTGGGGTG

CATACATATGCCAAGGTATCCCACCACATCCAAGGCCATTTCCAGCCATCCTGATGTGTATCTTGCCCATGGAGCCAAAT

GGCTCCAGAGGGGAAGGTAAGACTGGTGACTCTGCCCAGCCCTCCCTCACTTAAATCCAATACCCTTGCATTTCATGGCA

CTGCCCTCCTGATGTCATGATCCTCCTAGAGGATAAAGGACAAACAACAAACAATAATATGCTCTAATTAGCGATTAGCA

TTCAGTTGGGTGGCTACCATGTACCAGGTACCAGGCACCAGT---AATTCTCATTGTAG-CAGA--------------CA

AGAGCTTTCAAAATGAGAAAAGACAGTCCTAAAATACCAAGTCTGCTTCCATCACATTAA---GAG--AGAGTGAATGCA

ACCATTCCCCACATCCAGAACACAT-----------CCAAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAAAGTTTCTGATCCGTAATGTTCACCATTTC

>Mfa 

NNNNNNNNNNNNN------NNNNNNN------NNNNNNNNNNNNNNNN----NNNNNNNNNNNNNNNNNNNNNNNTCTTA

ACAATCTATTGTTCTCAGGAC---TTTAGAATTCCCCATTATAA-TNAAAGAGTAATTTACATGGAGT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------AAGA--------------TTAATATTTG---TAAAAGGTCTTGAGATTATAAGAGAAGCTCTAAAGGCA

TCATACTATAATTTATACTGGATCTT---AAAATA-TGTTGGGTTTTTATTGGTAAGAAATCTGAATTTCTGTTAGGATG

CATACATATGCCAAGATATCCCATTGCATCCAGGGCCATCTCCAGCCACCTTGATCTATATCTTGCCCATGGATCCAGAT

AGTTCCAGAGGGAAAG-TGAGA-TGGTAACTCTGCCCATCCATCCCTCACTTAAATCCAATACCTTTGCATTTCATGGTA

TCGCCTCCACGATGCCATGGTCCTCTTGGAAGACAAAGTACAAACAACAAACGATAATATGCTCTAATCAGCACTAAGCG

TTGGGTTGGATGGNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN-NNNN--------------NN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

AAGGCACTAGTCTCT----GTTTTTA------TGTTAT-GTTTTAATGCATATATAACTTGGCACTTTAAATGCATCTTA

ACAATCTATTGTTCTTAGGAC---TTTAGAATTCCTCATTATAAATTAAAGAGTAATTTATGTGGGGT---AAGATTAAT

ATCTG---CCAGCCCTGAAGTCAGGAAGACCTGAGTTCAAATCTGGCCTCGGACACTTAATG------------------

---CTTCCTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAGGGGGGAAA-------------------

-----------AAGA--------------TTAATATTTG---TAAAAGGTCTTGAGATTATAAAAGAAACCCTAAAGGTA

TCATCCTATAATTTATACTGGATCTTCTTAAATTA-TGTTGGGTTTTTATTGGTAAGAAATGTGGATTTCTGTTAGGATG

CAT--ATATGCCAAGGTACCCCACTGCATCCAGGACCATCTCCAGCCATCCTGATGTGCATCTTGCCCCTGGATCCAGAT

GGTTCCAGAGGGGAAGGTGAGAGTGGTAACGCTGCCCAGCCATCCCTCCCTTAAATCCAATACCCTTGTATTACATGGCA

TCGCCTCCCTGATGTCGTGGTCCTCTTCGAGGACAAAGGACAAACAACGAACAATAATATGCTCCAATCAGCACTAAGCA

TTCGGTTGGGCGGCTACCACGTACTAGGCACCACGCACCAGT---AGCTCTCACTGCGG-CAGA----------------

-------TCAAA-TGAGAAAAGACTGTCCTAAAACACCAAGTCTCCTCCCATCACACTAA---GAG--AGAGTGAATGCA

GTCATTCCCCACGTCCAG----------------------AACCAAGTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCTCAACGTTTCTGATCCGTAATGTTCGCCATTTC

>Pci 

AAGGC--TAGCCTCCTTATTTTTATA----CTTATTAT-GTTTTAATG----TATAAGTTGGCATTTTAAATGCATCTTA

ATAATCTATAGTTCTCTCTA-TATTTTACAATTACCAATTGTAAATTAGAGAATAATTTATGTGGGGT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------AAGA--------------TTAATATTTG---TAAAGCATCTTGAGATTGCAAAAGGAACTCTAAGACTG

TCTGTC-ATCCTATATATTGAATCTT----AACTA-TATTGGGTTTTTACTGATGAGGAATGTGGATTTC--------TG

CAT----ATGCA--------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------CTAATCATCAATAAGTA

ATTG-TTGGGTGGCTACCATGTACCAGGCACTGTGTACCAGT---AGCTCTCACTGTGGACAGAAGAGCCATCAGAACAG

AGACTTTTGAATATGAGAAAAGACAGTTCTAAAACATCAAGTCTTCTTTCATCACAGTAA---GAG-GAGAGTGAACGCA

ATCAGCCCCCACATCCAGAATCCATCCCTC-----CCCAAAACCAACTTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAACGTTTCTGATCCATAATGTTCGCCATTTC

>Tvu 

AAGGC--TAGCCTCTTTTATTTTTTA-----AATTTATTGTTGTAATG----TGGAGGTTGGCATTTTAAATGCATCTTA

ACAATCTGTAACTCTCTCTG-TACTTTGTAATTCCCAGTTGAAAATTAAAGAATAATTTACATGGGGT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------AAGA--------------TTAATATTTG---TAAAGAGTCTTGTGAAAGT-------------------

----GCCATATTATATACTGGATCTT----AACTA-TGTTGGGTTTTACCTGATGAGGAAGGTGGATTTCTGTTAGGATG

CAT----ATGCA--------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------CTAGTCATCAATAAGCA

TTTG-CTGGGTGGCTACCATGTGCCAGGTACTGTG---CACTAAAAGCTCTCACTGTGGCCAGAAGAGAGATCAGAACAG

GGA-CTTTCACCATGAGAAAAGCCAGT-CAAAA-TATCAAGCGTACTTCCATCACAATAA---GAG-CCGGGTGAATGCA

ATCAGCCTCCCCATCCAGAACCCATCCATCCCTT-CCCAAAACCAATGTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAATGTTTCTGATCCGTAATGTTCACCATTTC

>Meu 

GAAAC-----TCT-----AGTTTA------CAATGTCGTGTTT-AAGGA---TTTAACTTAGCATTTTAAATGCATCTTC

ATAATCTGTAAGGTTTTT--TTGTACCTTTTTACCCAATTGTAAATTGA-------------AAGGGT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------AAGATTTATTAATAAAACTTAATATTTG---TGAAGAGTCTTGAGATTGTGAAAGGAACTCTAAAGGTG

TCATATTATAGTTTATACTATATCTT----AACTA-TTTTATGTTTTTATTGGTAAGGAATGTTTGTGTG--TTTCTAT-

--T----ATG-A--------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------NNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGAGGAGCTATCAGAACAG

AGACCTTTCAGCATAAGAAAAGACACT-CAAAAA-ATCCAGTCTACCTCCATCACAACAG---GAG-CACAGTGAATGCA

ATCAGCCCTCACATCCACAACCCATCCCTC-----CCCAAAACCAATGTACCTCTTCTGACTCCGGCAAAAGCTTAAGAA

ATTCTCGCAGTGTTTCTGATCCGTAATGTTCACAATTTC

>Mdo 

AGAGC--TAGCCTCTTTATTTTTATATTTTTTTTCTAT-CTTCTTA-G----T-TAAATTGGCATTTTAAGTGCATATTA

ACAA---------------------TTAGAATTCCC--------------------------AGTGGT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------CAGA--------------GTAGAATTTG---TGAA--GTCTTGAGATTGTCAAAGGAATTCTAAGGG--

TCATACTATAA-TGATCCTGGATCTT----AACTATTGTCTGCTTTCGATGGGTGAGGAATGTGGATTTCTGACAGGCTA

CAT----ATGCA--------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------CTAATCATCAACAAGCA

TTTG-ATGGGTGCCTCCCATGTACCAGGTACTA--CA-CAGTGGAAGTTCTCACCATGG-------AGTGATCACAACAG

AGACCTTTTGGACTGAGAA----------------------TC-ACTTCCACCACACTAAAAGGAGAGAGAATGAATACA

ATCAGCCCCCA-ATTCTGAACCCATCCCTC-----CCCCAAACCAATTTACCTCTTCTGACTCCGGCAAAAGCTTAAGGA

ATTCTCGCAAGGTTTCTGATCCATAATGTTCACCATTTC
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>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---GAGGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAG

ACACTTACTA-------GCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA--------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------

>Sha 

C--------ATAAAATCTGATCGCTGCAGGGACAGA-AAGAAA-------------------AACAGCGTCAAGATCAAC

CA----GTAGGAAAGAAA----CAGTTGTTAGGAGGACGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGAAGTTCTGTAAAAGGACGCCCTTAATAAGATCCATTTCAGAACAGGAGTGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA----TAATAATGATT---A-GTGTT

TGGATAAAACCTGAACTGTTTGTCAAATGTTTCCCATACAATATATCCTTCCTCTAAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTAATTTGGGGCATGAAGT

CCTAAGACT-GAGGACCTGACAGTCTCC--TT-CACTGCCTTCCTCTCACTCTGCCTAC---ATCCCCCACATCCCCATG

CTCTGCTTGCTTTG-ATATTCACACAGGCTTTCGCAGGGATGCCTGGGAAC--ATCTTATTCCATTCAGACCCTGCTGTA

AGCTATTCTCACCTTGCCAGCCCCTTCCCCTTCCCC------CTGCAGATGCTGAGACACTCATGGCTGACACATGAGGT

TGCAGAGCTAGAGTCTCCTGAGAAAGTGGATTCTGGCAGTGAGTCAGGCTCTCC--TCATTAATATTCTCCCAAAGGGCA

CTTCTCACTCAAGAGAATGGCAGGCCTGTATAATGTCCTGTA--GTCTCAGCTGTTGGGATGGTCG-GATCCAGTACAAA

AGATGGTTGCCA

>Dge 

C--------ATAAAATCTGATCGCTGCAGGGACAGA-AAGAAA-------------------TACAAAGTCAAGACCGAC

CA----GTAGGAAAGAAA----CAGTCATTAGGAGGACGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAATGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCCGAACTGTTTGTCAAATGTTTCCCATACAATATATCCTTCCTCTGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTAATTTGGGGCATGAAGT

CCTAAGACT-GAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Pdo 

C--------GTAAAATCTGATCGCTGCAGTTACAGG-AAGAAA-------------------TACAGCGTCAAGATCAAC

CA----GTAGGAAAGAAAGAAACAGTCGTTAGGAGGATGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTAAAAGGTCGCCCTTAATAGGATCCATTTCAGAACAGGAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-CTGTG

TGGATAAAACCTGAATTGTTTGTCAAATGCTTCCCATACAGCATATCCTC----TGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGCCATGAAGT

CCTAAGACT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Pbi 

C--------ATAAA-TCTGATCGCTGCAGGGACAGG-AAGAAATAGAGTCTAGATCAGGAAATACAGAGTCTAGATCAAC

CA----GTAGGAAAGAAA----CAGTCGTTAGGAGGACAGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGTCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCTGAACTGTTTGTCAAATGCTTCACATAAAATATATCCTT----TGAAGGGCTGAGCAGT--CCCCATCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCATGAAGT

CCTAAATCT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Dro 

C--------ATAAAATCTGATCGCTGCAGGGACAGGGAAGAAA-------------------TACAGCGTCAAGATCAAC

CA----GTAGGAAAGAAA----CAGTCATTAGGAGAATGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAACAGGATCCATTTCAGAACAGTAGCACTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCCGAACTGTTTGTCAAATGCTTCCCATACAGTATATCCTC----TGATGGGCTGAACAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCATGAAGT

CCTAAGACT-GGGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Pma 

N--------NNNNNNNNNNNNNNNNNNNNNNNNNNN-NAG-AATAGAGTTTAGATCAGGAAATACAGAGTCTAGATCAAC

CA----GTAGGAAAGAAA----CAGTCGTTAGGAGGACAGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGTCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTTAGAACAGTAGCCCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCTGAACTGTTTGTCAAATGCTTCACATAAAATATATCCTT----TGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCMTGAAGT

CCTAAATCT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Dcr 

C--------ATAAAATCTGATCGCTGCAGGGACAGG-AAGAAA-------------------TACAGAGTCTAGATCAGC

CA----GTAGGAAAGAAA----CAGTCACTAGGAGGACGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCTGAAATGTTTGTCAAATGCTTCACATACAGTATATCCCC----TGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTCCCAGATTTGGGGCATGAAGT

CCTAAGACT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Dby 

C--------ATAAAATCTGATCGCTGCAGGGACAGG-AAGAAA-------------------TATAGCGTCAAGATCAAC

CA----GTAGGAAAGAAA----CAGTCACTAGGAGGACGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCTGAAATGTTTGTCAAATGCTTCACATACAGTATATCCCC----TGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCATGAAGT

CCTAAGCCT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Mle 

N--------NNNNNNNNNNNNNNNNNNNNNNNNNNN-NAGAAA-------------------TACAGAGTCTAGATCAAC

CA----GTAGGAAAGAAA----CAGTCACTAGGAGGAYGGGATTCCAGGGAACTAGCAGAATTTCTGCCTCGGCTTCCTT

ATTGCTCCTGCCCTTGGCAGTTCTGTRAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-GTGTT

TGGATAAAACCCGAACTGTTTGTCAAATGCTTCACATACAGTATATCCTC----TGAAGGGCTGAGCAGT--YCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCATGAAGT

CCTAAGACT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Mlo 

N--------NNNNNNNNNNNNNNNNNNNNNNNNNNN-NAGAAA-------------------TACAGCGTCCAGATAAAC

CA----GTAGGAAAGAAA----CAGTCATTAGGAGGACAGGATTCCAGGGAACTAGCAGAATATCTGCCTTGGCTTCCTT

ATTGCTACTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-CTGTT

TGGATAAAACCTGAACTGTTTGTCAAATGTTCCACATAGAATATATTCTT----TGAAGGGCTGAGCAGT--CCTCACCT

--------------------------------------------------------------------------------

-----------------------------------------------------TGGGCTTCCTGATTTGGGGCATGA---

------------GGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Ast 

A--------ATAAAATCTGATCGCTGCAGGGACAGG-AAGAAA-------------------TACGGCGTCCAGATAAAC

CA----GTAGGAAAGAAA----CAGTCATTAGGAGGACAGGATTCCAGGGAACTAGCAGAATATCTGCCTTGGCTTCCTT

ATTGCTACTGCCCTTGGCAGTTCTGTAAAAGGACGCCCTTAATAGGATCCATTTCAGAACAGTAGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAA-------TAATGATT---A-CTGTT

TGGATAAAACCTGAAATGTTTGTCAAATGCTCCACATAGAATATATCCTT----TGAAGGGCCGAGCACT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------TGGGTTTCCTGATTTGGGGCATGA---

------------GGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Pgi 

A--------ATAAAATCTGATCGCTGCAGGGACAGG-AAGAAA-------------------TAC--------------C

CAA-CAGTAGGAAAGAA-----GAGTCATTAGGAGGACAGAATTCCAGGGAACTAGCAGAATTCCTGCCTTGGCTTCCTT

ACTGCTACTGCCCTTGGCAGTCCTTTAAAAGCACGCCCTTAATAGGATCCATTTCAGAACAGTGGCGCTCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATGA----------TGATT---C-CTATT

TGGATAAAACCTGAAATGTTTGTCAAATGCTTCACATACGATATATCCTT----TGAAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGCTTTCCTGATTTGGGGCATGAAGT

CTTAAGACT-GAGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Scr 

A--------ATAAAATCTGATCGCTGCAGGGACAGG-AAGAAA-------------------TACAGCGTCAAGATAAAC

CAAACAGTAGGAGAGAAA------GTCATTAGGAGGACAGGATTCCAGGGAACTAGCAGAATTCCTGCCTTGGCTTCCTT

ACTGCCACTGCCCTTGGCAGTTCTTTAGAAGCACGCCCTTAATAGGATCCATTTCAG-AGAGTGGCGCTCATCGGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------GATGATAA----TAATAATGACT---A-CTATT

TGGATAAAACCTGGAATGTTTGTCAGATGCTTCCCATGCAAGATATCCTT----TACAGGGCTGAGCAGT--CCCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGGCTTCCCGATTTGGGGCATGAAGT

C-TGAGACTTGACAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Mfa 

AGNTSTGTAATAAAATCYGATMGCGGCAGGGACAGG-AAGAAA-------------------TACAGCGTYGGGATAAAG

CAAACAGTGGGAAAGAAA----CAGTCATTAGGAGCACGGGATTC--GGGAACTAGCAGAASTGCTGCCTTGGCTTCCTT

ACTGCTACTGCTCCTGGCAGCCCTTTAAAAGTACGTGCTCAATAGCATCCATTTCAGAATGGCAGTGCTCATTAGT---A

ACAATAATAA---TGATTACT---GGG-CAGCCGGAGGGTGCAGTGGGTAGTGCACCAGCCCTGAAGTCAGGAGGACCCG

AGTTCAAATCTGGCTTCAGACACTTAACA------------GTGA-CCTGGGCAAGTCCCTTAACCCCAACTGCTTCTAA

CAATAATAATAATAATAATAATAATAATAATAATAATAATAATA---AAGGATGA----TGATGATGATT---A-CTATT

TAGATAAAATCTGAAAGG----------------------------------------------AGCAGTCCCCCCAGCC

CC------------------------------------------------------------------------------

-----------------------------------------------------AGGGTTTCCTGATTTGGG-CAGGACNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNN

>Tcy 

AGTTCTGTAATAAAATCTGATCGCTGCAGGGGCAGG-AAGAAA-------------------TAGAGCGTCAAGATAAAC

CAAACAGTAGGAAAGAAA----CCGCCATTGGGAGGACAGGATTCCAGGGAACTAGCAGAATTTCTGCCTTGGCTTCCTT

ATTGCTACTGCTCTTGGCTGTTCTTTAAAAGTACACTCTTAATAAGACCCATTTCAGGACAGTAGTGCTCATTAGT---A

ATAATAATAATAATGATTACT---GGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCGGTCCTGGAGTCAGCAGGACCTG

AGTTTGAATCCGGCCTCAGACACTAAACACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTC-AG

CAAAAGAAAAAA-----------------------------------AAAAATAA----TAATGATTACT---AACCATT

TAGATAAAATCTGAAATGTCTGTAAAATGTTTCACATGCA-TATATTCTT----TAAAGGGCTAAGAAGT--CTCCACCC

--------------------------------------------------------------------------------

-----------------------------------------------------AGGATTTCCCGATTTGGGGCATGAAGT

CTTAAGACT-GAGGATCTGACAGTCTCC--TT-CACTGCCTTCCTCTCACTTTGCCTACCAGTTTCCTAAAATCCACATG

CTCTTCTTG-TTTGAATATTCACACAGGCTTTAGGAGAGATACCTGGGAACCGATCTTATTCCATCCAGACCCTGCTGTA

AGCTATTTTCACTTTGGGGGCCCCTTCCCCTTCCCCTTCCTCCTGCAAATGCTTAGACACTCATGGCTAACACATGAGGT

TGCAGAACTGGAGTTTCCTGAGAAAATGGATTATGGCAGTGAGTCAGGATCTCCCCTCATTAATATTCCCCCAAAGGGCA

CTTCTCACTCAAGAGAATGGCAGGCCTGTCTAATGCCCTCTATGGTCTCAGTTGTTGGGATGTTCAAGATCCAATGCAAA

AGATGGTTGCCA

>Pci 

AGCTGTGCAATAAAACCTGATAGCAGCAGTGACAGG-AAGAAA-------------------TAAAGCCTCAAGATAAAC

CCAATGGTAGGAAAGAAATAAACAGTAACCGTGAGGGCAGGATTCCAGGAGACGAGCAGAATTTCTGCCCTACCTTCCTT

ATTGC---------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------AACG-ATGAGTTGTTGGGATGTTCAAGATCCAAAGTAAA

AGATGTTTGCCA

>Tvu 

AGCTCTGTAATAAAATCTGATAGCAGTAGTAACAGG-AAGAAA-------------------TACGGCCTCAAGATAAAG

CCAACAGTAAGAAAGGAA----CAGTAATAGCGAGGACAGGATTCCAGGGGATGAGCAGAATTTCTGCTCTGGCTTCCTT

ATTGCTGCTGATCTTGTCCGGTTTTAAAAATTATGTACTTGGTATGAATCATTTCAGAACAGTAGCCATCATTAGC----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AATAATAG----TA--AATAAGT---GATCATT

TAGGTAAAACCTGAAATGGTTATAAAATGCTTCACGTATGATATCTCATT----TAAAGCGCTGAGCAGG--CCCCAACC

CCAA-----------------TTCAGGCCTGGGGATCCCCTGAAGGATCACGTAGTTTCCCCAGTCCACTCAGACTTTGG

GGTGAGGGAGAAAGGTCAAATCTCCTTCAGGTG-CATCCACCAAACACGATCCAGGGTCTCCTGATTTTAGGCATGAAGA

CTTGGGGCT-GAGGATATGACAGTG-CC--TTCCTCTG----------ACTTGGCCTACTGCTTTCCTAAAATACATATG

CTCTGCTTGTTTTG-ATATTCACACAGGCTTAAGGACGGATCCCTGTAAACACATCTTATCCCATCCAGACTCTGCTAGA

AGCCATTTTCACTTTGAGAGCACCG-------CCCCCTCACCCCACAAATGCTTAGAGGCTCATGGC----ACATGAGA-

--CAGAACTATAGTTTCCTGGGAAGGTGGATTATGAAGGTGAGTCAGGTTTTCTTCTCACTAGTATTCCCAAAAAGGGCA

CTTCTCATTCAAGAGAATGTCAGACCTACATGATGGCC---ATCGTCTCAGTTCTTGGGATGCTCAAGGGTCAGAGCAAA

AGATGTTTGTCA

>Meu 

AACTCCGTAATAAAATCTGATAG---CAGTGACAGG-GAGCAA-------------------TATGGCTTCAAGATAAAC

CAAACGGTAGGAAAGAAA--AACAGTAATAGCGAGGACAGGATTCCAGGGTGCAAGCAAAATTTCTGTCCTGGTTTCCTT

CTTACTACTAATCTTGTCTGCTTTTAAAAATTATGTGCTTAATATGAACCCTTTCAGAACACTAGCTACCATTAGT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------GGTAATAA----TA--AATAACT---GACCATT

TGTATAAAACCTGAAATGGTTATAAAATGTTTCACATATAATATTTCATT----TAAAGTGCTGAGCGCT--CCCCATCC

ACCAGTTGCCTTGGTAGAATGTTCAGGCATGGGGGTCCCCA-AAGGCTCATGTAGTTTTCCCACTGCACCCAGACTTTGG

GGTGAGGGAGAAAGGTCACATCTCCTTCAGGTTACATCCACCAA-------GCATGATCTCCTGATTTTAGGCATGAAGC

CTCGGGACT-GAGGGTATGACAGTCTCC--TT-CACTGCCTCCCTCTTACTTTGCCTACCCATTTCCTAAAATACACATG

CTCTGCCTGTTTTG-ATAGTCACACAGACTTAAGGAGGGACAACTGTAAACACAGCTTATCCCATCCAGACTCTGCTGGA

AGCCATTTTCACTTGAAGAGTGCCCTCC----CCCCTTCTTTCTACAAATGCCTAGACACTCATGGCTA--ACACGAGAT

AGCAGAAGTATAGTTTCCGGAAAAGGTGGCTCATGACATTGAGTCAGGATTTCTTCTCACTAGTATTCCCCAAAAGGACA

CTTCTCACTCAAGAGAACGTCAGGCCTGTATGATGGTC---ATGGTCTCAGTTGTTGGGATGCTCAAGATCCAAAGCAAA

AGAGGTTTGCCA

>Mdo 

NNNNNNNNNNNNNNNNNTGCAGCAGTGAGTGACAGG-GAGAAA-------------------TCGGGTTTCAAGATGAAT

CAAATTGTAGGAAAGAAA----CAGTAATAGTGAGGACAGGATTCCAGGGAAGGAGCAGGGTTTCTGCCCCGGCTTCCTT

ATTTCTGCTGAATGTCTCTGGTTTTGAAAGCGATGTACTTAATCTAAGCCATTTCAGAAGAGTAATGATCATTCAT----

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------AAAAATAGAGAACAATAAGAAGC---AGTCATT

TCCATAAAACCGGAAATGTTTGTAAAATGCTTCATGTACAAAATCTCATC----TCAAGGGCTGAGCAGT--GCCCATCT

ACAA-TTTCCTC------------------GGGGTTCCCTTGGAGGCTCGTGGAGCTTCCCTGATCCACTCACACTTTGG

CTTGGGGCAGGAAGGTCCGATCTCCTTCAAGTTCCAGCTATGAA-CATGGGCCAGGGGCTCCTGAGCGGGGGTACCAAGA

CTTGAGGCA-GAGGATGTGGCAAAGACCTCTTGCGCTGCCTTCCTCTCACTTTGCCTACCAACTTCCTACACTACTCCTG

CTCTGCTGGTCTTG-ATTTTCACACGTGCTTAAAGAAGGATCCGTGTGAAC-CATCTTGGCCCATCCAGACCCTTCTGGA

AGCCATTTTCACCTAGAGAG------------CCCTTCTTTCTTACAAATTCTCCGACACTCAAGGCTAACCCAGGAGGC

AGCAGCACTA--GTTTCCTGAGGA---GGAGATGGAA------------TTTCTTCTCCTTAGTA--GCCCTGAAGGTG-

CTTCTCATTCAAGAAGATGGCTGGA-------------------GTCTCAATCGCTGGGATACTCAAAGTCCAAAG----

-GAGGCTTGCCA
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>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGGGTTAAGTGACT

TGCCCAAGGTCACACAGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGT

GCTCTATTCACTGTGCCACCTAGCTGCCCC--------------------------------------------------

-----------------------------------------------

>Sha 

TATTTTA-TAGCACATAGAAAAGACCAACATGGTCCATTTTTCTAATGAAGCTTATAACCTATTGCTT-CAAATGATGTT

GCCACAGAAACTCCCTTTGCTCTAAGGTAAAA---AAAATCATTTTCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGACAGACCT---CAAATTCTCCTTTTT---------TTGCTG----------AGGCAATTGGGCTTAAGTGACT

TGTCCAGGGTCACACAGCTAGGAAGTGTTATATGTCTGAGGCCAGATTTGAATTCAGGTACTCCTGATTGCAGGGATGGT

GCTA---CAAATTCTCCTTTTT---GTCATTGTGAACTCCTGGAGTAATTCAACCAGAGGATGCTAAGACAAGGGAAAAG

GAAAATAA----------------ATATTTTAGGCAAAATGAAGAGA

>Pdo 

TATTTTA-TAGCMCATRGAAAAGACCAMCATGGTCCATTTTTYTAATGAAGYTTATAACCTATTGCTT-CAAATGATGTT

GCCMCAGAAAGTCCCTTTGYTYTAAGGTWAAAAA-AAAATCATTTTCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGACAGACCT---CAAATTCTCCTTTTT-------TTTTGCTG----------AGGCAATTGGGCTTAAATGACT

TGTCCAGGGTCACACAGCTAGGAAGTGTTATATGTCTGAGGCCAGATTTNAATTCAGGTACTCCTGATTGCAGGGATGGT

GCTA---CNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Pma 

GATTTTA-TAGCACATAGAAAAGACTAACATGGTCCATTTTTCTAATGAAGCTTATAACCTATTGCTT-CAAATGATGTT

GCCACAGAAAGTCCCTTTGCTCTAAGGGAAA----AAAATCATTTTCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGACAGACCT---CAAATTCTCCTTTTT--------TTTGCTG----------AGGCAATTGGGCTTAAGTGACT

TGTCCAGGATCACACAGCTAGGAAGTATTATATATCTGAGGYCGGATTTGAATTCAGGTACTCCTGATTGCAGGGATGGT

GCTA---CAAATTCTCCTTTTT---GTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Mle 

GATTTTA-TAGCACATAGAAAAGACCAACATGGTCCATTTTTCTAATGAAGCTTATAACCTATTGCTT-CAAATGATGTT

GCCACAGAAAGTCCCTTTGCTCTAAGGTAAA----AAAATCATTTTCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGACAGACCT---TAAATTCTCCTTTTC------TTTTTGCTG----------AGGCAATTGGGCTTAAGTGACT

TGTCCAGGGTCACACAGCTAGGAAGTATTATATATCTGAGGCCAGATTTGAATTCAGGTACTCCTGATTGCAGGGATGGT

GCTA---CAAATTCTCCTTTTT---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Ast 

TATTTTA-TAGCACATAGAAAAGACCAACGTGGTCCATTTTTCTAATGAAGCTTATAACCTATTGCTT-CAAATGATGTT

GCCACAGAAAGTCCCTTTGCCCTAAGGTTAAAA--AAAATCATTTTCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGAGATACCT---CAAATTCTCCTTTTT------TTTTGGCTG----------AGGCAATTGGGGTTAAGTGACT

TGTCCAGGGTCACACAGCTAGGACATGTTATTTGTCTGAGTCCAGATTTGAATTCAGGTACTCCTGATTGCAGGGCTGGT

GCTA---CAAATTYTCCTTNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

TATTTTA-TAGCACATAGAAAAGACCAGCATAGTCCATTTCTTTAATGAAGCATCTAACCTATTGCTT-CAAATGATATT

ACCACAGAAAGTCCCTTTGCCCTAAGACAAAAAA-AATATAATTTCCCTTTATTCTCTCTTTTCCATTGTCCATGAAATG

TGACCAGAAAGATAT---CAAATTCTTCTTTTT---------TTTCTG----------AGGCAAT-GGGGTTAGGTGGCT

TGTCCAGGGTCACATAGCTAGGAAGTGTCATATGTCTGAGGCCAGATTTGAACTCAGGTACTCCTGATTCCAGAGCTGGT

GCTA---CAAATTCTCYTTTTN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Scr 

TATTTTA-TAGCACATAGAAAAGACCAACGTAGTCCATTTCTGTAATGAAGCTTATAACCTATTGCTT-CAAATGATATT

ACCACAGAAAGTCCCTTTGCCCTAAGATTAAAA--AAACACATTTTCCTTTATTCTCTCTTTTCCATTGCCTATGAAAAG

TGACCAGACAGAAAT---CAAATTCTTCTTTTT----------TTCTG----------AGGCAATTAGGGTTAAGTGGCT

TGTCCAGTGTCACCTAGCTAAGAAGTGTCATATGTCTGAGGCCAGATTTGAACTCAGGTACTCCTGATTCCAGGGCTGGT

GCTA---CAAATTCTCCTTTTT---GTCATTGTGAACACCTGAAGTAATTCAACCAGAGGATGCTTAGACAAGAGTGAAA

GAAAATAA----------------ATATTTTAGGCAAAATGAAGAGA

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNACCAATGTAGTCCATTTCTCTAATGAAGGTTATAATCTACTGCTT-CAAATGATGTT

GCCACT--AAGTCCCTTAGTCCTAAGATAAA----CAAATCAYTGGCCTTTATTCTCTCTTTTCCATTGTCTATGAAAAG

TGACCAGGCAGACCT---CAAATTCTCCTTTTT---TTTTTTTGGCTG----------AGGCAATTGGGGTTAAGTGACT

TGTCCAGGGTCACACAGGTAGGAAGTATTAAGTGTCTGAGACCAGATTTG---TCAAGA--TCCTGATTTCAGGGATGGT

GCTA---CAAATTCTCCTTTTT---GTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN----------------NNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

TATTTTA-TAGTAAATAGAAAAGGCCAATGTAGTCCATTCCTCTAATGAAGCTTATAACCTACTGCTT-CAAATGATGTT

GCCACAGAAAGTCCCTTTGCCCTAAGATAAA----CAAATCACTTTCCTTTATTCTCTCTTTTCCATTATCTATGAAAAG

TGACCAGGCAGACCT---CAAATTCCCCTTTTT-----------------------------------------------

--------------------------------------------------------------------------------

-------------------------GTCATTGTGAACACCTGAAGTAATTCAACCAGAGGATGCTGAGACAAGGGGAAAG

GAAAATAA----------------ATATTTTTGGCAAAATGAAGAGA

>Pci 

TATTTTA----------GAGAAGACCAATGTAGGCCGTGCCTCTAACAAAGCTTATGACCTACCACTT-CAAATGATGTT

GCCACCAAAAGTCCCGTTGCCCTAAGGTAAAGAAACAAGTCACTTTCCTGCATTCTCTCTTTCCCATTGTCTGTGAAAAG

TGACCAGGCAGACCT---CAAATTCTCATTTTT-----------------------------------------------

--------------------------------------------------------------------------------

-------------------------GTGATTGTGAGCCCTTGAAGTAATTCAACCAGAGGAAGCTGAGACAAGAGGAAAG

GAAAATAA----------------ATATTTTAGGCAAAATGAAGAGA

>Tvu 

CATTTTA-TAGTGTATAGAGAAGACCAGTGTAGACTGTGCCTCTGCTGAAGCTTATAACCTACCACTT-CAAATGATGTT

GCCACCAAAAGTCCCATTGCCCTGTGG------------TCACTTTCCTTCATTTTCTCTTTCCCACTGTCTATGAAAAG

TGACCAGGCAGACCT---CAAATTCTCATTTTT-----------------------------------------------

--------------------------------------------------------------------------------

-------------------------GTGATTGTGAACACCTGAAGTAATTTAGCCAGAAAAAGCTGAGATAAGAGGAAAG

GAAAATAAGTATTTCGGGGGAAAAATATTTTAGGCAAAATAAAGAGA

>Meu 

CATTTTACAAGTACATAGAGAAGACCAGTGTAGACCGTGCCTCTAATGAAACTTACAACCTACCACTTTCAAATGGTATT

G----TGAAAGTCCCTTTGCCCTGAGGTAGAGAAACAAGTTACTTTCCTGCGTTTTCTCTTTCCCATTGTCTATGAAAAG

TGACCAGGCAGACCT---CAAATTCTCGTTTTT-----------------------------------------------

--------------------------------------------------------------------------------

-------------------------GTGATTGTGAGCACCTGAAGTAATTCAATCAGAGGTAGCTGAGGCAAGAGGAAAG

GAAAATAA----------------ATATTTGAAGCAAAATAAAGAGA

>Mdo 

CATTTTA-TAGTACATAGAGAAGACCAATGTAAATTCTGCCCC-AACAAAACTTATAACCTACCACTT-CAAATAATATT

GCCACTGAAAATCCCATTGAGCTGAGATAGATAAACGAGTCACCTTCCTTCACTTTCTCCTTCCCATTGTCTATGAAGAG

CAACCAGGCAGACCT---TAAGTTCTCAGTTTT-----------------------------------------------

--------------------------------------------------------------------------------

-------------------------GGAACTGTGAATACCTGAAGTAATTCAACTAGAGGTAGCCGAACCAAGAGGGAAA

GAAAATAA----------------ATATTTCAGGCAAAATGATGAGA

Marker 31

>WSINE1a 

-------------------------------------------------------------------------TTTTTTT

TGGAGGGGGAAG-------GCA-AGGCAATTGGGGTTAAGTGACTTGCCCAAG----GTCACACAGCTAGTAAGTGTCAA

GTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTCTATTCACTGTGCCACCTAGCTGCCCC-

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------

>Sha 

ATAGATATTTGTCAAAGTAGACTTAAATGGAAATATTGGCAATAAA---GATTCTATTGAT---TT------AGATTATT

ATTATTTTTTTT-------GCAGAGGCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACACAACCAGGAAGTGTTAA

GTGTCTGAGGTCACATTTGAACTCAGATCCTCCTGACTTTAGGGCTGGTGCTCTATCCGCTATA-CAGCTAGCTGCCCT-

--AATTCTGTTGAT----TT---TAAAAGG----AAGGTACTGGGCTAGGT-AACCCTAAAA-CTCCTTCCAGAAATAAA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTGGCC-------------------TTCTGTTATTTGACTTGTTAAGGTT

ACATTATAATGAGCTGTTCTGTTTGAAAAGTGAAAAGAGAAAAAT

>Pdo 

ATAGATATTTGTCAAAGTAGACTTAAATGGAAATACTGCCAATAAA---GATTKTGTTGAT---TT------AGATTATT

TTTTTTT------------GCGGAGGCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACACAACCAGGAAGTTTTAA

GTGTCTGAGGTCAAATTTGAATTCAGATCCTCCTGACTTTAGGGCTGGTGCTCTATCCGCTATACCAGCTAGCTGCCCC-

--AATTCTGTTGAC----TT---TAAAAGG----AAGGTACTGGGCTAGGT-AATCCTAAAA-CTCCTTCCAGAAATAAA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTGGCCTTCACGCAACATGTATCTTTTCTGTTATTTGACTTTCTAAGGTT

ACATTATAATGAAATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

AKAGATATTTGTCAAAGWAGACTTCAATGGGAATATTGGCAAWA-A---RAA---GTTGRCTGGGTT-----AGATTCTT

TTGAKYTTTT---------GTGGAGGCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACACAACCAGGACGTGTTAA

GTGTCTGAGGTCAGATTTGAACTCAGATCCTCCTGACTTWAAGGCTGKTGCTCTATCCGCAATACCAGCTAGCTGCCCC-

--AATTKTGTTGAC----TT---TAAAAGG----AAGGTACTGGGCTAGGT-AACCCTAAAA-CTCCTTCCAGAAATARA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTGGCCTTCATGCAACAWGCATCTTTTCTGTTATTTGACTTGTTAAGNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

ATAGATATTTGTCAAAGTAGACTTAAATGGAAATATTGSCAATAAA---GATTYTGTTGAY---TT------AGATTATT

ATTATTATTTTTTTTTTTTGCGGAGGCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACACAACCAGGAAGTGTTAA

GTGGCTGAGGTCAAATTTGAACTCAGATCCTCCTGACTTTAGGGCTGGTGCTCTATCCGCTATACCAGCTAGCTGCCCC-

--AATTCTATTGAC----TT---TAAAAGG----AAGGTACTGGGCTAGGT-AACCCTAAAA-CTCCTTCCAGAAATAAA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTGGCCTTCATGCAACATGCATCTTTTCTGTTATTTGACTTTTTAAGGTT

ACATTATAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Ast 

ANAGATWTTTKTWAAAGNAGANTTAAANGGAAATWTTGGCAAWAAA---GATT--KTTGTK---TT---------TTTTT

TTTTTTTTTTTTTT-----GTGGAGGCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACACAACCAGGAAGTGTTAA

GTGTCTGAGGTCAGATTTGAACTCAGATCCTCCTGACTTAAGGGCTAGTGCTCTATGCGCTATACCAGCTAGCTGCCCC-

--AATTCTGTTGAT----WT---TAAAAGG----AAGGTACTGGGTTAGGTAAACCCTAAAA-TTCCTTCCAGAAATAAA

ATTCTGGATTGCTGAGAAATTCTTTAATTTCTGGCCTTCATGCAACATGCATCTTTTCTGTTATTTGACATGTTAAGGTT

ACATTATAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

GTAGATATTTGTCAAAGTAGACTTAAATTGAAATATTGGCAATAAA---GATTCTGTTGAT---TT------AGAGTCTT

TTTTTT-------------GTGGAGGCAATTGGGAATAAGTGACTTGCACAAG----GTCACACAATAAGGAAGTRTTAA

GTGTTTGAGGCCAGATTTGAACTCAGATCCTCCTGACTTAAGAGCTGGTGCTCTATCTGCTATACCAGCTAGCTGCCCC-

--AATTCTGTTGAT----TG---TAAAAGG----AAGGTACTGGGCTAGGCAAACTCTAAAA-CCCCTTCCAGAAATAAA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTGGCCTCTATGCAACATGCATCTTTTCTGTTATTTGACATGTTAAGTTT

GCATTATAACAACCTGTCCTGTTTNNNNNNNNNNNNNNNNNNNNN

>Scr 

GTAGATATTTGTCAAAGTAGACTTAAATGGAAATATTGGCAATAAA---GATTCTGTTGAT---TT------AGATTTTT

TTTTT-------------GGTGGAGTCAATTGGGGTTAAGTGACTTGCCCAGG----GTCACAGAACGAGGAAGTGTTAA

ATGTTTGAGGTCACATTTGAACTCAGATCCTCCTGACTTAAGGGCTGATGCTCTATACGCTATACCAGCTAGCTGCCCC-

--AATTCTGTTGAT----TT---TAAAAGG----AAGGCA-----------------------CTCCTTCCAGAAATAAA

ATTCTGGGTTTCTAAGAAATTCTTTAATTTCTAGCCTTCATGCAACATGCATCTTTTCTGTTATTTGACATATTAAGTTT

ACATTATAATAAGCTGTCCTGTTTGAAAAGTGAAAAGAGAAAAAG

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCAATAAA---GATTCTGTTGAT---TTT---AGAGAAATTT

TTTTTTTTTTTTTTTTTTTGCTGAGGCAGTTGAGGTCAAGTGACTTGCCCAGCCAGATTCACACAACCAGGAAGTGTTAG

GTGTCTGAGGCCAGATTTGAACTCAGGTTCTCCTGACTTCAGGGCTGGTGCTCTATCTGCTACACCAGCTAGCTGCCCT-

--GATTCTGTTGAT----TT---TAAAAAG----AAGATACTGGGCTGGGTAAACCCTAAAA-CTCGTTCCAGAAATAAA

ATTCTAGGTTTTTAAGAAATTCTCTAATTTCCAGCCTTCATGCAGAATGCATTTTTTCTGTTATTTGACATGTTAAGGTT

ACATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

GTAGATATTTGTCAAAGTAGACTTAAATGGAAATATTCGCAATAAA----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--GATTCTATTGAT---TTT---TAAAAGGAAGGAAGGCATTGGGCTGGATAAACCCTAAAA-CTCCTTCCAGATATAAA

ATTCTGGGTTCCCAAGAAAT-CTTTTATTTCTGGCCTTCATGCAGCATGCATCTTTTCTGTTATTTGACATGTTAAAGTT

ACATTATAATGGGCTATTCTGTTTGAAAAGTGAAAAGAGAAAAAT

>Pci 

GTAGAGATTTATCAAAACAGACCTAAATGGAAATTTTGGCAATGTG----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--TATTCTGTTGAAAGGTTT---TAAAAGG----AAAGCACTGGGCTCAGTGAACCCTAAAG-CTCCATCCAGTTCTAAA

ATTCTAGGAATCTAAGAAATTCTTCAATCCCTGGCCTTCATCCAGTATGTTTCTTTTCTGTTATTTGACAAGTTAAGGTT

ACAATATAATGGGGTGTTCTGTTAGAAAAGTGAAAAGAGAAAAAT

>Tvu 

GTAGAGATTTGTCAAAATAGACCTAAGTGGAAATTTTGGCAATATG----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--TATTCTGTTGAAAGGTTT---TAAAAGG----AAGGCACTGGGCTCGGTGAACCCTAAAAACTCCTTCCAGATCTAAA

ATTCTAGGAATCTAAGAAATTCTTCAATCTCTGGCCTTCATGCAGTATGCTTCTTATCTGCTATTTGACAAGTTAAGGTT

ACAATATAATGGGCTGTTCTGTTAGAAAAATGAAAAAAGAAAAAT

>Meu 

GTAGAGATATGTCAAAACAGACCTAACTGGAAATTTTGGCAATATG----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--TATTCTTCTGAAAGGGTT---TAAAAGC----AAGGCACTGGGCTCGGTGAACCCTAAAAA-TCCTTCTAGATCTAAA

ATTCTAGGAATCTAAGAAATTCTTCAATCTCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mdo 

GAAGAGATATGCCATAATGGACATACATGGACATTTCAACAATATA----------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--GCTTCTGTTGAAA-------------GG----AAGTTATTGGTCTAGATGAACCCTAAAA-CTCCTTTTGGATCTAAA

ATGCTAGGAATCTAAGAAATTCTTCAATCTCTGGCCTTCGTGCAGTGTGCTTCTTTTCTGCTAT-------GTTAAGGCT

ACAATATAA-GGACTGTACTATTAGAAAAATGAAAAGAGAACTAT

Marker 32

>WSINE1a 

--------------------------------------------------------------------------------

--------------GGGGCAGCTA--------GGTGGCA-CAGTGAATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGA

GTTCAAATCCGGCCTCAGACACTTGACACTTACTAGCTGTGTGACCTTGGGCAAGTCACTTAACCCCAATTGCCTTGCCT

TCCCCCTCCAAAAAAAA---------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------

>Sha 

AGTCACTCAGTGGCAAATGACTTCCTTCCTGGCCTTCACCTTTTCATTTCAGCCACCAATTTGGATTT---GAATTAGAA

AACTGAACATC---GGGGCAACTA--------GATGGAG-TAGTGGATGGAA---CAGCCCTGAAGTCAGGAGGACCTGA

ATTCAAATTTGACCTCAGACACCTAACACTTTCTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCTAATTGCCTCAGGG

GGGGAAAAAAAAAGAAA---------------------------------------------------------------

-------------------------------------------------GAAAGAAAAAACTGAACATC---GTTTTCCT

CTACACCCCAGGGGACCCTAAAAA-CCATAAGGCAA--CAGTAAGAGGGCTGGCCACACAGTTATACTTCTACT

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTCATTTCAGCCACCAATTTGGATTT---GAATTAGAA

AACTGAACATC---GGGGCAACTA--------GATGGAG-TAGTGGATGGAA---CAGCCCTGAAGTCAGGAGGACCTGA

ATTCAAATTTGACCTCAGACACCTAACACTTTCTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCTAATTGCCTCAGGA

AAAAAAAGAAA---------------------------------------------------------------------

-------------------------------------------------GAAAGAAAAAACTGAACATC---GTTTTCCT

CTACACCCCAGGGGACCCTAAAAA-CCATAAGGCAA--CAATAAGAGGGCTGGCCACACAGTTATACTTCTACT

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCCTTCACTTTTTCATTTCAGCCACCAATTTGGATTT---GAATTAGAA

AACTGAACATC---GGGGCAACTA--------GATGGAG-TAGTGGATGGAA---CAGCCCTGAAATCAGGAAGACCTGA

ATTCAAATTTGACCTCAGACACTTAACACTTTCTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCTAATTGCCTCAGGA

AAAAAAAAAAAAGAAAGAAA------------------------------------------------------------

-------------------------------------------------GAAA---AAAMCCTAACATC---KTTTTCCT

CTACACCCCAGGGAACCCTAAAAA-CCATAAGGCAA--CAATAARAGGGCTGGCCMCMCAGTTATACTTCTACT

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTCATTTCAGCCACCAATTTGGATTT---GAATTAGAA

AACTGAACATC---GGGGCAACTA--------GATGGAG-TAGTGGATGGAA---CAGCCCTGAAATCAGGAAGACCTGA

ATTCAAATTTGACCTCAGACACTTAACACTTTCTAGCTGTGTGACCCTAGGCAAGTCACTTAATCCTAATTGCCTCAGGA

AAAAAAAAGAAAGAAAGAAAGAAAGAAAGAAA------------------------------------------------

-------------------------------------------------GAAAGAAAAAACCTAACATC---GTTTTCCT

CTACACCCCAGGGGACCCTAAAAA-CCATAAGGCAA--CAATAAGAGGGCTGGCCACACAGTTATACTTCTACT

>Mlo 

GGTCACTCAGTGGCAACTGACTTCCTTCCTGGCCTTCACCTTTTCATTTCAGCCACCAGTTTGGATTT---GAATTAGAA

AACTGAACATC----GGGCAGCTAGTGGAATGGATGGATATAGTGGATGGAA---CAGTCCTGAAGTCAGGAGGACCTGA

ATTCAAATTTGACCTCAAACATGTAACATTTCCTAGCTGTGTGACCCTGGGCAAATCATTTAATCCTAACTGCCTCAGGA

AAAAAAAAAAA---------------------------------------------------------------------

-------------------------------------------------GAAATAAAAAACTGAACATC---WTTTTCCT

CTACACCCCAAAGGACTCTCAAAA-CCATAAGGCAA--CAATAARAGGTCTGGCCACATAGTTATACTTCCACT

>Pgi 

TGTCACTCA-TGGCAATTGACTTCCCTCCTGGTCTTCACCTTTTCATTTCAGCCACCAGTTTGGATTT---GAATTAGAA

AACTGAACATC---AGGGCAGCTA--------GATGGAG-TAGTG-----------------------------------

----------GACCTCAGACATGTAACACTTCCTAGCTGTGTGACTTTGGACAAGTCACTTAACCCTAATTGCCTCAGAA

AAGAGAGAGACAGAGAGAGACAGAGAGACAGAGAGATGGAGAGAGGAAGGAAGGAAGGAAGGGAGGGAGGGAGGGAGGGA

GGGAGGGAGGGAGGGAGGGAGGGAGGAAGGAAGGAAGGAAGAGAAA---GAGAGAAAGAACTGAACATC---ATTTTCCT

CTACACCCCAGGGTACCCTAAAAA-CCATAAGGCAA--CAATAAGAGGGCTGGCCACACAGTTACACTTCTACT

>Scr 

TGTCACTCAGTGGCAACTGACTTCCCTCCTGGCCTTCGCCTTTTCATTTCAGCCACCAGTTTGGATTT---GAATTAGAA

AACTGAACATC---AGGGCAGCTA--------GATGGAG-TAGTGGCTGAAA---CAGCCCTGAAGTCGGGAGGACCTGT

GTTCAAATTTGACCTCAGACATGTAACACTTCCAAGCTGTGTGACCCTGGACAAG-----------GGAAGGGGAAGGGG

AAGGGGAAAGGAAGAA----------------------------------------------------------------

-------------------------------------------------GAAAGAAAGAACTGAACATC---ATTTTCCT

CTACACCCCAGGATACCCTAAAAG-CCATAAGGCAA--CAATAAGAGGGCTGGCCACACAGTCACACTTCTACT

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCACCAGTTTGGATTT---GAATTAGAA

AACTGAACATC---AGGGCAGCTA--------GGTGG-T-GAGTAGATAGAGCGTCAGCCCTGTTGTCAGGAGGACCTGA

GTTCAAATCT--------------------------------------------------------------------GG

CGGGAAAAGG----------------------------------------------------------------------

-------------------------------------------------AAGAGAAAAAACTGAACATC---ATTTTCCT

CTACACCGAAGGGAATACTAAAAA-CCGTAAAGCAA--CAATAAGAGGGCTGTCCATACAGTTACACTTCCACT

>Tcy 

TGTCACTCAGTGGCCACTGACTTCTCTCCTGACCTTCACCTTTTCATTTCAGCCACTGGTTTGGATTC------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GAATTAGAAAACTGAACATT---ATATTCCT

CTACAGCCCAAGAGATCCTAAAAAACGTTAAGGCAA--CAATAAGAGGGCTGCCCACACAATTACACTTCCACT

>Pci 

TGTGACTCAGTGGAAGTTTAATTCCCTTCTGGCCTTCCCCTTGTCATTTCAGCCACCAGTTTGGATTT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GATTCAGAAAACAGAACATC---ATTTTCCT

CTGCACCCCAGGGGATCCTAAAAAACC-TAAGGCAA--CATCATAAGGGCGGCCCACACAGTCATACTCCCACT

>Tvu 

TGTCACTCAGTGGCAGTTTACTTCCCTCCTGGCCTTCCTCTTTTCATTTCAGCCACCAATTCAGATTT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GAATTGAAAAGTAGAACACC---ATTTTCCT

CCATACCCCAGGGGATCCTAAAAA-ACTTAAGGCAA--CA---------CTGCCCACACAGTTACACGCCCACT

>Mdo 

TGC----CAGTGAAAGTTTCCTTCCTTCCTATCCTTCACCTTTTCTTTTTGGCCACCAGTTTGGATAT------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------AAATTAGAAAATTGAAC------ATTTTCCT

CTATACTCCTA-GGATCCTGAAAA-GCTTAAGGCAATATAGTGAGAGGCAGGTCCACACAGTTATACTACCACT
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>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGGG--TTAAGTGACTTGCCCAAG

GTCACACAGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCT-GACTCCAGGGCCGGTGCTCTAT

TCACTGTGCCACCTAGCTGCCCC---------------------------------------------------------

-----------------------------------------------------------

>Sha 

TAATATATAGATGACTTATGGTGAGAGATTAGATGAAAAGAATAAGGCAGACATCCATCTATATGATCTCATCAGTATAC

TTGATATTGAAATTCCCTTCACTAATACATCTCAACAGCTCTTTG--AAAAAAAAAAATGAGGGTGTTGCC---------

AAAGATTAGGGCAGACACAGAGAGGTTAAATAAATTGTCCTTGCTTATGTAGATAGTGTGTAT-AGAGAAA----GCTAT

GGATCCAGGTC-----AACTACAAAACTAATTATTTCTTTA-CC-CTATGCTGAATCGTCTCTCTTCACATTATGCAAAT

GCCAATTATATATAAGACAATGTGTATAT-------------TATTGTG--GAATTTTTTCCCCTCTTTTTTGGGGGAGA

T-GGGGAAAAGCACATATGGGTAGAACGT-ATT-CAGGAAGAGCATCATCATAAGGTGCCACAACATCAAAA--GAGCCT

GATAATC---CTTGAATATCACTACCAATGTTTCT-AAACATCATTTTGATCATGCCATGATCATA----------TCAA

-----ATTCT-CACTGTC---TTTTTTTGTTGTTGTTGTTG-------AGGCAATTGGGGG-TGAAGTGACTTGCCCAGG

GTCACACAGCTAGGAAGTGTTAAATATCTGAGGCCAGATTTGAACTCGGGACCTCTCGACTTCAGGGCTGGTGC--AAGA

C----------------TGCCCC---TTGTTCTTCACTGTC---AATGGAATTAAGGATGTATTTTTT-AACCTGATG-T

TTGGGATCTTTACATTTTGTCTAACTTGCCTTTGCAGTCTTTTTTT-CCATTGCCTCCT

>Pdo 

TAATATATAGATGACTTATGGTGAGAGATGAGATGAAAAGAATAAGGCAGACATCCATCTATATGATCTCATCAGTATAC

TTAATATTGAAATTCCCTTCACTAATACACCTCAACAGCTCTTTG---AAAAAAAAAATGAGGGTGTTGCC---------

AAGGATTAGGGTAGACACAGAGAGGTTAAATAAATTGTCCTTGCTTATGTAGATAGTGTGTAT-AGAGAAA----GCTAT

GGATCCACGTC-----AACTACAAAACTAATTATCTCTTTA-CC-CTATGCTGAATCGTCTCTCTTCACATTATACAAAT

GTCAATTATATATAAGACAATGTGTATAT-------------TATTGTG--GAATTTTTTCCCCTCTTTTTTGGGGGAGA

T-GGGGAAAAGCACATATGGGTGGAACAT-ATT-CAGGGAGAGCATCATCATAAGGTGCCACAACATCAAAA--GAGCCT

GATAATC---CTTGAATATCACTACCAATGTTTCT-AAACATCATTTTGATCATGCCATGATCATATCAAAAACATTCAA

---TAGTGCTTCACTGTC----TTTTTTTGTTGTTGTTGTT-------GAGGCAATTGGGGGTTAAGTGACTTGCCCAGG

GTCACACAGCTAGAAAGTGTTAAATATCTGAGGCCAGATTTGAACTCGGGACCTCCTGAGTTCAGGGCTGGTGC--AAGG

C----------------TGCCCC---TTGTTCTCCACTGTC---AATGGAGTTAAGGATGTATTTTTT-AACCTGATG-T

TTGGGATCTTTACATTTTGTCTAACTTGCCTTTGCANNNNNNNNNNNNNNNNNNNNNNN

>Pma 

TAATAGATAGATGACTTATGGTAAGAGATTAGATGRRAAGGWTAAGSCAGACATCCATYTATATGATYTCATCAGTATAC

TTGATATTGAAATTCCCTTCATTAATACATYTCAACAGYTYTTTGAAAAAAAAAAAATTGAAGGTGTTGCC---------

AAGGATTAGGGCAGACACAGAGAGGTTAAATAAATTGTCCTTGCTTATATAGATAGTGTGTAT-AGAGAAA----GCTAT

GGATCCAGGTC-----AACTACAAAACTAATTATCTCTTTA-CC-CTATGCTGAATTGTCTCTCTTTACACTATGCAAAT

ATCAATTATATATAAGACAATGTGTATATG------------TATTGTG--GATTTTTTTCCCCTCTTTTTTGGGGGAGA

T-GGGGAAAAATACATATGGGTAGAACAT-ATT-CAGGAAGGGCATCGTCATAAGGTGCCACAACATCAAAAAAGAGCCT

GATAATC---CTTGAATATTACTAYCAATGTTTCT-AAACATCATTTTGATCATGCCATGATCATATCAAAAACATTCAA

---TAGTTCTTCACTGTC---TTTTTTTTGTTGTTGTTGTT-------GAGGCAATTGGGGGTT--GTGACTTGCCCAGG

GTCACATAGCTAGGAAGTGTTAAATATCTGAGGYCAGATTTGAACTCGGGACCTCCTGACTTCAGGGCTGGTAC--AAGG

C----------------TGCCCC---TTGTTCTTCACTGTC---AATGGAATTAAGGATATATTTTTA-AACCTGATG-T

TTGGGATCTTTAAATTT-GTCTAAC-TGCCTTTGCAGTCTTNNNNNNNNNNNNNNNNNN

>Dby 

TA----ATAGATGACTTATGGTGAGAGATTAGATGAAAAGGTAAAGGCAGACATCCATCTATATGATCTCATCAGTATAC

TTGATATTGAAATTCCCTTCACTATTACATCTCAACAGCTTTTTG----AAAAAAAAATGAGGGTGTTGCC---------

AAGGATTAGGGCAGACACA--GAGGTTAAATAAATTGTCCTTGCTTATGTAGATAGTATATAT-AGAGAAA----GCTAT

GGATCCAGGTC-----AACTACAAAACTAATTATTTCTTTA-CC-CTATGCTGAATCATCTCTCTTCACATTATGCAAAT

GTTAATTATATATAAGCTAATGTGTATATG------------TATTGTG--GATTTTTTTCCCCTCTTTTTTGGAGGAGA

T-GGGGAAAAGCACATATGGGTGGAACAT-ATT-CAGGAAGAGCATCATCATAAGGTGCCACAACATCAAAA--GAGCCT

GATAATC---CTTGAATATCACTACCAGTGTTTCT-AAACATCATTTTGATCATGCCATGATCATATCAAAAACATTCAA

---TAGTGCTTCACTGTG----TTTTGTTGTTGTTGTTGTT-------AAGGCAATTGGGGGTTAAGTGACTTGCCCAGG

GTCACACAACTAGGAAGTGTTAAATATCTGAGGCCAGATTTGAACTCGGAACCTCTTGACTTCAGGGCTGGTGC--AAGG

C----------------TGTCCC---TTGTTCTTCACTGTC---AATGGAATTAAGGATGTATTTTTTTAACCTGATG-T

TTGGGATCTTTACATTTTGTCTAACTTGCCTTTGCANNNNNNNNNNNNNNNNNNNNNNN

>Pta 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCAGACATCCACCTATATGATCTCATCAGTATAC

TTGACACTGA--TTCCCTTCACTAATACATCTCAACAGCTCTTTG-AAAAAAAAAAATTAAGGGTGTTGCC---------

AAGGGTTAGGGCAGACACAGAGCAGTTAAATAAATTGGTCTTGCTTATGTAAATAATGGATAT-AGAGAAA----GCTAT

GGATCCAGGTC-----AACTATAAAACTAATTATCTCTTTACCCACTATGCTGAATCGTCTCTCTTCACACTATGCAAAT

GKGAATTATATATAAGACAATGTGTATATG------------TATTGKG---TTTTTTTCCCCCTCTTTTTTGGKGGAGA

T-KGGGGAAAGTACCTATGGGTGGAACAT-ATT-CAGGAAGGGCATCATCATAAGGTGTCACAATATCAAAA--GAGCCT

GATAATC---CTTGAATATCACTACCAGTGTTTCTAAAACATCATTTTGATCATGCCATGATCATATCAAAAACATTCAA

---TAGTTCTTCACTCTT---------TTTTTTTTTTTGCT-------GAGGCAATTGGGGATAAAGTGACTTGCCCAGG

GTTACACAGCTTGGACATGTTAAATGTCTGAGGTTAGATTTGAACTCAGRACCTCCTGACTTCAGGGCTGGTGC--AAGG

C----------------TGCCCT---TTGTT-------------------ATTAAGGATATATTCTTT-AACCTGATA-T

TTGGGATTTTTACATTTTGTCTAAC-TGCC-TTGCAGTCTTTCNNNNNNNNNNNNNNNN

>Scr 

TA----ATGGATGACAT--GGTGAGAGATTAGATGAAAAGGTAAAGACAGACATCCATCTATATGATTTCATCAGTATAC

TTGATATTAAAGTTCCCTTCACTAATACATCTCAACAGCTCTTTG--AAAAAAAAAATTGAGGGTGTTGCC---------

AAGTGTTAGGGCAGACACAGAGAGGTTAAATAAATTGGTCTTGTTTATGTAAATAGTGTGTAT-AGAGAAA----GTTAT

GA-------TC-----AACTACAAAACTAATTATCTCTTTACCCACTATGCTGAATCATGTCTTTTCACACTATGCAAAT

GTCAATTATATATATATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTTTTTTTCTTTTTTTGGTGGAGA

T-GGGGGAAAGCACATATGGGTGGAACAT-ATT-CAGGAAGAGTATCATCATAAGGTTTCACAACATCAAAA--GAGCCT

GATAATC---CTTGAATATTACTATCAATGTTTCTAAAACATCATTTTGATCATGCCATGATCATATAAAAAACATTCAA

---TAGTTCTTCACTGTC-----------TTTTTTTTCCCT-------GAGGCAACTGGGG-TTAAGTGACTCACCCAGG

GTCACACAGTTTGGAAGTGTTAAAAGTCTGAGGTCACATTTGAACTTAGGTCCTCTTGACTTCAGGAATGGTGC--AAGT

C--------------------CC---TTGTTCCTGACTGTC---AATGGAATTAAGGATATATTTTTT-AACCTGAT--T

TTGAGATCTTTACATTTTGTCTAACGTGCCTTTGCAGTCTTTTCTT-CCAATACCTCCT

>Mfa 

TAATAGATAAATGACATATTGTGAGAGGTTAGATGAGAAGGCAAAGGCAGAAATACATCTATATGATTTCATCAGTATAC

TTAATATTGAAATTCCCTTCAATAATACATCTTAATTGTTCTTCG------AAAAAAATTAGGGTGTTGCC---------

TAGGGTGAGGGGAGACACATAGAAGTTAAATAAATTGTTTTTGATCATGTAGCTAGT--------GAGAAA----GGTAT

GAATCCAGGTC-----AACTACAAAACCAATTATTTCTTTATCCACTCTACTGAATCATCTCTCTTCATACTATGCAAAT

GCCAATTATATATAATATAATGTGTATATATACACATATATATATTGTGCTGAGCTTTTTCCCC-CTTTTTTGGTGGAGG

TGGGGGAAAAGTATTTATGAGGGGAACAT-ATC-CAAGAAGAGCATCATCATAAGGTGTCACAATATC-AGA--GAGACT

GATAATCCTTCTTGAATAGCACTACTAATGTTCTTAAAACATAATTTTGATCATTCCATAATCATATTGAAAATGTTCAA

---TAGTTCTTTACTGTC---------TTTTTTTTTTTGCT-------GAGACATTTGGGG-TTAAGTGACTTGCCCAGG

ATCACACAGTTAGGAAGTGTTAAGTGTCTGAGGTCAGATTTGAACTCAGGTCGTCTTGATTCCAGGTCTGGTGCTCAATC

CACTACATCAA-CTAGTTGCCTC---TAGTTCTTCACTGTC---AATGGAATTAAGGATACATTTTT--AATCTGATA-T

TTGGGATCTTTATATTTTGCCTAACTTGCCTTTGCAGTCTTTCCTT-CCATTGCCTCCT

>Tcy 

TA----ATAGATGACTTATGGTCAGAGGTTAGATAAAAAGGTAAAAGCAGAGATACATCTATATGATTTCATCAGAATAG

TTGGTGTTGAAATTCCCTTCATTAATACATCTCAACAGTTCTTC-------AAAAAAATTAGGGTGTTACC---------

TAAGGTTAGGGGAGGCAAAGAAAGGTTAAATAAATTGTTCTTGATCATGCAACTAGTATATAT-AGAGAAA----GTTAT

GGATTCAGGTC-----AACTACAAAACCAATCATCTCTTTATCCACTATGCTGAACCATCTCTCTTCACACTATGCAAAT

GTCAATTATATATAA-----------------------------------------------------------------

---------------TATGGGTGGAACAT-ATC-TAGAAAAAGCATCACTGTAACGTGTCA---CATCAAAA--GAGCCT

GATAATCTTTCTTGAATAGCACTACCAATGTCCCTAAAACATCATTTTGATCATGCCATTATCATATCGAAAACATTCAA

---TAGTTCTTCACTGTC--------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------AATGGAATTAAAGATATATTTTT--AACCTGATATT

TTGGGATCTTCACATTTTGTCTAACTTGCCTTTGCAGTCTTTCCTT-CCATTACCTCCT

>Pci 

GAATAGATAGATGACTAATGATTAAAGGCTAGGTAAAGAGGCAAAGGCAGAGTTATATCTATGTGATTTCATCAGAATTC

TCGGTATGGAAATTCCCTTTAGTAATACAGCTCAATAACTCTTCC----AAAAAATTCTTAGAGTGTTGCC--------T

GGAAGTAAGGGGAGGCACAGAGAGGTTAAATAAGTTGTTCTTGGTTACACAGCTAGTATGTGTCAGAGAAAGATTGCTAT

GGATCCAGGTCTTCCTAACTACAAAATCAGCCATCTCTTTATCCACTATGCTATGCTGTCTCTCTCCACACTACACAAAT

GCCAATTATGTATAATACAATGTGAATATG------------TATTGTGTTTAAGTTTTT-CTTTTTTTTTGCAGGGGGA

T--GGGGAGGCAGTGTATGGATGGAACATGAGTCCAGGAAGAGCAGTATCATAAGGTGTCACAACATCAAAA--AAGCAT

AGTAATCCTTCTTAAATACCACTGCTAATGTCCCTAAAACATCACTTTGGTCATGTCTTTCTCGTAACAAAAACTTTCAA

---TAATTTTCCACTGCA--------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------AGTGGGATTAAGTAGATATTCTTT-AAGCTGCTA-T

TTGGGATTTCCCCATTTTGTCTGATCTACCTTTGTAATCTTTTCTC-CCATTACCTCTT

>Mdo 

TAATAGATAGATAACTAATAGCGAGTGGCTAG---AAGAGGTAGAGGAAGAGATACATCTGTG-GATTT-GTCACAACTC

TTGGTATGGGAATTCCCTCCATTAATGCAATTCAACAACCCTTCT--AAAGCATATTCTTAGGGAGTTGCCCCAGAGGGA

GTGGGGTGGGGGAGACAATGAGAGGCTAAATAAGTTATTCTTGGTAACACAGCTAGT----GGCAGAGAAAGGTTGCTAT

GGACCCAAGATTTTCTCAATATAAAA--------CTATTTATCTACAATGATATACTATCTCTCCAATCATTATACAAAT

ACTAATTACATATAATACAATATGAATATG------------TATTG-----AACCTTTTTT------------------

----GGGGGGCTGTGTATGCTTAGAACTTGGTTCTAGG---AGAATCATCAAAAGGTATTCCAATATCAAAA--GAGCTT

G-CAATCTATTTTGAATACCACGGCTATTGTCTCTAAAACATCACTTTGGTCATGTCATTCTTCTGTCAAAAATTTTCAA

---TACTTTTTCATTGTC--------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------AATAAGATTA----CTAATTCTTT-AACTGGATA-T

TTGGGATCTCCCCATTTTGTTAAACCTACTTTTGAAATCTTTTTTTCCCATCACCTGCT
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>WSINE1a 

-------------------------------------------------------------------------------G

GGGCAGCTAGGTGGCACAGTGAATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCGGCCTCAGACACTT

G-ACACTTACTAGCTGTGTGACCTTGGGCAAGTCACTTAACCCC-AATTGCCTTGCCTTCCCCCTCCAAAAAAAA-----

--------------------------------------------------------------------------------

----------------------------------------------------------------------

>Sha 

TTTTTTCTATAATGAAAAAGCCCAACCCAACAGA----TCTTAAATTCATTCTTA----AAAAATGATTGGTTCAT---G

GGGCAGCTAAGTGGTGCAGTAAATAGAGCACTGGCCCTAGAGTCAGGAGGACCTGAGTTCAAATCTGGTCTCAGACACTT

TAACATTTCCTAGCTGTATGACCCTGGGCAAGTCACTTAAC--------CCCT--------CAGCCCAAAAAAAAAAAAA

---AAAAAATGATCAT---TTTGGTAGTAACTGG--AATGGGTCAGTTTCTTATTGCCTAGATCTTTATTTACTTTTT-A

AATACCT-TTTGCCCTTGGGGCCCCTTCATCTGATTGGAAAGCTCTTCTGTGAATCTTCATTTAAGGAGA

>Pdo 

TTTTT-CTATAATGAAAAAGCCCAACCCAACAGA----TCTTAAATTCATTCTTA----AAAAATGATTGGTTCAT---G

GGGCAGCTACGTGGTGTAGTAAATAGAGCACTGGCCCTACAGTCAGGAGGACCTGAGTTCAAATCTGGTCTCAGACACTT

TAACATTTCCTAGCTGTATGACCCTGGGCAAGTCACTTAAC--------CCCT--------CAGCCCCCCCCCCC-----

---CA----TGACCAT---TTTGGTAGTAACTGG--AATGGGTCAGTTTCTTATTGCCTARATCTTTATTTACTTTTTAA

AATACCT-TTTGCCCTTGAGGCCCCTTCATCTGATTGGAAAGCTCTTCTGTGAACCTTCATTTAAAGAGA

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGA----TCTTAGATTCATTCTTA----AAAAATGATTGGTTCAT---G

GGGCAGCTAAGTGGTGCAGTAGATAGAGCACTGGCCCTGCAGTCAGGAGGACCTGAGTTCAAATCTGGTTTCAGACACTT

TAACATTTCCTAGCTGTATGACCCTGGACAAGTCACTTAAC--------GCCT--------CAGCCAAAAAAA-------

---AAAAAAKGATCWT---TTTGGWAGWAMCGGG--AAGGGGYCAKTTTCTTATKGCCWARATCTTTATTTAYTTTW-AA

AAWACCT-TTTMCCCTTGAGGCCCCTTCWTCTGATGGAAAAGCTCTTCGGGAAMCCTTCTTTTARGGAAA

>Dby 

TTTTTTCTAAAATGAAAAAGCCCAACCCAACAGA----TYTTAAATTCATTCTTA----AAAAATGATTGGTTCAT---G

GGGCAGCTAAGTGGTGCAGTAGATAGAGCACTGGCCCTACAGTCAGGAGGACCTGAGTTCAAATCTGATCTCAGACACTT

TAACATTTCCTAGTTGTATGACCCTGGRCAAGTCACTTAAC--------CCCT--------CAGCCAAAAAAA-------

---AAAAAATGATCAT---TTTGGTAGTAACTAG--AATTGGTCAGTTTCTTATTGCCTAGATCTTTATTTACTCTT-AA

AATACCTTTTTGCCCTTGAGGCCCCTTCATCTGATTGGAAAACTCTTCTGTGAACCTTCATTTAAGGAGA

>Pta 

CTTTTTCTATAATGAAAAAACCCAACCCAACAGA----TCTTAAATTCATTCTTA----AAAAATGATTGGTTCAT---G

GGGCAGCTAAGTGGTACGATAGATAGAGCACCTGCCCTGCAGTCAGGAGGACCTGAGTTCAAATCTGATCTCAGACACTT

TAACATTTCCTAGCTGTGTGACCCTGAGCAAGTCACTTAACCCCCAAATGCCT--------CAGCCAAAAAA--------

---AAAAAATCATCAT---TTTGGTAGTAACTGG--AATTGGTCAGTTTCTTATTGCCTAGATCTTTATTTACTTTT-AA

AGTACCT-TTTGCCCTTGAGGCCCCTTCATCTGATTGGAAAGCTCTTCTGTGATCCTTCATTTAAGGAGA

>Scr 

-----------------------------------------------------------------------TTCAT---G

GGGCAGCTAGGTAGTGCAATGGATAGAGCACTGGCCCTAAAGTCAGGAGGACTTGAGTTCAAATGTGATCTCAGACAGTT

-AATACTTCTTAGCTGTGTGACCTTGGGGAAGTCATTTAACCCC-AAATGCCT--------CAGCCAAAAAAAA------

---AATAA-TAATCAT---TTTGGTAGTAACTGG--AATTGGTCAGTTTCTTATTGCTTAGATCTTTATTTATTCTT-AA

AGTACAT-TTTGCTTTTGTGGCCCCTTTCTCTGATTGGAAAGCACTTCTGTAAACCTTCATT--------

>Mfa 

CTTTTTCTATAATTAAAAAACTCAACCCAACAGA----TCTTGAATTCATTCTTT---AAAAAATGATCAGTTTAT---G

GGGCAGCTAGGTGGTGCAGTGGATAGAGCACCGGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGCCTCAGACACTT

-AATATTTCCTAGCTGTGTGACTCTGGGCAAGTCACTTAATCCC-AACTGCCT--------CAGCCAAAAAAAAAA----

---AAAAAAAAATCAG---TTTGGTATTAACTGG--AATTGGTCAGTTTTTTATTGCCTAGATCTTTATTTCCCCTT-AA

AGTAACT-TTTGCCTTTGTGGCCCCTTCCTCTGATTAGAAAGTTCTTCTGTGAACCTTCATTTAAGGAGG

>Tcy 

CTTTTTCTATAATGAAAAAGCTCAACCCAAGAAA----TTTTGGATTCATTCTTT-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---AAA----GATCAG---TTCAATATTAACTGG--AATTGGTCAGTTTCTTATTGTCTAGATCTTTATTTACTCTT-AA

AGTACCC-TTTGCCCTTGTGGCCCCTTCCTCTGATTGGAAAGCTCTTCTGTGAACCTTCTTTTAAGAAGG

>Pci 

CTTTTTCCATAATGAAAAAGTTCAGC-------------CTTGGATTCATTCTTA-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---AATAAATGACCAC---TTTGGTGTTAACTGGCAAATTGGTCAGTTTCTTATTGCCTAGATCTTTATTTACCCTT-GA

AGTACCC-TTTGCCCCTGAGGCCCCTCATTCTGATTGGAAGGCTTTTCCCAGAACCTTCATTTAAGGAGG

>Tvu 

ATTTTTCCATAATGAAAAAGTTCAACCCTACAGTTAGTTCTTGGATTCATTCTTA-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---AATAAATGACCAC---TTTGGTGTTAATTGG--AATTAGTCAGTTTCTTATTACCTAGACCTTTATTTACCCTT-GA

AGTACCT-TTTGTCCCTGAGGTTCCTCCTTCTAACTGGAAGGCTCTTCCCAGAACCTTCATTTAAGGAGG

>Meu 

CTTTTTCCATAATGAAAAAGTTCTGCCCTATAGTTAGTTTTTGGATTCATTCTTA-------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---AATAAATGATCAC---TTTGGTGTTAACTGG--AATGGGTCAGTTTCTTAGTGCCTAGATTTTTATTTACCTTT-GA

AGTACCC-TTTGTACTTGGGGCTCCTCCCTCTGATTGGAAGGTTCTTCCCAGAACCTTCATTTAAGGAGG

Marker 35

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGGGTTAAGTGACTTGCCCAAGGTCA

CACAGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTCTATTCACT

GTGCCACCTAGCTGCCCC--------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------

>Sha 

TATGATCTTAGGTTAATAGATTTAGAGGTGAAAGAGACTTTAG--TTTA--TGAC-AAATACCTCTTTCCCCC-------

AACAAGA--CAATGGCTTTAATATTTT-----AGAAC--TTAACTGATTTACCTGTATTACACATGTGACTGAAACTATC

TTGGGAAAAAA--------------TCAAGTTATTTTAATATTTAAGATATTTATTATAAAACATTTTCT--TGGTATAG

AAT----------TTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTTGATT-------AAATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGAT----TTTT------TTTTTTTTTTTTT-----GCTGAGGCAATTGAGGTTAAGTGATTTGTCCAAGATCA

CACAGCTAGGAAGTGTTATGTGTCTAAGATCACATTTGAACTCAGCTCTTCCTGACTTCAGGGCTGGTGTTCTATACACT

GCGCCACCTAGCTGCCCC---TGTATGTTGGTTTTT---AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------G

AACAACTTCCTCGGTAAATTGAGCTAG

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNGGTGAAAGAGACTTTAG--TTTA--TGAC-AAATACCTCTTTCCCCC-------

AACAAGA--CAATGGCTTTAATATTTT-----AGAAC--TTAACTGATTTACCTGTATTACAGATGTGACTGAAACTATC

TTGGAAAAAAA--------------TCAAGTTATTTTAATATTTAAGATATTTATTATAAAACATTTTCT--TGGTATAG

AAT----------TTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTTGATT-------AAATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGAT----TTTT-----TTTTTTTTTTTTTT-----GCTGAGGCAATTGAAGTTAAGTGATTTGTCCAAGATCA

CACAGCTAGGAAGTGTTATGTGTCTAAGATCACATTTGAACTCAGGTCTTCCTGACTTCAGGGCTGGTGTTCTATGTACT

GCGCCACCTAGCCGCCCC---TGTATGTTGGTTTTT---AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------G

AACAACTNNNNNNNNNNNNNNNNNNNN

>Pma 

TATGATTTTAGGTCAATAGATTTAGAGGTGAAAGAGACTTTAG--TTTA--TAAC-AAATACCTCTTTCCCCC-------

AACAAGACACAATGGCTTTAATATTTT-----AGAAC--TTAACTGATTTACCTGTATTACAGATGTGACTGAAACTATC

TTGGRAAAAAA--------------TCAAGTTATTTTAATATTTAAGATATTTATTATAAAACATTTTCT--TGGTATAG

AAT----------TTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTAGATT-------AAATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGAT----TTTT----------------TTTTTTTTGATGAGGCAATTGAGGTTAAGTGACTTGTCCAAGATCA

CACAGCTACGAAGTGTTATGTGTCTAAGATCACATTTGAACTCAGGTCTTCCTGACTCCAGGGCTGGTGTTCTATGTACT

GTGCCACCTAGCTGCCCC---TGTATGTTGGTTTT----AMGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------T

AACAACTNNNNNNNNNNNNNNNNNNNN

>Dby 

TATGATCTTAGGTCAATAGATTTAGAGGTGAAAGAGACTTTAG--TTTA--TGAC-AAATACCTCTTTCCCAC-------

AACAAGA--CAATGGCTTTATTATTTT-----AGAAC--TTAACTGATTTACCTGTATTACAGATGTGACTGAAACTATC

TTGGAAAAAAAAA------------TCAAGTTATTTTAATATTTAAAATATTTATTATAAAACATTTTCT--TGGTATAG

AAT--TTTAGAACTTA----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------GTTGATT-------AAATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGAT----TTTT----------TTTTCCTTTTTTTTGCTGAGGCAATTGAGGTTAAGTGACTTGTCCAAGATCA

CACAGCTAGGAAGTGTTATGTGTCTAAGATCACATTTGAACTCAGGTCTTTCTGACTCCAGGGCTGGTGTTCTATGTACT

GTGCCACCTAGCTGCCCC---TGTATGTTGGTTTTT---AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------T

AACAACTTCCTTGGTAAATTGAGCTAG

>Pta 

TATGATATTAGGTCAATAGATTTAGATATGAAAGAGACTTTAG--TTTA--TGAT-AAATACCTCTTTCCCCC-------

AACAAGA--CAATGGCTTTAATATTTT-----AGAAC--TTAACTGATTTACCTGTATTACAGATGTGACTGAAACAATC

TTGGAAAAAAAA-------------TCAAGTTATTTTAATATTTAATATCTTTATTATAAAACATTTTCT--TGGTATAG

AATATATTAGAATTTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTTGATT-------ACATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--T-----------TTTT----------------------TTGACGAGACAGTTGACGTTAAGTGATTTGTCCAAGATCA

CACAGCTAAGAAGTGTTAAGTGTCTAAGGTCAAATATGAACTCAGGTCTTCCTGATTCTAGGGCTGGTGTTCTAGGTACT

GCATCACCTAGTTGC-----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------TGGTAAGTTGAGCTAG

>Pgi 

TGTGATACTAGGTCAATAGATTTAGAGATGAAAGAGATTTTAG--TTTA--TGAC-AAATACCTCTTCCCCCC-------

AACAAGA--CAATGGCTTTAATATTTT-----AGAAC--TTAACTGATTTACCTGTATTACAGATATGACTGAAACTATC

TTGGAAAAAGATATTTTTTTAAAAAATATTTTATTTTAATATTTAAGATCTTTATTATAAAACATTTTCT--TAGTATAG

AATATATTAGAATTTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTTGATT-------ACATAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGTTGGG-TTTT-------------------TTCCCCCTGAGGTAATTGAGGTTAAGTGACTTGTCCAAGGTCA

CATAGCTGGAAATT-TTAAGTATCTAAGGTCATATATGAACTCAGATCTTCCTGACTCCAGGGCT-GTGTTCTATGTACT

GTACCACCTAGCTGCCCC---TGTATGTTGGTTNNN---NNNNNN---NNNNNNNNNNN---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------N

NNNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

TGTGATGCTAGGTCAATAGATTTAGAGATGAAAGAGACTTTAG--TTTA--TGAC-AAATACCTCTTCCCCCC-------

AACAAGG--CAATGGCTTTCATATTTT-----AGAAC--TTAACTGATTTACCTATATTACAGATATGACTGAAACTATC

TTGGAAAAAA---------------TATAATTATTTTAATATTTAAGATCTTTATTATAAAACATTTTCT--TAGTATAG

AATATATTAGAATTTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAATTGATT-------ACATAAATTTCCTTCA---TATTTT-GTAGTAAGACTTTT-

--TGTATGTTGGG-TTTT-------------------CCCCCCCTGAGGTAATTGAGGTTAA-------GTCCAAGGTCA

CATAGCTGGAAATT-TTAAGTGTCTAAGGTCATATTTGAACTCAGGTCTTCCTGACTCCAGTGCT-GTGTTCTATGTACT

GTGCCACCTAGATGCCCC---TGTATGTTGGTTTTT---AAGATG---TTAAAAAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------T

AACAACT----TGGTAAATTGAGCTAG

>Mfa 

TGTGGTGATAGGTCAAT-GATTTAGAGATGGAAGAGACTTTAA--TTTA--TGAT---ATA----TCTCCCCCC-ACACA

CACAAGA--CAATGGTTTTAATATTTT-----AGAAC--TTGACTGATTTACCTGTATTACATATATGACTGAAACTATC

TTGGAAAAAAAA-------------TCAAATTATTTTAATATTTAAGGTCTTTATTATAAAACATTTTCT--TAGTACAG

AATA---TAGAAATTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAATTTAGTTGATT-------ACAAAAATATCCTTCA---TATTTTTGTGGTAAGAATTTT-

--TCTATGT--GT-TTTT---TTTTTTTTTTTTTTTTTTTTTGCTGAGGCAGTTGGGGTTAAATGACTTGCCCAAGGTCA

CATAGCTAGGAAGTGTTAAGTATCTAAGGCCAGATTTGAACTCAGGTCTTCCTGACTCCAGGACTGGTGCCCTATCCGCT

GTGCCACCTAGCTGCCCC---TGTGTGTTGGTTTTT---AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------C

AACAGCTTTCTCAGTAAATTGAGCTAG

>Tcy 

TGTGATACTAGATCAATAGATTTAGAGATGGAAGATATTTTAG--TTTA--TGACAAAATACCTCTCTCTCCCCTCCCCA

AACAAGA--CAATAGCTTTAATATTTT-----AGAACTTTTAACTGATTTACATGTATTACAGATATGACTGAAACTATC

TTGGAAAAAAA--------------TCAA---ATTTTAATATTTAAGTTCTTTATTATTAAACATTTTCT--TAGTACAG

AATATATTAGAAATTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAGCTTAATTGATTAATAATCACGTAAATTTCCTTCA---TATTTT-GTAGTAAGAATTTT-

--TGTATGTTGGT-TTTT--------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------C

AACAGCTTTCTCAGTAAATCGAGCTAG

>Pci 

TTTGATTCTAGGTCAGTAGATTTAAAGATGGAAGAAGCTTTAGAGTTTATCTGAC--AGTTCC-CTCTGGGTTTTT----

TTTGTTG--GTTTTGTTTTTTTGCTTTTTGTTTGAAG--TTAGCTGATTTACCTGTATTACAGTTATGACTGAAATTAGC

TTGAAAAAAATGT------------TAAAATTATTTTAATAATTAAGGTCTT----ATAAAACATTTTCTCTTAGTACAG

GATAGATTAAAAATTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAGTTGGT-------CACATAAATTTTCTTCAGCATATTTT-GTGGTAAGAATTTT-

--TGTATGTTGGT-TTTT--------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAGATG---TTAAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------C

AACAGCTTTCTCAGTAAATTGAGCTAG

>Tvu 

TTTGATACTAGGTCAATAGATTTAAAGAT--TAGAG--TTTA---TCTA--TGAT--GATTCC-CTCTGTTGTTTT----

TT-GTTT--G---------TTTATTT-------GAAG--ATAGCTGATTTACTTATATTACAGGTATGCCTGAAATTAGC

TTGGAAAAAAAGGT-----------TCAAATTATTTTAGTATTTAAAGTCTTTTTAATAAAACATTTTCTCTTAGTACAG

GATACATTAGAAATTT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAACTTAA----T-------CATGTAAATTTCCTTCAACATATTTT-ATAGTAAGAATTTT-

--TTTATGTTGATGTTTG--------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAGATG---TTAAGCAGAGG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------C

AACAGCTTTCTCAGTAAATTGAGCTAG

>Meu 

TTCGATACTGGGTCAATAGACTTAAAGAT--TAGAG-C-TTAC---CTA--TGAT--AATTCT-CTTTGGGGTTTT----

TTTGTTT--G-TTGGTTGGTTTATTT-------GAAG--CTAGCTGATTTATGTATATTATAGCTATGACTAAAATTAAC

TTGGGAAAAAAGT------------TCAAATTATTTTAA-ATTTAAGGTCATT---ATAAAACATTTTCT------ATAT

GATGGATTAGAAATAT----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------AGAATTTAATTGAT-------CATATAAATTTCTTTCAACATATTT--ATAGTAAGAATTTT-

--TGTATGTTGATGTTTC--------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TATGTAAGACG---TTTAACAGAAG---------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------C

AACAGCTTTCTCAGTAAATTGAGCAAG

>Mdo 

TATGATCCTAGGACAATAGGTTTAGAAATGGAAGAGACCTTAGAGGTTA--TGT----AAA---TTCTCTTTT--AT-TC

CCCAAGA--GAATGGTTTTAATTTTTT--TTTGTAAG--TTAGACAATTTATCTGTATCTCAGGCATGACTGAAATTCAT

TTGGGGGGGAAATTTA---------ATTAATTATTTTAATATTTAAGCTCTTG----TAAAACATTTTCTCTTAGTTCAG

GATAAATTAGAAAATTTTTTAAAGTTTTATTTAGTCAATTTAGAACATTATTCCTTGGTTACAAGAATCATATTCCATCC

CTACCTCCACCCTTCCTGTAGCCCACACGCAATTTCACTGGGTATTACATATATTCTTGATCAGAACCTATTTCCATGCT

GTTGATGTTTGCACTAGGGTGATCATTTAGAGTCTACATCCCCAATCATTTCCCCCTCGACCCATGTAATCAAGCAGTTG

TTTTTCTTCTGTGTTTCTTCTCCCACAGTTTTTCCTCTGAATGTGGATGGTGTTCTTTCTCATACATCTGTCCGAGTTGT

TCAGGGTCATTGCATTGCCACTAATGGAGAAATCTATTACATTCGATGTACCACAGTGTATCAGTCTCTGTGTACAATGT

TCTCCTGGTTCTGCTCCTTTCGCTCTGCATCACTTCCTGGAGGTCATTCCAGTCCCCATGGAATTCCTCCACTTTATTAT

TTCCTTTGAGCACAATAGTATTCCATCACCAACAGATACCACAATTTGTTCAGACATTCCCCAATCCAAGGGCATCCCCT

CATTTTCCAATTTTTTGCTATCACAAAGAGCTTAGCTATGAATATTCTTTTTTATGAATATTCTTGTACAGGTCTTTTTC

CTTATGATCTCTTTGGGGTACAAATCTAGCAGTGCTATGGCTGGATCAAAGGGCAGACAGTCTTTTAGTGCCCTTTGGGC

ATAGTTCCAATAAATTAGGAATTTAGAACTAAATGGATTGTGTAAATTTGCTTCA---GATTTT-GTAGTTAGAAATTC-

--TTTAGGTTGGT-TTAA--------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAAATGTTATTAAACAGAAGCAAGAGTTTTCTCAATTTAAT

TGAGCTAATGGGGCATCTAGATGGCACAGTGGATAGAGTACCAGGCCTGAATTCAGGAGTAACAGGCTTCATATCTAGCT

TCAGAAGGATTTCCTAGTAGTGTGATCTTGGGCAAGTCACTTAACCCTGTTTGTTTAGCTCTTGCCTTAAGACAGAAAGT

AAGGATTTTTTTTTTTAATTCAGCTGG

Marker 36

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------TTTTTTTTGGAGGGGGAAGGCAA

GGCAATTGGGGTTAAGTGACTTGCCCAAGGTCACACAGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGT

CCTCCTGACTCCAGGGCCGGTGCTCTATTCACTGTGCCACCTAGCTGCCCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------

>Sha 

CATGAACAGAGTCAGAAATAGT---AACTCCTAGTT-GCAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

GTCTC----------TTATTCTATTGTTACCTTTGTAATAGATCAAGAACT-GAA-CGCTGAGAGGCTAAATGACATGTT

TACATAGTGTAGAAAGTAAGCTGGGATTCATACT------------CTTTCAAT-CAAAGATTTTTTTCATGCT------

-------ACTTTCCCCCCATGACTT--TGAGGCAAGG------CCTAT---TATTCTTCC----TTTTT---CCCCC-GA

GGCG-----GGTTAAATGCCTTGCCCAGAGTCACACAGTTAGGACGAGTTAAGTGTCTGAGATCACATTTGAACTCAGTT

CCTCTTGATTTCAGGGTCGATAATCTATTGACTGCACCACCTAGCTGCCC---TATTCTTCC---CACTTTTAAGCTTGA

TGAGGGACACTGAGGATTGAGAAAGGTGAAGAAACTAGCCCATAGTTCCTAAGTATCAGAGGCACAATAGGAACTTGGAC

TTTTCCAATGTCTTCAAAATATAACGAGGTTCTCT------------------CAAAACATGAAACAATGATAAGTAGCC

TCCTC-----------TGTGGCTTTGATCTCTTT-AGCTAAGGGTACATTGAATGTTGC-TAGTTTT---GTTGTTGGAA

AATACTCCTT---------CATCAGCCCCCTTTCTCCAGTGGTGTCTCCCATT

>Pdo 

CATGAACGGAATCAGAAATAGT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

ATCTC----------TTATTCTATTGTCACCTATGTAATAGATCAAGAACT-GAA-CCCTGAGAGGCTAAGTGACATGTT

TACATAGTGTAGAAAGTAAGCTGGAATTCACACT------------CTTTCAAT-CAAAGATTTTTTCCATGCT------

-------ACTTTCTCCCCATGACTCTG--AGGCAAGTAGT--GCCTAT---TATTCTTCC---CTTTTT---CCTCCTGA

GGCG-----GGTTAAATGACTTGCCCAGAGTCACACAGTTAGGATGAGTTAAGTGTCTGAGATCACATTTGAACTCAGTT

CCTCTTGACTTCAGGGTTGATAATCTATTGATTGCACCACTTAGCTGCCC---TATTCTTCC---CATTTTTAATCTTGA

TGAGGGAAACTGAGGATTGAGAAAGGTGAAGAAATTAGCCCATAGCTCCTAAGTATCAGAGGCACAATAGGAACTTGGAG

TTTTCCAATGTCTCCAAAATATAACGAGGTTCTCT-------------CTGACCAAAACATGAAGCAATAATAAGTAGCC

TCCTC-----------TGTGGCTTTAATCTCTTT-AGCTAAGGGTACATTGAATGTTGC-TAGTTTTGTTGTTGTTGGAA

AA---TCCTN---------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

CATGAACAGAGTCAGAAATAGT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

ATCTC----------TTATTCTATTGTCACCTATGTAATAGATCAAGAACT-GAA-CCCTGAGAGGCTAAGTGACATGTT

TACATAGTGTAGAAAGTAAGCTGGGATTCACACT------------CTTTCAAT-CAAATATTTTTTCCATGCT------

-------ACTTTCCCCCCATGACTCTG--AGGCAAGTAGT--GCCTAT---TATTCTTCC---CTTTTT---CCTCCTGA

GGCG-----AGTTAAATGACTTGCCCAGAGTCACACAGTTAGGACAAGTTAAGTGTATGAGATCACATTTGAACTCAGTT

CCTCTTGACTTCAGGGTTGATAATCTATTGACTGCACCACCTAGCTGCCC---TATTCTTCC---CATTTTTAAGCTTGA

TGAGGGACACTGAAGATTGAGAAAGGTGAAGAAACTAGCCCATAGCTCCTAAGTATCAGAGGCACAATAGGAACTTGGAC

TTTTTCAATGTCTCCAAAATATAATGAGGTTCTCT-------------CTAACCAAAACATGAAGCAATAATAAATAGCC

TCCTC-----------TGTGGCTTTGATCTCTTT-AGCTAAGGGTACATTGAATGTTGC-TAGTTTT---GTTGTTGGAA

AATACTCCTC---------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

CATGAACGGAGTCAGAAATAGT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

ATCTC----------TTATTCTATTGTCACCTATGTAACAGATCAAGAACT-GAA-CCCTGAGAGGCTAAGTGACATATT

TATATAGTGTAGAAAGTAAGCTGGGATTCACACT------------CTTTCAAT-CAAATATTTTTTCCATGCT------

-------ACTTTCCCCCCATGACTCTG--AGGCAAATAGT--GCCTGT---TATTCTTCC---CTTTTT---CCTCCTGA

GGCA-----GGTTAAATGACTTGCCCAGAGTCACACAGTTAGAACAAGTTAAATGTCTGAGATCACATTTGAACTCAGTT

CCTCTTGACTTCAGGGTTGATAATCTATTGACTGCACCACCTAGCTGCCC---TATTCTTCC---CATTTTTAAGCTTGA

TGAGGGACACTGAGGATTGAGAAAGATGTAGAAACTGGCCCATAGCTCCTAAGTATCAGAAGCACAATAGGAACTTGGAC

TTTCCCAATGTCTCCAAAATATAACGAGGTTCTCT-------------CTGACCAAAACATGAAGCAATAATAAGTAGCC

GCCTC-----------TGTGGCTTTGATCTCTTT-AGCTAAGGGTACATTGAATGTTGC-TAGTTTT---GTTGTTGGAA

AATACTC------------CATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

TATGAATGGATTCAGAAATAGT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

ATCTC----------TTATTCTATTGTCACCTATGTAATAGAGCAAGAACT-GAA-CTCTGAGAAGCT----GACATGTT

TACATAGTGTAGAGAGTAAGCTGGGATTCACACT------------CTTTCAAT-CAAAGATTTTTTCCATGCT------

-------ACTTTCCCCCCATGACTCTGTGAGGCAAGTAGTATGCCTAT---TATTCTTCC---CTTTTA---TCCCATGA

GGCA-----GGTTAAGTGACTTGCCCAGAATCACACAGCTAGGATAAGTTAAGTGTCTGAGATCATATTTGAACTCAGTT

CCTCTGGACTTCAGGGTAGATAATCTATTGATTGCACCACTTAGCTGTCC---TATTTCTCC---CATTTTTAAGCTTGA

TGAGGGACACTGAGGATTGAGAAAGATGAAGAAACTAGCCTATAGCTCCTAAGTATCAGAGGCACAATAGGAACTCGGAC

TTTTCCAATGTCTCTAAAATATAACGTGGTTCTAT-------------CTGACCAAAACATGAAGCAATGATAAGTAGCC

TCCTT-----------TGTGGCTTTGATCTCTTT-AGCTAAGTGTACATCGAATGCTAC-TAGTTTT---GTTGTTGGAA

AATACTCCTC---------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

TATGAATGGAGTCGGAAATAGT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATGCATTTGGGAAGTTGGG

ATTTC----------TTATTCTATTGTCACCTATGTAATAGACTAAGAACTTGAAACGCTGAGAGGCTAAGTGACTTG--

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------CCAGGGTCACACAGCTAGGACGTGTTAAGTGTCTGAGATCAGATTTGAACTCAGCT

CTTCTTGACTTCAGGGGTGGTGCTCTATCCACTGCACCAACTAGCTGCCT---TATTCTTCC---CATTTTTAAGCTTGA

TGAAGGTGACTGAGGATTGAGAAAGATGAAGAAACTAGCCCATAGCTCCTAAGTATCAGAGACCCAATAGGAACTTGGAC

TTTTTCAGTGTCTCCAAA-TATAACATGGTTCTAC-------------TTGACCAAAACGTGAAGCAATA---AGTAGCC

TCCTT-----------TGTGACTTTGATCTCTTT-AGCTAAATGTACATTGAATGCTGC-TAGT----------------

AATA-TCCT----------CATCAGCCCNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

CATGAATGGAATCATAAATAGT---AACTCCTAGTTTACAGATCATTTTAACGTTTAGAAAATGCATTTGGGAAGTTGGG

ATCTC----------TTATTCTATTGTCACCTATGTAATAGATCAAGAACTTGAAACTCTGAGAGGCTAAGTGACTTG--

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------CCAGGGTCACACAGCAAGGATGTGTTAAGTGTCTGAGATCAGATTTGAACTCAGCT

CCTCTTGA-TTCAGGGGTGATACTCTATTGACTGCACCACTTAGCTGCCT---TATTCTTCC---CATTTTTAAGCTTGA

TGAGGGAGACTGAGGATTGAGAAAGGTGAAGAAACTAGCCCATAGCTCCTAAGTATCAGAGGCACAATAGGAACTTGGAC

TTTTCCAATGTCTCCAAAATATAACGTGGTTGTAC-------------CTGACCAAAACATGAAGCAATAATAAGTGGTC

CCTTT-----------TGTGGCTTTGATCTCTTT-AGCTAAGTATATATTGAATATTGC-TAATATT---CTTGTTGGAA

AATACTCCTT---------CATCAGCCCCCTTTCTCCAGTGGTGCCTCCCATT

>Mfa 

GATGAATGGAGTCAGAAATAAT---AACTCCTAGTT-ACAGATCATTTTAACATTTAGAAAATTCATTTGGGAAGTTGGG

ATCTC----------TTATTCAACTGTTACCTATATAATAGATCAAGAACTTGAAACCTTGAGAAACTAAGTGACATGTT

TACATAGTATAGAGAGTAAACTTGGATTCACACT------------CTT-CAAT-CAAAGGTTTTTTTCATGCT------

-------ACTTTTCCCTCATGACTCTGTGAAGCAAGTAGTGTGCATTT---TATTCTTCC---TTTTTTTTTTTAACTGA

GGCAATTGGGGTTAAGTGACTTGCCCAGGGTCACTCAGCTAGGAAGTATTAAGTCTCTGAGGTCGAATTTGAACTCAGCT

CCTCCTGACTTCAGGGCTGGTGCTCTATCCACTGCGCCACTTAGCTGCTC---TATTCTTCC---CATTTTTTAGCTTGA

TGAGGGGGACTGAGGATTAAGAAAGGTGAAGAAACTATCCCATAGCTCCTAAGTATCAGAGAAACAATAGGAACCCAGAC

TTTTCCAATGTCTCCAAAATATAAAGTGGTTCTACTTATTATGGTTACCTGACCAAAACATGAAGCAATAGTAAGTAGCT

TCCTT-----------TGTGTTTTTGATCTCTTT-AGCTAAGTATATATTGAATGATGC-TAGTTTT---GTTGTTGGGA

AATACTCCTT---------TACCAGCCTTCTTTCTCCAGCAGTGCCTACTATT

>Tcy 

AATGAATGGAGTCAGAAATAATAACAACTCTTAGTT-ACAGATCAT-------TTTAGAAAATGCATTTGGGAAGTGGGG

AACTC----------TTATTC-------AACTATGTAATAGATCAAGAACTTGAAACCCTGAGAGGCTAAGTGACTTG-T

TATATAGTGCAGAGAGTAAGCTGGGCTTCACACT------------TTTTCAATCCAAAGATTTTTTTCATGCT------

-------ACTTTCCCCCCATGACTCTGTGAGGCAAGTAATGTGTATAT--------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------TATTCCTCC---CATTTTTTAGCTTGG

TGAGGGGGACTGAGGATTGAGAAAGGTGAAGAAAGTAGCCCATAGCTCTTAAGTATCAGAGGCACAATAGAAACCCAGAC

TTTTCCAAGGACTCCAAAATATAAAGTGATTCTATTTATTATGGTTACCTGACCAAAACGTGAAGCAATAATAAGAAGCC

TCTTC-----------TATGGCTTTGATCTCTTT-AGCTAAGTGTACATTGAATGCTGC-TAGTTTT---GTTGTTGGGA

AATACTCCTT---------CACCAGCCCCCTTTCTCCAGTGGTGCCTCCTATT

>Pci 

GATGAATGGAGTCAGAAATAAT---AACTCCTAATT-ACAAAGCATTTTAACATTTGGAAAATACATTTAGGAAGTTGAG

ACCTCAGAGATCCTCTTATTTAACTGTCAACTATGGAATAAATCAAGAACTTGAAACCTGGAGAGGCTGAATGACTTGTT

TACATAGCACAGGGAGTGACCTGGGATTCATACTTGGGAGTTCTGACTGTCAGT-CCAGGGTTCTTTTCATGCTGCACAG

CATG-CTGCTTTTTCCTGATGACTC--AGACACAGGTAGTATACATAT--------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------TATTCTCCC---CATTTTATGGCCGGA

TGAGGGG-ACTGAGGATTTAGAAAGGTGAAGTAATTAGCCCATAGCTCATAAGTATCAGAGGCAAGAGAGGCACTCAGAC

TTTTCCACAGTCTCCAAAATGCAAAGTCATTCTATTTATTATGGTCGCCTGACCAAAACATGAAGCGGT----AGTGGCC

TCTTCTGACCTTT---TGTAGCTTTGATCTCTCC-AGCTGAGCGCCCATTGAACGCTGCCTGGTTTT---GTTGCTGGGA

AATGCTCCTTTACTTCCTCTACCAGCCCCTTTTCTCCTGTGGTGGCTCTTATC

>Tvu 

GAT-----GAGTCAGAAATAATAACAACTCCCATTT-AAAGAACATTTTAATATTTGGAAAATGCATTTGAGAAGTTGGG

ACCTCAGAGATCATCTT-TTCAACTATCAACTATGAAATAGACCAAGAACTTGAAACCTCAACAGGCTAAATGAC-----

---------------------GAGGCTTCATACTTGGGAGTTCTGACTCTTAAT-CCAGGGCTCTTTTCATGCTGCAGAG

CATG-CTTCTTTTAGCCAATGACTCTGTGAGGCAGGTAGTATGCATAT--------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------TATTTTCCC---CATTTTACAGCTGGA

TGAAG---ACTGAAGATTTAGAAAGGTGAAGTAACTAGTCCATAGCTTCTAAGTATCAGAGGCAGGACAGGAACCCAGAC

TTTTCCAATGTCTCCAAAACACAAAGTTGTTCTTTTTATTATGGTTACCTGACCAAAACATGAAGCAGT----AGTAGCC

TGTCCTGACCTTCCTCTGTAGCTTTGATCTCTCC-AGCTGAGTGCCCATTGAATGCTGCCTGGTTTC---GTTGTTGGGA

AATGCTCCTCTACTTCCTTTACCAGCTCCCTTTCTCCTGTGGTGGATCCTATC

>Mdo 

GTTGAGTGGAGTCAGAAAGAGT---ATCTCCTGATT-CCAGAACATTTTAATACTTTGAAAGTGCATTTGGGAAGTTGGG

ACCTCAGAGATCATCTTTTCCAACTGCCTCCTTTGGAATAGATCAAGAACTTGAAACCTCAAGAGGCTAAGCAACTTGTT

TACATCACATAAGGGGTGATCTGGGATTCACACTTAGGGGTTCTGAATATCAAT-CTAGGGTTCTTTTCATGCTATAAAA

TATGTCACTTTTCCCCCAATGACCCTGTGAGGTGAGTAGTATGCAAAT--------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------TATTCTCCC---CATTTTACAGATGGA

TGAGGGG-ACTGA-GATTTAGAAAAGTAAGGTAATTAGTCCATAGCTCCTAAGTATGAGAGGCAGGATAGGACCGTAGAA

TTTTCCATTGCTTCCAAAATTCAATATGGTTTTATTTATTATTATTGCCTGCCCAAAATATGAAGCAGT----AGCAATC

TGTCCTGACCATACTCTGTAGCTGTGAGCCCTCCCAGTTGAGTGTCCATTGAAAGCTGCCTTGTTTC---GTCTTTGGAA

AATACTCCTCTGCTTTCTCTACCAGTCCCCTTTCTCCTGTGGTGGCTTCTCTT

Marker 37

>WSINE1a 

--------------------------------------------------------------------------------

------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGGGTTAAGTGACTTGCCCAAGGTCACACAGC

TAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTCTATTCACTGTGCCA

CCTAGCTGCCCC--------------------------------------------------------------------

---------------------

>Sha 

CAGCATCCTA--CAGAATGCCTCATCATTCCCGTAC-TAAATTTCCAGAACTGA-TGCTTTGAGA---AGGATTTT-TTT

TTAATTT------------TTTTTCCTGT------------GGCAATTGGGGGTAAGTGGCTCGCCTAGGGTCACACACC

TAGGAAGTGTTAAATGTCTGAGGCCAGATTTGAACT---AGAATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCATCCTTCCCTCCACCCACCCTACTGAATGGCTGGCTAGCTATCAGAAAATTT-CCCATCTGGGAACA

GACTGGCTTCACTGCTGGACA

>Pdo 

NNNNNNNNNNNNNNNNNNNNNTCATCATCCCTGTAC-TAAATTTCTAGAACTGA-TGCTTTGAGA---AGGATTTT--TT

AAAATTT------------TTTTTCCGGT------------GGCAATTGGGGGTAAGTGACTTGCCTAGGGTCACACACC

TAGGAAGTATTAAATGTCTAAGGTCAGATTTGAGCT---AGGATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCCTCCTTCCCTCCACCCACTCTCCTGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Pma 

NNNNNNNNNNNNNNNNNNNNNTCATCATCCCCGTAC-TAAATTTCCAGAATTAATTGCTTTAAGA---AGGATTTTTTTT

TTAATTT-------------TTTTCCTGT------------GACAATTGGGGGTAAGTGACTTGCTTAGGGTCACACACC

TAGGAAGTGTTAAATATCTAAGGCCAGATTTGAACT---AGAATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCATCCTTCCCTCCACCCACCCCCCTGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Dby 

NNNNNNNNNNNNNNNNNNNNNTCATTATCCCCATAC-TAAATTTCCAGAATTGATTGCTTTAAGA---AGGATTTTTTTT

TTTTATT-----------TTTTTTCCGGT------------GGCAATTGGGGGTAAGTGACTTGCCTAGGGTCACACACC

TAGGAAGTGTTAAATGTCTGAGGCCAGATTTGAACT---AGGATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCATCCTTCCCACCACCCACCCTCATGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Ast 

NNNNNNNNNNNNNNNNNNNNNTCATCATCCCCGAAC-TAAATTTCCAGAAATGATTGCTTTGAGA---AGGATTTT--TT

GGTATTT-------------TTTTCCTGT------------GGCAATTGGGGGTAAGTGACT-CCCTAGGGTCACACACC

TAGGAAGGGTTAAATGTCTGAGGTCAGATTTAAACT---AGGATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCATCCTTCCCTCCACCCACCCTCCTGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Pgi 

NNNNNNNNNNNNNNNNNNNNNTCATGATCCCCGTAC-TAAATTTCCAGAATTGATTGCTTTGAGA---AGGATTTT--TA

AAAAATT-------------TTTTCCTGT------------GGCAATTGAGGTTAAGTGACTTGCCCAGGGTCACACAGC

TAGGAAGTGTTAAATATCTAAGGCCAGATTTGAACT---AGGATTTTTAA-TTTAA---ATTTACATTTTTAATTTTTAA

TTTAATTTAATCCATCCTTCCCTCTACCCGCCCTACTGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Scr 

CAGCATCCTA--CAGAATGCCTCATCATCCCTATAC-TAAATTTCTAGAATTAATTGGCTTGAGA---AGGATTTT--TA

AATAATT-------------TTTTCCTGT------------GGCAATTGG-ATTAAGTGACTTGCCTAGAGTCACACAGC

TAGGAAGTGTTAAATATCTGAGGCCAGATTTGAACT---AGGATTTTTAATTTTTA---A--------------------

-CTTTTTCTTTCCATCCTTCCCTCCACCCACCCTACCGAACGGCTGGCTAGATATCAGAAAATTT-CTCATCCAGGAACG

GACTGGCTTCACTGCTGAACA

>Mfa 

NNNNNNNNNNNNNNNNNNNNNCCWTCACCCTTGTGT-TMCATTTCCAGAATKGATTGTTTTGAGA---AGGATTTT--TA

ACTTTTT---TTTTCTTTTATTTTGCTGT------------GGCAATTGGGGGTAAGTGACTTCCCCAGGGTCACACAGC

TAGGAAGTGTTAAGTATC------------CAAACT---AGGATTTTTAATTTTTA---A--------------------

-CCTTTTCTTTCCATCCTTCCCTCCACCCACCCTAMTGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNN

>Tcy 

CAGCACCCTA--CAGAATGCCTCATCACCCCTGTGC-TAAATTTCCAGAACTGATTGGTTTGAGA---AGGATTTT--TA

ATTTTTA-------------------------------------------------------------------------

-----------------------------------------------------------A--------------------

-CTTTTGCTTTCCATCCTTTCCTCCACCCACCCTACTGAACGGCTGGCTAGCTATCAGAAAACTT-CCCATCCAGAAATG

GCCTGGTTTCACTGCCGAACA

>Pci 

CCCCACCCTC--CATAATGCCTCCTCACCC-TGTGCCTAAATTTCCAGAATCGATTTCCTTGAGA---AGGATTTT--TA

ATGTTTG-------------------------------------------------------------------------

-----------------------------------------------------------G--------------------

-CTTTTTCTTTCCTTCCTCCCCTCCACCCACCCTACTGAATGGTTGGCTATCCATCTGAAAATGT-CCCATCCAGGAATG

GGCTGGCTTCACCGTTGAACA

>Tvu 

CAGCACCCTATGCAGAAT---------------TTCCTAAATTTTCAGAATTGAGTGCCTTCAGA---TGGATTTT--TG

ATGTTTC-------------------------------------------------------------------------

-----------------------------------------------------------A--------------------

-CATTTTCTTTCCTTCCTCTCCTCTACCCACCCTACTGAATGGTTGGCTATATATCTGAAAATTTTCCCATCCAGAAATA

GGCTGGCATCACTGATGAGCA

>Meu 

CAGCACCCTATACAA------------------TGCCTAAATTTTCCAAATTGATTACCTTGAGA---TAGATTTT--TA

ATGTTTT-------------------------------------------------------------------------

-----------------------------------------------------------A--------------------

-TTTTTTCTTTCCTTCCTCCTCTCTACCCACCC-ACTAAATGGTTGGCTATCTACCTGAAAATTT-CCGATCCAACAATG

GGCTGACTTCACTGCTGAACA

Marker 38

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCGGC

CCTGGAGTCAGGAGGACCTGAGTTCAAATCCGGCCTCAGACACTTGACACTTACTAGCTGTGTGACCTTGGGCAAGTCAC

TTAACCCCAATTGCCTTGCCTTCCCCCTCCAAAAAAAA------------------------------------------

-----------------------------------------------------------------------------

>Sha 

TTCTTAGGGGCAGGGACCATTCTTTCTAT--------------------------GTCCAGTGACCAG------------

-CTTAATTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTATATAAGTTGTAGTTTTTTGCAACCCTAGAGTCTTCAAGTG

GAAATTGAAGGTGAGGGATATTTTAGAAGGAACTCCTGCTCATAT---AAAAATTGAAGTAT---GGATAGAGCACCAAC

CCTGAAGTCAGGAGGACTTGAGTTCAAATCTGATCTTAGACTCTTAACACTTCCTAGCTGTGGAACCTTGGGCAAATCAT

TTAACCCCAATTTCCT-------------CAGAAA----AAATAATGAAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCT-AGATGCAGTGACTTTCTAATTCATTTTTGTTGGATGAATGAACAAAT----CAGG--------CTATTGAGCA

>Pdo 

NNNNNNNNNNNNNNNNNCATTCTTTCTATGTCTTTG---TACTTTCAGTAC-CTAATCCAGTGACCAG------------

-CTAAATTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTATATAAGTTGTAGTTTTTTGCAACCCTAGAGTCTTCAAGTA

GAAGTTGAAGGTGAGGGATATTTTAGAAGGAACTCCTGTTCATAT---AAAAATTGAAGTAT---GGATAGAGCACCAGC

CCTGAAGTCAGGAGGACTTGAGTTCAAATCTGATCTTAGACTCTTAACATTTCCTAGCTGTGTGACCTTGGGCAAATCAC

TTAACCCCAATTTCCT-------------CAGAAA----AAATAATGAAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCT-AGATGCAGTGACTTTCTAATTCATTTTTGTTGGATGAATGAACGAAT----CAGGCACTCGAACTATTGAGCA

>Pma 

NNNNNNNNNNNNNNNNNNNNNCTTTCTATGTCTTTG---TACTTTCAGTAC-CTAATCCAGTGACCAG------------

-CTTAATTAGAGCTGTCCAAAGAT-TGTGTGAGCATCCTACATAAGATGTAGTTTTT-GCAACCCTAGAGTCTTCAAGTG

GAAGTTGAAGGTGAGAAATATTTTAGAAGGAATTCCTGCTCATAT---AAAAATTGAAGTAT---GGATAGAGCACCAGC

CCTGAAGTCAGGAGGACCTGAGGTCAAATCTGACCTCAGACTCTTAACACTTCCTAGCTGTGTGACCCTGGGCAAACCAC

TTAACCCCAATTTCCT-------------CAAAA-----AAAAAATGAAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCTGAGATGCAGTGACTTTCTAATTCATTTTTGTTGGATGAGTGAATGAATGAATTAGACACTGRAACTATTGAGCA

>Dby 

NNNNNNNNNNNNGGGACAATTCTTTCTATGTCTTTG---TACTTTCAGTAC-CTAATCCAGTGACCTG------------

-CTTAATTAGAGCTGT--AAGCAT-TGTGTGAGCATCCTACATAAGTTGTAGTTTTT-GCAACCCTAGAGTCTTCAAATG

GAAGTTGAAGGTGAGGGATATTTTAGAAGGAACTCCTGCTCATAT---AAAAATTGAAGTAT---GGATAGAGTACCAGC

CCTGAATTCAGGAGGACCTAAGTTCAAATGTGACCTCAAACTCTTAACACTTCCTAGCTGTGTGACCTTGGGCAAATCAC

TTAACCCCAATTTCCT-------------CAGA------AAAAAATGAAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCTGAGATGCAATGACTTTCTAATTCATTTTTGTTGAATGAATGAATGAAT----TAGGCACTGAAACTATTGAGCA

>Pta 

NNNNNNNNNNNNNNNNNCATTCTTTCTATGTCTTTA---TACTTTCAGTAC-CTAATCCAGTGACCTG------------

-CTTAAGTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTGCATAAGTTGTAGTTTTT-GCATCCCTAGAGTCTTCAAGTG

GAAGTTGAAGGTGAGGGATATTTTGGAAGGAATTCCTGCTCACAT---AAAAATTGAAGTAT---GGATAGAGCAYCAGC

CCTGAAATCAGGAGGACCTGAGTTCAAATCTGACCTCAGACTCTTAACACTTCCTAGCTATGTGACCCTGAGCAAATCAC

TTAACCCCAATTTCCT-------------CAGA------AAAAAATGAAGTAR---ATG-CCTCTGAAGTCCTTTCTAAA

TCTGARATGCAGTGA---TCTAATTCATTTTTATTGGATGAATGAACATAT----TARACACTGGARCTATTGARCA

>Ast 

NNNNNNNNNNNNNNNNNNNTTCTTTCTATGTCTTTA---TACTTTCAGTAC-CTAATCCAGTGACCTG------------

-CTTAATTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTGCATAAGTTGTAGTTTTT-GCATCCCTAGAGTCTTCAAGTG

AAAGTTGAAGG-------------------AATTCCTGCTCATAT---AAAAATTGAAGTAT---GGATAGAGCACCAGC

CCTGAAATCAGGAGGACCTGAGTTCAAATCTGACCTGAGACTCTTAACACTTCCTAGCTGTGTGACCCTGAGCAAATCAC

TTAGCCCCAATTTCCT-------------CAGAA-----AAAAAATGAAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCTGAGATGCAGTGACTTTCTAATTCATTTTTGTTGGATGAATGAACATAT----TAGGCACTGGAACTATTGAGTA

>Pgi 

NNNNNNNNNNNNGGGACCAATCTTTCTATGTCTTTG---TACTTTCAGTAC-CTAATCCAGTGATCTG------------

-CTTAATTAGAGCTACCAAAAGGT-TGTGTGAACATCCTACATAAGTTGTAGTTTTT-GGATCCCTAGAGTCTTCAAGTG

GAAGTTGAAGGTGAGGAATATTTTAGAAGGAATTCCTGCTCATAT---AAAAATTGAAGTAT---GGATAGAGCACCAGC

CCTGAAGTCAGGAGGACCTGAATTCAAATTTGACCTCAGACTCTTAACACTTCCTAGCTAT--------GGGCAAGGCAC

TTAACCCCAATTTCCT-------------CAGAAAA---AAAAAATGAAGTAG---ATG-CCTCTGAAGTCCTTTCTAAA

TCTGAGATGCAGTTACTTTCTAATTCATTTTTGTTGGATGAATGAATGAAT----TAGGCACTGGAACTGTTGAGCA

>Scr 

TTCATAAGGGCAGGGACCATTCTTTC--TGTCTTTG---TACTTTCAGTAT-CTAATCCAGTGACCTG------------

-CTTAATTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTACATAAGTTGTAGTTTTT-GCATCCCTAGAATCTTCAAGTG

GAAGTTGAAGATGAGGGATATTTTAGAAGGAATTCCTGCTCATCT---AAAAATTGAAGTAT---GGATAGAGCACTATC

TCTGAAGTCAGGAGGACCTGAATTCAAATCTGACCTTAGACTCTTAACACTTCCTAGCTATGTGACTTTGGGCAAATCAC

TAAACCCCAATTTCCT-------------CAGAA-----AAAAAATGTAGTAG---ATG-CCTCTGAGGTCCTTTCTAAA

TCTGAGATGCTGTGTCTTTCTAATTCATTTTTGTTGGGTGAATGAACGAGT----TAGGCACTGGAACTATTGAGCA

>Mfa 

TTCTTAAGGGTAGGGACTATACTTTCTATGTTTTTG---TACTT-CCATAC-TTAATCCAGTGACCTG------------

-CTTAATTAGAGCTGTCCAAAGGT-CGTGTGCACATCCTACATAAATTGTAGTTTTC-CCATCCCCAGAGTCTTCAAGTG

GAAGTTAAAGGTGAGGAATATTTTAGAAAGAATTCCTGCTCACAT---AATAATTGAAGTAT---GGATGGAGTATCAGC

CCTTAAGCCAGGAGGACCTGAGTTCAAATTTGACCTCAGGCACTTAACACTTCCTAGCTGTGTGACCCTAGGTAAGTCAC

TTAATCCCAATT--------------------GGG----GAGAAATGAAGTAG---ATG-GCTCTGAGGTCCTTTCTAAA

TCTGGGATGCTGTGACTTTCTAATTCATTTTTGTTGGATGAATGAATGAAT----TAGGCACTGGAACTATTGAGCA

>Tcy 

TTCTTAAGGGCAGGGACCATACTTTC--TGTCTTTG---TACTTTCGGTAC-CTAATCCAGTGACCTG------------

-CTTAATTAGAGCTGTCCAAAGGT-TGTGTGAGCATCCTACATAAGTTGTAGTTTTC-GCATCCCTAGATTCTTCAACTG

GAAGTTGAAGGTGAGGAATATTTTAGAAGGAATTCCTGCTCATAT-----------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAAAATTGAAGTAT---ATG-CCTCTGAGGTTCTTTCTAAA

TCTGGGATG----------CTAATTCATTATTGTTGGATAAATGAACGAAT----TAGGCACTGGAACTATTCAGCA

>Pci 

TTCCTAAGGGCAGGGGCCATACTTTCTATGTCTCTGTGTTACCCTCAGTAC-CTAATCCAGTGACCTGTTTGTAGTAGGC

ACTTAATGAGAACTGTCCAAAGGGATGCATGAGCATCCTATATAGGTTGTAATTTCCCCTGTCACTGGAGTCTTCAAGTG

GAAGTTAAAGGTCAGGAATATTTTAGAAGGAATTCCTGCTCGTAT-----------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAGAATTGAACTAG---GTGGACTCTGAGATCCTTTCTAAA

CATGGAATGCTGCGACTTTCTAATTCATTTTTGTTGGATGAA---------------GTCAGTGGAACTGTTGGATA

>Meu 

TTCCTAAAGGCAGG----TAAGTTCCTATGTCTTTGTGTTACTCTTAGTAATCTAATCCACTGACCTCTTTGGGGTAGGC

ACTTAATTAGAACTATCCAAAGAT-TGCATGAGTGTCCTACATAGGTTGTATTTTTCCCCATTCCTAGAGTCTTCAAGTG

GAAGTTGAAGGTTGGGA-TATTTTAGAAGGAATTCCTGCTCATAT-----------------------------------

--------------------------------------------------------------------------------

---------------------------------------AAGAATTGAATTAA---ATGGCCTCTGAGGTCCTTTCTAAA

TCTGGGATGCTTTGATTTTCTAATTCATTTTTGTTGGATGAATGAATGAATGAATTAGGCACTGGAAGTATAGGATA

Marker 39

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------------------GG

GGCAGCTAGGTGGCACAGTGAATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCGGCCTCAGACACTTG

ACACTTACTAG--CTGTGTGACCTTGG----GCAAGTCACTTAACCCCAATTGCCTT-GCCTTCCCCCTCCAAAAAAAA-

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------

>Sha 

-----------------CTAAATCTAAAAGACCTGAATTCAAATCACATTTC--AGAGTTATTTCTTGTGTGATTCTGGT

T--GTCACCTTACTTT-----------TCTTATCTA---T--AAAATGGGGATAGAA-TAATAAGAATA---GCACCTAC

TACTTACAGCGTTATAGTGAAAATCAGATGAGATAAT-GATTGTATAGCACTTAGCACCGCGTTACATAGTGGGTGCTTA

ATAAATGT-TCCTTCTTTTCCCTTCATAATTTAGTGAAGTACTTT-GGAGGATCAC---AAGAAAGTTAAAGTGA---GG

GGTAGCTAGATGGCACAGT---------ACCAGTCCTGAAATCAGGAGGATCCCAGTTCAAATT-GATCTCAGGCACTTA

ATACTTCCTAG--CTGTGTGACCCTGA----GCAAGCCACTTAACACCATTTGCCT--------CAGGGAGAAAAAAGGA

AGA---AAGTAATTTAAAGTGAACTC---AAAAGGCAGTT--TTTCATTATTGCAAAAAA-CTTCCCAAAATCAACA-CC

CCCAGAACTTCTAATTAATGGCTCATGCAAATGACAAATTTTAGCGATATTGCTTGATT--CTTTCCCTTTTCTCCTCAT

ACATTCCATTGATTTTCAGCTTTTTTTT-CAGGGATATTTTAAATTGCCATCAAGTTGTAAAGAAACCTCCATGTTTATT

TTCTCTTCAGGTAGATACTAGTAGTTACATGTGGTATATTAATTTCTTGATTCATCAACTT-TTTT-AGAGTAGTCCATA

GCTGTTAATAACTCTTTCGGCATAATGGTTACCAAAAACTCTGTGTATCCTTCCCTCTCCTATTAATAATAGGGG-TTTC

TCTCTGTT--AGTGTCCCTTTTCCTTTGCCTCACCCCAGTAGACGCTACTGTTCCTCATTTTCCCCTCCTATTGAAAGGA

GAAGAAAAAGAA----------------GAGAGGGGAAGAAAGTACATTTTTCAGCCAATTCCTATTTCCCTCTATTAAA

CTTTTT-TCCTTATT----CCTACATTT-------GAGAAAACGGGAAAGAAT

>Pma 

-----------------CTAAATCTGGAAGACCTGCATTCAAATCACATTTC--AGAGTTATTTCTTGTGTGATTCTGGT

TAAGTCACCTTACTTT-----------TCTTATCTG---T--AAAATAGGGATAGAA-TAATAAGAATA---GCACCTAC

TACTTACAGCGCTATAGTGAAAATCAGATGAGATAAT-GATTGTAAAGCACTTAGCACTGTGTTACATAGTGGGTGCTTA

ATAAATGT-TCATTCTTTTCCCTTCATAATTTAGTGAAGTACTTT-GGAGGGTCAC---AAGAAATTTAAAGTGA---GG

GGTAGCTAGATGGCACAGT---------ACCAGTCCTGAAATCAGGAGGATCTGAGTTCAAATT-GATCTCAGGCACTTA

ATACTTCCTAG--CTGTGTGACCCTCA----GCAAGCCACTTAACCCCAAGTGCCT--------CAGGGAGAAAAAAGGA

AGA---AAATAATTTAAAGTGAACTC---GAAAGGCAGTT--TTTCACTATTGCAAAAAA-CTTCCCAAAACCAACA-CC

CCCAGAACTTCTAATTAATGGCTCATGCAAGTGACAAATTTTAGCAATATTGCTTGATT--CTTTGCCTTTTCTCCTCAT

ACATTCCAGTGATTTTCAGCTTTTTTTT-CAGGGATATTTTAAATTGCCATCAAGTTGTAAAGAAACCTCCAGGTTTATT

TTCTCTTCAGGTAGATACTAGTAGTTACATGTGGTATATTAATTTCTTGATTCATCAACTTCTTTT-AGAGTAGTCCATA

GCTGTTAATAACTCTTTCGGCCTAGTGGTTACCAAAAACTCTGTGTATCCTTCCCTCTCCTATTAATAATAGGGG-TTTC

TCTCTATT--AGTGTCCCTTTTCCTTTGCCTCACCCCAGTAGCCGCCACTGTTCCTCATTTTCCCCTCCTATTGAAAGGA

GAAGAAAAAGAA----------------GAGAGGG-AAGAAAGTACATTTTTCAGCCAATTCCTATTTCCCTCTATTAAA

CTTTTT-TCCTTATTAATTCCTACATTTGATAAAGGAGAAAACGGGAAAGAAT

>Dby 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATTTCTTGTGTGATTCTGGT

TAAGTCACCTTACTTT-----------TCTTATCTG---T--AAAATGGGGATAGAA-TAATAAGAATA---GCACCTAC

TACTTACAGCACTATAGTGAAAATCAGAGGAGATAAT-GATTGTAAAGCACTTAGCACCGTGTTACATAGTGGGTACTTA

ATAAATGT-TCATTGTTTTCCCTTCATAATTTAGTGAAGTACTTT-GGAGGGTCAC---AAGAAATTTAAAGTGA---GA

GGTAGCTAGATGGCACAGT---------ACCAGTCCTGAAATCAGGAGCATCTGAGTTCAAATT-GATCTCAGGCACTTA

ATACTTCCTAG--CTGTGTGACCCTGA----GCAAGCCACTTAACCCCA---------------------GAAAAAAGGA

AGA---AAGTAATTTAAAGTGAACTC----AAAGGCAGTT--TTTCACTATTGCAAAAAA-CTTCCCAAAACCAACA-CC

CCCAGAACTTCTAATTAATGGCACATGCAAATGACAAATTTTAGCAATATTGCTTGATT--CTTTCCCTTTTCTCCTCAT

ACATTCCAGTGATTTTCAGCTTTTTTTTTCAGAGATATTTTAAATTGCCATCAAGTTGTAAAGAAACCTC-AGGTTTATT

TTCTCTTCAGGTAGATACTAGTAGTTACATGTGGTATATTAATTTCTTGATTCATCAACTTCTTTT-AGAGTAGTCCATA

GCTGTTAATAACTCTTTCGGCCTAGTGGTTACCAAAAACTCTTTGTATCCTTCCCTCTCCTATTAATAATAGGGG-TTTC

TCTCTATT--AGTGTCCCTTTTCCTTTGCCTCACCCCAGTAGCCGCCACTGTTCCTCATTTTCTCCTCCTATTGAAAGGA

GAAGAAAAAGAA----------------GAGAGAGGAAGAAAGTACATTTTTCAGCCAATTCCTATTTCCCTCTATTAAA

CTTTTTTTCCTTATTAATTCCTACATTTGATAAAGGAGAAAACGGGAAAGAAT

>Pta 

-----------------CTAAATCTGGAAGCCCTGAATTCAAATCACATTTC--AGAGTTATTTCTTATGTGATTTTGGT

T--GTCACCTCAGTTT-----------TCTTATCAG---T--AAAATGGGGATAGGA-TAATAAGAATA---GCACCTAC

TACTTACAGCATTATAATGAAAATCAGATGAGATAAT-GATTGTAAAGCACTTAGCACCATGTTACATAGT-GGTGCTTA

ATAAATGC-TCATTCTTTTCCCTTCATAATTTAGTGAAGTACTTT-GGAAGGTCAC---AAGAAATTTAAAGTGA---AG

GGCAGCCAGTTGGCTCAGTGGATAGCACACCAGTTCTGAAGTCAGGAGGATCTGAGTTCAAATT-GGTCTCAGGTACTT-

------CCTAG--TTGTGTGACCCTGA----GCAAGTCACTTAACCCCAATTGCCT--------CAGGAAGAAAAAAGGA

AGA---AAGAAATTTAAAGTGAACTT---GAAAGGCAGGT--TTTCACTAATGCAAAAAT-CTCCCCCAAACCAACA-CC

TCTAGAACTTCTAATTAATGGCTCATGAAAATGACAAATTTTAGCAAAATGGCTTGATT--CTTTCCCTTTTCTCTTCAT

ACATTCTAGTGATTTTCAGGTTTTTTTT-CAGGGATATTTTAAATTGCTATCAAGTTGTAAAGAAACCTCCAGGTTTATT

TTCTCTTCAGGTAGATACTAGTGATTGCGTGTGGTGTATTAATTTCTTGACTCATCAGTTTCTTTT-AGAGTAGTCCATA

GCTGTTAATAATTCTTTCGGGCTAGTGGTTACCAAAAACTCTATGTATCCTTCCCTCTCCTACTAATACTGGGGG-TTTC

TCTCTATT--AGTGTCCCTTTTCCTTTGCCTCACCCCAGTAGCCGTCACTGTTTCTCATTTTCCCCTCCTATTGAAAGGA

GAAGAAAAAGAA----------------GAGAGGGGAAGAAAGTACATTTTTCAGCCAATTCCTATTTCCCTCTATTAAA

CTTTTTYTCCTTATTAATTCCTACATTTGATAAAGGAGAAAAAGGGAAAGAAT

>Scr 

GCACAGTGGATACATAGCTAGATCTGGAAGACCTGAATTCAAATCACATTTC--AGAGTTATTTCTTGTGGGATTCT---

-AAGTCACCTCAGTTT-----------ATTTATCTG---T--AAAATGGGGATAGGA-TAATAAGAATA---GCACCTAA

TACTCACAGGACTATAGTGAAAATCGGATGAGATAAT-GATTGTAGAGCACTTAGCACCATGTTACATAGTAGATGCTTA

ATAAATGC-TCATTATTTTCCCTTTATAATTTAATGAAGTACTTT-GGGGGGTCTC---AAGAAATTTAAAGTGA---GG

GGCAGCTAGGTGGCACAATGGATAGAGCACCATTCCTGAA-------GGATCTGGGTTCAAATT-GATCTCAGGCACTTA

ATACTTCCTAG--CTGTGTGACCCTGGCTGGGCAAGTCACTTAACCCCAATTGCCT--------CAGGGGAGAAAAAGGA

AGA---AAGAAATTTAAAGTGAACTG---GAAAAGCAGTT--TTTCACTAATGCAAAAAA-CTCTCCCAAACCAACA-CC

CTGAGAACTTCTAATTAATGTCTCATGCAAATGACAAATCATAGAGGTATTGCTTGATT--CTTTCCCTTTTCTCCTCAT

ACATTCCAGTGATTTTCAGCCTTTTTTT-CAGGGATATTTTAAATTGCTATCAAGTTGTAAAGAAACCTCCAGCTTTATT

TTCTCTTCAGGTAGATACTAGTAGT------TGGTATATTAATTTCCTGATTCATAAATTTCTTTT-GGAGTAGTCCATA

GCTGTTAATAATTCTTTCAGCCTAGTGGCTAACAAAAACTCTGTGTATCCTTCCCTCTCTTACTAATAATGTTTTTTTTT

TCTCTATT--AGAGTCCCTTTTCCTTTGCCTCACCCCAGTA--TTCCACTGCTCCTCATTTTCACCTCCTATTGAAAAGA

GAAGAAAAAAAAAAG----------AGAGAGAGGGGAAGAAAGTACATTCTTCAGCCAATTCCTATTTCCCTCTAGTCAA

CTTTTT-TCCTCATTAATTCCTACATTTTATAAAGAAGAAAAAGGGAAAGAAT

>Mfa 

GTGCAGTGTATACATAACTAGATCTGGAAGACCTGAATTCAAATAATATTTCAGAGAGTTATTTCTTGTGTGAATCTGGC

TAAGTCACTTCAGTTT-----------ACTTAACTG---T--AAAATGGGGATAGGT-TAATAAGAATA---GCAGCTAC

TATTCATAACGCTACAGTGAAAATCAGGTGAGATAATCGATTATAAAGCACTTAGCAGAGTGTTACATAGTGGGCACTTA

ATAAATGC-TCATTCTTTTCCCTTCATAATTTGGTGAAATACTTT--GGGTGTCAC---AAGAAATTTAAAGTGA---GT

GGCAGCTAGGTGGTACAGTGGATAGAGCCCTAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATGTGAT--------CTTA

ATACTTTCTAGTTTCCTGTGATCCTGG----GCAAGTCACTTAACCCCAATTGA-T--------CAGCAAAAGAGAAAAA

AGA---AAGAAATTTAAAATGAAATG---GAAAATTT-TT--TTTCACTAATGCTAAAAA-CTCCCCAAAACAAACACCC

CCCAGAATTTCTATTTAATGGCTCATACAAAT-ATAAATCATAGAGGTATTGATCGATT--CTTTTCCTTTTCTTCTC--

ACATTCCGGTGATTTCCAGCTTTTTT---CAGGGATATTTTAAATTGCTATCAAGTTGTAAAAAAATCTCCAGGTTTATT

TTCTCTTAAGGTAGATACTAGTAGTTGCATGTGGCATATTAATTTCTTGATTTATCAACTTCTTTT-AGAGAAGTTCCTA

ACTGCTAATAACTCCTTTATCCTAATGGCTACCAAAAATCCTATGCATCTTTCCCTCTCCTACTAATACTGGAGGTTTTC

TCTCTACT--AGTGCCTCTTTTCCTTTGCCTTATCCCAGTAGCTTCCAGTGCTCCTCATTTCCCCTTCCAGTTTAAAAGA

GAA--------------------------------------AGTACATTCTTCAGCCAATTCCTATTTCCCTCTTTTCAA

CTTTTTTTTCTCATGAATTCCCA-ATTTGATAAAAGAGAAAAAGGGAAGGAAT

>Tcy 

GTGTAGTGGATACATAGCTAGATCTGGAAGACCTGAATTCAAATCACATCTCAGAGAGTTATTTCTTGTGTGATTCTGGC

TAAGTCACTTCAGTTT-----------TCTTATCTA---T--AAAATAGGGATAAGA-TAATAAGAATAGTAGCTGCCAC

TACTCATTG-GTTACAATGAAAATCAGATGAGATAAT-AATTGTAAAGTATTTAGCACAATGTTACATAGTGGGTATTTC

ATAAATGCTTTTTTCTTTTCCTTTCATAGTTTGGTGAAATACTTTGGGGAGTTCAC------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------AAGAAATTTAAAGTGAACTA---GAAAAGCAGTT--TTTCACTAATGCAAAAAAACTCCCCAAAACCAATA-CC

TCCAGAACTTCTAATT----GCTCATGCAAATGATAAATCATAGAGGTATTGATTGATT--CTTTCCCTTTTCTCCTCAC

ACATTTCAGTGATTTCCAGCTTTTTT---CAGGGATATTTTAAATTGCTATCAAGTTGTACAAAAATCTCCAGGTTTATT

TTCTCTTCTGGTAGATACTAGTAGTTGCATGTAGTGT----ATTTCTTGATTTATCAACTTCTTTT-AGAGTAGTCTCTA

GCTGCTAATAACTCCCTCAGCCTAGTGGCTACAAAAAACTCTGTG---CCTTTCCTCTCCTACTAATACTGGGGG-TTTC

TCTCTACT--AGTGTCCCTTTTCCTTTGCCTCATCCCGGTAGCCTCCATTGCTCCTCATTTTCCCCTCCTGTTGAAAAGA

GAAGAAAAAGAAAA--------------GAGAGGGGAAGAAAGTACATTCTTCAGCCAATTCTTATTTCCCTCTATTCAA

CTTTTT-TCCTCATTAATTCCCACATTTGATAAAGGAGAAAAAGGGAAGGATT

>Pci 

GTGCAGTAGATAGACTGCTGGGTCTGGAAGACCTGAATTCAAATACCACCTCAGACAGCTATTAGCTGTGTGAACCTGGG

TCAGTCACTTAAACTCTTTTT-GCCTCAGTTTCCTAATCT--AAATTGGGGATAATAATAATA---------GCACCTAC

TACTCATAGGGCTATTGTGAAGATCAAATGAACTAAC-AATTGTAAAGCACTTAACACAGTGTTATATAGTAGGCACTTA

ATAAATGC-TAATCCTTTTTTATTTAGAGTTTGGTGAAGTACTTT-GGGGGTAATC------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------A-GAAATTTAAAGTGAACTA---GAAAAGCAGTT--TTTCACTAACGCAAAAAAACACCCG---CGCAA---CT

TCCAAT-----TAA-CGGCAGCTCATGCAAATGATACATCATAGAGGTATTGATTTATTTTCTTCCCCTCTCCCCTTCAC

ACACTCCAGTGATTTCCAGCTTCTTT---CAGGGATATTTTAAATTTCTTTCAAGTCCAAAAGAAGTCTCCAGGTTTATT

TTGTCTTAGGATAGCTGCTAGCATTTGCATGTGATACATAAATCTCTTGATTCCT--------TTT-AGAGTAGTCCCTA

GCTGCTAATGACTTTCTCAGCCTAGTTGCTACAAAAA-CTCTCTGTATCCTTCCCTCTCCTACTAAAACTGGGTG-ATTC

TCTCTACT--AGGGTCCCTTTTCCTTTCCCTTGCCCCTGTAGCCTCCAGTGTTTCTCGTCCTCTCCTCCCGTTGGAGAGG

AAAGAGAAAAAAAG------------AAAAGAGGGGAAGAAAG---ATCCTTCAGCCATTTCCTATTTCCCTCTATTCAA

CTTTTT-CCATCATT-TTTCCCATATCTGGTAGAGGGGAGGAAGGGAAGGAAT

>Meu 

GTGCAGTGGATAGACTACTGGGTCTGGAAGACCTGAATTCAAATTCCACTTTGCATGGTTATTAGCCGTGTGACCCTGGG

TAAAACACTTAACTTTTTTTTTGCCTCAGTTTCCTCATCTGGAAAATGGGGACAATAATAATA-----------ATCC-C

TATT-ACAGGTCTATTGTGAAGATTAAATAAGATAAT-AATTGTAAAGCATTTAGCACAGTATTACATAGTAGGTGCTTA

ATATATAC-TAATTCTTTTTCCT-CATAGTTTGGTGAAATACTTT-GGGGGTTGTG------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------A-GAAATTTAAAGTGAACAG---GAAAAGTGATT--TTTCACTAATGCCAAAAG-CCGCCC-----------CC

CCCAGAACTTCTAAGTAATGGCCCATGCCAACGGTAC-----------------TGTTT--TTTCCCTTTCCCCCCTCAT

ACACTCCAGTGATTTCCAGCTTCTTT---CAGAGATATTTTAAATTTCTATCAAGTTGTAAAGAAATCCCCAGGTTTATT

TTGTCTTGGGGTAGTTACTAGTAGTTGTACGTGTTACATTAATTTCTTGATTTACCAGTTCCTTTT-GGAGTAGTTCCTA

GCTACTAATGACTCCCTCAATCTAGTGGCTACAAAAA-CTCT-TGTATC-TTCCCTCTCCTCCTAACA-TGGGGA-ATTC

TCTCCACT--AGGGTCTCTTTTCCGTTTCTGCACCCCCGCAGCCTCCACTGCTCTTCATCCTCCCCTCCTGTTGGAGAGG

AAAGAGAAAAAAGA-----------AAAGAGAGGG-AAGAAAGCATATACTTCAGTCATTTCCTATTTCCCTCCATTCAG

CTTTTCCCCCTCTTTATTTCCTACATCTGGTAGAGGGGACGAAGGGAAGAAAC

>Mdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNATCCAGTCCCTTTGTTTTTACC-----------ATCAGGGAAGTTAAGATCCAGATAATA---------GCACCCAT

TACTCATAAGGCTGATATTAAGATCCAATGAGATAAT-GCTAATAAAGTAATTAGCATAGTACTACAAAGTAGGTGCTTT

AAAAATAC-TAATTTTTTTCTCTTTGTAGCTTGGTTAAGTACTTT-GGAGGTCACG------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------A-GAAATTGAAAGTGAACTT---GAAAAGCAGTTATTTTTACTAGTGCCAA---------------CCACA-CT

CCCAGAACTTCCAATTCATGGTCCAAGCAAATGACATATAATAGAAATATTAATTGATT--CTTTTACTCAACCCTGCAC

ACATTCTAGTTATTTCTAGCTTCTTT-GGGGGATATTTTTAAAATTTC-ATCAAGTTCTAAAGAAGTATCCAAGCTCATT

TTGTCTTGAGGTAGTGCTTAGTAGTTTTCTGTGATACATCAAGT-CTTGATTTACAAATTCCTTTTCAGAGTAGTCCCTA

GTTGCTAATGTCTGCCTCAGCCTATTCACTACAAAGA-CTGTGTATATT--TCCCTCTCTTACTAACACTGGGAAAATTC

TCTCTTCTGGATGGTCCCTTTCCCTTTCCTTTATGCATGCAGCCTCCACTACTCCTCATTCTCCCTTCCTGTTGGTGAGA

AAAGGGAAAAAAACAAACCAAAAAAAAAGGGAGGGGAGAAAAGTGTATTCTTCAGTCATTTTCCATTTCTCTCTACTCAA

CTTTTT--CATCACTATTTCCTGCCTTTGGTAGATGGAAGTCTCAGGCTATGG
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>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------TTTTTTTTGGAGGGGGAAGGCAAGGCAATTGGGGTTAAGTGACTTGCCCAAGGTCACAC

AGCTAGTAAGTGTCAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTC----TATTCAC

TGTGCCACCT-AGCTGCCCC------------------------------------------------------------

-----------------------------------------------

>Sha 

CAGTAATTGAAACAAATGGGCTTTACATGCACAAAAGAGATTTCAGCAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTGCCTCTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGCCAAG

GCTGCAGTTTGAACCATATGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACAAA-TTTCTCTCATTCTCCCT----TCCCCCTTCTCCACTCCCACCTCAGGGATGCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCTATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAGATT----------TTAATTTTTTTTTT----GA-GGAGAGGGTTCAGACCAATGAGCTCATTAG---AGC

AGAGAAATTTT-------TTTTTTTTTTTGG----------CTGAGGAATTAGGGTCAAGTGACTTGTCCAAGGTCACAC

AGCAAGGACATGTTAAATGTCTGAGGCAAAATT-------------TCCTGACTTCAGGGCTGGTGCTC----TATCCAC

TACACCCAACTAGCTGCCCCT---AGTGGAGAACTTTT---CAATATGGAAGCTACCTCTACCACTGTATATGGGATACT

CATTTGTAATTTAAAGTCTTAAAC--------TTATAATTTACTTCT

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNTACATGCACAAAAGAGATTTCAACAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTGCCTCTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGCCAAG

GCTGCAGTTTGAACCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACTAA-TTTCTCTCATTCTCCCT----TCCCCCATCTCCACTCCCACCTCAGGGATGCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCTATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAGATT----------TTAAATTTTTTT------GA-GGAGAGGGTTCAGACCAATGAGCTCATTAG---AGC

AGAGAACTTTT-------TTTTTTTTTT-GG----------CTGAGGAATTAGGGTCAAGTGACTTGTCCAAGGTCACAC

AGCCAGGACATGTTAAGTGTCTGAGGCAAAATT-------------TCCTGACTTCAGGGCTGGTGCTC----TATCCAC

TACACCCAACTAGCTGCCCTT---AGTGNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

CAGTAATTGAGACAAATGGGCTTTACATGCACAAAAGAGATTTCAGCAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTGCCTCTTTAAAAACCAAGAAAAG----AAAGGSTAAAGTAAACATGTGAGCCAAG

RMTGCAGTTTGAACCATYTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTYTCCACACTACTYTTTCAG

--------CTAMTAA-TTTYTYTCATTCTCCCT----TCCCCCTTYTCCACTCCCACCTCAGGGATGCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTYTATTTTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAGATT----------TTAAATTTTTTTT-----GA-GGAGAGGGTTCAGACCAATGAGCTCATTAG---AGC

AGAGAACTTTT-----------TTTTTTTGG----------CTGAGGAATTAGGGTCAAGTGATTTGTCCAAGGTCACAC

AGCCAGGACATGTTAAGTGTCTGAGGCAAAATT-------------TCCTGACTTCAGGGCTGGTACTC----TATCCAC

TACACCCAAGTAGCTGCCCC----AGTGGAGAACNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

CAGTAATTGAAACAAATGTGCTTTACATGCACAAAAGAGATTTCAGCAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTGCCTCTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGCCAAG

GCTGCAGTTTGAACCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACTAA-TTTCTCTCATTCTCCCT----TCCCCCTTCTCCACTCCCACCTCAGGGATGCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCTATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAGGAGATTTAATTTTTTTTTAATTTTTTAATTTAATTTTTTTCAA--TT--GAACAATGAGCTCATTAG---AGC

AGAGAACTTTT------------TTTTTTGG----------CTGAAAAATTAGGGTCAAGTGACTTGTCCAAGGTCACAC

AGCCAGGACATGTTAAGTGTCTGAGGCAACATT-------------TCCTGACTTCAGGGCTGGTGCTC----TATCCAC

TACACCCAACTAGCTGCTCCT---ARTGGARAACTTTT---CAATATGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

CAGTAATTGAGACAAATGGGCTTTACATGCACAAAAGAGATTTCAGCAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTACCACTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGGCAAG

ACTGCAGTTTGAACCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCATACTACTCTTTCAG

--------CTACTAA-TTTCTCTCATTCTCCCT----TCCCCCTTCTCCACTCCCACTTCAGGGATGCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCTATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAGATT----------TTAATTTTTTTTT-----GA-GGAGAAGGTTCAAACCAATGAGCTCATTAG---AGT

AAAGAACTTTT---TTTTTTTTTTTTTTTGG----------CTGAAGAATTAGGGTCAAGTGACTTGTCCAAGGT--CAC

AGCCAGGACATGTTAAGTGTCTGAGGCAAAATTTTAATGCAGATCCTACTGACTTCAGGGCTGATGTTC----TATCCAC

TACACCCAACTAGCTGCCCCT---AGTGGAGAACTTTT---CAATATGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

NNNNNNNNNNNNNNNNNGGGCTTTACATGCACAAAGGAGATTTCAGCAACTGTGATGGCAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTACCTCTTTAAAAACCAAGAAAA-----AAAGGCTAAAATAAACATGTGAGGCAAG

GCTGCAGTTTGAACCATCTGGCCCTGCAGGAGAGTAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACTAA-TTTCTCTCATTCTCCCT----TCCCCCTTCTCCATTCCCACCTCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCCATACTTCACTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAAATT----------TTAATTTTTTTTTCT---GA-GGAGAGGGTTCAGACCAATGAGCTCATTAG---AGT

AGATAATTTTT---------TTTTTTTKGTG----------CTGAGGAATTGGGGTCAAATGACTTGTCCAAGGTCACAC

GGCCAGGAAGTGTTAAGTATCTGAGGCAAGATTTGAACTCAGGTCCTCCTGGCTTTAGGGCTGGTGCTC----TATCCAC

TACATCCAAATCGCTGCCCCC---AGTGNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

CAGTAATTGAGACAAATGGGCTTTACATGCACAAAGGGGATTTCAGCAACTGTGATGGTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTACCTCTTTAAAAACCAAGAAAA-----AAAGGCTAAAATAAACATGTGAGGCAAG

GCTGCAGTTTGAACCATCTGGCCCTGCAGGAAAGTAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACTAA-TTCCTCTCATTCTCCCT----TCCCCCTTCTCCACTCCCACCTCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGTAAGGAACATATGTTACCCTCCATACTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGAGATT-----------TAAATTTTTTTTT----GA-GGAGAGGGTTCAGACCAATGAGCTCATTAG---AGT

AGATAACTTTT-------TTTGGGGGGG-GG----------CTGAAGAATTGGGGTCAAATGACTTGTCCAGCATCACAT

GACCAGGAAGTGTTAAGTATCTGAGGCAAGATTTGAACTCAAGTGCTCCTGACTTTAGGACTGGTGCTC----TATCCAC

TACACCCAAATAGCTGCCCCC---AGTGGAGAACTTTT---CAATATAGAAGCTACCTCTACCATTGTAAATGGGATACT

CATTTGTAATTTAAAGTCTTAAAC--------TTATAATTTACTTCT

>Mfa 

AAGTAATTGAGACAAATGGGCTTTACATGCACAGAGGAGATTTCGGCAACTGTGATGTTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTAGCAAAATTGTAGTCCCTCTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGGCAAG

ACTGCAGTTTGAGCCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCCCTGACTCACCTCTCCATACTACTCTTTCAG

--------CTACTAA-TTTCTCTCATTCTCCCT----TCCCCCTTCTCCACTCCCACCCCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGCAAGGAACATATGTTATCCTACATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGGGATT----------AT-ATTTTTTTT------GA-GGAGAAGGTTCAGACCAATGAGCTCATTAG---AAT

GGAGAACTTCC--------CCTTCCCCCAGG----------C-----AATTGGAGTTAAGTGACTTGCCCA---------

-GTCCGGAAGTGTTAAATGTCTGAGAACAGATTTGAACTCAGGT-CTCCTGACTTCAGGGCTGGTGCTCGCTCTATTTAC

TACATC-AATTCACTACCCTG---AATGGARAACTTTT---CAATATGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

CAGTAATTGAGACAAATGGGCTTTACATGCACAAAGGAGATTTCAGCAACTGTGATGTTAATTTAGAAAAAGAAGAG--A

AAGAAAGCATTACCAAAATTGTAGTACCTCTTTAAAAACCAAGAAAAG----AAAGGCTAAAGTGAACATTTGAGGCAAG

A-TGCAGTTTTAGCCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACTCTTTCAG

--------CTACTAATTTTCTCTCATTCTCCCT----CTCCCCTTCTCCACTCCCACCCCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGCAAGTAACATATGTTACTCTCCATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGGGATT----------ATAATCTTTTTT----GAAAGGGAGAGGGTTCAGACCAGTGTGCTCATTAG------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------AGCGGAGAACTTTT---CAATATGGGAGCTACCTCTACCATTGTAGATGGGATACT

CATTTGTAATTTAAAGTCTTAGACTTATAGACTTATAATGTACTTCT

>Pci 

CAGTAATTGAGACAAATGGGCTTTACGTGCACAGAGGAGATTTCAGCGACTGTGATGTTAATTTAGAAAAAGAAGAA--A

AAGAAAGCATTAACAAAAATGTAGTACCTCTTTAAAAGCCAAGAAAAG----AAAGGCTAAAGTAAACATGTGAGACAAG

GCTGCAGTTTGAGCCATCTGGCCCTGCAAGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCTGCACTACTCTCTCAG

CTCAATCCCTGCTAA-TTTCTCTCATTCTCCCTCC--TCCCCCATCTCCACTCCCACCCCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGCAAGGAACATATGTTACCCTCCATCCTTTAGTAAAGTGTAAGGCTAGTAAGATAT

TTAAGAAGGGATT----------GTAATTTTTTTTT-GGGGGGGGGCAGGGTACCAGACCAATGAGCTCATTCG------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------AGTGGAGAACTTC-------------------CTCTACCACTGCAGATGGGATACT

CACTGATAACTTAAAGTCTCAGACTTATAGACTTATAATCTACTTCT

>Tvu 

CAGTAATTGAGACAAATGGGCTTTATGTGAACAGAGGAGATTTCAGCAACTGTGATGTTAATTTAGAAAAAGA-GAG---

-AGAATGCATTAGCAAAAATGTAGTACCTCTTTAAAAGCCAAGAAAAG----AAAGGCTAAAGTAAAC--GTGAGAAGAG

GCTGCAGTTTGAGCCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCCC-TGACTCACCTCTCCACACTACCCTCTCAG

CTCAGTCCCTGCTAA-TTTCTCTCATTCTCCCT----CCTCTTCTCTCCACTCCCACCCCAGGGATCCAGGTGCCTGCTG

CTAATGAGACTAATTAACATTGATGCAAGGAACATATGTTACCCTCCATCCTTCAGTAAAGTATAAGGCTAGTTAGATAT

TTAAGAAGGAATT----------GTAATTTTCTTTTT---GGGGGGGGTGGTTCCAGACCATTGAGCTCATTTG------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------ATTTC----CAATATGGAAGCTCCCTCTACCACTGCAGATGGGATACT

CACTTATAACTTAAAGTCTTAGACTTATAGACTAATAACCTACTTCT

>Mdo 

CAGTAATTGAGACAAACGGACTTTATGATCACAGAAGAGATTTCAGCAACTGTGATGTTAATTAAGAAAAAGAAGAGAGA

GAGAAAGCATTAGCAAAAATGTAGTAGCTCTTTAAAAGCCAAGAAAAGCTAGGCAGGCTAAAGTAAACATGTGAGACAAG

GCTGCAGTTTGAGCCATCTGGCCCTGCAGGAGAGCAAGAGGGAACCCCC--TGACTCACCTCTCCACATTACACCTTCAG

CTTCATCCCTGCTCA-TTTCTCTCCTTCTCCCTCCCTTCTGCCTTCTCCACTCCCACCCCAGGGATCCAGGTGCCACC-A

CTAATGAGACTAATTAACATTGATGCAAGGAACATATGTTACCCTCCATCCTTCAGTAAAGTGTAAGGCTAGTTAGATAT

TTAAAAAGAGATT----------GTAATT--------GGGGGGGGGGGGGCTTTTGGACCAATGAGCTCCCCAG------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------AGTG-AGAATTCC----CAATGTGGAAGCTCCCTCCACTACTGCAAATGGGATGCT

CTTTTATAACTTTAAGTCTTATACTTACAGACTTATAATCTATTTCT
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>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------TTTTTTTTGGAGGGGG-----------AAGGCAAGGCAATTGGGGTTAAGTGACTTGCCCAAGGTCACACA

GCTAGTAAGTGT-CAAGTGTCTGAGGCCGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCCGGTGCTCTATTCACTGTG

CCACCTAGCTGCCCC-----------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------

>Sha 

TTTTTTGAAAGGATCTAGCATTGGTTTTGGAAGTACACAACTTTCTCTG---TTCTGAGCTGACAATGGTTGAGATCTGT

CCATTTGGATACTTTTTTTGTTTTTAGAAATCGATTTTTCTTTATCTCTAACAGATTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACACGTGTAAAGTTTTACTAATTCTCCTCCCACCCCTTAATTGTAC-GACAAA-TAATTTAG---TACC

CACATTT---GGGGGGGGCGGGGGGGGAGG------AAGCTGAGGCAATTGGGGTCAAGTGACTTGCCCAGGATCACACA

GCTAGGAAGTGTTCAGTGTCTTGAGGACAGATTTGAACTCAGGTCCTCCTGATTTCAGAATTGGTGCTCTATCCACTGCA

CCACCTAGCTGCCTC---TACCCACATAA---TTTTACATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATTAATAAAGT

CTTGTCAATTT------AAG---AGTAAAATTAACTAGTGTTAAAAATTCTTTTTATTTTTAATTGGGA-----------

--AAAAAAGTGAGAAATATGT--TTACAGACTAATCATTATATGTGATTAT

>Pdo 

TTTTTTGAAAGGATCTAGCATTGGCTTTGGAAGTACACAACTCTCTCTG---TTCTGAGCTGACAATGGTTGAGATCTAT

CCATTTGGATACTTTTTTTGCTTTTAGAAATCGATTTTTCTTTATCTCTAACAGATTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACACGTTTAAAGTTTTACTCATTCTCCTCCCACCCCTTAATTGTAC-GACAAA-TAATTTAG---TGCC

CACATTT------GGGGGGAGGGGGG----------AAGCTGAGGCAATTGGGGTCAAGTGACTTGCCCAGGATCACACA

GCTAGGAAGTGTTAAGTGTCT-GAGGACAGATTTGAACTCAGGTCCTCCTGATTTCAGAGTTGGTGCTCTATCCACTGCA

CCACCTAGCTGCCTC---TACCCACATAA---TTTTACATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATTGACAA------

--TGTCAATTT------AAG---AGTAAAATTAACTAGCGTTAAAAATTCTTTTTATTTTTAATTGGGA-----------

-AAAAAAAGTGAGAAATATGTGTTTATAGGCTAATCATTATATGTGATTAT

>Pma 

TTTTTTGAAAGGATCTAGCATTGGTTTTGGAAGTACACAACTCTCTCTG---TTCTGAGCTGACAATGGTTGAGATCTGT

CCATTTGGATACTTTTTTTGTTTTTAGAAATCGATTTTTCTTTATCTCTAACAGATTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACACGTTTAAAGTTTCACTCATTCTCCTCCCACCCCTTAATTGTAC-AACAAA-TAAGTTAG---TATC

CACATTT----GGGAGGGGAAGGGGGGAAG------AAACTGAGGCAATTGGGGTCAAGTGACTTGCCCAGAATCACACA

GCTAGGAAGTGTTAAGTGTCT-GAGGACACATTTGAACTCAGGTCCTCCTGATTTCAGAGTTGGTGCTCTATCCACTGCA

TCACCTAGCTGCCTC---TACCCACATAA---TTTTACATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATTAATAAAGT

CTCGTAAATTT------AAG---AGTAAAATTAACTAGTGTTAAAAATTCTTTTTATTTTTAATTGGGA-----------

--AAAAAAATGAGAAATATGT--TTATAAGCTAATCATTATATGTGATTAT

>Mle 

TTTTTTGAAAGGATCTAGCATTGGTTTTGGAAGTACACAACTCTCTCTG---TTCTGAGCTGACAATGGTTGAGATCTGT

CCATTTGGATACTTTTTTTGTTTTTAGAAATCGATTTTTCTTTATCTCTAACAGATTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACATGTTTAAAGTTTTACTCATTCTCCTCCCACCCCTTAATTGTAC-GACAAA-TAAGTTAG---TACC

CACATTT------GATGGGA--GGGGGAGAGGGGGGAAGCTGAGGCAACTGGGTT-------------------------

--------------------------------------------------------------------------------

---------------------------------ATTATATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATTAATAAAGT

GTTGTCAATTT------AAG---AGTAAAATTAACTAGTGTTAAAAATTCTTTTTATTTTTAATTGGAA-----------

-AAAAATAGTGAGAAATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

TTTTTTGAAAGGATCTAGCACTGGTTTTGGAAGTACACAACTCTCTCTGTTGTTTTGAGCTGACAATGGTTGAGATCTGT

CCATTTTGATACTTTTTTTATTTTTAGAAATCGATTTTTCTTTATCTTTAAGAGACTTTGTCTTCACTTCCTAGAGGAGA

CAAAAA-CATTATATGTTTAAAGTTTTACTCATTCCCCTCCCACCTCTTAATTGTACTGACAAATTAATTTAG---TATC

CACATTT--------TGGGA-GGATGGGGGGGGGGGGCGCTGAGACAACTGGGGTCAAATGACTTGCCCAGGATCACACA

GCTAGGATGTGTTAAATGTCT-GAGGAAAGATTTGAACTCAGGTCCTCCTGACTTCAGAGTTGGTGCTCTATCCACTGTA

CCACCTAGCTGCCTG---TACC-ACATAT---TTTTACATTAGAGGCAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATCAATAAAGT

CTTGTCAGTTT------AAG---AGTAAAATTAACTAGTGTTAATAATTCTTTGTAGTTTTAATTGGGG-----------

--AAAAAAATGAGAAATGT----TTATAGGCTAATCATTACATGTGATTAT

>Scr 

TTTTTTGAAAGGATCTAGCACTGGTTTTGGAAGTACACAACTCTCTATGTTCTTCTGAGCTGCCAATGGTTGAGATCTGT

CCATTTTGATCCTTTTTTTATTTTTAGAAATCGATTTTTCTTTATCTCCAAGAGACTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTATACATTTAAAATTTTACTTATTCTCCTCCCACCTCTTAATTGTACTGGCAAAATAATTTAG---TACC

CACATTT--------TGGGA-GGGTTGAGGGGGAG-GCGCTGAGACAACTGGGGTCAAATGACTTACCCAGGATCACACA

GCTAGAATGTGTTAAGTATCT-GAGGACACATTTGAACTCAGGTCCTCTTGACTTCAGAGTTGGTTCTCTATCCACTGCA

CCACCTAGCTGCCTC---TACC-ACATAT---TTTTAAATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATCAATAAAGT

CTTCTCAGTTT------AAG---AATAAAATTAACTAGTGTTAACAATTCTTTGTATTTTTAATTGGGG---------GG

GAAAAGAAGTGAGAAATAT----TTATAGGCTAATCATTATATGTGATTAT

>Mfa 

TTTTTTGAAAGGATCTAGTGTTGGTTTTGAAAGTACACAACTCTCTCTGTTCTTCTGAGCTGACAATGGTTGAGATCTGT

CCATTTTGATACTTTTTTTGTTTTTAGAAATTGATTTTTCTTTATCTCTAAAAGACTTTGTCTTCACATCCTAAAGTAGA

CAAAAA-CGTTACATGTTTAACGTTTTACACATTCTCCTCCCATCCCTTAATTGAACTGACAAA-TCATTTAG---TACC

CACATAT-------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTTTACATTAGAAATACATAATTAGGGGCAGCTAGGTGGCGCAGTGGT

TAGAGCACCAGCCCTGAAGTCAGGATGACCTGAGTTCAAATCTGGTCTCAGACACTGCCTAGCTGTATGACTCTGGGCAA

GTCACTTAACCCCAATTGCCTCAGCAAAAAGCAAAATAAAAAAAAATAAAAAAAATAAAAAAAACCATAATTCACAAAGT

TTTGTCAGTTT------AAG---AGTAAAATTAACTAGTG-TAACAATTCTTTGTATTTTTAATTGGGG-----------

--AAAAA----AGAAATGTTT--TTATAGGTGAATAATTATATGTGATTAT

>Tcy 

TTTTTTGAAAGGATCTAGCATTGGTTTTGAAAGTACACAACTCTCTCTGATTTTCTCAGCTGACAATGGTTGAGATCGGT

CCATTTTGATACTTTTTTTGTTTCTAGAAGTTGATTTTTCTTTATCTCTAAGAGATTTTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACATGTTTAAAGTTTTACTCATTCTCCTCCCACCCCTTAATAGTACTAACAAA-TAATTTAG---TACC

CATGTAT-------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTTTACAGTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------ATCAATCATTAACAAAGT

CTTGTCAGTTT------AAT---AGTAAAATTAACTAATG-TAACAATTCTTTGTATTTTTAATTGGGG-----------

--AAAAAAGTGAAAAATATGC--TTATAGGCTAATCATTATGTATGATTAT

>Pci 

TTTTTTGAAGGGATCAAGCACTGGTGTTGAAAGTACACAATTCTCTCTGTTCTTCTGAACTGACAGTGATTGAGATGTAT

CCATTTTGATCTGTTTTTTGTTTTTAGAAATTGGCTGCTCTTTATCTCTAAGAGTCTTCGTCTTCACATCCTAAAGGAGA

CAAAA--CATGACATGTTCAGAGTTTTACTCATTCTCCTCCCACTCCTTAATTGTGTTGGTGAA-TAGTTTAG---TATT

CATGTTT-------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTT--CGTTAGACATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCATTAACAAAGT

AAAGTCAGTTTCTGTGTAAGTAAAGTAAAATTAACTGGTG-TAGCAATTCCGTGCATTTTAAATTGGGG-----------

--AGAAAAATGAGAACTGTGT--TCATAGACTAATTATTCTAGACACTTAT

>Tvu 

TTTTTTGAAAGGATCTAGCACTGGTGTTGAAAGTACACAATTCTCTCTATTCTTCTGAGCTGACAGTGATTGAGATGTGT

CCATTCTGACTTTTTGTTTCTTTTTAGAAATTGGCTGTTCTTTATCTCTAAGAATCTTTGTCTTCACATCCTAAAGGAGA

CAAAAAACATTACACGTTTAAAGTTTTACTCATTCTCCTCCCATTCCTTAATTGTACTGACAAA-CAGCTTAG---TACT

CACATTT-------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTT--CATTAGAGATAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------AACATTAGCAAAGT

CATGTAAGTTT------AAG---AGTAAAATTTACCGGTG-TAGCAATTCTGTGTATTTAAATTGGGGG-----------

---GAAAAATGAGAAATATGT--TCACAGACTAATTATACTATGTGGTTAG

>Meu 

TTTTTTGAAAGGATCTAGTACCGGTGTTGAAAGTACACAATTCTCTCTGTTCTTCTGAGCTGACAGTGACTGAGATGTGT

CCATTTTGATTTTTCTTTTGCTTTTAGAAACTGGCTGTTCTTTATCTCTAAGAGTCTCTGTCTTCACATCCTAAAGGAGA

CAAAAA-CATTACATGTTTAAAGTTTTACTCATTC----------CCTTCACTGTATTGACAAA-TACATTAG---TACT

CACACAT-------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTTTTCATTAGAGATGC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATCCTTAACAAAGT

CATGTCAGTTT------AAG---AGAAAAATTAGCTGGTG-TAGCAATTCTGTGTATTTTAAACTGGGG-----------

---GAAA--TGAGAAATATGT--TCACATTCTAATTATTCTATGTGGTTAT

>Mdo 

TTTTTTGAAGGGATCTAGCTTTGGTGTTGAAAGCATACAACTCTCTCTGTTCTTCTGAGCTGACAATGATTGAGATGTGT

CCATTTTGACTTTTTTTTTGTTTTTTGAAAGTGATTGTTCTTTATCTCTGATAATCTTTGTCTTCGTATCCTAAGAGAGA

CAAAAA-CATTACATTTTTAAAGTTTTACTCATTCTTTTCCCAGTCCTTAACTGT----ACAAA-CAGCTTAC---TACT

CATACATT------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------TTTTTCATTAGAGAAAC-------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------ATAAATAACAAAGT

CATGTCAGTTT------AAG---AGTAAAATTAACTGGTA-TAGCAATTCTGTGTACTTTAAAATGGGGGGGTGGGGGGG

TGAGAAATATGCCAAAGGAAT-TTCA----------AGACTCTTTGGAAAC

Marker 42

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------GGGGCAGCTAGGTGGCACAGT

GAATAGAGCACCGGCCC-TGGAGTCAGGAGGACCTGAGTTCAAATCCGGCCTCAGACACTTGACACTTACTAGCTGTGTG

ACCTTGGGCAAGTCACTTAACCCCAATTGCCTTGCCTTCCCCCTCCAAAAAAAA--------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------

>Sha 

TCCATTTTGGATTCCATCTCAAGTT-----CCACAATCTCAAAACACATTACATTATGTTGAAATGTGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAATATTTTCCTATTGTTTTAGGAACAATTTT-AGATTTCTCTTCCTTCCTGAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATCATTCATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTTATTTCCCAAACCTCT---CCTAAAAGG--ATTCCTTGCTA---GGGCAGCTAGATGGCACAAT

GGATAGAGCACCGTCCC-TTAAGTCAGGAGGATTTGAGTTCAAATCCAGCTTCAAACACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTCACTTAAATCCAATTGCCTCAG---CATAAAAGTATCCCTTGCTG---TAGTGTTTATAGAGTCTTA

TAAGATGAACAGACAATCCCTGA-------GCTAAAACCATTGAA--------------------------------GTA

ATTAATTTCAGGTTTAATTTTAATCACAGTTTGAATCCAGCTATTATG-----AAAGTATAGCATTGTAAATT-------

------------------TGTCCTTTCAGTTTTATTTTAATTCAGCAAATGATTGGGATCC----AGATCCCACAAAGCT

AGAATGATTTCAGGCAGAATTATGAAAAGGTCAACCGACCATTTGCTTCAGCATATTTTATCC

>Pdo 

TCTACTTTGGATTCCATCTCAAGTT-----CCACAATATCAAAACACATTACATTATGTTGAAATGTGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAACATTTTCCTATTGTTTTAGGAACAATTTT-AGATTTCTCTTCCTTCCTGAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCGTTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATCATTCATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTTATTTCCCAAACCTCT---CCTAAAAGG--ATTCCTTGCTA---GAGCAGCTAGATGGCACAAT

GGATAGAGCACCGTCCCCTTAAGTCAGGAGGATTTGAGTTCAAATCCAGCCTCAAACACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTCAATTAACCCCAATTGCCTCAG---CATAAAAGTATCCCTTGCTG---TAGTGTTTATAGAGTCTTA

TAAGATGAACAGACAATCCCTGA-------GCTAAAACCATTGAA--------------------------------GTA

ATTAATTTCAGATTTAATTTTAATCACAGTTTGAATCCAGCTATTATG-----AAAGTATAGCATTGTAAATT-------

------------------TGTCCTTTCAGTTTTATTTTAATTCAGCAAATGATTGGGATCC----AGACCCCACAAAGCT

AGAATGATTTCAGGCAGAATTATGAAAAGGTCAACTGACCATTTGCTTCAGCATATTTTATCC

>Pma 

TCCACTTTGGATTCCATCTCAAGTT-----CCACAATATCAAAACACACTACATCATGTTGAAATGTGTCCCTGTATATT

ACCTGCTGAAGGGATTTCATAACATTTTCCTATTGTTTTAGGAACAATTTT-ACATTTCTCTTCCTTCCTAAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATCATTCATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTTATTTCCCAAACCTCT---CCTAAAAGG--ATTCCTTGCTA---GGGCAGCTAGATGGCACAAT

GGATAGAGCACCGTTCC-TTAAGTCAGGATGATTTGAGTTCAAATCCAGCCTCAAACACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTCACTTAACCCCAACTGCCTCAG---CATAAAAGTATCCCTTGCTG---TAGTGTTTATAGAGTCTTA

TAAGATGAACAGACAATCCCTGA-------GCTACAACCATTGAA--------------------------------GTA

ATTAATTTCAGATTTAATTTTAATCACGGTTTGAATCCAGGTATTATG-----AAAGTATAACATTGTAAATT-------

------------------TGTCCATTCAGTTTTATTTTAATTCAGCAAATGATTGGAATCC----AGACCCCACAAAGCT

AGAATGATTTCAGGAAGAATTATGAAAAGGTCAACTGACCATATGCTTCAGCATATTTTATCC

>Dby 

TCCACTTTGGATTCCATCTCAAGTT-----CCATAATATCAAAACACACTACATTATGTTGAAATGTGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAATATTTTCCTATTGTTTTAGGAACAATTTT-AAATTTCTCTTCCTTCCTGAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCAAATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATCATTCATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTTATTTCCCAAACCTCT---CCTAAAAGG--ATTCCTTGCTA---GGGCAGCTAGATGGCACAAT

GGATAGAGCACCATCCC-TTAAGTCAGGAGGATTTGAGTTCAAATCCAGCCTCAAACACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTTACTTAACCCCAATTGCCTCAG---CATAAAAGTATCCCTTGCTG---TAGTGTTTATAGAGTCTTA

TAAGATGAACAGACAATCCCTGA-------GCTAAAACCACTGAA--------------------------------GTA

ATTAATTTCAGATTTAATTTTAATCACAGTTTGAATCCAGCTATTATG-----AAAGTATAGCATTGTAAATT-------

------------------TGTCCTTTCAGTTTTATTTTAATTCAGCAAATGATTGGGATCC----AGACCCCACAAAGCT

AGAATGATTTCAGGCAGAATTATGAAAAGGTAAACTGACCATTTGCTTCAGCATATTTTATCC

>Pta 

TCTACTTTGGATTCCATCCCAAGTT-----CCACAATATCAAAACACACTACATTATGCTGAAATGTGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAACATTTTCCTATTATTTTAGGAACAATTTT-AGATTTCTCTTCCGTTCTTAAAGTTACT

GAAACTGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAATTGTGACATCATTGATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTCATTTCTCGAACCCCT---CCTAAAAGT--ATTCCTTGCTA---GGGCAGCTAAATAGTACAAT

GAACAGAACACCATCCC-TGAAGTCAGGAGGATCTGAGTTCAAATCCAGCCTCAAACACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTCACTTAACCCCAACTGCCTCAG---CATAAAAGTATTCCTTGCTG---TACTTAT-AACTTATCTTA

TAAGATGAACAGACAATCCCTGA-------GCTAAAACCATTGAA--------------------------------GTA

GTTAATTTCAGATTTAATTTTAATCACAGTTTGAATCCAGCTATTCTG-----AAAGCATAGCATTGTAAATT-------

------------------TGTTCTTTTAGTTTTATTTTAATTCAGCAAATAATTGGGACCC----AGACCCCACAAAGCT

AGAATGATTTCAGGCAGAATTATGAAAAGGTCAATTGACCACTTGCTTCAGCATATTTTATCC

>Pgi 

TCCACTTTGGATTCCATTCCAAGTT-----CCACAATATCAAAACAGACTACATTATGCTGAAATATGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAACATTTTCCTATTGTTTTAGGAACGATTTTTAGATTTCTCTTCCTTCCTGAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAGAATTGTGACATCATTGATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTCATT---------TCT---CCTAAAAGTATATTCCTTGCTA---GGGCAGCTAAATGGCACAGT

GGATAGAGCACCGTCCC-TGATGTCA-------CTGAATTCAAATCCAGCCTCAATCACTTAATACTTCCTAGCTGTGTG

ACCCTGGGCAAGTCACTTAACCCCAACTGTCTCAA---TATAAAAGTATTCCTTGATA---TACTGTTTATAGAGTCTTA

TAAGATAAACAGACAATCCCTGA-------GCTAAAACCATTGAA--------------------------------GTA

GTTAATTTCAGATTTAATTTTAATCACAGTTTGAATCTAGCTATTCTG-----AAAGTATAGCATTGTAAATT-------

------------------TGTCCTTTTAGTTTTATTTTAATTCAGCAAATGATTGGAACCC----ACACTCCACAAAGCT

AGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

TCCACTTTGGATTCCATCCCAAGTT-----CCATAATATCAAAACATACTACCTTATGCTGAAATGTGTCCCTGTATATT

TCCTGCTGAAGGGATTTCATAATATTTTCCTATTGTTTTAGGAACAATTTT-AGATTTCTCTTCCTTCCCGAAAGTTACC

AAAACAGACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCCAGTTGTATTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAGAGTTGTGACATCATTGATTTTGTTGACATATATAATCTGAA

AATTTAACTGAGAAGTCATT---------TCT---CCTAAAAGT--ATTCCTTGCTA---GGGCAGCTAGATGGCATACT

GGATAGAGAACCGTCCC-TGAAGTCAGGAGGATCTGAGTTCAAATCCATCCTCAAACACTTAATACTCCCTAGCTATGTG

ACCCTGGGCAAGTCACTTA-------TTGCCTCAG---CATAAAAGTATTCCTTGCTG---TA-------TAGAGTCTTA

TAAGATGAACAGACAATCCCTGA-------GCTAAAACCATTTAA--------------------------------GTA

GTTCATTTATGATTTAATTTTAATCACAGTTTGAATCCAGATATTCTG-----AAAGTATAGCATTGTAAATT-------

------------------TGTCCTTTTAATTTTATTTTAATTCAGCAAATGACTGGGACCC----ACAACTCACAAACAT

AGAATAATTTTAGGCAGAATTGTGAAAAGGTCAACTGACCACTTGCTTCAGCATTTTTTATCC

>Mfa 

TCCGCTGTGGATTCCATCCCAAGTT-----CCACAATATCAAAACACAATACATTATGCTGAAATATGTCCCTGTATATT

TCCTGTTGAAGAGATTTCATAATATTTTCCTATTGTTTTAGGAACAATTTT-AGTCTTCTCTTCCTTCCTGAAAGTTACC

GAAATAGACACTATAAACTTACATTTTCATTCAATTTATTTGATTCCAGTTGTACTCGAGTCTTCTCCATGTTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATTGTTGATTCTGTTGGCATGTATAATCTGAA

AATTTAATTGAGAAGTCATTTCCCAAACCTCT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CCTAAAAGTATTCCTTGCTG---TACTATT--TACAGTCTTA

GAAGATGAACAAACAATCCCTGAGAACTAAGCTAAAACCATTAAA--------------------------------ATA

ATTAATATCAGATTTAATTTTAATCACAGTTTGAATCCAGCTATCCTG-----AAAGTATAACATTGTAAATT-------

------------------TGTCCTTTTAGCTTTATTTTAATTCAACAAATGATTGGGTCCT----ATACCTCACAAAGCT

AGACTGGTTTCAGGCAGAATTATGAAAAAGTCAAATAACCACTTGATTCAGCATATTTTATCC

>Tcy 

TCTGCTTTGGATTTCATCCCAAGCT-----CCACAATATCAAAACACAATACATTATGCTGAAATGTGTCCCTGTATATT

TCT----------------TAACATTTTCCTATTGTTTTAGGAACAATTTT-AGACTTCTCTTCCTTCCTGAAAGTTATT

GAAACAAACACTATAAACTTACATTTTCATTCAGTTTATTTGATTCAAGTTGTACTCGAGTCTTCTCCATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATATGTAAAGTTGTGACATCATTGA-TTTGTTAACATTTATAATCTGAA

AATTTAATTGAGAAGTCATTTCCCACACCTCT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CCTAAAAGTATCCCTTGCTG---TACTGTT-ATAGAATCTTA

GAAGATAAACAG-CAATCCCTAAAAATTAAGCTAAAACCATTAAA--------------------------------GTA

GTAAATTTCAGATTTAATTTTAATCACAGCTTGAACCCAGCTATTCTG-----AAAGTATATCACTGTAAATT-------

------------------TGTCCTTTTAGTTTTAGTTTAATTCAACAAATGATTGGGTCCT----ACATCCCACAAAGCT

AGACTAGTTTCAGGCAGAATTATGAAAAGTTCAAATGACCACTTGCTTCAGCATATTTTATCC

>Pci 

CCTGCTTTGGACTCCATCCCAAGTTAATATCCACAATGCAAGAACACAATACATTATGCTGAAATGTGTCTCAGTATGTT

TCTTATTGAAACAATTTCATTATGTTTTTCTATT-TTTTAGTAACAATTTT-AGA-----CTTCCTTCCTGAAAGTTACT

GAAACAGACTCTATAAACTTACATTTTCATTCAGTGTATTTGATTCAAGACGTACTCGAGTCTTCTCCATATTTTCAACT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATACATAAAGTTGTGACACTGGTGATTCTGTTGACATATGTAATCTAAA

AATT-----GAAAAGTCATATTCCTAACCTCT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CCTAAAAGTCTTCCT-ATTA---TACTGTTTATGGAGTCTTA

GAAGACGAACAGACAATCTCTGAAAACTAAACTAAGATCATGAAACAATCCCTGAAAACTAAGCTAAGACCATCAAAATA

GTTAATATCAGATACAACTTTAATTACAGTTTGAATCCAGCTATTCGGAGACCAAAGCATAGCATCGTATATTTATCCTT

TTAGTTAACTTGAAGATATGACCATAATGATTTATTTTAATTCAACAAATGATTGGGACTT----ACACTCCACAAGGCT

AGATGGGTCTCTGGCAGAATTCTGAAAAGGTTAACTGGCCACTTGCCTCATCATATTTTATCC

>Tvu 

TCTGCTTTGGACTCCACCCCAAGTTAATATCCACAATATAAGAACACAATATATTATGCTAAAATGTGTTCCAGTATGTC

TCCTATTGAAGGGATCTCTTTATGTTTTCCTACTGTTTTAGTAACAATTTT-AGACTTCACTTTCTTCCCAAAAGTTACT

GAAACAGACACCATAAACTTACATTTTCATTCAGTTTATTTGATTCAAGATGTAGACGAGTCTTCTCCATATTTTCGATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAATA----------TAACACCAGTGATTTTGTTGACATATATAATCTAAA

AATT-----GAGAAGTCATATTCCTAAACTCT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CCT------CTTTCT-ACTG---TACTGTT-A-GGAGTCTTA

GAAGATGAACAGACAATTCCTGAGAATTAAACTAAGATCATCAGACAATCCCTGAGAAGTAAACTAAGATCATCAAAATA

GTTAATATCAGATTTAATCTTAATCACAGTTTGAGTTCAACTATTCCGAGAGGAAAGCATACCATCGTAAATCTATCCTT

TTAGTTAACTTGAAGATATGACCATAATGATTTATTTTAATTTGACAAATGATTGGAACCT----ACACCCC-CAAGGCT

AGATGGGTCTCAGGCAGAATTCTGCAAAGGTCAACTGGCCACTTGTCTCATCATATTTTATCC

>Mdo 

TCTGCTTTGGATTCCATCCCAAGTTAATATCCACAATATGAGAATGCAATAAATTATGTTGAAATGTGTCCCAACTGATT

TGCTACTGAAAAGATTTC---ATGTTTTTCTATTATTTTAGTAACAATTTT-CAACTACTCTTCATTTCCCAAAATTACT

GAAATAAACACCATAAACTTACACTTTCATTCAGCTTATTTGATTCAAGATGTACTCGAGTCTTCTCTATATTTTCAATT

TCTTTAACTATTTCAGCAACTGTTAAAATAAAGGTGTAAAATTAAGATACCATTGATTTTATTGACATATAAAATCT-AA

AATGTAATTGAGAAATCATATCCCTAACCTCT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CC-AAGATTCTTCCT-ACTA---TACTGTTTACAGAGTCTTG

ATACATAAACAGACAATTCCTGGGAACTAAGCTGAGACCATCAAA--------------------------------ATA

GTTAATTTCAGATTTAATTTTATTCACAGTTTGAACCCAGCTATTCTG-----AAAGTATAGCATCTTGAATTTATGCTT

TTAGGTAATTTGATGATATGGCCAT--AGATTTACTCTAATTCAACAAAAGACTGAGACCTGCATACCCCCTATCAGGCA

GGACTGGTTTCAGATAGATTTCTGGAAAGGTCATCTGGCCACTTGCCTTATCATATTTG-TCC

Marker 43

>WSINE1a 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------GGGGCAGCTAGGTGGCACAGT-GAATAGAGCACCGGCCCTGGAGTCAGGAGGACCTGAGT

TCAAATCCGGCCTCAG-------ACACTTGACACTTACTAGCTGTGTGACCTTGGGCAAGTCACTT--AACCCCAATTGC

CTTGCCTTCCCCCTCCAAAAAAAA--------------------------------------------------------

-----------------------------------------------

>WALLSI1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------CCCTTGAGTAACTACTTAAAGAAGCCTATTCATTGAATGGGTGTAT-

CTCACTCAAAGTGAGAATGTGATAAGACCTTAGCCTGAAAGGGCCAGGGTCTCCCATTGCATCCTGGGCCATCTCCAGTC

ATCCTGATGAATATCAGGCCACTGGACCCAGATGGCTCAGGAGAAGAAAGTGAGGCTGGTGACCTTGCACAGCCCTCCCT

CACTCAAATCAAAGTCAACTGCAAGTCATGTCATCATCTCCCTGATGTCATGGTCCTCTTCGAGAACGAAGGACAAAC--

-ACAAC-ATATGAGCAA---------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------

>Sha 

AATAGAATAGGTTC------TATGTGTTCATTTGGTGCCTTTTATTTGCTACTTCCTTAATAGGCTG--TTTAACTTCTT

TT--GAG-----ATTGGTTTATTCTT---ATTATCTATTTTCTGTTTTGTTAATTGAGCTTCTGGGGGAATATAGATGGG

ATTTAAACTCCAGA-------------------------TTTCTAGTGGGGAAACTTCTTCTGCCAAATTATTATTCATT

AACCATTCTTCAATTTAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGCTTAAGTCCTGAA---GGGACAGCTAAGTGGTGCAGTAGA-GATAGTACCAGCCCTGAAGTTAGGAGGATCTGAAT

TCAAATCTGTTCTCAG-------ACACTTCACACTTCTTAGCTGTGTGACCTTGGGCAAGTCATTT--AACCTCAATTGC

TTTGGGGGGTGGGGGGG---AAGAGTATCCTGAG---ACTGAGAGCTTGAGTGACTTGTTC-----------TTTACTAT

CTGTGAGAAG------TTGAATTTAGGGATTCCTGATTCTCTTTGCT

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGCCTTTTATTTGCTACTTCCTTAATAGGCTG--TTTAACTTCTT

TT--GAG-----ATTGGTTTATTCTT---ATTATCTATTTCCTGTTTTGTAAATTGAGCTTCTGAGGGAATATAGATGGG

ATTTAAACTCCAGA-------------------------TTTCTAGTGGGGAAACTTCTTCTGCCAAATTATTATTCATT

AATCATTCTTCAATTTAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TCCTGAA---GGGACAGCTAAGTGGTGCAGTGGAAGATAGTACCAGCCCTGAAGTTAGGAGGACCTGAAT

TCAAATCTGCTCTCAG-------ACACTTCACACTTCTTAGCTGTGTGACCTTGGGCAAGTCATTT--AACCTCAACTGC

CTGGGGGKGKGTGTGTG---AAGAGTATCCTAAG---GCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGCCTTTTATTTGCTACATCCTTAATAGGCTG--TTTAACTTCTC

TT--GAT-----ATTGGTTTATGCTT---ATTATCTATTTCCTGTTTTGTAAATTGAGCTTCTGAGGGAATATAGATGGG

ATTTAAACTCCAGA-------------------------TTTCTAGTGGG-AAACATCTTCTGCCAAATTATTATTCATT

AATCATTCTTCAATTTAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TCCTGAA---GGGACAGCTAAGTGGTGCAGTGGA-----GTACCAGCCCTGAAGTTAGGAGGACCTAAAT

TGAAATCTGCTCTCAGACACTTAACACTTCACATGTCTTAGCTRTGTGACCTTGGGCAAGTCATTT--AACCCCAATTGC

CTCACAGGAAAAAA------AAGAGTATCCTGAG---GCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGCCTTTTATTTGTGACTTTCTTAATAGGCTG--TTTAACTTCTC

TT--GAG-----ATTGGTTTATTCTT---ATTATCTATTTCCTGTTTTGTTAATTGAGTTTCTGGGGGAATATAGATAAG

ATTTAAACTCCAGA-------------------------TTTCTAGTGGAGAAATTTCTTCTGCCAAATTATTATTCATT

AACCATTCTT-----TAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TACTGAA---GGGACAGCTAAGTGGTGCAGTTGA-TAGAGCACCAGGCCTGAAGTCAGGAGGACCTGAAT

TCAAATCTGCTCTCAG-------ACACTCAACACTTCTTAGCTGTGTGACCTTGGACAAGTCATTT--AACCTCAATTGC

CTCGGGGGGAGGTGGGG---GATAGTATCCTGAG---GCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pgi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGCCTTTTATTTGCTACTTCCTTAATAGGCTA--TTTAACTTCTC

TT--GAG-----ATTGGTT-ATTCTATTTTTTATCTATTTCCTGTTTTGTTAATTGAGCTTCTGGGGGAATACAGATGGG

GTTTAAACTCCAGA-------------------------TTTCTAGTGGGGAAACTTCCTCTGCCAAATTATTATTCATT

AATCAATCTTCAATTTAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TCCTGAA---GGGACAGCTAAGYGGCACAGT-GAACAGAGCACCAGCCC--AAGTCAGGAGGACCTGAGT

TCAAATGTGCTCTCAAG------ACACTTAACACTTAACAGCTGTGTGACCTTGAGCAAGTCATTTTTAACCTCAATTGC

CTCAGGGGG-AAAA------AAAAGCATCCTGAG---GCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Scr 

GATAGG-----TTC------TTTGTGTTCATTTGGTGCCTTTTATTTGCTGCTTCCTTAATAAGCTG--TTTAA------

----GAG-----ATTGGTTTATTCT------TATCTATTTCCTGTTTTGTTAATTGAGCTTCTGGGGGAATACAGATGGA

GTTTAAATTCCAGA-------------------------TTTCTAGTAGGGAAACTTCTTCTGCCAAATTATT---CATT

AATCAATCTTCAATTTAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TCCTGAA---GGGACAGCACAGTGCTG-----------------TCCCTTTAAGT---------------

TCAAATCTGCTCTAAGACACTTAACACTTCACACTTCTTAGCTGTGGGACCTTGGGCAAGTCATTT--AACCCCAATTGC

CTAAGGGAAAAAA-------AAGAGTATCCTGAG---GATGAGAGCTTGAGT-------TCAGTATCATATAGTTAGTAT

CTGTGAGAAG------TTGAATTTAGGGGCTCCTGATTCTCTTCACT

>Mfa 

TATAGG-----TTC------TTTGTGTACTTTTGGTGCCTTTTATTTGCTACTTCCTTAATGGGCTG--TTTAACTTCTC

TT--GAG-----ATTGGCT------------TATCTATTTCCTATTTTGTTCATTGAGCTTTTGGGGGAATACAGGTAGG

GCTTAAGCTCCAGA-------------------------TTTCTATTGAGGAAACTTCCTCTGCCAAATTATTATTCATT

AATCATTCTTCAATTCAGTCTT----------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAAAGTA--ACCTGAG---------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

GACAGA-----TTC------TTTGTGTTCATTTGGTACCTTTTATTTGCTACTTCCTTAATGGACTG--ATTAACTTCTC

AT--GAG-----ATTGGTTTATTCTT---ATTATCTATTTCCTGTTTTGTTAACTGAGCTTTTGGGGCAATACAGGTAGG

GCTTAAGCTCCAGA-------------------------TTTCTAGTGAGGAAACTTCCTCT----AATTATTATTCATT

AATCATTCTTCAGTTTA---------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGAGTA--TCCTGAG---------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GCTGAGAGCTTGAGTGACTTGTTCAGTATCATATAGTTACTAT

CTGTGAGAAGAAGAAATTGAACTTAAGGACTCCTGATTTTCTTGGCT

>Pci 

GATAGGAATTCCTCGTTCTTTATGTGTTCATTTGGTGCATTTTATTTGGTACCTCCTTAACAGGCTGTTATAAACTTCTT

AT--GAA-----ATTGGTTTATTTTT---ATTATCTATTTCCAATTTTGTCAGTTGGGCTTTTTATGGAATAGGAGAAGG

GCTTGAGCTTCAGACTTGTGACTACAGTGGTTTGGGAAATTTCTAGTGAGGAAACT--CTCTGCCAATGCAT-----ATC

AGTCATTCTCCAATTCTGTCTTCGATT-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-TAGTCTT-GGCCTCAG---------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GCCAAAATGTTGAGTGACTTGTTTAGGATTATACAGTTAGAAT

CTGTGAGAGGAAGAATTTGAATCGAGGTACTCCTGACTCCCATGGCT

>Tvu 

G--------CCTTCATTCTTTATGCGTTTATTTGGTACCTTTTATTTGGTAACTCCTTAATGGGCTG--TTTAATTTCTT

AT--GAA-----TTTGTTTTTTTTTTTTTATTATCTATTTCCTGTTT-GTCAATTGGGCTTTTTGGGGAATAGGTA--GG

GCTTAAGCTCCAGACTTGTGACTACAGTGGTTTGGGGAAATTCAGGAGAGGAAATTCCCTC-GACAATGCAT-----AGC

AATCATTTTTCAAG-CATTCTTAGA-------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-GTAAGCA--GCCTGAG---------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GC--AGAGTTTGAATGAGTTGTTCAGTATCATACAGTTATCAT

CTGTGAGAGGAAAAACTTGAACCTAGG-------TACACCCAATGCT

>Meu 

GATAGTTATTCTTTGTTCTTTATGTATTTATTTGGTGCCTTTTATTTGGTACCTCCTTAATGGACTG--TTTAATTTCTT

AATTTAATTTTAATTGGTTTATTTTT---ATTCTCTATTTCTCATTTTATCAACTGGGCTTTTTGGGGAATAGACA--GG

GCTTAAGCTC------TGTGACTAGAGTAGTCTGGGGAATTTCTAGCGAGGAAATTCCCTCTGCCAATGCAT-----ATC

AATCATTCTTCAAATATTTTT-AGAATAAGATGCCCT-GGCT-ACTTCTTAAACAGGCCTATTCAATGAATGGGTGTTGC

CTCACCTTAAGTGAGTACGTGCAAAGACCTTGGCCTTAA----CCAAGGCCTCCCACTGCATCCTGGGTTATCTCCAGTC

ACCTTGAGGAATATCTGGTCACTGGATTCAGATGGCTCTTGAGGAGAA-GTGAAGCTGGTGACCT-GCACAGCCCTCCCT

CACTCAAAACAAAGCCAAGTGCAAGTCATGTCATCACTTCTCTGAT--CATGGTCTTCTTTGGCAATGAAGGACGAAC--

-ACAAGTA--GCCTGAG---------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GC--AGAGTTTGAGTGACTTGTTTGGTTTCTTACAGTTAGCAT

CTATGAGAGGAAAACCTTGAACCTAGGTACTGCTGACACCCAAGGTT

Marker 15
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--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------GAGGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTC

AGGAGGACCTGAGTTCAAATCCAGCCTCAGACAC--------TT-ACTAGCTGTGTGACCCTGGGCAAGTCACTTAACCC

CAATTGCCTCAAAAAAAAAAAAAA--------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------

>Sha 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGACA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTTTTAAGTTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGGCCTCACACAC----AACATT-CCTAGCTGTGTGACCCTAGGCAAATCACTTAACCT

TAATTGCCTCAGGGGAAA------------AAAATATTCCAG----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTACGGCAATGTGGTTTAAGTATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACGTCCTTCCTGACA-----CCCCCATCCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTATTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGCACTGCAGCC-CGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Dge 

TGACCTGGAAGTCAGTCTCATAACTACTTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAAAG----TCCTCCAAAATTCCCCCCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGAAG----

----TTCTCTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTTTTAAGTTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGGCCTCACACAC----AACATT-CCTAGCTGTGTGACCCTGGGCAAATCACTTAACCT

TAATTGCCTCAGGGGGAAA-----------AAAATATTCCAG----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTACGGCAATGTGGCTTAAGTATGGCCCGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTATTCTTTCACTGATTACGTCCTTCCTGACA-----CCCCCACCCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGACAGG-TGAAGGGA

GAC-TGAGCACTGCAGCC-TGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pdo 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATAGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTTTTAAGTTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGGCCTCACACAC----AACATT-CCTAGTTATGTGACCCTGGACAAATCACTTAACCT

TAATTGCCTCAGGGGAAAA-----------AAAATATTCCAG----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTATGGCAATGTGGCTTAAGTATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTACCTCTCTACTCTTTCACTGATTACGTCCTTCCTGACA------CCCTCACCCCCTCCCAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTATTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAAGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGGAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGCACTGCAGCT-TGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pbi 

TGACCTGGAAGTCAGTCTTATAACTACCTGGAAAGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACGGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCTTCATTCTCC-----------AA--T

CTTTTAAGTTTTTA---AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACCTGAGTTCAAATCTGGCCTCACACACTT--AACATT-CTTAGCTGTGTGACCCTGGGCAGATCACTTAACCT

TAATTGCCTCAGGGGAAAAAA---------AAAAGATTCCAA----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTTAAGCATAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAGCATGGGCAGTGATATGAA-AAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTTTACTCTTTCACTGATTATATCCT------------------------TCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAA

GAG-------------------------------------TGGATAGGAAAC-TTGAGAATGGAGAAAAGG-TGAAGGGA

GAC-TAAGCACTGCAGCC-CGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pap 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGAAGTTCT

CTCC---TCTTT-GACTCTCTGAGTCATTCCTCACCCCAATCA-CAATCCCACCCTCATTCTTC-----------AATCT

TTTTTAAGTTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCAGTGGTTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGGCCTCACACACTT--AACATT-CCTAGCTGTGTGACCCTGGGCAAATCACTTAACCT

TAATTGCCTCAGGGAAAAA-----------AAAAGATTCCAG----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAGTATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACATCCTTCCTAACA-----CCCCCACCCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGCACTGCAGCC-TGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Dro 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTCCACTTACAGTATTGGGGA

ATCATCAAAAGA---TGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCTTCTG

GATCCCTTTCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTTACTCATTCCTTACCCCAATCA-CGATCCCACCCTCATTCTTC-----------AA--T

CTTTTAAGCTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATATGACCTCACACACACTTAACATT-CCTAGCTGTGTGACCCTGGGCAAGTCACTTAACCT

TAATTGCCTCAGGGAAAAA-----------AAAAGATTCCAAA---TGATACTCC-AA-------TTGATTCCCTTGTCC

TAACCTTGAGCATAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAGTATGGCCAGTGATATGAA-GAGCAAAGT---

-------------------------------------------------------GGGGGTCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTATGTCCTTCCTGATA-----CCCCCAACCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAAAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGCACTGCAGCC-CGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pma 

TGACCTGGAAGTCAGTCTTATAACTACCTGGAAAGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCTTCATTCTCC-----------AG--T

CTTTTAAGTTTTTA---AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACCTGAGTTCAAATCTGGCCTCACACACTT--AACATT-CTTAGCTGTGTGACCCTGGGCAGATCACTTAACCT

TAATTGCCTCAGGGGAAAAAA---------AAAAGATTCCAA----TGATACTCCCAA-------TTGATTACCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAGCATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTTTACTTTTTCACTGATTACATCCT------------------------TCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAA

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGAAAAGG-TGAAGGGA

GAC-TAAGCACTGCAGCC-CGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Dcr 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAA----TCCTCCAAAATTCCCTTCTG

GATCCCTTCCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTTACCCCAATCA-CGATCCCACCCTCATTCTTC-----------AA--T

CTTTTAAGCTTTT----AAGAGAT-CCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGACCTCACACACTT--AACATTCCCTAGCTGTGTGACCCTGGGCAAGTCACTTAACCT

TAATTGCCTCAGGGGAAA------------AAAAGATTCCAAA---TGATACTCC-AA-------TTGATTCCCTTGTCC

TAACCTTGAGCATAAGGGCCA-GAGAACACTACGGCAATGTGGCTTAAGTATGGCCAATGATAAGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACGTCCTTCCTAACA-----CTCCCACCCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGGAGGGA

GAC-TGAACATTGCAGCC-TGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Dby 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAA----TCCTCCAAAATTCCCTTCTG

GATCCCTTCCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCTCTTT-GACTCTCTGACTCATTCCTTACCCCAATCA-TGATTCCACCCTCAGTTCTC-----------AA--T

CTTTGAAGCTTTT----AAGGGATTCAAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCGAATCTGACCTCACACACTT--AACATT-CCTAGCTGTGTGACCCTGGGCAAGTCACTTAACCT

TAATTGCCTCAGGAGAAA------------AAAAAATTCCAAA---TGATACTCC-AG-------TTGATTCCCTTGTCC

TAACCTTGAGCATGAGGGCCA-GAGAACACTACGGCAATGTGGCTTAAGTATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------AGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACGTCCTTCCTAACA-----CTCCCACCCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGCACTGCAGCC-CGGCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Mle 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAGTATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATC---------------------TTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCT---CTTT-GACTCTCTGACTCATTCCTCACCCCAATCA-CGATCCCACCCTCATTCTTC-----------AA--T

CTTTTAAGTTTTT----AAGAGATTCCAAA---TGGGGACAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAATTCTGGTCTCACACACTT--AACATT-CCTAGCTGTGTGACCCTGGGCAAATCATTTAACTT

TAATTGCCTCAGGGGAAAA-----------AAAAGATTCCAA----TGATACTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCCTAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAGTATGGCCGGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACATCCTTCCTGACA-----CCCCCACCCCCTCCCAAAGCTGTCACAA

GCTGGAGACATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAGT------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGAACTGCAGCC-CGGCCTCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pta 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAATATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATCCCTTCCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTAT

CTCCTTCTCTTTTGACTCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCTTCATTCTCC-----------AA--T

CTTTAAAGTTTTTT---AAGAGATTCCAAA---GTGGGGCAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGCTCTCACACACTT--AACATTTCCTAGCTGTGCGACTCTTGCCAAGTCACTTAACCT

TAATTGCCTCAGGGAAAAAAAAAA------AAAAAATTCCAAA---TGATAGTCCCAA-------TTGATTCCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGGACACTACAGCAATGTGGCTTACGTATGGCCAGTGATATGAA-GA----------

-------------------------------------------------------------------GCCCAACCACTTG

CCCACATCTGCCTCTCTACTCTTTCACTGATTACTTCCTTCCTGACA-----CCCTCACTCCCTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GCG-------------------------------------TGGATAGGGAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGAACTGCAGCC-CGTCTCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Mlo 

TGATCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAATATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATCCCGTCCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTAT

CGCCTTCTCTTTTGACTCTCTGACTCATTCCTTACCCCAATCA-CGATCCCACCTTCATTCTCC-----------AA--T

CTTTAAAGTTTTT----AAGAGATTCCAAA---GTGGGGCAGCTAAATGGCACAGTGGCTAGAGCACTGGCTCTGAAGTC

AGGAGGACTTGAGTTCAAATCTGCTCTCACACACTT--AACATTTCCTAGCTGTGTGACTCTTGGCAAGTCACTTAACCT

TAATTGCCTCACGGGAAAAA----------AAAAGATTCCAAA---TGATAGTCCCAA-------TTGATTTCCTTGTCC

TAACCTCAAGCATAAGGGCCA-GAGAACACTACAGCAATGTGGCTTAAATATGGCCAGTGATATGAA-GAACAAAGA---

-------------------------------------------------------GGGG-CCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCATTGATTACTTCCTTCCTGACA-----CCCCCACTCCTTCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTGCCAGACAACTGTGTCACTCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGAGGAAAGG-TGAAGGGA

GAC-TGAGAACTGCAGCC-CGTCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Ast 

TGACTTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTACAATATTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATCCCTTCCCTATTTTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTAT

CTCCTTCTCTTTTGACTCTCTGACTCATTCCTCACCCCAATCA-CGATCCCACCTTCATTCTCC-----------AA--T

CTTTAAAGTTTTT----AAGAGATTCCAAA---GTGGGGCAGCTAAATAGCACAGTGGCTAGAGCACTGGCTCTAAAGTC

AGGAGGACTTGAGTTCAAATCTGCTCTCACACACTT--AACATTTCCTAGCTGTGTGACTCTTGGCAAGTCACTTAACCT

TAATTGCCTCAGGGAAAAAAAA--------AAAAGATTCCAAA---TGATAGTCCCAA-------TTGATTCCCTTGTCC

TAACCCCAAGCATAAGGGCCA-GAGGACACTACAGCAATGTGGCTTAAGTATGGCCAGTGATATGAA-GAGCAAAGA---

-------------------------------------------------------GGGGACCTCTGAGCCCAACCACTTA

CCCACATCTGCCTCTCTACTCTTTCACTGATTACTTCCTTCCTGACA-----CCCCCACTCCCTCCCAAAGCTGTCACAA

GCTGGCGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGAGAG

GAG-------------------------------------TGGATAGGAAAC-ATGAGGATGGA--AAAGG-TGAAGGGA

GAC-TGAGAACTGCAGCC-CGTCCCCTGCTGTATTTCTTTGGCCTCAGGTTTCCC

>Pgi 

TGACCTAGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGCAGGCCCAAATCTTCACTTACAGTACTGGGG-

ATCATCAAAAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTAGCT--AAGAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATCCCTCCCCTGTATTCTTTGAACCTTAAGATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTTTCTTT-GACCCTCTGACTCATTCCTCACCCCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTTTAAAGGCTTT----AAGAGATTCCAAA---CGGGGGCAGCTGGGTGGCGCGGTGGGTAGAGCACCGATCCTGAAGTC

AGGAGGACCTGAGTTCAAATCTGACCTCAGACACTTT-AACACTTCCTGGCTGTGTGACCCTGAGCAAGTCACTTAACCC

CAACTGTCCCAGCAAAAAAAAAAAAAA---AAAAAAATCCAAA---GGATGCTCCCAA-------GTGATTTCCTTGTCC

TAACCTCAAGCA-GAGGGCCA-GAGAAAACAACAGCAATGTGGCTT--GTGTGGCCAGTGATATGCA-GAGCAAAGA---

--------------------------------------------------------GGGGCCTCTGAGCCCAACCATTTA

CCCACATTTGCTTCTTTAC---------------TTCCTCCCTAACA-----CCCCCCCCCCCATCCAAAGCTGTCACAG

GCTGGAGATATCATCATGGAAGTTTACTTGGAGCAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTGGAGAG

GAG-------------------------------------CGGATGGGAAAC-GTGAGGATAGAGGAAGGG--GAAGGGA

GAC-TGAGAACTGCAGCC-CGGCCC-TGCTGTATCTCT--GGCCTCAGGTTTCCC

>Sma 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTATAGTATTGGGG-

ATCATCAAAAGAAGATGTT-A-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAAGAGGAGAG----TCCTCCAAAATTCCCCTCTG

GATCCCTTCCCTGTTTTCTTTGAACCTTAAAATA----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTT--

-TCCTTCTCTTT-GACCCTCTGATGCATTCCTCACCCCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTTTAAAGGCTTT----AAGAGATTCCAAA---TGGGAGCAGCTAGGTGGCCCAGTGGATAAAGCACTGACCCTGAAGTC

AAGAGGACCTGAGTTCAAATGTGGCTTCAGTCTCTA--AACTCTTCCTAGCTGTGTGACCCTGGGCAAGTC------CCC

-AATTGTCTTAGGGAA--------------AAAAGATTCCAAA---TGATACTCCCAA-------GTGATTCCCTTGTCC

TAATCTCAAGCA-AAGGGCCA-GAGAGAACTACAGCAATGTGGCTGAAGTATGGCCAGTGATCTCA--GAGCAAAGA---

-------------------------------------------------------GGGGGCCTCTGAGCCCAACCATTTA

CCCACATCTGCTTCTCTACCCTTTCACCGATTACTTCCTTCCTGACA-----CCCCCCACCCCATCCAAAGCTGTCACAG

GCTGGAGATATCATCATGGAAGTTTACCTGGAGCAGCAGCTACCAGACAACTGCGTCACCCTGAAGGTCAGTCTGGAGAG

GAG-------------------------------------CGGATGGAAAAC-ATGGGGATAGAGGAAAGG-TGAAGGGA

CAC-TGAGAACTGCAGCC-CGGCCC-TGCTATATTTCTCTTGCCTCAGGTTTCCC

>Mfa 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAAGATGTGCAGGTAAGTAGGCCCAGATCTTCACTTATAGTATTGGGG-

ATCATCAAAAGAAGATGTTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTCTCTGGCTAAAACAGTAGAG----TCCTCCAAAATTCCCTTCTG

AATCCCTTCCCTATTTTCCTTGAACCCTAAGATG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGCAGTTCT

TTTCTTCCCTTT-GACCCTTTGACTTATTCCTTATCTCAATCA-GGATCCCACACTCATTCTCC-----------AG--T

CTATAAAGACTTT----AAGAGATTCTGAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGATACACCCAA-------TTGACTCCCTTGTCC

TAATCTCAAG-CTAAGGGCCA-GAGAAAACTACACAGATGTGGCTTAAGTGTGCCCATTGATATGAAGGAACATAGA---

-------------------------------------------------------GGGGGTATCTGAGCCCA-CCA----

---ATATATGCTTCT-GATTATTCCACAGATTACTTCTTTCTTGACA-----CCCCCACCACATTACAAAGCTGTCACAG

GCCGGAGATATGATCATGGAAGTTTACTTGGAGCAGCAGCTTCCAGACACATGTGTCACCACGAAGGTCAGTATCGAGAG

GAG-------------------------------------TTGATATGAAAC-CTGTGGATAGAGGAAAGG-TGAAGGGA

GAT-TGAGAAATGCAGCC-CGG-------TATATTTCTTGGGCTTCAGGTTTCCC

>Tcy 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTTCAGGTAACTAGGCCCAGATCTTCACTTAGAGTATTGGGG-

ATCATCAAAAGAAGATGCCGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------TTTTCTGGCTAAAACAGGGGAG----TTCTCCAAAATTCCCCTCTG

GATCCCTTCCCTATTTTCCTTGAACCTTAAGACG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTTCTTCCCTTT-GACCCTCTGACTCATTTCTCACCTCAATCA-TGATCCCACCCTCATTCTCC-----------AA--T

CTATAAAGGCTTT----AAGAGATTCCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGGTATACCCAG-------TTGATTCCCTTGTCC

TGATCTCAAGCTTAAGGGCCA-GAGAAAACTATATCGATGTGTCTTAAATATGGCCAGTGATATGAAGGAGCA-AGA---

-------------------------------------------------------GGGGGNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNN-------------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

TGACCTGGAAGTCAGTCTCATTACTACCTGGAAGGATGTGCAGGTAAGTAAAGCC---TTCTCACTTAGAGCATTGGGG-

AACATCAAGAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------CTCTCTGGTTAAATTAGGCAAC----TCCTCCAAAATTCTCCTTTG

ATTCC-TTCCCTAATTTCCTAGAACTT-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------CTTTGATTCATCCTTCACCCCAATCA-CTATCCCACTCCCCCACCC---------TCCAA--T

TTATAAAGGCTTC----AAGAGATTCCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGATATACTCAA-------TTGATTCCCCA-TCT

TGATCCTAAG-ATAAGGGCCAGGAGGAAAATAAAGCAATGTGACTTAA--------TGTGATCTGAAAGAGCA-AGA---

-------------------------------------------------------GGGGGTCTCTGAGTCTGACCATTTA

CCCACATCTGCTTCTCTACTCTTCCATTGACTGCTTCCTTCCTGACA----CCCTCCACCCCAACCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACTCTGAAGGTCGGTCTTGTGAG

AAC-------------------------------------TGGAAAGGTAAT-CAGAGGATAGAGGAAAGGGTGAAAGGA

GAC-AGAGAGCTGAAACTCTGGCCCCTGCTATTTTTCTCTGGCCTCAGGTTTCCC

>Iob 

TGACCTGGAAGTCAGTCTCATAACTACCTGGGA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------------GTCCCCA-TCT

CGATCTCACG-ATAAGGGCCACGAGG-AAGTAAAGCAATGTGTGTTAGG--------GTGATCTGAA---ACACAAAGGG

TCGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGACCATTTA

CCCACACCTGCTTCTCTACTCTTCCATTGACTGCTTCCTTCCTGACA----CCCTCCACCCCAACCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACTCTGAAGGTCAGTCTTGTGAG

AAT-------------------------------------TGTAAAGGTAAT-AAGAGGATA----AA-GGGTGAAGGAA

CAC-A-----CTGCAACTCTGGCCCCTGCTATTTTTCTCTGGCCTCAGGTTTCCC

>Eru 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCCT----TCTCACTTGGAGCATTGGG--

AACATCAAGAGAAGATACTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------CTTTCTGGTTAGATTTGGAGAC----TCCTCCAAAATTCTCCTTTG

ATTCC-TTCCCTCATTTCCTAGAACTT-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------CTCTGATTCATCTTTTACCCCAATCA-CTCCCTCACTCCCCTACCCCCCCCACCTTCCAA--T

CTATAAAGGCTTC----AAGAGATTTCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGATAGAGTCAA-------TTGATTCCCCA-TCT

TGATCCCAAG-ATGAGGGCCAGGAGGAAAGTAAAGCAACGTGACTTAAT--------GTGATCTGAA---ACAGAAGGGG

CAGTG-TGTGTGTGT----------------------------------------GTGTGTGTGTGTGTCTGACCATTTA

CCCACATCTGCTTCTCTACTCTTCTATTGACTGCTT---------------CCCTCCACCCCAACCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACTCTGAAGGTCAGTTTTGTGAG

AAC-------------------------------------TGGAAAGGTAATAAAGAGGATGGAGGAA-GGGTGAAGGGA

GAT-G-----CTGTAACTCTGGCCCCTGCTATTTTTCTCTGGCCTCAGGTTTCCC

>Pbo 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAG-GCC---TTCTCACTTGAAGCACTGGG--

AACATCAAGAGAAGATACTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------CTCTCTGGTTAAATTAGGAGAC----TCCTCCAAAATTCTCCTGTG

ATTCCTTCC----------TAGAACTT-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------CTCTGATTCATCCTTTAGCCCAAGCACTCCCCCCACTCCCCTACCCCCCCCCT--TCCAA--T

CTATAAAGGCTTC----AAGAGATTCCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGCTATACTCAA-------TTGATTCCCCA-TCT

TGATCCCAAG-ATAAGCGCCAGGAGGAAAGTAAAGCAATGTGACTTAAT--------GTGATCTGAA---ACAGAAGGGG

GCGGG-GGGGTGCGT----------------------------------------GTGTGTGTCTGAGTCTGACCATTTA

CCCACACCTGCTTCTCTACTCTTCCATTGACTGCTTCCTTCCTGACA----CCCTCCACCCCAACCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACTCTGAAGGTCAGTCTTGTGAG

GAC-------------------------------------TGGAAAGGTAAT-AAGAGGAT----GAA-GGGTGAAGGAA

CAC-A-----ATGCAACTCTGGCCCCTGCTATTTTGCTCTGGCCTCAGGTTTCCC

>Nty 

TGACCTGGAAGTCAGTCTTATAACTACTTGGAAGGATGTGCAGGTACGTAGGCCCAGATCCTCACTTATGTCATGGGGG-

TGCATCAAGAGAAGATGCTG------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------TCTAAATCAGGAGAC----TCCTCCGAAACTCCCCTCTG

GATCCCCTCCCTATTTTTCTAGAATTTTAAGATGTGGGGGCAGCTAGATGGCACAGGGGATAGAGCACTAGCTTTGGACT

TGGGAGGACCTGAGTTCAAATCCAGCCTCAGACAGACACTTGATAAGTACTAGCTGTGTTACCTTGGGCAAGTTACTTAA

CCCCACTAGCCTCGCCCTCCCAAAAAAAATCCCAAACAATAATAACCACAACAAAAAAGAACTTTAAGATGTGGAGTTCT

CTTCTTCCCTTT-GACCCTCTGACTTATCCTTCACCCTAATCA-------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------------------CT-TTCCTTG-TCC

CAGTCCCAAGTATAAGGGCCAGAAGAAAACTAAAGCAGTGTGGCTTAAGTATGGCCAGTGATCTAAA---GCAGTAAGAG

-ATTGGGGGAAAGGG----------------------------------------GGGAATCTCTGAGCCTGACCATTTA

CCCACATTTGCTTCTCTACTCTTTCACTGACTATTTCCTTCCTGATA---CCCCCCCACCACACCCCAAAGCTGTCACAA

GCTGGAGATATCATTATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTTTTGGGAG

GAC-------------------------------------TAGAAAGGAAAC-AAGAGGATGGAGGAA-GGGTGAAGGGA

GAC-TGAGCACTGCAGCCCTGGTCCCTGCTATCTTTCTCTGGATTCAGGTTTCCC

>Pci 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTTGGCCCAGATCCTCACTTATAGCATTGGGG-

GGCATCAAGAGAAGATGCCGAGGAGCATCTAGGTGGTGCAGTGGATAAAGCTCTGGCCTTGGAGTCAGGAGGACCTGAGT

TCAAATCCAGCCTCAGACACATGACACTTATTAGCTATGTGACCTTAGGCAAGTCACTTAACCCCGATTGCCTCACGAAG

AAGAAGAAGAAGAAGAAGAAGAAAAAGATGCTGACTCTCTGGCTAAATCAGGAGAC----TCCTTCCAAATTCCCCTCTG

GATCCCTTCCCTATTTTCCTAGAACCTTAAGATG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

CTCCTTCCCTTT-GACCCTCTGACTCATCCCTCACCTCAATC-TCTATCCCACGCTCACCCTCC-----------AA--T

CTATAAAGGCTTC----AAGGGATTCCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGATGTACCCAACTAA-------TTCCCCTGTCC

CAGACCCAAGCATAAGGGCCAGGAGGAAACTAAAGCAATGTGAG-TAAGTATGGCCAGTGATCTGAA---GCAGCAAGAG

CTGC---------------------------------------------------TTGGGCCTCTGAGCTTGACCATTTA

TCCACACCTTCTTCTCTGCTCTTCCATTGACTGCTCTCCTCC---------CACGCCACCCCACACCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTGTACTTGGAACAGCAGCTACCAGACAATTGTGTCACCCTGAAGGTTAGCCTTGGGAG

GAC-------------------------------------TGGAAAGGAAAC-AAAAGGATGGAGCAA-GGGTGAAGGGA

GACTTGAGAGCTGCAGCCCTGGCTCTTGCTATCTTTTTCTGGCCTCAGGTTTCCC

>Tvu 

TGACNTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTGCAGGTAAGTAGGCNTAGATGCTCATTTATAGCACCGGGG-

AGCATCAAGGGCAGACCC--------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------ATCAGGAGAC----TCCTCCAAAGTTCCCCTCTG

GATCCCTTCCCTGTTTTCCTAGAATCTTAAGATG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TAGAGTTCC

TGCCTTTCGTTT-AATTTTGTGACTCATGCCTCACCCCAGTCA-CTATCCTACTCTCACCCTCC-----------AA--T

CTATAAAGGCTTC----AAGAGATTCTAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TG---TACCCAACTAATTCTCTGGTCCCCA-TCC

CAAGCATAAGGA--GGGGCCTGGAGGAAACTAAAGCAATATGTCTTAAGTATGGCCAGTAATCTGAA---GCAGCAAGA-

-------------------------------------------------------GTGGGCCTCTGAGACTGACCATTTA

CCCACACCTGCTTCTCTACTCTTCCATTGACTGCTTCCTTCCTGACA---TCC--CCACCACAACCCAAAGTTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGGGAG

GGC-------------------------------------TGGAGAGGAAAC-AAGAGGATGGAGGAA-GGGTGAAGGGA

GCC-TGAGAGCTGTAGCCCTGGCCCCTGCTATCTTTCTCGGGCCTCAGGTTTCCC

>Meu 

TGACCTGGAAGTCAGTCTCATAACTACCTGGAAGGATGTACAGGTAAATCA----------------------TTGGGG-

AACATCAAGAGAAGATGCTGA-----------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------CTCTGGCTAAATCAGGAGAC----TCCTCCAAAATTCCCCTCTG

TATGCCTTCCCTACTTTCCTAGAATCTTAAGCTG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTCT

GTCCTTCCCTCT-GACCTTCTGACTCATCCCTCACCCCAGTCACTTATCCCACTCTCACCCTCC-----------AA--T

CTATAAAGGCTC-----AAAAGATTCCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TGATAGATCCAACTAA-TC-CTGGTCCTAG-TCC

CAAG-ATAAGGA--AGGGCCAGGAGGGAACTAAAGCAATGTGGCTTAAGCGTGGCCAGAGAGTTGAA---GCAGCAAGA-

-------------------------------------------------------GTGGGCCTTGGAGCTTAACCATTTA

CCCACACCTGCTTCTCTACTCTTCCATTGACTGCTTCCTTCCTGATACTTCCCCCCCACCCCATCCCAAAGCTGTCACAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGGGAG

AAC-------------------------------------TGGAAAGGAAAG-AAGAGGATGGAG-AA-GGGTAAAGGGA

GAC-TAAGAGCTGCAGCCCTGGTCCCTGCTATCTTTCTCTGACCTCAGGTTTCCC

>Mdo 

TGACCTGGAAGTCAGTCTTATAACTACCTGGAAAGATGTGCAAGTAAGTAAGTCTGGTTCCTCAGTTATAGAACTGGGA-

AGCATCAAAAGAAGACTTT-------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------CTGACTAAATTGGGACTAAATTTCTGACAAAATTCCTCTCTG

GATCATGTCCCTATTTCCCTAGAACCTTAAGATG----------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGGAGTTTT

CTCCTTTCCTTT-G------TAACTCATCTTTCACCT-AATC-CCTATCCTACCCTCACCCTAC-----------AA--T

CTATAAAGGCTCC----AAGAGATTTCAAA--------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------TTAAATACTCAACTAA-------TTCCCCTGTCC

CAGTCCCAAGCATAAGGACCAGGAGGAAACAAAAGCAATATAGCATAAGTATGGCTAGTGATCTGAA---GCAGGAGGAG

GGG----------------------------------------------------ACCAGCCTCTGAGCCTGACCATT-C

CCCATACCTGCTTCTCTACTCTTCCACTGACTACTTCCTTCTTGAT------------CTCCACCCCCAAGCTATCTCAA

GCTGGAGATATCATCATGGAAGTTTACTTGGAACAGCAGCTACCAGACAACTGTGTCACCCTGAAGGTCAGTCTTGGGAG

GGCTGGAAAGTATGGGTTTTAAAATTAATGATATTAACTCACAAAAGGACAT-AAAAGGATGGGGGGA-GG-TGA-GGGT

GCC-TGAGAGCTACAACCCTGGCCCCTGCTATCT--CTTTGGCCTCAGGTTTCCC

Marker 16

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------GAGGGGCAGCTAGGTGGTGCAGTGGA

TAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGACACTTA-------CTAGCTGTGTGACC-

CTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------

>Sha 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAA--TATTCATCCATTGTTACT---TCTTTTTGAGATCAAGTTTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTCCCTAACATGACATCTTGGTGAATGGCTCAGTGGCCCCAGAGTAGGA

AGG-AACAAAGTCTGATGATTAGAATAGTAGACTA---GAAGCCAGGACAT---GAGG--CAACTAGATGGTGCAATGGA

TAGAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCTGGCCTCAGACACTTAACACTTCCTAGCTGTGTGACC-

CTGGGCAAGTCACTTAGCCCCAATTGTCCCAACC-AAAAAAAG---------GACATCAGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAACCCGGATGTATCCACAAATCCAGATCAATTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Dge 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGATCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGACTGCTTT------------AGAGGAGGAATAGAGAAG

AAGGCTGC---CACTCCATGCTAGAC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTTCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGTATGGCAGCTCCCTAACATGACATCTTGGTGAATGGCTTAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGACAT---GGGG--CAAGTAGGTGGTACAGTGGA

TAGAGCATCAGCCCTGAAGTCAGGAGAACCTGAGTTCAAATCTGGCCTCAGACACTTAACACTTCCTAGATGTGTGACC-

CTGGGGCAGTCACTTAACCCCAATTGTCCCAGCC-AAAAAAAG---------GACATCAGGACAT---TTGACTTCTCAT

GTCCACTTAAACACAAGCCTGGATGTAT--GTGAATCCAGATCACTTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pdo 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTCCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCCAGAC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAACTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATGGTTCTTAAATATATTCAGGGGAGT

TCATTATTGGG-AAGTGGTCTAGAATGACAGCTTCCTAACATGACATCTTGGTGAATGGCTTAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATTGTAGTCTA---GAAGCCAGGACAT---GGGA--CAAGTAGGTGGTAGAGTGGA

TAGAGCATCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGACACTTAACACTTCCTAGCTGTGTGACC-

CTGGGCAAGTCACTTAACCCCAATTGTCCCAGCC-AAAAAAAG---------GACATCGGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCCGGATGTAT--GTGAATCCAGATCACTTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GGCACTCCTTCATCCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pbi  

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACCT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGGAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAG--TAGT--------GTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGGCCCTGGATTGTTCTTAAATGTATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGTTCAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGACAT---GGGG--CAACTAGGTGGTGCAATGGA

TAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGACACTTAACATTTCCTAGCTGTGTGACT-

CTGGACAAGTCACTTAACCCCAATTGTCCCAGCC-AAAAAAAA---------GACATCAGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAACCCGGATGTAT--GTGAATCCAGATCAATTGTTG-CAAGGTTGGTCCTCCTGGAA-GGACCAA

GGCACTCGTTCATGCTGTGTTTAATA-TGTATTTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pap 

GGTT-CCAAGTAAGGCCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGGATGCTTT------------AGAGGAGGAATGAAGAAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGCAGTCTAGAATGGCAGCTCCCTAACATGACATCTCGGTGAATGGCTTAGTGGCTCCAGAGTAGGA

AGG-GACAAAGTCTGATGATCAGAATAGTAGTTTA---GAAGCCAGGACAT---GGGG--CAACTAGGTGGTACAGTGGA

TAGAGCATCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGACACTTAACACTTCCTAGCTGTGTGACC-

CTGGGCAAGTCAC--AACCCCAATTGTCCCAGCC-AAAAAAAA---------GACATTGGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCCGGATGTAT--GTGAATCCAGATCACTTGT----AAGATTCGTCCTTCTATAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Dro  

GCTT-CCAGGTTAGTGCCAGATTCAGTC--TTTTCCCTAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAA--TATTCATTCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGGTTATGCCCCTGGATTGTTCTTAAATATATTCAAGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGCTTAGTGGCCCCAGAATAGGC

CCCAGACAAAGTCTTATGATTAGAATAGTAGTCTA---AAAGCCAGGACAT-----------------------------

-AGAGCATCATCCCTGAAGTCAGGAAGACCTGAGTTCAAATCTGGCCTCAGACACTTAACATTTCCTAGTTGTGTGACT-

CTGGGCAAGTCACTTAACCCCAATTGTCCCAGAC-AACAAAAG---------GACATCGGGACAT---TTGACTTTTCAT

GCCCACTTAAACACAAGCCTGGATATAT--GTGAATCCAGATAAATTGTTG-TAATGTTGGTCTTCCTATAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATTCTGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pma 

GATT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACCT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAG--TA--------TTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTATAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGTTCAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGATAT---GGGG--CAACTAGGTGGTGCAATGGA

TAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTG-CCTCAGACACTTAACATTTCCTAGCTGTGTGACT-

CTGGGCAAGTCACTTAACCCCAATTGTCCCAGCC-AAAAAAAA---------GATATCAGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAACCCGGATGTAT--GTGAATCCAGATCAATTGTTG-TAAGGTTGGTCCTCCTGGAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATTTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Dcr 

GCTT-CCAGGTAAGTGCCAGATTCAGTC--TTTTCCCTAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACTT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGACTTAAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAAGTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAACGGCAGCTCCCTAACATGACATCTTGGTGAATGGCTCAGTGGCCCCAGAGTAGGA

AGA-GACAAAGTCTGATGATTAGAA---TAGTCTA---GAAGCCAGGACAT---GAGG--CAACTAGGTGGTACAGTGGA

TAGAGCATTAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGACACTTAACATTTCCTAGCTGTGTGACC-

CTGGGCAAGTCACTTAACGCCAATT------GCC-AAAAAAAG---------GACATCAGGACAT---TTGACTTCTCAT

GCCCACTTNAACACAAGTCCGGAGGTAT--GTGAATCCAGATCAATTGTTGGTAAGGTGGGTCCTCCTGGAAGGGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTTGGGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Dby 

GCTTTCCAGGTAAGTGCCAGATTCAATC--TTTTCCCTAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

-----AGTACACACTATCAGAGAGAGCTAGCACTT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGACTTAAGAA--AATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGCTTAGTGGCCCCAGAGTAGGA

AGG-GACAAAATCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGACAT---GGGG--CAACTAGATGGTGCAGTGGA

TAGAGCACCAGCCCTGAAGTCAGGAGAACCTGAGTTTCAATCTGGCCTCAGACACTTAACATTTCCTAGCTGTGTGACT-

CTGGGGCAGTCACTAAACCCCAATTGTCCCAGCC-AAAAAAAG---------GACATCAGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCCGGATGTAT--GTGAATCCAGATCACTTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTT-GGTTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Mle 

GATT-CCAGGTAAGTGCCAGATTTCATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTTGTTTTTTGGACCAT

-----AGTATACACTATCAGAGAGAGCTAGCACCT---ACTGGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGAC-TTAGAG--TATT--------GTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGGAGC

TCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGTTCAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGATAT---GGGG--CAACTAGGTGGTGCAATGGA

TAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAA-TCTG-CCTCAGACACTTTACATTTC-TAGCTGTGTGACT-

CTGGGCAAGTCACTTAACCCCAATTGTCCCAGCCAAAAAAAAA---------GATATCAGGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAACCCGGATGTAT--GCGAATCCAGATCAATTGTTG-TAAGGTTGGTCCTCCTGGAA-GGACCAA

GGCACTCCTTCATGCTGTGTTTAATA-TGTATTTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pta 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGTAAGAATAGATTAGATTAGAGTTGTTTTT--GGACCAT

----TAGTATACACTATCACAGAGAGCTAGCACTT---ATTGGCTGCTTT------------AGAAGAGGAATGAAGAAG

AAGGCTGT---TACTCCATGCTAGAC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAATCTGAGCC

AAGGATACCAACTCTCTA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGAAGT

TCATTATGGGG-AAGTGGATTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGCTCAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTTTA---GAAACCAGGACAT---GGGG--CAACTAGGTGGCACAGTGGA

TAGATCACCAGCCCCGAAGTCAGGAGGATCTGAGTTCAAATCTGGCCTCAGACACTTACCATTTCCTAGCTGTGTGACC-

CTGGGCAAGTTACTTAACCCCAATTGTCCCAGCC-AAAAGAAG---------GACATCAAGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCTGGATGTAT--GTGAATCCACACCAATTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GACACTCCTTCATGCTGTGTTTAATA-TGTATCTTTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Mlo 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGGTTAGATTAGAGTTGTTTTT--GGACCAT

----TAGTATACACTATCACAGAGAACTAGCATTT---A-TTGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGTTGTTACTCCATGCTAGGC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAAGGAAGT

TCATTATGGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGCTCAGTGGCCCCAGAGTAGGA

AGG-GACGAAGTCTGATGATTAGAATAGTAGTCTA---GAAGCCAGGACAT---GGGG--CAACTAGGTGGCACAGTGAA

TAGAGCACCAGCCCTGAAATCAGGAGGATCTGAGCTCAAATCTGGCCTCAGACACTTACCATTTCCTAGCTGTGTGACCC

CTGGGCAAGTCACTTAACCCCNATTGTCCCAGCC-AAAAAAAG---------GACATCAAGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCTGGATGTAT--GTGAATCCAGACCAATTTTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GGCACTCCTTCATGCTGTATTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Ast 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTCCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTG--GGACCAT

----TAGTATACACTGGCACAGAAAGCTAGCACTT---A-TTGCTGCTTT------------AGAGGAGGAATGGAGAAG

AAGGCTGT---TACTCCATGCTAGGC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAACTCTCCACCCCACTTC------ATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGAAGT

TCATTATGGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACATCTTGGTGAATGGCTCAGTGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTTTA---AAAGCCAAGACAT---GGGG--CAACTAGGTGGCACAGTGGA

TAGACCACCAGTCCTGAAGTCAGGAGGATCTGAGTTCAAATCTGGCCTCAGACACTTACCATTTCCTAGCTGTGTGACT-

CTGGGCAAGTCACTTAACCCCAATTGTCCCAGCC-TAAAAAAG---------GACATCAAGACAT---TTGACTTCTCAT

GCCCACTTAAACACAAGCCTATATGTAT--ATGAATCCAGACCAATTGTTG-TAAGGTTGGTCCTCCTGTAA-GGACCAA

GACACTCCTTCATGCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Pgi 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTTCCCAAGGCAAGAATGGATTAGATTAGAGTTGTTTTT--GGACCAT

AGCGTAATGTACACTATCAGAGAGAGCTAGCACTT---ATTGGCTGCTTT------------GGAGGAGGAATGGAGAAG

AAGGCTGT---CACTCCATGCTAGGC-TTAGAG--TATTCATCCACTGTTACT---TCTCTTTGATATCAAGTCTGAGCC

AAGGATACCAACTCTCCTCTCTGTCTTCTTGTAATTCTAGATTATGTCCCTGGATTGTTCTTAAATATATTCAGGGAAGT

CCGTTATTGGGGAAGTGGTCTAGAATGGCAGCTTCCTAACATAACATTTTGGTGAATGGCTTAGTGACCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGAATAGTAGTCTA---GAAGTCAGGACAT---GGGG--CAACTAGGAGGCTCAGTAGA

TAGAGCACCAGCCCTAAATTCAGGAGGACCTGAGTTCAAATCTGCCCTCAGACACTTAACACATCCTAGCTGTGTGATC-

CTGGGCAAATCACTTAACCCCAATTGCCCCAGCCAAAAAAAAAA-TGTA---TAAGTTAGGACAT---TTGACTTCTCAT

ACCCACTTAAACACAAGCT-GGATGTAT--GTGAACCCAGACCAATTGATG-TAAAGTTGTTCCTCCTGTAA--GGCCGA

GGCACTCCTTTATGCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Sma 

GCTT-CCAAGTAAGTGCCAGATTCAATC--TTTTTCCCAAGGCAAGAATGGATTAGATTAGAGCTGTTTTT--GGACCGT

AGTGTAATGTACACTATCAGAGAGAGCTAGCATTT---ATTGGCTGCTTT------------GGAGGAAGAATGAAGAAG

AAGGCTAT-CACACTCTATGCTAGGC-TTAGAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTCTGAGCC

AAGGATACCAATTCTCC--CCCACTTC------ATTCTAGATTATGTCCCTGGATAGTTCTTACATGTATTCAGGGAAGT

CCATTATTGGG-AAGTGGTCTACAATGGCAGCTTCCTAACTTGACATCTTGGTGAATGACTCAATGGCCCCAGAGTAGGA

AGG-GACAAAGTCTGATGATTAGACTGGTAGTCTA---GAAGTCAGGACAA---GGGG--CAACTAAGTGGCTCAGTGGA

TAGAGCACCAGCCCTGAATTCAGGAGGACCTGAGTTCAAATCTGGACTCAGACACTTAACGCTTCCTAGTTGTATGACC-

CTGGGCAAGTCACTTAATCCCAATTGTCCCAGCCAAAAAAAAAATTGTA---GAAGTCAGGACAC---TTGATTTATCAT

GCCCACTTAAACACAAGTCTGGATGTAT--GTGAACACAGACCAATTGCTG-TAAGGTTGTTCCTCCTATAA-AGACCAA

GGTACTCCTTTATGTTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTACCTGGTCCTCCTGGCCCTCC

>Mfa 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTTTCCAAGTTAAGAATGGATTAGATGAGAGTTGTTTCT--GGACTCT

--GATAGTGTACACTACCAGAGAGAGAGAGCACCT---ATTGCCTGCTGA------------GA---AGGAATGGAGAAG

AAAGCTGT---CACTCCATGCTAGGT-TTAAAG--TATTCATCCATTGTTACT---TCTCTTTGAGATCAAGTTTGAGCC

AAGGATACTAATTCTTCA-TCCATCTC-ATGTCATTCTAGATTATGTCCCTGGATTGTT---AAATATACTCAGGAGAGC

CCATTGTTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGACACCTTGGTCAATGGCTCAGTGGCCC-AGAATAGAA

AGG-AACAAAGTCTGATGATTAGAATGGTAGTCTA---------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------TAAGTCAGGACAT---TTGACTTCTCAT

GCCTGCTTAAACACAAGCCTGAGTGTAT--GTGA----------------G-TAA------------------AGACCAA

GGCACTTCTTCATGCTATGGTTAATA-TGTATCTCTTT-GACTTCTAGGGACTACCTGGCCCTCCTGGCCCTCC

>Tcy 

GCTT-CCAGGTAAGTGCCAGATTCAATC--TTTTTCTCAAGGCAAGAATGGATTAAATGAGGGTTGTTTCC--AGACCAT

-----AGAGTACATGATCAGAGAGAGAGAGAACCT---ATTGGCTGATGA------------GGAGGAGGAATGGAGAAG

AAGGCTGT---CACTTCATGCTAGGC------------------TTTGTTACT---TCTCTTTGAGAGCAAGTCTGAGCC

AAGGATACCAACTCTCCA-CCCATCTC-ATTTCATTCTAGACTATGTCTCTGGATTGTTCTTAAATATACTCAGGGGAGC

CCATTATTGGG-AAGTGGTCTAGAATGGCAGCTTCCTAACATGATATCTTGGTGAATGACTCAGTGGCCCCCGAGTAGGA

AGT---------CTGATGATGAAAAAGGTAGTCTA---------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------GAAGTCAGGACAT---TTGACTTCTCAT

GCCTGCTTAAACACAAGCCTGACTGTAT--GTGAGCTTGGACCAATTGCTG-TAA------------------GGACCAA

GGCACCCCTACATGCTGT--TTAATA-TGTCTCTCTTT-GGCTTCTAGGGACTACCTGGCCCTCCTGGCCCTCC

>Mla 

GCTT-CCAGGTAAATATCAGATTCACTC--TTTTTCCCAAGACTGGAATGGGTTATATGAGGATTGTTTCA--GGACTAC

-----AGTGTATACTGTCAGAGGGAGATAGCACCT---ACTGGCTGCTGA------------GAGGGAGAA---------

AAGGTTGT---CACTACATTCTAGGC-TCTAAGAATATTCATCTTTTGTTA------------GAG-CC-----TGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AGGAAACAGATGGAGAGGCCTCATATTGT-TTTGG---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

TCCAGTCCTTTATCCTGTGTTTAATA-AGTATCTCTTT-GATTTCTAGGGACTTCCTGGCCCTCCTGGCCCTCC

>Iob 

GCTT-CCAGGTAAATATCAGATTCACTC---TTTTCCCAAGGTTGGAATCGATTAGATGAGGATTGTTTGA--GGACTAC

-----AGTGTATACAATCAGAGGGAGATAGCACTT--AACTGGTTGCTGA------------GAGGGAGAA---------

AAGGCTGT---CACTCTATACTAGGC-TCTAAAAATTTTCATCTTTTGTTACT---TCTTTCTGAGACCAAGTTCGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AAGAAACAGATGGATAGGCCTCATATTGT-TGTTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

TTCAGTCCTTCATCCTGTGTTTAATT-GGTATCTCTTT-GACTTCTAGGGACTTCCTGGCCCTCCTGGCCCTCC

>Eru 

GCTT-CCAGGTAAATATCAAATTCACTC---TTTTCCCAAGGTTGGAATGGATTAGATGAGGATTGTTTTA--GGACTAC

-----AGTGTATACAGTCAGAGGGAGATAGCACTT---ACTGGCTGCTGA------------GAGGGAGAA---------

AAGGTTGT---CACTCTATACTAGGC-TCTAAGAATTTTCATCTTCTGTTACT---TCTCTCTGAGACCAAGTTCGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AACAAACAGGTGGAGAGGCTTCATATTGT-TGCTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

CTCAGTCCTTCATCCTGTGTTTAATT-GGTATCTCTTT-GACTTCTAGGGACTTCCTGGCCCTCCTGGCCCTCC

>Pbo 

GCTT-CCAGGTAAATATCAGATTCACTC---TTTTCCCAAGGTTGGAATCGATTAGATGAGGATTGTTTCA--GGACTAC

-----AGTGTATACAATCAGAGGGAGATAGCACTT--AACTGGTTGCTGA------------GAAGGAGAA---------

AAGGCTGT---CACTCTATACTAGGC-TCTAAAAATTTTCGTCTTTTGTTACT---TCTTTCTGAGACCAAGTTCGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AAGAAACAGATGGAGAGGCCTCATATTGT-TATTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

CTCAGTCCTTCATCCTGTGTTTAATT-GGTATCTCTTT-GACTTCTAGGGACTTCCTGGCCCTCCTGGCCCTCC

>Nty 

GCTT-CCAGGTAAGTGCTGGATTCACTC--TTTTTCCCAAGGCAGAAATGGATAAAATGAGGCTTGTTTTT--GCATCAC

-----AGTGTATACTATCAGAGGGAGATAGTACCT---ACTGACTGCTAA------------GTGGGAGGAATGGAGGAG

AAGGCTAT---CACTCCATCCTAGGC-TCTTAGAATATTCATCTTTGGT--------CTCTCTGAAACCAAGTCTGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

ATAATACAGATGTTGAGGCCAACCATTGC-TGTTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

GTTACTCCTTCATCCTATGTCTAATA-TGTATTTCTTT-GGCTT-TAGGGACTTCCTGGCCCCCCTGGCCCTCC

>Pci 

GCTT-CCAGGTAAGTGCCAGATTCATTC--TTTTTCCCAAGGCAGGAATGGATTAGATAAGGGTTGCTTCT--GGACCAT

-----GGTGTACACTGTCAGAGGGAGAAAGCAGCACCTACTGGCTGCTAA------------GTGGAAGGAATGGAGGAT

AAGCCTGT---CACTCCATCCTAGGC-TCTTAGAATATTTATCCTTTGTTACT---TCTTTCTGAGACCAAGTCTGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AGGATGCAGGTGGAAAGACCACGTATTGC-TGTTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAA

GTCACTCCTTCATCCTGTATTTAATA-TGTTTCTCTTT-GGCTTCTAGGGACTTCCTGGCCCTCCTGGCCCTCC

>Tvu 

GCTT-CCAGGTAAGTGCCAGATTCACTCTTTTTTTTCTAAGGCAGGAATGGATTAGATGAGGGTTGTTTCT--GGACCAC

-----AACGTACACTGTCAGAGGGAAGTAGCACCT---ACTGGCTGCTGA------------GTGGGAGGAATGGAGGAA

AAGGCTGT---CATTCCATCCTGGGC-TCTTAGAATATTTATCCTTTCTTACT---TCTCTCTGAGACCGAGTCTGAACC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AGGATGCAGATGGAAAGACCACTTATTGC-TGTTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCGAA

GTCACTCCTTCATCCTGTGTTTAATA-TGTATCTCTTT-GGCTTCTAGGGACTCCCTGGCCCTCCTGGCCCTCC

>Meu 

GATT-CCAGGTGAGTGCCAGATTCATTC--TTTTTCCCATGGCAGGGATGGATTAGATGAGGGTTGTTTCT--GGACCAC

-----AGTGTACACTGTCAAAGAGAGATGGCACCT---ACTGGCTGCTGAGTGAGAGGAATGGAGGGAGGAGGTGAGAGG

AAGGCTGT---CACTCCATCCTAGTC-TCTTAGAATATTTATCCTTTGTTACT---TCTCCCTGAGACCAAGTCTGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AGGGTGAAGATGCAGAGACCACTTATTGC-TGTTA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGACCAA

GTCACTCCTTCATCCTGTGTTTAATA-T-----------------TAGGGTCTCCCTGGCCCTGCTGGCCCTCC

>Mdo 

GCTT-CCAGGTAAGTGCCAGATTAATTC--TTTTTACAAAGGAAGGAATGGATTAGATGAGGGCTATTTCT--GGATTGC

-----AATAGACAATGTCAGGGAAATAT--CACCT---ACTGCCTAAAGA------------GTGGGAAGAATGGAGGAG

AGGGCTAC---CACTCCATTTTAGGC-TCTTAGAATCTTCATCCTTTGTTACTATTTCTCTCTGAGACTGAATCTGAGCC

--------------------------------------------------------------------------------

-------------------------------------------------------------------------------A

AGGA--AAAATGGAAGTGCCACCTAGTGC-TTTGA---------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------------------GGGCCAG

ATTACTCCTTCATCCTGTGTTTAATA-TATGTCACTTT-GGTTTCTAGGGACTTCCTGGCCCTCCTGGCTCTCC

Marker 17
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--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------GAGGGGCAGCTAGGTGGTGCAGTGGATAGAGCACCAGCCCTGGAGTCAGGA

GGACCTGAGTTCAAATCCAGCCTCAGACACTTACTAG---CTGTGTGACCCTGGGCAAGTCACTTA-------------A

CCCCAATTGCCTCAAAAAAAAAAAAAA-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------

>Sha 

TGCCCAAGCGAGGTCTAGAGGTCAACAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAA--TTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTA-C

CTA--ATCACATCTTCATTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCTTGGGGGAGCAACCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCCGAGTTTAAATCTGGCCTCAGACACTTAATATTTCGTGT--GACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAA---------GGGGGGGATGGAGGGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGGTCTAGGAAATTAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-GA-GAGGTGTGGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATATCTAAGTGATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACCAACCTCAAGAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGATCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAAGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCCTGGCTTGATAAAC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAAT-TTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGACTCTACCCCTTCCC-ATATACCTTTA-C

CTA--ACCACATCTTTGTTCTTCG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAACCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTAAAGTCAGAA

GGACTCGAGTTTAAATCTGGCCTCAGACACTTAATATTTCCTGTGTGACCCTGGACAAGGGTCCAGGAGGACCCTTCTTA

CCCAAATTGCCTCAGCCAAAAAAAAA----------GAGGGGGGGGGGAAA---AG--AAAATGGGA-TGTC---ATAAA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-AA-GAGGTGTGGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATATCTAAATGATTTCATACCC--------AGGATAGCAGGAA

TGTGCTTTAA------ACTCTCACCAACCTCAAGCGCCAATAGGAGGCAACCCTGTATGAGATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAAGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAAAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTCA

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGGGAGATTCCCAGGTAAGGGACCATTCCCTTGGCTGGATACCT----TTT

TCTTTACCCCAAAGCCAGCTCTGAACATTAAACAGT-TTTGTTCACCAAAAAT--ATGCCCCTACAGATTTTACAAAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTTAC

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAACCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCTGAGTTTAAATCTGGCCTCAGACACTTAATATTTCCTGTGTGACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAA----------------GGGGGGGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGATCTGGGAAATTAA------------------TTTCTGAGGAAGCTT-CTTGGGACAGGAA-GA-GAGGTGTGGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATATCTAAGTGATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACCAACCTCAAGAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ATC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGATCA-TCCCTTGGCTTGATAACT----TCT

TCTTTACCCCAA-GTCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAACCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCTC-ATACACCTTTA-C

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAGCCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGATGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCCGAGTTTAAATCTGGCCTCAGCCAG-----ATTTCCTGTGTGACTCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAAAAAAAAAAGGCAGGGGGGGAGAGAG---AG--AAAATGGGA-TGTC---AAAAA

TAAGGGTCTGGAAAATTAA------------------TTTCTAAGAAACCTT-GTTGAAACAAAAA-AA-AAGGTGGGGG

GGGAAAGGTATCTC--TAATTTTTCTACCCGGG----ATATCTAAGTGATTTCATACCC--------AGGA--------A

TGACCTTTAA------ACTCTCACTAACCTCAAAAGCCAATAGAAGGCAATCCTGTGTGAAATACATCA-TTTTAACCCT

ATC----------ACC--CC--------------ACAGTCAAACCTTTTCCAAAAGAACCTGTACCCACCCACGGCTGGA

CCAAATGCTGCGCTCACAGCAAAGAAGTGGCTGGGGGGCAAGGATGCAGGCCCCCTACTTGTGTCCCTTA

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAGTTTTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTGTATCCCTTCCC-ATACACCTTTA-C

CTA--AGAACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGAGAGCAGCCTTTC

CATACAGCT---AGAAAACAAGAATGTT---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCTGAGTTTAAA-CTGGCCTCAGACACTTAATATTTCCTGTGTGACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAAAAA-GGGGTGGGGGGAGAAAGAGAA---AA--AAAATGGGA-TATC---ATAAA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGAAAGCTT-GTTGGGACAAGAA-AA-AAGGTGTGGG

TGGGAAGGTATCTC--TAAGTTTTCTACCCAGG----ATATCTAAGTGATTGCATACCC--------AAGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTATACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Dro 

TGCCCAAGCGAGGTCTAGAGGTCAACAAATGTGAGATTGCCAGGTAAGGGGCCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAGTTTTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCCAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTA-C

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAACCTTTC

CATACAGCT---AGAAAACAAGAATGTC---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCTGAGTTTAAATCTTGTCTCAGACACTTAATATTTTCTGTGTGACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAAA---GGGGGGGGGGGAAAGAGAGAG---AA--AAAATGGGA-TGTC---ATAAA

TTAGGGTCTAGGAAATTAA------------------TTTCTAAGGAAGCTT-GTTGGGACAGGAA-AA-AAGGTGTGGG

TGGGAGGGTATCTC--TAAGTTTTCTAGCCAGG----ATATCTAAGTGATTGCATACCC--------AGGATAGCAGGAA

TGAGCTTTAC------CCTCTCACTAACCTCAAAAGCCAGTAGGAGGCAACCCTATGTGAAATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAAACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGATCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GTCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTA-C

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAGCCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCACAGTGAATAGCGCACCAGCCCTGAAGTCAGAA

GGACCCGAGTTTAAATCTGGCTTCAGACACTTAATATTTCCTGTGTGACTCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAA-----GGGGGGGGGGGGGGGGGGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGGAAGCTT-GTTGGAACAGAAA-GA-GAGGTGTGGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAAG----ATATCTAAGTGATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAGCCTC--GAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------AC----------------CCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Dcr 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ACGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTATCCCTTCCC-ATACACCTTTA-C

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAGCCTTTC

CATACAGCT---AGAAAACAAGAATGTT---GGGGCAGCTAGGTGGCACAGTGAACAGAGCACCAGCCCTGAAGTCAGAA

GGACCCGAGTTAAAATCTGGCCTCAGACACTGAATATTTCCCGTGTGACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAA-----------GGTGGGGGGGAGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-GA-GAGGTGTGGG

TGGGAAGGTCTCTCT-TAAGTTTTCTAGCCAGG----ATATCTAAGTGATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAAGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTAGTGTCCCTTA

>Dby 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAATT----TCT

TCTTTAACCCAA-GTCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATGCCCCTCCAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCTTTCCC-ATACACCTTTA-C

CTA--ACCACATCTTCGTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGCAGCCTTTC

CATACAGCT---AGAAAACAAGAATGTT---GGGGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCCGAGTTTAAATCTGGCCTCTGACACTTAATATTTCCTGTGTGACCCTGGAGAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCAAAAAAAAA------------GGGGGGCGGGGAG---AG---AAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-GA-GAGGTGTGGG

TGAGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATATCTAAGTGACTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACAGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Mle 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAATGGATCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GTCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATGCCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTGTACCCCTTCCT-ATACACCTTTA-C

CTA--ACCGCATCTTCATTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGAGTAGCCTTTC

CATTCAGCT---AGAAAATAGGA-TGTT---GGAGCAGCTAGGTGGCACAGTGAATAGAGCACCAGCCCTGAAGTTCGAA

GGACCCGAGTTTAAATTTGGCCTCAGACACTTTATATTTTCTGTGGGAATTTGGGCAAATCATTTA-------------A

ACCAAAATTCCTTCGCCAAAAAAAAAAAAAAAAA--------GGGAGAGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAATTAA------------------TTTCTGAGGAAGCCT-GTTGGGACAGGAA-GA-GAGGTGTGGG

TGGGAAGGTATCTC--TAAATTTTCTAGCCAGG----ATATTTAAGTGATTTCATACCC--------AGGATAGCAGAAT

TGAGCTTTAG------GCTCTCACTAACCTCAAGAGCCAATAGGAGGCAACCCTGTGTGAGATACATCA-CTTTGACCCT

ATC----------ACC--CC-GCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACAGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Pta 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGGTCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATACCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTA-G

CTA--ACCACATCTTCATTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGATTCCCATTCCCTGGAGGACCAATCTTTC

CATATAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTA--ACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

AGACCCAAGTTTAAATCTGGCCTCCGACACTTAATATTTCCTGTGTGACCCCAGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCC-AAAAAAAAAAAA--------------GTGAAAA---AA--AAAATGGAA-TGTC---ATATA

TTAGGGTCTGGAAAAATAA------------------TTTCTAAGGAAGCTT-TTTGGAACAGGAA-AA-AAGGTGAAGG

TGGAAAGGTATCTC--TAATTTTTCTAGCCAGG----ATACCTAAGTGATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAGGAGGCAATCCTGTTTGAGATATGCCA-CTTTAACTCT

ATC----------ACC--CCTGCACCTTCCTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCGCTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCTCTTA

>Mlo 

TGCCCAAGCGAGGTCTGGAGGTCAACAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-GCCAGCTCTGAATACTAAACAGT-TTTGTTCACCAAAAAT--ATACCCCTACAGATTCTAC-AAGCT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-GTATACCTTTA-G

CTA--ACCACATCTTCATTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGACCAGTCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGACACAGTGAATAGAGCACCAGCCCTGAAATCAGAA

GGACCCAAGTTTAAATCTGGCCTCCGACACTTAATATTTCCTGTGTGACCCTAGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGCCCAAAAAAACAAAAAAAA---------GGTGAGAG---AG--AAAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAAATAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-GA-GAGGTGAAGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATACCTAAGTAATTTCATACCC--------AGGATAGCAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAGGAGGCAATTCTGTTTGAGATACACCA-CTTTGACCCT

ATC----------ACC--CCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATGCTGCACTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Ast 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCTCAA-GCCAGCTCTGAACACTAAATAGT-TTTGTTCACCAAAAAT--ATACCCCTACAGATTCTAC-AAGCT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTTCCC-ATACACCTTTA-G

CTA--ACCACATCTTCATTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------GGA-TCCCATTCCCTGGGGGACCAGTCTTTC

CATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGACACAGTGAATAGAGCACCAGCCCTGAAGTCAGAA

GGACCCAAGTTTAAATCTGGCCTCCGACACTTAATATTTCCTGTGTGACCCTAGACAAGTCACTTA-------------A

CCCAAATTGCCTCATCCAAAAAAAAAAAAA---------------TGAAAA---AA--AAAATGGGA-TGTC---ATAAA

TTAGGGTCTGGGAAAATAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-AA-AAGGTGAAGG

TGGGAAGGTATCTC--TAAGTTTTCTAGCCAGG----ATACCTAAGTGATTTCACACCC--------AGGATAGCAGGAA

TGAGCTTTAA------ACTCTCACTAACCTCAAAAGCCAATAGGAGGCAATCCTGTTTGAAATACACCA-CTTTGACCCT

ATC----------ACC--CCTGCACTTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCTACGGCTGGA

CCAGATGCTGCGCTCACAGCAAAGGAGTGGTTGGGGGGCAAGGATGCAGGACCCCTACTTGTGTCCCTTA

>Pgi 

NNNNNNNNNNNNNNNNNNNNNNNNNTAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCT

TCTTTACCCCAA-TCCAGCTCTGAACGCTAAACAGT-TTTGTTCACCAAAAGT--ATACCCCTACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCTTTCCC-AAAC---------

-------CACATCTTCCTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------TATTTTGGGA-TCTCAGTCCCTGGGGGACCAGCCTTT-

-ATACAGCT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCACAGCGGATAAAGCACCAGCCCTGAAGCCAGAA

GGTCCCGAGTTCAAATCTGGCCTCAGAAACTTAATATTTCCTGTGTGACCCTGGACAAGTCACTTA-------------A

CCCAAATTGCCTCAGC-AAAAAAAAAAAAAAAAAAA-----GGGGAAAAAA---AA--AAAAAGGGA-TGTC---ATATT

TTAGGGTCTGGGAAAATAA------------------TTTCTGAGGAAGCTT-GTTGGGACAGGAA-GA-GAGGTGAGGG

TAGGAAGGTATCTCT-TGCATTTTCTAGCCAGG----ATATCTAAGTGA-TTCATACAC--------AGGATAGCAGGCA

TGAGCTTTAG------ACTCTTACTGACCTCAAGAGCCAATAAGAGGCAACCCTGTGTGAGATACACTA-CTTTGACCCT

ATC----------ACCACCCTGTACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACAGCTGGA

CCAGATCCTGCGCTCACAGCAGAGGAGTGGCTAGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCTCTTA

>Sma 

NNNNNNNNNNNNNNNNNNNNNNNNNTAAATGTGAGATTGCCAGGTAAGGGACCA-TCCCTTGGCTTGATAACC----TCC

TCTTTTCCCCAA-GCCAGCTCTGAACACTAAACAGT-TTTGTTCACCAAAAAT--ATACCCCTACAGATTCTAC-AAGTT

ACATGGACGAAAGTGTGAGCCCATTGCTATGACTGTACCTAGGAAGGTAAGATTCCACCCCTTCCC-ATACACCTTTA-C

CTA--ACCACATCTTCCTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------TTCTTT-GGAAT--CAGTCCCTGAGGGACCAGCCTTT-

-ATACAACT---AGAAAACAGGA-TGTT---GGGGCAGCTAGGTGGCGTAGTGGATAGAGCACCAGCCCTGAAGTCATTA

GGACCTGAGTTCAAATTTGACCTCAGACATTTAATATTTCCTGTGTGACCCGGAACAAGTCACTTA-------------A

CC---------TCAGC-AAAAAAAAAAAAAAAA--------------AAAA---AA--AAAAAGGGAATGTC---AAAAA

TTAGTTTCGGGAAAAAAAT------------------TTTCAAAAAAACTTT-GCTGGAACAGAAA-AA-AAGGTAAGGG

GGGAAAAATATTTTT-TAATTTTTCAACCC-GGA---ATATATAATTGATTTTATACCC--------AAAATACCAGAAT

TGA-CTTTAA------AA-CTCA--ACCCTCAAAACCCAATAGAAGGAACCCCTGTGTAAGATACACTA-CTTTAACNNN

NNN----------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTAAGGGATCA-TCCCTTGGCTTGATAACTACCTTCT

TCTTTGCCCCAA-GCCAGCTCTGAATACTAAACAAT-GTTGTTCACCAAAAAT--ATACCCCTACAGATTCTAC-AAGTT

ACATGAACGCAAGTGTGAGCCCATTGCTATGACTGTACCTAGGAAGGTAAGATTCTACGCCTCTCC-ATACATCTTTA-C

CTA--ACCACATCTTTCTTCCTTT--------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------GTTCTTCTGGA-TCCCATTCCCTAAGGAACTTGCCTTTC

CATACAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--AAAATGGGA-TGTC---ATCGA

TTAGGGTCTGGGAAAATAA------------------TC-CTGAAGAAGGTT-GTTGGTACAGGAA-CA-GGGGTGAGT-

-----------------GAGTTTTCTAGCCAGG----ATATCTAAGTGATTTCATACAC--------AGGATAACAGGAA

TGAGCTTTAG------ACTCTTACTAATCTCAAGAACCAATAGGGGACAACCCTGGGTGAGATACACCA-CTTTGAC--T

ATC----------ATC--CCTGTAACTTAGTCCCACAGTCAGGTCTCTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATCCTGCGCTCACGGCAGACGAATGGTTTGGGGGCAAGGATGCAGGGCCCCTACTGGTGTCCCTTA

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNTAAATGTGAGATTGCCAGGTAAGGGACCA-TTCCTTGGCTTGATAACCATCCTCT

TCTTTACCCCAA-GCCAGCTCTAAACACTAAACAGT-TTTGTTCACCAAAAAT--ATACCCCCACAGATTCTAC-AAGTT

ACATGAACGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTAAGATTCTACCCCTCCCC-ATACACCTTTA-C

CTA--ACCATATCTTCCTTCTTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------TTCTTCTGGA-TCCCATTCCCTGGGGAACCAGCCTTTC

CATACAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--AAAATGGGA-TGTC---ACAGA

TTAGGGTCTGGGGATATAA------------------TC-CTGAGGAAGGCT-GTTAGGACAGGAA-CA-GGGGTGAGGG

TAAGAAGATACCTC--TATGTTTTCTAGCCAGG----ATATCTAAGTGATTTCATTCAC--------AGGGTAACAGGAA

TGAGCTTTAG------ACTCTCACTAACCTCAAGAGCCAATAGGAGGTCTCTCTGTGTGAGATACACCA-CCTTGACCCT

ATC----------ATC--CCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

TGCCCAAGCGGGGTCTGGAAGTCAATAAATGTGAGATTGCCAGGTGAGTTACCT-TCCCTTGGCCTAGTCACCACTTTTT

TCTTTACCCCAA-GCCAACACTGACCA----------TTAGCTCACCAAAAAT--ATCTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGAAAGGTGAGATTCAAACTTGCCCC-ATACACCTTTA-C

TGAGTTTCACATCCTCTTCCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCTGGG-TCCCATTCTCTGGGGACCAAGCCTTTT

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--ACAATGGGA-TGTC---ATAGA

TGAGGGG----------------------TCACCATCTCTATGAGGAAGGCT-GTTGGGGAAGG---GAA----------

---------ATGTC--TGAGTCTTATAGCCAGG----ATATC--AGTGATTTCATATGC--------AGGGTCACAGGGA

GTAATTTTAG------GATCT--CTACCCCCAAAAGCCAGTAAGAAGCAAGCCTGTGTGAGGTACAACA-CCTTGACCCT

ATC----------ATC--TCTGCACTTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACAGCTGGA

CCAGATCCTGCACTCACAGCTGAGGAGTGGCTGGGAGGCAAGGATGCGGGGCCCCTACTTGTGTCCCTCA

>Iob 

TGCCCAAGCGGGGTCTGGAAGTCAATAAATGTGAGATTGCCAGGTGAGTTACCT-TCCCTTGGCCTGGTCACCCCTCTTT

TCTTTATCCCGA-GCCAACACCGACCA----------TTAGCTCACCAAAAAT--ATCTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTACCTAGAAAGGTAAGATTCGAACTCTCCCC-ATACACCTTTA-C

TGAGCTTTACATCCTCCTCCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCTG---------TCCCTAGGGACCCAGCCTTTT

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--ACAATGGGA-TGTC---ATAGA

TGAGGGT----------------------TCACCATCTCTGTGA---AAGCTAGTTGGGGT-GGAAACAAGGAGTGGG--

----AAA--ATGTC--CAAGTCTTACAGAGGGG----CAAAC--AGTGATTTCATATGT--------ACGGTCACAGGGA

GTAGCATTAGCATTAGTTTCTCTCTATCCCC---AGCC---------------CATGAGACGTACAACA-CCTTGACCCT

ATC----------ATC--TCTGCACATTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCTACAGCTGGA

CCAGATCCTGCACTCACAGCTGAGGAGTGACTGGGAGGCAAGAATGCAGGGCCCCTACTTGTATCCCTCA

>Eru 

TGCCCAAGCGGGGTCTGGAAGTCAATAAATGTGAGATTGCCAGGTGAGTTACCT-TCCCTTGGCCTGGTCACCCCTCTTT

TCTTTATCCCGA-GCCAACACCAACCA----------TTAGCTCACCAAAAAT--ATCTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGAAAGGTAAGATTCGAACTCTCCCC-ATACACCTTTA-C

TGAGTTTTACATCCTCCTCCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------GTCTTCTG---------TCCCTAGGGACCCAGCCTTTT

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--ACAATGGGA-TGTC---ATAGA

TGAGGGT----------------------TCACCATCTCTGTGAGGAAGGCTAATTGGGGT-GGAAATAAGGAGTGGG--

----AAA--ATGTC--TGAGTCTTACAGAGGGG----AAAAC--AGTGATTTCATATGT--------AGGGTCAGAGGGA

GTAGCATTAG------GCTCTCTCTATCCCCAACAGCC---------------TGTGAGAGGTACAACA-TCTTGACCCT

ATC----------ATC--TCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCTACAGCTGGA

CCAGATCCTGCACTCACAGCTGAGGAGTGGCTGGGAGGCAAGAATGCAGGGCCCCTACTTGTGTCCCTCA

>Pbo 

TGCCAAAGCGGGGTCTGGAAGTCAATAAATGTGAGATTGCCAGGTGAGTTACCT-TCCCTTGGCTTGGTCACCCCTCTTT

TCTTTATCCCGA-GCCAACACCGACCA----------TTAGCTCATCAAAAAT--ATCTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGAAAGGTAAGATTCGAACTCTCCCC-ATACACCTTTA-C

TGAGCTTTACATCCTCGTCCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCTG---------TCCCTAGGGACCCAGCCTTTT

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--ACAATGGGA-TGTC---ATAGA

TGAGGGT----------------------TCACCATCTCTGTGAGGAAAGCTAGTTGGGGT-GGAAACAAGGAGTGGG--

----AAA--ATGTC--TGAGTCTTACAGAGGGG----AAAAC--AGTGATTTCATATGT---------------------

--AGCATTAG------G----CTCTATCCCC---AGCC---------------TGTGAGAGGTACAACA-CCTTGACCCT

ATC----------ATC--TCTGCACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCTACAGCTGGA

CCAGATCCTGCACTCACAGCTGAGGAGTGGCTGGGAGGCAAGAATGCAGGGCCCCTACTTGTATCCCTCA

>Nty 

TGCCCAAGCGAGGCTTGGAGGTCAACAAATGTGAGATTGCCAGGTGAGGGACCA-TCCCTTGGCCTGGTCACCCCTTTCT

TCTTTA-CCCAA-GCCAGCACTGATGATTAGACAGT-TTTGCTCACCAAAATT--ATGTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGAAAGGTGAGA-------CCTCTCC-ATACACCTTTA-C

CTTGATTTACATCTTCCTTCCTTGGGGCAGCTAGATGGTCCAGTGGATAGAGCACCGGCCTTGGACTTAGGAGGACCTGA

GTTCAAATCCAGCCTCAGACACACACTTGATATGTACTAGCTTTGTGACCTTGGGCAAGTCACTTAACCCCAATTGCCTT

GCAAAGAAAAAAAAAAAAGAATTGATACATCTTCCTTCCTTGATAATCTGTG-TCCTATTCCCTGGGGAACCAAAATTTC

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AGGTGGAATGGGA-TGTC---ATAAA

TTAGGATCTGAAAAAATGGTTCTGAGGGTTCAACATCTTCACAAGGAAGGCT-GTTGGGGTAGGAAA-AGGGA-TGAGGG

TGGAAAG--ATGCCTCTGAGTCTTATATCCAGGAAGGATATCAGGGTTATTTCACACCCTGGGTAAGAGGGTAACAGGAA

TGAGCTTTAG------CCTCCCACTACCCCCAAGAGCCAGTAAGGGGTATCCCTGTG--AGGTACAACA-CCTTGACTCC

ACT----------ATC--CCTGTACCTTACTTCCACAGTCAGATCTTTTCCAAGAGGATCTGTACCCACCCACAGCCGGA

CCAAATCCTGCACTGACAGCAAAGGAATGGCTGGGGGGCAAGGATGCGGGGCCCCTACTTGTGTCCCTTA

>Pci 

TGCCCAAGCGGGGCCTGGAGGTCAACAAATGTGAGATTGCCAGGTGAGGGACCA-TCCGTTGGCCTGGTTACCCCTTTCT

TCTTTACCTCAC-GCCAGCACTGATCACTAGGCAGT-TTTGCTCACCAAAAAA--ATGTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAGCCCATTGCTATGACTGTGCCTAGGAAGGTGAGATTCTACCCCTCCCC-ATATACCTTTA-C

CTAGCTTTACATCTTCCTTCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCCAGG-TCCCTTTCCCTGGGGAATCAGCCTTTC

CACCCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------GG--ATAAAGGGA-TATT---ATGGA

TTAGGATCTGGGAAGATGGTCCTGAGGGTCCAACACCTTCATGAGGAAGGCT-GTTTGCATAGGAATGGGGTGGGGAG--

---------GTATCTCTGAGTCTTACAGCCAGG----ATATCAGAGTGATTTCACACCC--------AGGGTACCTGGAA

TGAGCTTTAG------GCTCTCACTACCCCCAAGAGCCAGTAGGTGGTAACACTTTGTGAGGTACAACA-CCTTGACCCC

ACC----------ATC--CCTGCATCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATCCTGCACTCACAGCAGAGGAGTGGCTGGGGGGCAAGGATGCAGGGCCCCTACTTGTGTCCCTTA

>Tvu 

NNNNNNNNNNNNNNNNNNNNNNNNNCAAATGTGAGATTGCCAGGTGAGGGACTA-TCCCTTGGCCTGGTTACCCTTT-CC

TTTTTACCCCAA-GCCAGCACTGACCACTAGGCAGT-TTAGCTCACCAAAAATGTATGTCCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGTGAACCCATCGCTATGACTGTGCCTAGGAAGGTGAGATCCTACCCCTCCCC-ACACACGTTTA-C

CTAACTTTCCATCTTCCTTGCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCTGGG-TCCCATACCCTGGGGAACCAGCCTTTC

----CA-CT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------GG--ACAATGGGA-TGTC---ATAGA

TCAGGGTCTGGGAAGATGGTCCTGAGGGTCCAACATCTCCATGAGGAAGGCT-GTTGGGGTAGGAA-GGAGGAGGGAA--

-AGGGGG--GTGG-------------------------------------------------------------------

--------------------------------------------------------------TAT-----CTCAGACCCC

ACC----------CTC--CCTACACCTTACTCCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATCCTGCGCTCACAGCAGAAGAATGGCTGGGCGGCAAGGACGCAGGGCCCCTACTTGTGTCTCTTA

>Meu 

TGCCAAAGCGAGGCCTGGAGGTCAACAAATGTGAGATTGCCAGGTGAGGGATCA-TCCCTTGGCCTGGTTACCCTTTCCT

TCTTTATCCCAA-GTCAGCACTGACCACTAGGCAAT-TTTGCTCACCAAAAAT--ACATTCCTACAGATTCTAC-AAGTT

ACATGAGCGGAAGTGCGAACCCATTGCTATGACTGTGCCTAGGAAGGTGAGATTCTATGCCTCCCCCATACAGCTTTA-T

CTAGCTTTCCATCTTCCTTCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCTTCTGGG-TCCCATTCCCTGGGGAACCAGCCTTTC

CACTCAGCT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------GC--ATAATGGGA-TGTC---ATAGA

TTAGGGTCTGGGAAGATGGTCCTGAGGGTCCAACATGTCCATGAGGAAGGCT-GTTGGGGTAGCAATGGAGGTGGGAG--

TAGGGAG--GTATCTCTGAGTCTTATAGCCAGG----ATATC--AGTGATTTCACATCC--------AGAGTAACAGAAA

TGAGCTTTAG------GCTCTCACTACCCCCAAAAGCCAGTAGAAGATGACCCCTTGTGAGGTACA----CCTTGACCCT

ACC----------ATC--CCTGCACCTTACTCCCACAGTCAGACCTTTTTCAAGAGGACCTGTACCCACCCACGGCTGGA

CCAGATCCTGCGCTCACAGCAGAGGAGTGGCTAGGGGGCAAGGACGCAGGGCCCCTACTTGTGTCCCTTA

>Mdo 

TGCCCAAGCGAGGCTTGGAGGTCAACAAATGTGAGATTGCCAGGTGAGGGA------CCTTGGCCTGGTCACCCCCTTTC

TTTTTATCCCAA-GCCAGCCCTGACCTCTTGGTAAT-TTTGCTCATCAAAAAT--ATGTCTCTACAGATTCTAC-AAGTT

ACATGAGCGAAAGTGTGAACCCATTGCTATGACTGTGCCTAGAAAGGTGAGATTCTATCTCTCCCCCAGATACCTTTAAC

CTAGCTTTACATCTTCTTTCCTTG--------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------ATCCTCTGGG-TCCCATTCCCTGAGGAACCAGCTTTTA

CGCCCAGTT-----------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------------AG--GTATTGGGA-TGTC---ACAGA

TTAGAGTCTAGGAAGCTGGTCC-------------------TAAGGGTCTCA-CATGGGGTAGGAATGAGGGTGG-AGGC

TGGGAA---GTATC-------CTT-TATCCAGA----ATATCAGAATGATTTCACACTC--------AGGGTAACAGAAA

TGAGCTTTAG------GTTCTCACTATCCCCAAGAGCCAGTAAGAGGCAATTCTGTGTGAG--ACCCCATCCTTGACCCC

CCCCCCCCGCCCCATC--TCTGCTTCTTACTTCCACAGTCAGACCTTTTCCAAGAGGACCTGTACCCACCCACAGCTGGA

CCAGATCCTGCACTCACAGCTGAAGAATGGCTGGGGGGCAAGAATGCAGGGCCCCTACTTGTGTCCCTTA
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>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------TTTTTTTTTT----------TTTTGAGGCAATTGGGGTTAAGTGACTTGCCCAGG-GTCACACA

GCTA----------GTAAGTGTCTGAGGCTGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCTGGTGCTCTATCCACTG

CACCACCTAGCTGCCCCTC-------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------

>Sha 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCACATAGGACTTAGTGAAGG-GG-CCTGACATC--------------

------------------AGGGATGTGGCCACAAGAGAAGA--------------------CCTGAAACCCCACTTATAC

TGGGTCCCTCCTGATTAGGGAGTTTGTACACATGCCTTTCCAG-AATCCAAACTAAGATACGAAGCTTCCATCTG-GTTC

TGACTTG------AAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTC------------------

-------------TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G--TTTTTTCGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

T------------------------AGACTACATTTGAACTCAAGTCCTCCTGACTTCAGGGCTGATGCTCTATACACTG

TACCACCTAATTGCTCCCC---TGG-CCCACTT---CTTAT-GATCATGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GCAG-TATGTGCTAGGGTTTTTTTC

TTTTTTTTTTTTTTTTTTGTCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAACCAAGCCTTACAATTGTTTGT

TAGAT----CTAAGATTTTTTTTTTTTA-------ACTGTCTTT-----------------------------GTGTCCC

CATACTT--ATGTCTT--TGAGACCCAGAACATTT-TCATAAACTAATCAGCATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGCTTGAACCTAATGTCAGTGAGTG----------------

TCAACAGTACCAAATCTCTATGCTGATTAAATCTTAACTGTGACTATGA-TCAGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGAAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTAGTGTGCATGAGTTTGGCCAATGTGCCTCCTGGGGAGCAACGC

>Dge 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCTCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCACATAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------CCTGAAATCCCACTTATAC

TGGGTCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGCAAAGCTTCCATCTG-GTTC

TGACTTG------AAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTC--GAGTTC-AATTTTT

-GCCCTCTTC---TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G--TTTTTTTGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGC-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCCTCCTGACTTCAGGGCTGATGCTCTATACACTG

TACCACCTAATTGCTCCCC---TGG-CCCACTT---CTTAT-GATCATGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTTTTGCAG-TATGTGCGGGGCTTTTTTT-

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAACCAAGCCTTACAATTGTTTGT

TAGAT----CTAAGATTTTTTTTTTTTT-------ATTGTCTTT-----------------------------GTGTCCC

CATACTT--ATGTCTTTTTGAGACCCAGAACATTT-TCATAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGCGTGAACCTAATGTCAGTGAGTG----------------

TCAACAGTACCAAATCTCTATGCTGATTAAATCTTAACTGTGACTATGG-TCAGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGTTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTAGTGTGCATGAGTTTGGCCAATGTGCCTCCTGGGGAGCAACGT

>Pdo 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGGCAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCACGTAGGACTTAGTGAAGG-GG-CTTGACATCAGGGTTGT------

--------AGCTGCTT--AGGAATGTGGCCACAAGAGAAGA--------------------GCTGAAATCCCACTCATAT

TGGGTCCCTCCTGATTAGGAAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCGTCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTC-----TTT-GATTTTT

-GCCCTCTTC---TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G--TTTTTTTGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCCTCCTGACTTCAGGGCTGATGCTCTATACACTG

TACCCCT-AATTGCTCC----------------------------CATGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGAGCTTCAGTCTGTAGGTATTGTTACTTT--GAAG-TATGTGCGGGGGTATTTTTT

-------------------GCCTCT--AAG----------------------------------CCTTACAATTGTTTGT

TAGAC----CTAAGATTTTTTTTTTTTTT------ATTGTCTTT-----------------------------GTGTCCC

CATATTT--ATGTCTTTTTGAAACTCAGAACATTTTTCATAAATTAATCAGTATAAATTGGT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTT--TCAAAGGGCGTGAACCTAATGTCAGTGAGTG----------------

TCAATAGTATCAAACCTCTTTGCTGATTAAATCTTAATTGTGACTATGGTTCGGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pbi 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCAATTTCCCATGTAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAT

TGGGTCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTGGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTT-GATTTTT

-GCTCTCTTC---TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCATAGACT---TGGCC----AAG

TT---G--TTTTTTTGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTTACACA

G------------------------TGGCTACATTTGAACTCAAGTCCTCCTGACTTCAGGGCTGATGCTCTATACACTG

TACCACCTAATTGCTCCTC---TGG-CCCACTT---CTTAT-GATCATGGTCCATTTATGATTTTCTAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GCAG-TATGTGCAGGGGTTTTTTT-

-------------------GCCTCT--AAGTCT--GG---ATTTTCTT-----CAAAAACCAAGCCTTACAATTGTTTGT

TAGAC----CTAAGATTTTTTTTTTT---------ATTGTCTTT-----------------------------GTGTCCC

TATACTT--ATGTCTTTTTGAGACCCAGAACATTT-TCATAAAGTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATGTCTC--TCAAAGGGCATGAACCTAATGCCAGTGAGTG----------------

TCAACAGTACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGTAGACAGTAAT-------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTACAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTAGTGTGCATGAGTTTGGCCAATGTGCCTCCTGGGGAGCAACGC

>Pap 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGCGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGATTACCTTAA-CACTGCCATCCACTTTCCCACGTAGGACTTAGTGAAGG-GG-CCTGACATCAGAGTTGT------

--------GGCTGCTT--AGGGATGTGGCCATAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGTCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTC-GATTTTT

-GCCCTCTTC---TCAAATATGTATATCTTTTGTAA--GGA-CACAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G-TTTTTTTTGTTTTTGTTTTTGTTGTT---TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCCCCCTGACTTTAGGGCTGATGCACTATACACTG

TATCACCTAAATGCTCCTC---TGG-CCCACTT---CTTAT-GATCATGATCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GCAG-TATGTGCGGGGTTTTTTTT-

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAACCAAGCCTTACAATTGTTTGT

TAGAC----CTAAGATTTTTTTTTTTT--------ATGGTCTTT-----------------------------GTGTCCC

CATACTT--ATGTCTTTTTGAGACCCAAAACTTTT-TCACAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGCGTGAACCTAATGTCAGTGAGTG----------------

TCAATGGTACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAGAATAGCTCTCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTGGTGTGCATGAGTTTGGCCAATGTGCCTCCTGGGGAGCAACGC

>Dro 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTTACAGGAGGAGAATTGGTCTACTTTGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCATGTAGGACTTAGTGAAGG-GG-CCTGACATCAAGGTTGT------

--------GGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGTCCCTCCTGATTAGGGAGTTTCCACACATGTCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTCAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTACTCTTGAGTTC-AATTTTT

-GCCCTCTTC---TCAAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCTGTAGACT---TGGCC----AAG

TT---G----TTTTTGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

G------------------------AAGCTACATTTGAACTCAAGTCTTCCTGACTTCAGGGCTGATGCTCTAT--ACTG

TACCACCTAATTGCTCCCC---TGG-CCCACTT---CTTAT-GATCACGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

CT-GGTAATTATTT---TCTTTGAGGGTTTCAGTCTGTAGGTATTGTTACTTT--GCAG-TATGTGCGGGGTTTTTTTT-

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CNAAAACCAAGCC-TA-AATTGTTTGT

TAGAT----CTAAGATTTTTTTTTT----------ATTGTCTTT-----------------------------GTGTCCC

CATACTT--ATGTCTTTTTGAGACCCAGAACATTT-TCATAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAAGGTGTGAACCTAATGTCAGTGAGTG----------------

TCAATAGTACCAAACCTCTATGCTGATTAAATCTTAATTGTGCCTATGG-TCAGAATAGCTCTCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGCTTAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTAGTGTGCATGAGTTTGGCCAATGTGCCTCCTGGGGAGCAACGC

>Pma 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCAATTTCCCACGTAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGGATGTGGCTACAAGAGAAGA--------------------GCTGAAACCCCACTCATAT

TGGGTCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTT-GATTTTT

-GCTCTCTTC---TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G--TTTTTTTGTTTTTGTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTTACACA

G------------------------AGGCTACATTTGAACTCAAGTCCTCCTGACTTGAGGGCTGATGCTCTATACACTG

TACCACCCTATTGCTCCTC---TGG-GCCACTT---CTTAT-GATCATGGTCCATTTATGATTTTCTAGAGAAAAGGAAG

TTTGGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GCAG-TATGTGCGGGGTTTTTTT--

-------------------GCCTCT--AAGTC--TGG---ATTTTCTT-----CAAAAACCAAGCCTTACAATTGTTTGT

TAGAC----CTAAGATTTTTTTTTT----------ATTGTCTTT-----------------------------GTGTCCC

TATACTT--ATGTCTTTTTGAGACCCAGAACATTT-TCATAAAGTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATGTCTC--TCAAAGGGCATGAACCTAATGCCAGTGAGTG----------------

TCAACAGTACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGTAGACAGTAAT-------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTACAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dcr 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCAAGTAGGACTTAGTGAAAG-GG-CCTGACATCAGGGTTGT------

--------AGCCGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGTCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCTAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTC------TT-GATTTTT

-GCCCTCTTG------AATATGTATATCTTTTGTAA--TGA-CAC-----TAATTTCCGTAGACT---TGGCC----AAG

TT---G--TTTTCTTGTTTT-GTTTTT---------TGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCCTCCTGACTTCAGGGCTGATGCTCTATACACTG

TACCACCTAATTGCTCCCC---TGGCCCCAC-T---CTTAT-GATCATGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGGTTCAGTCTGTAGGTATTGTTACTTT--GAAG-TATGTGCGGGATTTTTTTTT

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAACCAAGCCTTACAATGGTTTGT

TAGAC----CTAAGATTTTTTTTTTTT--------ATTGTCTTT-----------------------------GTGCCCC

CATACTT--ATATCTTTTTGAGACCCAGAACATTT-TCATAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGCGTGAACCTAATGTCAGTGAGTG----------------

TCAATAGTACCAAATCTCTATGCTGATTAAATCTTAATTGTGATTATGG-TCCGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTTCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dby 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCACGTAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------AGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGGCCCTCCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-GATCCAAACTAAGATGTGAAGCTTCCATATG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTC------TT-GATTTTT

-GCCCTCTTC---TCAAATATGTGTACCTTTTGTAA--TGA-CAC-----TAATTTCCATAGACT---TGGCC----AAG

TT---A--TTTTTTTGTTTTTGTTTTT---------TCCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAGA-GTCACACA

G------------------------AGGCTACATTTGAACTCCAGTCCTCCTGACTTCAGGGTTGATGCTCTATACACTG

TACCACCTAATTGCTCCCC---TGG-CCCACTT---TCTAT-GATCATGGTCCACTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGGTTCAGTCTGTAGGTATTGTTACTTT--GAAG-TATGTGCGGGGTTTTTTTTT

-------------------GCCTTT--AAGTTTTTGG---ATTTTTTT-----CAAAAACCAAGCCTTACAATGGTTTGT

TAGAT----TTAAGTTTTTTTTTTTTT--------ATTGTCTTT-----------------------------GTGCCCC

CATACTT--ATGTCTTTTTGAGACCCAGAACATTT-TTATAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGCGTGAACCTAATATC----AGTG----------------

TCAATAGTACCAAATCTCTATGCTGATTAAATATTAATTGTGATTGTGG-TCAGAATAGCTCCCCTGT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTTCTTATGTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mle 

TTGTAAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCTACTTTCCCACGTAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGTCCCTTCTGATTAGGGAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCGGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTC-GATTTTT

-GCCCTCTTC---TCAAATATGTATATCTTTTGTAA--TGA-CCCAAATTTAATTTCCGTAGACT---TGGCC----AAG

TT---G-TTTTTTTTGTTTTTGTTTTTGTTGTTGTTTGCTGAGGCAGTTGGGGTTAAGTGACTTGCCTAAA-GTCACACA

G------------------------AGGCTACATTTGAACTNCAGTCCTCCTGACTTCAGGGCTGATGCACTATACACTG

TATCACCTAATTGCTCCCC---TGG-CCCACTT---TCTAT-GATCATGATCCACTTATGATTTTTCAGAAGAAAGGAAG

TT-GGTGATTATTT---TCTTTGAGGGCTTCAGTCTGTAGATATTGTTACTTT--GCAA-TATGTGCGGGGGTTTTTTT-

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAACCAAGTCTTACAATTGTTTGT

TAGAC----CTAAGATTTTTTTTTTATT-------ATTGTCTTT-----------------------------ATGTCCC

CATACTT--GTGTCTTTTTGAGACCCAGGACATTT-TCATAAACTAATCAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAATATCTC--TCAAAGGGTGTGAACCTAATGTCAGTGAGTG----------------

TCAATAGTACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAGAATAGCTCTCCTGT---CTCTTCATC

CCCTTATGCAGACAGTATGGTCAGAATAACTCTCCTGTCTCTTCATCCCCTTATGCAGACAGTGTGGTCAGAATAGCTCT

CCTGTCTCTTCATCCCCTTATGCAGACAGTAATA-TTCCTCTGTTCTTATCTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Pta 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGACATCCACTTTCCCACATAGGACTTAGTGAAGG-GG-CCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGATTGTGGCCACAAGAGAAGA--------------------GCTGAA-------TCGTAC

TGGGTCCCTCCTGATTAGGAAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGTTTTAGAAAAGTCAGCCCAT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTT-GATTTTT

-GCCCTCTTC---TCGAATATATATATCTTTTGTAA--TGA-CACAAATTTAATTCCCAGGTTTT---TTTTTTTTGGTT

GG---TTTGGTTTTGGTTTTGGTTTTTTTTTT----GGCTGAAGCAGTTGGGGTTAAGTGACTTGCCTAGG-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCC---TGACTTCAGGGCTGGTGTTCTATACCCTA

TACCACCT-AGTTGCCCC----TGG-CCCATTT---CTTCT-GATCATGGTCCATTTATGATTTTCCAGAAGAAAGGAAG

TT-GGTGATTATTT---CCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GTAG-TATATGCTGGGTTTTTTT--

-------------------GCCCCT--AAGTCTTTGG---ATTTTCTT-----CAAAAATCAAGCCTTAAAATTGTTTGT

TAGGT----CTAAGATTTTTTTTT-----------ATTGTCTTT-----------------------------GTGTCCC

CATACTTGTATATCTCCTTGAGAC-CTATATAGTT-TCATAAACTATTCGGTATAAGTCAGT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAGTATCTT--TCAAAGGGCTTGAACCTAATGTTAGTGAGTG----------------

TCAATAATACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAAACTAACTCCCCCAT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATC-TTCCCTTGTTCTTATGTTTGCAGTCAGGACAGCTGAATGAATATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mlo 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCTACTTTCCC---------------------------ACAT-AGGGTTGT------

--------GGCTGCTT--AGGATTGTGGCCACTAGAGAAGA--------------------GCTGAAACCCCACTTGTAC

TGGGTCCCTCCTGATTAGGAAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCTGT----------TG-AATAGCTT-CATGTCATGCTTCTCTTGAGTTT-GATTTTT

-GCCCTCTTC---TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATTTCCATAGACT---TGGCC----CAG

TG---------------TTTTGTTTTTTTT------TTCTGAAGCAGTTGGGGTTAAGTGACTTG-CTAGG-GTCACACA

G------------------------AGGCTACATTTGAACTCAAGTCC---TGACTTGAGGGCTGGTGTTCTATACCCTG

TACCAGCTAGTTGCCCC-----CGG-CCCACTT---CTTAT-GATCATGGTCCATTTACGATTTTCCAGAAGAAAGGAGG

TT-GATGATTATTT---CCTTTGAGGGCTTCAGTCTGTAGGTATTGTTACTTT--GTAG-TATATGCTGGGTTTTTTT--

-------------------GCCTCT--AAATCTTTGG---ATTTTCTT-----CAAAAATCAAGCCTTACAATTATTTGT

TAGGC----CTAAGATTTTTTTTTT----------ATTGTCTTT-----------------------------GTGTCCC

CATACTTGTATATCTCTTTGAGACCTAAAACATTT-TCATAAACTATTCGGTATAAGTCAGGT-----------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGACTATTTT--TCAAAGGGCTTGAACCTTATGTTAGTGAGTG----------------

TCAATAGTACCAAACTTCTATGCTTGATAAATCTTAATTGTGACTATGG-TCAAACTAACTCCCCCAT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCCTTATTCTTATGTTTGCAGTCAGGACAGCTGAATGAGTATA

CTGAGCGAAAAGAGATGTCTGCAGACGTAGTGTGTATGAGTTTGGCGAATGTGCCTCCTGGGGAGTAACGC

>Ast 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAATTGGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CACTGCCATCCACTTTCCCCACATAGGACTTAGTGAAGGGGCCCTGACATCAGGGTTGT------

--------GGCTGCTT--AGGATTGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCACTCATAC

TGGGTCCCTCCTGATTAGGAAGTTTATGCATATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCATCTG-GTTC

TGACTAGCTTTAGAAAAGTCAGCCCGT----------TG-AATAGCTT-CATGCCATGCTTCTCTTGAGTTT-GATTTTT

-GCCCTCTTC------------------TTTTGTAA--TGA-TGCAAATTTAATTTCCATAGACT---TGGCC----CAG

TT---TTGTTTTTTTGTTTTTGTTTTTTTTTTTT--TGCTGAACCAATTGGGGTTAAGTGACTTGCCTAGG-GTCACACA

A------------------------AGGCTACTTTTAAACTCAAGTCC---TGACTTCAGGGCTGGTGTTCTATACCCTG

TACCACCTAATTGCTCC-----TGG-CCCACTT---CTTAT-GATCATGGTCTATTTACAATTTTCCAAAAAAAAGAAAG

TT-GGTGATTATTT---CCTTTGAGGGCTTCAGTCTGTGGGTATTGTTATTTT--GTAG-TATATGCTGGGGTTCTTT--

-------------------GCCTCT--AAGTCTTTGG---ATTTTCTT-----CAAAAATCAAGCCTTACAATTGTTTGT

TAGGT----CTAAAATTTTTTTTA-----------ATTGTCTTT-----------------------------GTG----

CATACTTGTATATCTCTTTGAGACCTAGAACATTT-TCATAAACTATTCAGTATAAGTCAGT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGAGTGTCTT--TCAAAGGGCTTGAACCTAATGTTAGTGAGTG----------------

TCAATAGCACCAAACCTCTATGCTGATTAAATCTTAATTGTGACTATGG-TCAAACTAACTCCCCTAT---CTCTTCATC

CCCTTATGCAGACAGTA---------------------------------------------------------------

-------------------------------ACA-TTCCCTTGTTCTTATGTTTGCAGTCAGGACAGTTGAACGAGTATA

CTGAGCGAAAGGAGATGTCTGCAGATGTAGTGTGTATGAGTTTGGCGAATGTGCCTCCTGGGGAGCAACGC

>Pgi 

TTGTGAAGTGTGCCGTAACCCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAATTAGTCTACTTCGAGATGGACCCT

GTAGGCTACCTTAA-CACTGCCATCCACTTTCCCACGTAGGACTTAGTGAAGG-GG-CCTGATGTCAGGGTTGT------

--------GATTGCTT--AGGGATGTGGCCATAAGAGAAGA--------------------GCTGAAACCCCACATGTAC

TGAGTTCCTCCTGATTATGAAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAATATGTGAAGCTTCCATCTG-GTTC

TGACTAGTTTTAGAAAAGTCAGCACAT----------TG-AACAGCTT-CATGCCATGCTTCTCTTGAGTTT-GATTTTT

-GCCCTCT-----TCGAATATGTATATCTTTTGTAA--TGA-CACAAATTTAATATCCATAGACT---TGGCC----CG-

---------CTTTTTTTTTTTCTTTTT---------TGCTTAGGCAGTTGGGGTTAAGTGACTTGCCCCAGGGTCACACA

AAGCTAGGAAGTGTTAAGTGTCTTCAGGCTACATTTGAACTCAAGTCCTCCTGACTTCAAAGCTGGTGCTCTATACACTG

TACCACCTAGCTGTCCCCT----GG-CCCACTT---CTTGT-GATCATGGTCCACTTATGATTTTCCAGAAGAAAAGAAG

TT-GGTGATTATTT---CCTTTGAGGGCTTCAATCTGTACGTATTGCTACTTT--GCAT-TATATACTGGGGGTTTTCTT

TT-----------------GCCTCTTTAAGTCTTTGG---ATTTTCAT-----CAAAAATCAAACTTTACAATTGTTCTT

TAGAC----CTAAGATTTTTTTT------------ATTGTC-TA-----------------------------GTGTCCC

TGTACTTGTATATCTTTTTGAGACCCAGAACATTT-TCATAAACTAATCAGTATAAGTCTAT------------------

--------------------------------------------------------------------------------

---------------------GAGAAATCTC--TCAAAGGACTTGAACCTAATGTC------TG----------------

TCAATAGTACCAAACCTCTATGCTGATTAAATCTTAAGTGTGATTATGG-TCAGAATAGCTCCCCCAT---TTCTTCATC

CCCCTATGCAGGAAGTA---------------------------------------------------------------

-------------------------------ATA-TTCCCCTGTTCTTATGTTTGTAGTCAGGACAGCTGAACGAGTATA

CTGAGAGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Sma 

TCGTGAAGTGTGCCGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAATTAGTCTACTTCGAGATGGATCCT

GTAGGTTACCTTAA-CACTGCCATCTACTTTCTCACGTAGGAGTTAGTGAAGG-GG-CCTGATGTCAGGGTTGT------

--------GGCTGCTT--AGGGATGTGGCCACAAGAGAAGA--------------------GCTGAAACCCCATACGTAC

TGGGACCCTCCTGATTATGCAGTCTCTACACATGCCTTTCCAG-AATCCAAACTAAGCTTCCATCTGGTTCTAAC-TAGC

TTTAAAAAAAAAAAAAAAAAAAAAAAAGTCACCCTGTTA-AACACCTT-CGGGCCAGGCTTCTCTTGAATTT-GATTTTT

-GCCCTCTTT---TCAAATATGTATATTTTTTATAAGTTGA-CACAATTTTAATATCCATAAACT---TGGCC----CCC

------TTTTTTTTTTTTTTTTTTTTT---------TGGGGGAAAAGTGGGGGTTAAGGGATTTGCCTGGG-GTC-CACA

G------------------------AGGTTAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTTTTTTT

TTTTTTTTTTTT-------GCCTCT--AAGTCTTTGG---ATTTTCAT-----CAAAAATTAAGCCTTACAATTGTTTGT

TAAGC----TTAAAAAAATTTTTT-----------AACTATCTT-----------------------------GTGTCCC

CATACTTGTGTATCTTTTTGAGACCCAGAACATTT-TCATAAACTAATAAGTATAAGTTGAT------------------

--------------------------------------------------------------------------------

--------------GAAAAAGTGACTATCTC--TCAAAGGGCTTGAACCTAATGTCAGTGAATG----------------

TCATTAGTACCAAACCTCTATGCTGATTAAATCTT--GTGTGACTATGG-TCAGAATACCTCCCCCAT---CTCTTCATC

CCCCTATGCAGGCAATA---------------------------------------------------------------

-------------------------------ATA-TTCCCCTGTTCTTATATTTGCAGTCAGGACAGCTGAATGAATATA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mfa 

TTGTGAAGTGTGCAGTAAACCAGCGGCAGGTGGTGATCGCCCTAACAGGAGGAGAATTAGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAG-CACTGCCATCCACTTTCCTACATGGGACTTAATGCAGG-GG-TCTGGTGTTAGGGTTGT------

--------------------------GGCCACAGGAGAAGA-------------------GT-TGAAACCCCACTCATAC

TGGGACCCTCCTGATTATGAAGTTTCTACACATGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTTCATCTG-GTTC

TGACTAGTTTTAGAAAAGTTAGCTTGT----------TG-AACAGCTT-CATGCCATGCTTC--TTGAGTTT-GATTTTT

-GCCCTCTTC---TTGAATATGTTCATCTTATGTAA--TGA-CAAAAATTTAATTTCCGTAAATT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-TCCACTT---CTTAT-GA-----------------TTTCCCAGAAGAAAGGAAG

TT----GATTATTT---CCTTTGA---------------GGTGTGGCTGCTTC--ACAG-TTTATGCTGGGTTTTTT---

-------------------GCCTAT--AA-GCTTTGG--AATTTTTT------CAAAAACCATGTCTTAATAGTTGTTGG

TTGTTAGGCCTAAG-TTTTATGGTGTTTTTTTTTTAATCGTCTT-----------------------------GGGTCTC

CACACTTGTATATCTTTTGAAAAC-CAGAACAGTT-TCATAAACTAATCAGTATAAGTTGATGGAGGGGGCAGCTCAGTG

GTGCAATGGTTAGAGCACTACCCCTGAAGTCAGGACTACCTGAGTTCAAATCTGGCCTCAGACACCANNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN----------------

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNN---------------------------------------------------------------

-------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

TTGTGAAGTGTGCAGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAATTAGTCTACTTCGAGATGGACCCT

GTAGGTTACCTTAA-CATTGCCATCCACTTTTCCCACATAGGACTTAGTGTAGGGG-CCTGATGTCAGGGTTGT------

--------GGCTGCTTA-AGGA-TGAGGCCATCAGAGAAGAGCAATC-AGGAAAGTGGG-GGCTGAAATCCCACTCATAC

CGGGGCCCTCCTGATTATGAAGTTTCTATACTTGCCTTTCCAG-AATCCAAACTAAGATGTGAAGCTTCCTTCTG-GTTC

TGACTAGCTTTAGAAAAGACAGCACAT----------TG-AACAGCCT-CATGCCATGTTTCTCTTGAGTTT-GATTTTT

-GCCCTCTTC---TAGAATATGTGTATCTTTAGCAG--TGA-CACAAATTTAATTTCTGTAGACT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-CCCACTT---CTCAT-GANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN--

-------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN-----------------------------NNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN------------------

-------------------------------------------------------------------NNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN----------------

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNN---------------------------------------------------------------

-------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

TTGTGAAGTGTGCAGTAAACCAGCGGCAAGTGGTGATCGCCCTGACTGGAGGAGAGCTAGTCTACTTTGAGATGGATCCT

GTAGGTTATTTTAAACACTGCTGTCCATTTTCCCAGATAGGACTTCCCAGATATCT-GGGG-------------------

--------AGTTGA------CCATGTT-ACAGGAGAGTGAGTG------------------ACTGGAACCCCACTTGCCC

TGAACCACTCCTGGTTGTACAGCACCTACACATACCTTTCTGG-AATCCAAATGAGAATGTGAAGCTTCCATCTG-GTCT

GGCCAACTT-GAGAGAAGCCAGCAACT----------TGAAACAGCTT-CATGCCATGATTCCCTTGAGTTT-GT----T

-GCCCTCTTCTACTCAAATATATGTACCTTTTATAA--TGA-CAAAAATTTAATTTCTGTAGTCT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TTA-CCCACTT---CTCAA-TCAC-----TTACT--GCCTTT----------------

-----------------CCTTTGGAAGTTTATGAGTGTGGATACTCGCCA-----------GTATA--TATTTTATTT--

-------------------GCTTAT--AAACCTTTTGCTAATTTTCTTTTTTTAAAAAATCAGCTCTTAAAGTTGTT-GA

CAGTTTTGCCCA-GATGTTGAGATTTTT---------TTGTTTT-----------------------------AGGTTCT

CAAACTT--GTGTCTTTTGGGACC-CATAACATTT-TCATAA--TGTTTATAATGA-TCAGT------------------

-------------------------------------------------------------------GTCCATTTTGGGT

TAATGTAATTTATGGGAAAA-TGAATTGCTA--TCAGAGGACTTGAACTTAATGTCAGCGGGTA----------------

TCAATGGTACCAAAACTCTATGCTGATTAATTCTTAGGTGTGATTATGA-CTAGAATGGCTCTCCTGC--TCCCCT-ATC

CCTATATGCAGGTAATG---------------------------------------------------------------

-------------------------------ATA-TTCCTCTGTCCTTATGTCTTCAGTCAGGACAACTGAATGAGTACA

CTGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Iob 

TTGTGAAATGTGCAGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAGCTAGTCTACTTTGAGATGGATCCT

GTAGGTTTCTTGAA-TGCCTCCATCCACTTTCCCAGATAGGACTTAGTATGGGACG-TCTCATGTCAGGGTTGTTGGTCA

TGGT-CCAGGCTGCTT--AGGTAAACCGCAACAAGAGAA-CTC-----AGGAGAGCGGGTGGCTGGAACCCCACTCTTCC

TGGACCC-TCCTGATTGTAAAGTGT------------------------------------GAGGCTTTCATTGG-CTTC

TTGCCAGCTTTAG---AGTCAGCACCT----------TG-AACAGCTTTCATACCTTTT--CT-----------------

-----TCTTC---TCAAATATGTGTGCGTTTTGTAA--TGA-CACAGATCTAATTCCTGTAGACT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TAG-CCCATTT---CTCACGGATC-------ACTT-ACCTTTCCCAAAAGGTAGGAAG

TT-GGTAATTCTTACTTCCTTTGAAGGCTACAGTGTGTGGATGTGGCTACTTC--ACAG-CATATA-CTGTTTTGTGT--

-------------------GCCTAT--AAATGTTTTGTTCATGTTCTT-----TAAAATTCAAGCCTTAAAATCGTT-GA

CAGTT-TGCCCA-AAGGTTGAGATTTTT---------TTATCTT-----------------------------GGGACCC

CACACTTGTAGATCTTTTGAGACC-CAGAACATTT-TCATAAACTGA---------------------------------

-------------------------------------------------------------------------------T

TAGTGTAATTTATGGAAAAA-TGAGTGACTC--TCTAAGGGCTTGAACCTAATGTTAGTGGATA----------------

TTGATGGTGCCAAGGCTCTATGCTGATTAAATCTTAGACCTGGTTATGG-CTACAATAGTTCCCTCAC---CTCCT-GTG

CCTGTATGCAGGTAGTG---------------------------------------------------------------

-------------------------------ATA-TTCCCCTGTCTTTACGTCTGCAGTCAGGACAACTGAATGAGTACA

CCGAGCGAAAGGAGATGTCTGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Eru 

TTGTAAAGTGTGCAGTAAATCAGCGGCAAGTGGTGATCGCCCTGACAGGAGGAGAGCTAGTCTACTTCGAGATGGATCCT

GTAAGTTATTTTAA-CACTCATGTCCACTTTCCCAGATAAGACTTGGGGTGGAAGG-CTTGATTTCTGGGGTGTTG----

------------------------ACCATCAGGAGAGTGAGT------------------GACTGGAACCCCACTTGCCC

TGAACCATTCCTGATTGTAAAGTTTCTACACCTACCTTTCTGG-AATCCAAATGAGAATGTGAAGCTTCCATCTG-GTGT

GGCCAACTT-GAGAAACGTCAGCAACT----------TGGAACAGCTT-CATGCCATAATTTCCTTGAGTTTTGACTTTT

-GCCCTCTTCTACTCAGATATATGTATTTTTTATAA--TGA-CACA--TTTAATTTCTATAGCCT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-CCCACTT---CTCAC-AATC-------ACTT-GCCTTTCCCCAAAGAAAGGAAA

TT-TATCCTTCTTTTTTCTTTGGA-------AGTTTATAGGTATGGCTACCCC--CCCA-GTTATATATTATTTTATTT-

-------------------GCTTTT--AACCTTTTGCTAAATTTTCTTTTTT-AAAAAATCAACTCTTTAAATTGTT-GA

CAGTTGTGTCCA-GATGTTGAGTTATTT--------TTTGTTTT-----------------------------AGGTTCT

CAAACTT--GTGTCTTTTGAAACCTCGGAACATTT-TCATAA--TGTTCATAATGA-TCAGA------------------

-------------------------------------------------------------------GTCCATTTTGGGT

TAATGTAATTTATGGAAAAA-TGGATTGTTC--TCAAAGGGTTTGAACTTAATATCAGTGGGTA----------------

TCAATGGTACCATGCCTCTATGCTGATTAATTCTTAGTTGTGATTATGG-CTAGAATGACTCCTCTGC--TCTTTC-ATC

CCTGTATGCACGTAATG---------------------------------------------------------------

-------------------------------ATA-TTCTTCTGTCCTTATGTCTTCAGTCAGGACAACTGAATGAGTACA

CTGAGCGAAAGGAGATGTCTGCAGATGTGGTATGCATGAGTTTAGCCAATGTGCCTCCTGGAGAGCAGCGC

>Pbo 

TTGTAAAGTGTGCAGTAAACCAGCGGCAAGTGGTGATCGCCCTGACAGGAGGAGAGCTAGTCTACTTCGAGATGGATCCT

GTAAGTTATTTTAA-CACTGATGTCCACTTTCCCAGATAAGACTTAGGGTGGAAGG-CTTG-------------------

--------ATATCT-----GGGATGTTA-CAAGAGAGTGAGTG------------------ACTGGAATCCCACTTGCTC

CGAACCATTCCTGATTGTAAAGTTTCTACACATACCTTTCTGG-AATCCAAATGAGAATGTGAAGCTTCCATCTG-GTCT

AGACAACTT-GAGGAAAGTCAGCAACT----------TGGAACAGCTT-CATGCCATAATTTCCTTGCGTTTTGACTTTT

-GCCCTCTTCTACTCAGATATATGTATTTTCTATAA--TGA-TACA--TTTAATTTCTGTAGCCT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-CCGACTT---CTCAC-AATC-------ACTT-GCCTTTCCCCAAAGAAAGGAAA

TT-GATCATTCTTTTTTC-TTTGGAAGTTTATGGGTATGGCTAAACCCCCCCCCCCCAGTTATATA-TTATTTTATTT--

-------------------GCTTTT--AA-TCTTTTGCTAATTTTCTTTTTT-AGAAAATCAACTCTTTAAATTGTT-GA

CAGTTTTGTCCA-GATGTTGAGTTATTT--------TTTATTTT-----------------------------AGGTTCT

CAGACTT--GTGTCTTTTGAGACCCCAGAACATTT-TCATAA--TGTTTATAGTGA-TCATT------------------

-------------------------------------------------------------------GTCCATTTTGGGT

TAATGTAATTTATTGAAAAA-TGGATTGTTC--TCAAAGGGTGTGAATTTAATATCAGTGGGTA----------------

TCAATGGTACCAAGCCTTTGTGCTGATTAATTCTTAGTTGTCGTTATGG-TTAGAGTAACTCCCCTGC--TCTCCC-ATC

CCTGTATGCACATAATG---------------------------------------------------------------

-------------------------------ATAATTCCTCTGTCCTTATGTCTTCAGTCAGGACAACTGAATGAGTACA

CTGAGCGAAAGGAGATGTCTGCCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Nty 

TTGTGAAGTGTGCTGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAGCTCGTCTACTTTGAGATGGATCCC

GTAGGTTTCTTTAA-CACTC------------TACCAGAGGACTTGGTGTAGGAGA-CCTGATGTCAGGGCTGTTGGCCG

TGTTCCCAGATTGCTTTGGGAGAAGAGATCTCAGGAGGC--TG---------AGGACTT-GTCTGGAACCCCACTCACTC

TGGCCCCCTTCTGCTTTTAATGTTTCATGTTACACTTC---------------------------CTTTCATCTGAATCT

GGCCAGCTTGAACAGGAGTCAGCACCT-----------GGAACAGCT--CATGTCATGCTTCTCTTGAATTT-GATTTTT

-GCCCTCTTC---------TAATGTGCTTTTTGTAA--TGA-CAAAAATTTAATTTCTGTAGACT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-CCCACTT---CTCAC-CATC-----------AGTTTTTCCCAAAAGAAAGGAAG

TT-GGTAATTCTTATTTCCTTTGAGGGTTATAGTCTGTGGGTATGGCTACTTC--------ATG-ATATTACTTTGTTT-

-------------------GCATGT--AAGTCTTAGGTTAATTTTTTTTTT--TTTAAATCAGGCCTTAAAATTGTT-GA

CA-----GCCCA-AAT-TTG---TATGT-------------CTT-----------------------------TGAAACC

CAGAA--------------------------------CATT---TTCACAAAATGA-TCAGT------------------

-------------------------------------------------------------------GTTCATTTTTGGT

TAGTGTAATTTATGGAAAAAATGAATAACTC--TCAAAGGGCTTGAACCTAATGTA------------------------

TCAATGGTACCTAGCCTCAATGCTGATCAAATCTTAGGTGTGCTTATGG-ATAGAATGGCCCCCACCTCACCCCTCCATC

TCTGTATGCAGGTAGTG---------------------------------------------------------------

-------------------------------ATA-TTTCTTTGTCCTTATGTCTGCAGTCAGGACAGCTGAATGAGTACA

CCGAGCGAAAGGAAATGTCTGCAGATGTGGTATGCATGAGTTTGGCCAACGTGCCTCCTGGGGAGTAACGC

>Pci 

TTGTGAAGTGTGCAGTAAACCAGCGGCAGGTGGTGATCGCACTGACAGGAGGAGAGCTAGTCTACTTTGAGATGGATCCT

GTAGGTTGCTTGAC-CACCGCCATTCACCTTCTCAGATAGGACTTAGTGTAGGACA-CCTGCTGTCAGGGTTGTGGGCCT

TGGTTCCAGGCTGCTT--AGGCAGCTGGCTACAAGAGAA-GAGAACTCAGGAGGGTGAGTGGCTGGAACCCCGCTCGCCC

TGGACTCCTCCTGATTAGAAGGTTTCTACGGAAACCTTTCTGGGAATCCAAACGAAAGTGTGCAGCTTCCATCTG-GTTC

TTGCCAGCTTTAGAGAAGTCAGCACCT----------TG-AACAGCTT-CATACCATGCTTCCCTTGAGTTT-GACTTTT

GCCCTCTTCT-CCTCAAATATATGAGCCTTTTGTAA--GGATGCAACATTTAATTTCTGTAGCGT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------GGG-CCCACTT---CTCAC-AAT--------AATC-CTTCCCCCCAAAAAAAAGGAAG

TT-GGTAATTCTTATTTCCTTTGAGGGCTACAGTGTGTGGATGTGGCTACTTC--ACAG-TATACACTGCTTTGTTT---

-------------------GTCTAT--AAATCTTTTGCTAATTTTCTT-----TAAAAATCAAGCCTTAAAATCGC----

-AGTTT-GCCCA-GAGGTTGAGTTTTTTGTTGTTGTTATATTGTTGTTTTGTTTTTCTTTGTTTTTTTGTCTTAGGACCC

CAGACTTGTAGGTCTTTTGATGAT-CA------------------------------TTGT-------------------

-------------------------------------------------------------------GTCCATTTTTGGT

TAGTGTAATTTATGGGAAAA-TGAATGTCTG--TCAGAGAGCTTGAACCTAATGTCAGTGGGTA----------------

TCAATGGTACCAAACCTCTGTGCTGATTAAATCTTGGGTATGGTTATGG-CGAGAATATTCCTCT------------GTC

CCCATATGCAGGTAGTG---------------------------------------------------------------

-------------------------------ATA-TTTCCCTGTCCTTATGTCTGCAGTCAGGACAGCTGAATGAGTACA

CTGAACGAAAGGAGATGTCTGCAGACGTGGTATGCATGAGTTTGGCCAACGTGCCTCCTGGGGAGCAACGC

>Tvu 

TTGTGAAGTGTGCAGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAGCTGGTCTACTTCGAGATGGATCCC

GTAGGTTCCTTGAA-CACCTTCATCTACCTTCCCAAATAGGACTTAGTGTGGGACA-TCTAATGTCAGGGTGGTTGGCCG

TGGA-CCAGGGTGCTT--AGGCAAGTG----------------------------------GCTGGAACCCCACTCACCT

TGGACCCCTTGTGATTGTTAAGTTTCTACACCTACCTTTCTGGAAATCCAAACTAAAGTGTGGAGCTTCCGTCTG-GTTC

TCACCAGCTTTAGAGAAGTCAACACCT----------TG-AATAGCTT-CATAACATGAGTCTCTTGATCTC-GACTTT-

-GCTCTCTTCTCCTCAAATATGTGTGCCTCTTGTAA--TGATGCAGA--TTGATTCCTGTAGACT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-CCCATTT---CTTAT-ACTC-------ACTT-ACCTTTCCCAAAAGGAAGCTGA

TA-----ATTCTTACTTCCTTTGAGGGCTACAGTGTGTGGGCATGGCCACGTC--ACAG-TATGTA-TTATTTTGTTT--

-------------------GCCTGT--AAATCTTGTGCTAATGTTCTT-----TAAAAATCGAGCCTTATAATCATT-GA

CTGTT-TGCCCA-GAGGTTGAGATTTTT---------TTGTCTT-----------------------------AAGATCT

CAAACTTGTAGGTCTTTTGAGACC-CAGAATATTG-TCATAA---------ACTGA-TCAGT------------------

-------------------------------------------------------------------TTTCATTTTTGGT

TAGTGTAATTTATGGAGAAA-TGACTGGCTCTCTCAGAGGGCTTGAGCCTAATGTCATTGGGTA----------------

TCAGTGGTACCAATCCTCTATGCTGATTAAATCTTAGATGTGGTTATGG-CTAGAATGGTTCCCCCAC---CTCCC-ATC

CTTGTATGCAGGTAGTG---------------------------------------------------------------

-------------------------------ATA-CTCCCCTGTCCTTATGTCTGCAGTCAGGACAACTGAATGAGTACA

CTGAGCGAAAGGAGATGTCCGCAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Meu 

TTGTGAAATGTGCAGTAAACCAGCGGCAGGTGGTGATTGCCCTGACAGGAGGAGAGCTAGTCTACTTTGAGATGGATCCT

GTAGGTTTCTTGAA-TGCCTCCATCCACTTTCCCAGATAGGACTTAGTATGGGACG-TCTCATGTCAGGGTTGTTGGTCA

TGGT-CCAGGCTGCTT--AGGCAAACCGCAACAAGAGAA-CTC-----AGGAGAGCGGGTGGCTGGAACCCCACTCTTCC

TGGACCC-TCCTGATTGT------------------------------------AAAGTGTGAGGCTTTCATTGG-CTTC

TTGCCAGCTTTAG---AGTCAGCACCT----------TG-AACAGCTTTCATACCTTTT--CT-----------------

-----TCTAC---TCAAATACGTGTGCATTTTGTAA--TGACACAGA-TCTAATTCCCGTAGACT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TAG-CCCATTT---CTCACGGATC-------ACTT-ACCTTTCCCAAAAGGTAGGAAG

TT-GGTAATTCTTACTTCCTTTGAAGGCTACAGTGTGTGGATGTGGCTACTTC--ACAG-CATATA-CTGTTTTGTGT--

-------------------GCCTAT--AAATGTTTTGTTCATGTTCTT-----TAAAATTCAAGCCTTAAAATCATT-GA

CAGTT-TGCCCA-AAGGTTGAGATTTTT---------TTATCTT-----------------------------GGGACCC

CACACTTGTAGATCTTTTGAGACC-CAGAACATTT-TCATAA---------ACTGA------------------------

-------------------------------------------------------------------------------T

TAGTGTAATTTATGGAAAAA-TGAGTGACTC--TCTAAGGGCTTGAACCTAATGTTAATGGATA----------------

TTGATGGTGCCAAGGCTCTATGCTGATTAAATCTTAGACCTGGTTATGG-CTACGATAGTTCCCTCAC---CTCCC-GTG

CCTGTATGCAGGTAGTG---------------------------------------------------------------

-------------------------------ATA-TTCCCCTGTCTTTACGTCTGCAGTCAGGACAACTGAATGAGTACA

CCGAGCGAAAGGAGATGTCTGCAGATGTGGTATGCATGAGTTTGGCCAATGTGCCTCCTGGAGAGCAGCGT

>Mdo 

TTGTGAAGTGTGCAGTAAACCAGCGGCAGGTGGTGATCGCCCTGACAGGAGGAGAGCTAGTCTACTTTGAGATGGATCCC

GTATGTTGCTTTAA-CACTGTCATATATTTTCCCAAATAGAACTTAGTGTTTGGTG-TGGG----GGCTGCTGTTA-CTG

TGTT-CCAGGCAGCTT--AGGGATATGGCCACAAGAAAA-GAGAACATGGGATGACAAGTGGCTAGAACCCCACTAATCT

GAATCCCTCCCTGGTCAAAAAGTTTCTACTTATATCTTTTAGG-AATGCAAAGTAAAATGTGAAACTTTCATTTG-GTTC

TCAACAGCTTTAGAGAATTCGGCACAT----------TT-TATAGCCT-AATGCTATATTTTTCTTGAGTTT-GAGTTTT

TCCCTCTTTA--CTCAAATACATGTACCTTTTGTAA--TGGTGCAGA-TTTAATTTCTGTGGTCT---------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------TGG-C----------------ATC-------ACTT-GCTTTTCCCAAAAGGAGGGATG

TT--GTAATTATTACTTCCTTCAAGAATTGCAGTCTGTGGGTATGGCTACTTC--ATAG-TATATA--TATTATTATATT

T------------------GCCTTT--AAATCTTTTTCTAATTTTCTT-----TAAAAATCAAGTCTTGTAATTATT-GA

TTGTTGTGCCTA-CAGGTTGATACTTCT---------TTGTCTT-----------------------------AGGTCCC

CAAACTTGTATGCTTTTTGAGACC-CAGAATACTC-TCGAA-----------CTGA-TTGGT------------------

-------------------------------------------------------------------GTCCATTTTTGGT

TCT-----------GAAAGT-TGAATGACTT--TCAAAGTGCTTGAACCTAATGTCAGTGGATAAAACTTGATGAGTGTC

CTAATGACCCCAAGTCACTGTGCTGATGAAGTTTTATCCATGGTTATGA-CTAGAATGGTTCTA----------------

----TATGTAGGTAGTG---------------------------------------------------------------

-------------------------------AGA-GTGTCATGTCATTATGTCTGTAGTCAGGACAGCTGAATGAGTACA

CGGAGCGAAAGGAGATGTCTGCAGATGTGGTATGCATGAGTTTGGCCAATGTACCTCCTGGGGAGCAACGT

Marker 21

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----TTTTTTTTTTT-TTTGAGGCAA-TTGGGGTTAA-GTGACTTGCCCAGGGTCACAC-AGCTAGTAAGTGT-------

CTGAGGCTGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCTGGTGCTCT-AT-CCACTGCACCACCTAGCTGCCCCTC-

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------

>Sha 

GTGAAGTACGGCAAACGTATCCATGTACTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAA-TGAA-CTAGC---AGGGTATTCATTTT---CTTTTTTCTTTCTTTCTTTCT------------------------

----TTTCTTTTTTT-GCTGAGGTAG-TTGAGGTTAAAGTGGCTTGCTCAGGGTCACAC-AACTAGGAAGTGTTGAGTGT

CTGAGGCCAGAGTTGAACTCTAGTCCTTCTGACTTCAGGGCTGGTGCTCTTAT-CCACTGTACCACCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCTGGTATCCAT-ATTTTCCAGAA

AATGCTTAATC-CCTGAAGTTCTCTTGTAACTTCTCACACCCATCTGCCCCT------ACTGACA--GGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCGTCCATTACATGAAACTCTTTAATTTTGATCCTTTTTCCTTGTT----------------

--------------ACCTGTGGCAAAAAT-TGGTTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAGATTAATGTTTTGCCCTTTGACTAAGT

ATTAGGACATGGGTACCCACGTGGTTTT-AGAGCTCAAGTTCCCAATATTAATGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTACCATCCATTT--ATTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGGCTTCATTTCCTTTTTGA

GGAAATGAA-CTAGC---AGGGCATTCATTTT---CTTTTTCTTTTT---------------------------------

----TTTTTTTTTTT-GCTGAGGTAA-TTGAGGTTAA-GTGGCTTGCTCAGGGTCACAC-AACTAGGAAGTGTTAAGTGT

CTGAGGCCAGATTTGAACTCTAGTCCTTCTGACTTCAGGGCTAGTGCTCTTAT-CCACTCTACCACCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGGTATCCAT-ATTTTCTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTGTAACTTCTCACACCCATCTGCCCCT------ACTGACATAGGTATG--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGATGGTGGTTGGGTTCCAGGTG

ACCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCGTCCATTACATGAAATTCTT-AATTTTGATCCTTTTTCCTTGTT----------------

--------------ACCTGTGGCAAAAAATTGGTTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAGATTAATGTATTGCCCTTTGACCAAGT

ATTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCCCAATATTAATGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTACCATCCATTT--ATTGTTGATA---------ACT--ATATACTATAATGATCCTACAGGTGATA

>Pdo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGGTATTCATTTT---CTTTTTTCTTTCTTTCTTCTTCTTTTTTTTTTT------------

----TTTTTTTTTTT-GCTGAGGTAT-TTAAGGTTAA-GGGACTTGCTCAGGGCCCCCC-AACTAGGAAGGGTTAAATGT

TTGAGGCCAAATTTAAACTCCAGTCCTTCTGACTTCGGGGGGGGGGCTCT-TT-CCCCTGGACCCCCTACCTTTTCCC--

-GGGGAATTTTTTTT---CCGGGCAGGGAATTGATTATGGGAA-AAGTTACTTGGTTCAGGTATCTTT-TTTTTCTAAAA

AATGCTTAACC-CCTGAATTTCTCTTGTAATTTCTCACCCCCTTTTGCCCCT------ACGGACATAGGTTTA--TTTGG

TACCCCAGGAAAA-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGTTAAACC---TTGAGGGGGGTTGGGTTCCGGGGG

GCCCTCAACCCCCTTTCTAGGAAAAATCTTTGTCATTTTGTCCAATTCTAATT--------------------CCCAAAA

AATATACAGTTCCCCC-TGCGTCCTTTACATGAAGCTCTA-AATTTTGACCCCTTTTCCTTGTTG--GGTTTGAA---TT

CAAAATTGTTAATTACCTGGGGCAAAAAT-TGATTATTTAT---------TAGAAAAGCTTT---CTTCTCCATAAGGTA

TCT-AAAAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAAATTAATGTTTTGCCCTTTGACTAAGT

ATTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCCCAATATTAGTGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTACCATCAATTT--ATTGTTGATACTTGTC---------------ATAATGATCCTACAGGTGATA

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGT-------TAAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGATATTCATTTT---CTTTTTTCTTTCTTTCTTTCTTTTTTTTT----------------

----TTTTTTTTTTT-GCTGAGATTG-TTGAGTTTAA-GTGACTTGCTCAGGGTCACAC-AACTAGGAAGTGTTAAGTGT

CTGAGGCCAGATTTGAACTCCAGTCCTTCTGACTTCAGGGCTGGTGTTCT-AT-CCACTTTACCACCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGGTATCCAT-ATTTTTTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTATAACTTCTCATACCCATCTGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTTCCCC-TGCGTCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAGATTAATGTTTTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGT-CCCAATATTAGTGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTACCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGGTATTCATTTT---CTTTTTTCTTTCTTTCTTTCTTTTTTTCT----------------

----TTTTTTTTTTT-GCTGAGGTAG-TTGAGGTTAA-GTGACTTGCTCAGGGTTACAC-AACTAGGAAGTGTTAAGTGT

CTGAGGCCAAATTTGAACTCCAGTCCTTCTGACTTCAGGGCTGGGGCTCT-AT-CCACTGTACCATCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGGTATCCAT-ATTTTCTAAAA

AATGCTTAATC-CCTGAAGTTCTCTTGTAATTTCTCACATCCATCTGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAAAA-AAAGTTACTACTTTTATTTGTCTTAAACCAGTCTAGACC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCATCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGATTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAGAA--------------------GTTTTTCTAAATCCAGATTAATGTTTTGCCCCTTGACTAAAT

GTTAGGACAT------------GCTTT--AGAGCTCAAGTTCCCAATATTAGTGGTTGAA-ATTATATCTGATCTTTTCT

AGCTTGGCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACAATAAGGATCCTACAGGTGATA

>Dro 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---CAGGGTATTCATTT---TCTTTTTTCTTTCTTTCTTTCTTTTTTTTTCTTT-----------

----TCTTTATTTTT-GCTGAGGTAG-TTGAGGTTAA-GTGACTTGCTCAGGGTCACAC-AACGTGGACGTGTTAAGTGT

CTGAGGCCAGATTTGAACTCCAGTCCTTCTGACTTCAGGGCTGGTGCTCT-AT-CCACTGTACCACCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGGTATCCAT-ATTTTCTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTATAGCTTCTCACACCCATCTGCCCCT------ATTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCCT--TTGATGGTGGTTGGGTTCCAGGTG

CCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAATTCCCCC-TGCGTCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAAAA--------------------GGTTTTCTAAGTCCAGATTAATGTTTTGTCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCCCAATATTAGTGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTGCCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Pma 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCTATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGATATTCATTTT---CTTTTTTCTTTCTTTCTTTTTTTTTTT------------------

----TTTTTTTTTTT-GCTGAGATTG-TTGAGTTTAA-GTGACTTGCTCAGGGTCACAC-AACTAGGAAGTGTTAAGTGT

CTAAGGCCAGATTTGAACTCCAGTCCTTCTGACTTCAGGGCTGGTGCTCT-AT-CCACTTTACCACCTAGCTGCTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGGTATCCAT-ATTTTTTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTGTAACTTCTCATACCCATCTGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGACC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTTCCCC-TGCGTCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---CTTCTCCATAAGGTA

TCT-AAGAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAGATTAATGTTTTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGT-CCCAATATTAGTGGTTGAA-TTTATATCCGGTCTTTTCT

AGCTTACCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Dcr 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGGTATTCATTTT---CTTTTTCTTTTTTTTCTT---------------------------

----TTTCTTTTTTT-GCTGAGGTAG-TTGAGGTTAA-GTGACTTGCTCAGGGTCACAC-AACTAGGAAGTGTTAAGTGT

CTGAGGCCAGATTTGAACTCCAGTCCTTCTGACTTCTGGGCTGGTGCTCT-AT-CCACTGTACCACCTAGCTGCTCCC--

-AAGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GAGTTACTTGGTTCAGTTATCCAT-ATTTTCTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTGTAACTTCTCACACCCATCTGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGATGGTGGTTGGATTCCAGGTG

ACCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCGTCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---CTTCTTCATAAGGTA

TCT-AAGAGGCAAAAAAAA-------------------GTTTTTCTAAGTCCAGATTAATGTTTTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCCCAATATTAGTGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTTGCCATCCATTT--ACTGTTGATACTTGTCATAATT--ATAAACTATAATGATCCTACAGGTGATA

>Dby 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGGTATTCATTTT---CTCTTTTTTTCTTTCTTTCTTTCTTTTTTTTCTTTACTTTTTTTT

TTTTTTTTTTTTTTT-GCTGAGGTAT-TTAAGGTTAA-GGGACGGCCCCGGGGTCCCAC-AACTAGAAAGGGCTAAGGGT

TTAAGGCCAAATTTAAACTCCATTTTTTTTGATTTCGGGGGGGGGGCTCT-TT-CCCCTGTACCCCCTACCTGCCCCC--

-GGGGTATTTTTTTT---CCGGGCAGGGAATTGATTAGGGGAA-AAGTTACTTGGTTCATTTTTCCAT-TTTTTCAAAAA

AAGGCTTAACC-CCTGAATTTCTCTTGAAATTTCCCACCCCCCTCTCCCCCT------ACGGACAAAGGTATA--TTTGG

GCCCCCAGGAAAA-AAATTTACTATTTTTTTTTGTCTTAGGCCAGGCTAGGCC---TTGAGGGGGGTTGGATTCCGGGGG

ACCCCCAACCCCCTTTCTAGGAAAAGTCTTTGTCATTTTGTCCAATTCTAATT--------------------CCCAAAA

AAAAAACATTTCCCCC-TGCGTCCTTTACATGAAACCCTA-AATTTTAACCCTTTTTCTTTGTTG--GGTTTGAA---TT

CAAAATGGTTAATTACCGGGGGCAAAAAT-TGATTATTTAT---------TAAAAAGGTTTT---CTTCTCCTTAAGGTA

TCT-AAAAGGCAAAAAAA--------------------GTTTTTCTAAGTCCCGATTAATGTTTTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCCCAATATTAGTGGTTGAA-TTTATATCTGGTCTTCTCT

AGCTTGCCATCCATTT--ACTGTTGATACTTGTCATAATT--ACATACTATAATGATCCTACAGGTGATA

>Mle 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGG

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAGATTAA-CTAGC---AGGGTATTCATTTT---CTTTTTTCTTTCTTTCTTTCTTTTTTTCCTTTTTTTT--------

----TTTTTTTTTTGGGTGGGGGTAG-TGGGGGTTAA-AGGACTTGTTCAGGGTCACCAAAATTGGAAAGTTTTAAGTGT

CGGAGCCCAGATTTGAACTCCAGTCTTTTTGACTTTAGGGGTGGTGCTTC-ATTCTACTGTACCACCTAGTTGTTCCC--

-AGGGTATTTATTTT---CCTGGCAGTGAATTGATTATGGGTA-GATTTACTTGTTTCAGGTATCCAT-TTTTTTAGAAA

ATGGTTATTCC-CTGAAG-TTCT-TTGTAACTTCTCACACCCATCTGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTTTTAGGCCAGGCTAGACC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATAAACAGTTCCCCC-TGCGTCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGATTATTTAT---------TAGAAAGGCTTT---GTTCTCCATAAGGTA

TGT-AAGAGGCAAAAAAA--------------------GTTTTTCTAAGTCCAGATTAATGTTTTGCCCTTGGACTAAGT

GTTAGGACATGGGTACCCATGTGGTTTT-AGAGCTCAAGTTCGTAATATTAGTGGTTGAA-TTTATATCTGGTCTTTTCT

AGCTCGCCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Pta  

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGAGTATTCATTTT---CTTTTTTTCTTTCTTTTCTTCTTCTTCTTCTTCTTCTTTTTT---

----TTTTTTTTTTTGGCTGAGGTAG-TTGAGATTAA-GTGACTTGCTCAGGGTCACAC-AACTAGAAAGTGTTAAGTGT

CTGAGCCCAGATTTGAACTTCAGTCCTCCTGACTTCAGGTTTTGTGCTCT-ATGACACTGTACCACCTAGCTGCTCCC--

-AGGGTATTCCTTTT---TCTGGCAGTGACTTGATCATGGGTA-GAGTTACTTGGTGCAGGTATCCAT-ATTTTTTAGAA

AATGCTTAATC-CCTGAAGTTCTCTTCTAACTTCTCACACCCATCTGCCCCT------ACTGACATAGGTGTA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGGTGGTAGTTGGGTTCCAGGTG

GCCCTCAATACCCTTTCTAGGTAAAGTCTTTGTCAGTTTATCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCATCCACTACGTGAAACTCTT-AATTTTGATCCTTTTTCCTTATTT--GGTTTGAA---TT

CTACATTGTTAATTACCTATGGCAAAAAT-TGACTATTTAT---------TAGAAAGGCTTT---CTTCTTTATAGGGTA

TCT-AAGGGGCAAAGTA---------------------GTTTTTCTAAGTCCAGATTAATGTTCTGCCTTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGCTTTT-AGAGCTCA-GGTCCTAATATTTGTGGTTGAA-TTCATATCTGGTCTTTTCT

AGCTTACCATCCATTT--TCTGTTGATACTTGTCATAACT--ACATACTATAATGATCCTACAGGTGATA

>Mlo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGAATATTCATTTT---CTTTTTTCTTACTTTACTACTTCTTCTTTTTTTTT----------

----TTTTTTTTTT-GGGTGAGGAAT-TT-AAATAAA-ATGACTTGCCCAGGGTCCCAC-AACTAAAAAGGGTTAAGGGT

CTGAGGCCATATTTAAACCCCAGCCCCCCTGACTTCAGGTTTGGGGCTCT-ATAACACTGTACCCCCTATTTGCCCCC--

-AGGGAATTCTTTTT---CCGGGGAGGGAATTGATTATGGGAA-AAGTTACTTGATGCGGGTATCCAT-ATTTTCTAAAA

AAGGCTTAATC-CCTGAAGTTCTCTTTTAATTTTTCAAACTCATCTGCCCCT------ACGGAAAAAGGGGTA--TCTTG

TACCCCAGGAAAA-AAAGTTACTACTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGGGGGAAGTTGGGTTCCAAATG

GCCCCCAACCCCCTTTCTAGGAAAAGTTTTTGTCAGTTTGTCCAATTCTGGTT--------------------CCCAAAA

AAAACACAGTTCCCCCCTGCACCCTTTACGTGAAACTCTA-AATTAAGATCCTTTTTCCTTATTT--GGTTTGAA---TT

----------------CTATGGTAAAGAT-TGACTATTTAT---------TAGAAAGGCTTT---CTTCTTTATAGGGTA

TCT-AAGGGGCAAAGAA---------------------GTTTTTCTAAGTCCAGATTAATGTTCTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTCCTTTT-AGAGCTCA-GGTCCTAATATTAGTGGTTGAA-TTCATATCTGGTCTTTTCT

AGCTTACCATCCATTT--TCTGTTGATACTTGTCATAACT--ATATACTATAATGATCCTACAGGTGATA

>Ast 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-ATAGC---AGAATATTCATTTT---CTTTTTTCTTTCTTTCTTTTCTTCTTCTTCTTCTTCTTTTTTTT-

----TTTTTTTTTTT-GTTGAGGTAT-TTGAAATTAA-GTGACTTGCTCAAGGTCACAC-----------TATTAAGTGT

CTGAGGCTAAATTTGAACTCCAGTCCCCCTGACCTCAAATTTGGGGCTCT-ATGACACTGTACCCCCTAACTGCCCCC--

-AGGAAATTCTTTTT---CCTGGCAGTGAATTGATTATGGGTA-AAGTTACTTGGGGCAAATATCCAT-ATTTTCTAAAA

AAGGCTTAATC-CCTTAAGTTCTCTTCTAACTTCTCAAACCCATCTGCCCCT------ACGGACATAAGTGTA--TCTTG

TACCCCAGGAAAA-AAAGTTACTACTTTTATTTGTCTGAGGCCAGGCTAGGCC---TTGGGGGTATTTGGGTTCCAGGGG

GCCCTCAACACTCTTTCTAGGTAAAAACTTTGTCAGTTTGTCCAATTCTGGTT--------------------CCCAAAA

AATATACAGTTCCCCC-TGCATCCTTTATGTGAAACTCTA-AATTTTGATCCTTTTTCCTTATTT--GGTTTGAA---TT

CAAGATTGTTAATTACCTATGGCAAAAAT-TGACTATTTAT---------TAAAAAGGCTTT---CTTCTTTTTAGGGTA

TCT-AAGGGGCAAAGAA---------------------GTTTTTCTAAGTCCAGATTAATGTTCTGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGCTTTT-AGAGCTCAA-GTCCTAATATTAGTGGTTGAA-TTCATAGCTGGTCTTTTCT

AGCTTACCATCCATTT--TCTGTTGATACTTGTCATAACT--ATATACTGTAATGATCCTACAGGTGATA

>Pgi  

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAGG-----------CTTTGA

GGAAATGAA-CTAGC---AGGGTATTCATTTT---TTTTTTTTTTTTTTC------------------------------

----TTTTTCTTTTT-TTTGAGGCAAATTAGGATCAA-GTGACTTGCCCAGGGTCACAC-AGCTAAGAAGTGTTAGGTGT

CTGAAGCCAAATTTGACTCCCAGTCCTCCTGACTTCAGGGCTGGTGCTCT-AT-CCACTGTATGATCTAACTGTCCCC--

-AGGGTATTCATTTT---CATGGCAGTGCATTGATTATGGGTA-GAATTACTTGGTGCAAGAATCCAC-ATTTTCTAGAA

AATTCTAAACC-CCTGAAGTCCTCTTCTAACTTCTCACACCCAAATGCCCCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTACTTGTTTTAGGCCAGGGTAGGTCTTGGTGGTGGTAGTTGGGTTCCAGGTG

GCCCGCAACACCCTTTCTAGGTAAAGTCTTTGTCAGTTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCATCCATTACATGAAACTCTT-AATTTTGATCCTTCTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTGTGGCAAAAAT-TGACTATTTAT---------TGGAAAGGCTTT---CTTCTCTATAGGGTA

TCT-TAGGGGCAAAGAA---------------------GTTTTTCTAAGTCCAGATTAATGTTCCGCCCTTTGACTAAGT

GTTAGGACATGGGTACCCATGTGCTTTT-AGAGCTCA-GGTCCCAATGGTAGTGGTTGAA-TTAATATTTGGTCTTTTCT

AGCTTACCGTCCATTT--ACTGTTGATATTTGGCATAACT--GTGTACTAT---GATCCTACAGGTGATA

>Sma 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTT-------AAAG-----------CTTTGA

GGAAATGAA-TTAGG------GTATTCATTTT---CCTTTTCCTTTTTCTTTTTTTTT----------------------

----CCTTTTTTTCCCCCTGAGGCAA-TTAGGATTAA-GTGACTTGCCCAGGGTCACAC-AGCTAGGAAGTGTTAGGTGT

CTAAGGCCAGATTTGAACTCCAGGCCTCCTGACTTCAGGGCTGGTGCTCC-AT-CCACTGTGCCATTTAGCTGCTCCC--

-AGGGTATTCATTTT---CATGGCAGTGCATT---TATGGATA-GAGTTACTTGGTATGGGTATCCAT-ATTTTCTAGAA

AATGCTTAAACTCCTGAAGTCCTC--CTAACTTCTCACACCCATCTGCCTCT------ACTGACATAGGTATA--TCTTG

TACCCCAGGAGAG-AAAGTTACTACTTTTATTTGTTTTAGGCCAGGCTAAGCCTTGTTGGTGGTGGTTGGGTTCCAGGTG

GCCCTCAACATCCTTTCTAGATAAAATCTTTGCCAATTTGTCCAATTCTGATT--------------------CCCAGAA

AATATACAGTTCCCCC-TGCATCCATTACATGAAACTCTT-AATTTTGATCCTTTTTCCTTGTTT--GGTTTGAA---TT

CTAGATTGTTAATTACCTATGGCAAAAAT-TGACTATTTAT---------TGGAAAGGCTTT---CTTCTCTATAGGGTA

TCT-AAGGGGCAAAGAA---------------------GTTTTTCTAATTCCAAATTAATGTTCCATCCTTTGATTAAGT

GTTAGGACATGGGTACCCATGTGCTTTT-AGAGCTCA-GGTCCCAATGTTAGTGGTTGAA-TTCTTATTTTGTCTTTTCT

AATTTACCATCCATTT--ACTGTTGATACTTGTCATAACT--ATATACTATAATAATCCCACAGGTGATA

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCGGGAAAGTTAAAT-------AAGAG-----------GTTTGA

GGAAATGAA-CTAGC---AGGGTGTTTATTTA------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------GGTGCATTGATTATGCGTAAGGTTAACGTGGCGCAGGTATCCATCA-TTCATAGAA

AATGCTTAACC-CCTGACATCCCCTTCTAACTTCTCACACCCATCTGCCCCC------ACTGACATAGGTATA--TCCTG

TACCCCAGGAGAG-AAAGCTAC---TTTTATTTGTCTTAGGCCAAGCTAGGCC---TTGGTAGTGGTTGGGTTCCT----

-----CAACACCCTTTCTAGGTAAGGTCTTTGCCAGTTTGTCCAATTCTGATT--------------------TCCAGAG

AATATATGGTTCCCCC-TGCATCCATTACATGAAACTCT--AATTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNN---------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNTCCTGGAAGCTTATCGACCCATCCGGAAAGGTAAGTT-------AAGG-----------GTTTGC

GGAAATGAA-CTAGC---AGGGTATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------TATAGCAGTGTATTGATTATGGGTA-GGATTACTTGGTGCAGATATCCATAATTTTCCAGAA

AATGCTTAACC-CTTGATGTCCCCTTCTAACTTCTCACACCCATCTGCCCCC------ACTGACATAGGTATA--TCCTG

TACCCCAGGAGAG-AAAGCTACTTCTTTTATTTGTCTTAGGCCAGGCTAGGCC---TTGGTGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTTCTAGGTAAGGTCTTTGCCAGTTTGTCCAATTCTGATT--------------------CCCAGAG

AATATATGGCTCCTCC-TGCATCCATTACAGGAAACTCTT-AATTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNN---------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

GTGAAGTATGCAAAAAGTATTCATTTGCTGCCCATTGAA---------GAAGGCATCACCAGCAATCTCTTTGGAGGTGT

ATTTCATGCCATACTTTCTGGAAGGTTAGCAATCCACCCAAAAAGGTATGTTTTGGGAAAAGG-TATGTTTTGGGCTTGG

GGAAATAAA-CTAGT---GGGGAATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CAAAGCATTGTATTGATTATGGGTG-GGGTT-CTTGGTGCAGGTATTCATGA-TCTCTAGAA

AACACTAAAAA-CCTGACCTCCCCCTCTAACTTCTCCCACTTATCTTCC-CA------ACTCACCTAGTTATA--TCCTG

TAT-CTAGGAGAG-AAAGCTACCTCTTTTATTTTTCTTAGTCCAGGCTAGGCC---TTGGTGGTAGTTGTGTTCCTGCTG

GCTCTCAACACCCTTCCTGGGTAAGCTTTTGGTCAGTTTGCCCAGTTCTTATT--------------------CCTAGAG

AGTACAGGGCTTCTTT-TGCCTCCATCATGTGAAACTCT--AACTTTGACCATTTTTCCTTCTTTTTAGATTGAA---GT

CCAGGCTCTTAATCACTTGTTGCAAAGGG-TGATTATTTAT---------TGGAAAGACTCT--TTTTCTATGCAGGGTA

TCCCAAGTAGTAAAGA----------------------GATTT---CAGTCCAGATTAATGTTCTGTCCCTTGACCAAGT

GTCAGGACATGGGAACCCCTATGCTTT-TAAACTTCTGGGTCTCAGTGTTAGTGGCTGAAT-TCACACTTGGCCTTTTCT

AGCTTATTACCAAT----ACTATTGTTCCCTGTAGTAACT--AAATACTACAATGATCCTTCAGGTGATA

>Iob 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTTCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTTTT-----AAGG-----------GCTCTG

GGAAATAAA-CTAGT---AGGGAATTTGTTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCATTGTATTGATTATGGGTG-GGGTTACTTGGTGCAGGTATCCATGA-TCTCTAGAA

AATGCTTAAAA-TCTTACCTCTCCCTTTAACTTCTCCCACCCATCTTCC-TG------ACTCACATAGGTATA--GCCTG

T---CTAGGAGAG-AAAGCTACCTCTTTTATTTCTCTTAGGCCCGGCTAGGTC---TTGGTGGTAGTTGGGTTCCTAGTG

GCTCTCAACACCCTTCCTGGATAAGGTTTTAGTCAGTTTGCCCAATTCTTATTTCTTTTGCCCAATTCTTATTCCTAGAG

AGTACATGGCTTCTCT-TGCCTCCATTATATGAAACTCA--AATTTTGACCCTTTTTTCTTGTTT--AGTTGGAAGTTGT

CTAGACTCTTAATCATTTGTGGTAAAGGG-TAATTATTTAT---------TGGAAAGACTTT---TTTCTATATGGGGTA

TCC-AAGTGGCAAAGA----------------------GATTT---AAGTCCAGATTAATGTTCTATCCCTTGACCAAGT

ATCANGACATGGGAACCCATATGTTTT-TAGACTTT-GGGTCCCTGTGTTAGTGGTTGAAT-TCACACTTGGTCTTTTCT

AGCTTATTGTCAGT----ACTATTGGTACCAGTAGTAACT--AAATAACACA-TGATCCTTCAGGTGATA

>Eru 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTTCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGGTTT----AAAGG------------GTTTG

GGAAATAAA-CTAGT---AGGGAATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCATTGTATTCATTATGGGTG-GGGTTACTTGGTGCAGGTATCCATGA-TCTCTAGAA

AATGCTTAAAA-CCTGACCTCTCCCTTTAACTTCTCCCACCCATCTTCC-TG------ACTCACATAGGTATA--GCCTG

TTT-CTAGGAGAG-AAAGCTACCTCTTTTATTTCTCTTAGGCCAGGCTAGGTC---TTGGTGGTAGTTGGGTTCCTAGTG

GTGCTCAACACCCTTCCTGAATAAGGTTTTGGTCAGTTTTCCCAATTCTTATT--------------------CCTAGAG

AGTACATGGCTTCTTT-TGCCTTCATTATATGAAACTCA--TATTTTGACCCTTTTTCCTTGTTT--AGTTGGAA---GT

CTAGACTCTTAATCATTTGTGGNTAAGGG-TGATTATTTAT---------TGGAAAGACTTT---ATTCTATACAGCGTA

TCC-AAGTGGTAAAG-----------------------GTTT----AAGTCCATATTAATGTTCTGCCCCTTGACCAAGT

GTCAGGACATGGGAACCCATATGCTTT-TAGACTTCTGGGTCTCTGTGTTAGTGGTTGATT-TCACACTTGGTCTTTTCT

AGCTTATTATCGGT----ACTGTTGTTACTGGTA---ACT--AAATAACACAATGATCCTTCAGGTGATA

>Pbo 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTTCTGGAAGCTTATCGACCCATCCGAAAAGGTAAGTTTT-----AAGG-----------GCTTTG

GGAAATAAA-CTAGT---AGGGAATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCATTGTATTGATTATGGGTG-GGGTTACTTGGTGCAGGTATCCATGA-TCTCTAGAA

AATGCTTAAAA-CCTGACCTCTCCCTTTAACTTCTCCCACCCATCTTCC-TG------ACTCACATAGATATA--GCCTG

T---CTAGGACAG-AAAGCTACCTCTTTTATTTCTCTTAGGCCAGGCTAGGTC---TTGGTGGTAGTTGGGTTCCTAGTG

GCTCTCAACACCCTTCCTGGATAAGGTTTTAGTCAGTTTGCCCAATTCTTATT--------------------CCTAGAG

AGTACATGGCTTCTCT-TGCCTCCATTATATGAAACTCA--AATTTTGACCCTTTTTCCTTGTTT--AGTTGGAAGTCGT

CTAGACTCTTAATCATTTGTGGTAAAGGA-TAATTATTTAT---------TGGAAAGACTTT---TTTCCATATAGGATA

TCC-AAGTGGCAAAGA----------------------GGTTT---AAGTCCAGATTAATGTTCTATCCCTTGACCAAGT

GTCAGGACATGGGAACCCATATGCTTT-TAGACTTT-GGGTCCCTGTGTTAGTGGTTGAAT-TCACACTTGGTCTTTTCT

AGCTTATTATCGGT----ACTATTGTTACCAGTAGTAACT--AAATAACACAATGATCCTTCAGGTGATA

>Nty 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCCTATCGACCCATCCGGAAAGGTAAGTT------AAGGG------------CTTTG

GGAAA-----CTATT---AGGGAATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCAGTGCATTGATTCTGGGTA-AGGTTAGTTGGTACAGGTATCCATGA-TCTCTAGAA

AGTGCTTAAGA-CCCGACCTTCCCCTCTAATTTCTCACACCCGTCTTGCCCCCTCCCCACTGACATAGGTATA--TCCTG

TATCCCAGGAGAG-AAAGCTACCTTTTTTATTTCTCTAAGGCCAGACTAGGTC---TTGGTGGTAGTTGGGTTCCAAGTG

GCTCTCAACACCCTTTCTAGGTAAGGTTTTTGCCAGTTTGCCTAAATTTGATT--------------------CTTAAAG

AGTACATGCTTCC----TGCCTCCATTATCTGAAAATCT--CATTTTGGTCCTTTTCCTTTGGTT--GGGTCAAA---GT

CTAGACTAT---------------------TGATCATTTAT---------TGGAAAGACTTT---ATTCTGTATAGTGTA

TAC-AAGTGGCAAAGCGGTCTTTCTATGGCATGTGAGTGGTTT-CTGAATCCGGAGTAATGTTCTGCCCCTATATCAAGT

GTCAGCACACTGGAACCCATGTGCTTT-CAGAGCTCTGGGTTCCAGTGTTAGTTTTTGAAT-TCACACTTGATCTCTTCT

AGCTTACTATCCATGT--ACTGTTGTTACCTGTAGTAACT--TTATACTTCAATGATCCTACAGGTGATA

>Pci 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTAGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCATACTTCTTGGAAGCTTATCGACCCATCCGGAAAGGTAAGTT-------AAGG-----------GCTTTG

GGAAATAGA-CTAGT---AGGG---CCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCACTTCATTGATTATGGGCA-GAGTTACTTGGTGCAGATATCCATGA-TCTCTAGAA

GATGTTTAATA-TGTGATCTCCCCCTCTAACTTCTCACACCCATCTGCCCCC------ACTCACATAGGTATA--TCCTG

TACCCCAGGAGAA-AAAGCTGCCTCTTTTATTTCTCTTAGGCTAAGCTAGGCC---TTGGTGGTAGTTGGGTTCCAGGTG

GCCCTCAACACCCTTCCTAGGTAAGGTTTTTGCCAATTTGTCCAGTTCTGATT--------------------CTTAGAG

AGTACATGGTTCCTCC-TGCCTCCATTATGTGAAACTCT--AATATTGGCCCTTTTTCATTGTTT--GGTTCAAA---GT

GTAGACTGTTAATCATCTATGGCAAAAAC-TGATCATTTAT---------TGGAAAGATTTT---CTTCTATACAGGATA

TCC-AAGTGGCAAAGAG---------------------GTTTTTCTAAGTCCAGATGAATGTTCTGCCCCTTAACCAAGT

GTCAGGACACAGGAATCCATGTGCTTT-CAGAGTTGTGGGTCCCAGTGTTTGTGATTGAAC-TCACACTTGGTCTTTTCT

AGCTTACTATCCATGTATACTGTTGGTACCTGTAGTAACT--GTATGCTGCAATGATCCTATAGGTGATA

>Tvu 

GTGAAGTACGGCAAACGTATCCATGTACTGCCCATCGATGACACGGTGGAAGGCATCACTGGCAATCTCTTTG-AGGTAT

ACCTCAAGCCATACTTCCTGGAAGCTTATCGACCCATCCGGAAAGGTAAGT--------AAGG-----------GCTTTA

GGAAATAAA-CTAGT---AGGATTAGTATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCAGTGTATTGATTATAGGTA-GGGTTATGTGGTGCAGATATTCATGA-TCTCTAGAA

GATGTTTAACA-CCTGACCTC-CTCTCTAACTTCTCACGCCCGTCTGCCCCC------ACTTACATAGGTATA--TCCTG

TACCCCAGGAGAG-AAATCTACCTCTTTTACTTCTCTTAGGCCAGGCTAGACC---TTGATGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTCCTAGGTAAGGTTTTTGCCAGTTTGCCCAATTCTGATT--------------------CTTAGTG

AGTACATAGTTCCTCC-TGCCCCCATTATGTGAAACTCT--AATACTGGCCCTTCTTACTTGTTT--GGTTTGAA---GT

CTAGACGGTTAATCATCTATGGCAAAAAC-TGATCATTTAT---------TGGAAAGATTTT---CTTCTATACAGGGTA

TCC-AAGTGGCAAAGAG--------------------------------TCCAGATTAATGTTCTGCCCCTTAACCAAGT

GTCAGGACATGGGGACCCATGTGCTTT-CAGAGCTTT----CAGGGTGTTAGTGGCTGAAC-TCGCACTTGGTGTTTTCT

ACCTTACTATCCATGT--ACTATTGTGGCCTGTAGTAACT--ATATACTACAATGATCCTACAGGCGACA

>Meu 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCCATCCGGAAAGGTAAGTT-------AAGG-----------GTTTTA

GGAAATAAAACTAGT---AGA---GCCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAGCAGTGCCTTGATTATAGGTA-GGGTTATTTGGTGCAGATATCCATGA-CCTCTAGAA

GATGCTTAACT-CCTGACCTCCCTCTCTAACTTCTCACACCTATCTGCCCCC------ACTCAGATAGGAATA--TCCTG

TACCCCAGGAGAG-AAAGCTACTTCTTTTATTTCTCTTAGGTCAGGCTAGGCC---TTGGTGGTGGTTGGGTTCCAGGTG

GCCCTCAACACCCTTCCTAGGTAAGGTTTTTGCCAGTTTGCCTAATTCTGGTT--------------------CCTAGTG

AGTATATGGTTCCTCC-TGCCTGTATTATGTGAAAGTCT--AATACTGGCTATTCTTCCTTGTTT--GGTTTCAA---GT

CTAGGCTGTTAATCATCTATGGCAAAAAC-TGATCATTTAT---------TGGAAAGACTTCCTTCTTCTGTACAGGGTA

TCC-AAGTGGCAAAGAG---------------------GTTTTTCTAAGTCCAGATGAATGTTCTGTCCCTTAACCAAGT

GTCAGGACACGGGAACCCACGTGCTTT-CCGAGCTCTGGGTCTCAGTGTTAGTGGTTGAAC-TCACACTTGGTCTTTTCT

AGCTTACTATCCATGT--ACTATTATTACCTGCAGTAACT--ATATACTACAATGATCTTACAGGTGACA

>Mdo 

GTGAAGTACGGCAAACGTATCCATGTGCTGCCCATCGATGACACGGTGGAAGGCATCACCGGCAATCTCTTTG-AGGTGT

ACCTCAAGCCGTACTTCCTGGAAGCTTATCGACCTATCCGGAAAGGTAAGTT-------TAGG-----------GATTTG

AGAAAT-GAACTAGG---AGGAAATTCATTTT------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------CATAACAGT-CATTGATTATGGGCA-GGGTTACTTGGTGCAGGTACCCATGA-CCTCTAGAA

AATGCTTAACA-CCTGATTTTGCCCTCTAACTCCTTATACCCATTTGCCCCG------ACTCACATAGGTGTATCTCCTG

TGCCCCAGGAGAGAAAAGATACTTCTTCTATTTCTCTTAGGCCAGGCTAGGCC---ATGGTGGTGGTTGGGTTGCTGGTG

GTCCTCAACACCTTTCCTAGGTAAGGTTTTTGCCAGTTTGCCCACTTCTGATT--------------------TCTACAG

AGTACATGATTCCTCC-TGCCTCTAATACATTGAAACTT--AATTTTGGCCCTTCTTCC----TC-TGTTTCAAA---GT

TTAGGCTATTAATCACCTATGGCAAAAAT-GGA-CACTTATTGGGATTTGTGGAAAGA-------CTTCTATACAGAGTA

TCC-AGGTGGCAAAGGA---------------------GTCTTTCTAAGT-----TTAATATTTTTTCCCTTGACCAAGT

TTCAGGAC-CTGTATACCATGTGCTTTTCAGAGTTCTGGGAACCAGTGTTAGTGGTTGAACTTCACACTTGGTCTTTTCT

AGCTTACTATTGCTAT--ACTATTATT-CCTATAATAACTGGATATACCACAATGATTCTACAGGTGACA
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>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------CAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGA

-------CACTTACTAGCTGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA---------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------

>Sha 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTTCATCTACTTACTCTAAGGCATTCCACATGT-TCTAAGTAGCTGAT--AACCGATGCT-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATGATAAACAATCATCAAAAAA-------TCCAACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCACCCCCATCAAC---TTATTTTTT---AGCATCAAT

TCTC---CTTCTACCCCTCACCCTATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTTTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAAGAGGACCTGAGTTCAAATCTGACCTCAGA

CACTTAACACTTCGCAGCTGTGTGACCCTGGGCAAGTCACTTAATCCCAATTGCATCAGCAAAAAAA-------AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGATGTTAAATAA-----------ACTGG-----TTGAG

TCTATAGAGGGAATGTTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTCAACTCTG-----------------CCACCTTTATTTCTATTTTGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Dge 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTTCATCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAC--AACCGATGCT-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATTATAACAATCGTCAAAAAA--------TCCAACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTTCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCACCCCCATCAAC---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAAGAGGACCTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCGCAGCTGTGTGACCCTGGGCAAGTCACTTAATCCCAATTGCATCAGCAACAAAA-------AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGATGTTAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAGTGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTCAACTCTG-----------------CCACCTTTATTTCTATTTTGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pdo 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-AGTGGTTAGGGTAGGACTTGGAGAAGGCCATCTTGGTTCAGAGC

CT--GTTTCCA-TTCCAGCTACTTACTCTAAGGCATTCCATATGC-TCTAAGTAGCTGAT--AACTAATGCT-CTTTAGA

GTTCTTCCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTCCCCACAGCTTATCA

GAAGTGATCACAATCATCAAAAAA--------TCCAACTAG-AAA-TTTAAGGA-------ACTTAATTCTTCTGCA--T

GTTTCAGAA------------------GATTTTATTTCCTCCCCACCCCCATCAAC---TTATTTTTTTTTAGCATCAAT

TCCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACTCTGTTGCTGTCCAAGGTACTCT-ATG----TATGGCCCCTATATAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCTCTGAAGTCAGGAGGATCTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCCTCCCTGTGTGACCCTGGGCAAGTCACTAAACCCCAGTTGCCTCAGGGGGGGAAAAAA---AGATTA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGACATGAAATAA-----------ACTGATTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTCATTTTTGAACTTTCAACTCTG-----------------CTACCTTTTTTTCTATTATGGCTTTACAAATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATTAAACCCCTGACATGGCC

>Pbi 

TATCACAAGTGATGTAAGCAACTCACAGGAGCTCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTGCA-TTCCAGCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCT-CTTTACA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCGCAGCTTATCA

GAAGTGATCACAATCATCAAAAAA--------TCCAACTAGAAAA-TTTAAGGA---ACTCCCTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCATCCCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTATCCCTTGCCTCATATTGTTTAATATTCTTAAT-TAACTGCCTTTCACTCTTGCCTCATCTGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATA----TGTGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAGGAGGAA-TGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTAAACCCCAGTTGCCTCAGGGGAAAAAA------AAATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGACATGAAATAA-----------GCTGGTTGATTCTAA

AGAGGGAATGTTAAATTAAAATAAAATTAATTCTAATTAAAATTAATTCTATAAATATT-TGTTGAGTA--TTTTATTTT

GCTCATTTTTGAACTTTCAACTCTG-----------------CTAACTTTATTTCTATTATGGTTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pap 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGTTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAACTTTCCA-TTTCATCTACTTACTTTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCT-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATTATAACAATCATCAAAAAA--------TCCAACCAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCTCCACCCCCATCAAC---TTATTTTTTT--AGCATCAAT

TCCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAAT-TCTATTGAA

---TTATCTCTTA-----AGTTCAGGGACTGTA---CAGCCCTGAAATCAAGAGGACCTGAGTTCAAATCTGGCTTCAGA

CACTTAACACTTCGTAGCTGTGTGGCCCTGGGCAAGTCACTTAACCCCAATTGCATCAGCCAAAAAAA------AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATCTGATGTTAAATAT-----------ACTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTTCACTCTG-----------------CCACCTTTATTTCTATTTTGACTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Dro 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGCTAGGGGTAGGACTAAGAGAGGGCCATCTTGGTTCAGAGC

CTAAGT-TCC----CATTTCATCTACTTTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCT-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTCTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATGATAACAATCATCAAAAAA--------TCCAACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------AATTTGATTTCCTCCCCACCCCCATCAAC---TTATTTTTT---AGCATCAAT

TCCC---CTTCTATCCCTCACCTCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATG-AAAATGGGGAAATAATATTTATTGAA

---TTGTCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAAGAGGACCTGAGTTCAA-TCTGGCCTCAGA

CACTTAACACTTCGTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCCAATTGCATCAGCAAAAAA--------AGATCA

GGGATTGGA---GGCTTTAATGAAAATATCAGTGATTGATTTGATGTTAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAATGCTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TATTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTCAACTCTG-----------------CCACCTTTATTTCTATTTTGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pma 

TATCACAAGCGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTGCA-TTCCAGCTACTTACTCTAAGGCATTCCACATGC-CCTAAGTAGCTGAT--AACCGATGCT-CTTTACA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCGCAGCTTATCA

GAAGTGATCACAATCATCAAAAAA--------TCCAGCTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCATCCCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCCCTCACCTCATATTGTTTAATATTCTTAAT-TAACTGCCTTTCACTCTTGCCTCATCTGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAGGAGGATGTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTAAACCCCAGTTGCCTCAGGGGAAAAAA------AAATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGACATGAAATAA-----------GCTGGTTGATTCTAA

AGAGGGAATGTTAAATTAAAATAAAATTAATTCTAATTAAAATTAATTCTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTCATTTTTGAACTTTCAACTCTG-----------------CTAACTTTATTTCTATTATGGTTTCACAGATTAAGTAC

AAAGAGGGACTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Dcr 

TATCACAAGTGATGTAAGCAACCCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTTCATCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGTT-CTTTAGA

ATTCCTTCTTTT-CTTGTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATGATAACAATCATCAAAAAA--------TCCATCTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTTCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCACCCCCATCAAC---TTATTTTTT---AGCATCACT

TCCC---CTTCTACTCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGTCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGAC-GTA---CAGCCCTGAAGTCAAGAGGACCTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCGTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCCAATTGCATCAGCAAAAAAA-------AGATCA

GGGATTAGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGATGTTAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTCAACTCTG-----------------CCACCTTTATTTCTATTTTGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATACTGAAGGGGCCTAGGATGCTTCCTCTATGATACTCCTGACATGGTC

>Dby 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTTCATCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCT-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATGATAACAATCATCAAAAAA--------TCCATCTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTTCCCACCCCCATCAAC---TTATTTTTT---AGCATCAAT

TTCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTACCCAAGGTTCTCT-ACG----TATGGTCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAAGAGGAGCTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCGTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCCAATTGCATCAGCAAAAAAA-------AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGATGTTAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-TTTNCACTCTG-----------------CCACCTTTAATTCTATTTTGGCTTCACAGATAAAGTAC

AAAGAGGACTTACAAATATTGGAGGGCCCTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Mle  

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-ACTGGTTAGGGTAGGACTTGGAGAGGGTCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTTCATCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCG-CTTTAGA

ATTCCTTCTTTTCCTTTTCA-CATCTTTTCGCTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAATGATAACAATCATCAAAAAA--------TCCAACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCACCCCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTACCTCATCAGTCTTTC

AAAAGTCACACTGTTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAAGAGGACCTGAGTTCAAATCTGAACTCAGA

CACTTAACACTTCGTAGCTGTGTGACCCTGGGCAAGTCACTTAATCCTAATTGCATCAACAAAAAAA-------AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGATGTTAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATTTTGTTGAGTG--TTTTATTTT

GCTAATTTTTGAA-ATTTCACTCTG-----------------CCACCTTTATTTCTATTTTGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATTTTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pta 

TATCACAAGTGATGTAAGCAACTCATAGGAGCCCT-AGTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAGGTTTCCA-TTCCAGCTATTTACTCTAAAGCATTCCACATGC-TCTAAGCAGCTGAT--AACCGATGCA-CCTTAGA

GTTCCTTCTTTTGCTTTTCA-CATCTTTTCACTTCCTATGTGAATCTTTCTGAGGAATGCTCATTCCCGACTGCTTATCA

GAAGTGATCACAGTCATCAAAAAA--------TCCAACTAGGAAA-TTTAAGGA---GCCCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------G--------------CCACCTCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTATCCTTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCTTTTCATTCTTGCCATATCTGTCTTTC

AAAAGTCACACTATTGCTGTCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTTTTA-----AGATCAGGGACTGGA---CAGCTCTGAAATCAGGAGGATCTGAGTTCAAATCTGGTCTCAGA

AACTTAATACTTCCCAGATGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAATAAAAAAAAA----AGATCA

GGAATTGGA---GGCTTTAATGAAACCATCAGTGATTGATTTGAT---------------------CTGGTTGAGTCCAT

AGTGGGAATGTTAAATTAAAATAAA-TTAAT-----------------CTATAAATATT-TGTTGAGTATGTTTTATTTT

GCCTATTTTTGAACTTTTAACTCTCTTTGAACTCTCTTTGAATGTTTTAACTCTTTATTATGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Mlo 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-AGTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTCCATCTACTTACTCTAAGGCATTCCACA-AC-TCTAAGTAGCTGAT--AATCGATGCT-CTTTAGA

GTTCCTTCTTTTCCTTTTTA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCA

GAAGTGATCAAAATCATCAAA-----------T--AACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTTCCCACTCCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCCCTCACCCCATATTGTTTAATATTCATAAA-TAACTGCCTTTCACTCTTGTCTCATCTGTCTTTC

AAAAGTCACACTGTTGCTGTCCAAAGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATGAGGGACTGTA---CAGTCCTGAAGTCAGGAGGATCTGATTTCAAATCTGGCCTCAGA

CACTTAACACTTCTTAGCTGTGTGACCCTGGGCAAGTCACTAAACCCCAGTTGTTTCAGGGGGAAAAAA-----AGATCA

AGGATTGGA---GGCTTTAATGAAAGCATCAGTGATTGATTTGACATGAAATAA-----------ATTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAACTATG-TGTTGAGTGTGTTTTATTTT

GCCCATTTTTGAACTTTTTACTTTG-----------------CCACCTTTATTTCTGTTATGGCTTCACAGATTAAGTAC

AAAGAAGATTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Ast 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCTTAGTGTTTAGGGTAGGACTTGGAGAGGCCCATCTTGGTTCAGAGC

CTAAGTTTCCA-TTCCAGCTACTTACTCTAAGGCATTCCACATGC-TCTAAGTAGCTGAT--AACCGATGCT-CTTTAGT

GTTTCTTCTTTTCCTTTTTA-CATCTTTTCACTTCCTATGTGAATTTTTCTGAGGAATGCTCATTTCCCACAGCTTATCT

GAAGTGATCACAATCATCAAA-----------T--AACTAGAAAA-TTTAAGGA---ACTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GATTTGATTTCCTCCCCACCCCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCTCTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCCTTTCACTCTTGCCTCATCTGTCTTTC

AAAAGTCACACTGTTGCTGTCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGACTGTA---CAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATCTGGCCTCAGA

CACTTAACACTTCCTAGCTGTGTGACCCTGGGCAAGTCACTAAACCCCAGTTGCCTCAGGGGGGAAAAA-----AGATCA

AGGATTGGA---GGCTGTAATGAAAGCATCAGTGATTGATTTGACGTGAAATAA-----------ATTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAACTATG-TGTTGAGTGTGTTTTATTTT

GCCCATTTTTGAACTTTTAACTCTG-----------------CCACCTTTATTTCTATTATGGCTTCACAGATTAAATAC

AAAGAGGATTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pgi 

TATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-AGTGGTTAGGGGAGGACTTGGGAAGGGCCATCTTGGTTCAGAGG

CT------------------ACTTACTGTAAGGCATTCCATAT--------GCAGCTGATAAACCCAATGCTTCTTCAGA

GTTCCTTCTTTTCCTTTTCA-CTTCTTTTCACTTCCTATTGGAATCTTTTTGAGGAATGCTCATCCCCCATTGCTTATCA

GAAGTGATCACAATCATCAAAAAAA-------TCCAACTAGGAAA-TTTAAGGA---GCTCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------GACTTGATTTCCTCCCCACCTCCATAAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTACCCTTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCTTTTCACTCTTGCCACATCTGTCTTTC

AAAAGTCACACAATTGCTGCCCAAGGTTCTCT-ATG----TATGGCCCCTTTCTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTTTTA-----AGATCAGGGACTGGA---CAGCCCTGAAGTCAGGAAGATCTGAGTTCAAATATGGTCTCAGA

CACTTCACACTTCCCAGATGTGTGACC-TAGGCAAGTCACTTAACCCCAATTACCTCAGGGGGGGAAAAA----AGATCA

GGGATTGGA---GGCTTTAATGAAAGCATCAGCGATTGATTTGATGTGAAATAA-----------ACTGGTTGAATCCAT

AGTGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATTAATATT-TGTTAAGTGTGTTTTATCTT

GCCCATTTTTGAACTTTTAACTCTCTTTGAA-----------CTTTTTAACTCTCTATTATGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Sma 

TATCACAAGTGATGTAAGCAACTCATAGGAGCCCT-AGTGGTTAGGGTAGGACTTGGAGAGGGCCATCTTGGTTCAGAGC

CTAGGTTTCCA-TTCCAGCTATTTACTCTAAAGCATTCCACATGC-TCTAAGCAGCTGAT--AACCGATGCA-CCTTAGA

GTTCCTTCTTTTGCTTTTCA-CACCTTTTCACTTCCTATGTGAATCTTTCTGAGGAATGCTCATTCCCGACTGCTTATCA

GAAGTGATCACAGTCATCAAAAAA--------TCCAACTAGGAAA-TTTAAGGA---GCCCACTTAACTCTTCTGCA--T

GTTTCAGAA------------------G--------------CCACCTCCATCAAT---TTATTTTTT---AGCATCAAT

TCCC---CTTCTATCCTTCACCCCATATTGTTTAATATTCTTAAA-TAACTGCTTTTCATTCTTGCCATATCTGTCTTTC

AAAAGTCACACTATTGCTGTCCAAGGTTCTCT-ATG----TATGGCCCCTATGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTTTTA-----AGATCAGGGACTGGA---CAGCTCTGAAATCAGGAGGATCTGAGTTCAAATCTGGTCTCAGA

AACTTAATACTTCCCAGATGTGTGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAATAAAAAAAAAA---AGATCA

GGAATTGGA---GGCTTTAATGAAACCATCAGTGATTGATTTGAT---------------------CTGGTTGAGTCCAT

AGTGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTATGTTTTATTTT

GCCTATTTTTGAACTTTTAACTCTCTTTGAACTCTCTTTGAATGTTTTAACTCTTTATTATGGCTTCAC-GATTAAGTAC

AAAGAGGACTTACAAATATGGAAGGG-CTAAGGATGCTTTCTCTATGATACCCCTGACATGGTC

>Tcy 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------TGCTTATCA

GAAGTGATCACAATCATCAAAAAA--------TCCAACTAGGAAATTTAAGGAA----CCCACTTCACCCTTCTGCA--T

GTATCAGAA------------------GACTTGATTTCCTCTCCATCCCCATCAAT---TTATTATTT---AGCATCAAT

TCCC---CTTCCACTCCTCACCCCATATTGTTTAATACTCTTAAA-TAATTGCCTTCCCCTCTTGCCACATCGGTCTTTC

AGAAGTCACACTATTGCTGTTCAAGGTTC----------------------TGTAAAATGGGGAAATAATGTCTATTGAA

---TTATCTCTTA-----AGATCAGGGATTGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTTAATGAAAGCATCTATGATTGGTTTGATGTGAAATAA-----------ACTGGTTGAGTCTAT

AGAGGGAATGTTAAATTAAAATAAAATTAAT-----------------CTATAAATATT-TGTTGAGTGTGTTTTATTTT

GCCCAGCTTTGGACTTTTAACTCTG------------------CCCCTCTATTTCTATTATGGCTTCATAGATTAAGTAC

AAAGAAGACTTACAAATATTGAAGGG-TTTGGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Mfa 

CATCACAAGTGATGTAAGCAACTCACAGGAGCCCT-AGT---TAGGGTAGCACT-GGAGAGGGCCATCTGGGTTCAGAGC

CTAAATTTCCATT-CTACTGAT----------------------------------------AACTGATGCT-CTTTTGA

GTTCCTTCTTTTCCTT-----------TTCACTTCCTATGTGAATCTTTCTGAGGAA--------------TGCTTATCA

GAAGTGATCACAATCATCAAAAAA--------TCCAGCTAGGAAA-TTTAAGGA-------------CCCTTCTGCA--T

ATATCAGAA------------------AACTTGATTTCCTCCCCACTCCCATCAAT---TTATTCTTT---AGCATCAAT

TCCC---CTTCCACTCCTCACTCCATATTGTTTAATATTCTTAA--TAACTGCCTTCCCCTCTTGCCACATCAGTCTTTC

AAAAGTCACACTATTGCTGTCCAAGGTTCTTT-GTG----TATTGTCTCTGTGTAAAATAGGGAAATAATGTCTATTGAA

---TTATCTTTTT-----AGATCAGGGACTGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GACTTTAATGAAAGTGTCTGTGATTGATTTGACGTGAAATAA-----------ACTGGGTGAGTCTAT

AGAGGGAATATAAAATTACAGTAAAATCAGT-----------------CTATAAATATT-GGTTGAGTGTCTCAT-TCTT

GCCCAGCTTTGAACTTTTAACTCTG-----------------CTACCTCTATTTCTATTATGGCTTCACAGATTAAGTAC

AAAGAGGACTTACAAATATTGAAGGG-CTTAGGATGCTTTCTCTATGATACCCCTGACATGGTC

>Mla 

CATCACAAGTGATGTAAGCAGCTCACAGGAACCCT-AGTGATTAGAGTAGGACT-AGAGAGGATGATGC-----------

------TTACATTTCCAGCTACTTT----AAAGCATTTCCCATGC-TCTAAGCA-CTAAGTCAACCAATGTTTTTTAAGA

GTTCCTTCTTTCCTTATTC--CATCCTTTCACTTTCTAAGTAGATCTTGCTGGGGATCATTCTTTCCCCAAAGTTTATTA

GAAATGATCACA-TCAT--AAAAA-------GGTTAACTAGTAAA-TTTAAGGA---TCACCTTTAAACCTTCTGCA--A

ACATCAGAA------------------GACTTGATTTCCCC----------TTAATATTTCATTCTAT---AGCATCAAT

TCTCTC-CTTCCACCC-------------TTCTAATGCCTTTAAC-TAACTGCCTTTCCCTCTTGTCACAGCTGCCTTTC

AAAAGTCATACTACTACTTTTCAAAATTTTCT-ATGTATTTATTGTCCCTGTATAAAATGAGAAAATAA---CTTTTGAG

-CTTTACCTCTTA-----AGCTCAGGGACAAGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATGAAAGCACCTGCCATTGATTTGACATGAAATTT-----------GCTGACTAAATAGAA

TTTAAAACAGGAATGTTAAAGTAAATTTAAT-----------------CTGTAACTATT-TGTTGAATGTTGTCTACTTT

GCCCAGTTTTGAACTTTTACCTCTG-----------------CCATCTTTGTTTCTATTATGGCTTCATAGATCAAGTAC

AAAGAAGACCTACAGATATTGAAAGG-CTTAGGATGCTTCCTCTATGATACTCCTGACATGGTC

>Iob 

CATCACAAGTGATGTAAGCAGCTCATAGGAACCCT-AGTGATTAGAATAGGAATTAGAGAGGGTGATGCTGGTTCAGAGT

CTAAGCTTCCATTTCCAATTACTTT----AAAGCATTTCCCATAC-TCTAAGCAG---------CCAATGTTTTTTAAGA

GTTCCTTCTTTCTTTATTC--TATCCTTTCACTTCCTAAGTAGAGCTTGCTGGGGATCACTCTTT-CCCCAAGTTTATTA

GAAATGATCATA-TCATAAAAAAAA------GGTCAATTGGTAAA-TTTAAGGA-CCCCCCCCTTAACCCTTCTGCA--A

ATATCAGAA------------------GACTTGATTTCCCC----------TTAATATTTAATTCTAT---AGCATCAAT

TACCTC-CTTCCACCC-------------TTCTAATGCCTTTAACTTAACTGCCTTTCCCTCTTGTCACAGATACCTTTC

AAAAGTCATATTACGGCTGTTCAA------------------TGTTCTCTGAATAAAATGAGAAAATAATGACTTTTGAA

-CTTTACCTCTTA-----AGTTCAGGGACAAGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATAAAAGCACCTGTCATAGATTTGATAT------------------GCTGGCTAAATAGAA

TCTAAAGCGGGAATGTTAAAGTAAAATTAAT-----------------CAATAAATATT----TAAGTGTTATCTACTTT

TCCCAGTTTTGAACTT--AGCTCTG-----------------CCATCTTTGTCTCTATGATGGCTTCACAGATCAAATAC

AAAGAAGACCTACAGATATTGAAAGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Eru 

CATCACAAGTGATGTAAGCAGCTCACAGGAACCCT-AGTGATTAGAATAGGACTTAGAGAGGATGATGCTGGTTCAGAGT

ATAAGCTTCCATTTCCAATTACTTT----AAAGCATTTCCCATAC-TCTAAGCAACTAAGTCAACCAATGTT--------

--GACTTCTTTCCTTATTC--TATCCATTCACTTCCTAAGTAGATCTTGCTGGGGATCACTCTTTTCCCAAAGTTTATTA

GAAATGATCACA-TCATTAAAAAAAAAA---GGTCAATTAGTAAA-TTTAAGGA---CCCCCCTTAACCCTTCTGCA--A

ATATCAGAA------------------GACTTCATTTCCCC----------TTAATATTTTATTCTAT---AACATCAAT

TCCCTC-CTTCCACCT-------------TTCGAATGCCTTTAACTTAACCGCCTTTCCCTCTTGTCACAGGAACCTTTC

ACAAGTCATACTACTGCTGTTCAGCATTCTCT-GTG----CATTGTCCCTGAATAAAATGGGAAAATAATGACTTTTGAA

-CTTTACCTCTTA-----AGCTCAGGGACAAGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATGAAAGCACCTGTCATTGATTTGATAT------------------GCTGGCTAAATAGAA

TCTCAAGAGGGAATGTTAAAGTAAAATTAAT-----------------CTATAAATATT----TAAGTGTTGTCTACTTT

TCCCAGTTTTGAACTTTTAGTTCTG-----------------CCATCTTTGTCTCTATTATGGATTCACAGATCAAGTAC

AAAGAAGACCTACAGGTATTGAAAGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pbo 

CATCACAAGTGATGTAAGCAGCTCATAGGAACCCT-AGTGATTAGAATGGAAATTAGAGAGGGTGATGCTAGTTCAGAGT

CTAAGCTTCCATTTCCAATTACTTT----AAAGCATTTCCCATAC-TCTAAGCAACTAAGTCAACCGATGTTTTTCAAGA

GTTCCTTCTTTCTTTATTC--TATCCTTTCACTTCCTAAGTAGATCTTGCTGGGGATCACTCTTTCCCC-AAGTTCATTA

GAAATGATCACA-TCATAAAAAAA-------GGTCAATTAGTAAA-TTTAAGGACCCCCCCCTTTAACCCTTCTGCA--A

ATATCAGAA------------------GACTTGATTTCCCC----------TTAATATTTTATTCTAT---AGCATCAAT

TCCCTC-CTTCCACCC-------------TTCTAATGCCTTTAACTTAACCGCCTTTCCCTCTTGTCACAGATACCTTTC

AAAAGTCATTTTACTGCTGTTCAATGTTCTCT-GTG----CATTGTCCCTGAATAAAATGAGAAAATAATGACTTTTGAA

-CTTTACCTCTTA-----AG-TT-----CAAGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATAAAAGCACCTGTCATAGATTTGATAT------------------GCTGGCTAAATAGAA

TCTAAAGCGGGAATGTTAAAGTAAAATTAAT-----------------CTATAAATATT----TAAGTGTTATCTACTTT

TCCCAGTTTTGAACTT--GGCTCTG-----------------CCATCTTTGTCTCTATTATGGCTTCACAGATCAAGTAC

AAAGAAGACCTACAGATATTGAAAGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Nty 

CATCACAAGTGATGTAAGCAGCTCACAGGGACTGT-AGTAGTTAGGGTAGGACTTAGAGAGGACCATGCAAGTTCAGAAC

CCAGGTTTTCATTTCCAGCTACTCT----AAGGTATTCCACATGC-TCTAAGTAACCAAGACAACGAAATGTTCTTTAGA

GTTCCTTCTTTTCTTGTTCACAGTCCTTTCACTTTTTATGTGGATCTCTTT--------------CCCCAAAGCTTATCA

GAAATGATCACA-TCATCACATCATCAGAAAAACCACTTAGGAAATTTAAGGAA----CCCTCTTAACCCTTTTGCA--T

GTATCATAA------------------GACTTGATCCCCCCG--AACCCCATTAAT---TTATTCTCT---ATCATCAAT

T-CCTCCCTTCCACTCAC-ATGCCATATTGTCTAATCCCCTTAAA-CAACTGCCTTCCCCTCTT-----ATCTGCCTTTC

AAAAGTCACACTATTGCTATTCAAGGTTCTCT-GTG----TAATGCCCTAGTGCAAAATGGGAAAATAATGCCTATTGAA

GAACTATCTCTTAAG---AGCTCAGGGACAGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------TGCTTAAATGAAAGCACCTGTAATTGATTTGCAATTAACATTTGAATTTTGAGATAAAATAAGTAGAG

TCCAAAGAGGGAATGTTAAAATAAAATTAAT-----------------CTATGAATATT-TGTTGAGTGTTGACTTTTTT

GTTCAGCTTTGAACTTTTAACTGTG-----------------CCATCTCTGTTTCTATTATGCCTTTACAGATCAAATAC

AAAGAGGACCTACAGATATTGAAGGG-CTTGGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Pci 

CATCACAAGCGATGTAAGTAGCTCACAGGGGCCCT-AGTGGTTAGGGTAGCACTTAGTGAGGGCCATCCTGGTTCAGAGC

CTAAGCTTCCATTTCCAGCTACTCT----AAGGCATTCCACGTGC-TCTAAGCAGCTAATGTAACTGATGCT-CTTTAGA

GTTCCTTCCTTCCTTGTTCA-CGTCCTTTCACTTCCTATGTGGATCTCGCTGGGGAACACTCTTTCCCCAAAGTTTATCA

GAAATGATCACA-TCATCAAAAA--------GGCCAACTAGGAAA-TTTAAAGA---ACCCCCTTAACCCTTCTGTA--T

GTATCAGAA------------------GACTTGAGTTTCCCCC-ATCCTAGTCAAT---TTATTCTAT---AGCATCAGT

T-CCCC-CCTCTACCCCTTA--------------------------------CCTTGCCCTCTTGCAATGTCTGCCTTTC

AAAAGCCACACTACTGCTGTCCAAGATTCTCTTGTGTA--TAATGTCCCTGTGTAAAATGAGAAAATAATGCCTATTGAA

---CTATCTCTTA-----AGCTCAGGGACAGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATGAAAGCAGCTGTGATTGATTTGACATGAAATAA-----------ACT-GTTAAGTAGCA

TTCACAGAGGGAATGTTAAAGTAAAATGAAT-----------------CTATAAATATT-TGTTAAGTGTTGTCTATTTT

GCCCAGCTTTGAACCTTTAACTCTG-----------------CCATCTCTGTTTCTATTATGGCTTCACAGATTAAGTAC

AAAGAGGATCTACAGATATTGAAGGG-CTTCGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Tvu 

TATCACCAGTGATGTAAGCAGCTCACAGGAGCCCT-AGTGGTTAGGGTAGGACTTAGAGAGGGCCATCCTAGCTCAGCGC

NTAA-----TATTTCCAGCTATGCT----AAGGCATTCCACATGT-TCTAAGCAGCTAAGACAACCAATGCT-CTATAGA

CTTCCTTCTTTCCTTGTTCA-CAATCTTTCATTTCCTATGTGGATCTTTCTGGGAAACACTCCTGCCCGAAAGCTTATCA

GAAATGCTCACA-TCATCGAAAA--------GGCCACCTAGGAAAATTAAAGAA---CACCCCTTAGTCATTCTGTA--T

GTATCAGAA------------------GACTTGATTCCCCTCC-ACCCCCATCAAT---TTATTCTAT---AGCATCAAT

T-CCCC-CTTTCACCCCTCAACCCTTATTGTCTAATACCCTGAAA-TAACTGCCTTCCCTTCTTGCCATGTCTGCCTTTC

AAAAGCCACACTACTGCTGTCCAAGGGACTCT-GTGTA--TGTAGCCCCTGTGTAAATTGAGAAAATAATGCCTATTGAA

---CTATCTCTTA-----AGCTCAGGGACAGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATGAAAGCACCTGTGATTGTTTTGA-ATGAAATAA-----------GCTGGTTAAGTAGAG

TCTACAGAGGGAATGTTAAAGTAAAATTAAT-----------------CTATAAATATT-TGTTGAGTGTTGTCTATTTC

GCCCAGATTTGAACTTTTAACTGTG-----------------CCATCTCTGTTCCTATTATGCCTTCACAGATTAAGTAC

AAAGAGGACCTACAGATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Meu 

CATCACAAGTGATGTAAGCAGTTCACAGGAGCCAT-AGTGGTTAGGGTAGGACTTAGAGAGGGCCATTCTGGTCCAGAGT

CTCA-----TATTTCCGGCTACTCT----AAGGCATTTCACATAC-TCCAAGCAGCTAAGAAAACCCATACT-GTATATA

GTTCCTTCTTTCCTTGTTCA-CATCCTTTCACTTCTTATGTGGATCTTGCTGGGGAAGGCTCCTTCCCAAAAGCTTATCA

GAAATGATCACA-TCATCAAAAA--------GGTCAACTTGGAAAATTAAAGAA----CTCCCTTAACACTTCTGCA--T

GTATCTGAA------------------GGCTTGATTTCCCTCC-ACCCCCATCAAT---TTATTCTAT---AACATCTAT

T--------------CCTCCATCCATATTGTCTAATACCCTTAAA-TAACTGCCTTCCCCTCTTGCCATGTCTGCCTTTC

AAAAACCACACCACTGCTGTCCAAGGTTCCCT-GTGCAT-ATTTGCCCCTGTGTAAAATAGGGAAATAATGTCTATTGAA

---CTATTTCTTA-----AGCCCAGGGACAGGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGATTAAATGAAAGCACCTGTGAGTGATCTGA-ATGAAATAA-----------GCTGGATAAGTAGAG

TCCACAGAGAGGATGTTAAAGTAAAATTAAT-----------------CTATAAATATT-TGTTGAGTGTTGAATATTTT

GCCTAACTTTGAACTTTTGACTCTG-----------------CCATCTTGGTTTCTATTATGGCTTCACAGATTAAGTAC

AAAGAGGATCTACAGATATTGAAGGG-CTTAGGATGCTTCCTCTATGATACCCCTGACATGGTC

>Mdo 

CATTACAAGTGATGTAAGCAGCTTATAGGAGCCCA-AGTGGTTAGGGTAGGACTTAGAGATGTCCATCCGCATCCAGAGC

CTGAACTTCTGTTTCCAGCAACTCT----GAGGCATTCCACATACTTCTAAGCAACTAAGACAAGTGATGCT-CTTTGGA

GTACCTTCTTCCCTTATTCA-TATTCTTTTGCT---------------------------------CCCAAAGCTTGTTG

GAAATGATCA---GCATCAAATAAAA------GCCAACTAAAAAA-TTTAATGA--CCTCCTTCTAGAGCCCTTGCAAAT

GTATCAGACACATTGACAATTATTTTTGGCTTGAT--TTCTGCCCCCTCCATCAAT---TTATCCTGC---AGCATCAAT

T-CCC-----------------------------------------------CCTTTCCCTCTTGCCAC-TCTGCCTTTC

AAAAGTCACACTACTGCTATCCTTGATTCTCT-GTGT---GTTGTCCATTCTATAAAATGGGAAGATTATGCCCCTCCAA

---CTATCTCTTA-----AGCTTAGGAACAAGA-----------------------------------------------

--------------------------------------------------------------------------------

------------GGCTTAAATGAATTTATCTGGC-----------ATGAAATAA-----------GCCAGTTAAGTTGAG

TCCGCAGAGAGAATGTTAAATTAAAGGAGGA-----------AGGAATCTATAAATATT-TGTTGAGTGTTGTTACCTTT

GCCTAGCTTTTAACTTTGAACCCTG-----------------ACACCTCTGCTTCTATTGTGGCTTCACAGATTAAGTAC

AAAGAGGATCTACAGATTTTGAAGGG-CTTAGGATGCTTCCTCTATGATACTCCTGACATGGTC

Marker 23

>WSINE1 

--------------------------------------------------------------------------------

--------------------TTTTTTTTTTTTTTGAGGCAATTGGGGTTAAGTGACTTGCCCAGGGTCA-CACAGCTAGT

AAGT--------GTC-TGAGGCTGGATTTGAACTCAGGTCC-TCCTGACTCCAGGGCTGGTGCTCTATCCACTGCACCAC

CTAGCTGCCCCTC-------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------

>Sha 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATC-------------

--------------TTTTTTTTTTTTTTTAAACTGAGGCAATTGGGGTTAAGTGACTTGCAGAAGGTCA-CATAACTAAG

AAGTGTTTGGGTGTCTTGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAGGACTGGTGCTCTATTCACTGCACCAC

CTCACTAACCCT---GAGCAATAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAACTATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCAAATAAGATAGTCCAAATGTTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAA-CCC-TAGCCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AG

TAGGAGCATGCATTTAGTAAGG---AAAGATTAATATGTAATTCTTCCTAAAGACTCTTCCCCCCCACATACACAC---A

CATACCCCATGTAAGCTTACTAA--TCTTTTT---TATTTA-TTATTATAAGGGTC

>Dge  

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATCA------------

----------------TTTTTTTTTTTTTTAACTGAGGCAATTGGGATTAAGTGACTTGCGGAAGGTCA-CATAGCCAAG

AAGTGTT-AAGGGTC-TGAAACCAAATTTGAACTAAGTCCC--CCTGACTTCAGGACGGGGGCTTTATTCACTGCACCAC

CTCCCTCACCCT---GAGCAGTAGGAATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAGC-TTATGTCATATCTCAGTCTAATAAAATAGTCCAAATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAT

TGCTAAGTACTAAAA-CCC-TAGCC-TTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CATTTCCCT-TG-AT

TAGGAGCAGGCATTTAGTAAGG---AAAGATTAATATGTAATTCTTCCTAAACACTCTTCCCCA---------CAC---A

CATACCCCATGTAAGCTTACTAA--TCTTTT------TTTA-TTATTATAAGGGTC

>Pdo 

NGGAATTAGAGAAGGCCGCCCTTTTGGGGGT-GGCAGCCG-CCA---AAGCCCCCAGGAAA--AAACC----TTTTTTTT

TTTTTTTTTTTTTTTTTCTGTTTTTTTTTAAACTGAGGCAATTGGGATTAAGTGACTTGCGGAAGGTCA-TATAGCTAAG

AAGTGTT-AGGTGTC-TGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAGGACTGGTGCTCTATTCACTGCACCAC

CTCGCTAACCCT---GAGCAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCTAATAAGATAGTCCAAATATTTTAAT-GGTAGTAAAA-TTTCATAATTCTAC

TGCTAAGTACTAAAA-CCC-TAGCCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCTT-TG-AG

TAGGAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTCCTAAAGACTCTTCCACA-----CACACAC---A

CATACCCCATGTAAGCTTACTAA--TCTTTTT---TATTTA-TTATTATAAGGGTC

>Pbi 

CAGAATCAGAGAAGCCTGCCTTTTGGTGGTT-GGCAGCAG-CAA---GAGCCGCAGGGATT--TA--------------T

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAACTGAGGCAATTGGAGTTAAGTGACTTGCGGAAGGTCA-CATAGCCAAG

AAGTGTT---GTGTC-TGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAAGACTGGTGCTCTATTCACTGTACCAC

CTTGCTAATCCT---GAGCAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCACTAT-TAAAATATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCTAATAAGATAGTCCAAATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAG-CCC-TAGCCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AG

TAGGAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTCCTAAAGATTCTTCCCCC-----CACACAC---A

CATATCCCATGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACAGCAG-CAA---GAGCAGCAGGTATT--TATCT---TTTTTTTTT

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAACTTAGGCAATTGGGGTTAAGTGACGTGCGGAAGGTCA-CATAGCTAAG

AAGTGTT-AGGTGTC-TGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAGGACTGGTGTTCTATCCACTGCATCAC

CTTGCTAACCCT---GAACAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCTAATAAGATAGTCCAAATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAA-CCC-TAGCCTTTCCTACAAATTTCATTGCTGGGTACACTCTGAT---A-CAATTCCCT-TG-AG

TAGGAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTCCTAAAGACTCTTCCCCA-----CACACAC---A

CATACCCCATGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Dro 

CAGAATCAGAGAAGCATGCCTTTTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TT---------------

-----TTTTTTTTTTTTTTTTTTTTTTTTAAACTGAGGCAATTGGGGTTAAGTGACTTGCGGAAGGTCA-CATAGCTAAG

AAGTGTT-AGGTGTC-TGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAGGACTGGTGCTCTATCCACTGCACCAC

CTCGCTAACCCT---GAGCAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCTAATAATATAGTCCAAATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAA-CCC-TAGTCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AG

TAGGAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTCCTAAAGACTCTTCCCCA-----TACACAC---A

CATACCCCATGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Pma 

CAGAATCAGAGAAGCATGCCTTTTGGTGGTT-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

----TTTTTTTTTTTTTTTTTTTTTTTTTAAACTGAGGCAATTGGAGTTAAGTGACTTGCGGAAGGTCA-CATAGCCAAG

AAGTGTT-AGGTGTC-TGAGACCAGATTTGAACTAAGTCCT--CCTGACTTCAAGACTGGTGCTCTATTCACTGTACCAC

CTTGCCATCC-T---GAGCAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCACTAT-TAAAATATTCCTAATTC

TAAGTAAAC-TTATGTCATATCTCAGTCTAATAAGATAGTCCAAATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAG-CCC-TAGCCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AG

TAGGAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTCCTAAAGATTCTTCCACA-----CACACAC---A

CATATCCCATGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Dcr 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

------TCTTTTTTTTTTTTTTTTTTTTTAAACTTAGGCAATGGGGGTTAAGGGACTTGGGAAAGGGCC-CAAACCTAAA

AAAGGTT-GGGGGTC-GAAAACCAAATTTAAAAAAATCCCC--CCGGACTTCGGGAGGGGGGTTTTATCCCCGGCCCCCC

CCCCCTAACCCG---GAGAAGAAGGGATTTTTTA---CCCGGAAAAT-TTTCCCTCCAGAAT-AAAAAAATCCCCAATTC

TAAAAAAAA-TTTTGTCAAATCCCACCCTAAAAAAAAACCCCCCCTATTTTAAG-GGGGGAAAAA-TTTCAAAATTCTCC

GGCGAAAAACAAAAA-CCC-CACCCTTTCCAACAAATTTCATGGGGGG-GACACCCGGAA---A-CAATTCCCT-GG-AG

AAGGAGCAAGCTTTTTTTAAGG---AAAAACAAAAATATAATTCTCCCTAAAAACTCTTCCCCC-----CACACCC---A

CGTACCCCAGGAAACCTAACAAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Dby 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

---------TCTTTTTTTTTTTTTTTTTTTAATTTAGGCATTTGGGGTTAAGTGATTTGCGAAAGGTCA-CGTACCTAAA

AAATGTT-AGGTGTC-TAAAACCAAATTTAAACTAATTCCT--CCTGATTTCAGGACGGGGGTTCTATCCACTGCACTAC

CTCCCTAACCCT---GAGCAGAAGGTATTTATTA---TCCTGAATAT-TTTCTCTTCATTAT-TAAAATATTCCTAATTC

TAAGTAAAT-TTATGTCATATCTCATTCTAATAAAATAGTCCAAATATTTTAAG-GGTAGTAAAA-TTTCATATTTCTAC

TGCTAAGTACTAAAA-CCC-TACCCTTTCCTACAAATTTCTTTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AG

TAGAAGCAAGCTTTTATTAGGG---AAAAACTAATATGTATTTCTTCCTAAAAACTCTTCCCCC-----CACACAC---A

CTTACCCCAGGTAACCTTACTAA--TCTTTTTT--TATTTA-TAATTATAAGGGTC

>Mle 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

--TCTTTTTCTTTTTTTTTTTTTTTTTTTTAATTTTGGGAATTGGGGTTTAATTAATTGGGGAAGGGCCCCATACTTAAA

AGGGTTT-GGGGGTC-AAAAACCA-ATTTTAAATAAATCCC-CCCGGATTTCGGGAGGGGGTTTTTTCCCTTGGCCCCCC

CCCCTTACCCCG---GACAAGAGGGTTTTTTTTT---TTTGAAAAAT-TTTCTCTTCATTTT-AAAAATTTTCCAATTTC

TAATAAAAT-TTTTGTAAATTCTCATTCAAAAAAAAAACCCCAAAT-TTTTAAGGGGAAGAAAAT-TTTCAAATTTCTCG

GGTAAATTAC-AAAA-CCC-CAGCCTTTTCCAAAAATTTTCTTGGTGGGAACCCTCGAAA---A-CA-TTCCCT-TGGAG

AAGAACCAGCCTTTTATTAGGG---AAAAATTAATTTGTATTTCT-CCTAAAGACCTTTCCCCC----ACACACCC---A

CTTCCCCAGGGTAA-CTTAACAA--TCTTTTTT--TTTTTA-TTATTATAAGGGTC

>Pta 

GGGAATTCGGGAAGCCTGCCTTTTGGGGGTTTG-CAACAGCCAA---AGCAACCGGGAAAT--GG--------------C

CTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAACTGAGGCAAATGGGGTTAAGTGACTTGCCGAAGATCA-CACAGCTAAG

AAGTATT-AGGTGTCTTGAGACCAGATTTGAACTCAGGTCC-TCCTGGCTTCAGGGCTGGTGCTTTATCCACTGCATCAC

CTAACTAACTCT---GAGCAGTAGGTATTTATTA---TCCTGAATAG-TTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAACATTATGTCATATTTCAATATAA---GATAGTCCAGATATTTTAAT-GGTAGTAGAA-TTTCATAATTCTAC

TGCTAAGTATTAAAA-CTC-TAGCCTTTCCTACAAATTTCATTGCTGG-TATACTCTGAT---A-CAATTCCCT-TG-AC

TAGAAGCAAGCATTTAGTAAGG---AAAGACTAATGTGTAATTCTTGCTAAAGACTCTTCCCTC---CACACACAC---A

CATACCCTGTGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATGAGGGTC

>Mlo 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TG---------------

-----------------TCTTTTTTTTTTTAATTGAGGCAAATGGGGTTAAGTGACTTGCCGAAGGTCA-CACAGCTAAG

AAGTGTT-AGGTGTC-TGAGACCGGATTTGAACTCAGGTCC-TCCTGGCTTCAGGGCTGGTGCTTTATTCACTGCACTAC

CTAGCTAACTTT---GAGCAGTAGGTATTTATTA---TCCTGAATAGTTTTCTCTTCAGTAT-TAAAATATTCCTAATTC

CAAGTAAACATTATGTTATATCTCAATATAATAAGATAGTCCAAATATTTTAAT-GGTAATAGAA-TTTCATAATTCTAC

TGCTAAGTACTAAAA-CCC-TAGCCTTTCCTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AC

TAGAAGCAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTGCTAAAGACTCTTCCCTC---CACACACAC---A

CATACCCTGTGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Ast 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TG---------------

--------TCTTTTTTTTTTTTTTTTTTTTAACTGAGGCAAAGGGGGTTAATGGATTTGCCAAAGGTCA-CCCACCTAAA

AAGTGTT-AGGGGTC-TAAAACGGAATTTAAACTCAGGTCC-CCCGGGTTTCGGGGTGGGGGTTTTATCCACGGAACCAC

CTACCTAACTCT---AACCAG-AAGGGGTTAATT---ACCCGAAAAATTTCCCCTCCATAAT-ATAAATATTCCTAATTC

TAAGTAAACATTATGTCATATCTCAATATAATAGATTAGTTCAAATATTTTAAA-GGTAGTAGAAATTTCAT-TTTCTAC

TGCTAAGTACTAAAA-CCC-TAGCCTTTACTACAAATTTCATTGCTGG-TACACTCTGAT---A-CAATTCCCT-TG-AC

TAGAAGAAAGCATTTAGTAAGG---AAAGACTAATATGTAATTCTTGATAAAGACTCTTCCTTC---CACACACAC---A

CATACATTA-GTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Pgi 

CAGAATCAGAGAAGCATGCCTTTTGGTGGTT-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

----------TTTTTTTTTTTTTTTTTTTAAACTGAGGCAATCGGGGTTAAGTGACTTGCCAAAGGTCA-CACAGTTAAG

---TATT-AAGTGTC-TGAGACCAGATTTGAACTCAGGTCCTGACTAACTT-AGGGCTCGTGCTCTATCCACTGCACCAC

CTAGCTAATCCT---GAGCAGTGGGTATTTATTA---TCTTGAATAG-TTTCTCTTTATTAT-TAAAATATTCCTAATTC

TAAGTAAAAATTATGTCATATCTCAGTCTAACAAGATAGTCCAAATGTTTTAAT-GGGAGTAGAA-TTTC----------

----ATAATTCATAA-TCC-TAACCTTTCCTACAAATTGCATTGCGGG-TACACCCTGATTATA-TAATTCCAT-TG-AC

TAGGAGCAAGCAGTTA-------------CTTAATAAATAATTCTTCCTAAAGA--CTTCCCCA---CACACACAT----

----CCCTGTGTAAGCTTACTAA--TCTTTTTT--TATTTA-TTATTATAAGGGTC

>Sma 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TA---------------

-----TCTTTTTTTTTTTTTTTTTTTTTTTAATTGAGGCAATTGGGGTTAAGTGACTTGCCGAAGGTCA-CAGAGTTAAG

AAGTATT-AAATGTC-TGAGATCAGATTTGAACTCAAGTCCTGACTGACTTCAGAGCTGATGCTCTATCCACTGCACCAC

CTAGCTAATCCT---GAGCAGTAGGTATTTATTG---TCCTGAATAGTTTTCTCTTCAGTAT-TAAAATATTCCTAATTC

TAAGTAAACAT--------------------------AGTCCAAATGTTTTAAT-GGTAGTAAAA-TTTCGTAATTCTAC

AGCTAAGTACTAAAA-TCC-TAGCCTTTCCTACAAATTGCATTGCTGG-TACACTCTGATTATG-CAATTCCAT-TG-AC

TAGGAGCAAG----TA-------------GTTAATAAGTAATTCTTCCTAAAGA--CTTCCCCA---CACACATAT----

----CCCCGTGTAAGCTTACTAA--TCTTTTTATTTATTTA-TTATCATAAGGGTC

>Mfa 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCAGGAATAG-TTTCTCTTCAATAT-TAAAGTATTCCTAATTC

TAAATAAACAGCATGTCATATCTCAGTATAACAAGATTGTACAAATGTTTTAAT-GGTAGTAGAA-TTTTATAATTCTGC

AGCTAAGTATTAAAA-GCC-TAGCCTTTTCTAGAAATTGCATTGCTGA-TACATTCTGATTATA-CAATTCCCT-TG-AA

CAGGAACAAGCAGTTAGTAAGG---AAAGACTAATAAGTAATTCTTCCTAAAGACTGCCCCATA---CACACCTCCGCTC

CCTGCCCCATTTAAGATTGCTAA--TCTTTTT---TATTTA-TTATTATAAGGGTC

>Tcy 

CAGAATCAGAGAAGCATGCCTTCTGGTAGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCCTGAATAG-TTTCTCTTCAGTAT-TAAAGTATTCCTAATTC

TAACTAAACAGTATGTCATATCTCAGTATAACAAGGTAGTCCAAATGTTTTAAT-GGTAGTAGAA-TTTTATAATTCTAC

AGCTAAGTATTAAAA-GCC-TTGCCTTTCCTAGAAATTGCATTGCTGG-TACAGCCTGATTATG-TAATTCATT-TG-AC

CAGGAACAAGCAATTAGTAAGG---AAAGACTAATAAGTAATTCTTCCTAAAGA--CTTCCCCNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GGGCAGCAGGTATT--TAATA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCATGAATAG-GTTCTCTTGAATAT-TAAAGCATTCCTCATTC

TAAGGAAATGGGATGTCATATTCCAGTATAACAAGGTAGTTCAAATGTTTTAAT-AGTAATGAAA-TTTTATAATTCTAC

AAGTAAGTATTAAAATGCC-TCAACTTTGCTAGAAATCTCATTGCTGA-TACACTCT-------------------TAAC

CAGGAACAAGCAGCTAGCAAAG---AAACACTAATAAGTATTTTTTCCTAAAGTCTTTCCCCGA----------------

-----CCTG-GA----TTATTAA--TCTTTTTTTTTATTTCTTTGTCTTAAGGGTC

>Iob 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GCCTGGATAG-TTTCTCTTAAATAT-TAAAGCAGTCCTCATTC

TAAGGAAACAGTATGTCATATCCCAGTATAACAAGGTGGTCCCAATGTTTTAAT-GGTAGTAGAA-TTTTATAATGCTAC

AGCTAAGCAGTAAA-TGCT-TGGCCTTTGCTAGAAATCACATTGCTGG-TACATTCTGTGATTATACAGTCCCC-TTAAC

CAGGAATAAGCGGTTAACAAGG---AAACACTAATACGTAGTTCTTCCTAAAGACATCCCCCCG----------------

-----CAA--GA----TTACTAA--TCTTTTT---TATTTGTTTT----AAGGGTC

>Eru 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATTTATAATA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCATGAATAA-TTTCTTTTTATTTCTTAAAGCATTCCTCATTC

TAAGGAAATGGGATGTCATATTCCAGTATAACAAAGTAGTTCAAATGTTTTAAT-AGTAGTGGAA-TTTTATAATTCTAC

A----AGTGTTAAA-TGCC-TCAACTTTGCTAGAAATCACAGTGCTGA-TACACTCC-------------------TAAC

CAGGAACAAGCAGCTAGCAAAG---AAACACTACTAAGTGGTTTTTCCAAAAGTTTTTCCCCTA----------------

-----CCTG-GA----TTATTAA--TCTTTTTT--TATTTGTTTGTCTTAAGGGTC

>Pbo 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TAATA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCGTGAATAG-TTTCTCTTGATTTCTTAAAGCATTCCTCATTC

TAAGGAAATGGGATGTCATATTCCAGTATAACAAGGTAGTTCAAATGTTTAAATAAGTAGTGGAA-TTTTATAATTCTAC

A----AGTGTTAAA-TGCC-TTGACTTTGCTAGAAATCACAGTGCTGA-TACACTCT-------------------TAAC

CGGGAACAAGCAGCTAGCAAAG---AAATACTAATAAGTAGTTTTTCCTAAAGTTTTTCCCCCA----------------

-----CTTG-GA---CTAATTAA--TCTTTTT---TGTTTGTTTGTCTTAAGGGTC

>Nty 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCCCAAATAG-TTTATTTTGAATAT-TAAAGCATTCTTCATCC

TAAGTAAACAGTATATCATATCCCAGTATAACAAGGTAGTCCAGATATTTTAAT-GGTTGTACAA-TTTTATAATTCTAT

ACCTAAGTATTAAA-TCCCCAATTTTTTGCTAGAAATCACATTGCTTG-TACACTTT-TGA------------------C

CAGGAACAAGCAGTTAGCAAGGAAACATTAATAAGAAGTAGTTCTTCATAAAGACTGGTCCCCT-----CCCCCCCACTA

CCTACCAA--GA----TTACTAA--TCTTTTT---TATTTATTTGTTTTAAGGGTC

>Pci 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATTG------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCCTGAATAG-TTTCTCTTGAATAT-CAAAGCATTCCTCATTC

TAAGTAAGCAGTATGTCATATCC-AGTATAACAAGGTGGTCCAAATGTTTTAAT-GATAGTGGAA-TTGTATAATTCTGC

AGCTAAGTATTAAA-TGCC-TAGCCTTTGCTAGAAATCACATTGCTGG-TACACTTTGTGATTATGTAGTCCCCCTTGAC

CAGGAATAAGCAGTTAGCAAGG---AAACACTAATAAGTAGTTCTTCCTAAAGATTTTTCCCCC----------------

-----CTTA-GA----TTGCTAA--TCTTTTTT-GTTGTTG-TTGT---AAGGGTC

>Tvu 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------GCCTGGATAG-TTTCTCTTAAATAT-TAAAGCAGTCCTCATTC

TAAGGAAACAGTATGTCATATCCCAGTATAACAAGGTGGTCCCAATGTTTTAAT-GGTAGTAGAA-TTTTATAATGCTAC

AGCTAAGCAGTAAA-TGCT-TGGCCTTTGCTAGAAATCACATTGCTGG-TACATTCTGTGATTATACAGTCCCC-TTAAC

CAGGAATAAGCGGTTAACAAGG---AAACACTAATACGTAGTTCTTCCTAAAGACATCCCCCCG----------------

-----CAA--GA----TTACTAA--TCTTTTT---TATTTG-TTGT---AAGGGTC

>Meu 

CAGAATCAGAGAAGCATGCCTTCTGGTGGTC-GGCAGCAG-CAA---GAGCAGCAGGTATT--TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TTCTGAAGAG-TTTCTCTTGAATAC-TAAAGCATTCCTCATTC

TTAGAAAA--GTGTATCATATCGCGGTATAACAA--TGGTCGAG--------AT-GTT-------------------TAC

AGCTAAGTATTAAA-TGCT-TAGCCTTTGCTAGAAATCACGTGGCTGG-TACATTCTGTGATTATACTGTCCCC-TTGAC

CAGCAGGAAGCAGTTAGCAAGG---AAACACT-------------------------TCCCTGG----------------

-----TAA--GA----TTACTAA--TCTTTTT---GATT-GTTTTTG--AAGGGTC

>Mdo 

CAGAATCAGAGAAGCATGCCTTCCGGTGGTC-GACAGCAG-CAA---GAGCAGCAGGTATTT-TATTA------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------TCCTGTATAG-TTTCTCTTGAAT-T-TAAAGCATTCCTCATTA

TAAGTAAATAACATGTCATATCTCCCTTTAACAAGGTAGTCTAATTATTTTACT-GGCAGTGAAG-TTTTATCATGCTAC

AATTAAGTATTAAA-TGCC-AAGCCT-TGCTAGAAATTGCATTACTGG-TACACTTTGTGATTATATGGTTTTC-TTGAC

CCAAAATAAGCAATTAGCAAGA---AAACACTAA---GTAGTTCTTCCTAAAGA--TTTTTTGC----------------

-----TAA--GA----TAACTAATCTCTTCTATT-TGTTAATTTATTTTAAGGGTC

Marker 25

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------GAGGGGCAGCTAGGTGGTGCAGT

GGATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGACACTTA----------CTAGCTGTG

TGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA-------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------

>Sha 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGGTATTTGTCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGTTCAGT

GGAGAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTCTCAGACACTTAATATCTCTTCCCATCTGTG

TGATCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAAAAAAA----------AAAATGTGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTTTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Dge 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTTTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCGTCGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGGTATTTGTCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCGCTT---GGGGTAGCTAGATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTCTCAGACACTTAATATCTCTTCCCATCTGTG

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCANAAAAAAAA-------------TATATATGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Pdo 

TAGTGATGTCTGGAGTGGCGCTTTCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTTCTCTGCCCCTTCTCTCTCTTTTT

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTTTTA-------AAATTTTTTAAATTTCCT------GGGTATTTGTCCTT-AATACTATT

TTTTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAATTTTGTTTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGTTCAGT

GGATAGAGCCCCAGCCCTGAAGTCAGGAGGACCTGAATTCAAATTTGGTTTCAGACACTTAATATTTTTTCCCATTTGTG

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAA---------------AAAATGTGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGTAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Pbi 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCTGTGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGGTATTTGTCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTATGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCACTT---GGGGTAGCTAAATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTAAGTTCAAATTTGGTTTCAGACACTTATTATCTCTTCCCATCTGTG

TGACCCTAGGCAAGCCACTTAACCCCAATTGCCTCATCAAAAAAAAG--------------AAAATGTGAGCACTC----

CATCTGTCCTTGTCCACCCAAACTTAAAAATTCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGGCTGGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GTTTATAAAGTAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Pap 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGA--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTC-T------TGGATATTTATCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGTACTT---GGGGTAGCTAGATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTCTCAGACACTTAATATCTCTTCCCATCTGTG

TGACCCTAGGCAAATCACTTAACCCCAATTGCCTCATCAAAAAAAAAAAAAAAAAAAA---AAAATGTGAGCACTC----

ATTCGGGCCTTGTCCACCCAAATTTAAATTTCCCAAAAAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AGGTGAGGAATACCCT--TTTTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCT---GCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCACGGTTATTCTAA

CCTAGTCATGATTCCTCTTTTCTTA-------AAATCTTTTAAATCTCC-------TAGATATTTGTCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGGATGGT--------------------

--------------------AGACATAGTTTTATCTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCGAAGTTCAAATTTAGTCTCAGACACTTAATATCTCTTCCCATCTGTG

TGACCCTAGGGAAGTCACTTAACCCCAATTGCCTCATCAAAAAAA----------------AAAATGAGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGTCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TAGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCTCTTATTATCCAGGAAGTGGTT

>Pma  

TACTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAAGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGGTATTTGTCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTATGGGGCACGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCACTT---GGGGTAGCTAAATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTAAGTTCAAATTTGGTTTCAGACACTTACTATCTCTTCCCATCTGTG

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAA---------------AAAATGTGAGCACTC----

AATCTGTCCTTGTCCACCCAAACTTAAAATTCCCAAAAAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATGGGGC-TGGAG-TAGAAAAAGGGCATTGA

AAGGACCATTATT--------GTTTAAAAAGTAATAATGCTTCTCTAAAGCAAAAACACTTCAT--TTGAATTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Dcr 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTTTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGATATTTATCCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTATCTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTCTCAGACACTTAATATCTCTTCCCATCTGTA

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAA-----------------AAAATGTGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTTATAGGGC-TAGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Dby 

TAGCGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCTCTAGTCTTA-------AAATCTTTTAAATCTCC-------TGGATACTTGTTCTTAATACTATC

TTCTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTATCTTC---AAAATGTGGGCACTT---AGGGTAGCTAGATGGTTCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTCTCAGACACTTAATATCTCTTCCCATCTGTG

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAA---------------AAAATGTGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TAGAG-TAGAGAGAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGACCCCTATTATCCAGGAAGTGGTT

>Mle 

TAGTGATGTTTGGAGTGGAGCCTCCTCAAAGTTTGAAACCAGTGAGTTCTCTTTTTTTTTTGCCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATTCACGGTTATTCTAA

CCTAGTCATGATTCCTTTAGTTTTA-------AAATTTTTTAAATTTCC-------TGGATATTTGTCCTTAATACTATT

TTTTTCATTTAGGCAAGTAGCCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTTTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGTTCAGT

AGATAGAGCACCAGTTTTGAAGTCAGGAGGACCTGAGTTCAAATTTGGTTTCAGACACTTAATATTTTTTTCCATTTGTG

TGACCCTAGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAA---------------AAAATGTGAGCACTC----

AATCTGGCCTTGTCCACCCAAACTTAAAATTCCCAAAGAGCCCATTTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAAAGGGCATTGG

AAGGACCATTATT--------GCTTATAAAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCTCTTATTATCCAGGAAGTGGTT

>Pta 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCT---GTCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CACGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCCCTAGTCTTA-------AAATCTTTTAAATCTCCTCC----TGGGTATTTGTCCTTAGTACTATC

TTCTTCATTTAGGCAAGTAGTCCT-----------------GACTTTTGTGGGACATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---ATAATGTGGGCACTT---GGGGTAGCTAGATGGTGCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGAACTGAGCTCAAATTTGGTCTCAGACCCTTAATACCTCCTCCTATCTGTG

TGACTCTGGGCAAGTCACTTAACCCTAATTGCCTCATCAAAAAAAAA--------------AAAATGTGGGCACTC----

AATTTGGCTTTGTTCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCT-AACTC-TTCATAGGGC-TGGAG-TAGAGAGATGGCATTGG

AAGGACCATTACT--------GCTCAT-AAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGAGCCCTTATTATCCAGGAAGTGGTT

>Mlo 

TAGTGATGTCTGGAGTGGGGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCT---GTCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CACGGCCATAGGG--ATCCATGGTTATTCTAA

CCTAGTCATGATTCCCCTAGTCTTA-------AAATCTTTTAAATCTCCTCC----TGGGTATTTGTCCTTAGTACTATC

TTCTTCATTTAGGCAAGTAGTCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGCGCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGAACTGAGCTCAAATTTGGTCTTAGACCCTTAATACCTCCTCCTATCTGTG

TGACTCTGGGCAAGTCACTTAACCCTAATTGCCCCATCAAAAAA-----------------AAAAGGTGGGCACTC----

AATTTGGCTTTGTTCACCCAAACTTAAGATTCCCAAAGAGCTCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCT-AACTC-TTCATAGGGC-TGGAG-TAGAGAGATGGCATTGG

AAGGACCATTACT--------GCTTAT-AAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTAATTTACAGATG

AGTATGCTTTCATGGGAGCCCTTATTATCCAAGAAGTGGTT

>Ast 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCT---GTCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CACGGCCATAAGG--ATCCATAGTTATTCTAA

CCTAGTCATGATTCCCCTAGTCTTA-------AAATCTTTTAAATCTCCTCC----TGGGTCTTTGTCCTTAGTACTATC

TTCTTCATTTAGGCAAGTAGTCCT-----------------GACTTTTGTGGGGCATGGT--------------------

--------------------AGACATAGTTTTGTCTTC---AAAATGTGGGCACTT---GGGGTAGCTAGATGGCACAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGAACTGAGCTCAAATTTGGTCTCAGACCCTTAATACCTCCTCCTATCTGTG

TGATCCTGGGCAAGTCACTTAACCCTAATTGCCTCATCAAAAAAAAAAAAA----------AAAATGTGGGCACTC----

AATTTGGCTTTGTTCACCCAAACTTAAAATTCCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCT-AACTC-TTCATAGGGC-TGGAG-TAGAGAGATGGCATTGG

AAGGACCATTACT--------GCTTAC-AAGCAATAATGCTTCTCTACAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGAGCCCTTATTATCCAGGAAGTGGTT

>Pgi 

TAGTGATGTTTGGAAGGGAGCTTCCTCAAAGTTTGAAACCAGTGAGTTCTCTTCCTCTTTTGTCCCTTCTCTCTCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATAACCATAGGG--ATCCATGGCTATTTTAA

CCTAGTCATGATTCCCCTAGTCCTA-------AAACCTTTTAGATCTCCTCC----TGGGTATTTGTCCT-AGTACTATT

TTTTTCATTTAGACAAGTAGCCCT-----------------GACTTTTGTGGGGCATGA---------------------

--------------------AGA-----TTTTGTTTTC---AAAATGTGGGCACTC---AGGGTAGCTAGATGGTGCAGT

GGATAGAGCACCAGCCCTGAAGTGAGGAGGACCCGAGTTCAAATTTGGTTTCAGACACTTAATAT-TCCTCCTATTTTTG

TGACCCTGGGCAAGTCACTTAACCCCAATTGCCTCATCAAAAAAAA---------------AAAATGTGGGCACTC----

AATTTGGCCTTGTCCACCCAAACTTAAAATTCCTAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAGAGGGCATTAG

AAGGACCATTAATT-------GCTTAC-AAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCTCTTTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Sma 

TAGTGATGTCTGGAGTGGAGCTTCCTCAAAGTCTGAAACCAGTGAGTTCTCTTCTTCTTCTGTCCCTTCTCTCGCTTTTC

TTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ATCCATGGCTATTGTAA

CCTAGTCATGATTCCCCTAGTCCTA-------AAACCTTTCAAATCTCCTCC----TGGGTATTTGTCCTTAGTACTATC

TTCTTCATTTAGACAAGTAGCCCT-----------------GACTTT-------CATGGT--------------------

--------------------AGACATAGTTTTG-CTTC---AAAATGTGAGCACTC---AAGGTAGCTAGATGGTGCAGT

GGATAGAGCACCAGCCCTGAAGTCAGGAGGACCTGAGTTCAAATGTACTCTCAGACACTTAATACCTCCTGCTATCTGTG

TGATCCTGAGCAAGTCACTTAATCCCAATTGCCTCGTCAAAAAAAAA--------------AAAAAGGGGGCACTC----

ATTTCGCCTTTGCCCACCCAAACTTAAAATTCCCAAAAAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGAGATAGCC--ATTTTAATGAATGA--AGCCTAAACTC-TTCATAGGGC-TGGAG-TAGAGAGAGGGCATTAG

AAGGACCATTA-TC-------GCTTAT-AAGCAATAATGCTTCTCTAAAGCAGAGACACTTCCT--TTGATTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Mfa 

TAGTGATGTCTGGAGTGGAGCCTCCTCCAAATCTGAAACCAGTGAGTTCTCTTCTTCT---GTCCCTTCTCTCTCTTTTC

CTTC----------------------------------------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------ATGGCAACAGGA--ACCCATGGTTATTTTAA

CCTAGTCATGATTCCCCTAGTCCTA-------AAACTTTTTCAATCTCCTCC----TGGGTGTTTGTCCTTAGTACTATC

TTTTTCATTTCGG-----------------CAAGTGGCCCTGACTTTTGTGGGTCATGGT--------------------

--------------------AGACATGGTTTTGTCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAAATGTGGGCACTC----

AATTTGGCCTTGTCCACCCAAACTTGAAATTCCCAAAGAGCCCGATTTTCCTTTTTTTTTTATAAAGCTTTTTATTTACA

AAACATATGAGTGACCTTTCAACATTGACCTTTGCAAAAAAAACTTTTTTTCCCAAGCTTTTCCTTTCCTTCCCCCCACC

CCCCACCCCTAGATGACAGGTAATCTAATACATGCTAGATAGGATAAATTATACGACAAATACAATACATGTATACATAT

CTATACAGTTATCTTACTGCACAAGAAACATCAGATCTAGAAAGAGAAGAAGAAAAAAACAACCTAAGAAGGAAAACAAA

ATGCATGGAAATATTCACAGAAAGCGTTAAAATGCTGTGTTGTGGTTCACTCTCAGTTCCCACAGGCCTCTCTCTGGATG

TATATGA--------------------------------------------------------------------CTGGG

GTATTCT-CTATTCTCTCCTTGTTCAATAAGCAATAATGCTTCTCTAAAGCAGAGACGCTTCCT--TTGATATATAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCAGGAAGTGGTT

>Tcy 

TAGTGATGTCTGGAGTGGAGCTTCCTCCAAGTCTGAAACCAGTGAGTTCTCTTCTCCTTCTGTCCCTTCTCTCTCTTTTC

CTT-----------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGCCATAGGG--ACCTATGGTTATTCTAA

CCTAGTCATGATTCCCCTAGTCCTA-------AAACCTTTTAAATCTCCTCC----TGGGTATTTGTCCTTAGTACTGTC

TTCTTCATTTAAGCAAGTGGCCCT------------GCCCTGACTTTTGTGGGGCAAGGT--------------------

--------------------AGACATGGTTTTGTCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAAATGTGGGCACAC----

AATTTGACCTTGTCCACCCAAACTTGAAATTTCCAAAGAGCCCAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Mla 

TAGTGATGTCTGGAGTGGAGCCTCCTCCAAGTCTGAAACCAGTAAGTTTTCTTCCCTTTCTTCTCTTCTTTTTCCTTTCA

TTCCTT--------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTCATAGGT--ACCCACGATTATTCTAA

C--AGCCCTGATTCCCCAAGTCCTA-------AATCCCTTTAAATCTCCCCC----TGGATATTTTCCCCCAGTACTATC

TTTCTCTTTTAGA-------CTCATTATATCA-GAGATCCTGACTTTTGTGGGATACAAT-CTCCCT-------------

--------------------AGAGAGTATTTCATCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAAATATGAGCATTC---T

ACTCTGGTCTTGCTCACCCAGAATTGAAATTTTTAAAGAGCCTAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGCTTAGTCTAACTTTAACAAATGA--AATCCAGGCCC-TTCATTTGAC--GGA--TGGGGAAA----ATGGG

AAGGATC-TTATTTTCTTCCTGCTCAATAAGCAACAATGCTTTCCTACATCAGAGACACTTTCT--TTGATTTACAGATG

AGTATGCTTTTATGGGGGCCCTTATTATTCAAGAGGTGGTT

>Iob 

TAGTGATGTCTGGAGTGGAGCATCCTCCAAGTCTGAAACCAGTGAGTTCTCTTCCCTTTCTTCTTTTCTTTTTCCTCTCT

TTCCTT--------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTCATAGGT--ACCCATAATTATTCTAA

CTCAGTCCTGATTCCCCAAGTCCTA-------AATTCCTTTAAATCTCCCCCCCCCTGGATATTTTACCCCAGTACCATC

TTCCTCCTTTAGG-------CTTATTATATCA-TAAATCCTGACTTTTGTGGGAAACAGTTCTCCCT-------------

--------------------AGACATGATTTCATCTTT------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGCATTC---T

ACTTTAGTCTT-CTCACCCAGAATTGAAATTTCTAAAGAGCCTAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGCTTAGTCTTACTCTAATGAATGA--AATCCAGACCC-TTCATTTGGGAGGGGGGTAGGGGAA----ACGGG

AAGGATC-TTATTTTCTCCCTGCCCAATAAGCAACAATGCTTTCCTAAATCAGAGACACTTTCT--TTGATTTCCAGATG

AGTATGCTTTTATGGGGGCCCTTATTATTCAAGAGGTGGTT

>Eru 

TAGTGATGTCTGGAGTGGAGCATCCTCCAAGTCTGAAACCAGTGAGTTCTTTTTCCTTTCTTCTTTTCTTTTTCCTCTCT

TTCCTT--------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTTATAGGT--ACCCATAATTATTCTAA

CTCAGTCCTGATTCCCCAAGTCCTA-------AATTCCTTTAAATCTCCC---AC-TAGATATTTTACCCCAGTACCATC

TTCCTCCTTTAGG-------CTCATTATGTGA-TAAATCCTGACTTTTGTGGGAAACAGTTCTTCCT-------------

--------------------AGACATGATTTCATCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGCATTC---T

ACTTTAGTCTT-CTCACCCAGAATTGAAATTTCTAAAGAGCCTAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGCTTAGTCTTACTCTAATGAATGA--AATCCAGACCC-TTCATTTGGGGGGG---TAGGGGAA----ATGGG

AAGGATC-TTATTTTATCCCTGCCCAATAGGCAACAATGCTTTCCTAAATCAGAGACACTTTCT--TTGATTTCCAGATG

AGTATGCTTTTATGGGGGCCCTTATTATTCAAGAGGTGGTT

>Pbo 

TAGTGATGTCTGGAGTGGAGCATCCTCCAAGTCTGAAACCAGTGAGTTCTCTTCCCTTTCTTCTTTTCTTTTCTTTCTTT

TTTTTTTTTTTTTTTTTTTTTTTTAGGTTTTTCTTTTGCTGGGCAATGGGTTTAAGTGGCTTGCCCAAGGCCACAGGGCT

AGGTAATTAGTAAGTGTCTGAGGCTGGATTTGAACTCAGGTACTCCTGACTCCAGGGCCGGTGCTCTTATCCACTGCGCC

ACCTAGCCGCCCCCCCCCTTTCTTCTTTTCTATTTCCTCTCTTTCCTTCATGGTCATAGGT--ACCCATAATTATTCTAA

CTCAGTCCTGATTCCCCAAGTCCTA-------AATTCCTTTAAATCTCTCCCCAC-CGGATATTTTGCCCCAGTACCATC

TTCCTCCTTTAGG-------CTCATTATATCA-TAAATCCTGACTTTTGTGGGAAACAGTTCTCCCT-------------

--------------------AGACATGATTTCATCTTT------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGCATTC---T

ACTTTAGTCTT-CTCACCCAGAATTGAAATTTCTAAAGAGCCTAATTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGCTTAGTCTTACTCTAATGAATGA--AATCCAGACCC-TTTATTTGGGAGGGGGGTAGGGGAA----ATGGG

AAGGATC-TTATTTTCTCCCTGCCCAATAAGCAACAATGCTTTCCTAAATCAGAGACACTTTCT--TTGATTTCCAGATG

AGTATGCTTTTATGGGGGCCCTTATTATTCAAGAGGTGGTT

>Nty 

CAGTGATGTCTGGAGTGGAGCCTCTTTCAAGTCTGAAACTAGTGAGTTCTCTCCCCCTTCTTCTTCTCTCCGTCATCCCC

CT------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTCATAGAG--ACTCATGATTATTCTAA

CCCAGCCCTGATTCTCCGACTCCTA-------AATCCCTTTAAATGTCCCCC----TGGGTATTTGTCCCTAGAATCCTC

TTCCTCCTTTAGGCAAGGGAATCATTATATCAAGAGGCCCTGACTTTTGTGCAACCTGGTTCTCCTTATATGGATTTATG

GATATGGATATATGGAATAGATATATGATTTCATCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGCGCATCC---T

AGTCTGTTCTTGCCCACCCAGACTTGAAATTCCCAAAGAGCCCACTTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-GAGTGAAGGATAGCCTAAATTTAACGAATGA--AGCCCGGCCCC--TCATCTGGGG------AGTTGGAG----GTGGG

AAGGACC-TCATTCTCTCCTTGCCCAATAAGCACTAATGCTT--CTAAAGCAGAGACACTTCTT--TTGCTTTACAGATG

AGTATGCTTTCATGGGGGCCCTTATTATCCGGGAGGTGGTT

>Pci 

CAGTGATGTCTGGAGTGGAGCCTCCTCCAAGTCTGAAACTGGTGAGTTTTCTTCCCCTTCTTCTGTCCCTTTCCTTCTTC

TCTACTTTTGTTTTCTCTCTTTCCCTT-----------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTCATAGGGAGACCCATGGTTATTCTAA

CCCAGCCTTGATTTCACTAGTCCTA-------AATCCCTTTAAATATCCCCC----TGGGTATTTGTCCCTAGTACCATC

TTCCTCCTTTAGGCCAGGGTCTTAT---ATCA-GAGGCCCTGTTTTTTGTGGGGCACAGTTCTCCCTA-GTGAAT-----

--------------------AGATATGGTTTCGTCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGAATTC---T

AGTCTGGCCTTGCCCACCCAGACTTGAAATTCCCAAAGAACCCAGTTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCCAAACTTTAATGGATGA--AGCCCAGGCCC-TTCATT--GGGTTG---GGGGGGAGA--CATGGG

AAAGATC-TTATTCTCCCCCTGCCCAACAAGTAATAATGCTTTCCTAAAGCAGAGAAACGTCCT--TTGATTTACAGATG

AATATGCTTTCATGGGGGCACTTATTATCCAGGAGGTGGTT

>Tvu 

CAGTGATGTCTGGAGTGGAGCCTCCTCCAAATCTGAAACCAGTGAGTTCTCTTCCCCTTCTTCTGTCCCTTTCCTTCTCT

CCTTTTTTTTCTCCTTCCTTACCTT-------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CGTGGTCATAGGGGGACCCATGGTTATTCTAA

ACCAGCCCTGATTCCCCTAGTCTTA-------AATCCCTTCAA-TATCTCCC----TGGGTATTTGTCCCTAGTACCATC

TTCCCCTTTTAGGCAAGGGGCTC-----ATCA-GAGGCCCTGAATTTTGTGGGGCACAGTTCTCCTTA-CTGAAT-----

--------------------AGACATGGTTTCATCTTT------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGAATCC---T

AGTCTGGCCTTGCCCA-CCAGACTGGAAATTCCCAGAGAAAACAGTTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAGCCTAACTTTAATGAATGA--AGCCCAGACC---TCATT----------------------------

-------------CTCTCCTTGCCCAATAAACAAAAATGCTTTCCTAAAGCAGAGATACTTCCT--TTGATTTACAGATG

AATATGCTTTCATGGGGGCCCTTATTATCCAGGAGGTGGTT

>Meu 

CAGTGATGTCTGGAGTGGAGCCTCCTCCAAGTCTGAAACCAGTGAGTTCTCTT-CTCTTCTTCTATCCCTTTTCTTCTCT

CCT-TTTTTTCTCCCTCTTTCTGTT-------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CATGGTCATAGGGG-ACCCATGGTTACTCTAA

CACCGCTTTGATTCCCCAAGTCTTA-------AATCCCTTTAAATATTCTCC----TGAGTATTTGTCCCTAGTACCATC

TTCCTCTTTTAGGCAAGGGGCTCA----ATCA-GAGACCATGA-TTTTGTGGGGCATAGTTCTCCCTA-GTGAAC-----

--------------------AGACATGATTTCATCCTT------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AAGATATGGGAATCT---T

AGTCTGGCCTTGTCCACCCAGACTTGAAATTCCCAAAGAACCCAGTTTTCC-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAGTGAGGGATAACCTAACTT----------------------------------------------------------

--------------------------TAATGAGTGAATCCTTTCCTAGAGCAAAGATACTTCCT--TTGATTTACAGATG

AATATGCTTTCATGGGGGCCCTTATTATCCAGGAGGTAGTT

>Mdo 

CAGTGATGTCTGGAGTGGAGCCTCATCTAAGTCTGAAACCAGTAAGTACTCTTCCCCTTCTTCTTTCCCTTTCTTTCTTC

CCTCCTTTTTCTCCCTCCTTCCTTT-------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------------CCTGGTCATAAGT--ACCCGTGGTCATTCTGA

CCCAGCCCTGACTTCCCTAGTCCTAGCCCTGTAATCCCTTTAAATACCTTCT----TGGGTATTTGCCTCTAGTACTATC

TTCCTCCTCTAAGTAAGAAGCTCATTATACCA-GAGGTCTTGACTTTTGTGTAGCATGGTTCTCCCTA-GTGAAT-----

--------------------AGACATGATTTTATCTTC------------------------------------------

--------------------------------------------------------------------------------

-------------------------------------------------------------AACATATGAGCATCT---T

AGTGTGGCCTTGCCCACCCACACTTGAAATTCCCAAAGATCCCAGTTCTCT-----------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-AAATAAGAGATAGTCTAACTTAAACATATGAGGGTTGTAGTCCAGGCCATT---CATTG---TTGAGGAG----AAGGG

GAAAGCT-TCATTCTCTCCCTTCCCAATAAGTAGTAATGCTTCCCTAAAGCAGAGATACTTCCT--CTGATTTACAGATG

AGTATGCTTTTATGGGGGCCCTCATTATCCAGGAGGTGGTT

Marker 7b

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------TTTTTTTTTTTTTT-G---AGGCAATTGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC--------TAGTAAGTGTCTGAGGCTGGATTTGAACTCAGGTCCTCCTGACTCCAGGGCTG

GTGCTCTATCCACTGCACCACCTAGCTGCCCCTC----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------

>WSINE1 

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------GAGGGGCAG

CTAGGTGG-TG---CAG--TGG-ATAGAGCACCAGCCCTGGAGTCAGGAGGACCTGAGTTCAAATCCAGCCTCAGAC---

---ACTTACTAGCTGTGTGA-CCCTGGGCAAGTCACTTAACCCCAATTGCCTCAAAAAAAAAAAAAA-------------

--------------------------------------------------------------------------------

--------------------------------

>Sha 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATAGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTAG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATATAGCCTAGAATAGGATAG----AATCTAGACTGGGAG-GAAAAAAAAATCT

ATAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAA

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-CTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACAAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTAAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Dge 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCGTAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAGACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGAGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-CTAAGTGAC

TTGCCCAGGGTCACGAAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAGGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAGCTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGTCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pdo 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAACGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATGACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TAATAG-AGTCATTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGAGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACA--

-TCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---ATAACTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Pbi 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTAGGAAAGTTGTAAATGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCCGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGTATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTA-ACTGGAAG--AAAAAAAAATCT

GTAA-CTGAA----------GTTTTATAA-------------TTGTTGTGGTTTTCAGCAGTG-GATTGCTTTTGGATAG

TTATAG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGAG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTG

GTATTCTGTCCATTCTATCACCTAACAGCCCCC----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGCCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATATGACCTCAGATTTA

-CCACTTCCTGGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ATCTCAGGAAAATGANNNNNNNNNNNN

>Pap 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG---AAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AATCACTGGGGCTGTTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTTGCTTACTGATTTATTTATTTATTTTTGATTAAG

AACACTTCTTTTAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Dro 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

G-AGAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACATTATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------ATTTTGTAA-------------TTGTTGCGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAGGCCAGATTTTAACTCCAGTCC----------AGGATTG

GTGTTCTGTCCATTCTATCACCTAACAGCCTC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGTAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCTAGAAGCCCCCATACATAAATGAATTAAGGGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pma 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTAGGAAAGTTGTAAATGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCCGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGTATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AATCTA-ACTGGAAG--AAAAAAAAATCT

GTAA-CTGAA----------GTTTTATAA-------------TTGGTGTGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TTATAG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAAGCAATAAGAA-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAAGCCAGATTTCCACTCCAGTCC----------AGGATTG

ATATTCTGGTCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGGTAGAGCACCAGTCCTGAAATCAGAAGGAACTGAGTTCAAATCTGACCTCAGATTTA

-CCACTTCCTGGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ATCTCAGGAAAATGAGAAATCACCCAG

>Dcr 

CAGCAAACATGGGGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTATAAATGGAAGGAAGACTTAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTGTGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGGGGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTGGTAAGTGTCTGAAGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCGC-----ATTCCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAAGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGTGAAACTTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGGCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Dby 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTATAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTTTATTTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTGTGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCGGTTTTCAGCAGTG-GAT-GCCTTTGGATAG

TCATAG-AGTCACTGGAGCTATTGTCCTTCA--------TTTTTAATTTTTTT-GCTGAGGCAATAGGGG-TTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGCGGTAAATGTCTGAGGCCAGATTTCAACTGCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACATCCGC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GAGGCAG

CTAGCTGGGTGGCACAG--TAGGTTAGAGCACCAGTCCTGAAGTCAGAAGGAGCTGAGTTTCAATGTGACCTCAGACTTT

-ACACTTCCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGGCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mle 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTTGTAAATGGAAGGAAGACATAACTACAATATTATTGACTACTA-------TATCCCTGG

AGGCAGTAATAAGCAACAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAATTATGTAGCCTAGAATAGGATAG----AATCTAGACTGGGAG-AAAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGT-GCGGTTTTCAGCAATG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTGTCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATAGGGGGTTAAGTGAC

TTGCCCAGGGTCACACAGC-AAGGAAGTAGTAAGTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGATTA

GTGTTCTGTCCATTCTATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTGGGTGGCACAG--TGGGTTAGAGCGCCAGTCCTGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTCCTAGCTGTGAGAAACCTAGACAAGTTACTCAACTCTAATTGCCTCATCCATAAATGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCCTCTT

TTTTTACCTCAGGAAAATGAGAAATCACCCAG

>Pta 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

ATACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTGTGTAGTTTAGAATAGGATAG----AACCTAGACTGAGAG-AAAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGGAGTTTTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGAGCTATTATCCTT--TTC-----TTTTTAATTTTTTT-GCTGGGGCAGTTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGATTTCAACTCCGGTCC----------AGGGTTG

GTGTTCTGTCCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGGCAG

CTAGCTAGATGGCACAA--TGGGTTAGAGCACCAGTCCGGGAATCAGAAGGAGCTGAGTTCAAATGTGACCTCAGACTTA

-CCACTTGCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTTTAATTGCCTCAT-CTTAAAAGGAAAA---TTACCTGA

AATAATAGCCAGAAACCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCATAACAT---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mlo 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTACTA-------TATGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTGCTCTTC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGTTTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCAGTTTTCAGCAGTGAGATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATT---CTT--TTC-----TTTTTAATTTTTTTTGCTGGGGCAGTTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGATTTCAACTCCGGTCC----------AGGGTTG

GTGTTCTGTCCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGGAGGATA-----AGGGCAG

CTAGCTAGGTGGCACACAGTGGGTTAGAGCATCAGTCCGGAAGTCAGAAGGAGCTGAGTTCAAATCTGACCTCAGACTTA

-CCACTTGCTAGCTGTGTGAAACCTGGACAAGTTACTCAACTTTAATTGCCTCATCCAAAAAAGGAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAA---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Ast 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGAAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTAATA-------TGTGCCTGG

AAGCAGTAATAAGCAACAACTGAATCT----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATATTGTAGTATAAACTATGTAGCTTAGAATAGGATAG----AATCTAGACTGGGAG--AAAAAAAAATCT

GTAA-CTGAACA--------GTTTTATAA-------------TTGTTGCAGTTCTCAGCAGTG-GATTGCCTTTGGATAG

TCATAG-AGTCACTGGGGCTATTATCCTT--TTC-----TTTTTAATTTTTTT-GCTGGGGCAATTGGGG-TTAAGTGAC

TTGTCCAGGATCACACAGC-AAGGAAGTGGTAAGTGTCAGAGGCCAGAATTTCACTCTGGTCC----------AGGGTTG

GTGTTCTGTACATTCCATCATCTAACAGCCCC-----ATTTCAGCTAATTTATTAAAAGTGAAGGATA-----GGGACAG

CTAGCTAGGTGGCACAG--TAGGTTAGAGCA---GTCCAGAAGTCAGAAGGAGCTGAGTTCAAAA---------------

---ACTTGCTAGCTGTGTGAAACTTGGACAAGTTACTCAACTTTAATTGCCTCATCCAAAAAAGGAAAA---TTAGTTGA

AATAATAGCCAGAAGCCCCCATATATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCGTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pgi 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTA

GTACAGGAGCTTT-GGAAAGTTGTAAGCGGAAG----ACATCACTACAATATTATTGACTATTA-------TATGCCTGG

AGGCAGTAAT----AAGAACTGAATCA----GGATAAAAGAAGATTAATTTTT-ATTTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAGATAGAAGCTAGATTGGGAGGGAAAAAAAAATCT

GTAA-TAGAACA--------GTTTTATAATTGTG---CTCC-TTGTTGTGGTTTTCAGCAATG-GATTGCCTTTGGATAG

TC--AG-AGTCACTGGGGCTATTATCCTTCACTC-----TTTTTAATTTTTTT-GCTGAGGCAATTGGGC-TTAAGTGAC

TTGTCCAGGGTCACACAGCAAAGGAAGTAGTAAGTGTCTGAGGCCATATTTCAATTCTGGTCC----------AGGACTG

GTGTTCTGTTCATTCCATCACCTAACAGCCCC-----ATTTCAGCTAATTTATGAAGAGTGAAGGATA-----GGGGCAG

CTAGCTAAGTGGTGCAG--TGGGTTAGAGCACCAGTCCTGAAGTCAGAAGGATCTGAATTCAAATCTGGCCTCAAACTTA

-CCACTTCCTAACTGTGTG-AACCTAGACAAGTTACTCAAC--TAATTGCCTCATCTAAAAAAGAAAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTTACAA-AT---CTTTTCCTCTT

TTCT-TCCTCAGGAAAATGAGAAATCACCCAG

>Sma 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGGAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAATATTATTGACTATTATATGCCTTATGCCTGG

AGGCAGTAATAAGCAAGAATTGAATCA----GGATAAAAGAAGATTGATTTTT-ATGTGCATTTACTTTTC----TGTAT

ATATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAGATAGAAGCTAGATTAGGAGAAAAAAAGAAATCT

GTAA-CAGAACA--------GTTTTATAATTGTG---CTCC-TTGTTGTGATTTTCAGTAATG-GATTGCCTTTGGATAG

TC-----AGTCACTGGGGCTGTTATCCTTCACTC-----TTTTTAA-TTTTTT-GCTGAGGCAATTGGGG-TTAAGTGAC

TTGTCCAAGGTTACACAGC-AAGGAAGTGGTAACTGTCTGAGGCCAGATTTCAACTCCAGTCC----------AGGGCTG

GTATTCTGTTCATTCCATC-CCTAACAGCCCC-----ATTTCAGCTAATTTATTAAGAGTGAAGGATA-----GGGGCAG

CTAGCTAGGTGGTGCAG--TGGGTTTGAATACCAGTCCTGAAGTCAGAAGGAGCTGAATTC-AATCTGGCCACAGACTTA

CCCACTTCATAGCTGTGTG-AATGTGGACAAGTTACTCAACTTTAATTGCCTCTTCCAAAAAAGAGAAA---TTAGCTGA

AATAATAGCCAGAAGCCCCCATACATAAATGAATTAAGTAGAGAAAGGAAGATAAATTCACAA-AT---CTTTTCTTCTT

TTCT-ACCTCAGGAAAATGAGAAATCACCCAG

>Mfa 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAGGAGCTTTGGGAAAGTTGTAAGTGGAAG----ACATAACTACAGTAGTATTGACTACTG-------TATGCCTGG

GGGCAGTAATAAGCAACAACTGAATCA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTC----TGTAT

TTATTTGCTATATTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AGGCAAGACTGGGAG--AAAAAAAAATCT

ATGA-CTGAACAA--------TTTTA--------------------------TTTCACTAGTG--ATTACCTTTGGATAG

TCATAG-AATCACTGGGGGTATTAGCCTTCACTC----------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------TTAATAAATTAGCTGA-----AATGAGG

CT-GTTAGGTGATGCAA--TGGACA-GAACACCAGCCCTGGAGTCAGGGGAACCTGAGTTCAAATGCAGACTC-GATTTC

GACACTTGCTAGCTGTGTG-AATCTGGTCAAGTTACTCAAG-TCTTATTGCTCACCCAAAAAAGAAAAA---TTAGCTGA

AATA---GCCAGAAATCCCCATACATAAATGAATTAAGTGGAGAAAGGAAGATAAATTCATAACAT---CTTTTCCTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Tcy 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTATAGGAGCTTTGGGAAAGCTGTAAGTGGAAG----ACATAACTACAGTATTATTGACTACTA-------TATGCCTGG

GGGCAGTAATAAACAACAACTGAATTA----GGATAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTCC----TGTAT

TTATTTGCTATGTTGTAGTATAAACTATGTAGCCTAGAATAGGATAG----AGGCTAGATGGTGGG---GGGAAAAATCT

GTGA-CTGAACAA-------GTTTTATAATTATA---CTCC-TTGTTGCTGTTTTTAGCAGTG--ATTGCTTTTGGATAA

TCATAG-GGCCACTGGGGTTATTATCCTTCACTT----------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------TTAATAAATTAGCTGA-----AATGGGG

CT-ATTAGGAGATACAA--TGGATA-GAATACCAG---------CAGGTGGACCTGAGTTCAAATGCAGACTC-GACTTG

GATATTTGCTACCTGTGTG-AACCTGGACAAGTTACTCAATTCTAATTGCCTCACCCAAAAAAGAAAAG---TTAGCTGA

ACTAGTGGCCAGAAACCCCCATACATAAATGAATTAAATGGAGAAAGGAAGATAAATTCACAACAT---CTTTTCTTCTT

TTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Mla 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAGTC--AAGTAGAAG----GTATAACTATAGTATTCTTGATTACTG-------TATGCCTGG

GGACTATAGTAAGCCACTACTGAACCA----GGACAAAAGAAGATTGAGTTTT-AATTGCATTTACTTCTC----TATAT

TGCCTTGCTTTGCTATAATGTAAACTGTTTAACCTAGAATACGGCAA----GGCCTAGACTAGC---AAAAAAAAAATTG

TTGAACTGAAAAAAAAAAGTATTTTATAGTT-TA---CCCC-TTGTTGCTG-CTTTAGCAGTG--AATG-TTTTGAATAA

TTATAC-ATCAACTGGGGGGGGTATCTTTTATGT----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TGA

AATAATAGTCAAAAGTCTCAATG-ATAGATC----AAATGGAGAAAAAAAGACAAATTCATACCAT-----------TAT

CTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Iob 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTC--AAGTAGAA-----------------TATTCTTGATTACTA-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GGACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTCTC----TGTAT

TTA-------------------GACTATTTAGCCTAGAATTGGACAGG---GGGTTTGACTTGCAA-AAAAAAAAAAATA

TTGAACTGAAAACAACA---TTTTTATAGTTGTT---CCCC-TTGTTGCTATTTTTAGCAGTG--AAAG-TTTTGGATAA

TTACAA-ATGGAGTGGGGG-G-TATCTTTTACA-----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

----------------------------------------------------------------------------TTGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATACCAT----------TTAT

TTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Eru 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTC--AAATAGAA-----------------TATTCTTGATTACTG-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GAACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTCTC----TATAT

TTACTTTCTTTGCTATAATGTAGACTATTTAGCCTAGAATAGGACAG----GGGCTAGACTAGC---AAAAAAAATTTTT

TTGAACTGAAAAAAAA---CATTTTATAGTTTTT---GCCC-TTGTTGCTGTTTTTAGCAGTG--AAAG-TTTTGGATAA

TGACAC-ATGGAGTGGGGG-G-TATCTTTTACATTG--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------AAATATTGGGGGTATCTTT---TACATTGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATACCAT-----------TAT

CTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Pbo 

CAGCAAACATGGAGACCGCTTTATACCTTTTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTA

GTACAAGAGCTTTAGGAAAGTA--AAGTAGAA-----------------TATTTTTGATTACTA-------TATGCCTGG

GAACAATAATAAGCAACTACTGAACCA----GGACAAAAGAAGATTGATTTTT-ATTTGCATTTACTTTTT----TGTAT

T-------------------TAGACTATTTAGCCTAGAAAAGGACAG----GGGGTAGACTAGCAAAAAAAAAAAAATTA

TTGAACTGAAAACAA----CATTTTATAGTTGTT---CCCC-TTGTTGCTGTTTTTAGCAATG--AAAG-TTTTGGATAA

TTACAA-ATGGAGTGGGGG-G-TATCTTTTACAT----------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

-----------------------------------------------------------------------------TGA

AATAATAGTCAAAAATCTCAATG-ATAAATC----AAATGGAGAAA-AAAGATAAATTCATGCCAT----------TTAT

TTTT-TCCTCAGGAAAATGAGAAATCACCTAG

>Nty 

NNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTAGAGGAGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GTACAAAAGCTTTGGGAAAGTCATAAGTGGAAA----------------------ATATAACTA-------CATACCGGG

GGTCGGTAATAAGCAACAACTGCACAA----AGAT-----ATGATTGATTTTT-ATTTGTATTTATTTATAATTTTG-TT

TCTTTTGCTATGTTGTCATATAGACTATATGGCCTAAAATAGGACAT----TGGGTAGATTAGCC-AAAAAAAAAATTCT

GTGA-ATGAGTTGGCAAG-TGTTTTATAGTTGTT--GACCTTTTGCTGCTGTTTTCGGCAGTG-GAT-GCCTTTGGAGAA

TCACATTAGCCACTGGGGATGTTCACTT-CACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

------------------------------------------TTTTTTTTAACTTCACT-CTTAATAAA---TTAGCTGA

AATA---GCCAAAAACTCCAATGCATAAATAGATTAAATAGAGAAAGGAAGATAAATTCATACTATTATCTTTTCCTCTT

CTCT-ACCTCAGGAAAATGANNNNNNNNNNNN

>Pci 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCACAGAATAAATGTGAGTG

GTACAAGAGCTTTGGGAAAATCATAAGTGGAAG---------ATGACAGTATTATTGATTACTG-------CATGCCTGG

GGTCGGTAATAAGCAACAG-------------------------------------------------------------

----TTGCTATGTTGTAATATAGACTATATAGCCTAGAATAGGACAG----GGGCTAGACTGGCAGAAAAAAAAAATTCA

GGGA-CTGAACTGGTGAG-TGTTTTATAGCTGTTGTTATCACTTGTTGCTGTTTTCAGCAGTG-GAT-GCCTTTGGATAA

TCACACCAGCCACTAGGGGTGTTATCC-----------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATGATAGCCAGAAACCCCAATGCATAAATAGCTTAAATGGAGAAAGGAAGATAAATTCTTACCGTTATCTTTTC---TT

CTCT-TCCTCAGGAAAATGAGAAATCACCTAG

>Tvu 

CAGCAAACATGGAGACCGTTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTAAGTG

GTACAAGAGCTTTGGGAAAATCACAAGCAGAAG----------ATATGGTATTATTGATTACTG-------CATGCCTGG

GGTCAGTAATAAGCAACAGTTGAACCA----GGATAAAAGAAGATGGATTTTT-ATTTGGATTTACTTCT--------AA

ATATTTGCTGTGTTGTAATATAGACTTTATAGCCTAGAATAGGACAG-------------AGGCAG-AAAAAAAAATTCA

GTGA-CTGAACTGGTGGG-TGTTTTACAGTTGTTT-TATCACTTGTTGCTGTTTTCAGCGTTG-GAT-GCCTTTGGATAA

TCATAC-AGCCACTGGGAGTGTTATCCTTCACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATAATAGCCAGAAACCACAACGCATAAATAGATTAAATGGAAAAAGGGAGATAAATTCACACTATTATCTTTTCCTCTT

CTCT-ATCTCAGGAAAATGAGAAATCACCCAG

>Meu 

CAGCAAACATGGAGACCGTTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTAAGTG

GTACAAGAGCTTTGGGAGAGTCATAAGTGGAAG---------ACTACAGTATTATTGATTACTG-------CATACCTGG

GGTCAGTAATGACCAACAATTGAACTA----GTATAAAAGAAGATGAATTTTT-ATTTGCGTTTAGTTGTC----TATAT

TTATTTACTACATTATAATATAGATTTTATAGCCTACAATAGGACAG----GGACTAGACTGGCAG--AAAAAAAATTCA

GAGA-CTGAACTGGTGAG-TATTTTATAGTTGTTG-TATCACTTGTTGCTATTTTCAGCAGTG-GAT-GCCTTTGGAAAA

TTGTAC-AGCCACTGGGGGTGTTATCCTTCACTCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTAGCTGA

AATAATAGTCAGAAACCCCAACACATGAATAGATTAGATAGAAAAAGGAAGATAAATTCA------TATCTTTTCATCTT

CTCT-GTCTCAGGAAAATGAGAAATCACCCAG

>Mdo 

CAGCAAACATGGAGACCGCTTTATACCTTCTAGAGCTGGAGCCAACTGGAGCATTAATTTCCATAGAATAAATGTGAGTG

GCACAAGAGCTTTGAGAAAGTCATGAGTGGAGGG----TATAACTACAGTTTTATTGATTATTA-------TTTGCCTGG

GAACAAAAATAAGCAATAACTGAACCAAATTGGTTAAAATAAGGTGGATTTTT-ATTTGCATTT-----CC----TTTAT

TTGTTTCCTCTGTTATGATATAGACTATATAGCCTAGAATAGG-------------------------CAAAAAATTTCA

GAGA-CTGAATTGGTAAATGTTTTTTTAGTTATCA-TATCCC----TACTGTTTTTAGCAGTT-AAT-GCT-------GA

ACACTC-AGCCAGCAGAGGTGTTATACTTCTCCCTT--------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

--------------------------------------------------------------------------------

---------------------------------------------------------------AATAAA---TTGGCAGA

AATCATAGCCAAAAACAACAATGCACAAATAGATTAAATGGAAAGAAGAAGATAAATTCATACCATTATCTTTTCCTCTT

CTCC-ACCTCAGGAAAATGAGAAATCACCCAG
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